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COMPOSITIONS AND METHODS FOR THE TREATMENT OF NATURAL KILLER 

CELL RELATED DISEASES 

Field of the Invention 

The present invention relates to compositions and methods useful for the diagnosis and treatment of 
immune related diseases. 

Background of the Invention 

Immune related and inflammatory diseases are the manifestation or consequence of fairly complex, 
often multiple interconnected biological pathways which in normal physiology are critical to respond to 
insult or injury, initiate repair from insult or injury, and mount innate and acquired defense against foreign 
organisms. Disease or pathology occurs when these normal physiological pathways cause additional insult 
or injury either as directly related to the intensity of the response, as a consequence of abnormal regulation 
or excessive stimulation, as a reaction to self, or as a combination of these. 

Though the genesis of these diseases often involves multistep pathways and often multiple different 
biological systems/pathways, intervention at critical points in one or more of these pathways can have an 
ameliorative or therapeutic effect. Therapeutic intervention can occur by either antagonism of a detrimental 
process/pathway or stimulation of a beneficial process/pathway. 

Many immune related diseases are known and have been extensively studied. Such diseases 
include immune-mediated inflammatory diseases, non-immune-mediated inflammatory diseases, infectious 
diseases, immunodeficiency diseases, neoplasia, etc. 

Immune related diseases could be treated by suppressing the immune response. Using neutralizing 
antibodies that inhibit molecules having immune stimulatory activity would be beneficial in the treatment of 
immune-mediated and inflammatory diseases. Molecules which inhibit the immune response can be utilized 
(proteins directly or via the use of antibody agonists) to inhibit the immune response and thus ameliorate 
immune related disease. 

Natural killer (NK) cells are an important effector cell of the innate immune system. They are 
specialized to effect killing against host cells that have either been infected by viruses, parasites or that have 
become cancerous. Phenotypically, NK cells are large granular lymphocytes that constitute ~2 % of the 
circulating lymphocyte population. They are commonly identified by cell surface expression of CD56 and 
CD16. NK cells mature in the bone marrow from a CD34+ precursor cell that they share with T cells. The 
mature NK cell, shares expression of CD8, cytolytic machinery, and some KIRs, with T cells, but remains 
distinct from T cells by the lack of CD3 and the T cell receptors. Like cytotoxic T cells, they contain 
granules filled with pore forming protein, cytotoxins, serine esterases and proteoglycans that mediate lysis of 
target cells. Both cytotoxic T cells and NK cells kill on contact by binding to their targets and delivering 
their lethal burst of chemicals that produces holes in the target cell's membrane. Unlike cytotoxic T cells, 
NK cells do not need to recognize a specific antigen before initiating lysis. Rather, NK cell activation can be 
mediated by growth factors and cytokines such as, IL-2, IL-12 and IL-15 have been shown to mediate 

1 



WO 2004/043361 



PCT/US2003/035268 



proliferative and cytotoxic activities or by a delicate balance between two classes of NK cell receptors, one 
that activates the cells, and another that inhibits. Killer Ig-like receptors (KIRs) are NK cell receptors that 
transmit an inhibitory signal if they encounter class I MHC molecules on a cell surface. This is important 
for killing of both cancerous cells and virally infected cells. Because viruses often suppress class I MHC 
5 expression in cells they infect, the virus-infected cell becomes susceptible to killing by NK cells. Likewise, 
cancer cells have reduced or no class I MHC expression also become susceptible to killing by NK cells. 
Natural cytotoxicity receptors (NCRs) constitute a family of activating receptors on NK cells. In some 
effector-target systems, the surface density of NCRs correlates with the cytolytic activity of the NK cells, 
while in other systems killing requires cooperation between NCR, another activating receptor NKG2D and 
10 its adaptor polypeptide DAP10. Additionally, the strength of the stimulatory signals can be influenced by 
engagement of co-receptors such as 2B4 and NTB-A. The ligands for NCRs and NKG2D, hemoglutanins 
and MICA, MICB respectively are not expressed by most normal cells, but are induced in most tumor cell 
lines. Expression of the ligands by tumor cells triggers a dramatic immune response resulting in tumor cell 
rejection. 

15 Activation of NK cells with IL-15 or IL-12 have been shown to induce both cytotoxic and 

proliferative effects. Junctional adhesion molecule 2 (JAM2) has been shown to bind to NK cells and has 
been hypothesized to play a role in lymphocyte extravasation to sites of inflammation. Therefore, a DNA 
microarray experiment comparing differential expression of genes from these three modes of activation 
versus resting NK cells has the potential to reveal novel genes or novel gene associations with NK cell 

20 activity. Therapeutic antibodies, peptides or small molecules could be developed to target specific genes 
revealed by these microarrays for the treatment of immune mediated inflammatory diseases and 
malignancies. 

Despite the above research in NK cells, there is a great need for additional diagnostic and 
therapeutic agents capable of detecting the presence of NK cell mediated disorders in a mammal and for 
25 effectively reducing these disorders. Accordingly, it is an objective of the present invention to identify 
polypeptides that are differentially expressed in activated NK ceils as compared to resting NK cells, and to 
use those polypeptides, and their encoding nucleic acids, to produce compositions of matter useful in the 
therapeutic treatment and diagnostic detection of NK cell mediated disorders in mammals. 

30 Summary of the Invention 

A. Embodiments 

The present invention concerns compositions and methods useful for the diagnosis and treatment of 
immune related disease in mammals, including humans. The present invention is based on the identification 
of proteins (including agonist and antagonist antibodies) which are a result of stimulation of the immune 

35 response in mammals. Immune related diseases can be treated by suppressing or enhancing the immune 
response. Molecules that enhance the immune response stimulate or potentiate the immune response to an 
antigen. Molecules which stimulate the immune response can be used therapeutically where enhancement of 
the immune response would be beneficial. Alternatively, molecules that suppress the immune response 
attenuate or reduce the immune response to an antigen (e.g., neutralizing antibodies) can be used 

40 therapeutically where attenuation of the immune response would be beneficial (e.g., inflammation). 
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Accordingly, the PRO polypeptides, agonists and antagonists thereof are also useful to prepare medicines 
and medicaments for the treatment of immune-related and inflammatory diseases. In a specific aspect, such 
medicines and medicaments comprise a therapeutically effective amount of a PRO polypeptide, agonist or 
antagonist thereof with a pharmaceutically acceptable carrier. Preferably, the admixture is sterile. 
5 In a further embodiment, the invention concerns a method of identifying agonists or antagonists to a 

PRO polypeptide which comprises contacting the PRO polypeptide with a candidate molecule and 
monitoring a biological activity mediated by said PRO polypeptide. Preferably, the PRO polypeptide is a 
native sequence PRO polypeptide. In a specific aspect, the PRO agonist or antagonist is an anti-PRO 
antibody. 

10 In another embodiment, the invention concerns a composition of matter comprising a PRO 

polypeptide or an agonist or antagonist antibody which binds the polypeptide in admixture with a carrier or 
excipient. In one aspect, the composition comprises a therapeutically effective amount of the polypeptide or 
antibody. In another aspect, when the composition comprises an immune stimulating molecule, the 
composition is useful for: (a) increasing infiltration of inflammatory cells into a tissue of a mammal in need 

15 thereof, (b) stimulating or enhancing an immune response in a mammal in need thereof, (c) increasing the 
proliferation of NK cells in a mammal in need thereof in response to an antigen, (d) stimulating the activity 
of NK cells or (e) increasing the vascular permeability. In a further aspect, when the composition comprises 
an immune inhibiting molecule, the composition is useful for: (a) decreasing infiltration of inflammatory 
cells into a tissue of a mammal in need thereof, (b) inhibiting or reducing an immune response in a mammal 

20 in need thereof, (c) decreasing the activity of NK cells or (d) decreasing the proliferation of NK cells in a 
mammal in need thereof in response to an antigen. In another aspect, the composition comprises a further 
active ingredient, which may, for example, be a further antibody or a cytotoxic or chemotherapeutic agent. 
Preferably, the composition is sterile. 

In another embodiment, the invention concerns a method of treating an immune related disorder in 

25 a mammal in need thereof, comprising administering to the mammal an effective amount of a PRO 
polypeptide, an agonist thereof, or an antagonist thereto. In a preferred aspect, the immune related disorder 
is selected from the group consisting of: systemic lupus erythematosis, rheumatoid arthritis, osteoarthritis, 
juvenile chronic arthritis, spondyloarthropathies, systemic sclerosis, idiopathic inflammatory myopathies, 
Sjogren's syndrome, systemic vasculitis, sarcoidosis, autoimmune hemolytic anemia, autoimmune 

30 thrombocytopenia, thyroiditis, diabetes mellitus, immune-mediated renal disease, demyelinating diseases of 
the central and peripheral nervous systems such as multiple sclerosis, idiopathic demyelinating 
polyneuropathy or Guillain-Barre' syndrome, and chronic inflammatory demyelinating polyneuropathy, 
hepatobiliary diseases such as infectious, autoimmune chronic active hepatitis, primary biliary cirrhosis, 
granulomatous hepatitis, and sclerosing cholangitis, inflammatory bowel disease, gluten-sensitive 

35 enteropathy, and Whipple's disease, autoimmune or immune-mediated skin diseases including bullous skin 
diseases, erythema multiforme and contact dermatitis, psoriasis, allergic diseases such as asthma, allergic 
rhinitis, atopic dermatitis, food hypersensitivity and urticaria, immunologic diseases of the lung such as 
eosinophilic pneumonias, idiopathic pulmonary fibrosis and hypersensitivity pneumonitis, transplantation 
associated diseases including graft rejection and graft -versus-host-disease. 
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In another embodiment, the invention provides an antibody which specifically binds to any of the 
above or below described polypeptides. Optionally, the antibody is a monoclonal antibody, humanized 
antibody, antibody fragment or single-chain antibody. In one aspect, the present invention concerns an 
isolated antibody which binds a PRO polypeptide. In another aspect, the antibody mimics the activity of a 
PRO polypeptide (an agonist antibody) or conversely the antibody inhibits or neutralizes the activity of a 
PRO polypeptide (an antagonist antibody). In another aspect, the antibody is a monoclonal antibody, which 
preferably has nonhuman complementarity determining region (CDR) residues and human framework region 
(FR) residues. The antibody may be labeled and may be immobilized on a solid support In a further aspect, 
the antibody is an antibody fragment, a monoclonal antibody, a single-chain antibody, or an anti-idiotypic 
antibody. 

In yet another embodiment, the present invention provides a composition comprising an anti-PRO 
antibody in admixture with a pharmaceutical^ acceptable carrier. In one aspect, the composition comprises 
a therapeutically effective amount of the antibody. Preferably, the composition is sterile. The composition 
may be administered in the form of a liquid pharmaceutical formulation, which may be preserved to achieve 
extended storage stability. Alternatively, the antibody is a monoclonal antibody, an antibody fragment, a 
humanized antibody, or a single-chain antibody. 

In a further embodiment, the invention concerns an article of manufacture, comprising: 

(a) a composition of matter comprising a PRO polypeptide or agonist or antagonist thereof; 

(b) a container containing said composition; and 

(c) a label affixed to said container, or a package insert included in said container referring to 
the use of said PRO polypeptide or agonist or antagonist thereof in the treatment of an immune related 
disease. The composition may comprise a therapeutically effective amount of the PRO polypeptide or the 
agonist or antagonist thereof. 

In yet another embodiment, the present invention concerns a method of diagnosing an immune 
related disease in a mammal, comprising detecting the level of expression of a gene encoding a PRO 
polypeptide (a) in a test sample of tissue cells obtained from the mammal, and (b) in a control sample of 
known normal tissue cells of the same cell type, wherein a higher or lower expression level in the test 
sample as compared to the control sample indicates the presence of immune related disease in the mammal 
from which the test tissue cells were obtained. 

In another embodiment, the present invention concerns a method of diagnosing an immune disease 
in a mammal, comprising (a) contacting an anti-PRO antibody with a test sample of tissue cells obtained 
from the mammal, and (b) detecting the formation of a complex between the antibody and a PRO 
polypeptide, in the test sample; wherein the formation of said complex is indicative of the presence or 
absence of said disease. The detection may be qualitative or quantitative, and may be performed in 
comparison with monitoring the complex formation in a control sample of known normal tissue cells of the 
same cell type. A larger quantity of complexes formed in the test sample indicates the presence or absence 
of an immune disease in the mammal from which the test tissue cells were obtained. The antibody 
preferably carries a detectable label. Complex formation can be monitored, for example, by light 
microscopy, flow cytometry, fluorimetry, or other techniques known in the art. The test sample is usually 
obtained from an individual suspected of having a deficiency or abnormality of the immune system. 
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In another embodiment, the invention provides a method for determining the presence of a PRO 
polypeptide in a sample comprising exposing a test sample of cells suspected of containing the PRO 
polypeptide to an anti-PRO antibody and determining the binding of said antibody to said cell sample. In a 
specific aspect, the sample comprises a cell suspected of containing the PRO polypeptide and the antibody 
binds to the cell. The antibody is preferably detectably labeled and/or bound to a solid support 

In another embodiment, the present invention concerns an immune-related disease diagnostic kit, 
comprising an anti-PRO antibody and a carrier in suitable packaging. The kit preferably contains 
instructions for using the antibody to detect the presence of the PRO polypeptide. Preferably the carrier is 
pharmaceutically acceptable. 

In another embodiment, the present invention concerns a diagnostic kit, containing an anti-PRO 
antibody in suitable packaging. The kit preferably contains instructions for using the antibody to detect the 
PRO polypeptide. 

In another embodiment, the invention provides a method of diagnosing an immune-related disease 
in a mammal which comprises detecting the presence or absence or a PRO polypeptide in a test sample of 
tissue cells obtained from said mammal, wherein the presence or absence of the PRO polypeptide in said test 
sample is indicative of the presence of an immune-related disease in said mammal. 

In another embodiment, the present invention concerns a method for identifying an agonist of a 
PRO polypeptide comprising: 

(a) contacting cells and a test compound to be screened under conditions suitable for the induction 
of a cellular response normally induced by a PRO polypeptide; and 

(b) determining the induction of said cellular response to determine if the test compound is an 
effective agonist, wherein the induction of said cellular response is indicative of said test compound being an 
effective agonist. 

In another embodiment, the invention concerns a method for identifying a compound capable of 
inhibiting the activity of a PRO polypeptide comprising contacting a candidate compound with a PRO 
polypeptide under conditions and for a time sufficient to allow these two components to interact and 
determining whether the activity of the PRO polypeptide is inhibited. In a specific aspect, either the 
candidate compound or the PRO polypeptide is immobilized on a solid support. In another aspect, the non- 
immobilized component carries a detectable label. In a preferred aspect, this method comprises the steps of: 

(a) contacting cells and a test compound to be screened in the presence of a PRO polypeptide under 
conditions suitable for the induction of a cellular response normally induced by a PRO polypeptide; and 

(b) determining the induction of said cellular response to determine if the test compound is an 
effective antagonist. 

In another embodiment, the invention provides a method for identifying a compound that inhibits 
the expression of a PRO polypeptide in cells that normally express the polypeptide, wherein the method 
comprises contacting the cells with a test compound and determining whether the expression of the PRO 
polypeptide is inhibited. In a preferred aspect, this method comprises the steps of: 

(a) contacting cells and a test compound to be screened under conditions suitable for allowing 
expression of the PRO polypeptide; and 

(b) determining the inhibition of expression of said polypeptide. 
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In yet another embodiment, the present invention concerns a method for treating an immune-related 
disorder in a mammal that suffers therefrom comprising administering to the mammal a nucleic acid 
molecule that codes for either (a) a PRO polypeptide, (b) an agonist of a PRO polypeptide or (c) an 
antagonist of a PRO polypeptide, wherein said agonist or antagonist may be an anti-PRO antibody. In a 
5 preferred embodiment, the mammal is human. In another preferred embodiment, the nucleic acid is 
administered via ex vivo gene therapy. In a further preferred embodiment, the nucleic acid is comprised 
within a vector, more preferably an adenoviral, adeno-associated viral, lentiviral or retroviral vector. 

In yet another aspect, the invention provides a recombinant viral particle comprising a viral vector 
consisting essentially of a promoter, nucleic acid encoding (a) a PRO polypeptide, (b) an agonist polypeptide 
10 of a PRO polypeptide, or (c) an antagonist polypeptide of a PRO polypeptide, and a signal sequence for 
cellular secretion of the polypeptide, wherein the viral vector is in association with viral structural proteins. 
Preferably, the signal sequence is from a mammal, such as from a native PRO polypeptide. 

In a still further embodiment, the invention concerns an ex vivo producer cell comprising a nucleic 
acid construct that expresses retroviral structural proteins and also comprises a retroviral vector consisting 
15 essentially of a promoter, nucleic acid encoding (a) a PRO polypeptide, (b) an agonist polypeptide of a PRO 
polypeptide or (c) an antagonist polypeptide of a PRO polypeptide, and a signal sequence for cellular 
secretion of the polypeptide, wherein said producer cell packages the retroviral vector in association with the 
structural proteins to produce recombinant retroviral particles. 

In a still further embodiment, the invention provides a method of increasing the activity of NK cells 
20 in a mammal comprising administering to said mammal (a) a PRO polypeptide, (b) an agonist of a PRO 
polypeptide, or (c) an antagonist of a PRO polypeptide, wherein the activity of NK cells in the mammal is 
increased. 

In a still further embodiment, the invention provides a method of decreasing the activity of NK cells 
in a mammal comprising administering to said mammal (a) a PRO polypeptide, (b) an agonist of a PRO 
25 polypeptide, or (c) an antagonist of a PRO polypeptide, wherein the activity of NK cells in the mammal is 
decreased. 

In a still further embodiment, the invention provides a method of increasing the proliferation of NK 
cells in a mammal comprising administering to said mammal (a) a PRO polypeptide, (b) an agonist of a PRO 
polypeptide, or (c) an antagonist of a PRO polypeptide, wherein the proliferation of NK cells in the mammal 
30 is increased. 

In a still further embodiment, the invention provides a method of decreasing the proliferation of NK 
cells in a mammal comprising administering to said mammal (a) a PRO polypeptide, (b) an agonist of a 
PRO polypeptide, or (c) an antagonist of a PRO polypeptide, wherein the proliferation of NK cells in the 
mammal is decreased. 
35 B. Additional Embodiments 

In other embodiments of the present invention, the invention provides vectors comprising DNA 
encoding any of the herein described polypeptides. Host cell comprising any such vector are also provided. 
By way of example, the host cells may be CHO cells, E. coli, or yeast. A process for producing any of the 
herein described polypeptides is further provided and comprises culturing host cells under conditions 
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suitable for expression of the desired polypeptide and recovering the desired polypeptide from the cell 
culture. 

In other embodiments, the invention provides chimeric molecules comprising any of the herein 
described polypeptides fused to a heterologous polypeptide or amino acid sequence. Example of such 
5 chimeric molecules comprise any of the herein described polypeptides fused to an epitope tag sequence or a 
Fc region of an immunoglobulin. 

In another embodiment, the invention provides an antibody which specifically binds to any of the 
above or below described polypeptides. Optionally, the antibody is a monoclonal antibody, humanized 
antibody, antibody fragment or single-chain antibody. 
10 111 vet other embodiments, the invention provides oligonucleotide probes useful for isolating 

genomic and cDNA nucleotide sequences or as antisense probes, wherein those probes may be derived from 
any of the above or below described nucleotide sequences. 

In other embodiments, the invention provides an isolated nucleic acid molecule comprising a 
nucleotide sequence that encodes a PRO polypeptide. 
15 In one aspect, the isolated nucleic acid molecule comprises a nucleotide sequence having at least 

about 80% nucleic acid sequence identity, alternatively at least about 81% nucleic acid sequence identity, 
alternatively at least about 82% nucleic acid sequence identity, alternatively at least about 83% nucleic, acid 
sequence identity, alternatively at least about 84% nucleic acid sequence identity, alternatively at least about 
85% nucleic acid sequence identity, alternatively at least about 86% nucleic acid sequence identity, 
20 alternatively at least about 87% nucleic acid sequence identity, alternatively at least about 88% nucleic acid 
sequence identity, alternatively at least about 89% nucleic acid sequence identity, alternatively at least about 
90% nucleic acid sequence identity, alternatively at least about 91% nucleic acid sequence identity, 
alternatively at least about 92% nucleic acid sequence identity, alternatively at least about 93% nucleic acid 
sequence identity, alternatively at least about 94% nucleic acid sequence identity, alternatively at least about 
25 95% nucleic acid sequence identity, alternatively at least about 96% nucleic acid sequence identity, 

alternatively at least about 97% nucleic acid sequence identity, alternatively at least about 98% nucleic acid 
sequence identity and alternatively at least about 99% nucleic acid sequence identity to (a) a DNA molecule 
encoding a PRO polypeptide having a full-length amino acid sequence as disclosed herein, an amino acid 
sequence lacking the signal peptide as disclosed herein, an extracellular domain of a transmembrane protein, 
30 with or without the signal peptide, as disclosed herein or any other specifically defined fragment of the full- 
length amino acid sequence as disclosed herein, or (b) the complement of the DNA molecule of (a). 

In other aspects, the isolated nucleic acid molecule comprises a nucleotide sequence having at least 
about 80% nucleic acid sequence identity, alternatively at least about 81% nucleic acid sequence identity, 
alternatively at least about 82% nucleic acid sequence identity, alternatively at least about 83% nucleic acid 
35 sequence identity, alternatively at least about 84% nucleic acid sequence identity, alternatively at least about 
85% nucleic acid sequence identity, alternatively at least about 86% nucleic acid sequence identity, 
alternatively at least about 87% nucleic acid sequence identity, alternatively at least about 88% nucleic acid 
sequence identity, alternatively at least about 89% nucleic acid sequence identity, alternatively at least about 
90% nucleic acid sequence identity, alternatively at least about 91% nucleic acid sequence identity, 
40 alternatively at least about 92% nucleic acid sequence identity, alternatively at least about 93% nucleic acid 
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sequence identity, alternatively at least about 94% nucleic acid sequence identity, alternatively at least about 
95% nucleic acid sequence identity, alternatively at least about 96% nucleic acid sequence identity, 
alternatively at least about 97% nucleic acid sequence identity, alternatively at least about 98% nucleic acid 
sequence identity and alternatively at least about 99% nucleic acid sequence identity to (a) a DNA molecule 
5 comprising the coding sequence of a full-length PRO polypeptide cDNA as disclosed herein, the coding 
sequence of a PRO polypeptide lacking the signal peptide as disclosed herein, the coding sequence of an 
extracellular domain of a transmembrane PRO polypeptide, with or without the signal peptide, as disclosed 
herein or the coding sequence of any other specifically defined fragment of the full-length amino acid 
sequence as disclosed herein, or (b) the complement of the DNA molecule of (a). 

10 In a further aspect, the invention concerns an isolated nucleic acid molecule comprising a 

nucleotide sequence having at least about 80% nucleic acid sequence identity, alternatively at least about 
81% nucleic acid sequence identity, alternatively at least about 82% nucleic acid sequence identity, 
alternatively at least about 83% nucleic acid sequence identity, alternatively at least about 84% nucleic acid 
sequence identity, alternatively at least about 85% nucleic acid sequence identity, alternatively at least about 

15 86% nucleic acid sequence identity, alternatively at least about 87% nucleic acid sequence identity, 

alternatively at least about 88% nucleic acid sequence identity, alternatively at least about 89% nucleic acid 
sequence identity, alternatively at least about 90% nucleic acid sequence identity, alternatively at least about 
91% nucleic acid sequence identity, alternatively at least about 92% nucleic acid sequence identity, 
alternatively at least about 93% nucleic acid sequence identity, alternatively at least about 94% nucleic acid 

20 sequence identity, alternatively at least about 95% nucleic acid sequence identity, alternatively at least about 
96% nucleic acid sequence identity, alternatively at least about 97% nucleic acid sequence identity, 
alternatively at least about 98% nucleic acid sequence identity and alternatively at least about 99% nucleic 
acid sequence identity to (a) a DNA molecule that encodes the same mature polypeptide encoded by any of 
the human protein cDNAs as disclosed herein, or (b) the complement of the DNA molecule of (a). 

25 Another aspect the invention provides an isolated nucleic acid molecule comprising a nucleotide 

sequence encoding a PRO polypeptide which is either transmembrane domain-deleted or transmembrane 
domain-inactivated, or is complementary to such encoding nucleotide sequence, wherein the transmembrane 
domain(s) of such polypeptide are disclosed herein. Therefore, soluble extracellular domains of the herein 
described PRO polypeptides are contemplated. 

30 Another embodiment is directed to fragments of a PRO polypeptide coding sequence, or the 

complement thereof, that may find use as, for example, hybridization probes, for encoding fragments of a 
PRO polypeptide that may optionally encode a polypeptide comprising a binding site for an anti-PRO 
antibody or as antisense oligonucleotide probes. Such nucleic acid fragments are usually at least about 20 
nucleotides in length, alternatively at least about 30 nucleotides in length, alternatively at least about 40 

35 nucleotides in length, alternatively at least about 50 nucleotides in length, alternatively at least about 60 
nucleotides in length, alternatively at least about 70 nucleotides in length, alternatively at least about 80 
nucleotides in length, alternatively at least about 90 nucleotides in length, alternatively at least about 100 
nucleotides in length, alternatively at least about 110 nucleotides in length, alternatively at least about 120 
nucleotides in length, alternatively at least about 130 nucleotides in length, alternatively at least about 140 

40 nucleotides in length, alternatively at least about 150 nucleotides in length, alternatively at least about 160 
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nucleotides in length, alternatively at least about 170 nucleotides in length, alternatively at least about 180 
nucleotides in length, alternatively at least about 190 nucleotides in length, alternatively at least about 200 
nucleotides in length, alternatively at least about 250 nucleotides in length, alternatively at least about 300 
nucleotides in length, alternatively at least about 350 nucleotides in length, alternatively at least about 400 
5 nucleotides in length, alternatively at least about 450 nucleotides in length, alternatively at least about 500 
nucleotides in length, alternatively at least about 600 nucleotides in length, alternatively at least about 700 
nucleotides in length, alternatively at least about 800 nucleotides in length, alternatively at least about 900 
nucleotides in length and alternatively at least about 1000 nucleotides in length, wherein in this context the 
term "about" means the referenced nucleotide sequence length plus or minus 10% of that referenced length. 

10 It is noted that novel fragments of a PRO polypeptide-encoding nucleotide sequence may be determined in a 
routine manner by aligning the PRO polypeptide-encoding nucleotide sequence with other known nucleotide 
sequences using any of a number of well known sequence alignment programs and determining which PRO 
polypeptide-encoding nucleotide sequence fragment(s) are novel. All of such PRO polypeptide-encoding 
nucleotide sequences are contemplated herein. Also contemplated are the PRO polypeptide fragments 

15 encoded by these nucleotide molecule fragments, preferably those PRO polypeptide fragments that comprise 
a binding site for an anti-PRO antibody. 

In another embodiment, the invention provides isolated PRO polypeptide encoded by any of the 
isolated nucleic acid sequences herein above identified. 

In a certain aspect, the invention concerns an isolated PRO polypeptide, comprising an amino acid 

20 sequence having at least about 80% amino acid sequence identity, alternatively at least about 81% amino 
acid sequence identity, alternatively at least about 82% amino acid sequence identity, alternatively at least 
about 83% amino acid sequence identity, alternatively at least about 84% amino acid sequence identity, 
alternatively at least about 85% amino acid sequence identity, alternatively at least about 86% amino acid 
sequence identity, alternatively at least about 87% amino acid sequence identity, alternatively at least about 

25 88% amino acid sequence identity, alternatively at least about 89% amino acid sequence identity, 

alternatively at least about 90% amino acid sequence identity, alternatively at least about 91% amino acid 
sequence identity, alternatively at least about 92% amino acid sequence identity, alternatively at least about 
93% amino acid sequence identity, alternatively at least about 94% amino acid sequence identity, 
alternatively at least about 95% amino acid sequence identity, alternatively at least about 96% amino acid 

30 sequence identity, alternatively at least about 97% amino acid sequence identity, alternatively at least about 
98% amino acid sequence identity and alternatively at least about 99% amino acid sequence identity to a 
PRO polypeptide having a full-length amino acid sequence as disclosed herein, an amino acid sequence 
lacking the signal peptide as disclosed herein, an extracellular domain of a transmembrane protein, with or 
without the signal peptide, as disclosed herein or any other specifically defined fragment of the full-length 

35 amino acid sequence as disclosed herein. 

In a further aspect, the invention concerns an isolated PRO polypeptide comprising an amino acid 
sequence having at least about 80% amino acid sequence identity, alternatively at least about 81% amino 
acid sequence identity, alternatively at least about 82% amino acid sequence identity, alternatively at least 
about 83% amino acid sequence identity, alternatively at least about 84% amino acid sequence identity, 

40 alternatively at least about 85% amino acid sequence identity, alternatively at least about 86% amino acid 
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sequence identity, alternatively at least about 87% amino acid sequence identity, alternatively at least about 
88% amino acid sequence identity, alternatively at least about 89% amino acid sequence identity, 
alternatively at least about 90% amino acid sequence identity, alternatively at least about 91% amino acid 
sequence identity, alternatively at least about 92% amino acid sequence identity, alternatively at least about 
5 93% amino acid sequence identity, alternatively at least about 94% amino acid sequence identity, 

alternatively at least about 95% amino acid sequence identity, alternatively at least about 96% amino acid 
sequence identity, alternatively at least about 97% amino acid sequence identity, alternatively at least about 
98% amino acid sequence identity and alternatively at least about 99% amino acid sequence identity to an 
amino acid sequence encoded by any of the human protein cDNAs as disclosed herein. 

10 In a specific aspect, the invention provides an isolated PRO polypeptide without the N-terminal 

signal sequence and/or the initiating methionine and is encoded by a nucleotide sequence that encodes such 
an amino acid sequence as herein before described. Processes for producing the same are also herein 
described, wherein those processes comprise culturing a host cell comprising a vector which comprises the 
appropriate encoding nucleic acid molecule under conditions suitable for expression of the PRO polypeptide 

15 and recovering the PRO polypeptide from the cell culture. 

Another aspect the invention provides an isolated PRO polypeptide which is either transmembrane 
domain-deleted or transmembrane domain-inactivated. Processes for producing the same are also herein 
described, wherein those processes comprise culturing a host cell comprising a vector which comprises the 
appropriate encoding nucleic acid molecule under conditions suitable for expression of the PRO polypeptide 

20 and recovering the PRO polypeptide from the cell culture. 

In yet another embodiment, the invention concerns agonists and antagonists of a native PRO 
polypeptide as defined herein. In a particular embodiment, the agonist or antagonist is an anti-PRO antibody 
or a small molecule. 

In a further embodiment, the invention concerns a method of identifying agonists or antagonists to a 
25 PRO polypeptide which comprise contacting the PRO polypeptide with a candidate molecule and monitoring 
a biological activity mediated by said PRO polypeptide. Preferably, the PRO polypeptide is a native PRO 
polypeptide. 

In a still further embodiment, the invention concerns a composition of matter comprising a PRO 
polypeptide, or an agonist or antagonist of a PRO polypeptide as herein described, or an anti-PRO antibody, 
30 in combination with a carrier. Optionally, the carrier is a pharmaceutically acceptable carrier. 

Another embodiment of the present invention is directed to the use of a PRO polypeptide, or an 
agonist or antagonist thereof as herein before described, or an anti-PRO antibody, for the preparation of a 
medicament useful in the treatment of a condition which is responsive to the PRO polypeptide, an agonist or 
antagonist thereof or an anti-PRO antibody. 

35 

BRIEF DESCRIPTION OF THE DRAWINGS 
In the list of figures for the present application, specific cDNA sequences which are 
differentially expressed in activated Natural Killer (NK) cells as compared to normal resting NK cells are 
individually identified with a specific alphanumerical designation. These cDNA sequences are differentially 
40 expressed in NK cells that are specifically treated as described in Example 1 below. If start and/or stop 
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codons have been identified in a cDNA sequence shown in the attached figures, they are shown in bold and 
underlined font, and the encoded polypeptide is shown in the next consecutive figure. 

The Figures 1-1477 show the nucleic acids of the invention and their encoded PRO 
polypeptides. Also included, for convenience is a List of Figures attached hereto as Appendix A, which 
5 gives the figure number and the corresponding DNA or PRO number. 
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Figure 925: DNA330308, 307914.1, 215029^t 
Figure 926: PR085533 

Figure 927: DNA196372, HSBCLXL, 215037 J5-at 
Figure 928: PR024874 

Figure 929: DNA270522, NP-006013. 1 ,215111 J3_at 
Figure 930: PR058899 

Figure 931: DNA330314, 026641.5, 215275^t 
Figure 932: PR085538 

Figure 933: DNA328801, 407831.1, 215392jat 

Figure 934: PR084543 

Figure 935A-B: DNA331134, NP-003381.1, 

21571 l_s.at 

Figure 936: PR086275 

Figure 937A-B: DNA256461, NP_009017.1, 

216228-s-at 

Figure 938: PR05 1498 

Figure 939: DNA329266, BC000142, 216237 _S-at 
Figure 940: PR012845 

Figure 941: DNA88296, NP.005733.1, 216640js-at 
Figure 942: PR02274 

Figure 943: DNA225720, AF151900, 216693 _x_at 

Figure 944: PR036183 

Figure 945A-B: DNA66475, NP.004439.1, 

216836_s_at 

Figure 946: PRO 1204 

Figure 947: DNA331365, NP-004168.1, 216985 jjt 
Figure 948: PR086439 

Figure 949: DNA33 1366, HUMGPCR, 217028-at 
Figure 950: PR045 16 

Figure 951A-B: DNA331367, BAA34514.1, 

217100jS-at 

Figure 952: PRO86440 

Figure 953: DNA331368, NP_1 12233.1, 217226-s-at 
Figure 954: PR086441 

Figure 955: DNA331369, HSU88968, 217294-s-at 
Figure 956: DNA328819, NP-057145.1, 217783-S_at 
Figure 957: PR084557 

Figure 958: DNA328303, NP_056525.1, 217807-S-at 
Figure 959: PRQ84173 
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Figure 960: DNA227172, NP-066952.1, 217848_sjat 
Figure 961: PR037635 

Figure 962: DNA330345, NP-055130.1, 217906jit 
Figure 963: PR085566 

Figure 964: DNA227218, NP.003721.2, 217983_s-at 
Figure 965: PR037681 

Figure 966: DNA227218, RNASE6PL, 217984_at 
Figure 967: PR037681 

Figure 968: DNA328831, NP_057329.1, 217989^t 
Figure 969: PR0233 

Figure 970: DNA328833, BC018929, 217996^t 
Figure 971: PR084569 

Figure 972: DNA328834, AF220656, 217997-at 
Figure 973: DNA273008, NP.003972.1, 218009 js_at 
Figure 974: PRO61079 

Figure 975: DNA328837, NPJ057149.1, 218046_S-at 
Figure 976: PR081876 

Figure 977: DNA329276, NPJ077001.1, 218069-at 
Figure 978: PRO 12104 

Figure 979: DNA330356, NP..006318.1, 2181 18-S-at 
Figure 980: PR085572 

Figure 981: DNA327857, NP_057386.1, 218142-s_at 
Figure 982: PR083799 

Figure 983: DNA327858, NP.036473.1, 218238 Jit 
Figure 984: PRO83800 

Figure 985: DNA328850, NP-057187.1, 218254-S-at 

Figure 986: PR084581 

Figure 987A-B: DNA331370, NP-055101.2, 

218266js-at 

Figure 988: PRO11501 

Figure 989: DNA33 1 37 1 , NP-06040 1.1, 2 18272 Jit 
Figure 990: PR086442 

Figure 991: DNA331372,FLJ20950, 218298js^t 
Figure 992: PR086443 

Figure 993: DNA327862, NPJ)60445.1, 218349 jS-at 
Figure 994: PRO83803 

Figure 995: DNA328854, NP.056979.1, 218350^-at 
Figure 996: PR084585 

Figure 997: DNA304468, NP-077300.1, 218358-at 
Figure 998: PRO71044 

Figure 999: DNA328856, NP_068376.1, 218380jat 
Figure 1000: PR084586 

Figure 1001: DNA327865, NP-079105.1, 218454_at 
Figure 1002: PRO83806 

Figure 1003: DNA329286, NP-005691.2, 218567_K_at 

Figure 1004: PR069644 

Figure 1005A-B: DNA273435,NP_057532.1, 

218585js_at 

Figure 1006: PRO61430 

Figure 1007: DNA330377, NP.036577.1, 218638-s.at 
Figure 1008: PRO85590 

Figure 1009: DNA304835,NP_071327.1, 218681-s^at 
Figure 1010: PR071242 

Figure 1011: DNA329288, NP.061910.1, 218695-at 
Figure 1012: PRO84880 

Figure 1013: DNA326185, FLJ13912, 218719-s_at 



Figure 1014: PRO82602 

Figure 1015: DNA330381,NP-O76958.1,218741_at 
Figure 1016: PR038668 

Figure 1017: DNA331373,NP_075526.1, 218769 JS-at 
Figure 1018: PR086444 
Figure 1019A-B: DNA327971, NP-006104.3, 
218807 -at 

Figure 1020: PR083893 

Figure 1021: DNA330388, NP.07 8905.1, 2 18883-s -at 
Figure 1022: PR085597 

Figure 1023: DNA331092, NP.078918.2, 218885-S_at 
Figure 1024: PR086243 

Figure 1025: DNA226633, NP.060376.1, 218886-at 
Figure 1026: PRO37096 

Figure 1027: DNA328881, NP-057706.2, 218890 jcat 
Figure 1028: PR049469 

Figure 1029: DNA325622, NP_0605 18. 1,21 8894 js-at 
Figure 1030: PR0821 13 
Figure 1031: DNA328364, SIGIRR, 218921-at 
Figure 1032: PR084223 

Figure 1033: DNA329050,NP.057053.1, 21 8982.S -at 
Figure 1034: PR084712 

Figure 1035: DNA330391, NP.07 6999.1, 21 9000j>-at 
Figure 1036: PRO34008 

Figure 1037: DNA227187,NP-057703.1, 219014jat 
Figure 1038: PRO37650 

Figure 1039: DNA329293,NPJ)57136.1,219037_at 
Figure 1040: PR084883 

Figure 1041: DNA331374, NP.009177.2, 219157_at 
Figure 1042: PR086445 

Figure 1043: DNA331375, AK000192, 219168_s_at 
Figure 1044: PR086446 

Figure 1045: DNA329223,NP-037517.1,219183js_at 
Figure 1046: PR084831 

Figure 1047: DNA3 29296, NP-060328.1, 2 19258 jut 

Figure 1048: PR084886 

Figure 1049A-B:DNA331376,NPJ)79484.1, 

219304js-at 

Figure 1050: PR086447 

Figure 1051: DNA287404,NPj073 748.1, 219334_s.at 
Figure 1052: PR069661 

Figure 1053: DNA331377, NPJ360753.1, 219347_at 
Figure 1054: PR086448 

Figure 1055: DNA254518.NP-057354.1, 219371 J5_at 
Figure 1056: PR049625 

Figure 1057: DNA328902, NPJ)7 1750.1, 2 19452 Jit 
Figure 1058: PR084623 

Figure 1059: DNA327890,NP_07902L1, 219493 .at 

Figure 1060: PR083826 

Figure 1061A-B: DNA227 179, NP.059 120.1, 

219505-at 

Figure 1062: PR037642 

Figure 1063: DNA329299,NP_004660.1, 219529-at 
Figure 1064: PR084888 

Figure 1065: DNA330410,NP_Q60925.1, 219555^-at 
Figure 1066: PR085618 
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Figure 1067: DNA327891, NP.078909.1, 219563,at 
Figure 1068: PR083827 

Figure 1069: DNA331378, ALS2CR8, 219834_at 
Figure 1070: PR086449 

Figure 1071: DNA255255, LOC641 16, 219869-s.at 
Figure 1072: PRO50332 

Figure 1073: DNA256325, NP.005470.1, 219889-at 
Figure 1074: PR051367 

Figure 1075: DNA328923, NP_075379.1, 219892_at 
Figure 1076: PRO84640 

Figure 1077: DNA330421, NP_057438.2, 21991 l_s_at 
Figure 1078: PR085626 

Figure 1079: DNA330423, NPJ)37466.2, 219920_s_at 
Figure 1080: PR085628 

Figure 1081: DNA328924, NP.057 150.2, 219933-at 
Figure 1082: PR084641 

Figure 1083: DNA330537, NP_060533.2, 220085^t 
Figure 1084: PR081892 

Figure 1085: DNA227302, NP.037401.1, 220132_s_at 

Figure 1086: PR037765 

Figure 1087 A-B: DNA328930, NPJ338465.1, 

220253_s_at 

Figure 1088: PR023525 

Figure 1089: DNA330436, NP.037394.1, 22031 9-S.at 
Figure 1090: PR085639 

Figure 1091: DNA327904, NPJ)7 1419.2, 220330js_at 
Figure 1092: PR083839 

Figure 1093: DNA331379, PHEMX, 220558jt_at 
Figure 1094: PRO86450 

Figure 1095: DNA330440, NPJ)79098.1, 220591-S-at 
Figure 1096: PR085642 

Figure 1097: DNA255734, NP.057607.1, 220646js_at 
Figure 1098: PRO50791 

Figure 1099A-B: DNA327908, MCM10, 220651_s_at 
Figure 1100: PR083843 

Figure 1101: DNA323756, NP-057267.2, 220688_s^at 
Figure 1102: PRO80512 

Figure 1103: DNA331380, DKFZp566O084Homo, 
220690-S_at 

Figure 1104: DNA288247, NP-478059.1, 220892^^t 
Figure 1105: PRO70011 

Figure 1106: DNA331381, BA108L7.2, 220974 jc^t 
Figure 1107: PR086451 

Figure 1108: DNA287397, NP_1 12214.1, 220987-S.at 
Figure 1109: PR069654 

Figure 1110: DNA328945,NP_079177.2, 221081^-at 
Figure 1111: PR084657 
Figure 1112: DNA331382, CISH, 221223-X-at 
Figure 1113: PR086452 

Figure 1114: DNA330451,NP_1 10429.1, 221249 js^at 
Figure 1115: PR085652 

Figure 1116: DNA328948, NPJL 10437.1, 221253 js^t 
Figure 1117: PR084659 

Figure 1 1 18: DNA326507, NP_1 12490.2, 221267-S-at 
Figure 1119: PR082879 

Figure 1120: DNA329471, NP_1 10387.1, 22 141 7-X-at 



Figure 1121: PRO85036 

Figure 1122A-B: DNA3293 14, 1149046.7, 221478-at 
Figure 1123: PRO84902 

Figure 1124: DNA227303, NPJD04322.1, 221479 -S-at 
Figure 1125: PR037766 

Figure 1126: DNA326221, NP.057 179.1, 22 1521 _5_at 
Figure 1127: PR082634 

Figure 1128: DNA330457, NP.076944.1, 221559_s_at 
Figure 1129: PR085658 

Figure 1130: DNA329318, IRO033793, 221564_at 
Figure 1131: DNA329319, BC006401, 221601_s_at 
Figure 1132: PRO1607 

Figure 1133: DNA329319,NP_005440.1, 221602^^t 
Figure 1134: PRO 1607 

Figure 1135: DNA330459,NP.060083.1, 221677-S^t 
Figure 1136: PRO50083 

Figure 1137: DNA328961,NP_443 112.1, 221756_at 
Figure 1138: PR084667 

Figure 1139: DNA328961, MGC 17330, 221757_at 
Figure 1140: PR084667 

Figure 1141: DNA331383, BC007588, 221769_at 
Figure 1142: DNA331384, AK026326, 221985_at 
Figure 1143: PR086454 

Figure 1144: DNA330467, NPJ060 114.1, 221986_s^t 
Figure 1145: PR085665 

Figure 1 146: DNA254739, NP_068766.1, 221987_s_at 
Figure 1147: PR049837 

Figure 1148: DNA257797, DNA257797, 222036js^1 

Figure 1149: DNA257798, DNA257798, 222037-at 

Figure 1150: DNA325648, NP_037409.2, 222077-S-at 

Figure 1151: PR082139 

Figure 1152A-B: DNA331385, AF274889S4, 

222088j$_at 

Figure 1 153: DNA331386, HST000012, 222150-S^at 
Figure 1 154A-B: DNA331387, NPJ308919.2, 
222162-S_at 

Figure 1155: PR086456 

Figure 1156: DNA328977, NP.07 1344.1, 22221 6j>Jit 
Figure 1157: PR084678 

Figure 1158: DNA325821, BC014334, 222402^t 

Figure 1159: PR082287 

Figure 1160A-B: DNA256489, NPJ)79 110.1, 

222464_s_at 

Figure 1161: PR051526 

Figure 1162: DNA304460, BC003048, 222500 Jit 
Figure 1163: PR04984 

Figure 1 164: DNA327942, NP.060596.1, 222642-S.at 
Figure 1165: PRO83870 

Figure 1 166: DNA327943, NP_055399.1, 222646j5_at 
Figure 1167: PR0865 

Figure 1168A-B: DNA273435, RAMP, 222680-S_at 
Figure 1169: PRO61430 

Figure 1 170: DNA330486, HSM802473, 222692_s_at 
Figure 1171: DNA33 1388, NPJ068747.1, 222753 _sjat 
Figure 1172: PR03567 

Figure 1 173: DNA329335, AK02341 1, 222843 
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Figure 1174: PR0849 19 

Figure 1175: DNA331389, NP.07 1428.2, 222848 Jit 
Figure 1176: PR08 1238 

Figure 1 177: DNA287404, FIJ22833, 222872 jc^at 
Figure 1178: PR069661 

Figure 1179: DNA330500, AK022872, 222889-nt 
Figure 1180: PR085693 

Figure 1181A-B: DNA287236, AB024334, 222985^t 
Figure 1182: PRO10607 

Figure 1183: DNA329571,NP.057547.3, 222996-s^at 
Figure 1184: PR051662 

Figure 1185: DNA189412,NP.057390.1, 223054_at 
Figure 1186: PR025349 
Figure 1187: DNA288247, PSA, 223062_s_at 
Figure 1188: PRO70011 

Figure 1189: DNA331390, AAF28975.1, 223070_at 
Figure 1190: PR086457 

Figure 1191: DNA324209,NP_057018.1, 223096_at 
Figure 1192: PRO80902 
Figure 1193: DNA330436, MIR, 223129-x_at 
Figure 1194: PR085639 

Figure 1 195: DNA330513, AF212221, 223130^^t 
Figure 1196: PRO85703 

Figure 1197: DNA254276,NP_054896.1, 223180_s_at 
Figure 1198: PR049387 

Figure 1199: DNA254416, NP.060915.1, 223209 _s.at 

Figure 1200: PR049526 

Figure 1201A-B: DNA257461, NP.l 13607.1, 

223217_s.at 

Figure 1202: PRO52040 

Figure 1203A-B: DNA257461, MAIL, 223218-s_at 
Figure 1204: PRO52040 

Figure 1205: DNA326056, NP.072088.1, 223264 jat 
Figure 1206: PR082491 

Figure 1207: DNA330518, BC002493, 223274-at 
Figure 1208: PRO85708 

Figure 1209: DNA329355,NP.150596.1, 223299 Jit 
Figure 1210: PRO50434 

Figure 1211: DNA227125, AF132297, 223377 Jc^t 

Figure 1212: PR037588 

Figure 1213A-B: DNA331391,NP.065947.1, 

223464^1 

Figure 1214: PR049998 

Figure 1215: DNA329456, NP.057126.1, 223490^_at 
Figure 1216: PRO85023 

Figure 1217: DNA330536, NPJL 15666. l,223542_at 
Figure 1218: PR085722 

Figure 1219: DNA330537, AF155827, 223556.at 
Figure 1220: PR081892 

Figure 1221: DNA287253, LOC85028, 223773-s.at 
Figure 1222: PR069527 

Figure 1223: DNA327200, NP.l 14156.1, 223836-at 
Figure 1224: PRO1065 

Figure 1225: DNA331392, NP_004 186.1, 223 851 s^it 
Figure 1226: PR0364 

Figure 1227: DNA331393, D83532, 223961-S.at 



Figure 1228: PR086458 

Figure 1229: DNA330552, BC001 104, 223984_s„at 
Figure 1230: PR085736 

Figure 1231: DNA330558, NP.057588.1, 224330js_at 
Figure 1232: PRO84950 

Figure 1233: DNA328323, NP.l 14148.2, 224428 js_at 
Figure 1234: PR069531 

Figure 1235: DNA331394, MGC11316, 224482_s-at 
Figure 1236: PR086459 

Figure 1237: DNA327976, NP.l 16120.1, 22451 Ijs -at 
Figure 1238: PR069574 

Figure 1239: DNA329374, NP_1 15735.1, 224523 _s.at 
Figure 1240: PR084953 

Figure 1241: DNA331395,TNFRSF18, 224553.s_at 
Figure 1242: PRO86460 
Figure 1243: DNA331396, 1357555.1, 224603 
Figure 1244: PR086461 

Figure 1245A-B: DNA327981, 344095.3, 224654^t 
Figure 1246: PRO83901 

Figure 1247A-B: DNA330574, AB033054, 224698^1 
Figure 1248: DNA324173, NP.l 15766.2, 224714_at 
Figure 1249: PRO80871 

Figure 1250: DNA257352, DNA257352, 224739^t 

Figure 1251: PROS 1940 

Figure 1252A-B: DNA287330, BAA86479.1, 

224799^t 

Figure 1253: PR069594 

Figure 1254A-B: DNA287330, AB 032991, 224801-at 
Figure 1255: DNA331397, AK001723, 224802jat 
Figure 1256: PR023259 

Figure 1257 A-C: DNA329379, 010205.2, 224847^t 
Figure 1258: PR084957 

Figure 1259: DNA257789, NP.l 16219.1, 224903 .at 
Figure 1260: PR052338 

Figure 1261: DNA151170, DNA151170, 224989^t 
Figure 1262: PRO 12626 

Figure 1263A-B: DNA327993, 898436.7, 225133^t 
Figure 1264: PR081138 

Figure 1265: DNA327996, BC010181, 225195^t 
Figure 1266: PR083915 

Figure 1267: DNA329394, BC010416, 225201-s.at 
Figure 1268: DNA329396, NP.060866.1, 225253 J3.at 
Figure 1269: PR084972 

Figure 1270: DNA304802, AAH00967.1, 225439.at 
Figure 1271: PR071212 

Figure 1272A-B: DNA330617, 336147.2, 225447 _at 
Figure 1273: PR059923 

Figure 1274: DNA196561, DNA196561, 225470-at 
Figure 1275A-B: DNA331398, 234824.7, 225478_at 
Figure 1276: PR086462 

Figure 1277: DNA329405, HSM800962, 225520.at 
Figure 1278A-B: DNA330620, CAB55950.1, 
225533^t 

Figure 1279: PR085794 

Figure 1280: DNA330621, AF1 16628, 225535^-at 
Figure 1281: DNA328008, 240051.4, 225541_at 
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Figure 1282: PR083926 

Figure 1283: DNA329406, 1503139.10, 225562.at 
Figure 1284: PR084979 

Figure 1285: DNA304469, NP-149078.1, 225621 jat 
Figure 1286: PR07 1045 

Figure 1287: DNA331399, 994419.37, 225622 jat 

Figure 1288: PR086463 

Figure 1289A-B:DNA331400, NP_060910.2, 

225626jat 

Figure 1290: PR086464 

Figure 1291: DNA329940, NP_001805.1, 225647-sjrt 

Figure 1292: PR02679 

Figure 1293A-B: DNA288261, NP.037414.2, 

225655jat 

Figure 1294: PRO70021 

Figure 1295A-B: DNA331401, 336865.4, 225700 jat 
Figure 1296: PR086465 

Figure 1297: DNA304821, BC011254, 225706jat 
Figure 1298: DNA254820, DNA254820, 225707 jat 
Figure 1299: PR049916 

Figure 1300: DNA330633, BC003515, 225723 jat 
Figure 1301: DNA329417, 411336.1, 225842 jat 
Figure 1302: PR084989 

Figure 1303A-B: DNA331402, 197159.1, 225 845 jat 
Figure 1304: PR086466 

Figure 1305: DNA287370, BAB 14983.1, 225866jat 
Figure 1306: PRO69630 

Figure 1307 A-B: DNA331403, TP53INP1, 225912_at 
Figure 1308: PR086467 

Figure 1309 A-B: DNA331405, 979005.2, 225956_at 
Figure 1310: PR086468 

Figure 1311: DNA328021, BC004538, 226038 Jit 
Figure 1312A-B: DNA329428, 1446144.8, 2262 18 jat 
Figure 1313: PR084999 

Figure 1314: DNA193896, DNA193896, 226276 jat 
Figure 1315: PR0233 14 

Figure 1316: DNA328028, NP_005773.1, 226319js-at 

Figure 1317: PR083945 

Figure 1318: DNA328028, ALY, 226320_at 

Figure 1319: PR083945 

Figure 1320A-B: DNA331406, 399773.27, 

226334_s-at 

Figure 1321: PRO86470 

Figure 1322A-B: DNA331407, 198233.1, 226352jat 
Figure 1323: PR086471 

Figure 1324A-B: DNA331409, AB051464, 226370jat 
Figure 1325A-B: DNA330675, 177663.2, 226372 jit 
Figure 1326: PR085847 

Figure 1327: DNA330677, 1384190.6, 226390_at 
Figure 1328: PR085849 

Figure 1329: DNA331410, HSM802051, 226416jat 
Figure. 1330: PR086474 

Figure 1331: DNA330679, BC013040, 226456-at 
Figure 1332A-B: DNA330680, BC022792, 226481 jat 
Figure 1333: PR085852 

Figure 1334: DNA330684, 984114.1, 226548 jat 



Figure 1335: PR085855 

Figure 1336: DNA257914.DNA257914, 226743 jat 
Figure 1337: PR052447 

Figure 1338: DNA328038, 216863.2, 226811 jat 
Figure 1339: PR083953 

Figure 1340: DNA328044, 039170.3, 226936_at 
Figure 1341: PR083958 

Figure 1342A-B: DNA330705, 198782.1, 227020-at 
Figure 1343: PR085876 

Figure 1344A-B: DNA330706, AF445027, 227027 jat 
Figure 1345: PR085877 

Figure 1346: DNA331411, 232146.1, 227200jat 
Figure 1347: PR086475 

Figure 1348: DNA330715, BC022374, 227212_s_at 
Figure 1349: PR085886 

Figure 1350: DNA331412, 1378353.1, 227223jat 

Figure 1351: PR086476 

Figure 1352A-B: DNA329442, AH007300S2, 

227265-at 

Figure 1353: DNA329444, BC017821, 227278 jat 
Figure 1354: PRO85012 

Figure 1355: DNA3307 18, 025465.3, 227295 ^at 
Figure 1356: PR085889 

Figure 1357A-B: DNA330721, 198680.1, 227350jat 
Figure 1358: PR085892 

Figure 1359: DNA226872, NP.00 1955.1, 227404-S.at 
Figure 1360: PR037335 

Figure 1361: DNA329450, BC017226, 227726jat 
Figure 1362: PRO85018 

Figure 1363: DNA59606, DNA59606, 227803 jat 
Figure 1364: PRO1107 

Figure 1365: DNA329456, RRP40, 227916-x^at 
Figure 1366: PRO85023 

Figure 1367: DNA330745, BC011716, 228069-at 
Figure 1368: PR085913 

Figure 1369: DNA329460, BC017117, 228092_at 
Figure 1370: PRO85027 

Figure 1371: DNA330436, AF187016, 228098j3jat 
Figure 1372: PR085639 

Figure 1373: DNA329461, BC016615, 2281 13„at 
Figure 1374: PRO85028 

Figure 1375: DNA33 1413, 286318.11, 228284^t 
Figure 1376: PR086477 

Figure 1377: DNA331414, 1450017. 11, 228559 jat 
Figure 1378: PR086478 

Figure 1379: DNA331415, 345279.19, 228788jat 
Figure 1380: PR086479 

Figure 1381: DNA330780, 335374.1, 228955jat 
Figure 1382: PR085944 

Figure 1383: DNA330784, 233595.21, 228990jat 
Figure 1384: PR085948 

Figure 1385: DNA330787, 349981.7, 229041 js^at 
Figure 1386: PR085951 

Figure 1387: DNA3 27307, AF442769, 229215.at 
Figure 1388: PRO83560 

Figure 1389: DNA287421, 234832.1, 229437 jat 
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Figure 1390: PR069678 

Figure 1391: DNA330799, 481875.1, 229551 jcjU 
Figure 1392: PR085963 

Figure 1393A-B: DNA330809, 336997.1, 229844 jU 
Figure 1394: PR085973 

Figure 1395: DNA329466, AF327346, 230069 Jit 
Figure 1396: PR023814 

Figure 1397A-B: DNA331416, FREQ, 230146j5Jit 
Figure 1398: PROl 1501 

Figure 1399: DNA329468,BC011589, 230170jit 
Figure 1400: PRO88 

Figure 1401: DNA330818, 212282.1, 230304 Jit 
Figure 1402: PR085982 

Figure 1403: DNA257756, DNA257756, 230405 Jit 
Figure 1404: DNA329471, EDG8, 230464 Jit 
Figure 1405: PRO85036 

Figure 1406: DNA331417, 333493.3, 230748_at 
Figure 1407: PRO86480 

Figure 1408: DNA331418, 7693630.2, 230917jit 

Figure 1409: PR086481 

Figure 1410A-B: DNA287217, DNA287217, 

231259js-at 

Figure 1411: PR036766 

Figure 1412: DNA330843, 201388.1, 23 1832.at 
Figure 1413: PRO86006 

Figure 1414: DNA331419, 085942.3, 232001 Jit 
Figure 1415: PR086482 

Figure 1416: DNA331420, 029520.1, 232210-at 
Figure 1417: PR086483 

Figure 1418: DNA331421, 1448461.1, 2326 14 jit 
Figure 1419: PR086484 

Figure 1420: DNA328194, 998827.1, 233068 Jit 
Figure 1421: PRO84097 

Figure 1422: DNA287404, AK026486, 233085j3_at 
Figure 1423: PR069661 

Figure 1424: DNA331422, 077853.1, 233289 Jit 
Figure 1425: PR086485 

Figure 1426: DNA331423, AF176071, 233467_s_at 
Figure 1427: DNA329571, HSPC195, 233955 jc_at 
Figure 1428: PR05 1662 

Figure 1429: DNA331424, LOCI 12840, 235025 Jit 
Figure 1430: PR086486 

Figure 1431: DNA330888, 7687712.2, 235088 Jit 
Figure 1432: PR069581 

Figure 1433: DNA330891, AK027315, 235113jit 



Figure 1434: PRO86052 

Figure 1435A-C: DNA331425, 228001.3, 2351 16jat 
Figure 1436: PRO20128 

Figure 1437: DNA328 146, BCO 19239, 235 117 Jit 
Figure 1438:PRO84051 

Figure 1439: DNA330906, NP.l 16171.2, 235458 Jit 
Figure 1440: PRO86067 

Figure 1441: DNA194081, DNA1 94081, 235556jit 
Figure 1442: PR023477 

Figure 1443: DNA330916, 234580.1, 235670jit 
Figure 1444: PRO86077 

Figure 1445: DNA330943, 1042935.2, 237009 Jit 
Figure 1446: PRO86104 

Figure 1447: DNA331426, 361450.1, 237542 jit 
Figure 1448: PR086487 

Figure 1449: DNA331427, AB052906, 238542 Jit 
Figure 1450: PR0791 

Figure 1451: DNA258952, DNA258952, 239901 Jit 
Figure 1452: DNA328206, 1384214.3, 240277 Jit 
Figure 1453: PRO84109 

Figure 1454: DNA331428, 7692702.1, 241803-SJit 
Figure 1455: PR086488 

Figure 1456: DNA329506, NP-3875 10.1, 24 1937 _s.at 
Figure 1457: PRO85067 

Figure 1458: DNA331429, NPJL 10403.1, 242020 -SJrt 
Figure 1459: PR086489 

Figure 1460: DNA331030, 407930.2, 242648 jat 
Figure 1461: PR086188 

Figure 1462: DNA331037, 206873.1, 242890jat 
Figure 1463: PR086195 

Figure 1464: DNA329507, 407430.1, 242943 jit 
Figure 1465: PRO85068 

Figure 1466: DNA331043, 005042.1, 243134J* 
Figure 1467: PRO86201 

Figure 1468: DNA331053, 243689.1, 243509 Jit 
Figure 1469: PR086211 

Figure 1470: DNA331430, 030957.1, 243808 jat 
Figure 1471: PRO86490 

Figure 1472: DNA331431, 201839.1, 243840jit 
Figure 1473: PR086491 

Figure 1474: DNA331432, 151634.1, 244035.at 
Figure 1475: PR086492 

Figure 1476: DNA331433, 020071.1, 244434 Jit 
Figure 1477: PR086493 
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DETAILED DESCRIPTION OF THE PREFERRED EMBODIMENTS 
I. Definitions 

The terms "PRO polypeptide" and "PRO" as used herein and when immediately followed by a 
5 numerical designation refer to various polypeptides, wherein the complete designation (i.e., PRO/number) 
refers to specific polypeptide sequences as described herein. The terms "PRO/number polypeptide" and 
"PRO/number" wherein the term "number" is provided as an actual numerical designation as used herein 
encompass native sequence polypeptides and polypeptide variants (which are further defined herein). The 
PRO polypeptides described herein may be isolated from a variety of sources, such as from human tissue 

10 types or from another source, or prepared by recombinant or synthetic methods. The term "PRO 

polypeptide" refers to each individual PRO/number polypeptide disclosed herein. All disclosures in this 
specification which refer to the "PRO polypeptide" refer to each of the polypeptides individually as well as 
joindy. For example, descriptions of the preparation of, purification of, derivation of, formation of 
antibodies to or against, administration of, compositions containing, treatment of a disease with, etc., pertain 

15 to each polypeptide of the invention individually. The term "PRO polypeptide" also includes variants of the 
PRO/number polypeptides disclosed herein. 

A "native sequence PRO polypeptide" comprises a polypeptide having the same amino acid 
sequence as the corresponding PRO polypeptide derived from nature. Such native sequence PRO 
polypeptides can be isolated from nature or can be produced by recombinant or synthetic means. The term 

20 "native sequence PRO polypeptide" specifically encompasses naturally-occurring truncated or secreted 

forms of the specific PRO polypeptide (e.g., an extracellular domain sequence), naturally-occurring variant 
forms (e.g., alternatively spliced forms) and naturally-occurring allelic variants of the polypeptide. In 
various embodiments of the invention, the native sequence PRO polypeptides disclosed herein are mature or 
full-length native sequence polypeptides comprising the full-length amino acids sequences shown in the 

25 accompanying figures. Start and stop codons are shown in bold font and underlined in the figures. 

However, while the PRO polypeptide disclosed in the accompanying figures are shown to begin with 
methionine residues designated herein as amino acid position 1 in the figures, it is conceivable and possible 
that other methionine residues located either upstream or downstream from the amino acid position 1 in the 
figures may be employed as the starting amino acid residue for the PRO polypeptides. 

30 The PRO polypeptide "extracellular domain" or "ECD" refers to a form of the PRO polypeptide 

which is essentially free of the transmembrane and cytoplasmic domains. Ordinarily, a PRO polypeptide 
ECD will have less than 1% of such transmembrane and/or cytoplasmic domains and preferably, will have 
less than 0.5% of such domains. It will be understood that any transmembrane domains identified for the 
PRO polypeptides of the present invention are identified pursuant to criteria routinely employed in the art for 

35 identifying that type of hydrophobic domain. The exact boundaries of a transmembrane domain may vary 

but most likely by no more than about 5 amino acids at either end of the domain as initially identified herein. 
Optionally, therefore, an extracellular domain of a PRO polypeptide may contain from about 5 or fewer 
amino acids on either side of the transmembrane domain/extracellular domain boundary as identified in the 
Examples or specification and such polypeptides, with or without the associated signal peptide, and nucleic 

40 acid encoding them, are contemplated by the present invention. 
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The approximate location of the "signal peptides'* of the various PRO polypeptides disclosed herein 
are shown in the present specification and/or the accompanying figures. It is noted, however, that the C- 
terminal boundary of a signal peptide may vary, but most likely by no more than about 5 amino acids on 
either side of the signal peptide C-terminal boundary as initially identified herein, wherein the C-terminal 
5 boundary of the signal peptide may be identified pursuant to criteria routinely employed in the art for 

identifying that type of amino acid sequence element (e.g., Nielsen et al., Prot Eng. 10:1-6 (1997) and von 
Heinje et al., Nucl. Acids. Res. 14:4683-4690 (1986)). Moreover, it is also recognized that, in some cases, 
cleavage of a signal sequence from a secreted polypeptide is not entirely uniform, resulting in more than one 
secreted species. These mature polypeptides, where the signal peptide is cleaved within no more than about 

10 5 amino acids on either side of the C-terminal boundary of the signal peptide as identified herein, and the 
polynucleotides encoding them, are contemplated by the present invention. 

"PRO polypeptide variant" means an active PRO polypeptide as defined above or below having at 
least about 80% amino acid sequence identity with a full-length native sequence PRO polypeptide sequence 
as disclosed herein, a PRO polypeptide sequence lacking the signal peptide as disclosed herein, an 

15 extracellular domain of a PRO polypeptide, with or without the signal peptide, as disclosed herein or any 
other fragment of a full-length PRO polypeptide sequence as disclosed herein. Such PRO polypeptide 
variants include, for instance, PRO polypeptides wherein one or more amino acid residues are added, or 
deleted, at the N- or C-terminus of the full-length native amino acid sequence. Ordinarily, a PRO 
polypeptide variant will have, at least about 80% amino acid sequence identity, alternatively at least about 

20 81% amino acid sequence identity, alternatively at least about 82% amino acid sequence identity, 

alternatively at least about 83% amino acid sequence identity, alternatively at least about 84% amino acid 
sequence identity, alternatively at least about 85% amino acid sequence identity, alternatively at least about 
86% amino acid sequence identity, alternatively at least about 87% amino acid sequence identity, 
alternatively at least about 88% amino acid sequence identity, alternatively at least about 89% amino acid 

25 sequence identity, alternatively at least about 90% amino acid sequence identity, alternatively at least about 
91% amino acid sequence identity, alternatively at least about 92% amino acid sequence identity, 
alternatively at least about 93% amino acid sequence identity, alternatively at least about 94% amino acid 
sequence identity, alternatively at least about 95% amino acid sequence identity, alternatively at least about 
96% amino acid sequence identity, alternatively at least about 97% amino acid sequence identity, 

30 alternatively at least about 98% amino acid sequence identity and alternatively at least about 99% amino 
acid sequence identity to a full-length native sequence PRO polypeptide sequence as disclosed herein, a 
PRO polypeptide sequence lacking the signal peptide as disclosed herein, an extracellular domain of a PRO 
polypeptide, with or without the signal peptide, as disclosed herein or any other specifically defined 
fragment of a full-length PRO polypeptide sequence as disclosed herein. Ordinarily, PRO variant 

35 polypeptides are at least about 10 amino acids in length, alternatively at least about 20 amino acids in length, 
alternatively at least about 30 amino acids in length, alternatively at least about 40 amino acids in length, 
alternatively at least about 50 amino acids in length, alternatively at least about 60 amino acids in length, 
alternatively at least about 70 amino acids in length, alternatively at least about 80 amino acids in length, 
alternatively at least about 90 amino acids in length, alternatively at least about 100 amino acids in length, 
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alternatively at least about 150 amino acids in length, alternatively at least about 200 amino acids in length, 
alternatively at least about 300 amino acids in length, or more. 

"Percent (%) amino acid sequence identity" with respect to the PRO polypeptide sequences 
identified herein is defined as the percentage of amino acid residues in a candidate sequence that are 
5 identical with the amino acid residues in the specific PRO polypeptide sequence, after aligning the 

sequences and introducing gaps, if necessary, to achieve the maximum percent sequence identity, and not 
considering any conservative substitutions as part of the sequence identity. Alignment for purposes of 
determining percent amino acid sequence identity can be achieved in various ways that are within the skill in 
the art, for instance, using publicly available computer software such as BLAST, BLAST-2, ALIGN or 

10 Megalign (DNASTAR) software. Those skilled in the art can determine appropriate parameters for 

measuring alignment, including any algorithms needed to achieve maximal alignment over the full length of 
the sequences being compared. For purposes herein, however, % amino acid sequence identity values are 
generated using the sequence comparison computer program ALIGN-2, wherein the complete source code 
for the ALIGN-2 program is provided in Table 1 below. The ALIGN-2 sequence comparison computer 

15 program was authored by Genentech, Inc. and the source code shown in Table 1 below has been filed with 
user documentation in the U.S. Copyright Office, Washington D.C., 20559, where it is registered under U.S. 
Copyright Registration No. TXU5 10087. The ALIGN-2 program is publicly available through Genentech, 
Inc., South San Francisco, California or may be compiled from the source code provided in Table 1 below. 
The ALIGN-2 program should be compiled for use on a UNIX operating system, preferably digital UNIX 

20 V4.0D. All sequence comparison parameters are set by the ALIGN-2 program and do not vary. 

In situations where ALIGN-2 is employed for amino acid sequence comparisons, the % amino acid 
sequence identity of a given amino acid sequence A to, with, or against a given amino acid sequence B 
(which can alternatively be phrased as a given amino acid sequence A that has or comprises a certain % 
amino acid sequence identity to, with, or against a given amino acid sequence B) is calculated as follows: 

25 

100 times the fraction X/Y 



where X is the number of amino acid residues scored as identical matches by the sequence alignment 
program ALIGN-2 in that program's alignment of A and B, and where Y is the total number of amino acid 

30 residues in B. It will be appreciated that where the length of amino acid sequence A is not equal to the 

length of amino acid sequence B, the % amino acid sequence identity of A to B will not equal the % amino 
acid sequence identity of B to A. As examples of % amino acid sequence identity calculations using this 
method, Tables 2 and 3 demonstrate how to calculate the % amino acid sequence identity of the amino acid 
sequence designated "Comparison Protein" to the amino acid sequence designated "PRO", wherein "PRO" 

35 represents the amino acid sequence of a hypothetical PRO polypeptide of interest, "Comparison Protein" 
represents the amino acid sequence of a polypeptide against which the "PRO" polypeptide of interest is 
being compared, and "X, " Y" and "Z" each represent different hypothetical amino acid residues. 

Unless specifically stated otherwise, all % amino acid sequence identity values used herein are 
obtained as described in the immediately preceding paragraph using the ALIGN-2 computer program. 

40 However, % amino acid sequence identity values may also be obtained as described below by using the WU- 
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BLAST-2 computer program (Altschul et al., Methods in Enzvmology 266:460-480 (1996)). Most of the 
WU-BLAST-2 search parameters are set to the default values. Those not set to default values, i.e., the 
adjustable parameters, are set with the following values: overlap span = 1, overlap fraction = 0.125, word 
threshold (T) = 11, and scoring matrix = BLOSUM62. When WU-BLAST-2 is employed, a % amino acid 
5 sequence identity value is determined by dividing (a) the number of matching identical amino acid residues 
between the amino acid sequence of the PRO polypeptide of interest having a sequence derived from the 
native PRO polypeptide and the comparison amino acid sequence of interest (i.e., the sequence against 
which the PRO polypeptide of interest is being compared which may be a PRO variant polypeptide) as 
determined by WU-BLAST-2 by (b) the total number of amino acid residues of the PRO polypeptide of 

10 interest. For example, in the statement "a polypeptide comprising an the amino acid sequence A which has 
or having at least 80% amino acid sequence identity to the amino acid sequence B", the amino acid sequence 
A is the comparison amino acid sequence of interest and the amino acid sequence B is the amino acid 
sequence of the PRO polypeptide of interest. 

Percent amino acid sequence identity may also be determined using the sequence comparison 

15 program NCBI-BLAST2 (Altschul et al., Nucleic Acids Res. 25:3389-3402 (1997)). The NCBI-BLAST2 

sequence comparison program may be downloaded from http://www.ncbi.nlm.nih.gov or otherwise obtained 
from the National Institute of Health, Bethesda, MD. NCBI-BLAST2 uses several search parameters, 
wherein all of those search parameters are set to default values including, for example, unmask = yes, strand 
= all, expected occurrences = 10, minimum low complexity length = 15/5, multi-pass e-value = 0.01, 

20 constant for multi-pass = 25, dropoff for final gapped alignment = 25 and scoring matrix = BLOSUM62. 

In situations where NCBI-BLAST2 is employed for amino acid sequence comparisons, the % 
amino acid sequence identity of a given amino acid sequence A to, with, or against a given amino acid 
sequence B (which can alternatively be phrased as a given amino acid sequence A that has or comprises a 
certain % amino acid sequence identity to, with, or against a given amino acid sequence B) is calculated as 

25 follows: 

100 times the fraction X/Y 

where X is the number of amino acid residues scored as identical matches by the sequence alignment 
30 program NCBI-BLAST2 in that program's alignment of A and B, and where Y is the total number of amino 
acid residues in B. It will be appreciated that where the length of amino acid sequence A is not equal to the 
length of amino acid sequence B, the % amino acid sequence identity of A to B will not equal the % amino 
acid sequence identity of B to A. 

"PRO variant polynucleotide" or 'TRO variant nucleic acid sequence" means a nucleic acid 
35 molecule which encodes an active PRO polypeptide as defined below and which has at least about 80% 

nucleic acid sequence identity with a nucleotide acid sequence encoding a full-length native sequence PRO 
polypeptide sequence as disclosed herein, a full-length native sequence PRO polypeptide sequence lacking 
the signal peptide as disclosed herein, an extracellular domain of a PRO polypeptide, with or without the 
signal peptide, as disclosed herein or any other fragment of a full-length PRO polypeptide sequence as 
40 disclosed herein. Ordinarily, a PRO variant polynucleotide will have at least about 80% nucleic acid 

29 



WO 2004/043361 



PCT/US2003/035268 



sequence identity, alternatively at least about 81% nucleic acid sequence identity, alternatively at least about 
82% nucleic acid sequence identity, alternatively at least about 83% nucleic acid sequence identity, 
alternatively at least about 84% nucleic acid sequence identity, alternatively at least about 85% nucleic acid 
sequence identity, alternatively at least about 86% nucleic acid sequence identity, alternatively at least about 
5 87% nucleic acid sequence identity, alternatively at least about 88% nucleic acid sequence identity, 

alternatively at least about 89% nucleic acid sequence identity, alternatively at least about 90% nucleic acid 
sequence identity, alternatively at least about 91% nucleic acid sequence identity, alternatively at least about 
92% nucleic acid sequence identity, alternatively at least about 93% nucleic acid sequence identity, 
alternatively at least about 94% nucleic acid sequence identity, alternatively at least about 95% nucleic acid 

10 sequence identity, alternatively at least about 96% nucleic acid sequence identity, alternatively at least about 
97% nucleic acid sequence identity, alternatively at least about 98% nucleic acid sequence identity and 
alternatively at least about 99% nucleic acid sequence identity with a nucleic acid sequence encoding a full- 
length native sequence PRO polypeptide sequence as disclosed herein, a full-length native sequence PRO 
polypeptide sequence lacking the signal peptide as disclosed herein, an extracellular domain of a PRO 

15 polypeptide, with or without the signal sequence, as disclosed herein or any other fragment of a full-length 
PRO polypeptide sequence as disclosed herein. Variants do not encompass the native nucleotide sequence. 

Ordinarily, PRO variant polynucleotides are at least about 30 nucleotides in length, alternatively at 
least about 60 nucleotides in length, alternatively at least about 90 nucleotides in length, alternatively at least 
about 120 nucleotides in length, alternatively at least about 150 nucleotides in length, alternatively at least 

20 about 180 nucleotides in length, alternatively at least about 210 nucleotides in length, alternatively at least 
about 240 nucleotides in length, alternatively at least about 270 nucleotides in length, alternatively at least 
about 300 nucleotides in length, alternatively at least about 450 nucleotides in length, alternatively at least 
about 600 nucleotides in length, alternatively at least about 900 nucleotides in length, or more. 

"Percent (%) nucleic acid sequence identity" with respect to PRO-encoding nucleic acid sequences 

25 identified herein is defined as the percentage of nucleotides in a candidate sequence that are identical with 
the nucleotides in the PRO nucleic acid sequence of interest, after aligning the sequences and introducing 
gaps, if necessary, to achieve the maximum percent sequence identity. Alignment for purposes of 
determining percent nucleic acid sequence identity can be achieved in various ways that are within the skill 
in the art, for instance, using publicly available computer software such as BLAST, BLAST-2, ALIGN or 

30 Megalign (DNASTAR) software. For purposes herein, however, % nucleic acid sequence identity values are 
generated using the sequence comparison computer program ALIGN-2, wherein the complete source code 
for the ALIGN-2 program is provided in Table 1 below. The ALIGN-2 sequence comparison computer 
program was authored by Genentech, Inc. and the source code shown in Table 1 below has been filed with 
user documentation in the U.S. Copyright Office, Washington D.C., 20559, where it is registered under U.S. 

35 Copyright Registration No. TXU510087. The ALIGN-2 program is publicly available through Genentech, 
Inc., South San Francisco, California or may be compiled from the source code provided in Table 1 below. 
The ALIGN-2 program should be compiled for use on a UNIX operating system, preferably digital UNIX 
V4.0D. All sequence comparison parameters are set by the ALIGN-2 program and do not vary. 

In situations where ALIGN-2 is employed for nucleic acid sequence comparisons, the % nucleic 

40 acid sequence identity of a given nucleic acid sequence C to, with, or against a given nucleic acid sequence 
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D (which can alternatively be phrased as a given nucleic acid sequence C that has or comprises a certain % 
nucleic acid sequence identity to, with, or against a given nucleic acid sequence D) is calculated as follows: 

100 times the fraction W/Z 

5 

where W is the number of nucleotides scored as identical matches by the sequence alignment program 
ALIGN-2 in that program's alignment of C and D, and where Z is the total number of nucleotides in D. It 
will be appreciated that where the length of nucleic acid sequence C is not equal to the length of nucleic acid 
sequence D, the % nucleic acid sequence identity of C to D will not equal the % nucleic acid sequence 

10 identity of D to C. As examples of % nucleic acid sequence identity calculations, Tables 4 and 5, 

demonstrate how to calculate the % nucleic acid sequence identity of the nucleic acid sequence designated 
"Comparison DNA" to the nucleic acid sequence designated "PRO-DNA", wherein "PRO-DNA" represents 
a hypothetical PRO-encoding nucleic acid sequence of interest, "Comparison DNA" represents the 
nucleotide sequence of a nucleic acid molecule against which the "PRO-DNA" nucleic acid molecule of 

15 interest is being compared, and "N", "L" and "V" each represent different hypothetical nucleotides. 

Unless specifically stated otherwise, all % nucleic acid sequence identity values used herein are 
obtained as described in the immediately preceding paragraph using the ALIGN-2 computer program. 
However, % nucleic acid sequence identity values may also be obtained as described below by using the 
WU-BLAST-2 computer program (Altschul et aL, Methods in Enzvmologv 266:460-480 (1996)). Most of 

20 the WU-BLAST-2 search parameters are set to the default values. Those not set to default values, i.e., the 
adjustable parameters, are set with the following values: overlap span = 1, overlap fraction = 0.125, word 
threshold (T) = 11, and scoring matrix = BLOSUM62. When WU-BLAST-2 is employed, a % nucleic acid 
sequence identity value is determined by dividing (a) the number of matching identical nucleotides between 
the nucleic acid sequence of the PRO polypeptide-encoding nucleic acid molecule of interest having a 

25 sequence derived from the native sequence PRO polypeptide-encoding nucleic acid and the comparison 
nucleic acid molecule of interest (i.e., the sequence against which the PRO polypeptide-encoding nucleic 
acid molecule of interest is being compared which may be a variant PRO polynucleotide) as determined by 
WU-BLAST-2 by (b) the total number of nucleotides of the PRO polypeptide-encoding nucleic acid 
molecule of interest. For example, in the statement "an isolated nucleic acid molecule comprising a nucleic 

30 acid sequence A which has or having at least 80% nucleic acid sequence identity to the nucleic acid 

sequence B'\ the nucleic acid sequence A is the comparison nucleic acid molecule of interest and the nucleic 
acid sequence B is the nucleic acid sequence of the PRO polypeptide-encoding nucleic acid molecule of 
interest 

Percent nucleic acid sequence identity may also be determined using the sequence comparison 
35 program NCBI-BLAST2 (Altschul et al., Nucleic Acids Res. 25:3389-3402 (1997)). The NCBI-BLAST2 

sequence comparison program may be downloaded from http://www.ncbi.nlm.nih.gov or otherwise obtained 
from the National Institute of Health, Bethesda, MD. NCBI-BLAST2 uses several search parameters, 
wherein all of those search parameters are set to default values including, for example, unmask = yes, strand 
= all, expected occurrences = 10, minimum low complexity length = 15/5, multi-pass e-value = 0.01, 
40 constant for multi-pass = 25, dropoff for final gapped alignment = 25 and scoring matrix = BLOSUM62. 
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In situations where NCBI-BLAST2 is employed for sequence comparisons, the % nucleic acid 
sequence identity of a given nucleic acid sequence C to, with, or against a given nucleic acid sequence D 
(which can alternatively be phrased as a given nucleic acid sequence C that has or comprises a certain % 
nucleic acid sequence identity to, with, or against a given nucleic acid sequence D) is calculated as follows: 

100 times the fraction W/Z 

where W is the number of nucleotides scored as identical matches by the sequence alignment program 
NCBI-BLAST2 in that program's alignment of C and D, and where Z is the total number of nucleotides in 
D. It will be appreciated that where the length of nucleic acid sequence C is not equal to the length of 
nucleic acid sequence D, the % nucleic acid sequence identity of C to D will not equal the % nucleic acid 
sequence identity of D to C. 

In other embodiments, PRO variant polynucleotides are nucleic acid molecules that encode an 
active PRO polypeptide and which are capable of hybridizing, preferably under stringent hybridization and 
wash conditions, to nucleotide sequences encoding a full-length PRO polypeptide as disclosed herein. PRO 
variant polypeptides may be these that are encoded by a PRO variant polynucleotide. 

"Isolated," when used to describe the various polypeptides disclosed herein, means polypeptide that 
has been identified and separated and/or recovered from a component of its natural environment. 
Contaminant components of its natural environment are materials that would typically interfere with 
diagnostic or therapeutic uses for the polypeptide, and may include enzymes, hormones, and other 
proteinaceous or non-proteinaceous solutes. In .preferred embodiments, the polypeptide will be purified (1) 
to a degree sufficient to obtain at least 15 residues of N-terminal or internal amino acid sequence by use of a 
spinning cup sequenator, or (2) to homogeneity by SDS-PAGE under non-reducing or reducing conditions 
using Coomassie blue or, preferably, silver stain. Isolated polypeptide includes polypeptide in situ within 
recombinant cells, since at least one component of the PRO polypeptide natural environment will not be 
present. Ordinarily, however, isolated polypeptide will be prepared by at least one purification step. 

An "isolated" PRO polypeptide-encoding nucleic acid or other polypeptide-encoding nucleic acid is 
a nucleic acid molecule that is identified and separated from at least one contaminant nucleic acid molecule 
with which it is ordinarily associated in the natural source of the polypeptide-encoding nucleic acid. An 
isolated polypeptide-encoding nucleic acid molecule is other than in the form or setting in which it is found 
in nature. Isolated polypeptide-encoding nucleic acid molecules therefore are distinguished from the 
specific polypeptide-encoding nucleic acid molecule as it exists in natural cells. However, an isolated 
polypeptide-encoding nucleic acid molecule includes polypeptide-encoding nucleic acid molecules 
contained in cells that ordinarily express the polypeptide where, for example, the nucleic acid molecule is in 
a chromosomal location different from that of natural cells. 

The term "control sequences" refers to DNA sequences necessary for the expression of an operably 
linked coding sequence in a particular host organism. The control sequences that are suitable for 
prokaryotes, for example, include a promoter, optionally an operator sequence, and a ribosome binding site. 
Eukaryotic cells are known to utilize promoters, polyadenylation signals, and enhancers. 
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Nucleic acid is "operably linked" when it is placed into a functional relationship with another 
nucleic acid sequence. For example, DNA for a presequence or secretory leader is operably linked to DNA 
for a polypeptide if it is expressed as a preprotein that participates in the secretion of the polypeptide; a 
promoter or enhancer is operably linked to a coding sequence if it affects the transcription of the sequence; 
or a ribosome binding site is operably linked to a coding sequence if it is positioned so as to facilitate 
translation. Generally, "operably linked" means that the DNA sequences being linked are contiguous, and, 
in the case of a secretory leader, contiguous and in reading phase. However, enhancers do not have to be 
contiguous. Linking is accomplished by ligation at convenient restriction sites. If such sites do not exist, the 
synthetic oligonucleotide adaptors or linkers are used in accordance with conventional practice. 

The term "antibody" is used in the broadest sense and specifically covers, for example, single anti- 
PRO monoclonal antibodies (including agonist, antagonist, and neutralizing antibodies), anti-PRO antibody 
compositions with polyepitopic specificity, single chain anti-PRO antibodies, and fragments of anti-PRO 
antibodies (see below). The term "monoclonal antibody" as used herein refers to an antibody obtained from 
a population of substantially homogeneous antibodies, i.e., the individual antibodies comprising the 
population are identical except for possible naturally-occurring mutations that may be present in minor 
amounts. 

"Stringency" of hybridization reactions is readily determinable by one of ordinary skill in the art, 
and generally is an empirical calculation dependent upon probe length, washing temperature, and salt 
concentration. In general, longer probes require higher temperatures for proper annealing, while shorter 
probes need lower temperatures. Hybridization generally depends on the ability of denatured DNA to 
reanneal when complementary strands are present in an environment below their melting temperature. The 
higher the degree of desired homology between the probe and hybridizable sequence, the higher the relative 
temperature which can be used. As a result, it follows that higher relative temperatures would tend to make 
the reaction conditions more stringent, while lower temperatures less so. For additional details and 
explanation of stringency of hybridization reactions, see Ausubel et al., Current Protocols in Molecular 
Biolog y, Wiley Interscience Publishers, (1995). 

"Stringent conditions" or "high stringency conditions", as defined herein, may be identified by those 
that: (1) employ low ionic strength and high temperature for washing, for example 0.015 M sodium 
chloride/0.0015 M sodium citrate/0.1% sodium dodecyl sulfate at 50°C; (2) employ during hybridization a 
denaturing agent, such as formamide, for example, 50% (v/v) formamide with 0.1% bovine serum 
albumin/0.1% Ficoll/0.1% polyvinylpyrrolidone/50mM sodium phosphate buffer at pH 6.5 with 750 mM 
sodium chloride, 75 mM sodium citrate at 42°C; or (3) employ 50% formamide, 5 x SSC (0.75 M NaCl, 
0.075 M sodium citrate), 50 mM sodium phosphate (pH 6.8), 0.1% sodium pyrophosphate, 5 x Denhardt's 
solution, sonicated salmon sperm DNA (50 fig/ml), 0.1% SDS, and 10% dextran sulfate at 42°C, with 
washes at 42°C in 0.2 x SSC (sodium chloride/sodium citrate) and 50% formamide at 55°C, followed by a 
high-stringency wash consisting of 0.1 x SSC containing EDTA at 55°C. 

"Moderately stringent conditions" may be identified as described by Sambrook et al., Molecular 
Cloning: A Laboratory Manual, New York: Cold Spring Harbor Press, 1989, and include the use of washing 
solution and hybridization conditions (e.g., temperature, ionic strength and %SDS) less stringent that those 
described above. An example of moderately stringent conditions is overnight incubation at 37°C in a 
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solution comprising: 20% formamide, 5 x SSC (150 mM NaCl, 15 mM trisodium citrate), 50 mM sodium 
phosphate (pH 7.6), 5 x Denhardt's solution, 10% dextran sulfate, and 20 mg/ml denatured sheared salmon 
sperm DNA, followed by washing the filters in 1 x SSC at about 37-50°C. The skilled artisan will recognize 
how to adjust the temperature, ionic strength, etc. as necessary to accommodate factors such as probe length 
5 and the like. 

The term "epitope tagged" when used herein refers to a chimeric polypeptide comprising a PRO 
polypeptide fused to a "tag polypeptide". The tag polypeptide has enough residues to provide an epitope 
against which an antibody can be made, yet is short enough such that it does not interfere with activity of the 
polypeptide to which it is fused. The tag polypeptide preferably also is fairly unique so that the antibody 

10 does not substantially cross-react with other epitopes. Suitable tag polypeptides generally have at least six 
amino acid residues and usually between about 8 and 50 amino acid residues (preferably, between about 10 
and 20 amino acid residues). 

As used herein, the term "immunoadhesin" designates antibody-like molecules which combine the 
binding specificity of a heterologous protein (an "adhesin") with the effector functions of immunoglobulin 

15 constant domains. Structurally, the immunoadhesins comprise a fusion of an amino acid sequence with the 
desired binding specificity which is other than the antigen recognition and binding site of an antibody (i.e., is 
"heterologous"), and an immunoglobulin constant domain sequence. The adhesin part of an immunoadhesin 
molecule typically is a contiguous amino acid sequence comprising at least the binding site of a receptor or a 
ligand. The immunoglobulin constant domain sequence in the immunoadhesin may be obtained from any 

20 immunoglobulin, such as IgG-1, IgG-2, IgG-3, or IgG-4 subtypes, IgA (including IgA-1 and IgA-2), IgE, 
IgD or IgM. 

"Active" or "activity" for the purposes herein refers to form(s) of a PRO polypeptide which retain a 
biological and/or an immunological activity of native or naturally-occurring PRO, wherein "biological" 
activity refers to a biological function (either inhibitory or stimulatory) caused by a native or naturally- 
25 occurring PRO other than the ability to induce the production of an antibody against an antigenic epitope 
possessed by a native or naturally-occurring PRO and an "immunological" activity refers to the ability to 
induce the production of an antibody against an antigenic epitope possessed by a native or naturally- 
occurring PRO. 

The term "antagonist" is used in the broadest sense, and includes any molecule that partially or fully 
30 blocks, inhibits, or neutralizes a biological activity of a native PRO polypeptide disclosed herein. In a 

similar manner, the term "agonist" is used in the broadest sense and includes any molecule that mimics a 
biological activity of a native PRO polypeptide disclosed herein. Suitable agonist or antagonist molecules 
specifically include agonist or antagonist antibodies or antibody fragments, fragments or amino acid 
sequence variants of native PRO polypeptides, peptides, antisense oligonucleotides, small organic 
35 molecules, etc. Methods for identifying agonists or antagonists of a PRO polypeptide may comprise 

contacting a PRO polypeptide with a candidate agonist or antagonist molecule and measuring a detectable 
change in one or more biological activities normally associated with the PRO polypeptide. 

"Treatment" refers to both therapeutic treatment and prophylactic or preventative measures, 
wherein the object is to prevent or slow down (lessen) the targeted pathologic condition or disorder. Those 
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in need of treatment include those already with the disorder as well as those prone to have the disorder or 
those in whom the disorder is to be prevented. 

"Chronic" administration refers to administration of the agent(s) in a continuous mode as opposed 
to an acute mode, so as to maintain the initial therapeutic effect (activity) for an extended period of time. 
'Intermittent" administration is treatment that is not consecutively done without interruption, but rather is 
cyclic in nature. 

"Mammal" for purposes of treatment refers to any animal classified as a mammal, including 
humans, domestic and farm animals, and zoo, sports, or pet animals, such as dogs, cats, cattle, horses, sheep, 
pigs, goats, rabbits, etc. Preferably, the mammal is human. 

Administration "in combination with" one or more further therapeutic agents includes simultaneous 
(concurrent) and consecutive adrninistration in any order. 

"Carriers" as used herein include pharmaceutical^ acceptable carriers, excipients, or stabilizers 
which are nontoxic to the cell or mammal being exposed thereto at the dosages and concentrations 
employed. Often the physiologically acceptable carrier is an aqueous pH buffered solution. Examples of 
physiologically acceptable carriers include buffers such as phosphate, citrate, and other organic acids; 
antioxidants including ascorbic acid; low molecular weight (less than about 10 residues) polypeptide; 
proteins, such as serum albumin, gelatin, or immunoglobulins; hydrophilic polymers such as 
polyvinylpyrrolidone; amino acids such as glycine, glutamine, asparagine, arginine or lysine; 
monosaccharides, disaccharides, and other carbohydrates including glucose, mannose, or dextrins; chelating 
agents such as EDTA; sugar alcohols such as marmitol or sorbitol; salt-forming counterions such as sodium; 
and/or nonionic surfactants such as TWEEN™, polyethylene glycol (PEG), and PLURONICS™. 

"Antibody fragments" comprise a portion of an intact antibody, preferably the antigen binding or 
variable region of the intact antibody. Examples of antibody fragments include Fab, Fab', F(ab*) 2 , and Fv 
fragments; diabodies; linear antibodies (Zapata et al., Protein Eng. 8(10): 1057-1062 [1995]); single-chain 
antibody molecules; and multispecific antibodies formed from antibody fragments. 

Papain digestion of antibodies produces two identical antigen-binding fragments, called "Fab" 
fragments, each with a single antigen-binding site, and a residual "Fc" fragment, a designation reflecting the 
ability to crystallize readily. Pepsin treatment yields an F(ab') 2 fragment that has two antigen-combining 
sites and is still capable of cross-linking antigen. 

"Fv" is the minimum antibody fragment which contains a complete antigen-recognition and - 
binding site. This region consists of a dimer of one heavy- and one light-chain variable domain in tight, non- 
covalent association. It is in this configuration that the three CDRs of each variable domain interact to 
define an antigen-binding site on the surface of the V H -V L dimer. Collectively, the six CDRs confer antigen- 
binding specificity to the antibody. However, even a single variable domain (or half of an Fv comprising 
only three CDRs specific for an antigen) has the ability to recognize and bind antigen, although at a lower 
affinity than the entire binding site. 

The Fab fragment also contains the constant domain of the light chain and the first constant domain 
(CHI) of the heavy chain. Fab fragments differ from Fab' fragments by the addition of a few residues at the 
carboxy terminus of the heavy chain CHI domain including one or more cysteines from the antibody hinge 
region. Fab'-SH is the designation herein for Fab' in which the cysteine residue(s) of the constant domains 
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bear a free thiol group. F(ab')2 antibody fragments originally were produced as pairs of Fab' fragments 
which have hinge cysteines between them. Other chemical couplings of antibody fragments are also known. 

The "light chains" of antibodies (immunoglobulins) from any vertebrate species can be assigned to 
one of two clearly distinct types, called kappa and lambda, based on the amino acid sequences of their 
5 constant domains. 

Depending on the amino acid sequence of the constant domain of their heavy chains, 
immunoglobulins can be assigned to different classes. There are five major classes of immunoglobulins: 
IgA, IgD, IgE, IgG, and IgM, and several of these may be further divided into subclasses (isotypes), e.g., 
IgGl, IgG2, IgG3, IgG4, IgA, and IgA2. 

10 "Single-chain Fv" or "sFv" antibody fragments comprise the V H and V L domains of antibody, 

wherein these domains are present in a single polypeptide chain. Preferably, the Fv polypeptide further 
comprises a polypeptide linker between the V H and V L domains which enables the sFv to form the desired 
structure for antigen binding. For a review of sFv, see Pluckthun in The Pharmacology of Monoclonal 
Antibodies , vol. 113, Rosenburg and Moore eds., Springer- Verlag, New York, pp. 269-315 (1994). 

15 The term "diabodies" refers to small antibody fragments with two antigen-binding sites, which 

fragments comprise a heavy-chain variable domain (Vh) connected to a light-chain variable domain (VO in 
the same polypeptide chain (V h -Vl). By using a linker that is too short to allow pairing between the two 
domains on the same chain, the domains are forced to pair with the complementary domains of another chain 
and create two antigen-binding sites. Diabodies are described more fully in, for example, EP 404,097; WO 

20 93/1 1 161; and Hollinger et al., Proc. Natl. Acad. Sci. USA. 90:6444-6448 (1993). 

An "isolated" antibody is one which has been identified and separated and/or recovered from a 
component of its natural environment. Contaminant components of its natural environment are materials 
which would interfere with diagnostic or therapeutic uses for the antibody, and may include enzymes, 
hormones, and other proteinaceous or nonproteinaceous solutes. In preferred embodiments, the antibody 

25 will be purified (1) to greater than 95% by weight of antibody as determined by the Lowry method, and most 
preferably more than 99% by weight, (2) to a degree sufficient to obtain at least 15 residues of N-terminal or 
internal amino acid sequence by use of a spinning cup sequenator, or (3) to homogeneity by SDS-PAGE 
under reducing or nonreducing conditions using Coomassie blue or, preferably, silver stain. Isolated 
antibody includes the antibody in situ within recombinant cells since at least one component of the 

30 antibody's natural environment will not be present. Ordinarily, however, isolated antibody will be prepared 
by at least one purification step. 

An antibody that "specifically binds to" or is "specific for" a particular polypeptide or an epitope on 
a particular polypeptide is one that binds to that particular polypeptide or epitope on a particular polypeptide 
without substantially binding to any other polypeptide or polypeptide epitope. 

35 Tne word "label" when used herein refers to a detectable compound or composition which is 

conjugated directly or indirectly to the antibody so as to generate a "labeled" antibody. The label may be 
detectable by itself (e.g. radioisotope labels or fluorescent labels) or, in the case of an enzymatic label, may 
catalyze chemical alteration of a substrate compound or composition which is detectable. 

By "solid phase" is meant a non-aqueous matrix to which the antibody of the present invention can 

40 adhere. Examples of solid phases encompassed herein include those formed partially or entirely of glass 

36 



WO 2004/043361 



PCT/US2003/035268 



(e.g., controlled pore glass), polysaccharides (e.g., agarose), polyacrylamides, polystyrene, polyvinyl alcohol 
and silicones. In certain embodiments, depending on the context, the solid phase can comprise the well of an 
assay plate; in others it is a purification column (e.g., an affinity chromatography column). This term also 
includes a discontinuous solid phase of discrete particles, such as those described in U.S. Patent No. 
4,275,149. 

A "liposome" is a small vesicle composed of various types of lipids, phospholipids and/or 
surfactant which is useful for delivery of a drug (such as a PRO polypeptide or antibody thereto) to a 
mammal. The components of the liposome are commonly arranged in a bilayer formation, similar to the 
lipid arrangement of biological membranes. 

A "small molecule" is defined herein to have a molecular weight below about 500 Daltons. 

The term "immune related disease" means a disease in which a component of the immune system of 
a mammal causes, mediates or otherwise contributes to a morbidity in the mammal. Also included are 
diseases in which stimulation or intervention of the immune response has an ameliorative effect on 
progression of the disease. Included within this term are immune-mediated inflammatory diseases, non- 
immune-mediated inflammatory diseases, infectious diseases, immunodeficiency diseases, neoplasia, etc. 

The term "Natural Killer cell mediated disease" means a disease in which NK cells directly or 
indirectly mediate or otherwise contribute to a morbidity in a mammal. The NK cell mediated disease may 
be associated with cell mediated effects, lymphokine mediated effects, etc., and even effects associated with 
other immune cells if the cells are involved. 

Examples of immune-related and inflammatory diseases, some of which are immune mediated, 
which can be treated according to the invention include systemic lupus erythematosis, rheumatoid arthritis, 
juvenile chronic arthritis, spondyloarthropathies, systemic sclerosis (scleroderma), idiopathic inflammatory 
myopathies (dermatomyositis, polymyositis), Sjogren's syndrome, systemic vasculitis, sarcoidosis, 
autoimmune hemolytic anemia (immune pancytopenia, paroxysmal nocturnal hemoglobinuria), autoimmune 
thrombocytopenia (idiopathic thrombocytopenic purpura, immune-mediated thrombocytopenia), thyroiditis 
(Grave's disease, Hashimoto's thyroiditis, juvenile lymphocytic thyroiditis, atrophic thyroiditis), diabetes 
mellitus, immune-mediated renal disease (glomerulonephritis, tubulointerstitial nephritis), demyelinating 
diseases of the central and peripheral nervous systems such as multiple sclerosis, idiopathic demyelinating 
polyneuropathy or Guillain-Barr<5 syndrome, and chronic inflammatory demyelinating polyneuropathy, 
hepatobiliary diseases such as infectious hepatitis (hepatitis A, B, C, D, E and other non-hepatotropic 
viruses), autoimmune chronic active hepatitis, primary biliary cirrhosis, granulomatous hepatitis, and 
sclerosing cholangitis, inflammatory bowel disease (ulcerative colitis: Crohn's disease), gluten-sensitive 
enteropathy, and Whipple's disease, autoimmune or immune-mediated skin diseases including bullous skin 
diseases, erythema multiforme and contact dermatitis, psoriasis, allergic diseases such as asthma, allergic 
rhinitis, atopic dermatitis, food hypersensitivity and urticaria, immunologic diseases of the lung such as 
eosinophilic pneumonias, idiopathic pulmonary fibrosis and hypersensitivity pneumonitis, transplantation 
associated diseases including graft rejection and graft -versus-host-disease. Infectious diseases including 
viral diseases such as AIDS (HIV infection), hepatitis A, B, C, D, and E, herpes, etc., bacterial infections, 
fungal infections, protozoal infections and parasitic infections. 
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The term "effective amount" is a concentration or amount of a PRO polypeptide and/or 
agonist/antagonist which results in achieving a particular stated purpose. An "effective amount" of a PRO 
polypeptide or agonist or antagonist thereof may be determined empirically. Furthermore, a "therapeutically 
effective amount" is a concentration or amount of a PRO polypeptide and/or agonist/antagonist which is 
5 effective for achieving a stated therapeutic effect This amount may also be determined empirically. 

The term "cytotoxic agent" as used herein refers to a substance that inhibits or prevents the function 
of cells and/or causes destruction of cells. The term is intended to include radioactive isotopes (e.g., I 131 , 
I 125 > Y 90 and Re 186 ), chemotherapeutic agents, and toxins such as enzymatically active toxins of bacterial, 
fungal, plant or animal origin, or fragments thereof. 

10 A "chemotherapeutic agent" is a chemical compound useful in the treatment of cancer. Examples 

of chemotherapeutic agents include adriamycin, doxorubicin, epirubicin, 5-fluorouracil, cytosine arabinoside 
("Ara-C"), cyclophosphamide, thiotepa, busulfan, cytoxin, taxoids, e.g., paclitaxel (Taxol, Bristol-Myers 
Squibb Oncology, Princeton, NJ), and doxetaxel (Taxotere, Rhdne-Poulenc Rorer, Antony, France), 
toxotere, methotrexate, cisplatin, melphalan, vinblastine, bleomycin, etoposide, ifosfamide, mitomycin C, 

15 mitoxantrone, vincristine, vinorelbine, carboplatin, teniposide, daunomycin, carminomycin, aminopterin, 
dactinomycin, mitomycins, espsramicins (see U.S. Pat. No. 4,675,187), melphalan and other related nitrogen 
mustards. Also included in this definition are hormonal agents that act to regulate or inhibit hormone action 
on tumors such as tamoxifen and onapristone. 

A "growth inhibitory agent" when used herein refers to a compound or composition which inhibits 

20 growth of a cell, especially cancer cell overexpressing any of the genes identified herein, either in vitro or in 
vivo. Thus, the growth inhibitory agent is one which significantly reduces the percentage of cells 
overexpressing such genes in S phase. Examples of growth inhibitory agents include agents that block cell 
cycle progression (at a place other than S phase), such as agents that induce Gl arrest and M-phase arrest. 
Classical M-phase blockers include the vincas (vincristine and vinblastine), taxol, and topo II inhibitors such 

25 as doxorubicin, epirubicin, daunorubicin, etoposide, and bleomycin. Those agents that arrest Gl also spill 
over into S-phase arrest, for example, DNA alkylating agents such as tamoxifen, prednisone, dacarbazine, 
mechlorethamine, cisplatin, methotrexate, 5-fluorouracil, and ara-C. Further information can be found in 
The Molecular Basis of Cancer, Mendelsohn and Israel, eds., Chapter 1, entitled "Cell cycle regulation, 
oncogens, and antineoplastic drugs" by Murakami et al (WB Saunders: Philadelphia, 1995), especially p. 

30 13. 

The term "cytokine" is a generic term for proteins released by one cell population which act on 
another cell as intercellular mediators. Examples of such cytokines are lymphokines, monokines, and 
traditional polypeptide hormones. Included among the cytokines are growth hormone such as human growth 
hormone, N-methionyl human growth hormone, and bovine growth hormone; parathyroid hormone; 

35 thyroxine; insulin; proinsulin; relaxin; prorelaxin; glycoprotein hormones such as follicle stimulating 
hormone (FSH), thyroid stimulating hormone (TSH), and luteinizing hormone (LH); hepatic growth factor; 
fibroblast growth factor; prolactin; placental lactogen; tumor necrosis factor-a and -0; mullerian-inhibiting 
substance; mouse gonadotropin-associated peptide; inhibin; activin; vascular endothelial growth factor; 
integrin; thrombopoietin (TPO); nerve growth factors such as NGF-P; platelet-growth factor; transforming 

40 growth factors (TGFs) such as TGF-a and TGF-p; insulin-like growth factor-I and -II; erythropoietin (EPO); 
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osteoinductive factors; interferons such as interferon-a, -p, and -7; colony stimulating factors (CSFs) such as 
macrophage-CSF (M-CSF); granulocyte-macrophage-CSF (GM-CSF); and granulocyte-CSF (G-CSF); 
interleukins (ILs) such as EL-1, IL-la, DL-2, IL-3, EL-4, EL-5, IL-6, IL-7, IL-8, IL-9, EL- 11, IL-12, EL- 15 and 
tumor necrosis factor such as TNF-a or TNF-P; and other polypeptide factors including LIF and kit ligand 
(KL). As used herein, the term cytokine includes proteins from natural sources or from recombinant cell 
culture and biologically active equivalents of the native sequence cytokines. 

As used herein, the term "immunoadhesin" designates antibody-like molecules which combine the 
binding specificity of a heterologous protein (an "adhesin") with the effector functions of immunoglobulin 
constant domains. Structurally, the immunoadhesins comprise a fusion of an amino acid sequence with the 
desired binding specificity which is other than the antigen recognition and binding site of an antibody (i.e., is 
"heterologous"), and an immunoglobulin constant domain sequence. The adhesin part of an immunoadhesin 
molecule typically is a contiguous amino acid sequence comprising at least the binding site of a receptor or a 
ligand. The immunoglobulin constant domain sequence in the immunoadhesin may be obtained from any 
immunoglobulin, such as IgG-1, IgG-2, IgG-3, or IgG-4 subtypes, IgA (including IgA-1 and IgA-2), IgE, 
IgD or IgM. 
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Table 1 

/* 

5 * 

* C-C increased from 12 to 15 

* Z is average of EQ 

* B is average of ND 

* match with stop is _M; stop-stop = 0; J (joker) match = 0 
10 */ 

#define _M -8 /* value of a match with a stop */ 

int _day[26][26] = { 

/* ABCDEFGHIJKLMNOPQRSTUVWXYZ*/ 
15 /* A */ { 2, 0,-2, 0, 0,-4, 1,-1,-1, 0,-1,-2,-1, 0,_M, 1, 0,-2, 1, 1, 0, 0,-6, 0,-3, 0}, 

/* B */ { 0, 3,-4, 3, 2,-5, 0, 1,-2, 0, 0,-3,-2, 2 W M,-1, 1, 0, 0, 0, 0,-2,-5, 0,-3, 1}, 

/* C */ {-2,-4,15,-5,-5,-4,-3,-3,-2, 0,-5,-6,-5,-4_M,-3,-5,-4, 0,-2, 0,-2,-8, 0, 0,-5}, 

/* D */ { 0, 3,-5, 4, 3,-6, 1, 1,-2, 0, 0,-4,-3, 2JM,-1, 2,-1, 0, 0, 0,-2,-7, 0,-4, 2}, 

/* E */ { 0, 2,-5, 3, 4,-5, 0, 1,-2, 0, 0,-3,-2, 1,_M,-1, 2,-1, 0, 0, 0,-2,-7, 0,-4, 3}, 
20 /* F */ {-4,-5,-4,-6,-5, 9,-5,-2, 1, 0,-5, 2, 0,-4,_M,-5,-5,-4,-3,-3, 0,-1, 0, 0, 7,-5}, 

/* G */ {1, 0,-3, 1, 0,-5, 5,-2,-3, 0,-2,-4,-3, 0,_M,-l,-l,-3, 1,0, 0,-1,-7, 0,-5, 0}, 

/* H */ {-1, 1,-3, 1, 1,-2,-2, 6,-2, 0, 0,-2,-2, 2,_M, 0, 3, 2,-1,-1, 0,-2,-3, 0, 0, 2}, 

/* I */ {-1,-2,-2,-2,-2, 1,-3,-2, 5, 0,-2, 2, 2,-2_M,-2,-2,-2,-l, 0, 0, 4,-5, 0,-1,-2}, 

/* J */ { 0, 0, 0, 0, 0, 0, 0, 0, 0, 0, 0, 0, 0, 0__M, 0, 0, 0, 0, 0, 0, 0, 0, 0, 0, 0}, 
25 /* K */ {-1, 0,-5, 0, 0,-5,-2, 0,-2, 0, 5,-3, 0, 1,_M,-1, 1, 3, 0, 0, 0,-2,-3, 0,-4, 0}, 

/* L */ {-2,-3,-6,-4,-3, 2,-4,-2, 2, 0,-3, 6, 4,-3,_M,-3,-2,-3,-3,-l, 0, 2,-2, 0,-1,-2}, 

/* M */ {-1,-2,-5,-3,-2, 0,-3,-2, 2, 0, 0, 4, 6,-2,_M,-2,-l, 0,-2,-1, 0, 2,-4, 0,-2,-1}, 

/* N */ { 0, 2,-4, 2, 1,-4, 0, 2,-2, 0, 1,-3,-2, 2,_M,-1, 1, 0, 1, 0, 0,-2,-4, 0,-2, 1}, 

/* O */ {_M_M,_M W M W M_M,_M_M,_M,_M,_M,_MJM,_M, 0,JVI^M^M^M^M^M^M^_M,_M_M,_M}, 
30 /* P */ { 1,-1,-3,-1,-1,-5,-1, 0,-2, 0,-l,-3,-2,-l,_M, 6, 0, 0, 1, 0, 0,-1,-6, 0,-5, 0}, 

/* Q */ { 0, 1,-5, 2, 2,-5,-1, 3,-2, 0, 1,-2,-1, 1,_M, 0, 4, 1,-1,-1, 0,-2,-5, 0,-4, 3}, 

/* R */ {-2, 0,-4,-1,-1,-4,-3, 2,-2, 0, 3,-3, 0, 0^M, 0, 1, 6, 0,-1, 0,-2, 2, 0,-4, 0}, 

/* S */ { 1, 0, 0, 0, 0,-3, 1,-1,-1, 0, 0,-3,-2, 1,_M, 1,-1, 0, 2, 1, 0,-1,-2, 0,-3, 0}, 

/* T */ { 1, 0,-2, 0, 0,-3, 0,-1, 0, 0, 0,-1,-1, 0,_M, 0,-1,-1, 1, 3, 0, 0,-5, 0,-3, 0}, 
35 /* U */ { 0, 0, 0, 0, 0, 0, 0, 0, 0, 0, 0, 0, 0, 0,_M, 0, 0, 0, 0, 0, 0, 0, 0, 0, 0, 0}, 

/* V */ { 0,-2,-2,-2,-2,-1,-1,-2, 4, 0,-2, 2, 2,-2^M,- 1,-2,-2,-1, 0, 0, 4,-6, 0,-2,-2}, 

/* W */ {-6,-5,-8,-7,-7, 0,-7,-3,-5, 0,-3,-2,-4,-4,__M,-6,-5, 2,-2,-5, 0,-6,17, 0, 0,-6}, 

/* X */ { 0, 0, 0, 0, 0, 0, 0, 0, 0, 0, 0, 0, 0, 0,_M, 0, 0, 0, 0, 0, 0, 0, 0, 0, 0, 0}, 

/* Y */ {-3,-3, 0,-4,-4, 7,-5, 0,-1, 0,-4,-1,-2,-2,31,-5,-4,-4,-3,-3, 0,-2, 0, 0,10,-4}, 
40 /* Z */ { 0, 1,-5, 2, 3,-5, 0, 2,-2, 0, 0,-2,-1, 1,_M, 0, 3, 0, 0, 0, 0,-2,-6, 0,-4, 4} 

}; 
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Table 1 (conf) 

/* 
*/ 

#include <stdio.h> 
#include <ctype.h> 



#define 


MAXJMP 


16 


/* max jumps in a diag */ 




#define 


MAXGAP 


24 


/* don't continue to penalize ga] 


ps larger than this */ 


#deOne 


JMPS 


1024 


/* max jmps in an path */ 


#define 


MX 


4 


/* save if there's at least MX-1 1 


Dases since last jmp */ 


#define 


DMAT 


3 


/* value of matching bases */ 




#define 


DMIS 


0 


/* penalty for mismatched basei 


5*/ 


#define 


DINSO 


8 


/* penalty for a gap */ 




#define 


DINS1 


1 


/* penalty per base */ 




#define 


PINSO 


8 


/* penalty for a gap */ 




#define 


PINS1 


4 


/* penalty per residue */ 





struct jmp { 






short 


n[MAXJMP]; 


/* size of jmp (neg for dely) */ 


unsigned short x[MAXJMP]; 


/* base no. of jmp in seq x */ 


}; 




/* limits seq to 2 A 16 -1 */ 


struct diag { 






int 


score; 


/* score at last jmp */ 


long 


offset; 


/* offset of prev block */ 


short 


ijmp; 


/* current jmp index */ 


struct jmp jp; 

}; 


/* list of jmps */ 


struct path { 






int 


spc; /* number of leading spaces */ 


short 


n[JMPS];/* size of jmp (gap) */ 


int 

}; 


x[JMPS];/* loc of jmp (last elem before gap) */ 


char 


*ofile; 


/* output file name */ 


char 


*namex[2]; 


/* seq names: getseqsO */ 


char 


*prog; 


/* prog name for err msgs */ 


char 


*seqx[2]; 


/* seqs: getseqsQ */ 


int 


dmax; 


/* best diag: nw() */ 


int 


dmaxO; 


/* final diag */ 


int 


dna; 


/* set if dna: mainO */ 


int 


endgaps; 


/* set if penalizing end gaps */ 


int 


gapx, gapy; 


/* total gaps in seqs */ 


int 


lenO, lenl; 


/* seq lens */ 


int 


ngapx, ngapy; 


/* total size of gaps */ 


int 


smax; 


/* max score: nw() */ 


int 


*xbm; 


/* bitmap for matching */ 


long 


offset; 


/* current offset in jmp file */ 


struct diag 


*dx; 


/* holds diagonals */ 


struct path 


PP[2]; 


/* holds path for seqs */ 


char 


♦callocQ, *malloc0, *indexQ, *strcpyO; 


char 


*getseq0, *g_calloc(); 





41 



WO 2004/043361 



PCT/US2003/035268 



Table 1 (conV) 

/* Needleman-Wunsch alignment program 
* 

* usage: progs filel file2 

5 * where filel and file2 are two dna or two protein sequences. 

* The sequences can be in upper- or lower-case an may contain ambiguity 

* Any lines beginning with V, '>' or '<* are ignored 

* Max file length is 65535 (limited by unsigned short x in the jmp struct) 

* A sequence with 1/3 or more of its elements ACGTU is assumed to be DNA 
10 * Output is in the file "align.out" 

* 

* The program may create a tmp file in /trap to hold info about traceback. 

* Original version developed under BSD 4.3 on a vax 8650 

*/ 

15 #include "nw.h" 
#indude "day.h" 

static _dbval[26] = { 

1,14,2,13,0,0,4,11,0,0,12,0,3,15,0,0,0,5,6,8,8,7,9,0,10,0 

20 }; 

static _pbval[26] = { 

1, 2[(l«CD , ^A'))l(l« CN'- t A')), 4, 8, 16, 32, 64, 
128, 256, OxFFFFFFF, 1«10, 1«11, 1«12, 1«13, 1«14, 
25 1«15, 1«16, 1«17, 1«18, 1«19, 1«20, 1«21, 1«22, 

1«23, 1«24, U^la^^Wttla^OQ'-'A')) 

}; 

main(ac, av) 

30 main 

int ac; 
char *av[ ]; 

{ 

prog = av[0]; 
35 if(ac!=3){ 

rprintf(stderr,"usage: %s filel file2\n", prog); 

fprintf(stderr,"where filel and file2 are two dna or two protein sequences.\n"); 
rprintf(stderr,"The sequences can be in upper- or lower-caseVn"); 
fyrintf(stderr,"Any lines beginning with V or '<' are ignored\n"); 
40 fprintf(stderr,"Output is in the file Valign.outWn"); 

exit(l); 

} 

namex[0] = av[l]; 
namex[l] =av[2]; 
45 seqx[0] = getseq(namex[0], &len0); 

seqxfl] = getseq(namex[l], &lenl); 
xbm = (dna)? _dbval : _pbval; 

endgaps = 0; /* 1 to penalize endgaps */ 

50 ■ ofile = "align.out"; /* output file */ 

nwO; /* fill in the matrix, get the possible jmps */ 

readjmpsO; /* get the actual jmps */ 

printO; /* print stats, alignment */ 

cleanup(0); /* unlink any tmp files */ 



60 
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Table 1 (conn 

/* do the alignment, return best score: main() 

* dna: values in Fitch and Smith, PNAS, 80, 1382-1386, 1983 

* pro: PAM 250 values 

* When scores are equal, we prefer mismatches to any gap, prefer 

* a new gap to extending an ongoing gap, and prefer a gap in seqx 

* to a gap in seq y. 
*/ 

nw() 
{ 



nw 




char 


*px, *py; 


int 


*ndely, *dely; 


int 


ndelx, delx; 


int 


*tmp; 


int 


mis; 


int 


insO, insl; 


register 


id; 


register 


ij; 


register 


*col0, *coll; 


register 


xx, yy; 



/* seqs and ptrs */ 
/* keep track of dely */ 
/* keep track of delx */ 
15 int *tmp; /* for swapping rowO, rowl */ 

/* score for each type */ 
/* insertion penalties */ 
/* diagonal index */ 
/*jmp index */ 

20 register *col0, *coll; /* score for curr, last row */ 

/* index into seqs */ 

dx = (struct diag *)g_calloc("to get diags", len0+lenl+l, sizeof(struct diag)); 

25 ndely = (int *)g_calloc("to get ndely", lenl+1, sizeof(int)); 

dely = (int *)g_calloc("to get dely", lenl+1, sizeof(int)); 

colO = (int *)g_calloc("to get colO", lenl+1, sizeof(int)); 

coll = (int *)g_calloc("to get coll", lenl+1, sizeof(int)); 

insO = (dna)? DINS0 : PINS0; 
30 insl = (dna)? DINS1 : PINS1; 

smax = -10000; 
if (endgaps) { 

for (col0[0] = dely[0] = -insO, yy = 1; yy <= lenl; yy++) { 
35 colO[yy] = dely[yy] = colO[yy-l] - insl ; 

ndely[yy] = yy; 

} 

colO[0] = 0; /* Waterman Bull Math Biol 84 */ 



} 

40 else 



for (yy = 1; yy <= lenl; yy++) 
<tely[yy] = -insO; 



/* fill in match matrix 
45 */ 

for (px = seqx[0], xx = 1; xx <= lenO; px++, xx++) { 
/* initialize first entry in col 
*/ 

if (endgaps) { 
50 if(xx = l) 

coll[0] = delx = -(insO+insl); 



55 



60 



coll[0] = delx as colO[0] - insl; 
ndelx = xx; 



coll[0] = 0; 
delx = -insO; 
ndelx = 0; 
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...nw 

for (py = seqx[l], yy = 1; yy <= lenl; py++, yy++) { 
mis = col0[yy-l]; 
if(dna) 

mis += (xbm^x-'Altebin^y-'A'])? DMAT : DMIS; 

else 

mis += _day[*px- , A , ][*py- , A*]; 

/* update penalty for del in x seq; 

* favor new del over ongong del 

* ignore MAXGAP if weighting endgaps 
*/ 

if (endgaps || ndely[yy] < MAXGAP) { 

if (col0[yy] - insO >= dely[yy]) { 

dely[yy] = col0[yy] - (insO+insl); 
ndely[yy] = l; 

} else { 

dely[yy] -= insl; 
ndely[yy]++; 

} 

} else { 

if (col0[yy] - (insO+insl) >= dely[yy]) { 

dely[yy] = col0[yy] - (insO+insl); 
ndely[yy] = l; 

} else 

ndely[yy]++; 

} 

/* update penalty for del in y seq; 

* favor new del over ongong del 
*/ 

if (endgaps || ndelx < MAXGAP) { 

if (coll[yy-l] - insO >= delx) { 

delx = coll[yy-l] - (insO+insl); 
ndelx sr 1; 

} else{ 

delx -= insl; 
ndelx++; 

} 

} else { 

if (coll[yy-l] - (insO+insl) >= delx) { 

delx = coll[yy-l] - (insO+insl); 
ndelx = 1; 

} else 

ndelx++; 

} 

/* pick the maximum score; we're favoring 

* mis over any del and delx over dely 
*/ 



44 



WO 2004/043361 



PCT/US2003/035268 



Table 1 (conV) 

...nw 

id = xx-yy + lenl - 1; 
if (mis >= delx && mis >= dely[yy]) 
5 coll [yy] = mis; 

else if (delx >= dely [yy]) { 

coll[yy] = delx; 

ij = dx[id].ijmp; 

if (dx[id] jp.n[0] && (!dna || (ndelx >= MAXJMP 
10 && xx > dx[id].jp.x[ij]+MX) || mis > dx[id].score+DINSO)) { 

dx[id].ijmp++; 
if (++ij>= MAXJMP) { 
write] mps(id); 
ij = dbt[id].ijmp = 0; 

1 5 dxpd] .offset = offset; 

offset += sizeof(struct jmp) + sizeof(offset); 

} 

} 

to[i<i].jp.n[ij] = ndelx; 
20 dx[id].jp.x[ij] = xx; 

dx[id].score = delx; 

} 

else { 

coll[yy]=dely[yy]; 
25 ij = dx[id].ijmp; 

if (dx[id].jp.n[0] && (!dna || (ndely[yy] >= MAXJMP 

&& xx > dx[id].jp.x[ij]+MX) || mis > dx[id].score+DINS0)) { 
dx[id].ijmp++; 
if (++ij>= MAXJMP) { 

30 writejmps(id); 

ij = dx[id].ijmp = 0; 
dx[id].offset = offset; 

offset += sizeof (struct jmp) + sizeof (offset); 

} 

35 } 

dx[id].jp.n[ij] = -ndely[yy]; 
dx[id]jp.x[ij] = xx; 
dx[id]. score = dely[yy]; 

} 

40 if (xx == lenO && yy < lenl) { 

/* last col 
*/ 

if (endgaps) 

coll[yy] -=ins0+insl*(lenl-yy); 
45 if (coll[yy] > smax) { 

smax = coll[yy]; 
dmax = id; 

} 

} 

50 } 

if (endgaps && xx < lenO) 

coll[yy-l] -= ins0+insl*(len0-xx); 
if (coll [yy-l]> smax) { 

smax = coll [yy-1]; 
55 dmax = id; 

} 

tmp = colO; colO = coll; coll = tmp; 

} 

(void) free((char *)ndely); 
60 (void) free((char *)dely); 

(void) free((char *)col0); 

(void) free((char *)coll); } 
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* printO - only routine visible outside this module 
5 * 

* static: 

* getmatO - trace back best path, count matches: printO 

* pr_alignO - print alignment of described in array p[ ]: printO 

* dumpblockO - dump a block of lines with numbers, stars: pr_align() 
10 * nums() - put out a number line: dumpblockO 

* putlineO - put out a line (name, [num], seq, [num]): dumpblockO 

* starsO - -put a line of stars: dumpblockO 

* stripnameO - strip any path and prefix from a seqname 
*/ 

15 

#include "nw.h" 
#defineSPC 3 

#define PJJNE 256 /* maximum output line */ 
20 #define P_SPC 3 /* space between name or num and seq */ 

extern _day[26][26]; 

int olen; /* set output line length */ 



25 



30 



FILE *fx; /* output file */ 

printO 



{ 



print 

int lx, ly, firstgap, lastgap; /* overlap */ 



if ((fx = fopen(oflle, V)) = 0) { 

fprintf(stderr,"%s: can't write %s\n M , prog, ofile); 
cleanup(l); 

} 

35 fprintf(fx, "<first sequence: %s (length = %d)\n M , namex[0], lenO); 

fjprintf(fx, Vsecond sequence: %s Qength = %d)\n M , namex[l], lenl); 
olen = 60; 
lx = len0; 
ly = lenl; 

40 firstgap = lastgap = 0; 

if (dmax < lenl - 1) { /* leading gap in x */ 

pp[0].spc = firstgap = lenl - dmax - 1; 
ly -= pp[0].spc; 

} 

45 else if (dmax > lenl - 1) { /* leading gap in y */ 

pp[l].spc = firstgap = dmax - Qenl - 1); 
lx-= pp[l].spc; 

} 

if (dmaxO < lenO - 1) { /* trailing gap in x */ 
50 lastgap = lenO - dmaxO - 1 ; 

lx -= lastgap; 

} 

else if (dmaxO > lenO - 1) { /* trailing gap in y */ 
lastgap = dmaxO - QenO - 1); 
55 ly -= lastgap; 

} 

getmat(lx, ly, firstgap, lastgap); 
pr_alignO; 

} 

60 
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/* 

* trace back the best path, count matches 
*/ 

static 

getmat(lx, ly, firstgap, lastgap) 



getmat 



int lx, ly; /' 



/* "core" (minus endgaps) */ 
/* leading trailing overlap */ 



int firstgap, lastgap; 

{ 



int nm, iO, i 1 , sizO, sizl ; 

char outx[32]; 

double pet; 

register nO, nl; 



register char *p0, *pl; 

/* get total matches, score 
*/ 

iO = il = sizO = sizl = 0; 
pO = seqx[0] + pp[l].spc; 
pi = seqx[l] + pp[0].spc; 
nO = pp[l].spc + 1; 
nl =pp[0].spc + 1; 

nm = 0; 

while ( *p0 && *pl ) { 
if(sizO){ 

pl++; 
nl++; 

sizO— ; 

} 

else if (sizl) { 
p0++; 
n0++; 
sizl—; 

} 

else { 

if (xbm[*pO- , A , ]&xbm[*pl- , A , ]) 



if (n0++ = pp[0].x[i0]) 

sizO = pp[0].n[iO++]; 

if(nl++ = pp[l].x[il]) 

sizl =pp[l].n[il++]; 

p0++; 
pl++; 



/* pet homology: 

* if penalizing endgaps, base is the shorter seq 

* else, knock off overhangs and take shorter core 
*/ 

if (endgaps) 

lx = QenO < lenl)? lenO : lenl; 

else 

be = Ox < ly)? lx : ly; 
pet = 100 *(double)nm/(double)lx; 

fprintf(fx, "\n"); 

Q>rintf(fx, "<%d matches in an overlap of %d: %.2f percent similarity\n", 



nm++; 



nm, (nm = 1)? "" : "es", Ix, pet); 
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fprintf(fx, "<gaps in first sequence: %d", gapx); ...getmat 
if (gapx){ 

(void) sprintf(outx, " (%d %s%s)", 

ngapx, (dna)? "base": "residue", (ngapx= 1)? nn : n s n ); 

fprintf(fx,"%s", outx); 

fprintf(fx, ", gaps in second sequence: %d", gapy); 
if(gapy){ 

(void) sprintf(outx, n (%d %s%s)", 

ngapy, (dna)? "base'Vresidue", (ngapy == 1)? m, :"s"); 

rprintf(fx,"%s", outx); 

} 

if (dna) 

fprintf(fx, 

"\n<score: %d (match = %d, mismatch = %d, gap penalty = %d + %d per base)\n ! ', 
smax, DM AT, DMIS, DINSO, DINS1); 

else 

fprintf(fx, 

"\n<score: %d (Dayhoff PAM 250 matrix, gap penalty = %d + %d per residue)\n", 
smax, PINSO, PINS 1); 
if (endgaps) 

fprintf(rx, 

"<endgaps penalized, left endgap: %d %s%s, right endgap: %d %s%s\n", 
firstgap, (dna)? "base" : "residue", (firstgap = 1)? Mn : "s", 
lastgap, (dna)? "base" : "residue", (lastgap= 1)? "" : "s"); 



fprintf(fx, "<endgaps not penalized\n"); 

} 

static nm; /* matches in core - for checking */ 

static lmax; /* lengths of stripped file names */ 

static ij [2] ; /* j mp index for a path */ 

static nc[2]; /* number at start of current line */ 

static ni[2]; /* current elem number — for gapping */ 

static siz[2]; 

static char *ps[2]; /* ptr to current element */ 

static char *po[2]; /* ptr to next output char slot */ 

static char out[2]|P_LINE]; /* output line */ 

static char star[PJLENE]; /* set by starsO */ 

/* 

* print alignment of described in struct path pp[ ] 
*/ 

static 

pr_aiignQ pr_align 

{ 

int nn; . /* char count */ 

int more; 

register i; 

for(i= 0, lmax = 0;i<2;i++){ 

nn = stripname(namex[i]); 
if (nn > lmax) 

lmax = nn; 

nc[i] = 1; 
ni[i] = l; 
siz[i] = ij[i]=0; 
ps[i] = seqx[i]; 

po[i] = out[i]; } 
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Table 1 (conn 

for (nn = nm = 0, more = 1 ; more; ) { ...pr__align 

for (i = more = p; i < 2; i++) { 
/* 

5 * do we have more of this sequence? 

*/ 

if(!*ps[i]) 

continue; 

10 more++; 

if (pp[i] .spc) { /* leading space */ 
*po[i]++ = "; 
pp[i].spc~; 

15 } 

else if (siz[i]) { /* in a gap */ 
*po[i]++ = '-'; 
siz[i]~; 

} 

20 else { /* we're putting a seq element 

*/ 

*po[i] = *ps[i]; 
if (islower(*ps[i])) 

*ps[i] = toupper(*ps[i]); 

25 po[i]++; 

ps[i]++; 

/* 

* are we at next gap for this seq? 
30 */ 

if(ni[i] = pp[i].x[ij[i]]){ 
/* 

* we need to merge all gaps 

* at this location 
35 */ 

siz[i] = pp[i].n[ij[i]++]; 
while (ni[i] = pp[i].x[ij[i]]) 

siz[i] += pp[i].n[ij[i]++]; 

} 

40 ni[i]++; 

} 

} 

if (++nn = olen |) Imore && nn) { 
dumpblockO; 

45 - for (i = 0; i < 2; i++) 



} 



po[i] = out[i]; 
nn = 0; 



/* 

* dump a block of lines, including numbers, stars: pr_align0 
*/ 

55 static 

dumpblockO 

dumpblock 

{ 

register i; 
60 for (i = 0; i < 2; i++) 

*po[i]~ = W; 
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(void) putcCVn*, fx); 
for (i = 0; i < 2; i++) { 

if (*out[i] && (*out[i] != ' ' || *(po[i]) !=")){ 
if(i = 0) 

nuras(i); 
if(i==0&& *out[l]) 
starsO; 

putline(i); 

if (i = 0&& *out[l]) 

fprintf(fx, star); 

if(i = l) 

nums(i); 

} 

} 

} 

/* 

* put out a number line: dumpblockO 
*/ 

static 

nums(ix) 

int ix; /* index in out[ ] holding seq line */ 

char nline[PJLINE]; 

register i,j; 

register char *pn, *px, *py; 

for (pn = nline, i = 0; i < lmax+P_SPC; i++, pn++) 
*pn = "; 

for (i = nc[ix], py = out[ix]; *py; py++, pn++) { 
if(*py = "|| * P y = V) 

*pn = ' •; 

else { 

if (i%10 = 0 || (i = 1 && nc[ix] != 1)) { 
j = (i<0)?-i:i; 
for (px = pn; j; j /= 10, px-) 
*px=j%10 + '0'; 

if(i<0) 

* P X = V; 

} 

else 

*pn = "; 

i++; 

} 

} 

♦pn^O'; 
nc[ix] = i; 

for (pn = nline; *pn; pn++) 

(void) putc(*pn, fie); 
(void) putc(W, fx); 

} 

/* 

* put out a line (name, [num], seq, [num]): dumpblockO 
*/ 

static 
putline(ix) 

int ix; { 



PCTYUS2003/035268 



...dumpblock 



nums 



putline 
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putline 



int 

register char 




for (px = namexpx], i = 0; *px && *px != px++, i++) 

(void) putc(*px, fx); 
for (; i < lmax+P_SPC; i++) 

(void) putcC \ fx); 

/* these count from 1: 

* ni[ ] is current element (from 1) 

* nc[ ] is number at start of current line 

*/ 

for (px = out[ix]; *px; px++) 

(void) putc(*px&0x7F, fx); 
(void) putc(\n\ fx); 



/* 

* put a line of stars (seqs always in out[0] t out[l]): dumpblockO 
*/ 

static 

starsQ 



register char *p0, *pl , cx, *px; 

if (!*out[0] || (*out[0] = 1 ' && *(po[0]) = * ') || 
!*out[l] || (*out[l] = "&& *(po[l]) = 1 ')) 
return; 

px ~ star; 

for (i = lmax+P_SPC; i; i-) 
*px-M- = ' *; 

for (pO = out[0], pi = out[l]; *p0 && *pl ; pO-H-, pl++) { 
if (isalpha(*pO) && isalpha(*pl)) { 



- } 



stars 



{ 



int 



i; 



if (xbm[*pO- , A , ]&xbm[*pl- , A']) { 
cx = '*'; 
nm++; 



} 

else if (Idna && .dayf^O-'A'^pl-'A'] > 0) 




} 

else 



*px++ = cx; 



} 

*px++ = 
*px = W; 



} 
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/* 

* strip path or prefix from pn, return len: pr_alignO 
*/ 

5 static 

stripname(pn) 

stripname 

char *pn; /* file name (may be path) */ 

{ 

10 register char *px, *py; 

py = 0; 

for (px = pn; *px; px++) 
if (*px = V) 
15 py = px + l; 

if(py) 

(void) strcpy(pn, py); 
return(strlen(pn)); 

20 } 



25 



30 



35 



40 



45 
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/* 

* cleanupO — cleanup any tmp file 

* getseqO - read in seq, set dna, len, maxlen 

* g_calloc() — callocO with error checkin 

* readjmpsO - get the good jmps, from tmp file if necessary 

* writejmpsO - write a filled array of jmps to a tmp file: nw() 
*/ 

#include "nw.h" 
#indude <sys/file.h> 



char *jname = "/tmp/homgXXXXXX" 

FILE *tj; 

int cleanupO; 

long lseekQ; 



/* tmp file for jmps */ 
/* cleanup tmp file */ 



* remove any tmp file if we blow 

*/ 

cleanup® 
{ 



int 

if(rj) 
exit®; 



(void) unlinkQname); 



cleanup 



/* 

* read, return ptr to seq, set dna, len, maxlen 

* skip lines starting with V, '<', or V 

* seq in upper or lower case 
*/ 

char * 
getseq(file, len) 

char *file; 

int *len; 



{ 



char 

register char 

int 

FILE 



/* file name */ 
/* seq len */ 

line[1024], *pseq; 

*px» *py; 

natgc, Uen; 
*fp; 



getseq 



if ((fp = fopen(file,"r")) = 0) { 

flprintfCstderr/^s: can't read %s\n n , prog, file); 
exit(l); 

} 

tlen = natgc = 0; 

while (fgets(line, 1024, fp)) { 

if (*line = ';' || *line = V || *line = '>') 

continue; 
for (px = line; *px != W; px++) 

if (isupper(*px) || islower(*px)) 
tlen++; 

} 

if ((pseq = maUoc((unsigned)(tlen+6))) = 0) { 

fprintf(stderr,"%s: mallocO failed to get %d bytes for %s\n", prog, den+6, file); 
exit(l); 

} 

pseq[0] = pseqfl] = pseq[2] = pseq[3] = W; 
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py = pseq + 4; 
*len = tlen; 
5 rewind(fp); 

while (fgets(line, 1024, fp)) { 

if (*line = ';' || *Iine = '<' || *line = V) 
continue; 

10 for (px = line; *px != *\n'; px++) { 

if (isupper(*px)) 

*py++ = *px; 
else if (islower(*px)) 

*py++ = toupper(*px); 
15 if (index( ,, ATGCU",*(py-l))) 

natgc++; 

} 

} 

*py++ = -\0'; 
20 *py = AO'; 

(void) fclose(fp); 
dna = natgc > (tlen/3); 
return(pseq+4); 



25 



..getseq 



30 { 



char * 

g_calloc(msg, nx, sz) g^calloc 
char *msg; /* program, calling routine */ 

int nx, sz; /* number and size of elements */ 



char *px, *calloc(); 



if ((px = calloc((unsigned)nx, (unsigned)sz)) = 0) { 
if(*msg){ 

35 rprintf(stderr, "%s: g_calloc0 failed %s (n=%d, sz=%d)\n", prog, msg, nx, sz); 

exit(l); 

} 

} 

return(px); 

40 } 

/* 

* get final jmps from dx[ ] or tmp file, set pp[ ], reset dmax: mainO 
*/ 

45 readjmps() 

readjmps 

{ 

int fd = -l; 

int siz,i0, il; 

50 register i,j, xx; 

if(fj){ 

(void) fclose(fj); 

if ((fd = openQname, 0_RDONLY, 0)) < 0) { 
55 rprintf(stderr, "%s: can't openO %s\n", prog, jname); 

cleanup(l); 

} 

} 

for (i = iO = il = 0, dmaxO = dmax, xx = lenO; ; i++) { 
60 while (1) { 

for (j = dx[dmax].ijmp; j >= 0 && dx[dmax].jp.x[j] >= xx; j~) 
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readjmps 

if 0 < 0 && dx[dmax].offset && fj) { 

(void) lseek(fd, dxfdmax] .offset, 0); 

(void) read(fd, (char *)&dx[dmax].jp, sizeof(stmct jmp)); 

(void) read(fd, (char *)&dx[dmax].offset, sizeof(dx[dmax].offset)); 

dx[dmax].ijmp = MAXJMP-1; 

> 



10 break; 
} 

if (i>= JMPS){ 

fprintf(stderr, "%s: too many gaps in alignment^", prog); 
cleanup(l); 

15 } 

if (3>=0){ 

siz = dx[dmax].jp.n[j]; 
xx = dx[dmax].jp.x[j]; 
dmax += siz; 

20 if (siz < 0) { /* gap in second seq */ 

pp[l].n[il] = -siz; 
xx += siz; 

/* id = xx - yy + lenl - 1 

*/ 

25 pp[l].x[il] = xx - dmax + lenl - 1; 

gapy++; 

ngapy -= siz; 
/* ignore M AXGAP when doing endgaps */ 

siz = (-siz < MAXGAP || endgaps)? -siz : MAXGAP; 
30 il++ ; 

} 

else if (siz > 0) { /* gap in first seq */ 
pp[0].n[i0] = siz; 
pp[0].x[i0] = xx; 
gapx++; 
ngapx += siz; 
/* ignore MAXGAP when doing endgaps */ 

siz = (siz < MAXGAP || endgaps)? siz : MAXGAP; 
i0++; 

40 } 
} 

else 

break; 

} 

45 

/* reverse the order of jmps 
*/ 

for 0 = 0, i0~; j < iO; i0~) { 

i = pp[0].n[j]; pp[0].n[j] = pp[0].n[i0]; pp[0].n[i0] = i; 
50 i = pp[0].x[j]; pp[0].x[j] = pp[0].x[i0]; pp[0].x[i0] = i; 

} 

for 0 = 0, il-s j < il; il~) { 

i = pp[l].n0]; pp[l].nD] = pp[l].n[il]; pp[l].n[il] = i; 
i = pp[l].xCj]; PP[l].x[j] - pp[l].x[il]; pp[l].x[il] = i; 

55 } 

if(fd>=0) 

(void) close(fd); 

if(tj){ 

(void) unlinkO name )i 
60 fj = 0; 

offset = 0; 

} } 
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Table 1 (conn 

/* 

* write a filled jmp struct offset of the prev one (if any): nw() 
*/ 

writejmps(ix) 

writejmps 

int ix; 

{ 

char *mktempO; 
if(!fj){ 

if (mktemp(jname) < 0) { 

fprintf(stderr, "%s: can't mktempO %s\n'\ prog, jname); 
cleanup(l); 

} 

if ((fj = fopen(jname, "w")) = 0) { 

fprintf(stderr, "%s: can't write %s\n\ prog, jname); 
exit(l); 

} 

} 

(void) fwrite((char *)&dx[ix].jp, sizeof (struct jmp), 1, fj); 
(void) fwrite((char *)&dx[ix] .offset, sizeof(dx[ix] .offset), 1, fj); 
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Table 2 

5 PRO XXXXXXXXXXXXXXX (Length = 15 amino acids) 

Comparison Protein XXXXXYYYYYYY (Length =12 amino acids) 

% amino acid sequence identity = 

(the number of identically matching amino acid residues between the two polypeptide sequences as 
10 determined by ALIGN-2) divided by (the total number of amino acid residues of the PRO polypeptide) = 
5 divided by 15 = 33.3% 

Table 3 

15 PRO XXXXXXXXXX (Length = 10 amino acids) 

Comparison Protein XXXXXYYYYYYZZYZ (Length = 15 amino acids) 

% amino acid sequence identity = 

(the number of identically matching amino acid residues between the two polypeptide sequences as 
20 determined by ALIGN-2) divided by (the total number of amino acid residues of the PRO polypeptide) = 

5 divided by 10 = 50% 

Table 4 

25 PRO-DNA NNNNNNNNNNNNTW (Length = 14 nucleotides) 

Comparison DNA NINH^JNNNLLLLLLLIXL (Length = 16 nucleotides) 

% nucleic acid sequence identity = 

30 (the number of identically matching nucleotides between the two nucleic acid sequences as determined by 
ALIGN-2) divided by (the total number of nucleotides of the PRO-DNA nucleic acid sequence) = 

6 divided by 14 = 42.9% 

Table 5 

35 

PRO-DNA NNNNNNNNNNNN (Length = 12 nucleotides) 

Comparison DNA NNNNLLLW (Length = 9 nucleotides) 
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(the number of identically matching nucleotides between the two nucleic acid sequences as determined by 
ALIGN-2) divided by (the total number of nucleotides of the PRO-DNA nucleic acid sequence) = 
4 divided by 12 = 33.3% 

H. Compositions and Methods of the Invention 

A. Full-Length PRO Polypep tide 

The present invention provides newly identified and isolated nucleotide sequences encoding 
polypeptides referred to in the present application as PRO polypeptides. In particular, cDNAs encoding 
various PRO polypeptides have been identified and isolated, as disclosed in further detail in the Examples 
below. However, for sake of simplicity, in the present specification the protein encoded by the full length 
native nucleic acid molecules disclosed herein as well as all further native homologues and variants included 
in the foregoing definition of PRO, will be referred to as 'TRO/number", regardless of their origin or mode 
of preparation. 

As disclosed in the Examples below, various cDNA clones have been disclosed. The predicted 
amino acid sequence can be determined from the nucleotide sequence using routine skill. For the PRO 
polypeptides and encoding nucleic acids described herein, Applicants have identified what is believed to be 
the reading frame best identifiable with the sequence information available at the time. 

B. PRO Polypeptide Variants 

In addition to the full-length native sequence PRO polypeptides described herein, it is contemplated 
that PRO variants can be prepared. PRO variants can be prepared by introducing appropriate nucleotide 
changes into the PRO DNA, and/or by synthesis of the desired PRO polypeptide. Those skilled in the art 
will appreciate that amino acid changes may alter post-translational processes of the PRO, such as changing 
the number or position of glycosylation sites or altering the membrane anchoring characteristics. 

Variations in the native full-length sequence PRO or in various domains of the PRO described 
herein, can be made, for example, using any of the techniques and guidelines for conservative and non- 
conservative mutations set forth, for instance, in U.S. Patent No. 5,364,934. Variations may be a 
substitution, deletion or insertion of one or more codons encoding the PRO that results in a change in the 
amino acid sequence of the PRO as compared with the native sequence PRO. Optionally, the variation is by 
substitution of at least one amino acid with any other amino acid in one or more of the domains of the PRO. 
Guidance in determining which amino acid residue may be inserted, substituted or deleted without adversely 
affecting the desired activity may be found by comparing the sequence of the PRO with that of homologous 
known protein molecules and minimizing the number of amino acid sequence changes made in regions of 
high homology. Amino acid substitutions can be the result of replacing one amino acid with another amino 
acid having similar structural and/or chemical properties, such as the replacement of a leucine with a serine, 
i.e., conservative amino acid replacements. Insertions or deletions may optionally be in the range of about 1 
to 5 amino acids. The variation allowed may be determined by systematically making insertions, deletions 
or substitutions of amino acids in the sequence and testing the resulting variants for activity exhibited by the 
full-length or mature native sequence. 

PRO polypeptide fragments are provided herein. Such fragments may be truncated at the N- 
terminus or C-terminus, or may lack internal residues, for example, when compared with a full length native 
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protein. Certain fragments lack amino acid residues that are not essential for a desired biological activity of 
the PRO polypeptide. 

PRO fragments may be prepared by any of a number of conventional techniques. Desired peptide 
fragments may be chemically synthesized. An alternative approach involves generating PRO fragments by 
enzymatic digestion, e.g., by treating the protein with an enzyme known to cleave proteins at sites defined by 
particular amino acid residues, or by digesting the DNA with suitable restriction enzymes and isolating the 
desired fragment Yet another suitable technique involves isolating and amplifying a DNA fragment 
encoding a desired polypeptide fragment, by polymerase chain reaction (PCR). Oligonucleotides that define 
the desired termini of the DNA fragment are employed at the 5* and 3' primers in the PCR. Preferably, PRO 
polypeptide fragments share at least one biological and/or immunological activity with the native PRO 
polypeptide disclosed herein. 

In particular embodiments, conservative substitutions of interest are shown in Table 6 under the 
heading of preferred substitutions. If such substitutions result in a change in biological activity, then more 
substantial changes, denominated exemplary substitutions in Table 6, or as further described below in 
reference to amino acid classes, are introduced and the products screened. 



59 



WO 2004/043361 



PCT/US2003/035268 



Table 6 



Original 


Exemplary 


Preferred 


Residue 


Substitutions 


Substitutions 


Ala (A) 


val; leu; ile 


val 


Arg(R) 


lys; gin; asn 


lys 


Asn (N) 


gin; his; lys; arg 


gin 


Asp(D) 


glu 


glu 


Cys(C) 


ser " 


ser 


Gln(Q) 


asn 


asn 


Glu(E) 


asp 


asp 


Gly(G) 


pro; ala 


ala 


His (H) 


asn; gin; lys; arg 


arg 


ne(D 


leu; val; met; ala; phe; 




norleucine 


leu 


Leu (L) 


norleucine; ile; val; 






met; ala; phe 


ile 


Lys (K) 


arg; gin; asn 


arg 


Met(M) 


leu; phe; ile 


leu 


Phe(F) 


leu; val; ile; ala; tyr 


leu 


Pro(P) 


ala 


ala 


Ser(S) 


thr 


thr 


Thr(T) 


ser 


ser 


Trp(W) 


tyr; phe 


tyr 


Tyr(Y) 


trp; phe; thr; ser 


phe 


Val(V) 


ile; leu; met; phe; 




ala; norleucine 


leu 



Substantial modifications in function or immunological identity of the PRO polypeptide are 
accomplished by selecting substitutions that differ significantly in their effect on maintaining (a) the 
structure of the polypeptide backbone in the area of the substitution, for example, as a sheet or helical 
conformation, (b) the charge or hydrophobicity of the molecule at the target site, or (c) the bulk of the side 
chain. Naturally occurring residues are divided into groups based on common side-chain properties: 

(1) hydrophobic: norleucine, met, ala, val, leu, ile; 

(2) neutral hydrophilic: cys, ser, thr; 

(3) acidic: asp, glu; 

(4) basic: asn, gin, his, lys, arg; 

(5) residues that influence chain orientation: gly, pro; and 
(5) aromatic: tip, tyr, phe. 

Non-conservative substitutions will entail exchanging a member of one of these classes for another 
class. Such substituted residues also may be introduced into the conservative substitution sites or, more 
preferably, into the remaining (non-conserved) sites. 

The variations can be made using methods known in the art such as oligonucleotide-mediated (site- 
directed) mutagenesis, alanine scanning, and PCR mutagenesis. Site-directed mutagenesis [Carter et al., 
Nucl. Acids Res., 13:4331 (1986); Zoller et al., Nucl. Acids Res.. 10:6487 (1987)], cassette mutagenesis 
[Wells et al., Gene, 34:315 (1985)], restriction selection mutagenesis [Wells et al., Philos. Trans. R. Soc. 
London SerA , 317:415 (1986)] or other known techniques can be performed on the cloned DNA to produce 
the PRO variant DNA. 
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Scanning amino acid analysis can also be employed to identify one or more amino acids along a 
contiguous sequence. Among the preferred scanning amino acids are relatively small, neutral amino acids. 
Such amino acids include alanine, glycine, serine, and cysteine. Alanine is typically a preferred scanning 
amino acid among this group because it eliminates the side-chain beyond the beta-carbon and is less likely to 
alter the main-chain conformation of the variant [Cunningham and Wells, Science* 244 : 1081-1085 (1989)]. 
Alanine is also typically preferred because it is the most common amino acid. Further, it is frequently found 
in both buried and exposed positions [Creighton, The Proteins, (W.H. Freeman & Co., N.Y.); Chothia, L 
Mol. Biol., 150:1 (1976)]. If alanine substitution does not yield adequate amounts of variant, an isoteric 
amino acid can be used. 

C. Modifications of PRO 
Covalent modifications of PRO are included within the scope of this invention. One type of 
covalent modification includes reacting targeted amino acid residues of a PRO polypeptide with an organic 
derivatizing agent that is capable of reacting with selected side chains or the N- or C- terminal residues of 
the PRO. Derivatization with Afunctional agents is useful, for instance, for crosslinking PRO to a water- 
insoluble support matrix or surface for use in the method for purifying anti-PRO antibodies, and vice- versa. 
Commonly used crosslinking agents include, e.g., l,l-bis(diazoacetyl)-2-phenylethane, glutaraldehyde, N- 
hydroxysuccinimide esters, for example, esters with 4-azidosalicylic acid, homobifunctional imidoesters, 
including disuccinimidyl esters such as 3,3 , -dithiobis(succinimidylpropionate), Afunctional maleimides such 
as bis-N-maleimido-l,8-octane and agents such as methyl-3-[(p-azidophenyl)dithio]propioimidate. 

Other modifications include deamidation of glutaminyl and asparaginyl residues to the 
corresponding glutamyl and aspartyl residues, respectively, hydroxylation of proline and lysine, 
phosphorylation of hydroxyl groups of seryl or threonyl residues, methylation of the a-amino groups of 
lysine, arginine, and histidine side chains [T.E. Creighton, Proteins: Structure and Molecular Properties . 
W.H. Freeman & Co., San Francisco, pp. 79-86 (1983)], acetylation of the N-terminal amine, and amidation 
of any C-terminal carboxyl group. 

Another type of covalent modification of the PRO polypeptide included within the scope of this 
invention comprises altering the native glycosylation pattern of the polypeptide. "Altering the native 
glycosylation pattern" is intended for purposes herein to mean deleting one or more carbohydrate moieties 
found in native sequence PRO (either by removing the underlying glycosylation site or by deleting the 
glycosylation by chemical and/or enzymatic means), and/or adding one or more glycosylation sites that are 
not present in the native sequence PRO. In addition, the phrase includes qualitative changes in the 
glycosylation of the native proteins, involving a change in the nature and proportions of the various 
carbohydrate moieties present 

Addition of glycosylation sites to the PRO polypeptide may be accomplished by altering the amino 
acid sequence. The alteration may be made, for example, by the addition of, or substitution by, one or more 
serine or threonine residues to the native sequence PRO (for O-linked glycosylation sites). The PRO amino 
acid sequence may optionally be altered through changes at the DNA level, particularly by mutating the 
DNA encoding the PRO polypeptide at preselected bases such that codons are generated that will translate 
into the desired amino acids. 
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Another means of increasing the number of carbohydrate moieties on the PRO polypeptide is by 
chemical or enzymatic coupling of glycosides to the polypeptide. Such methods are described in the art, 
e.g., in WO 87/05330 published 11 September 1987, and in Aplin and Wriston, CRC Crit Rev. Biochem.. 
pp. 259-306 (1981). 

5 Removal of carbohydrate moieties present on the PRO polypeptide may be accomplished 

chemically or enzymatically or by mutational substitution of codons encoding for amino acid residues that 
serve as targets for glycosylation. Chemical deglycosylation techniques are known in the art and described, 
for instance, by Hakimuddin, et aL, Arch. Biochem. Biophvs.. 259:52 (1987) and by Edge et al., Anal. 
Biochem. , 118:131 (1981). Enzymatic cleavage of carbohydrate moieties on polypeptides can be achieved 
10 by the use of a variety of endo- and exo-glycosidases as described by Thotakura et al., Meth. Enzvmol.. 
138:350(1987). ' 

Another type of covalent modification of PRO comprises linking the PRO polypeptide to one of a 
variety of nonproteinaceous polymers, e.g., polyethylene glycol (PEG), polypropylene glycol, or 
polyoxyaikylenes, in the manner set forth in U.S. Patent Nos. 4,640,835; 4,496,689; 4,301,144; 4,670,417; 
15 4,791,192 or 4,179,337. 

The PRO of the present invention may also be modified in a way to form a chimeric molecule 
comprising PRO fused to another, heterologous polypeptide or amino acid sequence. 

In one embodiment, such a chimeric molecule comprises a fusion of the PRO with a tag 
polypeptide which provides an epitope to which an anti-tag antibody can selectively bind. The epitope tag is 
20 generally placed at the amino- or carboxyl- terminus of the PRO. The presence of such epitope-tagged 
forms of the PRO can be detected using an antibody against the tag polypeptide. Also, provision of the 
epitope tag enables the PRO to be readily purified by affinity purification using an anti-tag antibody or 
another type of affinity matrix that binds to the epitope tag. Various tag polypeptides and their respective 
antibodies are well known in the art. Examples include poly-histidine (poly-his) or poly-histidine-glycine 
25 (poly-his-gly) tags; the flu HA tag polypeptide and its antibody 12CA5 [Field et aL, Mol. Cell. Biol.. 8:2159- 
2165 (1988)]; the c-myc tag and the 8F9, 3C7, 6E10, G4, B7 and 9E10 antibodies thereto [Evan et aL, 
Molecular and Cellular Biology, 5:3610-3616 (1985)]; and the Herpes Simplex virus glycoprotein D (gD) 
tag and its antibody [Paborsky et al., Protein Engineering 3(6):547-553 (1990)]. Other tag polypeptides 
include the Fiag-peptide [Hopp et al., BioTechnology. 6:1204-1210 (1988)]; the KT3 epitope peptide 
30 [Martin et al., Science , 255:192-194 (1992)]; an alpha-tubulin epitope peptide [Skinner et al., J. Biol. Chem.. 
266:15163-15166 (1991)]; and the T7 gene 10 protein peptide tag [Lutz-Freyermuth et al., Proc. Nad. Acad. 
Sci. USA. 87:6393-6397 (1990)]. 

In an alternative embodiment, the chimeric molecule may comprise a fusion of the PRO with an 
immunoglobulin or a particular region of an immunoglobulin. For a bivalent form of the chimeric molecule 
35 (also referred to as an "immunoadhesin"), such a fusion could be to the Fc region of an IgG molecule. The 
Ig fusions preferably include the substitution of a soluble (transmembrane domain deleted or inactivated) 
form of a PRO polypeptide in place of at least one variable region within an Ig molecule. In a particularly 
preferred embodiment, the immunoglobulin fusion includes the hinge, CH2 and CH3, or the hinge, CHI, 
CH2 and CH3 regions of an IgGl molecule. For the production of immunoglobulin fusions see also US 
40 Patent No. 5,428,130 issued June 27, 1995. 
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D. Preparation of PRO 

The description below relates primarily to production of PRO by culturing cells transformed or 
transfected with a vector containing PRO nucleic acid. It is, of course, contemplated that alternative 
methods, which are well known in the art, may be employed to prepare PRO. For instance, the PRO 
sequence, or portions thereof, may be produced by direct peptide synthesis using solid-phase techniques 
[see, e.g., Stewart et al., Solid-Phase Peptide Synthesis. W.H. Freeman Co., San Francisco, CA (1969); 
Merrifield, J. Am. Chem. Soc . 85:2149-2154 (1963)]. In vitro protein synthesis may be performed using 
manual techniques or by automation. Automated synthesis may be accomplished, for instance, using an 
Applied Biosystems Peptide Synthesizer (Foster City, CA) using manufacturer's instructions. Various 
portions of the PRO may be chemically synthesized separately and combined using chemical or enzymatic 
methods to produce the full-length PRO. 

1. Isolation of DNA Encoding PRO 

DNA encoding PRO may be obtained from a cDNA library prepared from tissue believed to 
possess the PRO mRNA and to express it at a detectable level. Accordingly, human PRO DNA can be 
conveniently obtained from a cDNA library prepared from human tissue, such as described in the Examples. 
The PRO-encoding gene may also be obtained from a genomic library or by known synthetic procedures 
(e.g., automated nucleic acid synthesis). 

Libraries can be screened with probes (such as antibodies to the PRO or oligonucleotides of at least 
about 20-80 bases) designed to identify the gene of interest or the protein encoded by it. Screening the 
cDNA or genomic library with the selected probe may be conducted using standard procedures, such as 
described in Sambrook et al., Molecular Cloning: A Laboratory Manual (New York: Cold Spring Harbor 
Laboratory Press, 1989). An alternative means to isolate the gene encoding PRO is to use PCR methodology 
[Sambrook et al., supra : Dieffenbach et al., PCR Primer: A Laboratory Manual (Cold Spring Harbor 
Laboratory Press, 1995)]. 

The Examples below describe techniques for screening a cDNA library. The oligonucleotide 
sequences selected as probes should be of sufficient length and sufficiently unambiguous that false positives 
are minimized. The oligonucleotide is preferably labeled such that it can be detected upon hybridization to 
DNA in the library being screened. Methods of labeling are well known in the art, and include the use of 
radiolabels like 32 P-labeled ATP, biotinylation or enzyme labeling. Hybridization conditions, including 
moderate stringency and high stringency, are provided in Sambrook et al., supra . 

Sequences identified in such library screening methods can be compared and aligned to other 
known sequences deposited and available in public databases such as GenBank or other private sequence 
databases. Sequence identity (at either the amino acid or nucleotide level) within defined regions of the 
molecule or across the full-length sequence can be determined using methods known in the art and as 
described herein. 

Nucleic acid having protein coding sequence may be obtained by screening selected cDNA or 
genomic libraries using the deduced amino acid sequence disclosed herein for the first time, and, if 
necessary, using conventional primer extension procedures as described in Sambrook et al., supra, to detect 
precursors and processing intermediates of mRNA that may not have been reverse-transcribed into cDNA. 
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2. Selection and Transformation of Host Cells 

Host cells are transfected or transformed with expression or cloning vectors described herein for 
PRO production and cultured in conventional nutrient media modified as appropriate for inducing 
promoters, selecting transformants, or amplifying the genes encoding the desired sequences. The culture 
5 conditions, such as media, temperature, pH and the like, can be selected by the skilled artisan without undue 
experimentation. In general, principles, protocols, and practical techniques for maximizing the productivity 
of cell cultures can be found in Mammalian Cell Biotechnology: a Practical Approach . M. Butler, ed. (IRL 
Press, 1991) and Sambrook et al., supra . 

Methods of eukaryotic cell transfection and prokaryotic cell transformation are known to the 

10 ordinarily skilled artisan, for example, CaCI 2 , CaP0 4 , liposome-mediated and electroporation. Depending 
on the host cell used, transformation is performed using standard techniques appropriate to such cells. The 
calcium treatment employing calcium chloride, as described in Sambrook et al., supra, or electroporation is 
generally used for prokaryotes. Infection with Agrobacterium tumefaciens is used for transformation of 
certain plant cells, as described by Shaw et al., Gene . 23:315 (1983) and WO 89/05859 published 29 June 

15 1989. For mammalian cells without such cell walls, the calcium phosphate precipitation method of Graham 
and van der Eb, Virology. 52:456-457 (1978) can be employed. General aspects of mammalian cell host 
system transfections have been described in U.S. Patent No. 4,399,216. Transformations into yeast are 
typically carried out according to the method of Van Solingen et al., J. Bact. 130:946 (1977) and Hsiao et 
al., Proc. Natl. Acad. Sci. (USA\ 76:3829 (1979). However, other methods for introducing DNA into cells, 

20 such as by nuclear microinjection, electroporation, bacterial protoplast fusion with intact cells, or 
polycations, e.g., polybrene, polyornithine, may also be used. For various techniques for transforming 
mammalian cells, see Keown et al., Methods in Enzvmology . 185:527-537 (1990) and Mansour et al., 
Nature. 336:348-352 (1988). 

Suitable host cells for cloning or expressing the DNA in the vectors herein include prokaryote, 

25 yeast, or higher eukaryote cells. Suitable prokaryotes include but are not limited to eubacteria, such as 
Gram-negative or Gram-positive organisms, for example, Enterobacteriaceae such as E. coli. Various E. coli 
strains are publicly available, such as E. coli K12 strain MM294 (ATCC 31,446); E, coli X1776 (ATCC 
31,537); E. coli strain W3110 (ATCC 27,325) and K5 772 (ATCC 53,635). Other suitable prokaryotic host 
cells include Enterobacteriaceae such as Escherichia, e.g., E. coli, Enterobacter, Erwinia, Klebsiella, 

30 Proteus, Salmonella, e.g., Salmonella typhimurium, Serratia, e.g., Serratia marcescans, and Shigella, as well 
as Bacilli such as B. subtilis and B. licheniformis (e.g., B. licheniformis 4 IP disclosed in DD 266,710 
published 12 April 1989), Pseudomonas such as P. aeruginosa, and Streptomyces. These examples are 
illustrative rather than limiting. Strain W31 10 is one particularly preferred host or parent host because it is a 
common host strain for recombinant DNA product fermentations. Preferably, the host cell secretes minimal 

35 amounts of proteolytic enzymes. For example, strain W3110 may be modified to effect a genetic mutation 
in the genes encoding proteins endogenous to the host, with examples of such hosts including E. coli W31 10 
strain 1A2, which has the complete genotype tonA ; 2s. coli W3110 strain 9E4, which has the complete 
genotype tonA ptr3; E. coli W31 10 strain 27C7 (ATCC 55,244), which has the complete genotype tonA ptr3 
phoA E15 (argFAac)169 degP ompT kan r ; E. coli W3110 strain 37D6, which has the complete genotype 

40 tonA ptr3 phoA E15 (argF-lac)169 degP ompT rbs7 ilvG kan r ; E. coli W3 1 10 strain 40B4, which is strain 
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37D6 with a non-kanamycin resistant degP deletion mutation; and an E. coli strain having mutant 
periplasmic protease disclosed in U.S. Patent No. 4,946,783 issued 7 August 1990. Alternatively, in vitro 
methods of cloning, e.g., PCR or other nucleic acid polymerase reactions, are suitable. 

In addition to prokaryotes, eukaryotic microbes such as filamentous fungi or yeast are suitable 
5 cloning or expression hosts for PRO-encoding vectors. Saccharomyces cerevisiae is a commonly used lower 
eukaryotic host microorganism. Others include Schizosaccharomyces pombe (Beach and Nurse, Nature, 
290: 140 [1981]; EP 139,383 published 2 May 1985); Kluyveromyces hosts (U.S. Patent No. 4,943,529; 
Fleer et al., Bio/Technology, 9:968-975 (1991)) such as, e.g., AT. lactis (MW98-8C, CBS683, CBS4574; 
Louvencourt et al., J. Bacteriol., 154(2) :737-742 [1983]), Kfragilis (ATCC 12,424), K. bulgaricus (ATCC 

10 16,045), K. wickeramii (ATCC 24,178), K. waltii (ATCC 56,500), K. drosophilarum (ATCC 36,906; Van 
den Berg et al., Bio/Technology, 8:135 (1990)), K. thermotolerans, and K, marxianus; yarrowia (EP 
402,226); Pichia pastoris (EP 183,070; Sreekrishna et al., J. Basic Microbiol.. 28:265-278 [1988]); Candida; 
Trichoderma reesia (EP 244,234); Neurospora crassa (Case et al., Proc. Natl. Acad. Sci. USA. 76:5259- 
5263 [1979]); Schwanniomyces such as Schwanniomyces occidentals (EP 394,538 published 31 October 

15 1990); and filamentous fungi such as, e.g., Neurospora, Penicillium, Tolypocladium (WO 91/00357 
published 10 January 1991), and Aspergillus hosts such as A. nidulans (Ballance et al., Biochem. Biophvs. 
Res. Commun., 112:284-289 [1983]; Tilburn et al., Gene. 26:205-221 [1983]; Yelton et al., Proc. Natl. 
Acad. Sci. USA, 81: 1470-1474 [1984]) and A. niger (Kelly and Hynes, EMBO J.. 4:475-479 [1985]). 
Methylotropic yeasts are suitable herein and include, but are not limited to, yeast capable of growth on 

20 methanol selected from the genera consisting of Hansenula 7 Candida, Kloeckera, Pichia, Saccharomyces, 
Torulopsis, and Rhodotorula. A list of specific species that are exemplary of this class of yeasts may be 
found in C. Anthony, The Biochemistry of Methvlotrophs. 269 (1982). 

Suitable host cells for the expression of glycosylated PRO are derived from multicellular 
organisms. Examples of invertebrate cells include insect cells such as Drosophila S2 and Spodoptera Sf9, as 

25 well as plant cells. Examples of useful mammalian host cell lines include Chinese hamster ovary (CHO) and 
COS cells. More specific examples include monkey kidney CV1 line transformed by SV40 (COS-7, ATCC 
CRL 1651); human embryonic kidney line (293 or 293 cells subcloned for growth in suspension culture, 
Graham et al., J. Gen Virol., 36:59 (1977)); Chinese hamster ovary cellsADHFR (CHO, Urlaub and Chasin, 
Proc. Natl. Acad. Sci. USA, 77:4216 (1980)); mouse Sertoli cells (TM4, Mather, Biol. Reprod.. 23:243-251 

30 (1980)); human lung cells (W138, ATCC CCL 75); human liver cells (Hep G2, HB 8065); and mouse 
inammary tumor (MMT 060562, ATCC CCL51). The selection of the appropriate host cell is deemed to be 
within the skill in the art. 

3. Selection and Use of a Replicable Vector 

The nucleic acid (e.g., cDNA or genomic DNA) encoding PRO may be inserted into a replicable 
35 vector for cloning (amplification of the DNA) or for expression. Various vectors are publicly available. The 
vector may, for example, be in the form of a plasmid, cosmid, viral particle, or phage. The appropriate 
nucleic acid sequence may be inserted into the vector by a variety of procedures. In general, DNA is 
inserted into an appropriate restriction endonuclease site(s) using techniques known in the art. Vector 
components generally include, but are not limited to, one or more of a signal sequence, an origin of 
40 replication, one or more marker genes, an enhancer element, a promoter, and a transcription termination 
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sequence. Construction of suitable vectors containing one or more of these components employs standard 
ligation techniques which are known to the skilled artisan. 

The PRO may be produced recombinantly not only directly, but also as a fusion polypeptide with a 
heterologous polypeptide, which may be a signal sequence or other polypeptide having a specific cleavage 
site at the N-terminus of the mature protein or polypeptide. In general, the signal sequence may be a 
component of the vector, or it may be a part of the PRO-encoding DNA that is inserted into the vector. The 
signal sequence may be a prokaryotic signal sequence selected, for example, from the group of the alkaline 
phosphatase, penicillinase, lpp, or heat-stable enterotoxin II leaders. For yeast secretion the signal sequence 
may be, e.g., the yeast invertase leader, alpha factor leader (including Saccharomyces and Kluyveromyces oc- 
factor leaders, the latter described in U.S. Patent No. 5,010,182), or acid phosphatase leader, the C. albicans 
glucoamylase leader (EP 362,179 published 4 April 1990), or the signal described in WO 90/13646 
published 15 November 1990. In mammalian cell expression, mammalian signal sequences may be used to 
direct secretion of the protein, such as signal sequences from secreted polypeptides of the same or related 
species, as well as viral secretory leaders. 

Both expression and cloning vectors contain a nucleic acid sequence that enables the vector to 
replicate in one or more selected host cells. Such sequences are well known for a variety of bacteria, yeast, 
and viruses. The origin of replication from the plasmid pBR322 is suitable for most Gram-negative bacteria, 
the 2\i plasmid origin is suitable for yeast, and various viral origins (SV40, polyoma, adenovirus, VSV or 
BPV) are useful for cloning vectors in mammalian cells. 

Expression and cloning vectors will typically contain a selection gene, also termed a selectable 
marker. Typical selection genes encode proteins that (a) confer resistance to antibiotics or other toxins, e.g., 
ampicillin, neomycin, methotrexate, or tetracycline, (b) complement auxotrophic deficiencies, or (c) supply 
critical nutrients not available from complex media, e.g., the gene encoding D-alanine racemase for Bacilli. 

An example of suitable selectable markers for mammalian cells are those that enable the 
identification of cells competent to take up the PRO-encoding nucleic acid, such as DHFR or thymidine 
kinase. An appropriate host cell when wild-type DHFR is employed is the CHO cell line deficient in DHFR 
activity, prepared and propagated as described by Urlaub et al., Proc. Natl. Acad. ScL USA. 77:4216 (1980). 
A suitable selection gene for use in yeast is the trpl gene present in the yeast plasmid YRp7 [Stinchcomb et 
al., Nature, 282:39 (1979); Kingsman et al., Gene . 7:141 (1979); Tschemper et al., Gene. 10:157 (1980)]. 
The trpl gene provides a selection marker for a mutant strain of yeast lacking the ability to grow in 
tryptophan, for example, ATCC No. 44076 or PEP4-1 [Jones, Genetics . 85:12 (1977)]. 

Expression and cloning vectors usually contain a promoter operably linked to the PRO-encoding 
nucleic acid sequence to direct mRNA synthesis. Promoters recognized by a variety of potential host cells 
are well known. Promoters suitable for use with prokaryotic hosts include the P-lactamase and lactose 
promoter systems [Chang et al., Nature . 275:615 (1978); Goeddel et al., Nature. 281:544 (1979)], alkaline 
phosphatase, a tryptophan (trp) promoter system [Goeddel, Nucleic Acids Res.. 8:4057 (1980); EP 36,776], 
and hybrid promoters such as the tac promoter [deBoer et al., Proc. Natl. Acad. Sci. USA. 80:21-25 (1983)]. 
Promoters for use in bacterial systems also will contain a Shine-Dalgarno (S.D.) sequence operably linked 
to the DNA encoding PRO. 
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Examples of suitable promoting sequences for use with yeast hosts include the promoters for 3- 
phosphoglycerate kinase [Hitzeman et al., J. BioL Chem.. 255:2073 (1980)] or other glycolytic enzymes 
[Hess et al., J. Adv. Enzyme Reg. . 7:149 (1968); Holland, Biochemistry. 17:4900 (1978)], such as enolase, 
glyceraldehyde-3-phosphate dehydrogenase, hexokinase, pyruvate decarboxylase, phosphofructokinase, 
5 glucose-6-phosphate isomerase, 3-phosphoglycerate mutase, pyruvate kinase, triosephosphate isomerase, 
phosphoglucose isomerase, and glucokinase. 

Other yeast promoters, which are inducible promoters having the additional advantage of 
transcription controlled by growth conditions, are the promoter regions for alcohol dehydrogenase 2, 
isocytochrome C, acid phosphatase, degradative enzymes associated with nitrogen metabolism, 
10 metallothionein, glyceraldehyde-3-phosphate dehydrogenase, and enzymes responsible for maltose and 
galactose utilization. Suitable vectors and promoters for use in yeast expression are further described in EP 
73,657. 

PRO transcription from vectors in mammalian host cells is controlled, for example, by promoters 
obtained from the genomes of viruses such as polyoma virus, fowlpox virus (UK 2,211,504 published 5 July 

15 1989), adenovirus (such as Adenovirus 2), bovine papilloma virus, avian sarcoma virus, cytomegalovirus, a 
retrovirus, hepatitis-B virus and Simian Virus 40 (SV40), from heterologous mammalian promoters, e.g., the 
actin promoter or an immunoglobulin promoter, and from heat-shock promoters, provided such promoters 
are compatible with the host cell systems. 

Transcription of a DNA encoding the PRO by higher eukaryotes may be increased by inserting an 

20 enhancer sequence into the vector. Enhancers are cis-acting elements of DNA, usually about from 10 to 300 
bp, that act on a promoter to increase its transcription. Many enhancer sequences are now known from 
mammalian genes (globin, elastase, albumin, a-fetoprotein, and insulin). Typically, however, one will use 
an enhancer from a eukaryotic cell virus. Examples include the SV40 enhancer on the late side of the 
replication origin (bp 100-270), the cytomegalovirus early promoter enhancer, the polyoma enhancer on the 

25 late side of the replication origin, and adenovirus enhancers. The enhancer may be spliced into the vector at 
a position 5' or 3' to the PRO coding sequence, but is preferably located at a site 5' from the promoter. 

Expression vectors used in eukaryotic host cells (yeast, fungi, insect, plant, animal, human, or 
nucleated cells from other multicellular organisms) will also contain sequences necessary for the termination 
of transcription and for stabilizing the mRNA. Such sequences are commonly available from the 5' and, 

30 occasionally 3\ untranslated regions of eukaryotic or viral DNAs or cDNAs. These regions contain 
nucleotide segments transcribed as polyadenylated fragments in the untranslated portion of the mRNA 
encoding PRO. 

Still other methods, vectors, and host cells suitable for adaptation to the synthesis of PRO in 
recombinant vertebrate cell culture are described in Gething et al., Nature, 293:620-625 (1981); Mantei et 
35 al., Nature, 281:40-46 (1979); EP 117,060; and EP 117,058. 

4. Detecting Gene Amplification/Expression 
Gene amplification and/or expression may be measured in a sample directly, for example, by 
conventional Southern blotting, Northern blotting to quantitate the transcription of mRNA [Thomas, Proc. 
Natl. Acad. Sci. USA, 77:5201-5205 (1980)], dot blotting (DNA analysis), or in situ hybridization, using an 
40 appropriately labeled probe, based on the sequences provided herein. Alternatively, antibodies may be 
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employed that can recognize specific duplexes, including DNA duplexes, RNA duplexes, and DNA-RNA 
hybrid duplexes or DNA-protein duplexes. The antibodies in turn may be labeled and the assay may be 
carried out where the duplex is bound to a surface, so that upon the formation of duplex on the surface, the 
presence of antibody bound to the duplex can be detected. 

Gene expression, alternatively, may be measured by immunological methods, such as 
immunohistochemical staining of cells or tissue sections and assay of cell culture or body fluids, to 
quantitate directly the expression of gene product. Antibodies useful for immunohistochemical staining 
and/or assay of sample fluids may be either monoclonal or polyclonal, and may be prepared in any mammal. 
Conveniently, the antibodies may be prepared against a native sequence PRO polypeptide or against a 
synthetic peptide based on the DNA sequences provided herein or against exogenous sequence fused to PRO 
DNA and encoding a specific antibody epitope. 

5. Purification of Polypeptide 

Forms of PRO may be recovered from culture medium or from host cell lysates. If membrane- 
bound, it can be released from the membrane using a suitable detergent solution (e.g. Triton-X 100) or by 
enzymatic cleavage. Cells employed in expression of PRO can be disrupted by various physical or chemical 
means, such as freeze-thaw cycling, sonication, mechanical disruption, or cell lysing agents. 

It may be desired to purify PRO from recombinant cell proteins or polypeptides. The following 
procedures are exemplary of suitable purification procedures: by fractionation on an ion-exchange column; 
ethanol precipitation; reverse phase HPLC; chromatography on silica or on a cation-exchange resin such as 
DEAE; chromatofocusing; SDS-PAGE; ammonium sulfate precipitation; gel filtration using, for example, 
Sephadex G-75; protein A Sepharose columns to remove contaminants such as IgG; and metal chelating 
columns to bind epitope-tagged forms of the PRO. Various methods of protein purification may be 
employed and such methods are known in the art and described for example in Deutscher, Methods in 
Enzymolosy, 182 (1990); Scopes, Protein Purification: Principles and Practice . Springer- Verlag, New York 
(1982). The purification step(s) selected will depend, for example, on the nature of the production process 
used and the particular PRO produced. 

E. Tissue Distribution 

The location of tissues expressing the PRO can be identified by determining rnRNA expression in 
various human tissues. The location of such genes provides information about which tissues are most likely 
to be affected by the stimulating and inhibiting activities of the PRO polypeptides. The location of a gene in 
a specific tissue also provides sample tissue for the activity blocking assays discussed below. 

As noted before, gene expression in various tissues may be measured by conventional Southern 
blotting, Northern blotting to quantitate the transcription of rnRNA (Thomas, Proc. Natl Acad. Set USA, 
72:5201-5205 [1980]), dot blotting (DNA analysis), or in situ hybridization, using an appropriately labeled 
probe, based on the sequences provided herein. Alternatively, antibodies may be employed that can 
recognize specific duplexes, including DNA duplexes, RNA duplexes, and DNA-RNA hybrid duplexes or 
DNA-protein duplexes. 

Gene expression in various tissues, alternatively, may be measured by immunological methods, 
such as immunohistochemical staining of tissue sections and assay of cell culture or body fluids, to 
quantitate directly the expression of gene product Antibodies useful for immunohistochemical staining 
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and/or assay of sample fluids may be either monoclonal or polyclonal, and may be prepared in any mammal. 
Conveniently, the antibodies may be prepared against a native sequence of a PRO polypeptide or against a 
synthetic peptide based on the DNA sequences encoding the PRO polypeptide or against an exogenous 
sequence fused to a DNA encoding a PRO polypeptide and encoding a specific antibody epitope. General 
techniques for generating antibodies, and special protocols for Northern blotting and in situ hybridization are 
provided below. 

F. Antibody Binding Studies 

The activity of the PRO polypeptides can be further verified by antibody binding studies, in which 
the ability of anti-PRO antibodies to inhibit the effect of the PRO polypeptides, respectively, on tissue cells 
is tested. Exemplary antibodies include polyclonal, monoclonal, humanized, bispecific, and heteroconjugate 
antibodies, the preparation of which will be described hereinbelow. 

Antibody binding studies may be carried out in any known assay method, such as competitive 
binding assays, direct and indirect sandwich assays, and immunoprecipitation assays. Zola, Monoclonal 
Antibodies: A Manual of Techniques, pp. 147-158 (CRC Press, Inc., 1987). 

Competitive binding assays rely on the ability of a labeled standard to compete with the test sample 
analyte for binding with a limited amount of antibody. The amount of target protein in the test sample is 
inversely proportional to the amount of standard that becomes bound to the antibodies. To facilitate 
determining the amount of standard that becomes bound, the antibodies preferably are insolubilized before 
or after the competition, so that the standard and analyte that are bound to the antibodies may conveniently 
be separated from the standard and analyte which remain unbound. 

Sandwich assays involve the use of two antibodies, each capable of binding to a different 
immunogenic portion, or epitope, of the protein to be detected. In a sandwich assay, the test sample analyte 
is bound by a first antibody which is immobilized on a solid support, and thereafter a second antibody binds 
to the analyte, thus forming an insoluble three-part complex. See, e.g., US Pat No. 4,376,110. The second 
antibody may itself be labeled with a detectable moiety (direct sandwich assays) or may be measured using 
an anti-immunoglobulin antibody that is labeled with a detectable moiety (indirect sandwich assay). For 
example, one type of sandwich assay is an ELISA assay, in which case the detectable moiety is an enzyme. 

For immunohistochemistry, the tissue sample may be fresh or frozen or may be embedded in 
paraffin and fixed with a preservative such as formalin, for example. 

G. Cell-Based Assays 

Cell-based assays and animal models for immune related diseases can be used to further understand 
the relationship between the genes and polypeptides identified herein and the development and pathogenesis 
of immune related disease. 

In a different approach, cells of a cell type known to be involved in a particular immune related 
disease are transfected with the cDNAs described herein, and the ability of these cDNAs to stimulate or 
inhibit immune function is analyzed. Suitable cells can be transfected with the desired gene, and monitored 
for immune function activity. Such transfected cell lines can then be used to test the ability of poly- or 
monoclonal antibodies or antibody compositions to inhibit or stimulate immune function, for example to 
modulate NK cell proliferation or inflammatory cell infiltration. Cells transfected with the coding sequences 
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of the genes identified herein can further be used to identify drug candidates for the treatment of immune 
related diseases. 

In addition, primary cultures derived from transgenic animals (as described below) can be used in 
the cell-based assays herein, although stable cell lines are preferred- Techniques to derive continuous cell 
5 lines from transgenic animals are well known in the art (see, e.g., Small et al, Mol. Cell. Biol. 5: 642-648 
[1985]). 

The use of an agonist stimulating compound has also been validated experimentally. Activation of 
4-1BB by treatment with an agonist anti-4-lBB antibody enhances eradication of tumors. Hellstrom, I. and 
Hellstrom, K. E., Crit. Rev. Immunol. (1998) 18:1. Immunoadjuvant therapy for treatment of tumors, 
10 described in more detail below, is another example of the use of the stimulating compounds of the 
invention. 

Alternatively, an immune stimulating or enhancing effect can also be achieved by administration of 
a PRO which has vascular permeability enhancing properties. Enhanced vascular permeability would be 
beneficial to disorders which can be attenuated by local infiltration of immune cells (e.g., NK cells, 
15 monocytes/macrophages, eosinophils, PMNs) and inflammation. 

On the other hand, PRO polypeptides, as well as other compounds of the invention, which are 
direct inhibitors of NK cell proliferation/activation, lymphokine secretion, and/or vascular permeability can 
be directly used to suppress the immune response. These compounds are useful to reduce the degree of the 
immune response and fo treat immune related diseases characterized by a hyperactive, superoptimal, or 
20 autoimmune response. The use of compound which suppress vascular permeability would be expected to 
reduce inflammation. Such uses would be beneficial in treating conditions associated with excessive 
inflammation. 

Alternatively, compounds, e.g., antibodies, which bind to stimulating PRO polypeptides and block 
the stimulating effect of these molecules produce a net inhibitory effect and can be used to suppress the NK 
25 cell mediated immune response by inhibiting NK cell proliferation/activation and/or lymphokine secretion. 
Blocking the stimulating effect of the polypeptides suppresses the immune response of the mammal. 

H. Animal Models 

The results of the cell based in vitro assays can be further verified using in vivo animal models and 
assays for NK cell function. A variety of well known animal models can be used to further understand the 

30 role of the genes identified herein in the development and pathogenesis of immune related disease, and to 
test the efficacy of candidate therapeutic agents, including antibodies, and other antagonists of the native 
polypeptides, including small molecule antagonists. The in vivo nature of such models makes them 
predictive of responses in human patients. Animal models of immune related diseases include both non- 
recombinant and recombinant (transgenic) animals. Non-recombinant animal models include, for example, 

35 rodent, e.g., murine models. Such models can be generated by introducing cells into syngeneic mice using 
standard techniques, e.g., subcutaneous injection, tail vein injection, spleen implantation, intraperitoneal 
implantation, implantation under the renal capsule, etc. 

Graft-versus-host disease occurs when immunocompetent cells are transplanted into 
immunosuppressed or tolerant patients. The donor cells recognize and respond to host antigens. The 

40 response can vary from life threatening severe inflammation to mild cases of diarrhea and weight loss. 
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Graft- versus-host disease models provide a means of assessing NK cell reactivity against MHC antigens and 
minor transplant antigens. A suitable procedure is described in detail in Current Protocols in Immunology, 
above, unit 4.3. 

Contact hypersensitivity is a simple delayed type hypersensitivity in vivo assay of cell mediated 
5 immune function. In this procedure, cutaneous exposure to exogenous haptens which gives rise to a delayed 

type hypersensitivity reaction which is measured and quantitated. Contact sensitivity involves an initial 

sensitizing phase followed by an elicitation phase. The elicitation phase occurs when the T lymphocytes 

encounter an antigen to which they have had previous contact. Swelling and inflammation occur, making 

this an excellent model of human allergic contact dermatitis. A suitable procedure is described in detail in 
10 Current Protocols in Immunology, Eds. J. E. Cologan, A. M. Kruisbeek, D. H. Margulies, E. M. Shevach 

and W. Strober, John Wiley & Sons, Inc., 1994, unit 4.2. See also Grabbe, S. and Schwarz, T, Immun. 

Today 19 (1): 37-44 (1998) 

Recombinant (transgenic) animal models can be engineered by introducing the coding portion of 

the genes identified herein into the genome of animals of interest, using standard techniques for producing 
15 transgenic animals. Animals that can serve as a target for transgenic manipulation include, without 

limitation, mice, rats, rabbits, guinea pigs, sheep, goats, pigs, and non-human primates, e.g., baboons, 

chimpanzees and monkeys. Techniques known in the art to introduce a transgene into such animals include 

pronucleic microinjection (Hoppe and Wanger, U.S. Patent No. 4,873,191); retrovirus-mediated gene 

transfer into germ lines (e.g., Van der Putten et aL, Proc. Natl. Acad. Sci. USA 82, 6148-615 [1985]); gene 
20 targeting in embryonic stem cells (Thompson et aL, Cell 56, 313-321 [1989]); electroporation of embryos 

(Lo, Mol. Cel Biol. 3, 1803-1814 [1983]); sperm-mediated gene transfer (Lavitrano et aL, Cell 57, 717-73 

[1989]). For review, see, for example, U.S. Patent No. 4,736,866. 

For the purpose of the present invention, transgenic animals include those that carry the transgene 

only in part of their cells ("mosaic animals"). The transgene can be integrated either as a single transgene, or 
25 in concatamers, e.g., head-to-head or head-to-tail tandems. Selective introduction of a transgene into a 

particular cell type is also possible by following, for example, the technique of Lasko et aL, Proc. Natl. 

Acad. ScL USA 89, 6232-636 (1992). 

The expression of the transgene in transgenic animals can be monitored by standard techniques. 

For example, Southern blot analysis or PCR amplification can be used to verify the integration of the 
30 transgene. The level of mRNA expression can then be analyzed using techniques such as in situ 

hybridization, Northern blot analysis, PCR, or immunocytochemistry. 

The animals may be further examined for signs of immune disease pathology, for example by 

histological examination to determine infiltration of immune cells into specific tissues. Blocking 

experiments can also be performed in which the transgenic animals are treated with the compounds of the 
35 invention to determine the extent of the NK cell proliferation, stimulation or inhibition of the compounds. In 

these experiments, blocking antibodies which bind to the PRO polypeptide, prepared as described above, are 

administered to the animal and the effect on immune function is determined. 

Alternatively, "knock out" animals can be constructed which have a defective or altered gene 

encoding a polypeptide identified herein, as a result of homologous recombination between the endogenous 
40 gene encoding the polypeptide and altered genomic DNA encoding the same polypeptide introduced into an 



WO 2004/043361 



PCTYUS2003/035268 



embryonic cell of the animal. For example, cDNA encoding a particular polypeptide can be used to clone 
genomic DNA encoding that polypeptide in accordance with established techniques. A portion of the 
genomic DNA encoding a particular polypeptide can be deleted or replaced with another gene, such as a 
gene encoding a selectable marker which can be used to monitor integration. Typically, several kilobases of 
5 unaltered flanking DNA (both at the 5' and 3' ends) are included in the vector [see e.g., Thomas and 
Capecchi, Cell, 51:503 (1987) for a description of homologous recombination vectors]. The vector is 
introduced into an embryonic stem cell line {e.g., by electroporation) and cells in which the introduced DNA 
has homologously recombined with the endogenous DNA are selected [see e.g., Li et al, Cell, 69:915 
(1992)]. The selected cells are then injected into a blastocyst of an animal {e.g., a mouse or rat) to form 

10 aggregation chimeras [see e.g., Bradley, in Teratocarcinomas and Embryonic Stem Cells: A Practical 
Approach, E. J. Robertson, ed. (IRL, Oxford, 1987), pp. 113-152]. A chimeric embryo can then be 
implanted into a suitable pseudopregnant female foster animal and the embryo brought to term to create a 
"knock out" animal. Progeny harboring the homologously recombined DNA in their germ cells can be 
identified by standard techniques and used to breed animals in which all cells of the animal contain the 

15 homologously recombined DNA. Knockout animals can be characterized for instance, for their ability to 
defend against certain pathological conditions and for their development of pathological conditions due to 
absence of the polypeptide. 

I. ImmunoAdi uvant Therapy 

In one embodiment, the immunostimulating compounds of the invention can be used in 
20 immunoadjuvant therapy for the treatment of tumors (cancer). It is now well established that NK cells 
recognize human tumor specific antigens. One group of tumor antigens, encoded by the MAGE, BAGE and 
GAGE families of genes, are silent in all adult normal tissues , but are expressed in significant amounts in 
tumors, such as melanomas, lung tumors, head and neck tumors, and bladder carcinomas. DeSmet, C. et ah, 

(1996) Proc. Natl Acad. ScL USA, 93:7149. It has been shown that stimulation of immune cells induces 
25 tumor regression and an antitumor response both in vitro and in vivo. Melero, L et al, Nature Medicine 

(1997) 3:682; Kwon, E. D. et al, Proc. Natl. Acad. ScL USA (1997) 94: 8099; Lynch, D. H. et al, Nature 
Medicine (1997) 3:625; Finn, O. J. and Lotze, M. T., J. Immunol. (1998) 21:114. The stimulatory 
compounds of the invention can be administered as adjuvants, alone or together with a growth regulating 
agent, cytotoxic agent or chemotherapeutic agent, to stimulate NK cell proliferation/activation and an 

30 antitumor response to tumor antigens. The growth regulating, cytotoxic, or chemotherapeutic agent may be 
administered in conventional amounts using known administration regimes. Immunostimulating activity by 
the compounds of the invention allows reduced amounts of the growth regulating, cytotoxic, or 
chemotherapeutic agents thereby potentially lowering the toxicity to the patient. 
J. Screening Assays for Drug Candidates 

35 Screening assays for drug candidates are designed to identify compounds that bind to or complex 

with the polypeptides encoded by the genes identified herein or a biologically active fragment thereof, or 
otherwise interfere with the interaction of the encoded polypeptides with other cellular proteins. Such 
screening assays will include assays amenable to high-throughput screening of chemical libraries, making 
them particularly suitable for identifying small molecule drug candidates. Small molecules contemplated 

40 include synthetic organic or inorganic compounds, including peptides, preferably soluble peptides, 
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(poly)peptide-immunoglobulin fusions, and, in particular, antibodies including, without limitation, poly- and 
monoclonal antibodies and antibody fragments, single-chain antibodies, anti-idiotypic antibodies, and 
chimeric or humanized versions of such antibodies or fragments, as well as human antibodies and antibody 
fragments. The assays can be performed in a variety of formats, including protein-protein binding assays, 
5 biochemical screening assays, immunoassays and cell based assays, which are well characterized in the art. 
All assays are common in that they call for contacting the drug candidate with a polypeptide encoded by a 
nucleic acid identified herein under conditions and for a time sufficient to allow these two components to 
interact. 

In binding assays, the interaction is binding and the complex formed can be isolated or detected in 

10 the reaction mixture. In a particular embodiment, the polypeptide encoded by the gene identified herein or 
the drug candidate is immobilized on a solid phase, e.g., on a microliter plate, by covalent or non-covalent 
attachments. Non-covalent attachment generally is accomplished by coating the solid surface with a solution 
of the polypeptide and drying. Alternatively, an immobilized antibody, e.g., a monoclonal antibody, specific 
for the polypeptide to be immobilized can be used to anchor it to a solid surface. The assay is performed by 

15 adding the non-immobilized component, which may be labeled by a detectable label, to the immobilized 
component, e.g., the coated smface containing the anchored component. When the reaction is complete, the 
non-reacted components are removed, e.g., by washing, and complexes anchored on the solid surface are 
detected. When the originally non-immobilized component carries a detectable label, the detection of label 
immobilized on the surface indicates that complexing occurred. Where the originally non-immobilized 

20 component does not carry a label, complexing can be detected, for example, by using a labelled antibody 
specifically binding the immobilized complex. 

If the candidate compound interacts with but does not bind to a particular protein encoded by a gene 
identified herein, its interaction with that protein can be assayed by methods well known for detecting 
protein-protein interactions. Such assays include traditional approaches, such as, cross-linking, co- 

25 immunoprecipitation, and co-purification through gradients or chromatographic columns. In addition, 
protein-protein interactions can be monitored by using a yeast-based genetic system described by Fields and 
co-workers [Fields and Song, Nature (London) 340, 245-246 (1989); Chien et al, P roc. Natl Acad. Set 
USA 88, 9578-9582 (1991)] as disclosed by Chevray and Nathans, Proc. Natl. Acad. Sci. USA 89, 5789-5793 
(1991). Many transcriptional activators, such as yeast GAL4, consist of two physically discrete modular 

30 domains, one acting as the DNA-binding domain, while the other one functioning as the transcription 
activation domain. The yeast expression system described in the foregoing publications (generally referred 
to as the "two-hybrid system") takes advantage of this property, and employs two hybrid proteins, one in 
which the target protein is fused to the DNA-binding domain of GAL4, and another, in which candidate 
activating proteins are fused to the activation domain. The expression of a GALl-/acZ reporter gene under 

35 control of a GAL4-activated promoter depends on reconstitution of GAL4 activity via protein-protein 
interaction. Colonies containing interacting polypeptides are detected with a chromogenic substrate for p- 
galactosidase. A complete kit (MATCHMAKER™) for identifying protein-protein interactions between two 
specific proteins using the two-hybrid technique is commercially available from Clontech. This system can 
also be extended to map protein domains involved in specific protein interactions as well as to pinpoint 

40 amino acid residues that are crucial for these interactions. 
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In order to find compounds that interfere with the interaction of a gene identified herein and other 
intra- or extracellular components can be tested, a reaction mixture is usually prepared containing the 
product of the gene and the intra- or extracellular component under conditions and for a time allowing for 
the interaction and binding of the two products. To test the ability of a test compound to inhibit binding, the 
reaction is run in the absence and in the presence of the test compound. In addition, a placebo may be added 
to a third reaction mixture, to serve as positive control. The binding (complex formation) between the test 
compound and the intra- or extracellular component present in the mixture is monitored as described above. 
The formation of a complex in the control reaction(s) but not in the reaction mixture containing the test 
compound indicates that the test compound interferes with the interaction of the test compound and its 
reaction partner. 

, K. Compositio ns and Methods for the Treatment of Immune Related Diseases 

The compositions useful in the treatment of immune related diseases include, without limitation, 
proteins, antibodies, small organic molecules, peptides, phosphopeptides, antisense and ribozyme molecules, 
triple helix molecules, etc. that inhibit or stimulate immune function, for example, NK cell 
proliferation/activation, lymphokine release, or immune cell infiltration. 

For example, antisense RNA and RNA molecules act to directly block the translation of mRNA by 
hybridizing to targeted mRNA and preventing protein translation. When antisense DNA is used, 
oligodeoxyribonucleotides derived from the translation initiation site, e.g., between about -10 and +10 
positions of the target gene nucleotide sequence, are preferred. 

Ribozymes are enzymatic RNA molecules capable of catalyzing the specific cleavage of RNA. 
Ribozymes act by sequence-specific hybridization to the complementary target RNA, followed by 
endonucleolytic cleavage. Specific ribozyme cleavage sites within a potential RNA target can be identified 
by known techniques. For further details see, e.g., Rossi, Current Biology 4, 469-471 (1994), and PCT 
publication No. WO 97/33551 (published September 18, 1997). 

Nucleic acid molecules in triple helix formation used to inhibit transcription should be single- 
stranded and composed of deoxynucleotides. The base composition of these oligonucleotides is designed 
such that it promotes triple helix formation via Hoogsteen base pairing rules, which generally require 
sizeable stretches of purines or pyrimidines on one strand of a duplex. For further details see, e.g., PCT 
publication No. WO 97/33551, supra. 

These molecules can be identified by any or any combination of the screening assays discussed 
above and/or by any other screening techniques well known for those skilled in the art. 

L. Anti-PRO Antibodies 

The present invention further provides anti-PRO antibodies. Exemplary antibodies include 
polyclonal, monoclonal, humanized, bispecific, and heteroconjugate antibodies. 

1. Polyclonal Antibodies 
The anti-PRO antibodies may comprise polyclonal antibodies. Methods of preparing polyclonal 
antibodies are known to the skilled artisan. Polyclonal antibodies can be raised in a mammal, for example, 
by one or more injections of an immunizing agent and, if desired, an adjuvant Typically, the immunizing 
agent and/or adjuvant will be injected in the mammal by multiple subcutaneous or intraperitoneal injections. 
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The immunizing agent may include the PRO polypeptide or a fusion protein thereof. It may be useful to 
conjugate the immunizing agent to a protein known to be immunogenic in the mammal being immunized. 
Examples of such immunogenic proteins include but are not limited to keyhole limpet hemocyanin, serum 
albumin, bovine thyroglobulin, and soybean trypsin inhibitor. Examples of adjuvants which may be 
employed include Freund's complete adjuvant and MPL-TDM adjuvant (monophosphoryl Lipid A, synthetic 
trehalose dicorynomycolate). The immunization protocol may be selected by one skilled in the art without 
undue experimentation. 

2. Monoclonal Antibodies 
The anti-PRO antibodies may, alternatively, be monoclonal antibodies. Monoclonal antibodies 
may be prepared using hybridoma methods, such as those described by Kohler and Milstein, Nature . 
256:495 (1975). In a hybridoma method, a mouse, hamster, or other appropriate host animal, is typically 
immunized with an immunizing agent to elicit lymphocytes that produce or are capable of producing 
antibodies that will specifically bind to the immunizing agent. Alternatively, the lymphocytes may be 
immunized in vitro. 

The immunizing agent will typically include the PRO polypeptide or a fusion protein thereof. 
Generally, either peripheral blood lymphocytes ("PBLs") are used if cells of human origin are desired, or 
spleen cells or lymph node cells are used if non-human mammalian sources are desired. The lymphocytes 
are then fused with an immortalized cell line using a suitable fusing agent, such as polyethylene glycol, to 
form a hybridoma cell [Goding, Monoclonal Antibodies: Principles and Practice. Academic Press, (1986) 
pp. 59-103]. Immortalized cell lines are usually transformed mammalian cells, particularly myeloma ceils of 
rodent, bovine and human origin. Usually, rat or mouse myeloma cell lines are employed. The hybridoma 
cells may be cultured in a suitable culture medium that preferably contains one or more substances that 
inhibit the growth or survival of the unfused, immortalized cells. For example, if the parental cells lack the 
enzyme hypoxanthine guanine phosphoribosyl transferase (HGPRT or HPRT), the culture medium for the 
hybridomas typically will include hypoxanthine, aminopterin, and thymidine ("HAT medium"), which 
substances prevent the growth of HGPRT-deficient cells. 

Preferred immortalized cell lines are those that fuse efficiently, support stable high level expression 
of antibody by the selected antibody-producing cells, and are sensitive to a medium such as HAT medium. 
More preferred immortalized cell lines are murine myeloma lines, which can be obtained, for instance, from 
the Salk Institute Cell Distribution Center, San Diego, California and the American Type Culture Collection, 
Manassas, Virginia. Human myeloma and mouse-human heteromyeloma cell lines also have been described 
for the production of human monoclonal antibodies [Kozbor, J. Immunol.. 133:3001 (1984); Brodeur et al., 
Monoclonal Antibody Production T echniques and Applications. Marcel Dekker, Inc., New York, (1987) pp. 
51-63]. 

The culture medium in which the hybridoma cells are cultured can then be assayed for the presence 
of monoclonal antibodies directed against PRO. Preferably, the binding specificity of monoclonal antibodies 
produced by the hybridoma cells is determined by immunoprecipitation or by an in vitro binding assay, such 
as radioimmunoassay (RIA) or enzyme-linked immunoabsorbent assay (ELISA). Such techniques and 
assays are known in the art. The binding affinity of the monoclonal antibody can, for example, be 
determined by the Scatchard analysis of Munson and Pollard, Anal. Biochem.. 107:220 (1980). 
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After the desired hybridoma cells are identified, the clones may be subcloned by limiting dilution 
procedures and grown by standard methods [Goding, supral . Suitable culture media for this purpose 
include, for example, Dulbecco's Modified Eagle's Medium and RPMI-1640 medium. Alternatively, the 
hybridoma cells may be grown in vivo as ascites in a mammal. 
5 The monoclonal antibodies secreted by the subclones may be isolated or purified from the culture 

medium or ascites fluid by conventional immunoglobulin purification procedures such as, for example, 
protein A-Sepharose, hydroxylapatite chromatography, gel electrophoresis, dialysis, or affinity 
chromatography. 

The monoclonal antibodies may also be made by recombinant DNA methods, such as those 
10 described in U.S. Patent No. 4,816,567. DNA encoding the monoclonal antibodies of the invention can be 
readily isolated and sequenced using conventional procedures (e.g., by using oligonucleotide probes that are 
capable of binding specifically to genes encoding the heavy and light chains of murine antibodies). The 
hybridoma cells of the invention serve as a preferred source of such DNA. Once isolated, the DNA may be 
placed into expression vectors, which are then transfected into host cells such as simian COS cells, Chinese 
15 hamster ovary (CHO) cells, or myeloma cells that do not otherwise produce immunoglobulin protein, to 
obtain the synthesis of monoclonal antibodies in the recombinant host cells. The DNA also may be 
modified, for example, by substituting the coding sequence for human heavy and light chain constant 
domains in place of the homologous murine sequences [U.S. Patent No. 4,816,567; Morrison et al., supral or 
by covalently joining to the immunoglobulin coding sequence all or part of the coding sequence for a non- 
20 immunoglobulin polypeptide. Such a non-immunoglobulin polypeptide can be substituted for the constant 
domains of an antibody of the invention, or can be substituted for the variable domains of one antigen- 
combining site of an antibody of the invention to create a chimeric bivalent antibody. 

The antibodies may be monovalent antibodies. Methods for preparing monovalent antibodies are 
well known in the art. For example, one method involves recombinant expression of immunoglobulin light 
25 chain and modified heavy chain. The heavy chain is truncated generally at any point in the Fc region so as 
to prevent heavy chain crossiinking. Alternatively, the relevant cysteine residues are substituted with 
another amino acid residue or are deleted so as to prevent crossiinking. 

In vitro methods are also suitable for preparing monovalent antibodies. Digestion of antibodies to 
produce fragments thereof, particularly, Fab fragments, can be accomplished using routine techniques 
30 known in the art 

3. Human and Humanized Antibodies 

The anti-PRO antibodies of the invention may further comprise humanized antibodies or human 
antibodies. Humanized forms of non-human (e.g., murine) antibodies are chimeric immunoglobulins, 
immunoglobulin chains or fragments thereof (such as Fv, Fab, Fab 1 , F(ab') 2 or other antigen-binding 
35 subsequences of antibodies) which contain minimal sequence derived from non-human immunoglobulin. 
Humanized antibodies include human immunoglobulins (recipient antibody) in which residues from a 
complementary determining region (CDR) of the recipient are replaced by residues from a CDR of a non- 
human species (donor antibody) such as mouse, rat or rabbit having the desired specificity, affinity and 
capacity. In some instances, Fv framework residues of the human immunoglobulin are replaced by 
40 corresponding non-human residues. Humanized antibodies may also comprise residues which are found 
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neither in the recipient antibody nor in the imported CDR or framework sequences. In general, the 
humanized antibody will comprise substantially all of at least one, and typically two, variable domains, in 
which all or substantially all of the CDR regions correspond to those of a non-human immunoglobulin and 
all or substantially all of the FR regions are those of a human immunoglobulin consensus sequence. The 
5 humanized antibody optimally also will comprise at least a portion of an immunoglobulin constant region 
(Fc), typically that of a human immunoglobulin [Jones et al., Nature, 321:522-525 (1986); Riechmann et al., 
Nature . 332:323-329 (1988); and Presta, Curr. Op. Struct. Biol.. 2:593-596 (1992)]. 

Methods for humanizing non-human antibodies are well known in the art. Generally, a humanized 
antibody has one or more amino acid residues introduced into it from a source which is non-human. These 

10 non-human amino acid residues are often referred to as "import" residues, which are typically taken from an 
"import" variable domain. Humanization can be essentially performed following the method of Winter and 
co-workers [Jones et al., Nature . 321:522-525 (1986); Riechmann et al., Nature . 332:323-327 (1988); 
Verhoeyen et al., Science . 239:1534-1536 (1988)], by substituting rodent CDRs or CDR sequences for the 
corresponding sequences of a human antibody. Accordingly, such "humanized" antibodies are chimeric 

15 antibodies (U.S. Patent No. 4,816,567), wherein substantially less than an intact human variable domain has 
been substituted by the corresponding sequence from a non-human species. In practice, humanized 
antibodies are typically human antibodies in which some CDR residues and possibly some FR residues are 
substituted by residues from analogous sites in rodent antibodies. 

Human antibodies can also be produced using various techniques known in the art, including phage 

20 display libraries [Hoogenboom and Winter, J. Mol. Biol.. 227:381 (1991); Marks et al., J. Mol. Biol. . 

222:581 (1991)]. The techniques of Cole et al. and Boerner et al. are also available for the preparation of 
human monoclonal antibodies (Cole et al., Monoclonal Antibodies and Cancer Therapy. Alan R. Liss, p. 77 
(1985) and Boerner et al., J. Immunol.. 147(1^ :86-95 (1991)]. Similarly, human antibodies can be made by 
introducing of human immunoglobulin loci into transgenic animals, e.g., mice in which the endogenous 

25 immunoglobulin genes have been partially or completely inactivated. Upon challenge, human antibody 
production is observed, which closely resembles that seen in humans in all respects, including gene 
rearrangement, assembly, and antibody repertoire. This approach is described, for example, in U.S. Patent 
Nos. 5,545,807; 5,545,806; 5,569,825; 5,625,126; 5,633,425; 5,661,016, and in the following scientific 
publications: Marks etal. Bio/Technology 10. 779-783 (1992); Lonberg et al, Nature 368 856-859 (1994); 

30 Morrison, Nature 368. 812-13 (1994); Fishwild et al, Nature Biotechnology 14. 845-51 (1996); Neuberger, 
Nature Biotechnology 14, 826 (1996); Lonberg and Huszar. Intern. Rev. Immunol. 13 65-93 (1995). 

The antibodies may also be affinity matured using known selection and/or mutagenesis methods as 
described above. Preferred affinity matured antibodies have an affinity which is five times, more preferably 
10 times, even more preferably 20 or 30 times greater than the starting antibody (generally murine, 

35 humanized or human) from which the matured antibody is prepared. 

4. Bispecific Antibodies 

Bispecific antibodies are monoclonal, preferably human or humanized, antibodies that have binding 
specificities for at least two different antigens. In the present case, one of the binding specificities is for the 
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PRO, the other one is for any other antigen, and preferably for a cell-surface protein or receptor or receptor 
subunit. 

Methods for making bispecific antibodies are known in the art. Traditionally, the recombinant 
production of bispecific antibodies is based on the co-expression of two immunoglobulin heavy-chain/light- 
5 chain pairs, where the two heavy chains have different specificities [Milstein and Cuello, Nature , 305:537- 
539 (1983)]. Because of the random assortment of immunoglobulin heavy and light chains, these 
hybridomas (quadromas) produce a potential mixture of ten different antibody molecules, of which only one 
has the correct bispecific structure. The purification of the correct molecule is usually accomplished by 
affinity chromatography steps. Similar procedures are disclosed in WO 93/08829, published 13 May 1993, 

10 and in Traunecker et al., EMBO J.. 10:3655-3659 (1991). 

Antibody variable domains with the desired binding specificities (antibody-antigen combining 
sites) can be fused to immunoglobulin constant domain sequences. The fusion preferably is with an 
immunoglobulin heavy-chain constant domain, comprising at least part of the hinge, CH2, and CH3 regions. 
It is preferred to have the first heavy-chain constant region (CHI) containing the site necessary for light- 

15 chain binding present in at least one of the fusions. DNAs encoding the immunoglobulin heavy-chain 

fusions and, if desired, the immunoglobulin light chain, are inserted into separate expression vectors, and are 
co-transfected into a suitable host organism. For further details of generating bispecific antibodies see, for 
example, Suresh et al., Methods in Enzvmologv. 121:210 (1986). 

According to another approach described in WO 96/27011, the interface between a pair of antibody 

20 molecules can be engineered to maximize the percentage of heterodimers which are recovered from 

recombinant cell culture. The preferred interface comprises at least a part of the CH3 region of an antibody 
constant domain. In this method, one or more small amino acid side chains from the interface of the first 
antibody molecule are replaced with larger side chains (e.g. tyrosine or tryptophan). Compensatory 
"cavities" of identical or similar size to the large side chain(s) are created on the interface of the second 

25 antibody molecule by replacing large amino acid side chains with smaller ones (e.g. alanine or threonine). 
This provides a mechanism for increasing the yield of the heterodimer over other unwanted end-products 
such as homodimers. 

Bispecific antibodies can be prepared as full length antibodies or antibody fragments (e.g. F(ab')2 
bispecific antibodies). Techniques for generating bispecific antibodies from antibody fragments have been 

30 described in the literature. For example, bispecific antibodies can be prepared can be prepared using 

chemical linkage. Brennan et al, Science 229:81 (1985) describe a procedure wherein intact antibodies are 
proteolytically cleaved to generate F(ab')2 fragments. These fragments are reduced in the presence of the 
dithiol complexing agent sodium arsenite to stabilize vicinal dithiols and prevent intermolecular disulfide 
formation. The Fab' fragments generated are then converted to thionitrobenzoate (TNB) derivatives. One of 

35 the Fab'-TNB derivatives is then reconverted to the Fab'-thiol by reduction with mercaptoethylamine and is 
mixed with an equimolar amount of the other Fab'-TNB derivative to form the bispecific antibody. The 
bispecific antibodies produced can be used as agents for the selective immobilization of enzymes. 

Fab' fragments may be directly recovered from E. coli and chemically coupled to form bispecific 
antibodies. Shalaby et al, J. Exp. Med. 175:217-225 (1992) describe the production of a fully humanized 

40 bispecific antibody F(ab') 2 molecule. Each Fab* fragment was separately secreted from E. coli and 
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subjected to directed chemical coupling in vitro to form the bispecific antibody. The bispecific antibody 
thus formed was able to bind to cells overexpressing the ErbB2 receptor and normal human T cells, as well 
as trigger the lytic activity of human cytotoxic lymphocytes against human breast tumor targets. 

Various technique for making and isolating bispecific antibody fragments directly from 
recombinant cell culture have also been described. For example, bispecific antibodies have been produced 
using leucine zippers. Kostelny et al, J. Immunol. 148(5): 1547-1553 (1992). The leucine zipper peptides 
from the Fos and Jun proteins were linked to the Fab' portions of two different antibodies by gene fusion. 
The antibody homodimers were reduced at the hinge region to form monomers and then re-oxidized to form 
the antibody heterodimers. This method can also be utilized for the production of antibody homodimers. 
The "diabody" technology described by Hollinger et al, Proc. Natl. Acad. Sci. USA 90:6444-6448 (1993) 
has provided an alternative mechanism for making bispecific antibody fragments. The fragments comprise a 
heavy-chain variable domain (V H ) connected to a light-chain variable domain (V L ) by a linker which is too 
short to allow pairing between the two domains on the same chain. Accordingly, the V H and V L domains of 
one fragment are forced to pair with the complementary V L and V H domains of another fragment, thereby 
forming two antigen-binding sites. Another strategy for making bispecific antibody fragments by the use of 
single-chain Fv (sFv) dimers has also been reported. See, Gruber et al., J. Immunol. 152:5368 (1994). 
Antibodies with more than two valencies are contemplated. For example, trispecific antibodies can be 
prepared. Tutt era/., J. Immunol. 147:60 (1991V 

Exemplary bispecific antibodies may bind to two different epitopes on a given PRO polypeptide 
herein. Alternatively, an anti-PRO polypeptide arm may be combined with an arm which binds to a 
triggering molecule on a leukocyte such as a T-cell receptor molecule (e.g. CD2, CD3, CD28, or B7), or Fc 
receptors for IgG (FcyR), such as FcyRI (CD64), FcyRII (CD32) and FcyRIQ (CD16) so as to focus cellular 
defense mechanisms to the cell expressing the particular PRO polypeptide. Bispecific antibodies may also 
be used to localize cytotoxic agents to cells which express a particular PRO polypeptide. These antibodies 
possess a PRO-binding arm and an arm which binds a cytotoxic agent or a radionuclide chelator, such as 
EOTUBE, DPTA, DOTA, or TETA. Another bispecific antibody of interest binds the PRO polypeptide and 
further binds tissue factor (TF). 

5. Heteroconiugate Antibodies 

Heteroconjugate antibodies are also within the scope of the present invention. Heteroconjugate 
antibodies are composed of two covalently joined antibodies. Such antibodies have, for example, been 
proposed to target immune system cells to unwanted cells [U.S. Patent No. 4,676,980], and for treatment of 
HIV infection [WO 91/00360; WO 92/200373; EP 03089]. It is contemplated that the antibodies may be 
prepared in vitro using known methods in synthetic protein chemistry, including those involving 
crosslinking agents. For example, immunotoxins may be constructed using a disulfide exchange reaction or 
by forming a thioether bond. Examples of suitable reagents for this purpose include iminothiolate and 
methyl-4-mercaptobutyrimidate and those disclosed, for example, in U.S. Patent No. 4,676,980. 

6. Effector Function Engineering 

It may be desirable to modify the antibody of the invention with respect to effector function, so as 
to enhance, e.g., the effectiveness of the antibody in treating cancer. For example, cysteine residue(s) may 
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be introduced into the Fc region, thereby allowing interchain disulfide bond formation in this region. The 
homodimeric antibody thus generated may have improved internalization capability and/or increased 
complement-mediated cell killing and antibody-dependent cellular cytotoxicity (ADCC). See Caron et aL 9 J. 
Exp Med .. 176: 1 191-1 195 (1992) and Shopes, J. Immunol .. 148 : 2918-2922 (1992). Homodimeric 
5 antibodies with enhanced anti-tumor activity may also be prepared using heterobifunctional cross-linkers as 
described in Wolff et al Cancer Research. 53: 2560-2565 (1993). Alternatively, an antibody can be 
engineered that has dual Fc regions and may thereby have enhanced complement lysis and ADCC 
capabilities. See Stevenson et al., Anti-Cancer Drug Design. 3: 219-230 (1989). 
7. Immunoconjugates 

10 The invention also pertains to immunoconjugates comprising an antibody conjugated to a cytotoxic 

agent such as a chemotherapeutic agent, toxin (e.g., an enzymatically active toxin of bacterial, fungal, plant, 
? or animal origin, or fragments thereof), or a radioactive isotope (Le., a radioconjugate). 

Chemotherapeutic agents useful in the generation of such immunoconjugates have been described 
above. Enzymatically active toxins and fragments thereof that can be used include diphtheria A chain, 

15 nonbinding active fragments of diphtheria toxin, exotoxin A chain (from Pseudomonas aeruginosa), ricin A 
chain, abrin A chain, modeccin A chain, alpha-sarcin, Aleurites fordii proteins, dianthin proteins, Phytolaca 
americana proteins (PAPI, PAPII, and PAP-S), momordica charantia inhibitor, curcin, crotin, sapaonaria 
officinalis inhibitor, gelonin, mitogellin, restrictocin, phenomycin, enomycin, and the tricothecenes. A 
variety of radionuclides are available for the production of radioconjugated antibodies. Examples include 

20 ^^"V^and^Re. 

Conjugates of the antibody and cytotoxic agent are made using a variety of bifunctional protein- 
coupling agents such as N-succinimidyl-3-(2-pyridyldithiol) propionate (SPDP), iminothiolane (IT), 
bifunctional derivatives of imidoesters (such as dimethyl adipimidate HCL), active esters (such as 
disuccinimidyl suberate), aldehydes (such as glutareldehyde), bis-azido compounds (such as bis (p- 

25 azidobenzoyl) hexanediamine), bis-diazonium derivatives (such as bis-(p-diazoniumbenzoyl)- 

ethylenediamine), diisocyanates (such as tolyene 2,6-diisocyanate), and bis-active fluorine compounds (such 
as l,5-difluoro-2,4-dinitrobenzene). For example, a ricin immunotoxin can be prepared as described in 
Vitettaefaf., Science, 238: 1098 (1987). Carbon- 14-labeled l-isothiocyanatobenzyl-3-methyldiethylene 
triaminepentaacetic acid (MX-DTPA) is an exemplary chelating agent for conjugation of radionucleotide to 

30 the antibody. See W094/1 1026. 

In another embodiment, the antibody may be conjugated to a "receptor" (such streptavidin) for 
utilization in tumor pretargeting wherein the antibody-receptor conjugate is administered to the patient, 
followed by removal of unbound conjugate from the circulation using a clearing agent and then 
administration of a "ligand" (e.g., avidin) that is conjugated to a cytotoxic agent (e.g., a radionucleotide). 

35 8. Immunoliposomes 

The antibodies disclosed herein may also be formulated as immunoliposomes. Liposomes 
containing the antibody are prepared by methods known in the art, such as described in Epstein et al, Proc. 
Natl. Acad. Sci. USA. 82: 3688 (1985); Hwang et al t Proc. Natl Acad. Sci. USA. 77: 4030 (1980); and U.S. 
Pat. Nos. 4,485,045 and 4,544,545. Liposomes with enhanced circulation time are disclosed in U.S. Patent 

40 No. 5,013,556. 
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Particularly useful liposomes can be generated by the reverse-phase evaporation method 
with a lipid composition comprising phosphatidylcholine, cholesterol, and PEG-derivatized 
phosphatidylethanolamine (PEG-PE). Liposomes are extruded through filters of defined pore size to yield 
liposomes with the desired diameter. Fab* fragments of the antibody of the present invention can be 
5 conjugated to the liposomes as described in Martin et al .. J. Biol. Chem. . 257 : 286-288 (1982) via a 
disulfide-interchange reaction. A chemotherapeutic agent (such as Doxorubicin) is optionally contained 
within the liposome. See Gabizon etal, J. National Cancer Inst, 81(19): 1484 (1989). 

M. Pharmaceutical Compositions 

10 The active PRO molecules of the invention (e.g., PRO polypeptides, anti-PRO antibodies, and/or 

variants of each) as well as other molecules identified by the screening assays disclosed above, can be 
administered for the treatment of immune related diseases, in the form of pharmaceutical compositions. 

Therapeutic formulations of the active PRO molecule, preferably a polypeptide or antibody of the 
invention, are prepared for storage by mixing the active molecule having the desired degree of purity with 

15 optional pharmaceutically acceptable carriers, excipients or stabilizers (Remington's Pharmaceutical 
Sciences 16th edition, Osol, A. Ed. [1980]), in the form of lyophilized formulations or aqueous solutions. 
Acceptable carriers, excipients, or stabilizers are nontoxic to recipients at the dosages and concentrations 
employed, and include buffers such as phosphate, citrate, and other organic acids; antioxidants including 
ascorbic acid and methionine; preservatives (such as octadecyldimethylbenzyl ammonium chloride; 

20 hexamethonium chloride; benzalkonium chloride, benzethonium chloride; phenol, butyl or benzyl alcohol; 
alkyl parabens such as methyl or propyl paraben; catechol; resorcinol; cyclohexanol; 3-pentanol; and m- 
cresol); low molecular weight (less than about 10 residues) polypeptides; proteins, such as serum albumin, 
gelatin, or immunoglobulins; hydrophilic polymers such as polyvinylpyrrolidone; amino acids such as 
glycine, glutamine, asparagine, histidine, arginine, or lysine; monosaccharides, disaccharides, and other 

25 carbohydrates including glucose, mannose, or dextrins; chelating agents such as EDTA; sugars such as 
sucrose, mannitol, trehalose or sorbitol; salt-forming counter-ions such as sodium; metal complexes (e.g., 
Zn-protein complexes); and/or non-ionic surfactants such as TWEEN™, PLURONICS™ or polyethylene 
glycol (PEG). 

Compounds identified by the screening assays disclosed herein can be formulated in an analogous 
30 manner, using standard techniques well known in the art. 

Lipofections or liposomes can also be used to deliver the PRO molecule into cells. Where antibody 
fragments are used, the smallest inhibitory fragment which specifically binds to the binding domain of the 
target protein is preferred. For example, based upon the variable region sequences of an antibody, peptide 
molecules can be designed which retain the ability to bind the target protein sequence. Such peptides can be 
35 synthesized chemically and/or produced by recombinant DNA technology (see, e.g., Marasco et ai, Proc. 
Natl. Acad. ScL USA 90, 7889-7893 [1993]). 

The formulation herein may also contain more than one active compound as necessary for the 
particular indication being treated, preferably those with complementary activities that do not adversely 
affect each other. Alternatively, or in addition, the composition may comprise a cytotoxic agent, cytokine or 
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growth inhibitory agent. Such molecules are suitably present in combination in amounts that are effective 
for the purpose intended. 

The active PRO molecules may also be entrapped in microcapsules prepared, for example, by 
coacervation techniques or by interfacial polymerization, for example, hydroxymethylcellulose or gelatin- 
microcapsules and poly-(methylmethacylate) microcapsules, respectively, in colloidal drug delivery systems 
(for example, liposomes, albumin microspheres, microemulsions, nano-particles and nanocapsules) or in 
macroemulsions. Such techniques are disclosed in Remington's Pharmaceutical Sciences 16th edition, Osol, 
A. Ed. (1980). 

The formulations to be used for in vivo administration must be sterile. This is readily accomplished 
by filtration through sterile filtration membranes. 

Sustained-release preparations or the PRO molecules may be prepared. Suitable examples of 
sustained-release preparations include semipermeable matrices of solid hydrophobic polymers containing the 
antibody, which matrices are in the form of shaped articles, e.g., films, or microcapsules. Examples of 
sustained-release matrices include polyesters, hydrogels (for example, poly(2-hydroxyethyl-methacrylate), 
or poly(vinylalcohol)), polylactides (U.S. Pat. No. 3,773,919), copolymers of L-glutamic acid and y-ethyl-L- 
glutamate, non-degradable ethylene-vinyl acetate, degradable lactic acid-glycolic acid copolymers such as 
the LUPRON DEPOT™ (injectable microspheres composed of lactic acid-glycolic acid copolymer and 
leuprolide acetate), and poly-D-(-)-3-hydroxybutyric acid. While polymers such as ethylene-vinyl acetate 
and lactic acid-glycolic acid enable release of molecules for over 100 days, certain hydrogels release 
proteins for shorter time periods. When encapsulated antibodies remain in the body for a long time, they 
may denature or aggregate as a result of exposure to moisture at 37°C, resulting in a loss of biological 
activity and possible changes in immunogenicity. Rational strategies can be devised for stabilization 
depending on the mechanism involved. For example, if the aggregation mechanism is discovered to be 
intermolecular S-S bond formation through thio-disulfide interchange, stabilization may be achieved by 
modifying sulfhydryl residues, lyophilizing from acidic solutions, controlling moisture content, using 
appropriate additives, and developing specific polymer matrix compositions. 

N. Methods of Treatment 

It is contemplated that the polypeptides, antibodies and other active compounds of the present 
invention may be used to treat various immune related diseases and conditions, such as NK cell diseases, 
including those characterized by infiltration of inflammatory cells into a tissue, stimulation of NK cells, 
inhibition of NK cells, increased or decreased vascular permeability or the inhibition thereof. 

Exemplary conditions or disorders to be treated with the polypeptides, antibodies and other 
compounds of the invention, include, but are not limited to systemic lupus erythematosis, rheumatoid 
arthritis, juvenile chronic arthritis, osteoarthritis, spondyloarthropathies, systemic sclerosis (scleroderma), 
idiopathic inflammatory myopathies (dermatomyositis, polymyositis), Sjogren's syndrome, systemic 
vasculitis, sarcoidosis, autoimmune hemolytic anemia (immune pancytopenia, paroxysmal nocturnal 
hemoglobinuria), autoimmune thrombocytopenia (idiopathic thrombocytopenic purpura, immune-mediated 
thrombocytopenia), thyroiditis (Grave's disease, Hashimoto's thyroiditis, juvenile lymphocytic thyroiditis, 
atrophic thyroiditis), diabetes mellitus, immune-mediated renal disease (glomerulonephritis, tubulointerstitial 
nephritis), demyelinating diseases of the central and peripheral nervous systems such as multiple sclerosis, 
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idiopathic demyelinating polyneuropathy or Guillain-Barre' syndrome, and chronic inflammatory 
demyelinating polyneuropathy, hepatobiliary diseases such as infectious hepatitis (hepatitis A, B, C, D, E 
and other non-hepatotropic viruses), autoimmune chronic active hepatitis, primary biliary cirrhosis, 
granulomatous hepatitis, and sclerosing cholangitis, inflammatory bowel disease (ulcerative colitis: Crohn's 
5 disease), gluten-sensitive enteropathy, and Whipple's disease, autoimmune or immune-mediated skin 
diseases including bullous skin diseases, erythema multiforme and contact dermatitis, psoriasis, allergic 
diseases such as asthma, allergic rhinitis, atopic dermatitis, food hypersensitivity and urticaria, immunologic 
diseases of the lung such as eosinophilic pneumonias, idiopathic pulmonary fibrosis and hypersensitivity 
pneumonitis, transplantation associated diseases including graft rejection and graft -versus-host-disease. 

10 Rheumatoid arthritis (RA) is a chronic systemic autoimmune inflammatory disease that mainly 

involves the synovial membrane of multiple joints with resultant injury to the articular cartilage. The 
pathogenesis is T lymphocyte dependent and is associated with the production of rheumatoid factors, auto- 
antibodies directed against self IgG, with the resultant formation of immune complexes that attain high 
levels in joint fluid and blood. These complexes in the joint may induce the marked infiltrate of 

15 lymphocytes and NK cells into the synovium and subsequent marked synovial changes; the joint space/fluid 
if infiltrated by similar cells with the addition of numerous neutrophils. Tissues affected are primarily the 
joints, often in symmetrical pattern. However, extra-articular disease also occurs in two major forms. One 
form is the development of extra-articular lesions with ongoing progressive joint disease and typical lesions 
of pulmonary fibrosis, vasculitis, and cutaneous ulcers. The second form of extra-articular disease is the so 

20 called Felty's syndrome which occurs late in the RA disease course, sometimes after joint disease has 
become quiescent, and involves the presence of neutropenia, thrombocytopenia and splenomegaly. This can 
be accompanied by vasculitis in multiple organs with formations of infarcts, skin ulcers and gangrene. 
Patients often also develop rheumatoid nodules in the subcutis tissue overlying affected joints; the nodules 
late stage have necrotic centers surrounded by a mixed inflammatory cell infiltrate. Other manifestations 

25 which can occur in RA include: pericarditis, pleuritis, coronary arteritis, intestitial pneumonitis with 
pulmonary fibrosis, keratoconjunctivitis sicca, and rheumatoid nodules. As described above, Natural Killer 
cells are not believed to be involved in the early events of RA, but a study by Dalbeth et aL, have found 
CD56 + NK cells in the synovial fluid of inflamed joints and these cells are believed to respond to IL-12 and 
IL-15 secreted by macrophages also found in synovial fluid from the inflamed joints (Dalbeth et al., 2002 

30 Arthritis Rheum 46(7): 1763-72). 

Juvenile chronic arthritis is a chronic idiopathic inflammatory disease which begins often at less 
than 16 years of age. Its phenotype has some similarities to RA; some patients which are rhematoid factor 
positive are classified as juvenile rheumatoid arthritis. The disease is sub-classified into three major 
categories: pauciarticular, polyarticular, and systemic. The arthritis can be severe and is typically destructive 

35 and leads to joint ankylosis and retarded growth. Other manifestations can include chronic anterior uveitis 
and systemic amyloidosis. 

Systemic sclerosis (scleroderma) has an unknown etiology. A hallmark of the disease is induration 
of the skin; likely this is induced by an active inflammatory process. Scleroderma can be localized or 
systemic; vascular lesions are common and endothelial cell injury in the microvasculature is an early and 

40 important event in the development of systemic sclerosis; the vascular injury may be immune mediated. An 
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immunologic basis is implied by the presence of mononuclear cell infiltrates in the cutaneous lesions and the 
presence of anti-nuclear antibodies in many patients. ICAM-1 is often upregulated on the cell surface of 
fibroblasts in skin lesions suggesting that T cell interaction with these cells may have a role in the 
pathogenesis of the disease. As well as T cells, NK cells are proposed to play a role in the progression of 
5 scleroderma in patients where the disease has progressed late into the disease course, and in those patients 
who did not express anti-Scl 70 antibodies (Holcombe et al., 1995 Ann Rheum Dis 54(1): 69-72). Other 
organs involved include: the gastrointestinal tract: smooth muscle atrophy and fibrosis resulting in abnormal 
peristalsis/motility; kidney: concentric subendothelial intimal proliferation affecting small arcuate and 
interlobular arteries with resultant reduced renal cortical blood flow, results in proteinuria, azotemia and 

10 hypertension; skeletal muscle: atrophy, interstitial fibrosis; inflammation; lung: interstitial pneumonitis and 
interstitial fibrosis; and heart: contraction band necrosis, scarring/fibrosis. 

Idiopathic inflammatory myopathies including dermatomyositis, polymyositis and others are 
disorders of chronic muscle inflammation of unknown etiology resulting in muscle weakness. Muscle 
injury/inflammation is often symmetric and progressive. Autoantibodies are associated with most forms. 

15 These myositis-specific autoantibodies are directed against and inhibit the function of components, proteins 
and RNA's, involved in protein synthesis. 

Sarcoidosis is a condition of unknown etiology which is characterized by the presence of 
epithelioid granulomas in nearly any tissue in the body; involvement of the lung is most common. The 
pathogenesis involves the persistence of activated macrophages and lymphoid cells at sites of the disease 

20 with subsequent chronic sequelae resultant from the release of locally and systemically active products 
released by these cell types. 

Autoimmune hemolytic anemia including autoimmune hemolytic anemia, immune pancytopenia, 
and paroxysmal noctural hemoglobinuria is a result of production of antibodies that react with antigens 
expressed on the surface of red blood cells (and in some cases other blood cells including platelets as well) 

25 and is a reflection of the removal of those antibody coated cells via complement mediated lysis and/or 
ADCC/Fc-receptor-mediated mechanisms. 

Thyroiditis including Graved disease, Hashimoto's thyroiditis, juvenile lymphocytic thyroiditis, and 
atrophic thyroiditis, are the result of an autoimmune response against thyroid antigens with production of 
antibodies that react with proteins present in and often specific for the thyroid gland. Experimental models 

30 exist including spontaneous models: rats (BUF and BB rats) and chickens (obese chicken strain); inducible 
models: immunization of animals with either thyroglobulin, thyroid microsomal antigen (thyroid 
peroxidase). NK cell activity was specifically studied in patients with Graves' disease and Hashimoto's 
thyroiditis, and a significant reduction in NK cell activity was found in both patient populations (Wenzel et 
al., 1998 Thyroid 8(11): 1019-1022). 

35 Inflammatory and Fibrotic Lung Disease, including Eosinophilic Pneumonias; Idiopathic 

Pulmonary Fibrosis, and Hypersensitivity Pneumonitis may involve a disregulated irnmune-inflarnmatory 
response. Inhibition of that response would be of therapeutic benefit. 

Psoriasis is a T lymphocyte-mediated inflammatory disease. Lesions contain infiltrates of T 
lymphocytes, macrophages and antigen processing cells, and some neutrophils. 
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Other diseases in which intervention of the immune and/or inflammatory response have benefit are 
infectious disease including but not limited to viral infection (including but not limited to AIDS, hepatitis A, 
B, C, D, E and herpes) bacterial infection, fungal infections, and protozoal and parasitic infections. 
Molecules (or derivatives/agonists) which stimulate the immune reaction can be utilized therapeutically to 
5 enhance the immune response to infectious agents), diseases of immunodeficiency 
(molecules/derivatives/agonists) which stimulate the immune reaction can be utilized therapeutically to 
enhance the immune response for conditions of inherited, acquired, infectious induced (as in HTV infection), 
or iatrogenic (i.e., as from chemotherapy) immunodeficiency, and neoplasia. 

It has been demonstrated that some human cancer patients develop an antibody and/or NK cell 

10 response to antigens on neoplastic cells. It has also been shown in animal models of neoplasia that 
enhancement of the immune response can result in rejection or regression of that particular neoplasm. 
Molecules that enhance the NK cell response have utility in vivo in enhancing the immune response against 
neoplasia. Molecules which enhance the NK cell proliferative response (or small molecule agonists or 
antibodies that affected the same receptor in an agonistic fashion) can be used therapeutically to treat cancer. 

15 Molecules that inhibit the NK cell response also function in vivo during neoplasia to suppress the immune 
response to a neoplasm; such molecules can either be expressed by the neoplastic cells themselves or their 
expression can be induced by the neoplasm in other cells. Antagonism of such inhibitory molecules (either 
with antibody, small molecule antagonists or other means) enhances immune-mediated tumor rejection. 

Additionally, inhibition of molecules with proinflammatory properties may have therapeutic benefit 

20 in reperfusion injury; stroke; myocardial infarction; atherosclerosis; acute lung injury; hemorrhagic shock; 
burn; sepsis/septic shock; acute tubular necrosis; endometriosis; degenerative joint disease and pancreatis. 

The compounds of the present invention, e.g., polypeptides or antibodies, are administered to a 
mammal, preferably a human, in accord with known methods, such as intravenous administration as a bolus 
or by continuous infusion over a period of time, by intramuscular, intraperitoneal, intracerobrospinal, 

25 subcutaneous, intra-articular, intrasynovial, intrathecal, oral, topical, or inhalation (intranasal, 
intrapulmonary) routes. Intravenous or inhaled administration of polypeptides and antibodies is preferred. 

In immunoadjuvant therapy, other therapeutic regimens, such administration of an anti-cancer 
agent, may be combined with the administration of the proteins, antibodies or compounds of the instant 
invention. For example, the patient to be treated with the immunoadjuvant of the invention may also receive 

30 an anti-cancer agent (chemotherapeutic agent) or radiation therapy. Preparation and dosing schedules for 
such chemotherapeutic agents may be used according to manufacturers' instructions or as determined 
empirically by the skilled practitioner. Preparation and dosing schedules for such chemotherapy are also 
described in Chemotherapy Service Ed., M.C. Perry, Williams & Wilkins, Baltimore, MD (1992). The 
chemotherapeutic agent may precede, or follow administration of the immunoadjuvant or may be given 

35 simultaneously therewith. Additionally, an anti-estrogen compound such as tamoxifen or an anti- 
progesterone such as onapristone (see, EP 616812) may be given in dosages known for such molecules. 

It may be desirable to also administer antibodies against other immune disease associated or tumor 
associated antigens, such as antibodies which bind to CD20, CDlla, CD18, ErbB2, EGFR, ErbB3, ErbB4, 
or vascular endothelial factor (VEGF). Alternatively, or in addition, two or more antibodies binding the 

40 same or two or more different antigens disclosed herein may be coadministered to the patient. Sometimes, it 
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may be beneficial to also administer one or more cytokines to the patient. In one embodiment, the PRO 
polypeptides are coadministered with a growth inhibitory agent For example, the growth inhibitory agent 
may be administered first, followed by a PRO polypeptide. However, simultaneous administration or 
administration first is also contemplated. Suitable dosages for the growth inhibitory agent are those 
5 presently used and may be lowered due to the combined action (synergy) of the growth inhibitory agent and 
the PRO polypeptide. 

For the treatment or reduction in the severity of immune related disease, the appropriate dosage of 
a compound of the invention will depend on the type of disease to be treated, as defined above, the severity 
and course of the disease, whether the agent is administered for preventive or therapeutic purposes, previous 

10 therapy, the patient's clinical history and response to the compound, and the discretion of the attending 
physician. The compound is suitably administered to the patient at one time or over a series of treatments. 

For example, depending on the type and severity of the disease, about 1 >lg/kg to 15 mg/kg (e.g., 
0.1-20 mg/kg) of polypeptide or antibody is an initial candidate dosage for administration to the patient, 
whether, for example, by one or more separate administrations, or by continuous infusion. A typical daily 

15 dosage might range from about 1 Jig/kg to 100 mg/kg or more, depending on the factors mentioned above. 
For repeated administrations over several days or longer, depending on the condition, the treatment is 
sustained until a desired suppression of disease symptoms occurs. However, other dosage regimens may be 
useful. The progress of this therapy is easily monitored by conventional techniques and assays. 
O. Articles of Manufacture 

20 In another embodiment of the invention, an article of manufacture containing materials (e.g., 

comprising a PRO molecule) useful for the diagnosis or treatment of the disorders described above is 
provided. The article of manufacture comprises a container and an instruction. Suitable containers include, 
for example, bottles, vials, syringes, and test tubes. The containers may be formed from a variety of 
materials such as glass or plastic. The container holds a composition which is effective for diagnosing or 

25 treating the condition and may have a sterile access port (for example the container may be an intravenous 
solution bag or a vial having a stopper pierceable by a hypodermic injection needle). The active agent in the 
composition is usually a polypeptide or an antibody of the invention. An instruction or label on, or 
associated with, the container indicates that the composition is used for diagnosing or treating the condition 
of choice. The article of manufacture may further comprise a second container comprising a 

30 pharmaceutically-acceptable buffer, such as phosphate-buffered saline, Ringer's solution and dextrose 
solution. It may further include other materials desirable from a commercial and user standpoint, including 
other buffers, diluents, filters, needles, syringes, and package inserts with instructions for use. 
P. Diagnosis and Prognosis of Immune Related Disease 

Cell surface proteins, such as proteins which are overexpressed in certain immune related diseases, 
35 are excellent targets for drug candidates or disease treatment. The same proteins along with secreted 
proteins encoded by the genes amplified in immune related disease states find additional use in the diagnosis 
and prognosis of these diseases. For example, antibodies directed against the protein products of genes 
amplified in multiple sclerosis, rheumatoid arthritis, or another immune related disease, can be used as 
diagnostics or prognostics. 
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For example, antibodies, including antibody fragments, can be used to qualitatively or 
quantitatively detect the expression of proteins encoded by amplified or overexpressed genes ("marker gene 
products"). The antibody preferably is equipped with a detectable, e.g., fluorescent label, and binding can be 
monitored by light microscopy, flow cytometry, fluorimetry, or other techniques known in the art These 
5 techniques are particularly suitable, if the overexpressed gene encodes a cell surface protein Such binding 
assays are performed essentially as described above. 

In situ detection of antibody binding to the marker gene products can be performed, for example, by 
immunofluorescence or immunoelectron microscopy. For this purpose, a histological specimen is removed 
from the patient, and a labeled antibody is applied to it, preferably by overlaying the antibody on a biological 
10 sample. This procedure also allows for determining the distribution of the marker gene product in the tissue 
examined. It will be apparent for those skilled in the art that a wide variety of histological methods are 
readily available for in situ detection. 

The following examples are offered for illustrative purposes only, and are not intended to limit the 
scope of the present invention in any way. 
15 All patent and literature references cited in the present specification are hereby incorporated by 

reference in their entirety. 

EXAMPLES 

Commercially available reagents referred to in the examples were used according to manufacturers 
instructions unless otherwise indicated. The source of those cells identified in the following examples, and 
20 throughout the specification, by ATCC accession numbers is the American Type Culture Collection, 
Manassas, VA. 



EXAMPLE 1: Microarrav analysis of NK cells. 

Nucleic acid microarrays, often containing thousands of gene sequences, are useful for identifying 

25 differentially expressed genes in diseased tissues as compared to their normal counterparts. Using nucleic 
acid microarrays, test and control mRNA samples from test and control tissue samples are reverse 
transcribed and labeled to generate cDNA probes. The cDNA probes are then hybridized to an array of 
nucleic acids immobilized on a solid support. The array is configured such that the sequence and position of 
each member of the array is known. For example, a selection of genes known to be expressed in certain 

30 disease states may be arrayed on a solid support. Hybridization of a labeled probe with a particular array 
member indicates that the sample from which the probe was derived expresses that gene. If the 
hybridization signal of a probe from a test (in this instance, activated NK cells) sample is greater than 
hybridization signal of a probe from a control (in this instance, resting NK cells) sample, the gene or genes 
expressed in the test tissue are identified. The implication of this result is that an overexpressed protein in a 

35 test tissue is useful not only as a diagnostic marker for the presence of the disease condition, but also as a 
therapeutic target for treatment of the disease condition. 

The methodology of hybridization of nucleic acids and microarray technology is well known in the 
art. In one example, the specific preparation of nucleic acids for hybridization and probes, slides, and 
hybridization conditions are all detailed in PCT Patent Application Serial No. PCT/US01/10482, filed on 

40 March 30, 2001 and which is herein incorporated by reference. 
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For this experiment, peripheral blood NK cells were isolated from leukopacks by negative selection 
using the NK cell isolation kit with the Miltenyi MACS™ magnetic cell sorting system (Miltenyi Biotec). 
Cell purity was confirmed by staining with PE anti-CD56 for FACS analysis. Purity of cell preps ranged 
from 89% to 96%. Cell culture conditions were as follows: Set up in-vitro cultures in 6 well plates - 5 ml 
5 cultures/well using RPMI 1640, 10%heat inactivated FBS, 100 units/mL of Penicillin, 100 mg/mL of 
streptomycin, 2 mM L-glutamine, and 5.5 x 10-5 Beta-mercaptoethanoL The cells were cultured for 16 
hours in the base media described above, but with the addition of EL-12 (lOnM), IL-15(10nM) or JAM- 
IT(10nM). An untreated control sample was also cultured for 16 hours (16 Hour Timepoint). Activation of 
NK cells was monitored by FACS for cell surface expression of CD56 and CD69. Uncultured, untreated 
10 CD56(+) cells, for use as a control (Time 0). RNA was isolated using the Qiagen Midi™ preps as per the 
instructions in the manual with the addition of an on-column DNAse I digestion after the first RW1 wash 
step. RNA was eluted in RNAse free water and subsequently concentrated by ethanol precipitation. 
Precipitated RNA was taken up in nuclease free water to a final minimum concentration of 0.5 micrograms 
per microliter. 

15 The isolated mRNA was labeled and hybridized to Affimax™ (Affymetrix Inc. Santa Clara, CA) 

microarray chips and proprietary Genentech microarrays. The cells harvested at Time 0 timepoint, and the 
16 Hour timepoint were subjected to the same analysis. Genes were compared whose expression was 
upregulated at the 16 Hour Timepoint as compared to untreated 16 Hour Timepoint and uncultured, 
untreated Time 0 timepoints. 

20 Below are the results of these experiments, demonstrating that various PRO polypeptides of the 

present invention are differentially expressed in activated NK cells after 16 hours in culture with IL-12, EL- 
15 or JAM2 as compared to normal resting NK cells cultured for 16 hours or resting NK cells harvested at 
Time 0. Specifically, Figure 438A-B, Figure 511, Figure 687, Figure 697, Figure 703, Figure 1057, Figure 
1084, Figure 1126 and Figure 1228 identify sequences that are highly overexpressed in activated NK cells as 

25 compared to normal resting NK cells. 

As described above, these data demonstrate that the PRO polypeptides of the present invention are useful not 
only as diagnostic markers for the presence of one or more immune disorders, but also serve as therapeutic 
targets for the treatment of those immune disorders. 

The Figures 1-1477 show the nucleic acids of the invention and their encoded PRO polypeptides. 

30 

EXAMPLE 2: Use of PRO as a hybridization probe 

The following method describes use of a nucleotide sequence encoding PRO as a hybridization 

probe. 

DNA comprising the coding sequence of full-length or mature PRO as disclosed herein is employed 
35 as a probe to screen for homologous DNAs (such as those encoding naturally-occurring variants of PRO) in 
human tissue cDNA libraries or human tissue genomic libraries. 

Hybridization and washing of filters containing either library DNAs is performed under the 
following high stringency conditions. Hybridization of radiolabeled PRO-derived probe to the filters is 
performed in a solution of 50% formamide, 5x SSC, 0.1% SDS, 0.1% sodium pyrophosphate, 50 mM 
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sodium phosphate, pH 6.8, 2x Denhardt's solution, and 10% dextran sulfate at 42°C for 20 hours. Washing 
of the filters is performed in an aqueous solution of 0. lx SSC and 0. 1 % SDS at 42°C. 

DNAs having a desired sequence identity with the DNA encoding full-length native sequence PRO 
can then be identified using standard techniques known in the art, 

5 

EXAMPLE 3: Expression of PRO in K coli 

This example illustrates preparation of an unglycosylated form of PRO by recombinant expression 
in E. colL 

The DNA sequence encoding PRO is initially amplified using selected PGR primers. The primers 
10 should contain restriction enzyme sites which correspond to the restriction enzyme sites on the selected 
expression vector. A variety of expression vectors may be employed. An example of a suitable vector is 
pBR322 (derived from E. coli; see Bolivar et al., Gene, 2:95 (1977)) which contains genes for ampicillin and 
tetracycline resistance. The vector is digested with restriction enzyme and dephosphorylated. The PCR 
amplified sequences are then ligated into the vector. The vector will preferably include sequences which 
15 encode for an antibiotic resistance gene, a trp promoter, a polyhis leader (including the first six STII codons, 
polyhis sequence, and enterokinase cleavage site), the PRO coding region, lambda transcriptional terminator, 
and an argU gene. 

The ligation mixture is then used to transform a selected E. coli strain using the methods described 
in Sambrook et al., supra . Transformants are identified by their ability to grow on LB plates and antibiotic 
20 resistant colonies are then selected. Plasmid DNA can be isolated and confirmed by restriction analysis and 
DNA sequencing. 

Selected clones can be grown overnight in liquid culture medium such as LB broth supplemented 
with antibiotics. The overnight culture may subsequently be used to inoculate a larger scale culture. The 
cells are then grown to a desired optical density, during which the expression promoter is turned on. 

25 After culturing the cells for several more hours, the cells can be harvested by centrifugation. The 

cell pellet obtained by the centrifugation can be solubilized using various agents known in the art, and the 
solubilized PRO protein can then be purified using a metal chelating column under conditions that allow 
tight binding of the protein. 

PRO may be expressed in E. coli in a poly-His tagged form, using the following procedure. The 

30 DNA encoding PRO is initially amplified using selected PCR primers. The primers will contain restriction 
enzyme sites which correspond to the restriction enzyme sites on the selected expression vector, and other 
useful sequences providing for efficient and reliable translation initiation, rapid purification on a metal 
chelation column, and proteolytic removal with enterokinase. The PCR-amplified, poly-His tagged 
sequences are then ligated into an expression vector, which is used to transform an E. coli host based on 

35 strain 52 (W31 10 fuhA(tonA) Ion galE rpoHts(htpRts) clpPQadq). Transformants are first grown in LB 
containing 50 mg/ml carbenicillin at 30°C with shaking until an O.D.600 of 3-5 is reached. Cultures are 
then diluted 50-100 fold into CRAP media (prepared by mixing 3.57 g (NH^SO* 0.71 g sodium 
citrate»2H20, 1.07 g KC1, 5.36 g Difco yeast extract, 5.36 g Sheffield hycase SF in 500 mL water, as well as 
1 10 mM MPOS, pH 7.3, 0.55% (w/v) glucose and 7 mM MgS0 4 ) and grown for approximately 20-30 hours 
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at 30°C with shaking. Samples are removed to verify expression by SDS-PAGE analysis, and the bulk 
culture is centrifuged to pellet the cells. Cell pellets are frozen until purification and refolding. 

E. coli paste from 0.5 to 1 L fermentations (6-10 g pellets) is resuspended in 10 volumes (w/v) in 7 
M guanidine, 20 mM Tris, pH 8 buffer. Solid sodium sulfite and sodium tetrathionate is added to make final 
5 concentrations of 0. 1M and 0.02 M, respectively, and the solution is stirred overnight at 4°C. This step 

results in a denatured protein with all cysteine residues blocked by sulfitolization. The solution is centrifuged 
at 40,000 rpm in a Beckman Ultracentifuge for 30 min. The supernatant is diluted with 3-5 volumes of 
metal chelate column buffer (6 M guanidine, 20 mM Tris, pH 7.4) and filtered through 0.22 micron filters to 
clarify. The clarified extract is loaded onto a 5 ml Qiagen Ni-NTA metal chelate column equilibrated in the 

10 metal chelate column buffer. The column is washed with additional buffer containing 50 mM imidazole 
(Calbiochem, Utrol grade), pH 7.4. The protein is eluted with buffer containing 250 mM imidazole. 
Fractions containing the desired protein are pooled and stored at 4°C. Protein concentration is estimated by 
its absorbance at 280 nm using the calculated extinction coefficient based on its amino acid sequence. 

The proteins are refolded by diluting the sample slowly into freshly prepared refolding buffer 

15 consisting of: 20 mM Tris, pH 8.6, 0.3 M NaCl, 2.5 M urea, 5 mM cysteine, 20 mM glycine and 1 mM 
EDTA. Refolding volumes are chosen so that the final protein concentration is between 50 to 100 
micrograms/ml. The refolding solution is stirred gently at 4°C for 12-36 hours. The refolding reaction is 
quenched by the addition of TFA to a final concentration of 0.4% (pH of approximately 3). Before further 
purification of the protein, the solution is filtered through a 0.22 micron filter and acetonitrile is added to 

20 2-10% final concentration. The refolded protein is chromatographed on a Poros Rl/H reversed phase 
column using a mobile buffer of 0.1% TFA with elution with a gradient of acetonitrile from 10 to 80%. 
Aliquots of fractions with A280 absorbance are analyzed on SDS polyacrylamide gels and fractions 
containing homogeneous refolded protein are pooled. Generally, the properly refolded species of most 
proteins are eluted at the lowest concentrations of acetonitrile since those species are the most compact with 

25 their hydrophobic interiors shielded from interaction with the reversed phase resin. Aggregated species are 
usually eluted at higher acetonitrile concentrations. In addition to resolving misfolded forms of proteins 
from the desired form, the reversed phase step also removes endotoxin from the samples. 

Fractions containing the desired folded PRO polypeptide are pooled and the acetonitrile removed 
using a gentle stream of nitrogen directed at the solution. Proteins are formulated into 20 mM Hepes, pH 6.8 

30 with 0.14 M sodium chloride and 4% mannitol by dialysis or by gel filtration using G25 Superfine 
(Pharmacia) resins equilibrated in the formulation buffer and sterile filtered. 

Many of the PRO polypeptides disclosed herein were successfully expressed as described above. 

EXAMPLE 4: Expression of PRO in mammalian cells 
35 This example illustrates preparation of a potentially glycosylated form of PRO by recombinant 

expression in mammalian cells. 

The vector, pRK5 (see EP 307,247, published March 15, 1989), is employed as the expression 

vector. Optionally, the PRO DNA is ligated into pRK5 with selected restriction enzymes to allow insertion 

of the PRO DNA using ligation methods such as described in Sambrook et al., supra . The resulting vector is 
40 called pRK5-PRO. 
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In one embodiment, the selected host cells may be 293 cells. Human 293 cells (ATCC CCL 1573) 
are grown to confluence in tissue culture plates in medium such as DMEM supplemented with fetal calf 
serum and optionally, nutrient components and/or antibiotics. About 10 u.g pRK5-PRO DNA is mixed with 
about 1 u.g DNA encoding the VA RNA gene [Thimmappaya et al., Cell. 31:543 (1982)] and dissolved in 
5 500 [il of 1 mM Tris-HCl, 0.1 mM EDTA, 0.227 M CaCl 2 . To this mixture is added, dropwise, 500 u-1 of 50 
mM HEPES (pH 7.35), 280 mM NaCl, 1.5 mM NaP0 4 , and a precipitate is allowed to form for 10 minutes 
at 25°C The precipitate is suspended and added to the 293 cells and allowed to settle for about four hours at 
37°C. The culture medium is aspirated off and 2 ml of 20% glycerol in PBS is added for 30 seconds. The 
293 cells are then washed with serum free medium, fresh medium is added and the cells are incubated for 
10 about 5 days. 

Approximately 24 hours after the transfections, the culture medium is removed and replaced with 
culture medium (alone) or culture medium containing 200 jiCi/ml 35 S-cysteine and 200 jiCi/ml 35 S- 
methionine. After a 12 hour incubation, the conditioned medium is collected, concentrated on a spin filter, 
and loaded onto a 15% SDS gel. The processed gel may be dried and exposed to film for a selected period 

15 of time to reveal the presence of PRO polypeptide. The cultures containing transfected cells may undergo 
further incubation (in serum free medium) and the medium is tested in selected bioassays. 

In an alternative technique, PRO may be introduced into 293 cells transiently using the dextran 
sulfate method described by Somparyrac et al., Proc. Natl. Acad. Sci.. 12:7575 (1981). 293 cells are grown 
to maximal density in a spinner flask and 700 u-g pRK5-PRO DNA is added. The cells are first concentrated 

20 from the spinner flask by centrifugation and washed with PBS. The DNA-dextran precipitate is incubated 
on the cell pellet for four hours. The cells are treated with 20% glycerol for 90 seconds, washed with tissue 
culture medium, and re-introduced into the spinner flask containing tissue culture medium, 5 jig/ml bovine 
insulin and 0.1 u-g/ml bovine transferrin. After about four days, the conditioned media is centrifuged and 
filtered to remove cells and debris. The sample containing expressed PRO can then be concentrated and 

25 purified by any selected method, such as dialysis and/or column chromatography. 

In another embodiment, PRO can be expressed in CHO cells. The pRK5-PRO can be transfected 
into CHO cells using known reagents such as CaP0 4 or DEAE-dextran. As described above, the cell 
cultures can be incubated, and the medium replaced with culture medium (alone) or medium containing a 
radiolabel such as 35 S-methionine. After determining the presence of PRO polypeptide, the culture medium 

30 may be replaced with serum free medium. Preferably, the cultures are incubated for about 6 days, and then 
the conditioned medium is harvested. The medium containing the expressed PRO can then be concentrated 
and purified by any selected method. 

Epitope-tagged PRO may also be expressed in host CHO cells. The PRO may be subcloned out of 
the pRK5 vector. The subclone insert can undergo PCR to fuse in frame with a selected epitope tag such as 

35 a poly-his tag into a Baculovirus expression vector. The poly-his tagged PRO insert can then be subcloned 
into a SV40 promoter/enhancer containing vector containing a selection marker such as DHFR for selection 
of stable clones. Finally, the CHO cells can be transfected (as described above) with the S V40 
promoter/enhancer containing vector. Labeling may be performed, as described above, to verify expression. 
The culture medium containing the expressed poly-His tagged PRO can then be concentrated and purified 

40 by any selected method, such as by Ni 2+ -chelate affinity chromatography. 
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PRO may also be expressed in CHO and/or COS cells by a transient expression procedure or in 
CHO cells by another stable expression procedure. 

Stable expression in CHO cells is performed using the following procedure. The proteins are 
expressed as an IgG construct (immunoadhesin), in which the coding sequences for the soluble forms (e.g. 
5 extracellular domains) of the respective proteins are fused to an IgGl constant region sequence containing 
the hinge, CH2 and CH2 domains and/or is a poly-His tagged form. 

Following PCR amplification, the respective DNAs are subcloned in a CHO expression vector 
using standard techniques as described in Ausubel et al., Current Protocols of Molecular Biolog y. Unit 3.16, 
John Wiley and Sons (1997). CHO expression vectors are constructed to have compatible restriction sites 5' 
10 and 3' of the DNA of interest to allow the convenient shuttling of cDNA's. The vector used expression in 
CHO cells is as described in Lucas et al., Nucl. Acids Res. 24:9 (1774-1779 (1996), and uses the SV40 early 
. 7 promoter/enhancer to drive expression of the cDNA of interest and dihydrofolate reductase (DHFR). DHFR 
expression permits selection for stable maintenance of the plasmid following transfection. 

Twelve micrograms of the desired plasmid DNA is introduced into approximately 10 million CHO 
15 cells using commercially available transfection reagents Superfect® (Quiagen), Dosper® or Fugene® 

(Boehringer Mannheim). The cells are grown as described in Lucas et al., supra . Approximately 3 x 10" 7 
cells are frozen in an ampule for further growth and production as described below. 

The ampules containing the plasmid DNA are thawed by placement into water bath and mixed by 
vortexing. The contents are pipetted into a centrifuge tube containing 10 mL of media and centrifuged at 
20 1000 rpm for 5 minutes. The supernatant is aspirated and the cells are resuspended in 10 mL of selective 
media (0.2 u.m filtered PS20 with 5% 0.2 [lm diafiltered fetal bovine serum). The cells are then aliquoted 
into a 100 mL spinner containing 90 mL of selective media. After 1-2 days, the cells are transferred into a 
250 mL spinner filled with 150 mL selective growth medium and incubated at 37°C. After another 2-3 days, 
250 mL, 500 mL and 2000 mL spinners are seeded with 3 x 10 5 cells/mL. The cell media is exchanged with 
25 fresh media by centrifugation and resuspension in production medium. Although any suitable CHO media 
may be employed, a production medium described in U.S. Patent No. 5,122,469, issued June 16, 1992 may 
actually be used. A 3L production spinner is seeded at 1.2 x 10 6 cells/mL. On day 0, pH is determined. On 
day 1, the spinner is sampled and sparging with filtered air is commenced. On day 2, the spinner is sampled, 
the temperature shifted to 33°C, and 30 mL of 500 g/L glucose and 0.6 mL of 10% antifoam (e.g., 35% 
30 polydimethylsiloxane emulsion, Dow Corning 365 Medical Grade Emulsion) taken. Throughout the 

production, the pH is adjusted as necessary to keep it at around 7.2. After 10 days, or until the viability 
dropped below 70%, the cell culture is harvested by centrifugation and filtering through a 0.22 urn filter. 
The filtrate was either stored at 4°C or immediately loaded onto columns for purification. 

For the poly-His tagged constructs, the proteins are purified using a Ni-NTA column (Qiagen). 
35 Before purification, imidazole is added to the conditioned media to a concentration of 5 mM. The 

conditioned media is pumped onto a 6 ml Ni-NTA column equilibrated in 20 mM Hepes, pH 7.4, buffer 
containing 0.3 M NaCl and 5 mM imidazole at a flow rate of 4-5 ml/min. at 4°C. After loading, the column 
is washed with additional equilibration butler and the protein eluted with equilibration buffer containing 
0.25 M imidazole. The highly purified protein is subsequently desalted into a storage buffer containing 10 
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mM Hepes, 0.14 M NaCl and 4% mannitol, pH 6.8, with a 25 ml G25 Superfine (Pharmacia) column and 
stored at -80°C. 

Immunoadhesin (Fc-containing) constructs are purified from the conditioned media as follows. The 
conditioned medium is pumped onto a 5 ml Protein A column (Pharmacia) which had been equilibrated in 

5 20 mM Na phosphate buffer, pH 6.8. After loading, the column is washed extensively with equilibration 
buffer before elution with 100 mM citric acid, pH 3.5. The eluted protein is immediately neutralized by 
collecting 1 ml fractions into tubes containing 275 |il of 1 M Tris buffer, pH 9. The highly purified protein 
is subsequently desalted into storage buffer as described above for the poly-His tagged proteins. The 
homogeneity is assessed by SDS polyacrylamide gels and by N-tenninal amino acid sequencing by Edman 

10 degradation. 

Many of the PRO polypeptides disclosed herein were successfully expressed as described above. 

EXAMPLE 5: Expression of PRO in Yeast 

The following method describes recombinant expression of PRO in yeast. 

15 First, yeast expression vectors are constructed for intracellular production or secretion of PRO from 

the ADH2/GAPDH promoter. DNA encoding PRO and the promoter is inserted into suitable restriction 
enzyme sites in the selected plasmid to direct intracellular expression of PRO. For secretion, DNA encoding 
PRO can be cloned into the selected plasmid, together with DNA encoding the ADH2/GAPDH promoter, a 
native PRO signal peptide or other mammalian signal peptide, or, for example, a yeast alpha-factor or 

20 invertase secretory signal/leader sequence, and linker sequences (if needed) for expression of PRO. 

Yeast cells, such as yeast strain AB1 10, can then be transformed with the expression plasmids 
described above and cultured in selected fermentation media. The transformed yeast supernatants can be 
analyzed by precipitation with 10% trichloroacetic acid and separation by SDS-PAGE, followed by staining 
of the gels with Coomassie Blue stain. 

25 Recombinant PRO can subsequently be isolated and purified by removing the yeast cells from the 

fermentation medium by centrifugation and then concentrating the medium using selected cartridge filters. 
The concentrate containing PRO may further be purified using selected column chromatography resins. 

Many of the PRO polypeptides disclosed herein were successfully expressed as described above. 

30 EXAMPLE 6: Expression of PRO in Baculo virus-Infected Insect Cells 

The following method describes recombinant expression of PRO in Baculovirus-infected insect 

cells. 

The sequence coding for PRO is fused upstream of an epitope tag contained within a baculovirus 
expression vector. Such epitope tags include poly-his tags and immunoglobulin tags (like Fc regions of 
35 IgG). A variety of plasmids may be employed, including plasmids derived from commercially available 
plasmids such as pVL1393 (Novagen). Briefly, the sequence encoding PRO or the desired portion of the 
coding sequence of PRO such as the sequence encoding the extracellular domain of a transmembrane protein 
or the sequence encoding the mature protein if the protein is extracellular is amplified by PCR with primers 
complementary to the 5' and 3' regions. The 5' primer may incorporate flanking (selected) restriction 
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enzyme sites. The product is then digested with those selected restriction enzymes and subcloned into the 
expression vector. 

Recombinant baculovirus is generated by co-transfecting the above plasmid and BaculoGoId™ 
virus DNA (Pharmingen) into Spodopterafrugiperda ("Sf9") cells (ATCC CRL 171 1) using lipofectin 
5 (commercially available from GIBCO-BRL). After 4-5 days of incubation at 28°C, the released viruses are 
harvested and used for further amplifications. Viral infection and protein expression are performed as 
described by OHeilley et al., Baculovirus expression vectors: A Laboratory Manual , Oxford: Oxford 
University Press (1994). 

Expressed poly-his tagged PRO can then be purified, for example, by Ni 2+ -chelate affinity 
10 chromatography as follows. Extracts are prepared from recombinant virus-infected Sf9 cells as described by 
Rupert et al., Nature, 362 : 175-179 (1993). Briefly, Sf9 cells are washed, resuspended in sonication buffer 
(25 mL Hepes, pH 7.9; 12.5 mM MgCl 2 ; 0.1 mM EDTA; 10% glycerol; 0.1% NP-40; 0.4 M KC1), and 
sonicated twice for 20 seconds on ice. The sonicates are cleared by centrifugation, and the supernatant is 
diluted 50-fold in loading buffer (50 mM phosphate, 300 mM NaCl, 10% glycerol, pH 7.8) and filtered 
15 through a 0.45 pjn filter. A Ni 2+ -NTA agarose column (commercially available from Qiagen) is prepared 
with a bed volume of 5 mL, washed with 25 mL of water and equilibrated with 25 mL of loading buffer. 
The filtered cell extract is loaded onto the column at 0.5 mL per minute. The column is washed to baseline 
A 2 so with loading buffer, at which point fraction collection is started. Next, the column is washed with a 
secondary wash buffer (50 mM phosphate; 300 mM NaCl, 10% glycerol, pH 6.0), which elutes 
20 nonspecifically bound protein. After reaching A 2 so baseline again, the column is developed with a 0 to 500 
mM Imidazole gradient in the secondary wash buffer. One mL fractions are collected and analyzed by SDS- 
PAGE and silver staining or Western blot with Ni 2+ -NTA-conjugated to alkaline phosphatase (Qiagen). 
Fractions containing the eluted Hisi 0 -tagged PRO are pooled and dialyzed against loading buffer. 

Alternatively, purification of the IgG tagged (or Fc tagged) PRO can be performed using known 
25 chromatography techniques, including for instance, Protein A or protein G column chromatography. 

Many of the PRO polypeptides disclosed herein were successfully expressed as described above. 

EXAMPLE 7: Preparation of Antibodies that Bind PRO 

This example illustrates preparation of monoclonal antibodies which can specifically bind PRO. 
30 Techniques for producing the monoclonal antibodies are known in the art and are described, for 

instance, in Goding, supra . Immunogens that may be employed include purified PRO, fusion proteins 
containing PRO, and cells expressing recombinant PRO on the cell surface. Selection of the immunogen can 
be made by the skilled artisan without undue experimentation. 

Mice, such as Balb/c, are immunized with the PRO immunogen emulsified in complete Freund's 
35 adjuvant and injected subcutaneously or intraperitoneally in an amount from 1-100 micrograms. 

Alternatively, the immunogen is emulsified in MPL-TDM adjuvant (Ribi Immunochemical Research, 
Hamilton, MT) and injected into the animal's hind foot pads. The immunized mice are then boosted 10 to 12 
days later with additional immunogen emulsified in the selected adjuvant. Thereafter, for several weeks, the 
mice may also be boosted with additional immunization injections. Serum samples may be periodically 
40 obtained from the mice by retro-orbital bleeding for testing in ELISA assays to detect anti-PRO antibodies. 
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After a suitable antibody titer has been detected, the animals "positive" for antibodies can be 
injected with a final intravenous injection of PRO. Three to four days later, the mice are sacrificed and the 
spleen cells are harvested. The spleen cells are then fused (using 35% polyethylene glycol) to a selected 
murine myeloma cell line such as P3X63AgU.l, available from ATCC, No. CRL 1597. The fusions 
5 generate hybridoma cells which can then be plated in 96 well tissue culture plates containing HAT 

(hypoxanthine, aminopterin, and thymidine) medium to inhibit proliferation of non-fused cells, myeloma 
hybrids, and spleen cell hybrids. - 

The hybridoma cells will be screened in an ELISA for reactivity against PRO. Determination of 
"positive" hybridoma cells secreting the desired monoclonal antibodies against PRO is within the skill in the 
10 art. 

The positive hybridoma cells can be injected intraperitoneally into syngeneic Balb/c mice to 
produce ascites containing the anti-PRO monoclonal antibodies. Alternatively, the hybridoma cells can be 
grown in tissue culture flasks or roller bottles. Purification of the monoclonal antibodies produced in the 
ascites can be accomplished using ammonium sulfate precipitation, followed by gel exclusion 
15 chromatography. Alternatively, affinity chromatography based upon binding of antibody to protein A or 
protein G can be employed. 

EXAMPLE 8: Purification of PRO Polypeptides Using Specific Antibodies 

Native or recombinant PRO polypeptides may be purified by a variety of standard techniques in the 

20 art of protein purification. For example, pro-PRO polypeptide, mature PRO polypeptide, or pre-PRO 
polypeptide is purified by immunoaffinity chromatography using antibodies specific for the PRO 
polypeptide of interest. In general, an immunoaffinity column is constructed by covalently coupling the 
anti-PRO polypeptide antibody to an activated chromatographic resin. 

Polyclonal immunoglobulins are prepared from immune sera either by precipitation with 

25 ammonium sulfate or by purification on immobilized Protein A (Pharmacia LKB Biotechnology, 

Piscataway, N.J.). Likewise, monoclonal antibodies are prepared from mouse ascites fluid by ammonium 
sulfate precipitation or chromatography on immobilized Protein A. Partially purified immunoglobulin is 
covalently attached to a chromatographic resin such as CnBr-activated SEPHAROSE™ (Pharmacia LKB 
Biotechnology). The antibody is coupled to the resin, the resin is blocked, and the derivative resin is washed 

30 according to the manufacturer's instructions. 

Such an immunoaffinity column is utilized in the purification of PRO polypeptide by preparing a 
fraction from cells containing PRO polypeptide in a soluble form. This preparation is derived by 
solubilization of the whole cell or of a subcellular fraction obtained via differential centrifugation by the 
addition of detergent or by other methods well known in the art. Alternatively, soluble PRO polypeptide 

35 containing a signal sequence may be secreted in useful quantity into the medium in which the cells are 
grown. 

A soluble PRO polypeptide-containing preparation is passed over the immunoaffinity column, and 
the column is washed under conditions that allow the preferential absorbance of PRO polypeptide (e.g., high 
ionic strength buffers in the presence of detergent). Then, the column is eluted under conditions that disrupt 
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antibody/PRO polypeptide binding (e.g., a low pH buffer such as approximately pH 2-3, or a high 
concentration of a chaotrope such as urea or thiocyanate ion), and PRO polypeptide is collected. 

EXAMPLE 9: Drug Screening 
5 This invention is particularly useful for screening compounds by using PRO polypeptides or 

binding fragment thereof in any of a variety of drug screening techniques. The PRO polypeptide or 
fragment employed in such a test may either be free in solution, affixed to a solid support, borne on a cell 
surface, or located intracellularly. One method of drug screening utilizes eukaryotic or prokaryotic host cells 
which are stably transformed with recombinant nucleic acids expressing the PRO polypeptide or fragment. 

10 Drugs are screened against such transformed cells in competitive binding assays. Such cells, either in viable 
or fixed form, can be used for standard binding assays. One may measure, for example, the formation of 
complexes between PRO polypeptide or a fragment and the agent being tested. Alternatively, one can 
examine the diminution in complex formation between the PRO polypeptide and its target cell or target 
receptors caused by the agent being tested. 

15 Thus, the present invention provides methods of screening for drugs or any other agents which can 

affect a PRO polypeptide-associated disease or disorder. These methods comprise contacting such an agent 
with an PRO polypeptide or fragment thereof and assaying (I) for the presence of a complex between the 
agent and the PRO polypeptide or fragment, or (ii) for the presence of a complex between the PRO 
polypeptide or fragment and the cell, by methods well known in the art. In such competitive binding assays, 

20 the PRO polypeptide or fragment is typically labeled. After suitable incubation, free PRO polypeptide or 
fragment is separated from that present in bound form, and the amount of free or uncomplexed label is a 
measure of the ability of the particular agent to bind to PRO polypeptide or to interfere with the PRO 
polypeptide/cell complex. 

Another technique for drug screening provides high throughput screening for compounds having 

25 suitable binding affinity to a polypeptide and is described in detail in WO 84/03564, published on September 
13, 1984. Briefly stated, large numbers of different small peptide test compounds are synthesized on a solid 
substrate, such as plastic pins or some other surface. As applied to a PRO polypeptide, the peptide test 
compounds are reacted with PRO polypeptide and washed. Bound PRO polypeptide is detected by methods 
well known in the art. Purified PRO polypeptide can also be coated directly onto plates for use in the 

30 aforementioned drug screening techniques. In addition, non-neutralizing antibodies can be used to capture 
the peptide and immobilize it on the solid support. 

This invention also contemplates the use of competitive drug screening assays in which neutralizing 
antibodies capable of binding PRO polypeptide specifically compete with a test compound for binding to 
PRO polypeptide or fragments thereof. In this manner, the antibodies can be used to detect the presence of 

35 any peptide which shares one or more antigenic determinants with PRO polypeptide. 

EXAMPLE 10: Rational Drug Design 

The goal of rational drug design is to produce structural analogs of biologically active polypeptide 
of interest (i.e., a PRO polypeptide) or of small molecules with which they interact, e.g., agonists, 
40 antagonists, or inhibitors. Any of these examples can be used to fashion drugs which are more active or 
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stable forms of the PRO polypeptide or which enhance or interfere with the function of the PRO polypeptide 
in vivo (c/ f Hodgson, Bio/Technology, 9: 19-21 (1991)). 

In one approach, the three-dimensional structure of the PRO polypeptide, or of a PRO 
polypeptide-inhibitor complex, is determined by x-ray crystallography, by computer modeling or, most 
typically, by a combination of the two approaches. Both the shape and charges of the PRO polypeptide must 
be ascertained to elucidate the structure and to determine active site(s) of the molecule. Less often, useful 
information regarding the structure of the PRO polypeptide may be gained by modeling based on the 
structure of homologous proteins. In both cases, relevant structural information is used to design analogous 
PRO polypeptide-like molecules or to identify efficient inhibitors. Useful examples of rational drug design 
may include molecules which have improved activity or stability as shown by Braxton and Wells, 
Biochemistry, 31 :7796-7801 (1992) or which act as inhibitors, agonists, or antagonists of native peptides as 
shown by Athauda et al. 9 J. Biochem., 113:742-746 (1993). 

It is also possible to isolate a target- specific antibody, selected by functional assay, as described 
above, and then to solve its crystal structure. This approach, in principle, yields a pharmacore upon which 
subsequent drug design can be based. It is possible to bypass protein crystallography altogether by 
generating anti-idiotypic antibodies (anti-ids) to a functional, pharmacologically active antibody. As a inirror 
image of a mirror image, the binding site of the anti-ids would be expected to be an analog of the original 
receptor. The anti-id could then be used to identify and isolate peptides from banks of chemically or 
biologically produced peptides. The isolated peptides would then act as the pharmacore. 

By virtue of the present invention, sufficient amounts of the PRO polypeptide may be made 
available to perform such analytical studies as X-ray crystallography. In addition, knowledge of the PRO 
polypeptide amino acid sequence provided herein will provide guidance to those employing computer 
modeling techniques in place of or in addition to x-ray crystallography. 

The foregoing written specification is considered to be sufficient to enable one skilled in the art to 
practice the invention. The present invention is not to be limited in scope by the construct deposited, since 
the deposited embodiment is intended as a single illustration of certain aspects of the invention and any 
constructs that are functionally equivalent are within the scope of this invention. The deposit of material 
herein does not constitute an admission that the written description herein contained is inadequate to enable 
the practice of any aspect of the invention, including the best mode thereof, nor is it to be construed as 
limiting the scope of the claims to the specific illustrations that it represents. Indeed, various modifications 
of the invention in addition to those shown and described herein will become apparent to those skilled in the 
art from the foregoing description and fall within the scope of the appended claims. 
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What is claimed : 



L Isolated nucleic acid having at least 80% nucleic acid sequence identity to a nucleotide 

sequence identity to: 

(a) the nucleotide sequence shown in any one of the Figures 1-1477 (SEQ ID NOS: 1- 
1477); or 

(b) the nucleotide sequence encoding the polypeptide shown in any one of the Figures 1- 
1477 (SEQ ID NOS: 1-1477). 

2. A vector comprising the nucleic acid of Claim 1 . 

3. The vector of Claim 2 operably linked to control sequences recognized by a host cell 
transformed with the vector. 



4. A host cell comprising the vector of Claim 2. 

5. The host cell of Claim 4, wherein said cell is a CHO cell, an E.coli cell or a yeast cell. 

6. A process for producing a PRO polypeptide comprising culturing the host cell of Claim 5 
under conditions suitable for expression of said PRO polypeptide and recovering said PRO polypeptide from 
the cell culture. 



7. An isolated polypeptide having at least 80% amino acid sequence identity to: 

(a) a polypeptide shown in any one of Figures 1-1477 (SEQ ID NOS: 1-1477); or 

(b) a polypeptide encoded by the full length coding region of the nucleotide sequence 
shown in any one of Figures 1-1477 (SEQ ID NOS: 1-1477). 

» 

8. A chimeric molecule comprising a polypeptide according to Claim 7 fused to a 
heterologous amino acid sequence. 

9. The chimeric molecule of Claim 8, wherein said heterologous amino acid sequence is an 
epitope tag sequence or an Fc region of an immunoglobulin. 

10. An antibody which specifically binds to a polypeptide according to Claim 7. 

11. The antibody of Claim 10, wherein said antibody is a monoclonal antibody, a humanized 
antibody or a single-chain antibody. 
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12. A composition of matter comprising (a) a polypeptide of Claim 7, (b) an agonist of said 
polypeptide, (c) an antagonist of said polypeptide, or (d) an antibody that binds to said polypeptide, in 
combination with a carrier. 

5 13. The composition of matter of Claim 12, wherein said carrier is a pharmaceutically 

acceptable carrier. 

14. The composition of matter of Claim 13 comprising a therapeutically effective amount of 
(a), (b), (c)or(d). 

10 

15. An article of manufacture, comprising: 
a container; 

a label on said container; and 

a composition of matter comprising (a) a polypeptide of Claim 7, (b) an agonist of said polypeptide, 
15 (c) an antagonist of said polypeptide, or (d) an antibody that binds to said polypeptide, contained within said 
container, wherein label on said container indicates that said composition of matter can be used for treating 
an immune related disease. 

16. A method of treating an immune related disorder in a mammal in need thereof comprising 
20 administering to said mammal a therapeutically effective amount of (a) a polypeptide of Claim 7, (b) an 

agonist of said polypeptide, (c) an antagonist of said polypeptide, or (d) an antibody that binds to said 
polypeptide. 

17. The method of Claim 16, wherein the immune related disorder is systemic lupus 

25 erythematosis, rheumatoid arthritis, osteoarthritis, juvenile chronic arthritis, a spondyloarthropathy, systemic 
sclerosis, an idiopathic inflammatory myopathy, Sjogren's syndrome, systemic vasculitis, sarcoidosis, 
autoimmune hemolytic anemia, autoimmune thrombocytopenia, thyroiditis, diabetes meliitus, 
immune-mediated renal disease, a demyelinating disease of the central or peripheral nervous system, 
idiopathic demyelinating polyneuropathy, Guillain-Barre syndrome, a chronic inflammatory demyelinating 

30 polyneuropathy, a hepatobiliary disease, infectious or autoimmune chronic active hepatitis, primary biliary 
cirrhosis, granulomatous hepatitis, sclerosing cholangitis, inflammatory bowel disease, gluten-sensitive 
enteropathy, Whipple's disease, an autoimmune or immune-mediated skin disease, a bullous skin disease, 
erythema multiforme, contact dermatitis, psoriasis, an allergic disease, asthma, allergic rhinitis, atopic 
dermatitis, food hypersensitivity, urticaria, an immunologic disease of the lung, eosinophilic pneumonias, 

35 idiopathic pulmonary fibrosis, hypersensitivity pneumonitis, a transplantation associated disease, graft 
rejection or graft-versus-host-disease. 

18. A method for determining the presence of a PRO polypeptide of the invention as described 
in Figures 1-1477 (SEQ ID NOS: 1-1477), in a sample suspected of containing said polypeptide, said 
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method comprising exposing said sample to an anti-PRO antibody, where the and determining binding of 
said antibody to a component of said sample. 

19. A method of diagnosing an immune related disease in a mammal, said method comprising 
detecting the level of expression of a gene encoding a PRO polypeptide of the invention as described in 
Figures M477 (SEQ ID NOS: 1-1477), (a) in a test sample of tissue ceils obtained from the mammal, and 
(b) in a control sample of known normal tissue cells of the same cell type, wherein a higher or lower level of 
expression of said gene in the test sample as compared to the control sample is indicative of the presence of 
an immune related disease in the mammal from which the test tissue cells were obtained. 

20. A method of diagnosing an immune related disease in a mammal, said method comprising 
(a) contacting a PRO polypeptide of the invention as described in Figures 1-1477 (SEQ ID NOS: 1-1477), 
anti-PRO antibody with a test sample of tissue cells obtained from said mammal and (b) detecting the 
formation of a complex between the antibody and the polypeptide in the test sample, wherein formation of 
said complex is indicative of the presence of an immune related disease in the mammal from which the test 
tissue cells were obtained. 



21. A method of identifying a compound that inhibits the activity of a PRO polypeptide of the 
invention as described in Figures 1-1477 (SEQ ID NOS: 1-1477), said method comprising contacting cells 
which normally respond to said polypeptide with (a) said polypeptide and (b) a candidate compound, and 
determining the lack responsiveness by said cell to (a). 

22. A method of identifying a compound that inhibits the expression of a gene encoding a 
PRO polypeptide of the invention as described in Figures 1-1477 (SEQ ID NOS: 1-1477), said method 
comprising contacting cells which normally express said polypeptide with a candidate compound, and 
determining the lack of expression said gene. 

23. The method of Claim 22, wherein said candidate compound is an antisense nucleic acid. 

24. A method of identifying a compound that mimics the activity of a PRO polypeptide of the 
invention as described in any one of Figures 1-1477 (SEQ ID NOS: 1-1477), said method comprising 
contacting cells which normally respond to said polypeptide with a candidate compound, and determining 
the responsiveness by said cell to said candidate compound. 

25. A method of stimulating the immune response in a mammal, said method comprising 
administering to said mammal an effective amount of a PRO polypeptide of the invention as described in 
any one of Figures 1-1477 (SEQ ID NOS: 1-1477), antagonist, wherein said immune response is stimulated. 
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26. A method of diagnosing an inflammatory immune response in a mammal, said method 
comprising detecting the level of expression of a gene encoding a PRO polypeptide of the invention as 
described in any one of Figures 1-1477 (SEQ ID NOS: 1-1477), (a) in a test sample of tissue cells obtained 
from the mammal, and (b) in a control sample of known normal tissue cells of the same cell type, wherein a 
5 higher or lower level of expression of said gene in the test sample as compared to the control sample is 
indicative of the presence of an inflammatory immune response in the mammal from which the test tissue 
cells were obtained. 
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1/1629 

FIGURE 1 

CTGCAGGCGTCGCGCCAATCTTCGCTCTGAGGTGCTGTCTCACCGGTGAGACCTGGAAGCGGGCGAGTCTCGTGC 
TGTGTCGGACCTGCAGCCCCTGGCCTTCCGCCACCATOGAGTACCTCATCGGTATCCAAGGCCCCGACTATGTTC 
TTGTCGCCTCCGACCGGGTGGCCGCCAGCAATATTGTCCAGATGAAGGACGATCATGACAAGATGTTTAAGATGA 
GTGAAAAGATATTACTCCTGTGTGTTGGAGAGGCTGGAGACACTGTACAGTTTGCAGAATATATTCAGAAAAACG 
TGCAACTTTATAAGATGCGAAATGGATATGAATTGTCTCCCACGGCAGCAGCTAACTTCACACGCCGAAACCTGG 
CTGACTGTCTTCGGAGTCGGACCCCATATCATGTGAACCTCCTCCTGGCTGGCTATGATGAGCATGAAGGGCCAG 
CGCTGTATTACATGGACTACCTGGCAGCCTTGGCCAAGGCCCCTTTTGCAGCCCACGGCTATGGTGCCTTCCTGA 
CTCTCAGTATCCTCGACCGATACTACACACCGACTATCTCACGTGAGAGGGCAGTGGAACTCCTTAGGAAATGTC 
TGGAGGAGCTCCAGAAACGCTTCATCCXGAATCTGCCAACCTTCAGTGTTCGAATCATTGACAAAAATGGCATCC 
ATGACCTGGATAACATTTCCTTCCCCAAACAGGGCTCC TAAC ATCATGTCCTCCCTCCCACTTGCCAGGGAACTT 
TTTTTTGATGGGCTCCTTTATTTTTTTCTACTCTTTTCAGGCGCACTCTTGATAAATGGTTAATTCAGAATAAAG 
GTGACTATGGATATAATTGAAAAAA 
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FIGURE 2 

MEYLIGIQGPDYVLVASDRVAASNIVQMKDDHDKMFKMSEKILLL^ 

SPTAAANFTRRNLADCLRSRTPYHWLLLAGYDEHEGPALYYMDYLAALAKAPFAAHGYGAFLTLSILDRYYTPT 
ISRERAVELLRKCLEELQKRFILNLPTFSVRIIDKNGIHDLDNISFPKQGS 
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FIGURE 3 

CTCCGGCGCAGTGTTGGGACTGTCTGGGTATCGGAAAGCAAGCCTACGTTGCTCACTATTACGTATAATCCTTTT 
CTTTTCAAGATGCCTGAGGAAGTGCACCATGGAGAGGAGGAGGTGGAGACTTTTGCCTTTCAGGCAGAAATTGCC 
CAACTCATGTCCCTCATCATCAATACCTTCTATTCCAACAAGGAGATTTTCCTTCGGGAGTTGATCTCTAATGCT 
TCTGATGCCTTGGACAAGATTCGCTATGAGAGCCTGACAGACCCTTCGAAGTTGGACAGTGGTAAAGAGCTGAAA 
ATTGACATCATCCCCAACCCTCAGGAACGTACCCTGACTTTGGTAGACACAGGCATTGGCATGACCAAAGCTGAT 
CTCATAAATAATTTGGGAACCATTGCCAAGTCTGGTACTAAAGCATTCATGGAGGCTCXTCAGGCTGGTGCAGAC 
ATCTCCATGATTGGGCAGTTTGGTGTTGGCTTTTATTCTGCCTACTTGGTGGCAGAGAAAGTGGTTGTGATCACA 
AAGCACAACGATGATGAACAGTATGCTTGGGAGTCTTCTGCTGGAGGTTCCTTCACTGTGCGTGCTGACCATGGT 
GAGCCCATTGGCAGGGGTACCAAAGTGATCCTCCATCTTAAAGAAGATCAGACAGAGTACCTAGAAGAGAGGCGG 
GTCAAAGAAGTAGTGAAGAAGCATTCTCAGTTCATAGGCTATCCCATCACCCTTTATTTGGAGAAGGAACGAGAG 
AAGGAAATTAGTGATGATGAGGCAGAGGAAGAGAAAGGTGAGAAAGAAGAGGAAGATAAAGATGATGAAGAAAAA 
CCCAAGATCGAAGATGTGGGTTCAGATGAGGAGGATGACAGCGGTAAGGATAAGAAGAAGAAAACTAAGAAGAXC 
AAAGAGAAATACATTGATCAGGAAGAACTAAACAAGACCAAGCCTATTTGGACCAGAAACCCTGATGACATCACC 
CAAGAGGAGTATGGAGAATTCTACAAGAGCCTCACTAATGACTGGGAAGACCACTTGGCAGTCAAGCACTTTTCT 
GTAGAAGGTCAGTTGGAATTCAGGGCATTGCTATTTATTCCTCGTCGGGCTCCCTTTGACCTTTTTGAGAACAAG 
AAGAAAAAGAACAACATCAAACTCTATGTCCGCCGTGTGTTCATCATGGACAGCTGTGATGAGTTGATACCAGAG 
TATCTCAATTTTATCCGTGGTGTGGTTGACTCTGAGGATCTGCCCCTGAACATCTCCCGAGAAATGCTCCAGCAG 
AGCAAAATCTTGAAAGTCATTCGCAAAAACATTGTTAAGAAGTGCCTTGAGCTCTTCTCTGAGCTGGCAGAAGAC 
AAGGAGAATTACAAGAAATTCTATGAGGCATTCTCTAAAAATCTCAAGCTTGGAATCCACGAAGACTCCACTAAC 
CGCCGCCGCCTGTCTGAGCTGCTGCGCTATCATACCTCCCAGTCTGGAGATGAGATGACATCTCTGTCAGAGTAT 
GTTTCTCGCATGAAGGAGACACAGAAGTCCATCTATTACATCACTGGTGAGAGCAAAGAGCAGGTGGCCAACTCA 
GCTTTTGTGGAGCGAGTGCGGAAACGGGGCTTCGAGGTGGTATATATGACCGAGCCCATTGACGAGTACTGTGTG 
CAGCAGCTCAAGGAATTTGATGGGAAGAGCCTGGTCTCAGTTACCAAGGAGGGTCTGGAGCTGCCTGAGGATGAG 
GAGGAGAAGAAGAAGATGGAAGAGAGCAAGGCAAAGTTTGAGAACCTCTGCAAGCTCATGAAAGAAATCTTAGAT 
AAGAAGGTTGAGAAGGTGACAATCTCCAATAGACTTGTGTCTTCACCTTGCTGCATTGTGACCAGCACCTACGGC 
TGGACAGCCAATATGGAGCGGATCATGAAAGCCCAGGCACTTCGGGACAACTCCACCATGGGCTATATGATGGCC 
AAAAAGCACCTGGAGATCAACCCTGACCACCCCATTGTGGAGACGCTGCGGCAGAAGGCTGAGGCCGACl^AGAAT 
GATAAGGCAGTTAAGGACCTGGTGGTGCTGCTGTTTGAAACCGCCCTGCTATCTXCTGGCTTTTCCCTTGAGGAT 
CCCCAGACCCACTCCAACCGCATCTATCGCATGATCAAGCTAGGTCTAGGTATTGATGAAGATGAAGTGGCAGCA 
, GAGGAACCCAATGCTGCAGTTCCTGATGAGATCCCCCCTCTCGAGGGCGATGAGGATGCGTCTCGCATGGAAGAA 
GTCGATTAGGTTAGGAGTTCATAGTTGGAAAACTTGTGCCCTTGTATAGTGTCCCCATGGGCTCCCACTGCAGCC 
TCGAGTGCCCCTGTCCCACCTGGCTCCCCCTGCTGGTGTCTAGTGTTTTTTTCCCTCTCCTGTCCTTGTGTTGAA 
GGCAGTAAACTAAGGGTGTCAAGCCCCATTCCCTCTCTACTCTTGACAGCAGGATTGGATGTTGTGTATTGTGGT 
TTATTTTATTTTCTTCATTTTGTTCTGAAATTAAAGTATGCAAAATAAAGAATATGCCGTTTTAAAAAAAAAAAA 
AAAAAAAAAAAAAAAAA 
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FIGURE 4 

MPEEVHHGEEEVETFAFQAEIAQLMSLIINTFYSNKEIFLRELISNASDALDKIRYESLTDPSKLDSGKELKIDI 
IPNPQERTLTLVDTGIGMTKADLINNLGTIAKSGTKAFMEALQAGADISMIGQFGVGFYSAYLVAEKVVVITKHN 
DDEQYAWESSAGGSFTVRADHGEPIGRGTKVILHLKEDQTEYLEERRVKEWKKHSQFIGYPITLYLEKEREKEI 
SDDEAEEEKGEKEEEDKDDEEKPKIEDVGSDEEDDSGKDKKKKTKKIKEKYIDQEELNKTKPIWTRNPDDITQEE 
YGEFYKSLTND WEDHLAVKHF S VEGQLEFRALLF IPRRAPFDLFENKKKKNNI KL YVRRVF IMD SCDEL IPE YLN 
FIRGWDSEDLPLNISREMLQQSKILKVIRKNIVKKCLELFSELAEDKENYKKFYEAFSKNLKLGIHEDSTNRRR 
LSELLRYHTSQSGDEMTSLSEYVSRMKETQKSIYYITGESKEQVANSAFVERVRKRGFEWYMTEPIDEYCVQQL 
KEFDGKSLVSVTKEGLELPEDEEEKKKMEESKAKFENLCKLMKEILDKKVEKVTISNRLVSSPCCIVTSTYGWTA 
NMERIMKAQALRDNSTMGYMMAKKH^ 

HSNRIYRMIKLGLGIDEDEVAAEEPNAAVPDEIPPLEGDEDASRMEEVD 
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FIGURES 

GAATTCCGGGCCATGAGCTGCCCCGTGCCCGCCTGCTGCGCGCTGCTGCTAGTCCTGGGGCTCTGCCGGGCGCGT 
CCCCGGAACGCACTGCTGCTCCTCGCGGATGACGGAGGCTTTGAGAGTGGCGCGTACAACAACAGCGCCATCGCC 
ACCCCGCACCTGGACGCCTTGGCCCGCCGCAGCCTCCTCTTTCGCAATGCCTTCACCTCGGTCAGCAGCTGCTCT 
CCCAGCCGCGCCAGCCTCCTCACTGGCCTGCCCCAGCATCAGAATGGGATGTACGGGCTGCACCAGGACGTGCAC 
CACTTCAACTCCTTCGACAAGGTGCGGAGCCTGCCGCTGCTGCTCAGCCAAGCTGGTGTGCGCACAGGCATCATC 
GGGAAGAAGCACGTGGGGCCGGAGACCGTGTACCCGTTTGACTTTGCGTACACGGAGGAGAATGGCTCCGTCCTC 
CAGGTGGGGCGGAACATCACTAGAATTAAGCTGCTCGTCCGGAAATTCCTGCAGACTCAGGATGACCGGCCTTTC 
TTCCTCTACGTCGCCTTCCACGACCCCCACCGCTGTGGGCACTCCCAGCCCCAGTACGGAACCTTCTGTGAGAAG 
TTTGGCAACGGAGAGAGCGGCATGGGTCGTATCCCAGACTGGACCCCCCAGGCCTACGACCCACTGGACGTGCTG 
GTGCCTTACTTCGTCCCCAACACCCCGGCAGCCCGAGCCGACCTGGCCGCTCAGTACACCACCGTCGGCCGCATG 
GACCAAGGAGTTGGACTGGTGCTCCAGGAGCTGCGTGACGCCGGTGTCCTGAACGACACACTGGTGATCTTCACG 
TCCGACAACGGGATCCCCTTCCCCAGCGGCAGGACCAACCTGTACTGGCCGGGCACTGCTGAACCCTTACTGGTG 
TCATCCCCGGAGCACCCAAAACGCTGGGGCCAAGTCAGCGAGGCCTACGTGAGCCTCCTAGACCTCACGCCCACC 
ATCTTGGATTGGTTCTCGATCCCGTACCCCAGCTACGCCATCTTTGGCTCGAAGACCATCCACCTCACTGGCCGG 
TCCCTCCTGCCGGCGCTGGAGGCCGAGCCCCTCTGGGCCACCGTCTTTGGCAGCCAGAGCCACCACGAGGTCACC 
ATGTCCTACCCCATGCGCTCCGTGCAGCACCGGCACTTCCGCCTCGTGCACAACCTCAACTTCAAGATGCCCTTT 
CCCATCGACCAGGACTTCTACGTCTCACCCACCTTCCAGGACCTCCTGAACCGCACCACAGCTGGTCAGCCCACG 
GGCTGGTACAAGGACCTCCGTCATTACTACTACCGGGCGCGCTGGGAGCTCTACGACCGGAGCCGGGACCCCCAC 
GAGACCCAGAACCTGGCCACCGACCCGCGCTTTGCTCAGCTTCTGGAGATGCTTCGGGACCAGCTGGCCAAGTGG 
CAGTGGGAGACCCACGACCCCTGGGTGTGCGCCCCCGACGGCGTCCTGGAGGAGAAGCTCTCTCCCCAGTGCCAG 
CCCCTCCACAATGAGCTGTGACCATCCCAGGAGGCCTGTGCACACATCCCAGGCATGTCCCAGACACATCCCACA 
CGTGTCCGTGTGGCCGGCCAGCCTGGGGAGTAGTGGCAACAGCCCTTCCGTCCACACTCCCATCCAAGGAGGGTT 
CTTCCTTCCTGTGGGGTCACTCTTGCCATTGCCTGGAGGGGGACCAGAGCATGTGACCAGAGCATGTGCCCAGCC 
CCTCCACCACCAGGGGCACTGCCGTCATGGCAGGGGACACAGTTGTCCTTGTGTCTGAACCATGTCCCAGCACGG 
GAATTCTAGACATACGTGGTCTGCGGACAGGGCAGCGCCCCCAGCCCATGACAAGGGAGTCTTGTTTTCTGGCTT 
GGTTTGGGGACCTGCAAATGGGAGGCCTGAGGCCCTCTTCAGGCTTTGGCAGCCACAGATACTTCTGAACCCTTC 
ACAGAGAGCAGGCAGGGGCTTCGGTGCCGCGTGGGCAGTACGCAGGTCCCACCGACACTCACCTGGGAGCACGGC 
GCCTGGCTCTTACCAGCGTCTGGCCTAGAGGAAGCCTTTGAGCGACCTTTGGGCAGGTTTCTGCTTCTTCTGTTT 
TGCCCATGGTCAAGTCCCTGTTCCCCAGGCAGGTTTCAGCTGATTGGCAGCAGGCTCCCTGAGTGATGAGCTTGA 
ACCTGTGGTGTTTCTGGGCAGl^AGCTTATCTTTTTTGAGAGTGTCCGAAGATGAAGGCATGGCGATGCCCGTCCT 
CTGGCTTGGGTTAATTCTTCGGTGACACTGGCATTGCTGGGTGGTGATGCCCGTCCTCTGGCTTGGGTTAATTCT 
TCGGTGACACTGGCGTTGCTGGGTGGCAATGCCCGTCCTCTGGCTTGGGTTAATTCTTCGGTGACACTGGCGTTG 
CTGGGTGGCGATGCCCGTCCTCTGGCTTGGGTTAATTCTTGGATGACGTCGGCGTTGCTGGGAGAATGTGCCGTT 
CCTGCCCTGCCTCCACCCACCTCGGGAGCAGAAGCCCGGCCTGGACACCCCTCGGCCTGGACACCCCTCGAAGGA 
GAGGGCGCTTCCTTGAGTAGGTGGGCTCCCCTTGCCCTTCCCTCCCTATCACTCCATACTGGGGTGGGCTGGAGG 
AGGCCACAGGCCAGCTATTGTAAAAGCTTTTT 
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FIGURE 6 

MSCPVPACCALLLVLGLCRARPRNALLLLADDGGFESGAYNNSAIATPHLDALARRSLLFRNAFTSVSSCSPSRA 
SLLTGLPQHQNGMYGLHQDVHHFNSFDKVRSLPLLLSQAGVRTGIIGKKHVGPETVYPFDFAYTEENGSVLQVGR 
NITRIKLLVRKFLQTQDDRPFFLYVAFHDPHRCGHSQPQYGTFCEKFGNGESGMGRIPDWTPQAYDPLDVLVPYF 
VPNTPAARADLAAQYTTVGRMDQGVGLVLQELRDAGVLNDTLVIFTSDNGIPFPSGRTNLYWPGTAEPLLVSSPE 
HPKRWGQVSEAYVSLLDLTPTILDWFSIPYPSYAIFGSKTIHLTGRSLLPALEAEPLWATVFGSQSHHEVTMSYP 
MRSVQHRHFRLVHNLNFKMPFPIDQDFYVSPTFQDLLNRTTAGQPTGWYKDLRHYYYRARWELYDRSRDPHETQN 
LATDPRFAQLLEMLRDQLAKWQWETHDPWVCAPDGVLEEKLSPQCQPLHNEL 
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FIGURE 7 

TATATTGGCAGTTATTGAGGGTAAAGCAATATATTGTAACAGAATGTATAAATATTTTTGATAAAACAGTCTATA 

TTTTATTAAAAAATGAATTATAACCCATTTTCAGTTTTGCCTGCATCATAAGAGTGAGCACTCCATTGCTTTCTT 

TCCTGGCCACACTGCTACAATCCAGCACTAACTATCCATGTCCAGGGTAAGGATCGAGATCGAGAAGCCCACACT 

GCCAGTGAAAAAGCXACGTCTTTACTGCATAAATTAGAGGAAGCAATTTCGGAACAACGGAACCTTCAAACTATA 

AATACTGAATTATCGAACACTTGCCAGGCACTTCAGCAGAAGACAAGGAAACTGAAGAAGCTTTTTAGATGAGGA 

ATTTCCTCACTATGATXCCCTGTCCTGCGCAGATGCAATTCAACAACCTCTTCAAGAAAAATTGAAGCAGTGTTG 

CCACAAACTATATGGTGGTCAAGAAGCAAGAATACATCAGACACCCCTGACCTTGAAACATACGTGCTGGTACAC 

ACCTCTGCTGGATGCCTTATCTCTGGATAGTTTTACAGCAGTTCCAACCCTGGAATCAACACCTTTCTCAGGTGT 

AGCCAACCAAATCCACACTCTGTGTGAAAGGCCCACATATGGAGAAGTAAAGGATGGTGCTTTGGATGTAAAAAG 

ACAACACAAGTGCCCAGGCCCCACAAGTGGCCCCAGCCCAGGAACGAATCTCTCAGGCTGCATCAGGATGAATGA 

TGACCCAAGTATGGAAGAGAATGGTGTTGAACGCGTGTGTCCTGAGAGCCTGCTGCAGTCCAGGGGATATTCCTC 

ACTACCATTACCCAGACACACTTCATCGACAGACGGTACTATAACTTCAAGTGATCCTGGATTAGAAATTCTGAA 

TATGGCTTCTTGTGACCTTGACAGAAACTCGCTCTGTAAGAAAGAGGAGGATACAAGATCAGCTTCTCCCACGAT 

AGAGGCCCAAGGCACAAGTCCAGCTCATGATAATATTGCATTCCAAGACTCTACGAGTAAGGATAAAACCATATT 

AAATCTGGAAGCCAAAGAGGAACCAGAAACAATAGAAGAACATAAAAAAGAACATGCTTCAGGAGACTCTGTGGT 

TTCCCCTCTTCCTGTAACCACTGTGAAATCGGTTAACGTTAGACAAAGTGAGAACACTTCTGCTAATGAGAAGGA 

GGTGGAGGCAGAATTTCTCAGATTATCTTTGGGATTTAAGTGTGACTGGTTTACCTTGGAGAAGAGAGTGAAGCT 

TGAAGAGAGGTCCCGTGACTGGGCAGAAGAAAATTTGAAGAAAGAAATCACTAACTCTTTAAAACTATTAGAGTC 

TTTAACACCTCTGTGTGAAGATGACAACCAGGCACAGGAAATCATTAAGAAGCTGGAGAAGAGTATAAAGTTTCT 

TAGCCAGTGTGCAGCACGAGTGGCCAGTAGGGCTGAGATGTTGGGAGCCATCAATCAGGAAAGCCGGGTTAGTAA 

AGCAGTTGAAGTGATGATTCAGCACGTAGAAAACTTGAAGAGGATGTATGCCAAAGAGCACGCTGAATTAGAAGA 

ACTGAAACAGGTTCTTCTGCAGAATGAAAGGTCTTTCAATCCTCTTGAAGATGATGATGACTGCCAAATTAAAAA 

ACGTTCAGCTTCTCTAAACTCCAAGCCATCTTCTCTACGAAGAGTGACTATTGCCTCTTTACCCAGAAATATTGG 

AAATGCAGGAATGGTGGCTGGGATGGAAAATAATGATCGATTCAGTAGAAGGTCAAGCAGTTGGCGTATTTTGGG 

GTCAAAGCAGAGTGAACACCGTCCCTCATTACCTCGATTTATTAGCACCTATTCCTGGGCAGATGCTGAAGAAGA 

AAAATGTGAACTAAAAACTAAAGATGACTCAGAGCCATCTGGAGAAGAAACAGTAGAAAGGACAAGGAAGCCAAG 

TCTTTCTGAAAAGAAAAATAATCCATCAAAGTGGGATGTCTCTTCAGTTTATGACACAATAGCTTCCTGGGCAAC 

AAATCTCAAGTCCTCCATCAGAAAGGCTAATAAGGCCCTCTGGCTCTCTATTGCATTCATTGTACTGTTTGCAGC 

TTTGATGAGCTTCCTCACAGGCCAATTATTCCAGAAGTCTGTdGATGCCGCTCCCACACAGCAAGAGGACTCATG 

GACGTCTCTAGAACATATCTTGTGGCCATTTACCAGACTCCGACACAATGGGCCACCACCAGTGTG^AGCAGGA 

CATCCTAATATATGGATCTTGATTTTTAAGTTTCAGTATCTGAACTTCGTAAATTAGTAACTTTTAGCTGGGAAA 

GTATAGCATGAAACCAGAGGTTCTCAGAATGACCGTAAGATAGCTTACATTTCCTCTTTTTGCCTTTATCTCCCC 
AAC T AAAAT AC AAT GGG 
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FIGURE 8 

MESTPFSGVANQIHTLCERPTYGEVKDGALDVKRQHKCPGPTSGPSPGTNLSGCIRMNDDPSMEENGVERVCPES 
LLQSRGYSSLPLPRHTSSTDGTITSSDPGLEILNMASCDLDRNSLCKKEEDTRSASPTIEAQGTSPAHDNIAFQD 
STSKDKTILNLEAKEEPETIEEHKKEHASGDSWSPLPVTTVKSVNVRQSENTSANEKEVEAEFLRLSLGFKCDW 
FTLEKRVKLEERSRDWAEENLKKEITNSLKLLESLTPLCEDDNQAQEIIKKLEKSIKFLSQCAARVASRAEMLGA 
INQESRVSKAVEVMIQHVENLKRMYAKEHAELEELKQVLLQNERSFNPLEDDDDCQIKKRSASLNSKPSSLRRVT 
IASLPRNIGNAGMVAGMENNDRFSRRSSSWRILGSKQSEHRPSLPRFISTYSWADAEEEKCELKTKDDSEPSGEE 
TVERTRKPSLSEKKNNPSKWDVSSVYDTIASWATNLKSSIRKANKALWLSIAFIVLFAALMSFLTGQLFQKSVDA 
APTQQEDSWTSLEHILWPFTRLRHNGPPPV 
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FIGURE 9 

AGTAATTCCGGGAAGCTCGCCTTACAACTCCGCGCGGCCTCGGCCCCCTGCGCCGCCCGCCCCACAACAAAACTC 
AGCGCAGCGCTCCCGGGCGCCCGGTTCAGAGCGACCTGCGGCTCAGAGCGGAGGGGAGACTGACCGGAGCGCGGA 
TCGGGACAGCGGCCGGGACAGCGGCGAGACGCGCGTGTGTGAGCGCGCCGGACCAAGCGGGCCCAGAAGCGGGTC 
TGCAGCCCAGAGGGCACCTTCTGCAAAC ATGT CTGTGGATCCCCTATCCAGCAAAGCTCTAAAGATCAAGCGAGA 
GCTGAGCGAGAACACGCCGCACCTGTCGGACGAGGCGCTGATGGGGCTGTCGGTGCGCGAGCTGAACCGGCATCT 
GCGCGGGCTCTCCGCCGAGGAGGTGACACGGCTCAAGCAGCGGCGCCGCACACTCAAAAACCGTGGCTACGCCGC 
CAGCTGCCGCGTGAAGCGCGTGTGCCAGAAGGAGGAGCTGCAGAAGCAGAAGTCGGAGCTGGAGCGCGAGGTGGA 
CAAGCTGGCGCGCGAGAACGCCGCCATGCGCCTGGAGCTCGACGCGCTGCGCGGCAAGTGCGAGGCGCTGCAGGG 
CTTCGCGCGCTCCGTGGCCGCCGCCCGCGGGCCCGCCACGCTCGTGGCGCCGGCCAGCGTCATCACCATCGTCAA 
GTCCACCCCGGGCTCGGGGTCTGGCCCCGCCCACGGCCCGGACCCCGCCCACGGCCCGGCCTCCTGCTCC TAGT G 
CCCGCCCCCGCCATGCCTCAGCCACGCCCCTCCGGCCTCAGCTCCCTCCCCAAAGTGCCTGAGCGCCGCCTCTGT 
GCCCAGGTCCCATTTCTCTGCAGCACTGGCCCCTTGGTGCACACACATTCCCTTCGTGGGCCCTGTCTTCCTCTT 
GCAGCCCCCCAAACTGGGACCGAATGACCCTGGGAAGGGGAACTTGGGTAGGTTGGGGATGGGGCAGAGGTCTGG 
ATCTGGGATCGCCCTTGGCTGAAAGTTTAGCCTTTTTAGATTGAGAGATACAGAGCCGGCTTAGAGAACAGCTGT 
TGGGGGAGAAGAGGGCACCCCTCATCTTGGAAACTGCTCTTATTGXGCCAATATGCCCTCCAAACCCTCCCAGGA 
TTCAAAGCTAGGTTTGGCTGTCXGTGACTTACGGGACCGTCCTGCTGAGAAATTGCACTGAAGAGATGCCCCCAC 
CTCTGGTTGGGCCTGGGGGTGCCTGGCCTTCCGAAACTAAAAGAGTGGGTGGGAAGACTAGTGAAACCCAGTTCA 
CGGATGGGGAAACAGGCCTGAGGTCACATTTCACTTAGTGGTTGTGTTGGGACCAAAACCTGGGTGTCCTCACTG 
CTGCCCTGAGTCCAGCCATGGTTTTCAGGGGGACAGTGGACAGGGACTCAGAAATGTGGTGGGAGGGCCTCCCTG 
GCTTGGGAGACCGCTCTCTGCAAGGGAGGGGGAGAGAAGCAGAGGGAGAGAGAAGGTGACACGGATGGAAGAGTG 
GGAAGGAGCTGGCCTGGCTCAGCCCTAGGCTGTCCCTGCAGCCAGGGTGTCCGGGGGCTGGCCAGTCAGAGAAAG 
GGGGCCATGGACTGCTGTGGCAAATAGGGAGACAAGGAGACAGACCCTGCAGTCCTACTACAGTCTGGAGTGGGG 
TCCTAAGAAGAAGGGTCCCACCTCAACCCCTGTCAGTGTCCACTGTGGGGTGGGGGCXGACCCCTGCCTTTGATT 
GTCATTCTCCTGGGAAGCCCAGTCTCAGTCCCTCCCCCAACACTGTCCACACTGCCCCTCCCCACTGTTTATTTA 
TTGCACGGATCTAAGTTATTCTCCCCAGCCAGAGCCCGAGCTCCTGCTCCCTGGGAAAAGTGGCGTATGGCCCTG 
AGCTGGGCTTTATATTTTATATCTGCAAATAAATCACATTTTATCTTATATTTAGGGAAAGCCGGAGAGCAACAA 
CAAAAAATGTTTAAGCCGGGCGCGGTGGCTCACATCTGTAATCCCAGCACTTTGGGAGTCCAAGGAGGGGGATCG 
CTTGAGTCCAGGAGTTTGAGACCAGCCTGGACAACATGGTGAAACCCCGTCTCTACAAAAAATACAAAAATTAGC 
CATGCATGGTGGCTCATGCCTGTAGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGGATCACTTAAGCCCAGAAGG 
CAGAGGTTGTAGTGAGCTGAGATCGCACCACTGCACTCCAGCCTGGGCAACATAGCAAAATCCTGTCTCAAAAAA 
AAAGTTAAAAAATATTGCCCGGCTCCTAGAATTTATTTATTTCCTGACTTACAGCAAGCGAGTTATCGTCTTCTG 
TATTTTGTAGACTTTCTAAATAAAGTCAAATTCTTTCTTTTTCCACAGAGAAAAAAA 
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FIGURE 10 

MSVDPLSSKALKIKRELSENTPHLSDEALMGLSVRELNRHLRGLSAEEVTRLKQRRRTLKNRGYAASCRVKRVCQ 
KEELQKQKSELEREVDKLARENAAMRLELDALRGKCEALQGFARSVAAARGPATLVAPASVITIVKSTPGSGSGP 
AHGPDPAHGPASCS 
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FIGURE 11 

ACGCGTCCGCTTCGGAATGAGAGACTCAACCATAATAGAAAGAATGGAGAACTATTAACCACCATTCTTCAGTGG 

GCTGTGATTTTCAGAGGGGAATACTAAGAAATGGTTTTCCATACTGGAACCCAAAGGTAAAGACACTCAAGGACA 

GACATTTTTGGCAGAGCATAGATGAAAATGGCAAGTTCCCTGGCTTTCCTTCTGCTCAACTTTCATGTCTCCCTC 

TTCTTGGTCCAGCTGCTCACTCCTTGCTCAGCTCAGTTTTCTGTGCTTGGACCCTCTGGGCCCATCCTGGCCATG 

GTGGGTGAAGACGCTGATCTGCCCTGTCACCTGTTCCCGACCATGAGTGCAGAGACCATGGAGCTGAGGTGGGTG 

AGTTCCAGCCTAAGGCAGGTGGTGAACGTGTATGCAGATGGAAAGGAAGTGGAAGACAGGCAGAGTGCACCATAT 

CGAGGGAGAACTTCGATTCTGCGGGATGGCATCACTGCAGGGAAGGCTGCTCTCCGAATACACAACGTCACAGCC 

TCTGACAGTGGAAAGTACTTGTGTTATTTCCAAGATGGTGACTTCTACGAAAAAGCCCTGGTGGAGCTGAAGGTT 

GCAGCATTGGGTTCTGATCTTCACATTGAAGTGAAGGGTTATGAGGATGGAGGGATCCATCTGGAGTGCAGGTCC 

ACTGGCTGGTACCCCCAACCCCAAATAAAGTGGAGCGACACCAAGGGAGAGAACATCCCGGCTGTGGAAGCACCT 

GTGGTTGCAGATGGAGTGGGCCTGTATGCAGTAGCAGCATCTGTGATCATGAGAGGCAGCTCTGGTGGGGGTGTA 

TCCTGCATCATCAGAAATTCCCTCCTCGGCCTGGAAAAGACAGCCAGCATATCCATCGCAGACCCCTTCTTCAGG 

AGCGCCCAGCCCTGGATCGCGGCCCTGGCAGGGACCCTGCCTATCTCGTTGCTGCTTCTCGCAGGAGCCAGTTAC 

TTCTTGTGGAGACAACAGAAGGAAAAAATTGCTCTGTCCAGGGAGACAGAAAGAGAGCGAGAGATGAAAGAAATG 

GGATACGCTGCAACAGAGCAAGAAATAAGCCTAAGAGAGAAGCTCCAGGAGGAACTCAAGTGGAGGAAAATCCAG 

TACATGGCTCGTGGAGAGAAGTCTTTGGCCTATCATGAATGGAAAATGGCCCTCTTCAAACCTGCGGATGTGATT 

CTGGATCCAGACACGGCAAACGCCATCCTCCTTGTTTCTGAGGACCAGAGGAGTGTGCAGCGTGCTGAAGAGCCG 

CGGGATCTGCCAGACAACCCTGAGAGATTTGAATGGCGTTACTGTGTCCTTGGCTGTGAAAACTTCACATCAGGG 

AGACATTACTGGGAGGTGGAAGTGGGGGACAGAAAAGAGTGGCATATTGGGGTATGTAGTAAGAACGTGGAGAGG 

AAAAAAGGTTGGGTCAAAATGACACCGGAGAACGGATACTGGACTATGGGCCTGACTGATGGGAATAAGTATCGG 

GCTCTCACTGAGCCCAGAACCAACCTGAAACTTCCTGAGCCTCCTAGGAAAGTGGGGATCTTCCTGGACTATGAG 

ACTGGAGAGATCTCGTTCTATAATGCCACAGATGGATCTCATATCTACACCTTTCCGCACGCCTCTTTCTCTGAG 

CCTCTATATCCTGTTTTCAGAATTTTGACCTTGGAGCCCACTGCCCTGACCATTTGCCCAATACCAAAAGAAGTA 

GAGAGTTCCCCCGATCCTGACCTAGTGCCTGATCATTCCCTGGAGACACCACTGACCCCGGGCTTAGCTAATGAA 

AGTGGGGAGCCTCAGGCTGAAGTAACATCTCTGCTTCTCCCTGCCCACCCTGGAGCTGAGGTCTCCCCTTCTGCA 

ACAACCAATCAGAACCATAAGCTACAGGCACGCACTGAAGCACTTTACTGATATTCATTCCATTATTCCATATGA 

CAGTTGTTTTGAGTTTCGTACCACCTTATTGTCCCCTTATACAGATAAGGAAACTGGGGTGCAGAAAGGTGAATT 

AACTTTACAAAGTAGACATGACAAGTGAACAGCAGAGCTGGGATCTAAACAGCAATAACTAACATTAACAGAGAA 

TTTAAAATGTTCTTAGTGCTGTGTTATAAGCTTTGGTGGATGTCACTCCTTTAATCCTCACAACACCCTGTCGGG 

TAGTCATATTTTGCAAGTATGGAAGCTGAGGCAGGGCAACATGAAGTAACTTACATAATTCATACAGTAATTTGT 

GCAGTTGGGAGATGTTCAGCCTTAGTCCCTGGCTAATTGCCTGTTCTTTTCCAGCCTGATTTTTTTTCCCACAGG 

AAGAGCCCACATGTAGCCCTGAGGTTTCCTTCCCAGGACAGCTGCAGGGTAGAGATCATTTTAAGTGCTTGTGGA 

GTTGACATCCCTATTGACTCTTTCCCAGCTGATATCAGAGACTTAGACCCAGCACTCCTTGGATTAGCTCTGCAG 

AGTGTCTTGGTTGAGAGAATAACCTCATAGTACCAACATGACATGTGACTTGGAAAGAGACTAGAGGCCACACTT 

GATAAATCATGGGGCACAGATATGTTCCCACCCAACAAATGTGATAAGTGATTGTGCAGCCAGAGCCAGCCTTCC 

TTCAATCAAGGTTTCCAGGCAGAGCAAATACCCTAGAGATTCTCTGTGATATAGGAAATTTGGATCAAGGAAGCT 

AAAAGAATTACAGGGATGTTTTTAATCCCACTATGGACTCAGTCTCCTGGAAATAGGTCTGTCCACTCCTGGTCA 

TTGGTGGATGTTAAACCCATATTCCTTTCAACTGCTGCCTGCTAGGGAAAACTGCTCCTCATTATCATCACTATT 

ATTGCTCACCACTGTATCCCCTCTACTTGGCAAGTGGTTGTCAAGTTCTAGTTGTTCAATAAATGTGTTAATAAT 
GAAAAAAAAAAA 
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FIGURE 12 

MKMASSLAFLLLNFHVSLFLVQLLTPCSAQFSVLGPSGPILAIWGEDADLPCHLFPTMSAETMELRWVSSSLRQV 
VNVYADGKEVEDRQSAPYRGRTSILRDGITAGKAALRIHNVTASDSGKYLCYFQDGDFYEKALVELKVAALGSDL 
HIEVKGYEDGGIHLECRSTGWYPQPQIKWSDTKGENIPAVEAPWADGVGLYAVAASVIMRGSSGGGVSCIIRNS 
LLGLEKTAS I S I ADPFFRSAQPWI AALAGTLP I SLLLLAGAS YFLWRQQKEKI ALSRETEREREMKEMGYAATEQ 
EISLREKLQEELKWRKIQYMARGEKSLAYHEWKMALFKPADVILDPDTANAILLVSEDQRSVQRAEEPRDLPDNP 
ERFEWRYCVLGCENFTSGRHYWEVEVGDRKEWHIGVCSKNVERKKGWVKMTPENGYWTMGLTDGNKYRALTEPRT 
NLKLPEPPRKVGIFLDYETGEISFYNATDGSHIYTFPHASFSEPLYPVFRILTLEPTALTICPIPKEVESSPDPD 
LVPDHSLETPLTPGLANESGEPQAEVTSLLLPAHPGAEVSPSATTNQNHKLQARTEALY 
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FIGURE 13A 

CCGGGCIGCGCGGCGAGGCIGAGCCGGGCCCGGGCGCCGGGGCCGGGGGCGGCIGGCGCGGGCAGGAAGCGCCIC 

GCGGACCCGGGCCCGCCCCCCGCCTCCCGCCGCCTCCGGGCTCCCGGCTCCCGGCCGCGCCTCGCCCCATGCACT 

CGCCGCGCCGCGCAGCCCGCGCACGCCCGGATGGCTCCTCGCGCCGCGGGCGGCGCACCCCTTAGCGCCCGGGCC 

GCCGCCGCCAGCCCCCCGCCGTTCCAGACGCCGCCGCGGTGCCCGGTGCCGCTGCTGTTGCTGCTGCTCCTGGGG 

GCGGCGCGGGCCGGCGCCCTGGAGATCCAGCGTCGGTTCCCCTCGCCCACGCCCACCAACAACTTCGCCCTGGAC 

GGCGCGGCGGGGACCGTGTACCTGGCGGCCGTCAACCGCCTCTATCAGCTGTCGGGCGCCAACCTGAGCCTGGAG 

GCCGAGGCGGCCGTGGGCCCGGTGCCCGACAGCCCGCTGTGTCACGCTCCGCAGCTGCCGCAGGCCTCGTGCGAG 

CACCCGCGGCGCCTCACGGACAACTACAACAAGATCCTGCAGCTGGACCCCGGCCAGGGCCTGGTAGTCGTGTGC 

GGGTCCATCTACCAGGGCTTCTGCCAGCTGCGGCGCCGGGGTAACATCTCGGCCGTGGCCGTGCGCTTCCCGCCC 

GCCGCGCCGCCCGCCGAGCCCGTCACGGTGTTCCCCAGCATGCTGAACGTGGCGGCCAACCACCCGAACGCGTCC 

ACCGTGGGGCTAGTTCTGCCTCCCGCCGCGGGCGCGGGGGGCAGCCGCCTGCTCGTGGGCGCCACGTACACCGGT 

TACGGCAGCTCCTTCXTCCCGCGCAACCGCAGCCTGGAGGACCACCGCTTCGAGAACACGCCCGAGATCGCCATC 

CGCTCCCTGGACACGCGCGGCGACCTGGCCAAGCTCTTCACCTTCGACCTCAACCCCTCCGACGACAACATCCTC 

AAGATCAAGCAGGGCGCCAAGGAGCAGCACAAGCTGGGCTTCGTGAGCGCCTTCCTGCACCCGTCCGACCCGCCG 

CCGGGTGCACAGTCCTACGCGTACCTGGCGCTCAACAGCGAGGCGCGCGCGGGCGACAAGGAGAGCCAGGCGCGG 

AGCCTGCTGGCGCGCATCTGCCTGCCCCACGGCGCCGGCGGCGACGCCAAGAAGCTCACCGAGTCCTACATCCAG 

TTGGGCTTGCAGTGCGCGGGCGGCGCGGGCCGCGGCGACCTCTACAGCCGCCTGGTGTCGGTCTTCCCAGCCCGG 

GAGCGGCTCTTTGCTGTCTTCGAGCGGCCCCAGGGGTCCCCCGCGGCCCGCGCTGCTCCGGCCGCACTCTGCGCC 

TTCCGCTTCGCCGACGTGCGAGCCGCCATCCGAGCTGCGCGCACCGCCTGCTTCGTGGAACCGGCGCCCGACGTG 

GTGGCGGTGCTCGACAGCGTGGTGCAGGGCACGGGACCGGCCTGCGAGCGCAAGCTCAACATCCAGCTCCAGCCA 

GAGCAGCTGGACTGTGGAGCTGCTCACCTGCAGCACCCGCTGTCCATCCTGCAGCCCCTGAAGGCCACGCCCGTG 

TTCCGCGCCCCGGGCCTCACCTCCGTGGCCGTGGCCAGCGTCAACAACTACACAGCGGTCTTCCTGGGCACGGTC 

AACGGGAGGCTTCTCAAGATCAACCTGAACGAGAGCATGCAGGTGGTGAGCAGGCGGGTGGTGACTGTGGCCTAT 

GGGGAGCCCGTGCACCATGTCATGCAGTTTGACCCAGCAGACTCCGTTTACCTTTACCTGATGACGTCCCACCAG 

AXGGCCAGGGTGAAGGTCGCCGCCTGCAACGTGCACTCCACCTGTGGGGACTGCGTGGGXGCGGCGGACGCCTAC 

TGCGGCTGGTGTGCCCTGGAGACGCGGTGCACCTTGCAGCAGGACTGCACCAATTCCAGCCAGCAGCATTTCTGG 

ACCAGTGCCAGCGAGGGCCCCAGCCGCTGTCCTGCCATGACCGTCCTGCCTTCCGAGATCGATGTGCGCCAGGAG 

TACCCAGGCATGATCCTGCAGATCTCGGGCAGCCTGCCCAGCCTCAGTGGCATGGAGATGGCCTGTGACTATGGG 

AACAACATCCGCACTGTGGCTCGGGTCCCAGGCCCTGCCTTTGGTCACCAGATTGCCTACTGCAACCTCCTGCCG 

AGGGACCAGTTTCCGCCCTTCCCCCCCAACCAGGACCACGTGACTGTTGAGATGTCTGXGAGGGTCAATGGGCGG 

AACATCGTCAAGGCCAATTTCACCATCTACGACTGCAGCCGCACTGCACAAGTGTACCCCCACACAGCCTGTACC 

AGCXGCCXGICGGCACAGXGGCCCIGXIICIGGIGCAGCCAGCAGCACXCCXGXGIIXCCAACCAGICICGGXGC 

GAGGCCXCACCAAACCCCACGAGCCCICAGGACXGCCCCCGGACCCIGCXCICACCCCXGGCACCCGXGCCXACG 

GGIGGCXCCCAGAACAXCCIGGIGCCXCIGGCCAACACXGCCXXIIICCAGGGIGCAGCCCXGGAGXGIAGIXXI 

GGGCXGGAGGAGAXCIXCGAGGCXGXGXGGGXGAAIGAGXCXGIIGIACGCXGXGACCAGGXGGXGCIGCACACG 

ACCCGGAAGAGCCAGGXGIXCCCGCXCAGCCXCCAACIAAAGGGGCGGCCAGCCCGAXXCCIGGACAGCCCIGAG 

CCCATGACAGICAIGGXCXAIAACIGXGCCAXGGGCAGCCCCGACIGXICCCAGIGCCXGGGCCGCGAAGACCXG 

GGICACCXGIGCAIGXGGAGIGAIGGCIGCCGCCIGCGGGGGCCXCXGCAGCCCAXGGCXGGCACCXGCCCCGCC 

CCCGAGAXCCGCGCGAIIGAGCCCCIGAGXGGCCCGXIGGACGGIGGGACCCXGCIGACCAXCCGAGGAAGGAAC 

CTGGGCCGGCGGCTCAGTGACGTGGCCCACGGCGTGTGGATTGGTGGTGTGGCCTGTGAGCCACTGCCTGACAGA 

TACACGGTGTCGGAGGAGATCGTGTGTGTCACAGGGCCAGCCCCAGGACCACTCTCAGGTGTGGTGACCGTGAAC 

GCCTCTAAGGAGGGCAAGTCCCGGGACCGCTTCXCCTACGTGCTGCCCCTGGTCCACTCCCTGGAGCCTACCATG 

GGCCCCAAGGCCGGGGGCACCAGGAXCACCAICCAIGGGAAXGACCICCAXGIAGGCXCCGAGCICCAGGICCXG 

GTGAACGACACAGACCCCTGCACGGAGCTGATGCGCACAGATACCAGCATCGCCTGCACCATGCCTGAGGGGGCC 

CTGCCGGCTCCGGTGCCTGTGTGTGTGCGCTTCGAGCGTCGGGGCTGCGTGCACGGCAACCTCACCTTCTGGTAC 

ATGCAGAACCCGGTCATCACGGCCATCAGTCCCCGCCGCAGCCCTGTCAGTGGCGGCAGGACCATCACAGTGGCT 

GGIGAGCGXIXCCACAIGGIGCAGAAIGIGXCCAIGGCCGICCACCACAIXGGCCGGGAGCCCACGCICIGCAAG 

GXICXCAACICCACCCICAXCACCIGCCCGXCCCCCGGGGCCCXGAGCAACGCAICAGCGCCAGXGGACXICXIC 
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FIGURE 13B 

ATCAATGGGCGGGCCTACGCAGACGAGGTGGCTGTGGCTGAGGAGCTACTGGACCCCGAGGAGGCACAGCGGGGC 

AGCAGGTTCCGCCTGGACTACCTCCCCAACCCACAGTTCTCTACGGCCAAGAGGGAGAAGTGGATCAAGCACCAC 

CCCGGGGAGCCTCTCACCCTCGTTATCCACAAGGAGCAGGACAGCCTGGGGCTCCAGAGTCACGAGTACCGGGTC 

AAGATAGGCCAAGTAAGCTGCGACATCCAGATTGTCTCTGACAGAAXCATCCACTGCTCGGTCAACGAGTCCCTG 

GGCGCGGCCGTGGGGCAGCTGCCCATCACAATCCAGGTAGGGAACTTCAACCAGACCATCGCCACACTGCAGCTG 

GGGGGTAGCGAGACGGCCATCATCGTGTCCATCGTCATCTGCAGCGTCCTGCTGCTGCTCTCCGTGGTGGCCCTG 

TTCGTCTTCTGTACCAAGAGCCGACGTGCTGAGCGTTACTGGCAGAAGACGCTGCTGCAGATGGAGGAGATGGAA 

TCTCAGATCCGAGAGGAAATCCGCAAAGGCTTCGCTGAGCTGCAGACAGACATGACAGATCTCACCAAGGAGCTG 

AACCGCAGCCAGGGCATCCCCTTCCTGGAGTATAAGCACTTCGTGACCCGCACCTTCTTCCCCAAGTGTTCCTCC 

CTTTATGAAGAGCGTTACGTGCTGCCCTCCCAGACCCTCAACTCCCAGGGCAGCTCCCAGGCACAGGAAACCCAC 

CCACTGCTGGGAGAGTGGAAGATTCCTGAGAGCTGCCGGCCCAACATGGAAGAGGGAATTAGCTTGTTCTCCTCA 

CTACTCAACAACAAGCACTTCCTCATCGTCTTTGTCCACGCGCTGGAGCAGCAGAAGGACTTTGCGGTGCGCGAC 

AGGTGCAGCCTGGCCTCGCTGCTGACCATCGCGCTGCACGGCAAGCTGGAGTACTACACCAGCATCATGAAGGAG 

CTGCTGGTGGACCTCATTGACGCCTCGGCCGCCAAGAACCCCAAGCTCATGCTGCGGCGCACAGAGTCTGTGGTG 

GAGAAGATGCTCACCAACTGGATGTCCATCTGCATGTACAGCTGTCTGCGGGAGACGGTGGGGGAGCCATTCTTC 

CTGCTGCTGTGTGCCATCAAGCAGCAAATCAACAAGGGCTCCATCGACGCCATCACAGGCAAGGCCCGCTACACA 

CTCAATGAGGAGTGGCTGCTGCGGGAGAACATCGAGGCCAAGCCCCGGAACCTGAACGTGTCCTTCCAGGGCTGT 

GGCATGGACTCGCTGAGCGTGCGGGCCATGGACACCGACACGCTGACACAGGTCAAGGAGAAGATCCTGGAGGCC 

TTCTGCAAGAATGTGCCCTACTCCCAGTGGCCGCGTGCAGAGGACGTCGACCTTGAGTGGTTCGCCTCCAGCACA 

CAGAGCTACATCCTTCGGGACCTGGACGACACCTCAGTGGTGGAAGACGGCCGCAAGAAGCTTAACACGCTGGCC 

CATTACAAGATCCCTGAAGGTGCCTCCCTGGCCATGAGTCTCATAGACAAGAAGGACAACACACTGGGCCGAGTG 

AAAGACTTGGACACAGAGAAGTATTTCCATTTGGTGCTGCCTACGGACGAGCTGGCGGAGCCCAAGAAGTCTCAC 

CGGCAGAGCCATCGCAAGAAGGTGCTCCCGGAAATCTACCTGACCCGCCTGCXCTCCACCAAGGGCACGTTGCAG 

AAGTTTCTGGATGACCTGTTCAAGGCCATTCTGAGTATCCGTGAAGACAAGCCCCCACTGGCTGTCAAGTACTTT 

TTCGACTTCCTGGAGGAGCAGGCTGAGAAGAGGGGAATCTCCGACCCCGACACCCTACACATCTGGAAGACCAAC 

AGCCTTCCTCTCCGGTTCTGGGTGAACATCCTGAAGAACCCCCAGTTTGTCTTTGACATCGACAAGACAGACCAC 

ATCGACGCCTGCCTTTCAGTCATCGCGCAGGCCTTCATCGACGCCTGCTCCATCTCTGACCTGCAGCTGGGCAAG 

GATTCGCCAACCAACAAGCTCCTCTACGCCAAGGAGATTCCTGAGTACCGGAAGATCGTGCAGCGCTACTACAAG 

CAGATCCAGGACATGACGCCGCTCAGCGAGCAAGAGATGAATGCCCATCTGGCCGAGGAGTCGAGGAAATACCAG 

AATGAGTTCAACACCAATGTGGCCATGGCAGAGATTTATAAGTACGCCAAGAGGTATCGGCCGCAGATCATGGCC 

GCGCTGGAGGCCAACCCCACGGCCCGGAGGACACAACTGCAGCACAAGTTTGAGCAGGTGGTGGCTTTGATGGAG 

GACAACATCTACGAGTGCTACAGTGAGGCCTGAGACACATGGAGAGTTGGTCAGGCTGCTGCTGGGAGAAATGGA 

CGCCCACTGGGCCTCAACTTGATCTTCTACCCCGTGCCTGTGACTCAGACTGGGAAATACTGAGCAGAGACGGCT 

GGGGCGGGGGCAGGAGGAGGGGCTGCTCTCTGAGACAGGGGCGCCCCCGCCTTGACCCCTGGGCACCTCCATCCC 

CTCCCACCTGTCCCCAGATCAGTCTCTGGGATGGAGGCCAGAGAGCTGGTCAGGCTCCCCCATCTGCCCAGCACG 

GCCTGCACXGTGCCCACCCACTTGCTCCACAACGTCCAGTTGGTCCTGCTGCCAAGAGCCCCGTGCATCCAGGCG 

GCCAAGCACAAACTGGGGGAGAGGAGGCCGCCAGCCCGGAGGCTGCAGCCCAGAAACTCTACCTCATCCACACTG 

GTGCAGGGAGCCCTCCTTGAACTGACCTTTGATTGGTTTCTGCTTCAACTACCAAAATGTTATCTCCACTTCCCC 

CTCACCCGTAGAGGATCCTGGCCACAGACAGTTTCAAGTAGTGTCAGATTTTTGTTGCTTGGGCGGCTGTTGGTA 

GAGTGGGCAGTGCCCGCGCCATGGGGTGCTCTGTGGGCTTCTCCAGGAGCAGGGAGGGTGGAGGGGAGGGAXGGG 

GGGCACAGGAGCTGGGAGCCCCGTCTCCAGGAAAAGGAGAGGGGTTAAGATGCACCGAGGCTGTAGCTGGGCTAC 

TTGATCTTGCTGAAAGTGTTTCTAAAGATAGCACCACTTTTTTTTTTAAAGCTTTTATATATTAAAAAACGTATC 
ATGC 
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FIGURE 14 

PGCAARLSRARAPGPGAAGAGRKRLADPGPPPASRRL 

AAASPPPFQTPPRCPVPLLLLLLLGAARAGALEIQRRFPSPTPTNNFALDGAAGTVYLAAVNRLYQLSGANLSLE 
AEAAVGPVPDSPLCHAPQLPQASCEHPRRLTDNYNKILQLDPGQGLWVCGSIYQGFCQLRRRGNISAVAVRFPP 
AAPPAEPVTVFPSMLNVAANHPNASTVGLVLPPAAGAGGSRLLVGATYTGYGSSFFPRNRSLEDHRFENTPEIAI 
RSLDTRGDLAKLFTFDLNPSDDNILKIKQGAKEQHKLGFVSAFLHPSDPPPGAQSYAYLALNSEARAGDKESQAR 
SLLARICLPHGAGGDAKKLTESYIQLGLQCAGGAGRGDLYSRLVSVFPARERLFAVFERPQGSPAARAAPAALCA 
FRFADVRAAIRAARTACFVEPAPDWAVLDSWQGTGPACERKLNIQLQPEQLDCGAAHLQHPLSILQPLKATPV 
FRAPGLTSVAVASVNNYTAVFLGTVNGRLLKINLNESMQWSRRWTVAYGEPVHHVMQFDPADSVYLYLMTSHQ 
MARVKVAACNVHSTCGDCVGAADAYCGWCALETRCTLQQDCTNSSQQHFWTSASEGPSRCPAMTVLPSEIDVRQE 
YPGMILQISGSLPSLSGMEMACDYGNNIRTVARVPGPAFGHQIAYCNLLPRDQFPPFPPNQDHVTVEMSVRVNGR 
NIVPCANFTIYDCSRTAQVYPHTACTSCLSAQWPCFWCSQQHSCVSNQSRCEASPNPTSPQDCPRTLLSPLAPVPT 
GCSQNILVPLANTAFFQGAALECSFGLEEIFEAVWVNESVVRCDQVVLHTTRKSQVFPLSLQLKGRPARFLDSPE 
PMTVMVYNCAMGSPDCSQCLGREDLGHLCMWSDGCRLRGPLQPMAGTCPAPEIRAIEPLSGPLDGGTLLTIRGRN 
LGRRLSDVAHGVWIGGVACEPLPDRYTVSEEIVCVTGPAPGPLSGWXVNASKEGKSRDRFSYVLPLVHSLEPTM 
GPKAGGTRITIHGNDLHVGSELQVLVNDTDPCTELMRTDTSIACTMPEGALPAPVPVCVRFERRGCVHGNLTFWY 
MQNPVITAISPRRSPVSGGRTITVAGERFHMVQNVSMAVHHIGREPTLCKVLNSTLITCPSPGALSNASAPVDFF 
INGRAYADEVAVAEELLDPEEAQRGSRFRLDYLPNPQFSTAKREKWIKHHPGEPLTLVIHKEQDSLGLQSHEYRV 
KIGQVSCDIQIVSDRIIHCSVNESLGAAVGQLPITIQVGNFNQTIATLQLGGSETAIIVSIVICSVLLLLSWAL 
FVFCTKSRRAERYWQKTLLQMEEMESQIREEIRKGFAELQTDMTDLTKELNRSQGIPFLEYKHFVTRTFFPKCSS 
LYEERYVLPSQTLNSQGSSQAQETHPLLGEWKIPESCRPNMEEGISLFSSLLNNKHFLIVFVHALEQQKDFAVRD 
RCSLASLLTIALHGKLEYYTSIMKELLVDLIDASAAKNPKLMLRRTESWEKMLTNWMSICMYSCLRETVGEPFF 
LLLCAIKQQINKGSIDAITGKARYTLNEEWLLRENIEAKPRNLNVSFQGCGMDSLSVRAMDTDTLTQVKEKILEA 
FCKNVPYSQWPRAEDVDLEWFASSTQSYILRDLDDTSWEDGRKKLNTLAHYKIPEGASLAMSLIDKKDNT-LGRV 
KDLDTEKYFHLVLPTDELAEPKKSHRQSHRKKVLPEIYLTRLLSTKGTLQKFLDDLFKAILSIREDKPPLAVKYF 
FDFLEEQAEKRGISDPDTLHIWKTNSLPLRFWVNILKNPQFVFDIDKTDHIDACLSVIAQAFIDACSISDLQLGK 
DSPTNKLLYAKEIPEYRKIVQRYYKQIQDMTPLSEQEMNAHLAEESRKYQNEFNTNVAMAEIYKYAKRYRPQI^!iA 
ALEANP TARRTQLQHKFEQ WALME DN I YE C YS E A 
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FIGURE ISA 

CCCTTTTTCCTCCCGTTTTGAAGAGACAATGCTACTTCAGTTTGGAGCACAAACATATGATCAGCACATGGAAAT 
GTGGTAATTCGGATGCATTCGTGATTGCAACAGATTGAAGAAATTAGACCAGACAAAGAGTGTTTTTAGAGGAGA 
GAGGAGGAGGAGGAGGCTGAGAGAGGGAGGGCGACGGGGGTGAGAAAGGGGAGGCCGCCTCTGAGCGGGACGCCG 
GGACTCCCGCCGCTGCTAAATATATCCGTAGAATGGAGAGGGACCGGATCTCAGCCTTGAAAAGATCTTTTGAGG 
TCGAGGAGGTCGAGACACCCAACTCCACCCCACCCCGGAGGGTCCAGACTCCCCTACTCCGAGCCACTGTGGCCA 
GCTCCACCCAGAAATTCCAGGACCTGGGCGTGAAGAACTCAGAACCCTCGGCCCGCCATGTGGACTCCCTAAGCC 
AACGCTCCCCCAAGGCGTCCCTGCGGAGGGTGGAGCTCTCGGGCCCCAAGGCGGCCGAGCCGGTGTCCCGGCGCA 
CTGAGCTGTCCATTGACATCTCGTCCAAGCAGGTGGAGAACGCCGGGGCCATCGGCCCGTCCCGGTTCGGGCTCA 
AGAGGGCCGAGGTGTTGGGCCACAAGACGCCAGAACCGGCCCCTCGGAGGACGGAGATCACCATCGTCAAACCCC 
AGGAGTCAGCCCACCGGAGGATGGAGCCCCCTGCCTCCAAGGTCCCCGAGGTGCCCACTGCCCCTGCCACCGACG 
CAGCCCCCAAGAGGGTGGAGATCCAGATGCCCAAGCCTGCTGAGGCGCCCACCGCCCCCAGCCCAGCCCAGACCT 
TGGAGAATTCAGAGCCTGCCCCTGTGTCTCAGCTGCAGAGCAGGCTGGAGCCCAAGCCCCAGCCCCCTGTGGCTG 
AGGCTACACCCCGGAGCCAGGAGGCCACTGAGGCGGCTCCCAGCTGCGTTGGCGACATGGCCGACACCCCCAGAG 
ATGCCGGGCTCAAGCAGGCGCCTGCATCACGGAACGAGAAGGCCCCGGTGGACTTCGGCTACGTGGGGATTGACT 
CCATCCTGGAGCAGATGCGCCGGAAGGCCATGAAGCAGGGCTTCGAGTTCAACATCATGGTGGTCGGGCAGAGCG 
GCTTGGGTAAATCCACCTTAATCAACACCCTCTTCAAATCCAAAATCAGCCGGAAGTCGGTGCAGCCCACCTCAG 
AGGAGCGCATCCCCAAGACCATCGAGATCAAGTCCATCACGCACGATATTGAGGAGAAAGGCGTCCGGATGAAGC 
TGACAGTGATTGACACACCAGGGTTCGGGGACCACATCAACAACGAGAACTGCTGGCAGCCCATCATGAAGTTCA 
TCAATGACCAGTACGAGAAATACCTGCAGGAGGAGGTCAACATCAACCGCAAGAAGCGCATCCCGGACACCCGCG 
TCCACTGCTGCCTCTACTTCATCCCCGCCACCGGCCACTCCCTCAGGCCCCTGGACATCGAGTTTATGAAACGCC 
TGAGCAAGGTGGTCAACATCGTCCCTGTCATCGCCAAGGCGGACACACTCACCCTGGAGGAGAGGGTCCACTTCA 
AACAGCGGATCACCGCAGACCTGCTGTCCAACGGCATCGACGTGTACCCCCAGAAGGAATTTGATGAGGACTCGG 
AGGACCGGCTGGTGAACGAGAAGTTCCGGGAGATGATCCCATTTGCTGTGGTGGGCAGXGACCACGAGTACCAGG 
TCAACGGCAAGAGGATCCTTGGGAGGAAGACCAAGTGGGGTACCATCGAAGTTGAAAACACCACACACTGTGAGT 
TTGCCTACCTGCGGGACCTTCTCATCAGGACGCACATGCAGAACATCAAGGACATCACCAGCAGCATCCACTTCG 
AGGCGTACCGTGTGAAGCGCCTCAACGAGGGCAGCAGCGCCATGGCCAACGGCGTGGAGGAGAAGGAGCCAGAAG 
CCCCGGAGATGTAGACGCCCCCTGCCCACCCCCGGGATCCTGCCCCCAAGTCATTTCCGTCCCCCCCCCAGGCCC 
TCCCACCACCCCATTTTATTTTATATGATTTTCTCCATTTGTCATCGTTCCCCACCCCTTCGACATGCTGCCAGG 
AAACAAGGGAAGGGGCCTCCCTCCGAGXGAGTCAGTGATGAGGCCGCGGCCTCCCCGAGGTTGTGGGGAGGCTGC 
ACTGGAGCCACAGGCAGGGGTGAGAGCACCCACTGAATTGACATGACCCTCTGTCCCCAGGCCTGGCTCCCCGAG 
GGCTCAGAAGAGCAGCTTCGGTGTGCAGATCATCCGTCGTGTGGGGTTCTCAGTGCCGGAGCTTGGGGTGGGGGC 
CAGGCCTCGCACTTGCAGAGGAGCCCAGTGGGCTGCACGCTCCCCTCCATCCCCATCGGCCCTGTCCCCTGGAGT 
GTGTCAGAGCCCAGGGGAGAATGCAGCCCACCAGGAGCACCTGGACCCCCTGCCCGCCACATGGTGTGGCCATCA 
CTCAGCCCCTACCCCTGCCCTGCTCCTAAGGGTAGAAAACTCCAGGGTCCCCTGCCACCGACTGCCCAGCCACTC 
CAAGCCCCCTGGCAGCTGCCCCTCCTGGAGCAGAAAGTGCCTTTATCTCAGCCATCCGCAGACTGCTGGCCAGAT 
GCGGGGACAGGCTGGAATGAGGGAGGCGTCTTCATCTCCCTGCCATCCCCCTCTCACGCCACCCCCGCCCCCACC 
GGGCTGCAGGTGCTGCTGATGCGCTGGGAXCTGATTGAGGATAAAAAGGAAGGAGAGATGACCCCTACCCCCTCA 
TCCCCCAGTTTTGAAAAGGTCTAAGCAAGTGAGTCTGGTGGAGGAGCTGAGGGAGGGAGCCATGGAAGGTGCCAG 
AAGGAAGGTTGGCGGGGGCACGTGTGGGCCGTGGCTTGGGCTGGTCAGAGTGGCGTGAGCTGCCCGGCGCCTGCC 
CTGCCCAAGTGACCAGGGAAGTGTGTGTGTGTCCATGTGTATGCGTGTCCGTCTGTCTGTCTAGTGTCTGGGTTT 
GGCCCAAGACTGGGCTGTAGXTACATTAATGCCCAGCCAGCCACCCCTGCCACTCACCCCTCCTGGCCCAGGCCT 
TGCTGACTCTCTGAGCTGGGGAGGTGGGAGGCCAGGCGAGCCTGACTCTGTTGATCTACCCGTGCCTGGGCCCCT 
CCCCTCAGAGCCCATGGTAACGAACCCCTAGAAAGGAGAGAACGGGCGTCAGGGGTGCACAGTCCACAGCTGAAG 
AGCAAGGTTTCGTGGCAGCACGGCCCGGCCCCTCACCCTCTGTCCCCACGAGGGGACCCATGGGGGCTGTCTTTG 
CAGGGCACAGATGACCAAAGTCCCTTCCTGCTTCCTGTTACCTGTCTTGCTCCTGGGGAGAAAGAGGGGCCTGAT 
GAGACTCCACTCAGGTGCACACATCACCAGGTGCATCTGCAGGCACCGGGCTGGCTGCTTGCAGCCAGGAGAAGG 
TCAGCGAGAAGGAGTGTATGAGTGTGAGTGTGTGTGCATGGAAGTTGGGGCACTGGGCGTCTGACTCCCTCCCCA 
CCCAAGAGAGGAAGGACCCCXCACCACCCCCACTGGCGAGACAGTTTACTTTGCCGACTTGCCATGTTTTTGCCA 
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FIGURE 15B 

AAACCAAGATTTTGAAGGAAATGAGTGGCCAGCGCCAGGGCCCAGGCCATGTGGCCTGCCCAGCCTCAATGTCAC 
TTGGCGGCGGGGTGGGGTGGGGGTGGGCAGCAGCATCCCAGCCTTGAGATGCTTCACTTTCCTTCTCTGTAACCA 
GACTTTGAAAAATTGTTCGTTTCATCAGGCTCTGTTCCTCAATGGCCTTTTGCTACGTGCCTCCCGAGAAATTTG 
TCTTTTTGTATAAATGACAAAGTGTTGAAAATGTATTTCCTGAAATAAATGTTTCAAATGCAGAAACCCAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 16 

MERDRISALKRSFEVEEVETPNSTPPRRVQTPLLRATVASSTQKFQDLGVKNSEPSARHVDSLSQRSPKASLRRV 
ELSGPKAAEPVSRRTELSIDISSKQVENAGAIGPSRFGLKRAEVLGHKTPEPAPRRTEITIVKPQESAHRRMEPP 
ASKVPEVPTAPATDAAPKRVEIQMPKPAEAPTAPSPAQTLENSEPAPVSQLQSRLEPKPQPPVAEATPRSQEATE 
AAPSCVGDMADTPRDAGLKQAPASRNEKAPVDFGYVGIDSILEQMRRKAMKQGFEFNIMVVGQSGLGKSTLINTL 
FKSKISRKSVQPTSEERIPKT1EIKSITHDIEEKGVRMKLTVIDTPGFGDHINNENCWQPIMKFINDQYEKYLQE 
EVNINRKKRIPDTRVHCCLYFIPATGHSLRPLDIEFMKRLSKWNIVPVIAKADTLTLEERVHFKQRITADLLSN 
GIDVYPQKEFDEDSEDRLVNEKFREMIPFAWGSDHEYQVNGKRILGRKTKWGTIEVENTTHCEFAYLRDLLIRT 
HMQNIKDITSSIHFEAYRVKRLNEGSSAMANGVEEKEPEAPEM 
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FIGURE 17 

CCGCTTCCCCGTCTTGTACACCCCTAACTCCTGAGGCTCCTCCGAATCACGCGAGTGGAAGCGGAGAAGCTCAAG 
TGGCCGCCATGTCAGAGGCTTATTTCCGAGTGGAGTCGGGTGCGCTGGGGCCTGAGGAGAACTTTCTTTCTTTGG 
ACGACATCCTGATGTCCCACGAGAAGCTGCCGGTGCGCACGGAGACCGCCATGCCTCGCCTTGGCGCTTTCTTCC 
TGGAGCGGAGCGCAGGCGCCGAGACTGACAACGCGGTCCCACAGGGTTCCAAGCTTGAACTACCCTTGTGGCTGG 
CAAAAGGACTTTTTGACAACAAGCGACGGATCCTTTCTGTGGAACTCCCCAAGATCTACCAAGAGGGTTGGAGGA 
CTGTGTTCAGTGCAGATCCCAATGTGGTGGACCTCCACAAAATGGGGCCCCATTTCTACGGGTTTGGCTCCCAGC 
TCCTGCATTTTGACAGTCCCGAGAATGCAGACATTTCCCAGTCTCTGCTGCAGACTTTTATCGGACGTTTTCGCC 
GCATCATGGACTCCTCACAGAATGCTTACAACGAAGACACTTCAGCCCTGGTAGCCAGGCTAGACGAGATGGAGA 
GGGGCTTATTTCAAACAGGGCAGAAAGGACTGAATGACTTTCAGTGTTGGGAGAAGGGGCAGGCTTCTCAGATCA 
CAGCTTCCAACCTCGTTCAGAATTACAAGAAGAGAAAATTCACTGATATGGAAGACTGAAAGCCGGAAGAACACA 
GAATGGCTCCTCACAGACGTATCCCTCCGTGTGTCCTTGATAGGAGCTGGTTGACCTTGTACAGAACCAGAATCC 
TGTCCCATTTCATGGCTTATTTCCTGTGGCCATAGAGAATTATAGGGAACTGGACATGCTGGAGGATGTGGGTGT 
CCCTGGCTCTGTGAGTCTTCCAGGACCGTCCCACCCTGCTGACCCACAGCCCAGGCCCTTTAACCCAAGAACCCA 
TGGCCAAGGAGAAATCAAAGTCCTTCCTAAATAAGAATCACTGCCATATAATATATCACAGTAGAGTTGCAACTG 
AGATTCCTTGTGTCTGGGAGTTTGGACAGCTTCAGATGTACAGTTTCACTAGCCACAAAGCACAGGTACAAACTG 
GGTCATCGCCTGTTCACAAAATGCTCTCTTGATCTTATTTGCCTCATCTTCCTCATGGTTGTACAGAGGATAGCA 
CCCCACCATGCCAGCCTGACTTGGAGATATCTCCTGCTGCCTGCCTGCAGGGAGTTACCCCAGTTTCCAAAAACA 
GTCGCCCAGATAAAGGAGGAAAAGGGAAAGGCAGACGAATGGCATGGCTTTTACTAAAGAAAAGATGTTGGCCTC 
ATACTCTATACTCAGGGCTTAATGAACTGGAATCTGCATAACTCAGCAGTCAACCCAGAAGGGAAATGGTTAAAC 
TGAGCTTGTTATTGCCTCGGAGAGCCTAAGAGCACCCGCACACTTAATTCTACTCCCTGTCTAGAAAAGCTGTCA 
GGGAGTCGTTTGGAATTGCAATGTAGTTATTAAGGGCTGTTAACCAGCCTGCATTACATCTGGAAGTCAGGACTT 
GGGTGCTGACTATGAAGGGCCCTGTTTTCAAAATCTAACATTGCAAGTGTAAATGGGCAAGAAGCCTCCGTTGTG 
CTTTTTTTTTCCTCTTCAGTAACTTTTGCAACATTATTGCATAGAAGATCCCTGACCATTTACTAGGAACCTGGT 
TAAGCAAGCACTAATCTCTTTTCCTGGAGATCAAGGATGCAACCTCAGGTTGAGAAAGAAACAGGGTTCCCTGGG 
CCCATTAGACTGTTTGCAGGGCATCACTGCTTCCCCCTGACACCTCACAACTAGCAAAAATTGTCTTTGTCTTTG 
GAAATTATAGAGGGATTTGGGTATCCAGATTGTGCAGATGCAAACTTAGGCTGTCTTGATGCAAACTTAGAACCA 
CAGAAATGCTTTTAAAATGCCTGTTTTAAGATGGAATTGTTGTTTTTATAATTTGATTTTAGTGCTAAATAAATG 
ATTGGCTTTGTACATGAATATGTTCTGTACAAGTGCTCTTTCACTAGTACTACAGATAATCAAAGCTATCAGAAT 
TGTGTCTTTGATCATATTTGACGGTAATACACAAATAAATCCATGTTTTAGCAAAAAAAAAAAAAAAAAAAAAAA 
A 
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FIGURE 18 

MSEAYFRVESGALGPEENFLSLDDILMSHEKLPVRTETAMPRLGAFFLERSAGAETDNAVPQGSKLELPLWLAKG 
LFDNKRRILSVELPKIYQEGWRTVFSADPNWDLHKMGPHFYGFGSQLLHFDSPENADISQSLLQTFIGRFRRIM 
DSSQNAYNEDTSALVARLDEMERGLFQTGQKGLNDFQCWEKGQASQITASNLVQNYKKRKFTDMED 
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FIGURE 19 

GTTTACGTCTCGCTCCGGGGCGGAAAGTGGGTCAGGGCCGGGCTGGCGGAGCGCGCAGCGGGGGCTGCAGATTCT 

TTCCACCATGGCCAGACGCCCCCGGAACAGCAGGGCCTGGCACTTCGTCCTGAGTGCAGCCCGCCGAGACGCAGA 

TGCCCGGGCCGTGGCTCTAGCGAGGCCTCCTTCTGTAGCAGCCTGCACTCGGCCCACCGGGGCAGGGACTGCCGC 

TGCGGAGAGGAAGACGAGTGTGAGCGTGGGGCCCAGCCCCTGCTGGGACTGCACTGCGGGCGGGCCTGGGGGTGG 

GCAGGGCAGAGCCCCATGGAGCTCTCAGGGCTGCCCCAGCCTGGGCCTCTCTTGCAGATTTCGACTGGGTCTGGG 

ATGACTTAAATAAGTCATCAGCCACCCTGCTGAGCTGTGACAACCGTAAGGTCAGCTTCCACATGGAGTACAGCT 

GCGGCACAGCGGCCATCCGGGGCACCAAGGAGCTGGGGGAGGGCCAGCACTTCTGGGAGATCAAGATGACCTCTC 

CCGTCTACGGCACACTCACCTTTTTCAAGAACAGGAAGTGTATAGGTGTGGCAGCCACCAAGCTGCAGAACAAGA 

GATTCTACCCGATGGTGTGCTCCACGGCGGCCCGGAGCAGCATGAAGGTCACCCGCTCCTGTGCCAGCGCCACTT 

CCCTCCAGTACCTGTGCTGCCACCGCCTGCGCCAGCTGCGGCCAGACTCGGGAGACACGCTGGAGGGTCTGCCGC 

TGCCGCCGGGCCTCAAGCAGGTGCTACACAACAAGCTGGGCTGGGTCCTGAGCATGAGTTGCAGCCGCCGCAAGG 

CTCCAGTGTCCGATCCCCAGGCAGCGACCTCCGCCCACCCCAGCAGTCGCGAGCCTCGGCCCTGCCAGAGGAAGC 

GCTGCCGCCGGACCTGACTGACTTCCCAGTGGAACTGCCTTCTTGGGCTGGGGCAGCCCCTTTCCTCTGTCCCTT 

CTTTCTCTGTCCCTTCCTTCCAGCCACACTCCAGGGCGGAGTTGGATGAGGCCCGTCCGGAGGGAGCCATCTCTT 

GCTCCCGAGGCTGGGACAGTCCTTTCTGTGGGGGCTCTAGGGCCCCTCTGCTGCTGTGCTGGGTGGGGAAGCGGC 

TGCCCTGAGCCCCAGGTCTTGTGGGAGGCTGCGAGGACGAGAGCCTGGCTGGAGCCCGCGXTGCTGTTCCTAGAT 

GGTGGGCATCGGGACGTCGGATGTGGACCTGGACAAATACCGCCACACGTTCTGCAGCCTGCTGGGCAGGGATGA 

GGACAGCTGGGGCCTCTCCTACACGGGTGCGTGAGGCCCAGGGTGGGGCGGGGCCGAGCCTGGAGCTCCCGGGCT 

CACTGCGACCCTGGCTGCCCCCAGGCCTCCTCCACCACAAGGGCGACAAGACCAGCTTCTCGTCGCGGTTCGGCC 

AGGGCTCCATCATTGGCGTGCACCTGGACACCTGGCACGGCACACTCACCTTTTTCCTAACTTGCTCTGCATGCT 

GTCAGCGGCTGCCCCGCCGTCATAGACTTAAAGGACTGCAATAAATGTAGAGTTGATGTCTAACACCC 



WO 2004/043361 



PCI7US2003/035268 



22/1629 

FIGURE 20 

MEYSCGTAAIRGTKELGEGQHFWEIKMTSPVYGTLTFFKNRKCIGVAATKLQNKRFyP^WCSTAARSS^^VTRSC 
ASATSLQYLCCHRLRQLRPDSGDTLEGLPLPPGLKQVLHNKLGWVLSMSCSRRKAPVSDPQAATSAHPSSREPRP 
CQRKRCRRT 
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FIGURE 21 

AGAAATCAACTGCTTAGCCGGGTTGTTAGGAGGATCTGATGAGACTAGGATGTGAGTTGAAACTGCTGTGCCAGG 
CACACCTGTGTGGGTCTCACTTGTGCCAGGCATACCTGCGTGGGTCTCACCTGTGTAGGTCTCACCTGTGCCAGG 
TGTACCTGTGTGGGTCTTACCTGTGCAGGTCTCCTGATGCAGGTCTCACCTGTGCCGAGTGTACCTACCTGTGCG 
GGTCTCACCTGTGTCAGGCGTACGTGTAGGGGTCTCACCTGTGAACGTCTCACCTGTGCCAGGTGTATACCTGTG 
TGGCTCTCACTTGTGTGGGTCTGGTATGTGACAAAGGCCTGGGAATTGGCAGCTGTCATCTGCCAGGAGCAGACC 
CTGAGCCAAGTTCCCTGTGCCTTAGGCTCATTTCATGCCCTCAGCTCTGGGAGGCCAATCCCTTTACTGCCACAT 
TTTATAAATGGAAGACTGAGGTTAAGCAGTGGGCCCAGGGCCATAGAACAGCTGAGCTGTGGAGCTGGACATCGA 
CCTTGGGCAGGTGCTGCCAGGGGCCTGAGCCCAGGCCCTCCACTCCCGCATCCTCTGATGACCCATCCTGGGTGA 
GTGGAGGCATCTGCCCGCGCCAGTCAGGCCCAGTGGTGATGGCCCCCATGCCCACAGGACAGAAGCTGCTGGACT 
CACTGGCAGAGACCTGGGACTTCTTCTTCAGTGACGTGCTGCCCATGCTGCAGGCCATCTTCTACCCGGTGCAGG 
GCAAGGAGCCATCGGTGCGCCAGCTGGCCCTGCTGCACTTCCGGAATGCCATCACCCTCAGTGTGAAGCTAGAGG 
ATGCGCTGGCCCGGGCCCATGCCCGCGTGCCCCCTGCCATCGTGCAGATGCTGCTGGTGCTGCAGGGGGTACATG 
AGTCCAGGGGCGTGACTGAGGACTACCTGCGCCTGGAGACGCTGGTCCAGAAGGTGGTGTCGCCATACCTGGGCA 
CCTACGGCCTCCACTCCAGCGAGGGGCCCTTCACCCATTCCTGCATCCTGGAAAAGCGCCTCCTCCGCCGCTCCC 
GCTCGGGGGACGTGCTGGCCAAGAACCCTGTGGTGCGCTCCAAGAGCTACAACACGCCTCTGCTGAACCCCGTGC 
AGGAGCACGAGGCGGAGGGCGCGGCGGCCGGCGGTACCAGCATCCGCTGGCACTCTGTGTCGGAGATGACGTCCT 
GCCCCGAGCCTCAGGGCTTCTCCGACCCGCCCGGCCAGGGCCCCACCGGGACCTTCAGGTCCTCCCCGGCGCCCC 
ACTCAGGGCCCTGCCCCAGCAGACTGTACCCCACGACCCAGCCCCCTGAGCAGGGCTTGGATCCCACCCGCAGCX 
CCCTGCCCCGCTCCAGCCCGGAGAACCTGGTGGACCAGATCCTGGAGTCCGTGGACTCGGATTCTGAAGGGATTT 
TCATTGACTTTGGCCGGGGCCGGGGCTCTGGCATGTCCGACTTGGAGGGCTCTGGGGGCCGGCAGAGTGTCGTGT 
GAGGCCTCACAGCTGGCCTTGAGTTTTTACTGACACGTCCCTGTGTGCGGGGGTGTCCATGTGGCGTGTGTGTGA 
GTGAGACTTTTXTACTGCGTCCCGTCCCGCCAGCCCTGTCGGCCTCGTCACTGGCCTTGGTCACTTTGTATTTCT 
GTCTTGGTTGGAAATACCATCAGCCTTCCTTGCTCGGCCCAGGTCTGTTTCAGGCATCTGAGTCAGCGTTTACCC 
AGGGGCCGGGCCAGAGACGGGGGCCGGCCGCTCGCTCCCACGCTCCTCCTGCCCCAGCCCTCTGGTGTCCACACC 
TGCCCACAGAGAATGTAAACCCAGTGGGCTCTGCCCACGCCGGGCCCCAAAGTGACCAGACTCCAGCACACCTGT 
CTCCTCCTGCCTGGGGTGGCCATGGGGATGGAAGGGGGTGGAATAAAACCTGTCAACCTGAAAAAAAAAAAAAAA 
AAAAAA 
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FIGURE 22 

MAPMPTGQKLLDSLAETWDFFFSDVLPMLQAIFYPVQGKEPSVRQ 

IVQMLLVLQGVHESRGVTEDYLRLETLVQKWSPYLGTYGLHSSEGPFTHSCILEKRLLRRSRSGDVLAKNPWR 
SKSYNTPLLNPVQEHEAEGAAAGGTSIRWHSVSEMTSCPEPQGFSDPPGQGPTGTFRSSPAPHSGPCPSRLYPTT 
QPPEQGLDPTRSSLPRSSPENLVDQILESVDSDSEGIFIDFGRGRGSGMSDLEGSGGRQSW 
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FIGURE 23 

GTTGCCGCTGCGCACCTGGCTCAGGTGAGCTGCCCCGCCCCCGCCCGGCGCGAGCCCCAGGTCCTGGCAGCAGCC 
CCTGACCTGTCCAGGTGCCCTGTCCAGCTGACTGCAAGGACAGAGAGGAGTCCTGCCCAGCTCTTGGATCAGTCT 
GCTGGCCGAGGAGCCCGGTGGAGCCAGGGGTGACCCTGGAGCCCAGCCTGCCCCGAGGAGGCCCCGGCTCAGAGC 
CATCCCAGGTGTCTGTGATAGGGCCCCTGACTTCCTCTCCCCGTCTGAAGACCAGGTGCTGAGGCCTGCCTTGGG 
CAGCTCAGTGGCTCTGAACTGCACGGCTTGGGTAGTCTCTGGGCCCCACTGCTCCCTGCCTTCAGTCCAGTGGCT 
GAAAGACGGGCTTCCATTGGGAATTGGGGGCCACTACAGCCTCCACGAGTACTCCTGGGTCAAGGCCAACCTGTC 
AGAGGTGCTTGTGTCCAGTGTCCTGGGGGTCAACGTGACCAGCACTGAAGTCTATGGGGCCTTCACCTGCTCCAT 
CCAGAACATCAGCTTCTCCTCCTTCACTCTTCAGAGAGCTGGCCCTACAAGCCACGTGGCTGCGGTGCTGGCCTC 
CCTCCTGGTCCTGCTGGCCCTGCTGCTGGCCGCCCTGCTCTATGTCAAGTGCCGTCTCAACGTGCTGCTCTGGTA 
CCAGGACGCGTATGGGGAGGTGGAGATAAACGACGGGAAGCTCTACGACGCCTACGTCTCCTACAGCGACTGCCC 
CGAGGACCGCAAGTTCGTGAACTTCATCCTAAAGCCGCAGCTGGAGCGGCGTCGGGGCTACAAGCTCTTCCTGGA 
CGACCGCGACCTCCTGCCGCGCGCTGAGCCCTCCGCCGACCTCTTGGTGAACCTGAGCCGCTGCCGACGCCTCAT 
CGTGGTGCTTTCGGACGCCTTCCTGAGCCGGGCCTGGTGCAGCCACAGCXTCCGGGAGGGCCTGTGCCGGCTGCT 
GGAGCTCACCCGCAGACCCATCTTCATCACCTTCGAGGGCCAGAGGCGCGACCCCGCGCACCCGGCGCTCCGCCT 
GCTGCGCCAGCACCGCCACCTGGTGACCTTGCTGCTCTGGAGGCCCGGCTCCGTGACTCCTTCCTCCGATTTTTG 
GAAAGAAGTGCAGCTGGCGCTGCCGCGGAAGGTGCGGTACAGGCCGGTGGAAGGAGACCCCCAGACGCAGCTGCA 
GGACGACAAGGACCCCATGCTGATTCTTCGAGGCCGAGTCCCTGAGGGCCGGGCCCTGGACTCAGAGGTGGACCC 
GGACCCTGAGGGCGACCTGGGTGTCCGGGGGCCTGTTTTTGGAGAGCCATCAGCTCCACCGCACACCAGTGGGGT 
CTCGCTGGGAGAGAGCCGGAGCAGCGAAGTGGACGTCTCGGATCTCGGCTCGCGAAACTACAGTGCCCGCACAGA 
CTTCTACTGCCTGGTGTCCAAGGATGATATGTAGCTCCCACCCCAGAGTGCAGGATCATAGGGACAGCGGGGGCC 
AGGGCAGCGGCGTCGCTCCTCTGCTCAACAGGACCACAACCCCTGCCAGCAGCCCTGGGACCCTGCCAGCAGCCC 
TGGGAAAAGGCTGTGGCCTCAGGGCGCCTCCCAGTGCCAGAAAATAAAGTCCTTTTGGATTCTGAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 24 

MPGVCDRAPDFLSPSEDQVLRPALGSSVALNCTAWVVSGPHCSLPSVQWLKDGLPLGIGGHYSLHEYSWVKANLS 
EVLVSSVLGVNVTSTEVYGAFTCSIQNISFSSFTLQR^ 

QDAYGEVEINDGKLYDAYVSYSDCPEDRKFVNFILKPQLERRRGYKLFLDDRDLLPRAEPSADLLVNLSRCRRLI 
WLSDAFLSRAWCSHSFREGLCRLLELTRRPIFITFEGQRRDPAHPALRLLRQHRHLVTLLLWRPGSVTPSSDFW 
KEVQLALPRKVRYRPVEGDPQTQLQDDKDPMLILRGRVPEGRALDSEVDPDPEGDLGVRGPVFGEPSAPPHTSGV 
SLGESRSSEVDVSDLGSRNYSARTDFYCLVSKDDM 
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FIGURE 25 

GGCACGAGGGGAGCGCTTGTTTGCTGCCTCGTACTCCTCCATTTATCCGCC ATGA .TAAGTGCCAGCCGAGCTGCA 
GCAGCCCGTCTCGTGGGCGCCGCAGCCTCCCGGGGCCCTACGGCCGCCCGCCACCAGGATAGCTGGAATGGCCTT 
AGTCATGAGGCTTTTAGACTTGTTTCAAGGCGGGATTATGCATCAGAAGCAATCAAGGGAGCAGTTGTTGGTATT 
GATTTGGGTACTACCAACTCCTGCGTGGCAGTTATGGAAGGTAAACGAGCAAAGGTGCTGGAGAATGCCGAAGGT 
GCCAGAACCACCCCTTCAGTTGTGGCCTTTACAGCAGATGGTGAGCGACTTGTTGGAATGCCGGCCAAGCGACAG 
GCTGTCACCAACCCAAACAATACATTTTATGCTACCAAGCGTCTCATTGGCCGGCGATATGATGATCCTGAAGTA 
CAGAAAGACATTAAAAATGTTCCCTTTAAAATTGTCCGTGCCTCCAATGGTGATGCCTGGGTTGAGGCTCATGGG 
AAATTGTATTCTCCGAGTCAGATTGGAGCATTTGTGTTGATGAAGATGAAAGAGACTGCAGAAAATTACTTGGGG 
CGCACAGCAAAAAATGCTGTGATCACAGTCCCAGCTTATTTCAATGACTCGCAGAGACAGGCCACTAAAGATGCT 
GGCCAGATATCTGGACTGAAXGTGCTTCGGGTGATTAATGAGCCCACAGCTGCTGCTCTTGCCTATGGTCTAGAC 
AAATCAGAAGACAAAGTCATTGCTGTATATGATTTAGGTGGTGGAACTTTTGATATTTCTATCCTGGAAATTCAG 
AAAGGAGTATTTGAGGTGAAATCCACAAATGGGGATACCTTCTTAGGTGGGGAAGACTTTGACCAGGCCTTGCTA 
CGGCACATTGTGAAGGAGXTCAAGAGAGAGACAGGGGTTGATTTGACTAAAGACAACATGGCACTTCAGAGGGTA 
CGGGAAGCTGCTGAAAAGGCTAAGTGTGAACTCTCCTCATCTGTGCAGACTGACATCAATTTGCCCTATCTTACA 
ATGGATTCTTCTGGACCCAAGCATTTGAATATGAAGTTGACCCGTGCTCAATTTGAAGGGATTGTCACTGATCTA 
ATCAGAAGGACTATCGCTCCATGCCAAAAAGCTATGCAAGATGCAGAAGTCAGCAAGAGTGACATAGGAGAAGTG 
ATTCTTGTGGGTGGCATGACTAGGATGCCCAAGGTTCAGCAGACTGTACAGGATCTTTTTGGCAGAGCCCCAAGT 
AAAGCTGTCAATCCTGATGAGGCTGTGGCCATTGGAGCTGCCATTCAGGGAGGTGTGTTGGCCGGCGATGTCACG 
GATGTGCTGCTCCTTGATGTCACTCCCCTGTCTCTGGGTATTGAAACTCTAGGAGGTGTCTTTACCAAACTTATT 
AATAGGAATACCACTATTCCAACCAAGAAGAGCCAGGTATTCTCTACTGCCGCTGATGGTCAAACGCAAGTGGAA 
ATTAAAGTGTGTCAGGGTGAAAGAGAGATGGCTGGAGACAACAAACTCCTTGGACAGTTTACTTTGATTGGAATT 
CCACCAGCCCCTCGTGGAGTTCCTCAGATTGAAGTTACATTTGACATTGATGCCAATGGGATAGTACATGTTTCT 
GCTAAAGATAAAGGCACAGGACGTGAGCAGCAGATTGTAATCCAGTCTTCTGGTGGATTAAGCAAAGATGATATT 
GAAAATATGGTTAAAAATGCAGAGAAATATGCTGAAGAAGACCGGCGAAAGAAGGAACGAGTTGAAGCAGTTAAT 
ATGGCTGAAGGAATCATTCACGACACAGAAACCAAGATGGAAGAATTCAAGGACCAATTACCTGCTGATGAGTGC 
AACAAGCTGAAAGAAGAGATTTCCAAAATGAGGGAGCTCCTGGCTAGAAAAGACAGCGAAACAGGAGAAAATATT 
AGACAGGCAGCATCCTCTCTTCAGCAGGCATCATTGAAGCTGTTCGAAATGGCATACAAAAAGATGGCATCTGAG 
CGAGAAGGCTCTGGAAGTTCTGGCACTGGGGAACAAAAGGAAGATCAAAAGGAGGAAAAACAG TAAT AATAGCAG 
AAATTTTGAAGCCAGAAGGACAACATATGAAGCTTAGGAGTGAAGAGACTTCCTGAGCAGAAATGGGCGAACTTC 
. AGTCTTTTTACTGTGTTTTTGCAGTATTCTATATATAATTTCCTTAATTTGTAAATTTAGTGACCATTAGCTAGT 
GATCATTTAATGGACAGTGATTCTAACAGTATAAAGTTCACAATATTCTATGTCCCTAGCCTGTCATTTTTCAGC 
TGCATGTAAAAGGAGGTAGGATGAATTGATCATTATAAAGATTTAACTATTTTATGCTGAAGTGACCATATTTTC 
AAGGGGTGAAACCATCTCGCACACAGCAATGAAGGTAGTCATCCATAGACTTGAAATGAGACCACATATGGGGAT 
GAGATCCTTCTAGTTAGCCTAGTACTGCTGTACTGGCCTGTATGTACATGGGGTCCTTCAACTGAGGCCTTGCAA 
GTCAAGCTGGCTGTGCCATGTTTGTAGATGGGGCAGAGGAATCTAGAACAATGGGAAACTTAGCTATTTATATTA 
GGTACAGCTATTAAAACAAGGTAGGAATGAGGCTAGACCTTTAACTTCCCTAAGGCATACTTTTCTAGCTACCTT 
CTGCCCTGTGTCTGGCACCTACATCCTTGATGATTGTTCTCTTACCCATTCTGGAATTTTTTTTTTTTTTAAATA 
AATACAGAAAGCATCTTGAAAAAAAAAAAAAAAAAA 
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FIGURE 26 

MISASRAAAARLVGAAASRGPTAARHQDSWNGLSHEAFRLVSRRDYASEAXKGAWGIDLGTTNSCVAVMEGKRA 
KVLENAEGARTTPSVVAFTADGERLVGMPAKRQAVTO 

DAWVEAHGKLYSPSQIGAFVLMKMKETAENYLGRTAKNAVITVPAYFNDSQRQATKDAGQISGLNVLRVINEPTA 
AALAYGLDKSEDKVIAVYDLGGGTFDISILEIQKGVFEVKSTNGDTFLGGEDFDQALLRHIVKEFKRETGVDLTK 
DNMALQRVREAAEKAKCELSSSVQTDINLPYLTMDSSGPKHLNMKLTRAQFEGIVTDLIRRTIAPCQKAMQDAEV 
SKSDIGEVILVGGMTRMPKVQQTVQDLFGRAPSKAVNPDEAVAIGAAIQGGVLAGDVTDVLLLDVTPLSLGIETL 
GGVFTKLINRNTTIPTKKSQVFSXAADGQTQVEIKVCQGEREMAGDNKLLGQFTLIGIPPAPRGVPQIEVTFDID 
ANGIVHVSAKDKGTGREQQIVIQSSGGLSKDDIENMVKNAEKYAEEDRRKKERVEAVNMAEGIIHDTETKMEEFK 
DQLPADECNKLKEEISKMRELLARKDSETGENIRQAASSLQQASLKLFEMAYKKMASEREGSGSSGTGEQKEDQK 
EEKQ 
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FIGURE 27 

GGCACGAGGGGAGCGCTTGTTTGCTGCCTCGTACTCCTCCATTTATCCGCC ATGg ^TAAGTGCCAGCCGAGCTGCA 
GCAGCCCGTCTCGTGGGCGCCGCAGCCTCCCGGGGCCCTACGGCCGCCCGCCACCAGGATAGCTGGAATGGCCTT 
AGTCATGAGGCTTTTAGACTTGTTTCAAGGCGGGATTATGCATCAGAAGCAATCAAGGGAGCAGTTGTTGGTATT 
GATTTGGGTACTACCAACTCCTGCGTGGCAGTTATGGAAGGTAAACGAGCAAAGGTGCTGGAGAATGCCGAAGGT 
GCCAGAACCACCCCTTCAGTTGTGGCCTTTACAGCAGATGGTGAGCGACTTGTTGGAATGCCGGCCAAGCGACAG 
GCTGTCACCAACCCAAACAATACATTTTATGCTACCAAGCGTCTCATTGGCCGGCGATATGATGATCCTGAAGTA 
CAGAAAGACATTAAAAATGTTCCCTTTAAAATTGTCCGTGCCTCCAATGGTGATGCCTGGGTTGAGGCTCATGGG 
AAATTGTATTCTCCGAGTCAGATTGGAGCATTTGTGTTGATGAAGATGAAAGAGACTGCAGAAAATTACTTGGGG 
CGCACAGCAAAAAATGCTGTGATCACAGTCCCAGCTTATTTCAATGACTCGCAGAGACAGGCCACTAAAGATGCT 
GGCCAGATATCTGGACTGAATGTGCTTCGGGTGATTAATGAGCCCACAGCTGCTGCTCTTGCCTATGGTCTAGAC 
AAATCAGAAGACAAAGTCATTGCTGTATATGATTTAGGTGGTGGAACTTTTGATATTTCTATCCTGGAAATTCAG 
AAAGGAGTATTTGAGGTGAAATCCACAAATGGGGATACCTTCTTAGGTGGGGAAGACTTTGACCAGGCCTTGCTA 
CGGCACATTGTGAAGGAGTTCAAGAGAGAGACAGGGGTTGATTTGACTAAAGACAACATGGCACTTCAGAGGGTA 
CGGGAAGCTGCTGAAAAGGCTAAGTGTGAACTCTCCTCATCTGTGCAGACTGACATCAATTTGCCCTATCTTACA 
ATGGATTCTTCTGGACCCAAGCATTTGAATATGAAGTTGACCCGTGCTCAATTTGAAGGGATTGTCACTGATCTA 
ATCAGAAGGACTATCGCTCCATGCCAAAAAGCTATGCAAGATGCAGAAGTCAGCAAGAGTGACATAGGAGAAGTG 
ATTCTTGTGGGTGGCATGACTAGGATGCCCAAGGTTCAGCAGACTGTACAGGATCTTTTTGGCAGAGCCCCAAGT 
AAAGCTGTCAATCCTGATGAGGCTGTGGCCATTGGAGCTGCCATTCAGGGAGGTGTGTTGGCCGGCGATGTCACG 
GATGTGCTGCTCCTTGATGTCACTCCCCTGTCTCTGGGTATTGAAACTCTAGGAGGTGTCTTTACCAAACTTATT 
AATAGGAATACCACTATTCCAACCAAGAAGAGCCAGGTATTCTCTACTGCCGCTGATGGTCAAACGCAAGTGGAA 
ATTAAAGTGTGTCAGGGTGAAAGAGAGATGGCTGGAGACAACAAACTCCTTGGACAGTTTACTTTGATTGGAATT 
CCACCAGCCCCTCGTGGAGTTCCTCAGATTGAAGTTACATTTGACATTGATGCCAATGGGATAGTACATGTTTCT 
GCTAAAGATAAAGGCACAGGACGTGAGCAGCAGATTGTAATCCAGTCTTCTGGTGGATTAAGCAAAGATGATATT 
GAAAATATGGTTAAAAATGCAGAGAAATATGCTGAAGAAGACCGGCGAAAGAAGGAACGAGTTGAAGCAGTTAAT 
ATGGCTGAAGGAATCATTCACGACACAGAAACCAAGATGGAAGAATTCAAGGACCAATTACCTGCTGATGAGTGC 
AACAAGCTGAAAGAAGAGATTTCCAAAATGAGGGAGCTCCTGGCTAGAAAAGACAGCGAAACAGGAGAAAATATT 
AGACAGGCAGCATCCTCTCTTCAGCAGGCATCATTGAAGCTGTTCGAAATGGCATACAAAAAGATGGCATCTGAG 
CGAGAAGGCTCTGGAAGTTCTGGCACTGGGGAACAAAAGGAAGATCAAAAGGAGGAAAAACAGTAATAATAGCAG 
AAATTTTGAAGCCAGAAGGACAACATATGAAGCTTAGGAGTGAAGAGACTTCCTGAGCAGAAATGGGCGAACTTC 
AGTCTTTTTACTGTGTTTTTGCAGTATTCTATATATAATTTCCTTAATTTGTAAATTTAGTGACCATTAGCTAGT 
GATCATTTAATGGACAGTGATTCTAACAGTATAAAGTTCACAATATTCTATGTCCCTAGCCTGTCATTTTTCAGC 
TGCATGTAAAAGGAGGTAGGATGAATTGATCATTATAAAGATTTAACTATTTTATGCTGAAGTGACCATATTTTC 
AAGGGGTGAAACCATCTCGCACACAGCAATGAAGGTAGTCATCCATAGACTTGAAATGAGACCACATATGGGGAT 
GAGATCCTTCTAGTTAGCCTAGTACTGCTGTACTGGCCTGTATGTACATGGGGTCCTTCAACTGAGGCCTTGCAA 
GTCAAGCTGGCTGTGCCATGTTTGTAGATGGGGCAGAGGAATCTAGAACAATGGGAAACTTAGCTATTTATATTA 
GGTACAGCTATXAAAACAAGGTAGGAATGAGGCTAGACCTTTAACTTCCCTAAGGCATACTTTTCTAGCTACCTT 
CTGCCCTGTGTCTGGCACCTACATCCTTGATGATTGTTCTCTTACCCATTCTGGAATTTTTTTTTTTTTTAAATA 
AAT AC AG AAAGC AT C T TGAAAAAAAAAAAAAAAAAA 
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FIGURE 28 

MISASRAAAARLVGAAASRGPTAARHQDSWNGLSHEAFRLVSRRDYASEAIKGAWGIDLGTTNSCVAVMEGKRA 
KVLENAEGARTTP S WAFTADGERLVGMPAKRQ^ 

DAWVEAHGKLYSPSQIGAFVLMKMKETAENYLGRTAKNAVITVPAYFNDSQRQATKDAGQISGLNVLRVINEPTA 
AALAYGLDKSEDKVIAVYDLGGGTFDISILEIQKGVFEVKSTNGDTFLGGEDFDQALLRHIVKEFKRETGVDLTK 
DNMALQRVREAAEKAKCELSSSVQTDINLPYLTMDSSGPKHLNMKLTRAQFEGIVTDLIRRTIAPCQKAMQDAEV 
SKSDIGEVILVGGMTRMPKVQQTVQDLFGRAPSKAVNPDEAVAIGAAIQGGVLAGDVTDVLLLDVTPLSLGIETL 
GGVFTKLINRNTTIPTKKSQVFSTAADGQTQVEIKVCQGEREMAGDNKLLGQFTLIGIPPAPRGVPQIEVTFDID 
ANGIVHVSAKDKGTGREQQIVIQSSGGLSKDDIENMVKNAEKYAEEDRRKKERVEAVNMAEGIIHDTETKMEEFK 
DQLPADECNKLKEE I SKMRELLARKDS ETGENIRQAAS SLQQAS LKLFEMAYKKMASEREGSGS S GTGEQKEDQK 
EEKQ 
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FIGURE 29 

GCCGTGTCGCCACCATGGCTCCGCACCGCCCCGCGCCCGCGCTGCTTTGCGCGCTGTCCCTGGCGCTGTGCGCGC 
TGTCGCTGCCCGTCCGCGCGGCCACTGCGTCGCGGGGGGCGTCCCAGGCGGGGGCGCCCCAGGGGCGGGTGCCCG 
AGGCGCGGCCCAACAGCATGGTGGTGGAACACCCCGAGTTCCTCAAGGCAGGGAAGGAGCCTGGCCTGCAGATCT 
GGCGTGTGGAGAAGTTCGATCTGGTGCCCGTGCCCACCAACCTTTATGGAGACTTCTTCACGGGCGACGCCTACG 
TCATCCTGAAGACAGTGCAGCTGAGGAACGGAAATCTGCAGTATGACCTCCACTACTGGCTGGGCAATGAGTGCA 
GCCAGGATGAGAGCGGGGCGGCCGCCATCTTTACCGTGCAGCTGGATGACTACCTGAACGGCCGGGCCGTGCAGC 
ACCGTGAGGTCCAGGGCTTCGAGTCGGCCACCTTCCTAGGCTACTTCAAGTCTGGCCTGAAGTACAAGAAAGGAG 
GTGTGGCATCAGGATTCAAGCACGTGGTACCCAACGAGGTGGTGGTGCAGAGACTCTTCCAGGTCAAAGGGCGGC 
GTGTGGTCCGTGCCACCGAGGTACCTGTGTCCTGGGAGAGCTTCAACAATGGCGACTGCTTCATCCTGGACCTGG 
GCAACAACATCCACCAGTGGTGTGGTTCCAACAGCAATCGGTATGAAAGACTGAAGGCCACACAGGTGTCCAAGG 
GCATCCGGGACAACGAGCGGAGTGGCCGGGCCCGAGTGCACGTGTCTGAGGAGGGCACTGAGCCCGAGGCGATGC 
TCCAGGTGCTGGGCCCCAAGCCGGCTCTGCCTGCAGGTACCGAGGACACCGCCAAGGAGGAXGCGGCCAACCGCA 
AGCTGGCCAAGCTCTACAAGGTCTCCAATGGTGCAGGGACCATGTCCGTCTCCCTCGTGGCTGATGAGAACCCCT 
TCGCCCAGGGGGCCCTGAAGTCAGAGGACTGCTTCATCCTGGACCACGGCAAAGATGGGAAAATCTTTGTCTGGA 
AAGGCAAGCAGGCAAACACGGAGGAGAGGAAGGCTGCCCTCAAAACAGCCTCTGACTTCATCACCAAGATGGACT 
ACCCCAAGCAGACTCAGGTCTCGGTCCTTCCTGAGGGCGGTGAGACCCCACTGTTCAAGCAGTTCTTCAAGAACT 
GGCGGGACCCAGACCAGACAGATGGCCTGGGCTTGTCCTACCTTTCCAGCCATATCGCCAACGTGGAGCGGGTGC 
CCTTCGACGCCGCCACCCTGCACACCTCCACTGCCATGGCCGCCCAGCACGGCATGGATGACGATGGCACAGGCC 
AGAAACAGATCTGGAGAATCGAAGGTTCCAACAAGGTGCCCGTGGACCCTGCCACATATGGACAGTTCTATGGAG 
GCGACAGCTACAXCATTCTGTACAACTACCGCCATGGTGGCCGCCAGGGGCAGATAATCTATAACTGGCAGGGTG 
CCCAGTCTACCCAGGATGAGGTCGCTGCATCTGCCATCCTGACTGCTCAGCTGGATGAGGAGCTGGGAGGTACCC 
CTGTCCAGAGCCGTGTGGTCCAAGGCAAGGAGCCCGCCCACCTCATGAGCCTGTTTGGTGGGAAGCCCATGATCA 
TCTACAAGGGCGGCACCTCCCGCGAGGGCGGGCAGACAGCCCCTGCCAGCACCCGCCTCTTCCAGGTCCGCGCCA 
ACAGCGCTGGAGCCACCCGGGCTGTTGAGGTATTGCCTAAGGCTGGTGCACTGAACTCCAACGATGCCTTTGTTC 
TGAAAACCCCCTCAGCCGCCTACCTGTGGGTGGGTACAGGAGCCAGCGAGGCAGAGAAGACGGGGGCCCAGGAGC 
TGCTCAGGGTGCTGCGGGCCCAACCTGTGCAGGTGGCAGAAGGCAGCGAGCCAGATGGCTTCTGGGAGGCCCTGG 
GCGGGAAGGCTGCCTACCGCACATCCCCACGGCTGAAGGACAAGAAGATGGATGCCCATCCTCCTCGCCTCTTTG 
CCTGCTCCAACAAGATTGGACGTTTTGTGATCGAAGAGGTTCCTGGTGAGCTCATGCAGGAAGACCTGGCAACGG 
ATGACGTCATGCTTCTGGACACCTGGGACCAGGTCTTTGTCTGGGTTGGAAAGGATTCTCAAGAAGAAGAAAAGA 
CAGAAGCCTTGACTTCTGCTAAGCGGTACATCGAGACGGACCCAGCCAATCGGGATCGGCGGACGCCCATCACCG 
TGGTGAAGCAAGGCTTTGAGCCTCCCTCCTTTGTGGGCTGGTTCCTTGGCTGGGATGATGATTACTGGTCTGTGG 
ACCCCTTGGACAGGGCCATGGCTGAGCTGGCTGCCTGAGGAGGGGCAGGGCCCACCCATGTCACCGGTCAGTGCC 
TTTTGGAACTGTCCTTCCCTCAAAGAGGCCTTAGAGCGAGCAGAGCAGCTCrGCTATGAGTGTGTGTGTGTGTGT 
GTGTTGTTTCTTTTTTTTTTTTTTACAGTATCCAAAAATAGCCCTGCAAAAATTCAGAGTCCTTGCAAAATTGTC 
TAAAATGTCAGTGTTTGGGAAATTAAATCCAATAAAAACATTTTGAAGTGTG 
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FIGURE 30 

MAPHRPAPALLCAIjSLALCALSLPVRAATASRGASQAGAPQGRVPEARPNSMVVEHPEFLKAGKEPGLQIWRVEK 
FDLVPVPTNLYGDFFTGDAYVILKTVQLRNGNLQYDLHYWLGNECSQDESGAAAIFTVQLDDYLNGRAVQHREVQ 
GFESATFLGYFKSGLKYKKGGVASGFKHWPNEVWQRLFQVKGRRWRATEVPVSWESFNNGDCFILDLGNNIH 
QWCGSNSNRYERLKATQVSKGIRDNERSGRARVHVSEEGTEPEAMLQVLGPKPALPAGTEDTAKEDAANRKLAKL 
YKVSNGAGTMSVSLVADENPFAQGALKSEDCFILDHGKDGKIFVWKGKQANTEERKAALKTASDFITKMDYPKQT 
QVSVLPEGGETPLFKQFFKNWRDPDQTDGLGLSYLSSHIANVERVPFDAATLHTSTAMAAQHGMDDDGTGQKQIW 
RIEGSNKVPVDPATYGQFYGGDSYIILYNYRHGGRQGQIIYNWQGAQSTQDEVAASAILTAQLDEELGGTPVQSR 
VVQGKEPAHLMSLFGGKPMIIYKGGTSREGGQTAPASTRLFQVRANSAGATRAVEVLPKAGALNSNDAFVLKTPS 
AAYLWVGTGASEAEKTGAQELLRVLRAQPVQVAEGSEPDGFWEALGGKAAYRTSPRLKDKKMDAHPPRLFACSNK 
IGRFVIEEVPGELMQEDLATDDVMLLDTWDQVFVWVGKDSQEEEKTEALTSAKRYIETDPANRDRRTPITVVKQG 
FEPPSFVGWFLGWDDDYWSVDPLDRAMAELAA 
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FIGURE 31 

CGCCCCTGCTCTCGCGCCGGCGTCGGCTGCGTCTCCGGCGTTTGAATTGCGCTTCCGCCATCTTTCCAGCCTCAG 
TCGGACGGGCGCGGAGGCGCTTCTGGAAGGAACGCCGCGMGGCTGCGCAGGGAGAGCCCCAGGTCCAGTTCAAA 
CTTGTATTGGTTGGTGATGGTGGTACTGGAAAAACGACCTTCGTGAAACGTCATTTGACTGGTGAATTTGAGAAG 
AAGTATGTAGCCACCTTGGGTGTTGAGGTTCATCCCCTAGTGTTCCACACCAACAGAGGACCTATTAAGTTCAAT 
GTATGGGACACAGCCGGCCAGGAGAAATTCGGTGGACTGAGAGATGGCTATTATATCCAAGCCCAGTGTGCCATC 
ATAATGTTTGATGTAACATCGAGAGTTACTTACAAGAATGTGCCTAACTGGCATAGAGATCTGGTACGAGTGTGT 
GAAAACATCCCCATTGTGTTGTGTGGCAACAAAGTGGATATTAAGGACAGGAAAGTGAAGGCGAAATCCATTGTC 
TTCCACCGAAAGAAGAATCTTCAGTACTACGACATTTCTGCCAAAAGTAACTACAACTTTGAAAAGCCCTTCCTC 
TGGCTTGCTAGGAAGCTCATTGGAGACCCTAACTTGGAATTTGTTGCCATGCCTGCTCTCGCCCCACCAGAAGTT 
GTCATGGACCCAGCTTTGGCAGCACAGTATGAGCACGACTTAGAGGTTGCTCAGACAACTGCTCTCCCGGATGAG 
GATGATGACCTGTGAGAATGAAGCTGGAGCCCAGCGTCAGAAGTCTAGTTTTATAGGCAGCTGTCCTGTGATGTC 
ACCGGTGCAGCGTGTGTGCCACCTCATTATTATCTAGCTAAGCGGAACATGTGCTTTATCTGTGGGATGCTGAAG 
GAGATGAGTGGGCTTCGGAGTGAATGTGGCAGTTTAAAAAAT21ACTTCATTGTTTGGACCTGCATATTTAGCTGT 
TTGGACGCAGTTGATTCCTTGAGTTTCATATATAAGACTGCTGCAGTCACATCACAATATTCAGTGGTGAAATCT 
TGTTTGTTACXGTCATTCCCATTCCTTTTCTTTAGAATCAGAATAAAGTTGTATTTCAAATATCTAAGCAAGTGA 
ACTCATCCCTTGTTTATAAATAGCATTTGGAAACCACTAAAGTAGGGAAGTTTTATGCCATGTTAATATTTGAAT 
TGCCTTGCTTTTATCACTTAATXTGAAATCTATTGGGTTAATTTCTCCCTATGTTTATTTTTGTACATTTGAGCC 
ATGTCACACAAACTGATGATGACAGGTCAGCAGTATTCTATTTGGTTAGAAGGGTTACATGGTGTAAATATXAGT 
GCAGTTAAGCTAAAGCAGTGTTTGCTCCACCTTCATATTGGCTAGGTAGGGTCACCTAGGGAAGCACTTGCTCAA 
AATCTGTGACCTGTCAGAATAAAAATGTGGTTTGTACATATCAAATAGATATTTTAAGGGTAATATTTTCTTTTA 
TGGCAAAAGTAATCATGTTTTAATGTAGAACCTCAAACAGGATGGAACATCAGTGGATGGCAGGAGGTTGGGAAT 
TCTTGCTGTTAAAAATAATTACAAATTTTGCACTTTTTGTTTGAATGTTAGATGCTTAGTGTGAAGTTGATACGC 
AAGCCG 
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FIGURE 32 

MAAQGEPQVQFKLVLVGDGGTGKTTFVKRHLTGEFEKKYVATLGVEVHPLVFHTNRGPIKFNVWDTAGQEKFGGL 
RDGYYIQAQCAI IMFDVTSRVTYKNVPNWHRDLVRVCENIP IVLCGNKVD IKDRKVKAKS I VFHRKKNLQYYDI S 
AKSNYNFEKPFLWLARKLIGDPNLEFVAMPALAPPEVVMDPALAAQYEHDLEVAQTTALPDEDDDL 
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FIGURE 33 

GGCACGAGGCGCCCGCCTGCTACGAGTAGAACGCTGTCCGCAGCTTGCGCATTTCGCAGCCGCTGCCGCCTCGCC 
GCTGCTCCTTCGTAAGGCCACTTCCGCACACCGACACCAACATGAACGGACAGCTCAACGGCTTCCACGAGGCGT 
TCATCGAGGAGGGCACATTCCTTTTCACCTCAGAGTCGGTCGGGGAAGGCCACCCAGATAAGATTTGTGACCAAA 
TCAGTGATGCTGTCCTTGATGCCCACCTTCAGCAGGATCCTGATGCCAAAGTAGCTTGTGAAACTGTTGCTAAAA 
CTGGAATGATCCTTCTTGCTGGGGAAATTACATCCAGAGCTGCTGTTGACTACCAGAAAGTGGTTCGTGAAGCTG 
TTAAACACATTGGATATGATGATTCTTCCAAAGGTTTTGACTACAAGACTTGTAACGTGCTGGTAGCCTTGGAGC 
AACAGTCACCAGATATTGCTCAAGGTGTTCATCTTGACAGAAATGAAGAAGACATTGGTGCTGGAGACCAGGGCT 
TAATGTTTGGCTATGCCACTGATGAAACTGAGGAGTGTATGCCTTTAACCATTGTCTTGGCACACAAGCTAAATG 
CCAAACTGGCAGAACTACGCCGTAATGGCACTTTGCCTTGGTTACGCCCTGATTCTAAAACTCAAGTTACTGTGC 
AGTATATGCAGGATCGAGGTGCTGTGCTTCCCATCAGAGTCCACACAATTGTTATATCTGTTCAGCATGATGAAG 
AGGTTTGTCTTGATGAAATGAGGGATGCCCTAAAGGAGAAAGTCATCAAAGCAGTTGTGCCTGCGAAATACCTTG 
ATGAGGATACAATCTACCACCTACAGCCAAGTGGCAGATTTGTTATTGGTGGGCCTCAGGGTGATGCTGGTTTGA 
CTGGACGCAAAATCATTGTGGACACTTATGGCGGTTGGGGTGCTCATGGAGGAGGTGCCTTTTCAGGAAAGGATT 
ATACCAAGGTCGACCGTTCAGCTGCTTATGCTGCTCGTTGGGTGGCAAAATCCCTTGTTAAAGGAGGTCTGTGCC 
GGAGGGTTCTTGTTCAGGTCTCTTATGCTATTGGAGTTTCTCATCCATTATCTATCTCCATTTTCCATTATGGTA 
CCTCTCAGAAGAGTGAGAGAGAGCTATTAGAGATTGTGAAGAAGAATTTCGATCTCCGCCCTGGGGTCATTGTCA 
GGGATCTGGATCTGAAGAAGCCAATTTATCAGAGGACTGCAGCCTATGGCCACTTTGGTAGGGACAGCTTCCCAT 
GGGAAGTGCCCAAAAAGCTTAAATAT5PGAAAGTGTTAGCCTTTTTTCCCCAGACTTGTTGGCGTAGGCTACAGAG 
AAGCCTTCAAGCTCTGAGGGAAAGGGCCCTCCTTCCTAAATTTTCCTGTCCTCTTTCAGCTCCTGACCAGTTGCA 
GTCACTCTAGTCAATGACATGAATTTTAGCTTTTGTGGGGGACTGTAAGTTGGGCTTGCTATTCTGTCCCTAGGT 
GTTTTGTTCACCATTATAATGAATTTAGTGAGCATAGGTGATCCATGTAACTGCCTAGAAACAACACTGTAGTAA 
ATAATGCTTTGAAATTGAACCTTTGTGCCCTATCACCCAACGCTCCAAAGTCATAATTGCATTGACTTTCCCCAC 
CAGATGCTGAAAATGTCCTTGTGATGTGCACGTAAAGTACTTGTAGTTCCACTTATAGCCTCTGTCTGGCAATGC 
CACAGCCCTGTCAGCATGAATTTGTAATGTCTTGAGCTCTATTATGAATGTGAAGCCTTCCCCTTATCCTCCCTG 
TAACTTGATCCATTTCTAATTATGTAGCTCTTTGTCAGGGAGTGTTCCCTATCCAATCAATCTTGCATGTAACGC 
AAGTTCCCAGTTGGAGCTCCAGCCTGACATCAAAAAAGGCAGTTACCATTl^AACCATCTCCCTGGTGCTTATGCT 
CTTAATTGCCACCTCTAACAGCACCAAATCAAAATCTCTCCACTTTCAGCTGTCTTTTGGAGGACGTACGTAATA 
AGGTTTTAATTTAGTAAACCAATCCTATGCATGGTTTCAGCACTAGCCAAACCTCACCAACTCCTAGTTCTAGAA 
AAACAGGCACTTGGCAGCCTTGTGATGTCATACAGAGAAGTCACAGGGCAGTACCTGAGGGTCTGTAGGTTGCAC 
ACTTTGGTACCAGATAACTTTTTTTTTTCTTTATAAGAAAGCCTGAGTACTCCACACTGCACAATAACTCCTCCC 
AGGGTTTTAACTTTGTTTTATTTTCAAAACCAGGTCCAATGAGCTTTCTGAACAGCTGGTGTAGCTACAGAGAAA 
CCAGCTTCCTTCAGAGAGCAGTGCTTTTGGCGGGGAGGAGGAAATCCCTTCATACTTGAACGTTTTCTAATTGCT 
TATTTATTGTATTCTGGGGTATGGCGTAAGTACAGAGAAGCCATCACCTCAGATGGCAGCTTTTAAAAGATTTTT 
TTTTTTTCTCTCAACACCATGATTCCTTTAACAACATGTTTCCAGCATTCCCAGGTAGGCCAAGGTGTCCTACAG 
AAAAACCTTGGGTTAGACCTACAGGGGGTCTGGCTGGTGTTAACAGAAGGGAGGGCAGAGCTGGTGCGGCTGGCC 
ATGGAGAAAGCTGACTTGGCTGGTGTGGTACAGAGAAGCCAGCTTGTTTACATGCTTATTCCATGACTGCTTGCC 
CTAAGCAGAAAGTGCCTTTCAGGATCTATTTTTGGAGGTTTATTACGTATGTCTGGTTCTCAATTCCAACAGTTT 
AATGAAGATCTAAATAAAATGCTAGGTTCTACCTTAAAAAAAAAAAAAAAAAA 
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FIGURE 34 

MNGQLNGFHEAF IEEGTFLFTSESVGEGHPDKICDQI SDAVLDAHLQQDPDAKVACETVAKTGMILLAGE I TSRA 
AVDYQKVVREAVKHIGYDDSSKGFDYKTCITVXVALEQQSPDIAQGVHLDRNEEDIGAGDQGLMFGYATDETEECM 
PLTIVLAHKLNAKLAELRRNGTLPWLRPDSKTQVTVQYMQDRGAVLPIRVHTIVISVQHDEEVCLDEMRDALKEK 
VIKAWPAKYLDEDTIYHLQPSGRFVIGGPQGDAGLTGRKIIVDTYGGWGAHGGGAFSGKDYTKVDRSAAYAARW 
VAKSLVKGGLCRRVLVQVS YAIGVSHPLS IS IFHYGTSQKSERELLE IVKKNFDLRPGVIVRDLDLKKP I YQRTA 
AYGHFGRDSFPWEVPKKLKY 
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FIGURE 35 

GGCACGAGGCGCCCGCCTGCTACGAGTAGAACGCTGTCCGCAGCTTGCGCATTTCGCAGCCGCTGCCGCCTCGCC 
GCTGCTCCTTCGTAAGGCCACTTCCGCACACCGACACCAACAT^ACGGACAGCTCAACGGCTTCCACGAGGCGT 
TCATCGAGGAGGGCACATTCCTTTTCACCTCAGAGTCGGTCGGGGAAGGCCACCCAGATAAGATTTGTGACCAAA 
TCAGTGATGCTGTCCTTGATGCCCACCTTCAGCAGGATCCTGATGCCAAAGTAGCTTGTGAAACTGTTGCTAAAA 
CTGGAATGATCCTTCJTTGCTGGGGAAATTACATCCAGAGCTGCTGTTGACTACCAGAAAGTGGTTCGTGAAGCTG 
TTAAACACATTGGATATGATGATTCTTCCAAAGGTTTTGACTACAAGACTTGTAACGTGCTGGTAGCCTTGGAGC 
AACAGTCACCAGATATTGCTCAAGGTGTTCATCTTGACAGAAATGAAGAAGACATTGGTGCTGGAGACCAGGGCT 
TAATGTTTGGCTATGCCACTGATGAAACTGAGGAGTGTATGCCTTTAACCATTGTCTTGGCACACAAGCTAAATG 
CCAAACTGGCAGAACTACGCCGTAATGGCACTTTGCCTTGGTTACGCCCTGATTCTAAAACTCAAGTTACTGTGC 
AGTATATGCAGGATCGAGGTGCTGTGCTTCCCATCAGAGTCCACACAATTGTTATATCTGTTCAGCATGATGAAG 
AGGTTTGTCTTGATGAAATGAGGGATGCCCTAAAGGAGAAAGTCATCAAAGCAGTTGTGCCTGCGAAATACCTTG 
ATGAGGATACAATCTACCACCTACAGCCAAGTGGCAGATTTGTTATTGGTGGGCCTCAGGGTGATGCTGGrTTGA 
CTGGACGCAAAATCATTGTGGACACTTATGGCGGTTGGGGTGCTCATGGAGGAGGTGCCTTTTCAGGAAAGGATT 
ATACCAAGGTCGACCGTTCAGCTGCTTATGCTGCTCGXTGGGTGGCAAAATCCCTTGTTAAAGGAGGTCTGTGCC 
GGAGGGTTCTTGTTCAGGTCTCTTATGCTATTGGAGTTTCTCATCCATTATCTATCTCCATTTTCCATTATGGTA 
CCTCTCAGAAGAGTGAGAGAGAGCTATTAGAGATTGTGAAGAAGAATTTCGATCTCCGCCCTGGGGTCATTGTCA 
GGGATCTGGATCTGAAGAAGCCAATTTATCAGAGGACTGCAGCCTATGGCCACTTTGGTAGGGACAGCTTCCCAT 
GGGAAGTGCCCAAAAAGCTTAAATATTGAAAGTGTTAGCCTTTTTTCCCCAGACTTGTTGGCGTAGGCTACAGAG 
AAGCCTTCAAGCTCTGAGGGAAAGGGCCCTCCTTCCTAAATTTTCCTGTCCTCTTTCAGCTCCTGACCAGTTGCA 
GTCACTCTAGTCAATGACATGAATTTXAGCTTTTGTGGGGGACTGTAAGTTGGGCTTGCTATTCTGTCCCTAGGT 
GTTTTGTTCACCATTATAATGAATTTAGTGAGCATAGGTGATCCATGTAACTGCCTAGAAACAACACTGTAGTAA 
ATAATGCTTTGAAATTGAACCTTTGTGCCCTATCACCCAACGCTCCAAAGTCATAATTGCATTGACTTTCCCCAC 
CAGATGCTGAAAATGTCCTTGTGATGTGCACGTAAAGTACTTGTAGTTCCACTTATAGCCTCTGTCTGGCAATGC 
CACAGCCCTGTCAGCATGAATTTGTAATGTCTTGAGCTCTATTATGAATGTGAAGCCTTCCCCTTATCCTCCCTG 
TAACTTGATCCATTTCTAATTATGTAGCTCTTTGTCAGGGAGTGTTCCCTATCCAATCAATCTTGCATGTAACGC 
AAGTTCCCAGTTGGAGCTCCAGCCTGACATCAAAAAAGGCAGTTACCATTAAACCATCTCCCTGGTGCTTATGCT 
CTTAATTGCCACCTCTAACAGCACCAAATCAAAATCTCTCCACTTTCAGCTGTCTTTTGGAGGACGTACGTAATA 
AGGTTTTAATTTAGTAAACCAATCCTATGCATGGTTTCAGCACTAGCCAAACCTCACCAACTCCTAGTTCTAGAA 
AAACAGGCACTTGGCAGCCTTGTGATGTCATACAGAGAAGTCACAGGGCAGTACCTGAGGGTCTGTAGGTTGCAC 
ACTTTCGTACCAGATAACTTTTTTTTTTCTTTATAAGAAAGCCTGAGTACTCCACACTGCACAATAACTCCTCCC 
AGGGTTTTAACTTTGTTTTATTTTCAAAACCAGGTCCAATGAGCTTTCTGAACAGCTGGTGTAGCTACAGAGAAA 
CCAGCTTCCTTCAGAGAGCAGTGCTTTTGGCGGGGAGGAGGAAATCCCTTCATACTTGAACGTTTTCTAATTGCT 
TATTTATTGTATTCTGGGGTATGGCGTAAGTACAGAGAAGCCATCACCTCAGATGGCAGCTTTTAAAAGATTTTT 
TTTTTTTCTCTCAACACCATGATTCCTXTAACAACATGTTTCCAGCATTCCCAGGTAGGCCAAGGTGTCCTACAG 
AAAAACCXXGGGXXAGACCXACAGGGGGXCXGGCXGGXGXXAACAGAAGGGAGGGCAGAGCTGGXGCGGCXGGCC 
AXGGAGAAAGCXGACXXGGCXGGXGXGGXACAGAGAAGCCAGCXTGXXXACAXGCXXAXXCCAXGACXGCXXGCC 
CXAAGCAGAAAGXGCCXXXCAGGATCXAXXXXXGGAGGXXXATXACGXAXGXCXGGXXCXCAAXXCCAACAGXXX 
AAXGAAGAXCXAAAXAAAAXGCXAGGXXCXACCXXAAAAAAAAAAAAAAAAAA 
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FIGURE 36 

MNGQLNGFHEAFIEEGTFLFTSESVGEGHPDKICDQISDAVLDAHLQQDPDAKVACETVAKTGMILLAGEITSRA 
AVDYQKVVREAVKHIGYDDSSKGFDYKTC1WLVALEQQSPDIAQGVHLDRNEEDIGAGDQGLMFGYATDETEECM 
PLTIVIJ^KLNAKLAELRRNGTLPWLRPDSKTQVTVQYMQDRGAVLPIRVHTIVISVQHDEEVCLDEMRDALKEK 
VIKAWPAKYLDEDTIYHLQPSGRFVIGGPQGDAGLTGRKIIVDTYGGWGAHGGGAFSGKDYTKVDRSAAYAARW 
VAKSLVKGGLCRRVLVQVSYAIGVSHPLSISIFHYGTSQKSERELLEIVKKNFDLRPGVIVRDLDLKKPIYQRTA 
AYGHFGRDSFPWEVPKKLKY 
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FIGURE 37 

GTCAGTCCCTCCTGTAGCCGCCGCCGCCGCCGCCCGCCGCCCCTCTGCCAGCAGCTCCGGCGCCACCTCGGGCCG 
GCGTCTCCGGCGGGCGGGAGCCAGGCGCTGACGGGCGCGGCGGGGGCGGCCGAGCGCTCCTGCGGCTGCGACTCA 
GGCTCCGGCGTCTGCGCTTCCCCATGGGGCTGGCCTGCGGCGCCTGGGCGCTCTGAGATTGTCACTGCTGTTCCA 
AGGGCACACGCAGAGGGATTTGGAATTCCTGGAGAGTTGCCTTTGTGAGAAGCTGGAAATATTTCTTTCAATTCC 
ATCTCTTAGTTTTCCATAGGAACATCAAGAAATCM^ACAACTTTGGTAATGAAGAGTTTGACTGCCACTTCCT 
CGATGAAGGTTTTACTGCCAAGGACATTCTGGACCAGAAAATTAATGAAGTTTCTTCTTCTGATGATAAGGATGC 
CTTCTATGTGGCAGACCTGGGAGACATTCTAAAGAAACATCTGAGGTGGTTAAAAGCTCTCCCTCGTGTCACCCC 
CTTTTATGCAGTCAAATGTAATGATAGCAAAGCCATCGTGAAGACCCTTGCTGCTACCGGGACAGGATTTGACTG 
TGCTAGCAAGACTGAAATACAGTTGGTGCAGAGTCTGGGGGTGCCTCCAGAGAGGATTATCTATGCAAATCCTTG 
TAAACAAGTATCTCAAATTAAGTATGCTGCTAATAATGGAGTCCAGATGATGACTTTTGATAGTGAAGTTGAGTT 
GATGAAAGTTGCCAGAGCACATCCCAAAGCAAAGTTGGTTTTGCGGATTGCCACTGATGATTCCAAAGCAGTCTG 
TCGTCTCAGTGTGAAATTCGGTGCCACGCTCAGAACCAGCAGGCTCCTTTTGGAACGGGCGAAAGAGCTAAATAT 
CGATGTTGTTGGTGTCAGCTTCCATGTAGGAAGCGGCTGTACCGATCCTGAGACCTTCGTGCAGGCAATCrCTGA 
TGCCCGCTGTGTTTTTGACATGGGGGCTGAGGTTGGTTTCAGCATGTATCTGCTTGATATTGGCGGTGGCTTTCC 
TGGATCTGAGGATGTGAAACTTAAATTTGAAGAGATCACCGGCGTAATCAACCCAGCGTTGGACAAATACTTTCC 
GTCAGACTCTGGAGTGAGAATCATAGCTGAGCCCGGCAGATACTATGTTGCATCAGCTTTCACGCTTGCAGTTAA 
TATCATTGCCAAGAAAATTGTATTAAAGGAACAGACGGGCTCTGATGACGAAGATGAGTCGAGTGAGCAGACCTT 
TATGTATTATGTGAATGATGGCGTCTATGGATCATTTAATTGCATACTCTATGACCACGCACATGTAAAGCCCCT 
TCTGCAAAAGAGACCTAAACCAGATGAGAAGTATTATTCATCCAGCATATGGGGACCAACATGTGATGGCCTCGA 
TCGGATTGTTGAGCGCTGTGACCTGCCTGAAATGCATGTGGGTGATTGGATGCTCTTTGAAAACATGGGCGCTTA 
CACTGTTGCTGCTGCCTCTACGTTCAATGGCTTCCAGAGGCCGACGATCTACTATGTGATGTCAGGGCCTGCGTG 
GCAACTCATGCAGCAATTCCAGAACCCCGACTTCCCACCCGAAGTAGAGGAACAGGATGCCAGCACCCTGCCTGT 
GTCTTGTGCCTGGGAGAGTGGGATGAAACGCCACAGAGCAGCCTGTGCTTCGGCTAGTATTAATGT GTAGA TAGC 
ACTCTGGTAGCTGTTAACTGCAAGTTTAGCTTGAATTAAGGGATTTGGGGGGACCATGTAACTTAATTACTGCTA 
GTTTTGAAATGTCTTTGTAAGAGTAGGGTCGCCATGATGCAGCCATATGGAAGACTAGGATATGGGTCACACTTA 
TCTGTGTTCCTATGGAAACTATTTGAATATTTGTTTTATATGGATTTTTATTCACTCTTCAGACACGCTACTCAA 
GAGTGCCCCTCAGCTGCTGAACAAGCATTTGTAGCTTGTACAATGGCAGAATGGGCCAAAAGCTTAGrGTTGTGA 
CCTGTTTTTAAAATAAAGTATCTTGAAATAATTAGGC 



WO 2004/043361 



PCT/US2003/035268 



40/1629 

FIGURE 38 

MNNFGNEEFDCHFLDEGFTAKDILDQKINEVSSSDDKDAFYVADLGDILKKHLRWLKALPRVTPFYAVKCNDSKA 
IVKTLAATGTGFDCASKTEIQLVQSLGVPPERIIYANPCKQVSQIKYAANNGVQ^MTFDSEVELMKVARAHPKAK 
LVLRIATDDSKAVCRLSVKFGATLRTSRLLLERAKELNIDWGVSFHVGSGCTDPETFVQAISDARCVFDMGAEV 
GFSMYLLDIGGGFPGSEDVKLKFEEITGVINPALDKYFPSDSGVRIIAEPGRYYVASAFTLAVNIIAKKIVLKEQ 
TGSDDEDESSEQTFMYYVNDGVYGSFNCILYDHAHVKPLLQKRPKPDEKYYSSSIWGPTCDGLDRIVERCDLPEM 
HVGDWMLFENMGAYTVAAASTFNGFQRPTIYYVMSGPAWQLMQQFQNPDFPPEVEEQDASTLPVSCAWESGMKRH 
RAACASAS INV 
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FIGURE 39 

CACGCTTGCCGCCGCCCCGCAGAAATGCTTCGGTTACCCACAGTCTTTCGCCAGATGAGACCGGTGTCCAGGGTA 
CTGGCTCCTCATCTCACTCGGGCTTATGCCAAAGATGTAAAATTTGGTGCAGATGCCCGAGCCTTAATGCTTCAA 
GGTGTAGACCTTTTAGCCGATGCTGTGGCCGTTACAATGGGGCCAAAGGGAAGAACAGTGATTATTGAGCAGGGT 
TGGGGAAGTCCCAAAGTAACAAAAGATGGTGTGACTGTTGCAAAGTCAATTGACTTAAAAGATAAATACAAGAAC 
ATTGGAGCTAAACTTGTTCAAGATGTTGCCAATAACACAAATGAAGAAGCTGGGGATGGCACTACCACTGCTACT 
GTACTGGCACGCTCTATAGCCAAGGAAGGCTTCGAGAAGATTAGCAAAGGTGCTAATCCAGTGGAAATCAGGAGA 
GGTGTGATGTTAGCTGTTGATGCTGTAATTGCTGAACTTAAAAAGCAGTCTAAACCTGTGACCACCCCTGAAGAA 
ATTGCACAGGTTGCTACGATTTCTGCAAACGGAGACAAAGAAATTGGCAATATCATCTCTGATGCAATGAAAAAA 
GTTGGAAGAAAGGGTGTCATCACAGTAAAGGATGGAAAAACACTGAATGATGAATTAGAAATTATTGTU^GGCATG 
AAGTTTGATCGAGGCTATATTTCTCCATACTTTATTAATACATCAAAAGGTCAGAAATGTGAATTCCAGGATGCC 
TATGTTCTGTTGAGTGAAAAGAAAATTTCTAGTATCCAGTCCATTGTACCTGCTCTTGAAATTGCCAATGCTCAC 
CGTAAGCCTTTGGTCATAATCGCTGAAGATGTTGATGGAGAAGCTCTAAGTACACTCGTCTTGAATAGGCTAAAG 
GTTGGTCTTCAGGTTGTGGCAGTCAAGGCTCCAGGGTTTGGTGACAATAGAAAGAACCAGCTTAAAGATATGGCT 
ATTGCTACTGGTGGTGCAGTGTTTGGAGAAGAGGGATTGACCCTGAATCTTGAAGACGTTCAGCCTCATGACTTA 
GGAAAAGTTGGAGAGGTCATTGTGACCAAAGACGATGCCATGCTCTTAAAAGGAAAAGGTGACAAGGCTCAAATT 
GAAAAACGTATTCAAGAAATCATTGAGCAGTTAGATGTCACAACTAGTGAATATGAAAAGGAAAAACTGAATGAA 
CGGCTTGCAAAACTTTCAGATGGAGTGGCTGTGCTGAAGGTTGGTGGGACAAGTGATGTTGAAGTGAATGAAAAG 
AAAGACAGAGTTACAGATGCCCTTAATGCTACAAGAGCTGCTGTTGAAGAAGGCATTGTTXTGGGAGGGGGTTGT 
GCCCTCCTTCGATGCATTCCAGCCTTGGACTCATTGACTCCAGCTAATGAAGATCAAAAAATTGGTATAGAAATT 
ATTAAAAGAACACTCAAAATTCCAGCAATGACCATTGCTAAGAATGCAGGTGTTGAAGGATCTTTGATAGTTGAG 
AAAATTATGCAAAGTTCCTCAGAAGTTGGTTATGATGCTATGGCTGGAGATTTTGTGAATATGGTGGAAAAAGGA 
ATCATTGACCCAACAAAGGTTGTGAGAACTGCTTTATTGGATGCTGCTGGTGTGGCCTCTCTGTTAACTACAGCA 
GAAGTTGTAGTCACAGAAATTCCTAAAGAAGAGAAGGACCCTGGAATGGGTGCAATGGGTGGAATGGGAGGTGGT 
ATGGGAGGTGGCATGTTCTA^CTCCTAGACTAGTGCTTTACCTTTATTAATGAACTGTGACAGGAAGCCCAAGGC 
AGTGTTCCTCACCAATAACTTCAGAGAAGTCAGTTGGAGAAAATGAAGAAAAAGGCTGGCTGAAAATCACTATAA 
CCATCAGTTACTGGTTTCAGTTGACAAAATATATAATGGTTTACTGCTGTCATTGTCCATGCCTACAGATAATTT 
ATTTTGTATTTTTGAATAAAAAACATTTGTACATTCCTGATACTGGGTACAAGAGCCATGTACCAGTGTACTGCT 
TXCAACTTAAATCACTGAGGCATTTTTACTACTATTCTGTTAAAATCAGGATTTTAGTGCTTGCCACCACCAGAT 
GAGAAGTTAAGCAGCCTTTCTGTGGAGAGTGAGAATAATTGTGTACAAAGTAGAGAAGTATCCAATTATGTGACA 
ACCTTTGTGTAATAAAAATTTGTTTAA 
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FIGURE 40 

MLRLPTVFRQMRPVSRVLAPHLTRAYAKDVKFGADARALMLQGVDLL^ 

DGVTVAKSIDLKDKYKNIGAKLVQDVANNTNEEAGDGTTTATVLARSIAKEGFEKISKGANPVEIRRGVMLAVDA 
VI AELKKQSKP VTTPEE I AQVAT I S ANGDKE IGNI I SDAMKKVGRKGVI TVKDGKTLNDELE I IEGMKFDRG Y I S 
PYFINTSKGQKCEFQDAYVLLSEKKISSIQSIVPALEIANAHRKPLVIIAEDVDGEALSTLVLNRLKVGLQWAV 
KAPGFGDNRKNQLKDMAIATGGAVFGEEGLTLNLEDVQPHDLGKVGEVIVTKDDAMLLKGKGDKAQIEKRIQEII 
EQLDVTTSEYEKEKLNERLAKLSDGVAVLKVGGTSDVEVNEKKDRVTDALNATRAAVEEGIVLGGGCALLRCIPA 
LDSLTPANEDQKIGIEIIKRTLKIPAMTIAKNAGVEGSLIVEKIMQSSSEVGYDAMAGDFVNMVEKGIIDPTKVV 
RTALLDAAGVASLLTTAEVWTEIPKEEKDPGMGAMGGMGGGMGGGMF 
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FIGURE 41 

CACGCTTGCCGCCGCCCCGCAGAAATGCTTCGGTTACCCACAGTCTTTCGCCAGATGAGACCGGTGTCCAGGGTA 
CTGGCTCCTCATCTCACTCGGGCTTATGCCAAAGATGTAAAATTTGGTGCAGATGCCCGAGCCTTAATGCTTCAA 
GGTGTAGACCTTTTAGCCGATGCTGTGGCCGTTACAATGGGGCCAAAGGGAAGAACAGTGATTATTGAGCAGGGT 
TGGGGAAGTCCCAAAGTAACAAAAGATGGTGTGACTGTTGCAAAGTCAATTGACTTAAAAGATAAATACAAGAAC 
ATTGGAGCTAAACTTGTTCAAGATGTTGCCAATAACACAAATGAAGAAGCTGGGGATGGCACTACCACTGCTACT 
GTACTGGCACGCTCTATAGCCAAGGAAGGCTTCGAGAAGATTAGCAAAGGTGCTAATCCAGTGGAAATCAGGAGA 
GGTGTGATGTTAGCTGTTGATGCTGTAATTGCTGAACTTAAAAAGCAGTCTAAACCTGTGACCACCCCTGAAGAA 
ATTGCACAGGTTGCTACGATTTCTGCAAACGGAGACAAAGAAATTGGCAATATCATCTCTGATGCAATGAAAAAA 
GTTGGAAGAAAGGGTGTCATCACAGTAAAGGATGGAAAAACACTGAATGATGAATTAGAAATTATTGAAGGCATG 
AAGTTTGATCGAGGCTATATTTCTCCATACTTTAXTAATACATCAAAAGGTCAGAAATGTGAATTCCAGGATGCC 
TATGTTCTGTTGAGTGAAAAGAAAATTTCTAGTATCCAGTCCATTGTACCTGCTCTTGAAATTGCCAATGCTCAC 
CGTAAGCCTTTGGTCATAATCGCTGAAGATGTTGATGGAGAAGCTCTAAGTACACTCGTCTTGAATAGGCTAAAG 
GTTGGTCTTCAGGTTGTGGCAGTCAAGGCTCCAGGGTTTGGTGACAATAGAAAGAACCAGCTT7VAAGATATGGCT 
ATTGCTACTGGTGGTGCAGTGTTTGGAGAAGAGGGATTGACCCTGAATCTTGAAGACGTTCAGCCTCATGACTTA 
GGAAAAGTTGGAGAGGTCATTGTGACCAAAGACGATGCCATGCTCTTAAAAGGAAAAGGTGACAAGGCTCAAATT 
GAAAAACGTATTCAAGAAATCATTGAGCAGTTAGATGTCACAACTAGTGAATATGAAAAGGAAAAACTGAATGAA 
CGGCTTGCAAAACTTTCAGATGGAGTGGCTGTGCTGAAGGTTGGTGGGACAAGTGATGTTGAAGTGAATGAAAAG 
AAAGACAGAGTTACAGATGCCCTTAATGCTACAAGAGCTGCTGTTGAAGAAGGCATTGTTTTGGGAGGGGGTTGT 
GCCCTCCTTCGATGCATTCCAGCCTTGGACTCATTGACTCCAGCTAATGAAGATCAAAAAATTGGTATAGAAATT 
ATTAAAAGAACACTCAAAATTCCAGCAATGACCATTGCTAAGAATGCAGGTGTTGAAGGATCTTTGATAGTTGAG 
AAAATTATGCAAAGTTCCTCAGAAGTTGGTTATGATGCTATGGCTGGAGATTTTGTGAATATGGTGGAAAAAGGA 
ATCATTGACCCAACAAAGGTTGTGAGAACTGCTTTATTGGATGCTGCTGGTGTGGCCTCTCTGTTAACTACAGCA 
GAAGTTGTAGTCACAGA7^TTCCTAAAGAAGAGAAGGACCCTGGAATGGGTGCAATGGGTGGAATGGGAGGTGGT 
ATGGGAGGTGGCATGTTCTAACTCCTAGACTAGTGCTTTACCTTTATTAATGAACTGTGACAGGAAGCCCAAGGC 
AGTGTTCCTCACCAATAACTTCAGAGAAGTCAGTTGGAGAAAATGAAGAAAAAGGCTGGCTGAAAATCACTATAA 
CCATCAGTTACTGGTTTCAGTTGACAAAATATATAATGGTTTACTGCTGTCATTGTCCATGCCTACAGATAATTT 
ATTTTGTATTTTTGAATAAAAAACATTTGTACATTCCTGATACTGGGTACAAGAGCCATGTACCAGTGTACTGCT 
TTCAACTTAAATCACTGAGGCATTTTTACTACTATTCTGTTAAAATCAGGATTTTAGTGCTTGCCACCACCAGAT 
GAGAAGTTAAGCAGCCTTTCTGTGGAGAGTGAGAATAATTGTGTACAAAGTAGAGAAGTATCCAATTATGTGACA 
ACCTTTGTGTAATAAAAATTTGTTTAA 
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FIGURE 42 

MLRLPTVFRQMRPVSRVLAPHLTRAYAKD^ 

DGVTVAKS IDLKDKYKNIGAKLVQDVANNTNEEAGDGTTTATVLARS IAKEGFEKI SKGANPVE IRRGVMLAVDA 
VI AELKKQSKP VTTPEE I AQVATI S ANGDKE I GNI I SDAMKKVGRKGVT TVKDGKTLNDELE 1 I EGMKFDRGYI S 
PYFINTSKGQKCEFQDAYVLLSEKKISSIQSIVPALEIANAHRKPLVIIAEDVDGEALSTLVLNRLKVGLQWAV 
KAPGFGDNRKNQLKDMAIATGGAVFGEEGLTLNLEDVQPHDLGKVGEVIVTKDDAMLLKGKGDICAQIEKRIQEII 
EQLDVTTSEYEKEKLNERLAKLSDGVAVLKVGGTSDVEVNEKKDRVTDALNATRAAVEEGIVLGGGCALLRCIPA 
LDSLTPANEDQKIGIEIIKRTLKIPAMTIAKNAGVEGSLIVEKIMQSSSEVGYDAMAGDFVNMVEKGIIDPTKW 
RTALLDAAGVASLLTTAEVWTEIPKEEKDPGMGAMGGMGGGMGGGMF 
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FIGURE 43A 

AGCGCCCGCCGCGTCCGGGGCCGGCTGGTGCGCGAGACGCCGCCGAGAGTTGTGAAGGGCGCGGGTGGGGGGCGC 

TGCCGGCCTCGTGGGTACGTTCGTGCCGCGTCTGTCCCAGAGCTGGGGCCGCAGGAGCGGAGGCAAGAGGGGCAC 

TATGGCAGACAAAGTTAGGAGGCAGAGGCCGAGGAGGCGAGTCTGTTGGGCCTTGGTGGCTGTGCTCTTGGCAGA 

CCTGTTGGCACTGAGTGATACACTGGCAGTGATGTCTGTGGACCTGGGCAGTGAGTCCATGAAGGTGGCCATTGT 

CAAACCTGGAGTGCCCATGGAAATTGTCTTGAATAAGGAATCTCGGAGGAAAACACCGGTGATCGTGACCCTGAA 

AGAAAATGAAAGATTCTTTGGAGACAGTGCAGCAAGCATGGCGATTAAGAATCCAAAGGCTACGCTACGTTACTT 

CCAGCACCTCCTGGGGAAGCAGGCAGATAACCCCCATGTAGCTCXTTACCAGGCCCGCTTCCCGGAGCACGAGCT 

GACTTTCGACCCACAGAGGCAGACTGTGCACTTTCAGATCAGCTCGCAGCTGCAGTTCTCACCTGAGGAAGTGTT 

GGGCATGGTTCTCAATTATTCXCGTTCTCTAGCTGAAGATTTTGCAGAGCAGCCCATCAAGGATGCAGTGATCAC 

CGTGCCAGTCTTCTTCAACCAGGCCGAGCGCCGAGCTGTGCTGCAGGCTGCTCGTATGGCTGGCCTCAAAGTGCT 

GCAGCTCATCAATGACAACACCGCCACTGCCCTCAGCTATGGTGTCTTCCGCCGGAAAGATATTAACACCACTGC 

CCAGAATATCATGTTCTATGACATGGGCTCAGGCAGCACCGTATGCACCATTGTGACCTACCAGATGGTGAAGAC 

TAAGGAAGCTGGGATGCAGCCACAGCTGCAGATCCGGGGAGTAGGATTTGACCGTACCCTGGGGGGCCTGGAGAT 

GGAGCTCCGGCTTCGAGAACGCCTGGCTGGGCTTTTCAATGAGCAGCGCAAGGGTCAGAGAGCAAAGGATGTGCG 

GGAGAACCCGCGTGCCATGGCCAAGCTGCTGCGTGAGGCTAATCGGCXCAAAACCGTCCTCAGTGCCAACGCTGA 

CCACATGGCACAGATTGAAGGCCTGATGGATGATGTGGACTTCAAGGCAAAAGTGACTCGTGTGGAATTTGAGGA 

GTTGTGTGCAGACTTGTTTGAGCGGGTGCCTGGGCCTGTACAGCAGGCCCTCCAGAGTGCCGAAATGAGTCTGGA 

TGAGATTGAGCAGGTGATCCTGGTGGGTGGGGCCACTCGGGTCCCCAGAGTTCAGGAGGTGCTGCTGAAGGCCGT 

GGGCAAGGAGGAGCTGGGGAAGAACATCAATGCAGATGAAGCAGCCGCCATGGGGGCAGTGTACCAGGCAGCTGC 

GCTCAGCAAAGCCTTTAAAGTGAAGCCATTTGTCGTCCGAGAXGCAGTGGTCTACCCCATCCTGGTGGAGTTCAC 

GAGGGAGGXGGAGGAGGAGCCXGGGAXICACAGCCXGAAGCACAAXAAACGGGIACXCXICXCXCGGAIGGGGCC 

CIACCCXCAACGCAAAGICAXCACCXXXAACCGCXACAGCCAXGAIXICAACIXCCACAICAACXACGGCGACCI 

GGGCXICCXGGGGCCXGAAGAICIXCGGGIAIXXGGCXCCCAGAAXCXGACCACAGIGAAGCXAAAAGGGGIGGG 

XGACAGCXICAAGAAGIAXCCIGACXACGAGXCCAAGGGCAICAAGGCXCACXXCAACCIGGAXGAGAGIGGCGI 

GCTCAGTCTAGACAGGGTGGAGTCTGTATTTGAGACACTGGTAGAGGACAGCGCAGAAGAGGAATCTACTCTCAC 

CAAACTTGGCAACACCATTTCCAGCCXGTTTGGAGGCGGTACCACACCAGATGCCAAGGAGAATGGTACTGATAC 

TGTCCAGGAGGAAGAGGAGAGCCCTGCAGAGGGGAGCAAGGACGAGCCTGGGGAGCAGGTGGAGCTCAAGGAGGA 

AGCTGAGGCCCCAGTGGAGGATGGCTCTCAGCCCCCACCCCCTGAACCTAAGGGAGATGCAACCCCTGAGGGAGA 

AAAGGCCACAGAAAAAGAAAATGGGGACAAGTCTGAGGCCCAGAAACCAAGTGAGAAGGCAGAGGCAGGGCCTGA 

GGGCGTCGCTCCAGCCCCAGAGGGAGAGAAGAAGCAGAAGCCCGCCAGGAAGCGGCGAATGGTAGAGGAGATCGG 

GGTGGAGCTGGTTGTTCTGGACCTGCCTGACTTGCCAGAGGATAAGCTGGCTCAGTCGGTGCAGAAACTTCAGGA 

CTTGACACTCCGAGACCTGGAGAAGCAGGAACGGGAAAAAGCTGCCAACAGCTTGGAAGCGTTCATATTTGAGAC 

CCAGGACAAGCTGTACCAGCCCGAGTACCAGGAAGTGTCCACAGAGGAGCAGCGTGAGGAGATCTCTGGGAAGCT 

CAGCGCCGCATCCACCTGGCTGGAGGATGAGGGTGTTGGAGCCACCACAGTGATGTTGAAGGAGAAGCTGGCTGA 

GCTGAGGAAGCTGTGCCAAGGGCTGTTTTTTCGGGTAGAGGAGCGCAAGAAGTGGCCCGAACGGCTGTCTGCCCT 

CGATAATCTCCTCAACCATTCCAGCATGTTCCTCAAGGGGGCCCGGCTCATCCCAGAGATGGACCAGATCTTCAC 

TGAGGTGGAGATGACAACGTTAGAGAAAGTCATCAATGAGACCTGGGCCTGGAAGAATGCAACTCTGGCCGAGCA 

GGCTAAGCTGCCCGCCACAGAGAAGCCTGTGTTGCTCTCAAAAGACATTGAAGCTAAGATGATGGCCCTGGACCG 

AGAGGTGCAGTATCTGCTCAATAAGGCCAAGTTTACCAAGCCCCGGCCCCGGCCTAAGGACAAGAATGGGACCCG 

GGCAGAGCCACCCCTCAATGCCAGTGCCAGTGACCAGGGGGAGAAGGTCATCCCTCCAGCAGGCCAGACTGAAGA 

TGCAGAGCCCATTTCAGAACCTGAGAAAGTAGAGACTGGATCCGAGCCAGGAGACACTGAGCCXTTGGAGTTAGG 

AGGTCCTGGAGCAGAACCTGAACAGAAAGAACAATCGACAGGACAGAAGCGGCCTTTGAAGAACGACGAACTATA 

ACCCCCACCTCTGTTTTCCCCATTCATCTCCACCCCCTTCCCCCACCACTTCTATTTATTTAACATCGAGGGTTG 

GGGGAGGGGTTGGTCCTGCCCTCGGCTGGAGTTCCTTTCTCACCCCTGTGATTTGGAGGTGTGGAGAAGGGGAAG 

GGAGGGACAGCTCACTGGTTCCTTCTGCAGTACCTCTGTGGTTAAAAATGGAAACTGTTCTCCTCCCCAGCCCCA 

CTCCCTGTTCCCTACCCATATAGGCCCTAAATTTGGGAAAAATCACTATTAATTTCTGAATCCTTXGCCTGTGGG 

TAGGAAGAGAATGGCTGCCAGTGGCTGATGGGTCCCGGTGATGGGAAGGGTATCAGGTTGCTGGGGAGTTTCCAC 

TCTTCTCTGGTGATTGTTCCTTCCCTCCCTTCCTCTCCCACCATGCGATGAGCATCCTTTCAGGCCAGTGTCTGC 
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FIGURE 43B 

AGAGCCTCAGTTACCAGGTTTGGTTTCTGAGTGCCTATCTGTGCTCTTTCCTCCCTCTGCGGGCTTCTCTTGCTC 
TGAGCCTCCCTTCCCCATTCCCATGCAGCTCCTTTCCCCCTGGGTTTCCTTGGCTTCCTGCAGCAAATTGGGCAG 
TTCTCTGCCCCTTGCCTAAAAGCCTGTACCTCTGGATTGGCGGAAGTAAATCTGGAAGGATTCTCACTCGTATTT 
CCCACCCCTAGTGGCCAGAGGAGGGAGGGGCACAGTGAAGAAGGGAGCCCACCACCTCTCCGAAGAGGAAAGCCA 
CGTAGAGTGGTTGGCATGGGGTGCCAGCATCGTGCAAGCTCTGTCATAATCTGCATCTTCCCAGCAGCCTGGTAC 
CCCAGGTTCCTGTAACTCCCTGCCTCCTCCTCTCTTCTGCTGTTCTGCTCCTCCCAGACAGAGCCTTTCCCTCAC 
CCCCTGACCCCCTGGGCTGACCAAAATGTGCTTTCTACTGTGAGTCCCTATCCCAAGATCCTGGGGAAAGGAGAG 
ACCATGGTGTGAATGTAGAGATGCCACCTCCCTCTCTCTGAGGCAGGCCTGTGGATGAAGGAGGAGGGTCAGGGC 
TGGCCTTCCTCTGTGCATCACTCTGCTAGGTTGGGGGCCCCCGACCCACCATACCTACGCCTAGGGAGCCCGTCC 
TCCAGTATTCCGTCTGTAGCAGGAGCTAGGGCTGCTGCCTCAGCTCCAAGACAAGAATGAACCTGGCTGTGTCAG 
TCATTTTGTCTTTTCCTTTTTTTTTTTTTGCCACATTGGCAGAGATGGGACCTAAGGGTCCCACCCCTCACCCCA 
CCCCCACCTCTTCTGTATGTTTGAATTCTTTCAGTAGCTGTTGATGCTGGTTGGACAGGTTTGAGTCAAATTGTA 
CTTTGCTCCATTGTTAATTGAGAAACTGTTTCAATAAAATATTCTTTTCTAC 
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FIGURE 44 

MAD KVRRQRP RRRVC WALVAVLLAD LL AL ^ 

ENERFFGDSAASiyiAIKNPKATLRYFQHLLGKQADNPHVALYQARFPEHELTFDPQRQTVHFQISSQLQFSPEEVL 

GMVLNYSRSLAEDFAEQP IKDAVI TVP VFFNQAERRAVLQAARMAGLKVLQLINDNTATALSYGVFRRKD INTTA 

QNIMFYDMGSGSTVCTIVTYQMVKTKEAGMQPQLQIRGVGFDRTLGGLEMELRLRERLAGLFNEQRKGQRAKDVR 

ENPRAMAKLLREANRLKTVLSANADHMAQIEGLMDDVDFKAKVTRVEFEELCADLFERVPGPVQQALQSAEMS 

EIEQVILVGGATRVPRVQEVLLKAVGKEELGKNINADEAAAMGAVYQATUVLSKAFKVKPFVVRDAVVYPILVEFT 

REVEEEPGIHSLKHNKRVLFSRMGPYPQRKVITFNRYSHDFNFHINYGDLGFLGPEDLRVFGSQNLTTVKLKGVG 

DSFKKYPDYESKGIKAHFNLDESGVLSLDRVESVFETLVEDSAEEESTLTKLGNTISSLFGGGTTPDAKENGTDT 

VQEEEESPAEGSKDEPGEQVELKEEAEAPVEDGSQPPPPEPKGDATPEGEKATEKENGDKSEAQKPSEKAEAGPE 

GVAPAPEGEKKQKPARKRRMVEEIGVELWLDLPDLPEDKLAQSVQKLQDLTLRDLEKQEREKAANSLEAFIFET 

QDKLYQPEYQEVSTEEQREEISGKLSAASTWLEDEGVGATTVMLKEKLAELRKLCQGLFFRVEERKKWPERLSAL 

DNLLNHSSMFLKGARLIPEMDQIFTEVEMTTLEKVINETWAWKNATLAEQAKLPATEKPVLLSKDIEAK^1MALDR 

EVQYLLNKAJCFTKPRPRPKDKNGTRAEPPLNASASDQGEKVIPPAGQTEDAEPISEPEKVETGSEPGDTEPLELG 

GPGAEPEQKEQSTGQKRPLKNDEL 



WO 2004/043361 



PCT/US2003/035268 



48/1629 

FIGURE 45 

ATACACGTGCCATGTGCAGCATGAGGGGCTACCCGAGCCCGTCACCCTGAGATGGAAGCCGGCTTCCCAGCCCAC 
CATCCCCATCGTGGGCATCATTGCTGGCCTGGTTCTCCTTGGATCTGTGGTCTCTGGAGCTGTGGTTGCTGCTGT 
GATATGGAGGAAGAAGAGCTCAGGTGGAAAAGGAGGGAGCTACTCTAAGGCTGAGTGGAGCGACAGTGCCCAGGG 
GTCTGAGTCTCACAGCTTGTAAAGCCTGAGACAGCTGCCTTGTGTGCGACTGAGATGCACAGCTGCCTTGTGTGC 
GACTGAGATGCAGGATTTCCTCACGCCTCCCCTATGTGTCTTAGGGGACTCTGGCTTCTCTTTTTGCAAGGGCCT 
CTGAATCTGTCTGTGTCCCTGTTAGCACAATGTGAGGAGGTAGAGAAACAGTCCACCTCTGTGTCTACCATGACC 
CCCTTCCTCACACTGACCTGTGTTCCTTCCCTGTTCTCTTTTCTATTAAAAATAAGAACCTGGGCAGAGTGCGGC 
AGCTCATGCCTGTAATCCCAGCACTTAGGGAGGCCGAGGAGGGCAGATCACGAGGTCAGGAGATCGAAACCATCC 
TGGCTAACACGGTGAAACCCCGTCTCTACTAAAAAATACAAAAAATTAGCTGGGCGCAGAGGCACGGGCCTGTAG 
TCCCAGCTACTCAGGAGGCGGAGGCAGGAGAATGGCGTCAACCCGGGAGGCGGAGGTTGCAGTGAGCCAGGATTG 
TGCGACTGCACTCCAGCCTGGGTGACAGGGTGAAACGCCATCTCAAAAAATAAAAATTAAAAAATAAAAAAAGAA 
CCTGGATCTCAATTTAATTTTTCATATTCTTGC2^ATGAAATGGACTTGAGGAAGCTAAGATCATAGCTAGAAATA 
CAGATAATTCCACAGCACATCTCTAGCAAATTTAGCCTATTCCTATTCTCTAGCCTATTCCTTACCACCTGTAAT 
CTTGACCATATACCTTGGAGTTGAATATTGTTTTCATACTGCTGTGGTTTGAATGTTCCCTCCAACACTCATGTT 
GAGACTTAATCCCTAATGTGGCAATACTGAAAGGTGGGGCCTTTGAGATGTGATTGGATCGTAAGGCTGTGCCTT 
CATTCATGGGTTAATGGATTAATGGGTTATCACAGGAATGGGACTGGTGGCTTTATAAGAAGAGGAAAAGAGAAC 
TGAGCTAGCATGCCCAACCCACAGAGAGCCTCCACTAGAGTGATGCTAAGTGGAAATGTGAGGTGCAGCTGCCAC 
AGAGGGCCCCCACCAGGGAAATGTCTAGTGTCTAGTGGATCCAGGCCACAGGAGAGAGTGCCTTGTGGAGCGCTG 
GGAGCAGGACCTGACCACCACCAGGACCCCAGAACTGTGGAGTCAGTGGCAGCATGCAGCGCCCCCTTGGGAAAG 
CTTTAGGCACCAGCCTGCAACCCATTCGAGCAGCCACGTAGGCTCGACCCAGCAAAGCCACAGGCACGGGGCTAC 
CTGAGGCCTTGGGGGCCAATCCCTGCTCCAGTGTGTCCGTGAGGCAGCACACGAAGTCAAAAGAGATTATCTCTT 
CCCACAGATACCTTTTCTCTCCCATGACCCTTTAACAGCATCTGCTTCATTCCCCTCACCTTCCCAGGCTGATCT 
GAGGTAAACTTTGAAGTAAAATAAAAGCTGTGTTTGAGCATC 
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FIGURE 46 

CCTCTCGGAGCTGGAAATGCAGCTATTGAGATCTTCGAATGCTGCGGAGCTGGAGGCGGAGGCAGCTGGGGAGGT 
CCGAGCGATGTGACCAGGCCGCCATCGCTCGTCTCTTCCTCTCTCCTGCCGCCTCCTGTGTCGAAAATAACTTTT 
TTAGTCTAAAGAAAGAAAGACAAAAGTAGTCGTCCGCCCCTCACGCCCTCTCTTCCTCTCAGCCTTCCGCCCGGT 
GAGGAAGCCCGGGGTGGCTGCTCCGCCGTCGGGGCCGCGCCGCCGAGCCCCAGCGCCCCGGGCCGCCCCCGCACG 
CCGCCCCCATGCATCCCTTCTACACCCGGGCCGCCACCATGATAGGCGAGATCGCCGCCGCCGTGTCCTTCATCT 
CCAAGTTTCTCCGCACCAAGGGGCTGACGAGCGAGCGACAGCTGCAGACCTTCAGCCAGAGCCTGCAGGAGCTGC 
TGGCAGAACATTATAAACATCACTGGTTCCCAGAAAAGCCATGCAAGGGATCGGGTTACCGTTGTATTCGCATCA 
ACCATAAAATGGATCCTCXGATTGGACAGGCAGCACAGCGGATTGGACTGAGCAGTCAGGAGCTGTTCAGGCTTC 
TCCCAAGTGAACTCACACTCTGGGTTGACCCCTATGAAGTGTCCTACAGAATTGGAGAGGATGGCTCCATCTGTG 
TGCTGTATGAAGCCTCACCAGCAGGAGGTAGCACTCAAAACAGCACCAACGTGCAAATGGTAGACAGCCGAATCA 
GCTGTAAGGAGGAACTTCTCTTGGGCAGAACGAGCCCTTCCAAAAACTACAATATGATGACTGTATCAGGT TAAG 
ATATAGTCTGTGGATGGATCATCTGATGATGATCCATAAATTTGATTTTTGCTTTGGGTGGGCTCCTCTTGGGGA 
TGGATTATGGAATTTAAACCATGTCACAGCTGTGAAGATCTGGCACAAGATAGAATGGTAAAAAAAAAAAAAAAT 
TTTAAGTGACAGTGCCATAGTTTGGACAGTACCTTTCAATGATTAATTTTAATAGCCTGTGAGTCCAAGTAAATG 
ATCACTTTATTTGCTAGGGAGGGAAGTCCTAGGGTGGTTTCAGTTTCTCCCAGACATACCTAAATTTTTACATCA 
ATCCTTTTAAAGAAAATCTGTATTTCAAAGAATCTTTCTCTGCAGTAAATCTCGCAGGGGAATTTGCACTATTAC 
ACTTGAAAGTTGTTATTGTTAACCTTTTCGGCAGCTTTTAATAGGAAAGTTAAACGTTTTAAACATGGTAGTACT 
GGAAATTTTACAAGACTXTTACCTAGCACTTAAATATGTATAAATGTACATAAAGACAAACTAGTAAGCATGACC 
TGGGGAAATGGTCAGACCTTGTATTGTGTTTTTGGCCTTGAAAGTAGCAAGTGACCAGAATCTGCCATGGCAACA 
GGCTTTAAAAAAGACCCTTAAAAAGACACTGTCTCAACTGTGGTGTTAGCACCAGCCAGCTCTCTGTACATTTGC 
TAGCTTGTAGTTTTCTAAGACTGAGTAAACTTCTTATTTTTAG2VAAGTGGAGGTCTGGTTTGTAACTTTCCTTGT 
ACTTAATTGGGTAAAAGTCTTTTCCACAAACCACCATCTATTTTGTGAACTTTGTTAGTCATCTTTTATTTGGTA 
AATXATGAACTGGTGTAAATTTGTACAGTTCATGTATATTGATTGTGGCAAAGTTGTACAGATTTCTATATTTTG 
GATGAGAAATTTTTCTTCTCTCTATAATAAATCGTTTCTTATCTTGGCATTTTTAACC 



WO 2004/043361 



PCT7US2003/035268 



50/1629 

FIGURE 47 

MHPFYTRAATMIGEIAAAVSFISKFLRTKGLTSERQLQTFSQSLQELLAEHYKHHWFPEKPCKGSGYRCIRINHK 
MDPLIGQAAQRIGLSSQELFRLLPSELTLWVDPYEVSYRIGEDGSICVLYEASPAGGSTQNSTNVQMVDSRISCK 
EELLLGRTSPSKNYNMMTVSG 



WO 2004/043361 



PCT/US2003/035268 



51/1629 

FIGURE 48 

GGCACGAGGACCGACCGCATTGCGGCTTGGTTTTCTCACCCAGTGCATGTGGCAGGAGCGGTGAGATCACTGCCT 

CACGGCGATCCTGGACTGACGGTCACGACTGCCTACCCTCTAACCCTGTTCTGAGCTGCCCCTTGCCCACACACC 

CCAAACCTGTGTGCAGGATCCGCCTCCATGGAGCTACAGCCTCCTGAAGCCTCGATCGCCGTCGTGTCGATTCCG 

CGCCAGTTGCCTGGCTCACATTCGGAGGCTGGTGTCCAGGGTCTCAGCGCGGGGGACGACTCAGAGTTGGGGTCT 

CACTGTGTTGCCCAGACTGGTCTCGAACTCTTGGCCTCAGGTGATCCTCTTCCCTCAGCTTCCCAGAATGCCGAG 

ATGATAGAGACGGGGTCTGACTGTGTTACCCAGGCTGGTCTTCAACTCTTGGCCTCAAGTGATCCTCCTGCCTTA 

GCTTCCAAGAATGCTGAGGTTACAGGCACCATQVGCCAGGACACCGAGGXGGATATGAAGGAGGTGGAGCTGAAT 

GAGTTAGAGCCCGAGAAGCAGCCGATGAACGCGGCGTCTGGGGCGGCCATGTCCCTGGCGGGAGCCGAGAAGAAT 

GGTCTGGTGAAGATCAAGGTGGCGGAAGACGAGGCGGAGGCGGCAGCCGCGGCTAAGTTCACGGGCCTGTCCAAG 

GAGGAGCTGCTGAAGGTGGCAGGCAGCCCCGGCTGGGTACGCACCCGCTGGGCACTGCTGCTGCTCTTCTGGCTC 

GGCTGGCTCGGCATGCTTGCTGGTGCCGTGGTCATAATCGTGCGAGCGCCGCGTTGTCGCGAGCTACCGGCGCAG 

AA3TGGTGGCACACGGGCGCCCTCTACCGCATCGGCGACCTTCAGGCCTTCCAGGGCCACGGCGCGGGCAACCTG 

GCGGGTCTGAAGGGGCGTCTCGATTACCTGAGCTCTCTGAAGGTGAAGGGCCTTGTGCTGGGTCCAATTCACAAG 

AACCAGAAGGATGATGTCGCTCAGACTGACTTGCTGCAGATCGACCCCAATTTTGGCTCCAAGGAAGATTTTGAC 

AGTCTCTTGCAATCGGCTAAAAAAAAGAGCATCCGTGTCATTCTGGACCTTACTCCCAACTACCGGGGTGAGAAC 

TCGTGGTTCTCCACTCAGGTTGACACTGTGGCCACCAAGGTGAAGGATGCTCTGGAGTTTTGGCTGCAAGCTGGC 

GTGGATGGGTTCCAGGTTCGGGACATAGAGAATCTGAAGGATGCATCCTCATTCTTGGCTGAGTGGCAAAATATC 

ACCAAGGGCTTCAGTGAAGACAGGCTCTTGATTGCGGGGACTAACTCCTCCGACCTTCAGCAGATCCTGAGCCTA 

CTCGAATCCAACAAAGACTTGCTGTTGACTAGCTCATACCTGTCXGATTCTGGTTCTACTGGGGAGCATACAAAA 

TCCCTAGTCACACAGTATTTGAATGCCACTGGCAATCGCTGGTGCAGCTGGAGTTTGTCTCAGGCAAGGCTCCTG 

ACTTCCTTCTTGCCGGCTCAACTTCTCCGACTCTACCAGCTGATGCTCTTCACCCTGCCAGGGACCCCTGTTTTC 

AGCTACGGGGATGAGATTGGCCTGGATGCAGCTGCCCTTCCTGGACAGCCTATGGAGGCXCCAGTCATGCTGTGG 

GATGAGTCCAGCTTCCCTGACATCCCAGGGGCTGTAAGTGCCAACATGACTGTGAAGGGCCAGAGTGAAGACCCT 

GGCTCCCTCCTTTCCTTGTTCCGGCGGCTGAGTGACCAGCGGAGTAAGGAGCGCTCCCTACTGCATGGGGACTTC 

CACGCGTTCTCCGCTGGGCCTGGACTCTTCTCCTATATCCGCCACTGGGACCAGAATGAGCGTTTTCTGGTAGTG 

CTTAACTTTGGGGATGTGGGCCTCTCGGCTGGACTGCAGGCCTCCGACCTGCCTGCCAGCGCCAGCCTGCCAGCC 

AAGGCTGACCTCCTGCTCAGCACCCAGCCAGGCCGTGAGGAGGGCTCCCCTCTTGAGCTGGAACGCCTGAAACTG 

GAGCCTCACGAAGGGCTGCTGCTCCGCTTCCCCTACGCGGCCTGACTTCAGCCTGACATGGACCCACTACCCTTC 

TCCTTTCCTTCCCAGGCCCTTTGGCTTCTGATTTTTCTCTTTTTTAAAAACAAACAAACAAACTGTTGCAAAAAA 

AAAAAAAAAAAAA 
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FIGURE 49 

MSQDTEVDMKEVELNELEPEKQPMNAASGAAMSLA 

GWVRTRWALLLLFWLGWLGMLAGAWIIVRAPRCRELPAQKWWHTGALYRIGDLQAFQGHGAGNLAGLKGRLDYL 
SSLKVKGLVLGPIHKNQKDDVAQTDLLQIDPNFGSKEDFDSLLQSAKKKSIRVILDLTPNYRGENSWFSTQVDTV 
ATKVKDALEFWLQAGVDGFQVRDIENLKDASSFLAEWQNITKGFSEDRLLIAGTNSSDLQQILSLLESNKDLLLT 
SSYLSDSGSTGEHTKSLVTQYLNATGNRWCSWSLSQARLLTSFLPAQLLRLYQLMLFTLPGTPVFSYGDEIGLDA 
AALPGQPMEAPVMLWDESSFPDIPGAVSANMTVKGQSEDPGSLLSLFRRLSDQRSKERSLLHGDFHAFSAGPGLF 
SYIRHWDQNERFLWLNFGDVGLSAGLQASDLPASASLPAKADLLLSTQPGREEGSPLELERLKLEPHEGLLLRF 
PYAA 
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FIGURE 50 

GTCCGTACT6CAGAGCCGCTGCCG6AGGGTCGTTTTAAAGGGCCGCGTTGCCGCCCCCTCGGCCCGCC ATGC TGC 

TATCCGTGCCGCTGCTGCTCGGCCTCCTCGGCCTGGCCGTCGCCGAGCCCGCCGTCTACTTCAAGGAGCAGTTTC 

TGGACGGAGACGGGTGGACTTCCCGCTGGATCGAATCCAAACACAAGTCAGATTTTGGCAAATTCGTTCTCAGTT 

CCGGCAAGTTCTACGGTGACGAGGAGAAAGATAAAGGTTTGCAGACAAGCCAGGATGCACGCTTTTATGCTCTGT 

CGGCCAGTTTCGAGCCTTTCAGCAACAAAGGCCAGACGCTGGTGGTGCAGTTCACGGTGAAACATGAGCAGAACA 

TCGACTGTGGGGGCGGCTATGTGAAGCTGTTTCCTAATAGTTTGGACCAGACAGACATGCACGGAGACTCAGAAT 

ACAACATCATGTTTGGTCCCGACATCTGTGGCCCTGGCACCAAGAAGGTTCATGTCATCTTCAACTACAAGGGCA 

AGAACGTGCTGATCAACAAGGACATCCGTTGCAAGGATGATGAGTTTACACACCTGTACACACTGATTGTGCGGC 

CAGACAACACCTATGAGGTGAAGATTGACAACAGCCAGGTGGAGTCCGGCTCCTTGGAAGACGATTGGGACTTCC 

TGCCACCCAAGAAGATAAAGGATCCTGATGCTTCAAAACCGGAAGACTGGGATGAGCGGGCCAAGATCGATGATC 

CCACAGACTCCAAGCCTGAGGACTGGGACAAGCCCGAGCATATCCCTGACCCTGATGCTAAGAAGCCCGAGGACT 

GGGATGAAGAGATGGACGGAGAGTGGGAACCCCCAGTGATTCAGAACCCTGAGTACAAGGGTGAGTGGAAGCCCC 

GGCAGATCGACAACCCAGATTACAAGGGCACTTGGATCCACCCAGAAATTGAC2UICCCCGAGTATTCTCCCGATC 

CCAGTATCTATGCCTATGATAACTTTGGCGTGCTGGGCCTGGACCTCTGGCAGGTCAAGTCTGGCACCArCTTTG 

ACAACTTCCTCATCACCAACGATGAGGCATACGCTGAGGAGTTTGGCAACGAGACGTGGGGCGTAACAAAGGCAG 

CAGAGAAACAAATGAAGGACAAACAGGACGAGGAGCAGAGGCTTAAGGAGGAGGAAGAAGACAAGAAACGCAAAG 

AGGAGGAGGAGGCAGAGGACAAGGAGGATGATGAGGACAAAGATGAGGATGAGGAGGATGAGGAGGACAAGGAGG 

AAGATGAGGAGGAAGATGTCCCCGGCCAGGCCAAGGACGAGCTGTAGAGAGGCCTGCCTCCAGGGCTGGACTGAG 

GCCTGAGCGCTCCTGCCGCAGAGCTTGCCGCGCCAAATAATGTCTCTGTGAGACTCGAGAACTTTCATTTTTTTC 

CAGGCTGGTTCGGATTTGGGGTGGATTTTGGTTTTGTTCCCCTCCTCCACTCTCCCCCACCCCCTCCCCGCCCTT 

TTTTTTTTTTTTTTTAAACTGGTATTTTATCCTTTGATTCTCCTTCAGCCCTCACCCCTGGTTCTCATCTTTCTT 

GATCAACATCTTTTCTTGCCTCTGTGCCCCTTCTCTCATCTCTTAGCTCCCCTCCAACCTGGGGGGCAGXGGTGT 

GGAGAAGCCACAGGCCTGAGATTTCATCTGCTCTCCTTCCTGGAGCCCAGAGGAGGGCAGCAGAAGGGGGTGGTG 

TCTCCAACCCCCCAGCACTGAGGAAGAACGGGGCTCTTCTCATTTCACCCCTCCCTTTCTCCCCTGCCCCCAGGA 

CTGGGCCACTTCTGGGTGGGGCAGTGGGTCCCAGATTGGCTCACACTGAGAATGTAAGAACTACAAACAAAATTT 
CTATTAAATTAAATTTTGTGTCTC 
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FIGURE 51 

MLLSVPLLLGLLGLAVAEPAVYFKEQFLDGDGWTSRWIESKHKSDFGKFVLSSGKFYGDEEKDKGLQTSQDARFY 
ALSASFEPFSNKGQTLWQFTVKHEQNIDCGGGYVKLFPNSLDQTDMHGDSEYNIMFGPDICGPGTKKVHVIFNY 
KGKNVLINKDIRCKDDEFTHLYTLIVRPDNTYEVKIDNSQVESGSLEDDWDFLPPKKIKDPDASKPEDWDERAKI 
DDPTDSKPEDWDKPEHIPDPDAKKPEDWDEEMDGEWEPPVIQNPEYKGEWKPRQIDNPDYKGTWIHPEIDNPEYS 
PDPSIYAYDNFGVLGLDLWQVKSGTIFDNFLITNDEAYAEEFGNETWGVTKAAEKQMKDKQDEEQRLKEEEEDKK 
RKEEEEAEDKEDDEDKDEDEEDEEDKEEDEEEDVPGQAKDEL 



WO 2004/043361 



PCT/US2003/035268 



55/1629 

FIGURE 52A 

AGAGCGAGCAGGGGAGAGCGAGACCAGTTTTAAGGGGAGGACCGGTGCGAGTGAGGCAGCCCCGAGGCTCTGCTC 

GCCCACCACCCAATCCTCGCCTCCCTTCTGCTCCACCTTCTCTCTCTGCCCTCACCTCTCCCCCGAAAACCCCCT 

ATTTAGCCAAAGGAAGGAGGTCAGGGGAACGCTCTCCCCTCCCCTTCCAAAAAACAAAAACAGAAAAACCCTTTT 

CCAGGCCGGGGAAAGCAGGAGGGAGAGGGGCCGCCGGGCTGGCCATGGAGCTGCTGTGCCACGAGGTGGACCCGG 

TCCGCAGGGCCGTGCGGGACCGCAACCTGCTCCGAGACGACCGCGTCCTGCAGAACCTGCTCACCATCGAGGAGC 

GCTACCTTCCGCAGTGCTCCTACTTCAAGTGCGTGCAGAAGGACATCCAACCCTACATGCGCAGAATGGTGGCCA 

CCTGGATGCTGGAGGTCTGTGAGGAACAGAAGTGCGAAGAAGAGGTCTTCCCTCTGGCCATGAATTACCTGGACC 

GTTTCTTGGCTGGGGTCCCGACTCCGAAGTCCCATCTGCAACTCCTGGGTGCTGTCTGCATGTTCCTGGCCTCCA 

AACTCAAAGAGACCAGCCCGCTGACCGCGGAGAAGCTGTGCATTTACACCGACAACTCCATCAAGCCTCAGGAGC 

TGCTGGAGTGGGAACTGGTGGTGCTGGGGAAGTTGAAGTGGAACCTGGCAGCTGTCACTCCTCATGACTTCATTG 

AGCACATCTTGCGCAAGCTGCCCCAGCAGCGGGAGAAGCTGTCTCTGATCCGCAAGCATGCTCAGACCTTCATTG 

CTCTGTGTGCCACCGACTTTAAGXTTGCCATGTACCCACCGTCGATGATCGCAACTGGAAGTGTGGGAGCAGCCA 

TCTGTGGGCTCCAGCAGGATGAGGAAGTGAGCTCGCTCACTTGTGATGCCCTGACTGAGCTGCTGGCTAAGATCA 

CCAACACAGACGTGGATTGTCTCAAAGCTTGCCAGGAGCAGATTGAGGCGGTGCTCCTCAATAGCCTGCAGCAGT 

ACCGTCAGGACCAACGTGACGGATCCAAGTCGGAGGATGAACTGGACCAAGCCAGCACCCCTACAGACGTGCGGG 

ATATCGACCTGTGAGGAXGCCAGTTGGGCCGAAAGAGAGAGACGCGTCCATAATCTGGTCTCTTCTTCTTTCTGG 

TTGTTTTTGTTCTTTGTGTTTTAGGGTGAAACTTAAAAAAAAAATTCTGCCCCCACCTAGATCATATTTAAAGAT 

CTTTTAGAAGTGAGAGAAAAAGGTCCTACGAAAACGGAATAATAAAAAGCATTTGGTGCCTATTTGAAGTACAGC 

ATAAGGGAATCCCTTGTATATGCGAACAGTTATTGTTTGATTATGTAAAAGTAATAGTAAAATGCTTACAGGAAA 

ACCXGCAGAGTAGTTAGAGAATATGTATGCCTGCAATATGGGAACAAATTAGAGGAGACTTTTTTTTTTCATGTT 

ATGAGCTAGCACATACACCCCCTTGTAGTATAATTTCAAGGAACTGTGTACGCCATTTATGGCATGATTAGATTG 

CAAAGCAATGAACTCAAGAAGGAATTGAAATAAGGAGGGACATGATGGGGAAGGAGTACAAAACAATCTCTCAAC 

ATGATTGAACCATTTGGGATGGAGAAGCACCTTTGCTCTCAGCCACCTGTTACTAAGTCAGGAGTGTAGTTGGAT 

CTCTACATTAATGTCCTCTTGCTGTCTACAGTAGCTGCTACCTAAAAAAAGATGrTTTATTTTGCCAGTTGGACA 

CAGGTGATTGGCTCCTGGGTTTCATGTTCTGTGACATCCTGCTTCTTCTTCCAAATGCAGTTCATTGCAGACACC 

ACCATATTGCTATCTAATGGGGAAATGTAGCXATGGGCCATAACCAAAACTCACATGAAACGGAGGCAGATGGAG 

ACCAAGGGTGGGATCCAGAArGGAGTCTTTTCTGTXATTGTATTTAAAAGGGTAATGTGGCCTTGGCATTTCTTC 

TTAGAAAAAAACTAATTTTTGGTGCTGATTGGCATGTCTGGTTCACAGTTTAGCATTGTTATAAACCATTCCATT 

CGAAAAGCACTTTGAAAAATTGTTCCCGAGCGATAGATGGGATGGTTTATGCAAGTCATGCTGAATACTCCTCCC 

CTCTTCTCTTTTGCCCCCXCCCTTCCTGCCCCCAGTCTGGGTTACTCTTCGCTTCTGGTATCXGGCGTTCTTTGG 

TACACAGTTCTGGTGTTCCTACCAGGACTCAAGAGACACCCCTTCCTGCTGACATTCCCATCACAACATTCCTCA 

GACAAGCCTGTAAACTAAAATCTGTTACCATTCTGATGGCACAGAAGGATCTTAATTCCCATCTCTATACTTCTC 

CTTTGGACATGGAAAGAAAAGTTATTGCTGGTGCAAAGATAGATGGCTGAACATCAGGGTGTGGCATTTTGTTCC 

CTTTTCCGTTTTTTTTTTTTTTATTGTTGTTGTTAATTTTATTGCAAAGTTGTATTCAGCGTACTTGAATTTTTC 

TTCCTCTCCACTTCTTAGAGGCATTCAGTTAGCAAAGAGGTTGGAGCAACAACTTTTTTTTTTTTTTTTGCACAA 

TTGTAATTGACAGGTAATGAAGCTATTTGTTAAAATATTTGCCTTTTTAAGTAAAAAAGAAAAATCAGAACAGGG 

CTATTTGAAGAATTATTXTATACACAGATTCTGCCTTGTTTCATAGTATGAGGGTTGAAGACGGAAAACAATCTA 

AGGGICXCICAIIXIXXIAAXXXXGXXXXGXXCAGIXIGGIXXXXIIIXXXXXXXGCGCXGCXAAGAAGCIAAAG 

TCATCCATCCTTATTCACGTTGACAGTACCTAGCTGTAATGTTTCACAGAGTGTGCTGCTATTTTATAAACATTT 

TTATAATATATTATXTTACTGCTTAAATTCCAAGTCCTGAAGTAGATGGTTGAGATATGAGTTCTTCGXACTGGA 

AAAGCCCIXCCGIAGXXIGIXIXCXICXGGIAGCAIAIXCAIGGXIGXIIIXXXIXIICXXIIIIGGXXIXXXGG 

TTTTTTTTTTTTCCTCTGATCACATTCTTCAAAGACGGAGTATTCTTTACCTCAGGTTTACTGGACAAAATCAAT 

AACTACAAAAGGCAATGATTCACGCTTTTGTXTTCATAATACCTCACAACCGTACAGTTTCTGCTTGGGAGCCCA 

TTCGCATGAGGAATACAGAAGCAGTGTGAGCAGGGCTGACTCCCTCTCAGGTGGAAGGCAGGGCGGTCTCACTCC 

CAGGGACCTTTTTGGTCATGGAGGCCATCGGGCTCCCAGTTAGACCCTGGXATCCTCATCATGATGGAAAAAATA 

CATTGAACCAAGGGATCCTCCCTCCCCTTCAAGGCAGACGTTCAGTACAAACATTTATGCGGTAGGCTCAGATGT 

CGTAATTTGCACTTAGGTACCAGGTGTCAGGAAACAGACTAAAAAGAATTCCACCAGGCTGTTTGGAGATCCTCA 

TCTTGGAGCTTTTTCAAAAGCGGGGCTTCATCTGCAAAGGGCCCTTTCATCTTGAAGTTTTTCCCCTCCGTCTTT 
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CCCCXCCCCXGGCATGGACACCTXGXGXXTAGGATCAXCXCXGCAGGXXXCCTAGGXCXGAAXCXGCGAGXAGAX 
GAACCTGCAGCAAGCAGCGTTTATGGTGCTTCCTTCTCCCTCCTCTGTCTCAAACTGCGCAGGCAAGCACTATGC 
AAGCCCAGGCCCTCTGCTGAGCGGTACTAAACGGTCGGGTTTTCAATCACACTGAATTGGCAGGATAAGAAAAAT 
AGGXCAGAXAAGXAXGGGAXGAXAGXXGAAGGGAGGXGAAGAGGCTGCXXCTCTACAGAGGXGAAAXXCCAGAXG 
AGXCAGXCXCXXGGGAAGTGXGXXTAGAAGGGXTCAGGACXXXGXGAGTTAGCAXGACCCXAAAAXXCXAGGGGA 
TTTCTGGTGGGACAATGGGTGGTGAATTTTGAAGTTTTGGAGAGGGAAGTGGAGCAGCCAGCAAGTAAGCTAGCC 
AGAGTTTTCTCAAGAGCCAGCTTTGCTCAGCACACTCTCCTGGGCCCCAAGGAGTCCCACGGAATGGGGAAAGTG 
GGAACCCTGGAGTTCTTGGGAATCTTGGAGCCTAAAGAGAAACCGAGGTGCAAATTCATTTCATGGTGACTGACC 
CTTGAGCTTAAACAGAAGCAGCAAATGAAAGAACCGGACAAATAAGGAAGGGCACAAGCCTACCCGACTCTATTT 
ACAGTCTGTAACTTTCCACTCTTCCTGTAGTCCCGAGGCCCCTGGGTCCTTCTAGCTTTTCTCTTTCCCATCCTT 
GGGGCCXXGXGTGAXGAXGGGXGXGGGGCXGCCGAXGGGAAAGXCGGGGGXTGXXAGGCXXXXCTGCCXGCXCCX 
GCXXAAACACAAGAAGGAATCCXGGAXXXXGCCCXCXCCXXAGCXCXXAGXCXCXXXGGXAGGAGXXXXGXXCCA 
GAGGAGCXCXCCCCCXXGGATXXGAACXXGCXCXXXXXGXTGXXGXXGXTCXXXCXCTXCXXXXXCXTACCXCCC 
ACTAAAGGGGTTCCAAATTATCCTGGTCTTTTTCTACCTTGTTGTGTTTCTATCTCGTCTTTACTTCCATCTGTT 
TGTTTTTTTCTCCATCAGTGGGGGCCGAGTTGTTCCCCCAGCCTGCCAAATTTTGATCCTTCCCCTCTTTTGGCC 
AAATCCTAGGGGGAAGAAATCCTAGTATGCCAAAAATATATGCTAAGCATAATTAAACTCCATGCGGGTCCATAA 
CAGCCAAGAAGCCTGCAGGAGAAAGCCAAGGGCAGTTCCCTCCGCAGAACACCCCATGCGTGCTGAGAGGCGAGC 
TCCTTGAAGAAGGGGCTGTTCTTCCAGGAGGCCTTAXTTTGAACTGCCTCAGGACCCCACTGGAGAGCACAGCAT 
GCCTTACTACTGGGTCATCCTTGGTCTATGTGCTCTGTACTGGAGGCTCTGTTCTGCCTCTTATCAGCCAGGTCA 
GGGGCACACATGGCTTAAGTGACAAAGCCAGAGGAGAAGACAACCCTGACAGCATCACGCTGCATCCCATTGCTA 
GCAGGATTGGCAACTCTTCAGACGGAGCTGCGCTTCCCTGCAGTCTAGCACCTCTAGGGCCTCTCCAGACTGTGC 
CCTGGGAGCTCTGGGACTGAAAGGTTAAGAACATAAGGCAGGATCAGATGACTCTCTCCAAGAGGGCAGGGGAAT 
TTTCTCTCCATGGGCCACAGGGGACAGGGCTGGGAGAAGAAATAGACTTGCACCTTATGTCATGTAAATAATTGA 
TTTTCTAGTTCAAGAAGATAATATTGGTAGTGTGGGAATTGGAGGTAGGAAGGGGAGGAAGTCTGAGTAAGCCAG 
TTGGCTTCTAAGCCAAAAGGATTCCTCTTTGTTTATCTCXGAGACAGTCCAACCTTGAGAATAGCTTTAAAAGGG 
AAAXXAAXGCXGAGAXGAXAAAGXCCCCXXAAGCCAACAAACCCXCXGTAGCXAXAGAAXGAGTGCAGGXXXCXA 
XXGGTGXGGACXCAGAGCAAXXXACAAGAGCTGXXCAXGCAGCCATCCAXXXGTGCAAAAXAGGGXAAGAAGAXX 
CAAGAGGAXAXXXAXXACXTCCXCAXACCACAXGGCXXXTGAXGAXTCXGGAXTCXAAACAACCCAGAAXGGXCA 
TXXCAGGCACAACGATACXACAXXCGXGXGXGXCXGCXXXXAAACXXGGCXGGGCXATCAGACCCXAXTCXCGGC 
XCAGGXXXXGAGAAGCCAXCAGCAAAXGXGXACGXGCAXGCXGXAGCXGCAGCCXGCAXCCCXXCGCCXGCAGCC 
XACXXXGGGGAAATAAAGXGCCXXACXGACXGXAGCCAXXACAGXAXCCAAXGXCXXXXGACAGGTGCCXGXCCX 
TGAAAAACAAAGXXXCXATXXXXATTXTXAAXXGGXXXAGXXCXXAACXGCXGGCCAACXCXXACAXCCCCAGCA 
AATCAXCGGGCCAXXGGAXXXXXXCCAXXAXGXXCAXCACCCXXAXAXCAXGXACCXCAGAXCXCXCXCXCXCXC 
CXCXCXCXCAGXXAXAXAGXXXCXTGXCXXGGACXXXXXXXXXCXXXXCXXTXXCXXXXXXXXXXXGCXXXAAAA 
CAAGXGXGAXGCCAXAXCAAGXCCAXGXXATXCXCXCACAGXGXACXCXAXAAGAGGXGXGGGXGXCXGXXXGGX 
CAGGAXGXXAGAAAGXGCXGAXAAGXAGCAXGAXCAGXGXAXGCGAAAAGGTXXXXAGGAAGXAXGGCAAAAAXG 
XXGXAXXGGCXAXGAXGGXGACAXGAXAXAGTCAGCXGCCXXTXAAGAGGXCXXAXCXGXXCAGXGXXAAGXGAX 
XXAAAAAAAXAAXAACCXGXXXXCXGACXAGTXXAAAGAXGGAXXXGAAAAXGGXXXTGAAXGCAAXXAGGXXAX 
GCXAXXXGGACAAXAAACTCACCXXGACCT 
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AGAGCGAGCAGGGGAGAGCGAGACCAGTTTTAAGGGGAGGACCGGTGCGAGTGAGGCAGCCCCGAGGCTCTGCTC 
GCCCACCACCCAATCCTCGCCTCCCTTCTGCTCCACCTTCTCTCTCTGCCCTCACCTCTCCCCCGAAAACCCCCT 
ATTTAGCCAAAGGAAGGAGGTCAGGGGAACGCTCTCCCCTCCCCTTCCAAAAAACAAAAACAGAAAAACCCTTTT 
CCAGGCCGGGGAAAGCAGGAGGGAGAGGGGCCGCCGGGCTGGCCATGGAGCTGCTGTGCCACGAGGTGGACCCGG 
TCCGCAGGGCCGTGCGGGACCGCAACCTGCTCCGAGACGACCGCGTCCTGCAGAACCTGCTCACCATCGAGGAGC 
GCTACCTTCCGCAGTGCTCCTACTTCAAGTGCGTGCAGAAGGACATCCAACCCTACATGCGCAGAATGGTGGCCA 
CCTGGATGCTGGAGGTCTGTGAGGAACAGAAGTGCGAAGAAGAGGTCTTCCCTCTGGCCATGAATTACCTGGACC 
GTTTCTTGGCTGGGGTCCCGACTCCGAAGTCCCATCTGCAACTCCTGGGTGCTGTCTGCATGTTCCTGGCCTCCA 
AACTCAAAGAGACCAGCCCGCTGACCGCGGAGAAGCTGTGCATTTACACCGACAACTCCATCAAGCCTCAGGAGC 
TGCTGGAGTGGGAACTGGTGGTGCTGGGGAAGTTGAAGTGGAACCTGGCAGCTGTCACTCCTCATGACTTCATTG 
AGCACATCTTGCGCAAGCTGCCCCAGCAGCGGGAGAAGCTGTCTCTGATCCGCAAGCATGCTCAGACCTTCATTG 
CTCTGTGTGCCACCGACTTTAAGTTTGCCATGTACCCACCGTCGATGATCGCAACTGGAAGTGTGGGAGCAGCCA 
TCTGTGGGCTCCAGCAGGATGAGGAAGTGAGCTCGCTCACTTGTGATGCCCTGACTGAGCTGCTGGCTAAGATCA 
CCAACACAGACGTGGATTGTCTCAAAGCTTGCCAGGAGCAGATTGAGGCGGTGCTCCTCAATAGCCTGCAGCAGT 
ACCGTCAGGACCAACGTGACGGATCCAAGTCGGAGGATGAACTGGACCAAGCCAGCACCCCTACAGACGTGCGGG 
ATATCGACCTGTGAGGATGCCAGTTGGGCCGAAAGAGAGAGACGCGTCCATAATCTGGTCTCTTCTTCTTTCTGG 
TTGTTTTTGTTCTTTGTGTTTTAGGGTGAAACTTAAAAAAAAAATTCTGCCCCCACCTAGATCATATTTAAAGAT 
CTTTTAGAAGTGAGAGAAAAAGGTCCTACGAAAACGGAATAATAAAAAGCATTTGGTGCCTATTTGAAGTACAGC 
ATAAGGGAATCCCTTGTATATGCGAACAGTTATTGTTTGATTATGTAAAAGTAATAGTAAAATGCTTACAGGAAA 
ACCTGCAGAGTAGTTAGAGl^ATATGTATGCCTGCAATATGGGAACAAATTAGAGGAGACTTTTTTTTTTCATGTT 
ATGAGCTAGCACATACACCCCCTTGTAGTATAATTTCAAGGAACTGTGTACGCCATTTATGGCATGATTAGATTG 
CAAAGCAATGAACTCAAGAAGGAATTGAAATAAGGAGGGACATGATGGGGAAGGAGTACAAAACAATCTCTCAAC 
ATGATTGAACCATTTGGGATGGAGAAGCACCTTTGCTCTCAGCCACCTGTTACTAAGTCAGGAGTGTAGTTGGAT 
CTCTACATTAATGTCCTCTTGCTGTCTACAGTAGCTGCTACCTAAAAAAAGATGTTTTATTTTGCCAGTTGGACA 
CAGGTGATXGGCTCCTGGGTTTCATGTTCTGTGACATCCTGCTTCTTCTTCCAAATGCAGTTCATTGCAGACACC 
ACCATATTGCTATCTAATGGGGAAATGTAGCTATGGGCCATAACCAAAACTCACATGAAACGGAGGCAGATGGAG 
ACCAAGGGTGGGATCCAGAATGGAGTCTTTTCTGTTATTGTATTTAAAAGGGTAATGTGGCCTTGGCATTTCTTC 
TTAGAAAAAAACTAATTTTTGGTGCTGATTGGCATGTCTGGTTCACAGTTTAGCATTGTTATAAACCATTCCATT 
CGAAAAGCACTTTGAAAAATTGTTCCCGAGCGATAGATGGGATGGTTTATGCAAGTCATGCTGAATACTCCTCCC 
CTCTTCTCTTTTGCCCCCTCCCTTCCTGCCCCCAGTCTGGGTTACTCTTCGCTTCTGGTATCTGGCGTTCTTTGG 
TACACAGTTCTGGTGTTCCTACCAGGACTCAAGAGACACCCCTTCCTGCTGACATTCCCATCACAACATTCCTCA 
GACAAGCCTGTAAACTAAAATCTGTTACCATTCTGATGGCACAGAAGGATCTTAATTCCCATCTCTATACTTCTC 
CTTTGGACATGGAAAGAAAAGTTATTGCTGGTGCAAAGATAGATGGCTGAACATCAGGGTGTGGCATTTTGTTCC 
CTTTTCCGTTTTTTTTTTTTTTATTGTTGTTGTTAATTTTATTGCAAAGTTGTATTCAGCGTACTTGAATTTTTC 
TTCCTCTCCACTTCTTAGAGGCATTCAGTTAGCAAAGAGGTTGGAGCAACAACTTTTTTTTTTTTTTTTGCACAA 
TTGTAATTGACAGGTAATGAAGCTATTTGXTAAAATATTTGCCTTTTTAAGTAAAAAAGAAAAATCAGAACAGGG 
CTATTTGAAGAATTATTTTATACACAGATTCTGCCTTGTTTCATAGTATGAGGGTTGAAGACGGAAAACAATCTA 
AGGGTCTCTCATTTTTTTAATTTTGTTTTGTTCAGTTTGGTTTTTTTTTTTTTTTGCGCTGCTAAGAAGCTAAAG 
TCATCCATCCTTATTCACGTTGACAGTACCTAGCTGTAATGTTTCACAGAGTGTGCTGCTATTTTATAAACATTT 
TTATAATATATTATTTTACTGCTTAAATTCCAAGTCCTGAAGTAGATGGTTGAGATATGAGTTCTTCGTACTGGA 
AAAGCCCTTCCGTAGTTTGTTTTCTTCTGGTAGCATATTCATGGTTGTTTTTTTTTTTCTTTTTTGGTTTTTTGG 
TTTTTTTTTTTTCCTCTGATCACATTCTTCAAAGACGGAGTATTCTTTACCTCAGGTTTACTGGACAAAATCAAT 
AACTACAAAAGGCAATGATTCACGCTTTTGTTTTCATAATACCTCACAACCGTACAGTTTCTGCTTGGGAGCCCA 
TTCGCATGAGGAATACAGAAGCAGTGTGAGCAGGGCTGACTCCCTCTCAGGTGGAAGGCAGGGCGGTCTCACTCC 
CAGGGACCTTTTTGGTCATGGAGGCCATCGGGCTCCCAGTTAGACCCTGGTATCCTCATCATGATGGAAAAAATA 
CATTGAACCAAGGGATCCTCCCTCCCCTTCAAGGCAGACGTTCAGTACAAACATTTATGCGGTAGGCTCAGATGT 
CGTAATTTGCACTTAGGTACCAGGTGTCAGGAAACAGACTAAAAAGAATXCCACCAGGCTGTTTGGAGATCCTCA 
TCTTGGAGCTTTTTCAAAAGCGGGGCTTCATCTGCAAAGGGCCCTTTCATCTTGAAGTTTTTCCCCTCCGTCTTT 
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CCCCTCCCCTGGCATGGACACCTTGTGTTTAGGATCATCTCTGCAGGTTTCCTAGGTCTGAATCTGCGAGTAGAT 

GAACCTGCAGCAAGCAGCGTTTATGGTGCTTCCTTCTCCCTCCTCTGTCTCAAACTGCGCAGGCAAGCACTATGC 

AAGCCCAGGCCCTCTGCTGAGCGGTACTAAACGGTCGGGTTTTCAATCACACTGAATTGGCAGGATAAGAAAAAT 

AGGTCAGATAAGTATGGGATGATAGTTGAAGGGAGGTGAAGAGGCTGCTTCTCTACAGAGGTGAAATTCCAGATG 

AGTCAGTCTCTTGGGAAGTGTGTTTAGAAGGGTTCAGGACTTTGTGAGTTAGCATGACCCTAAAATTCTAGGGGA 

TTTCTGGTGGGACAATGGGTGGTGAATTTTGAAGTTTTGGAGAGGGAAGTGGAGCAGCCAGCAAGTAAGCTAGCC 

AGAGTTTTCTCAAGAGCCAGCTTTGCTCAGCACACTCTCCTGGGCCCCAAGGAGTCCCACGGAATGGGGAAAGTG 

GGAACCCTGGAGTTCTTGGGAATCTTGGAGCCTAAAGAGAAACCGAGGTGCAAATTCATTTCATGGTGACTGACC 

CTTGAGCTTAAACAGAAGCAGCAAATGAAAGAACCGGACAAATAAGGAAGGGCACAAGCCTACCCGACTCTATTT 

ACAGTCTGTAACTTTCCACTCTTCCTGTAGTCCCGAGGCCCCTGGGTCCTTCTAGCTTTTCTCTTTCCCATCCTT 

GGGGCCTTGTGTGATGATGGGTGTGGGGCTGCCGATGGGAAAGTCGGGGGTTGTTAGGCTTTTCTGCCTGCTCCT 

GCTTAAACACAAGAAGGAATCCTGGATTTTGCCCTCTCCTTAGCTCTTAGTCTCTTTGGTAGGAGTTTTGTTCCA 

GAGGAGCTCTCCCCCTTGGATTTGAACTTGCTCTTTTTGTTGTTGTTGTTCTTTCTCTTCTTTTTCTTACCTCCC 

ACTAAAGGGGTTCCAAATTATCCTGGTCTTTTTCTACCTTGTTGTGTTTCTATCTCGTCTTTACTTCCATCTGTT 

TGTTTTTTTCTCCATCAGTGGGGGCCGAGTTGTTCCCCCAGCCTGCCAAATTTTGATCCTTCCCCTCTTTTGGCC 

AAATCCTAGGGGGAAGAAATCCTAGTATGCCAAAAATATATGCTAAGCATAATTAAACTCCATGCGGGTCCATAA 

CAGCCAAGAAGCCTGCAGGAGAAAGCCAAGGGCAGTTCCCTCCGCAGAACACCCCATGCGTGCTGAGAGGCGAGC 

TCCTTGAAGAAGGGGCTGTTCTTCCAGGAGGCCTTATTTTGAACTGCCTCAGGACCCCACTGGAGAGCACAGCAT 

GCCTTACTACTGGGTCATCCTTGGTCTATGTGCTCTGTACTGGAGGCTCTGTTCTGCCTCTTATCAGCCAGGTCA 

GGGGCACACATGGCTTAAGTGACAAAGCCAGAGGAGAAGACAACCCTGACAGCATCACGCTGCATCCCATTGCTA 

GCAGGATTGGCAACTCTTCAGACGGAGCTGCGCTTCCCTGCAGTCTAGCACCTCTAGGGCCTCTCCAGACTGTGC 

CCTGGGAGCTCTGGGACTGAAAGGTTAAGAACATAAGGCAGGATCAGATGACTCTCTCCAAGAGGGCAGGGGAAT 

TTTCTCTCCATGGGCCACAGGGGACAGGGCTGGGAGAAGAAATAGACTTGCACCTTATGTCATGTAAATAATTGA 

TTXTCTAGTTCAAGAAGATAATATTGGTAGTGTGGGAATTGGAGGTAGGAAGGGGAGGAAGTCTGAGTAAGCCAG 

TTGGCTTCTAAGCCAAAAGGATTCCTCTTTGTTTATCTCTGAGACAGTCCAACCTTGAGAATAGCTTTAAAAGGG 

AAATTAATGCTGAGATGATAAAGTCCCCTTAAGCCAACAAACCCTCTGTAGCTATAGAATGAGTGCAGGTTTCTA 

TTGGTGTGGACTCAGAGCAATTTACAAGAGCTGTTCATGCAGCCATCCATTTGTGCAAAATAGGGTAAGAAGATT 

CAAGAGGATATTTATTACTTCCTCATACCACATGGCTTTTGATGATTCTGGATTCTAAACAACCCAGAATGGTCA 

TTTCAGGCACAACGATACTACATTCGTGTGTGTCTGCTTTTAAACTTGGCTGGGCTATCAGACCCTATTCTCGGC 

TCAGGTTTTGAGAAGCCATCAGCAAATGTGTACGrGCATGCTGTAGCTGCAGCCTGCATCCCTTCGCCTGCAGCC 

TACTTTGGGGAAATAAAGTGCCTTACTGACTGTAGCCATTACAGTATCCAATGTCTTTTGACAGGTGCCTGTCCT 

TGAAAAACAAAGTTTCTATTTTTATTTTTAATTGGTTTAGTTCTTAACTGCTGGCCAACTCTTACATCCCCAGCA 

AATCATCGGGCCATTGGATTTTTTCCATTATGTTCATCACCCTTATATCATGTACCTCAGATCTCTCTCTCTCTC 

CTCTCTCTCAGTTATATAGTTTCTTGTCTTGGACTTTTTTTTTCTTTTCTTTTTCTTTTTTTTTTTGCTTTAAAA 

CAAGTGTGATGCCATATCAAGTCCATGTXATTCTCTCACAGTGTACTCTATAAGAGGTGTGGGTGTCXGTTTGGT 

CAGGATGTTAGAAAGTGCTGATAAGTAGCATGATCAGTGTATGCGAAAAGGTTTTTAGGAAGTATGGCAAAAATG 

TTGTATTGGCTATGATGGTGACATGATATAGTCAGCTGCCTTTTAAGAGGTCTTATCTGTTCAGTGTTAAGTGAT 

TTAAAAAAATAATAACCTGTTTTCTGACTAGTTTAAAGATGGATTTGAAAATGGTTTTGAATGCAATTAGGTTAT 

GCTATTTGGACAATAAACTCACCTTGACCT 
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AGAGCGAGCAGGGGAGAGCGAGACCAGTTTTAAGGGGAGGACCGGTGCGAGTAAGGCAGCCCCGAGGCTCTGCTC 
GCCCACCACCCAATCCTCGCCTCCCTTCTGCTCCACCTTCXCTCTCTGCCCTCACCTCTCCCCCGAAAACCCCCT 
ATTTAGCCAAAGGAAGGAGGTCAGGGGAACGCTCTCCCCTCCCCTTCCAAAAAACAAAAACAGAAAAACCCTTTT 
CCAGGCCGGGGAAAGCAGGAGGGAGAGGGGCCGCCGGGCTGGCCATGGAGCTGCTGTGCCACGAGGTGGACCCGG 
TCCGCAGGGCCGTGCGGGACCGCAACCTGCTCCGAGACGACCGCGTCCTGCAGAACCTGCTCACCATCGAGGAGC 
GCTACCTTCCGCAGTGCTCCTACTTCAAGTGCGTGCAGAAGGACATCCAACCCTACATGCGCAGAATGGTGGCCA 
CCTGGATGCTGGAGGTCTGTGAGGAACAGAAGTGCGAAGAAGAGGTCTTCCCTCTGGCCATGAATTACCTGGACC 
GTTTCTTGGCTGGGGTCCCGACTCCGAAGTCCCATCTGCAACTCCTGGGTGCTGTCTGCATGTTCCTGGCCTCCA 
AACTCAAAGAGACCAGCCCGCTGACCGCGGAGAAGCTGTGCATTTACACCGACAACTCCATCAAGCCTCAGGAGC 
TGCTGGAGTGGGAACTGGIGGTGCTGGGGAAGTTGAAGTGGAACCTGGCAGCTGTCACTCCTCATGACTTCATTG 
AGCACATCTTGCGCAAGCTGCCCCAGCAGCGGGAGAAGCTGTCTCTGATCCGCAAGCATGCTCAGACCTTCATTG 
CTCTGTGXGCCACCGACTTTAAGTTTGCCATGTACCCACCGTCGATGATCGCAACTGGAAGTGTGGGAGCAGCCA 
TCTGTGGGCTCCAGCAGGATGAGGAAGTGAGCTCGCTCACTTGTGATGCCCTGACTGAGCTGCTGGCTAAGATCA 
CCAACACAGACGTGGATTGTCTCAAAGCTTGCCAGGAGCAGATTGAGGCGGTGCTCCTCAATAGCCTGCAGCAGT 
ACCGTCAGGACCAACGTGACGGATCCAAGTCGGAGGATGAACTGGACCAAGCCAGCACCCCTACAGACGTGCGGG 
ATATCGACCTGTGAGGATGCCAGTTGGGCCGAAAGAGAGAGACGCGTCCATAATCTGGTCTCTTCTTCTTTCTGG 
TTGTTTTTGTTCTTTGTGTTTTAGGGTGAAACTTAAAAAAAAAATTCTGCCCCCACCTAGATCATATTTAAAGAT 
CTTTTAGAAGTGAGAGAAAAAGGTCCTACGAAAACGGAATAATAAAAAGCATTTGGTGCCTATTTGAAGTACAGC 
ATAAGGGAATCCCTTGTATATGCGAACAGTTATTGTTTGATTATGTAAAAGTAATAGTAAAATGCTTACAGGAAA 
ACCTGCAGAGTAGTTAGAGAATATGXATGCCTGCAATATGGGAACAAATTAGAGGAGACTTTTTTTTTCATGTTA 
XGAGCTAGCACATACACCCCCTTGTAGTATAATXTCAAGGAACTGTGTACGCCATTTATGGCATGATTAGATTGC 
AAAGCAAXGAACICAAGAAGGAAIXGAAAXAAGGAGGGACAIGAXGGGGAAGGAGXACAAAACAAXCXCXCAACA 
XGAXXGAACCAXIXGGGAIGGAGAAGCACCXIXGCICXCAGCCACCIGIXACIAAGICAGGAGIGXAGIIGGAXC 
ICXACAXIAAIGICCXCXIGCXGXCXACAGXAGCIGCXACCXAAAAAAAGAXGIXXIAXXIXGCCAGXIGGACAC 
AGGTGATTGGCTCCTGGGTTTCATGTTCTGTGACATCCTGCTTCTTCTTCCAAATGCAGTTCATTGCAGACACCA 
CCATATTGCTATCTAATGGGGAAATGTAGCTATGGGCCATAACCAAAACTCACATGAAACGGAGGCAGATGGAGA 
CCAAGGGTGGGATCCAGAATGGAGTCTTTTCTGTTATTGTATTTAAAAGGGTAATGTGGCCTTGGCATTTCTTCT 
TAGAAAAAAACTAATTTTTGGTGCTGATTGGCATGTCTGGTTCACAGTTTAGCATTGTTATAAACCATTCCATTC 
GAAAAGCACTTTGAAAAATTGTTCCCGAGCGATAGATGGGATGGTTTATGCAAGTCATGCTGAATACTCCTCCCC 
TCTTCTCTTTTGCCCCCTCCCTTCCTGCCCCCAGTCTGGGTTACTCTTCGCTTCTGGTATCTGGCGTTCTTTGGT 
ACACAGTTCTGGTGTTCCTACCAGGACTCAAGAGACACCCCTTCCTGCTGACATTCCCATCACAACATTCCTCAG 
ACAAGCCTGTAAACTAAAATCTGTTACCATCTGATGGCACAGAAGGATCTTAATTCCCATCTCTATACTTCTCCT 
TTGGACATGGAAAGAAAAGTTATTGCTGGTGCAAAGATAGATGGCTGAACATCAGGGTGTGGCATTTTGTTCCCT 
XTTCCGTTTTXTTTTTTTTTATTGTTGTTGTTAATTTTATTGCAAAGTTGTATTCAGCGTACTTGAATTTTTCTT 
CCTCTCCACTTCTTAGAGGCATTCAGTTAGCAAAGAGGTTGGAGCAACAACTTTTTTTTTTTTTTTTTGCACAAT 
TGTAATTGACAGGTAATGAAGCTATTTGTTAAAATATTXGCCTTTTTAAGTAAAAAAGAAAAATCAGAACAGGGC 
TATTTGAAGAATTATTTTATACACAGATTCTGCCTTGTTTCATAGTATGAGGGTTGAAGACGGAAAACAATCTAA 
GGGTCXCTCATTTTTTTAATTTTGTTTTGTTCAGTTTGGTTTTTTTTTTXTTTTGCGCTGCTAAGAAGCTAAAGT 
CATCCATCCTTATTCACGTTGACAGTACCTAGCTGTAATGTTTCACAGAGTGTGCTGCTATTTTATAAACATTTT 
TATAATATATTATTTTACTGCTTAAATTCCAAGTCCTGAAGTAGATGGTTGAGATATGAGTTCTTCGTACTGGAA 
AAGCCCTTCCGTAGTTTGTTTTCTTCTGGTAGCATATTCATGGTTGTTTTTTTTTTTCTTTTTTGGTTTTTTGGT 
TTTTTTTITTTCCTCTGATCACATTCTTCAAAGACGGAGTATTCTTACCTCAGGTTTACTGGACAAAATCAATAA 
CTACAAAAGGCAATGATTCACGCTTTTGTTTTCATAATACCTCACAACCGTACAGTTrCTGCTTGGGAGCCCATT 
CGCATGAGGAATACAGAAGCAGTGTGAGCAGGGCTGACTCCCTCTCAGGTGGAAGGCAGGGCGGTCTCACTCCCA 
GGGACCTTTTTGGTCATGGAGGCCATCGGGCTCCCAGTTAGACCCTGGTATCCTCATCATGATGGAAAAAATACA 
TTGAACCAAGGGATCCTCCCTCCCCTTCAAGGCAGACGTTCAGTACAAACATTTATGCGGTAGGCTCAGATGTCG 
TAATTTGCACTTAGGTACCAGGTGTCAGGAAACAGACTAAAAAGAATTCCACCAGGCTGTTTGGAGATCCTCATC 
TTGGAGCTTTTTCAAAAGCGGGGCTTCATCTGCAAAGGGCCCTTTCATCTTGAAGTTTTTCCCCTCCGTCTTTCC 
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CCTCCCCTGGCATGGACACCTTGTGTTTAGGATCATCTCTGCAGGTTTCCTAGGTCTGAATCTGCGAGTAGATGA 
ACCTGCAGCAAGCAGCGTTTATGGTGCTTCCTTCTCCCTCCTCTGTCTCAAACTGCGCAGGCAAGCACTATGCAA 
GCCCAGGCCCTCTGCTGAGCGGTACTAAACGGTCGGGTTTTCAATCACACTGAATTGGCAGGATAAGAAAAATAG 
GTCAGATAAGTATGGGATGATAGTTGAAGGGAGGTGAAGAGGCTGCTTCTCTACAGAGGTGAAATTCCAGATGAG 
TCAGTCTCTTGGGAAGTGTGTTTAGAAGGGTTCAGGACTTTGTGAGTTAGCATGACCCTAAAATTCTAGGGGATT 
TCTGGTGGGACAATGGGTGGTGAATTTTGAAGTTTTGGAGAGGGAAGTGGAGCAGCCAGCAAGTAAGCTAGCCAG 
AGTTTTCTCAAGAGCCAGCTTTGCTCAGCACACTCTCCTGGGCCCCAAGGAGTCCCACGGAATGGGGAAAGTGGG 
AACCCTGGAGTTCTTGGGAATCTTGGAGCCTAAAGAGAAACCGAGGTGCAAATTCATTTCATGGTGACTGACCCT 
TGAGCTTAAACAGAAGCAGCAAATGAAAGAACCGGACAAATAAGGAAGGGCACAAGCCTACCCGACTCTATTTAC 
AGTCTGTAACTTTCCACTCTTCCTGTAGTCCCGAGGCCCCTGGGTCCTTCTAGCTTTTCTCTTTCCCATCCTTGG 
GGCCTTGTGTGATGATGGGTGTGGGGCTGCCGATGGGAAAGTCGGGGGTTGTTAGGCTTTTCTGCCTGCTCCTGC 
TTAAACACAAGAAGGAATCCTGGATTTTGCCCTCTCCTTAGCTCTTAGTCTCTTTGGTAGGAGTTTTGTTCCAGA 
GGAGCTCTCCCCCTTGGATTTGAACTTGCTCTTTTTGTTGTTGTTGTTCTTTCTCTTCTTTTTCTTACCTCCCAC 
TAAAGGGGTTCCAAATTATCCTGGTCTTTTTCTACCTTGTTGTGTTTCTATCTCGTCTTTACTTCCATCTGTTTG 
TTTTTTTCTCCATCAGTGGGGGCCGAGTTGTTCCCCCAGCCTGCCAAATTTTGArCCTTCCCCTCTTTTGGCCAA 
ATCCTAGGGGGAAGAAATCCTAGTATGCCAAAAATATATGCTAAGCATAATTAAACTCCATGCGGGTCCATAACA 
GCCAAGAAGCCTGCAGGAGAAAGCCAAGGGCAGTTCCCTCCGCAGAACACCCCATGCGTGCTGAGAGGCGAGCTC 
CTTGAAGAAGGGGCTGTTCTTCCAGGAGGCCTTATTTTGAACTGCCTCAGGACCCCACTGGAGAGCACAGCATGC 
CTTACTACTGGGTCATCCTTGGTCTATGTGCTCTGTACTGGAGGCTCTGTTCTGCCTCTTATCAGCCAGGTCAGG 
GGCACACATGGCTTAAGTGACAAAGCCAGAGGAGAAGACAACCCTGACAGCATCACGCTGCATCCCATTGCTAGC 
AGGATTGGCAACTCTTCAGACGGAGCTGCGCTTCCCTGCAGTCTAGCACCTCXAGGGCCTCTCCAGACTGTGCCC 
TGGGAGCTCTGGGACTGAAAGGTTAAGAACATAAGGCAGGATCAGATGACTCTCTCCAAGAGGGCAGGGGAATTT 
TCTCTCCATGGGCCACAGGGGACAGGGCTGGGAGAAGAAATAGACTTGCACCTTATGTCATGTAAATAATTGATT 
TTCTAGTTCAAGAAGATAATATTGGTAGTGTGGGAATTGGAGGTAGGAAGGGGAGGAAGTCTGAGTAAGCCAGTT 
GGCTTCTAAGCCAAAAGGATTCCTCTTTGTTTATCTCTGAGACAGTCCAACCTTGAGAATAGCTTTAAAAGGGAA 
ATTAATGCTGAGATGATAAAGTCCCCTTAAGCCAACAAACCCTCTGTAGCTATAGAATGAGTGCAGGTTTCTATT 
GGTGTGGACTCAGAGCAATTTACAAGAGCTGTTCATGCAGCCATCCATTTGTGCAAAATAGGGTAAGAAGATTCA 
AGAGGATATTTATTACTTCCTCATACCACATGGCTTTTGATGATTCTGGATTCTAAACAACCCAGAATGGTCATT 
TCAGGCACAACGATACTACATTCGTGTGTGTCTGCTTTTAAACTTGGCTGGGCTATCAGACCCTATTCTCGGCTC 
AGGTTTTGAGAAGCCATCAGCAAATGTGTACGTGCATGCTGTAGCTGCAGCCTGCATCCCTTCGCCTGCAGCCTA 
CTTTGGGGAAATAAAGTGCCTTACTGACTGTAGCCATTACAGTATCCAATGTCTTTTGACAGGTGCCTGTCCTTG 
AAAAACAAAGTTTCTATTTTTATTTTTAATTGGTTTAGTTCTTAACTGCTGGCCAACTCTTACATCCCCAGCAAA 
TCATCGGGCCATTGGATTTTTTCCATTATGTTCATCACCCTTATATCATGTACCTCAGATCTCTCTCTCTCTCCT 
CTCTCTCAGTTATATAGTTTCTTGTCTTGGACTTTTTTTTTCTTTTCTTTTTCTTTTTTTTTTTGCTTTAAAACA 
AGTGTGATGCCATATCAAGTCCATGTTATTCTCTCACAGTGTACTCTATAAGAGGTGTGGGTGTCTGTTTGGTCA 
GGATGTTAGAAAGTGCTGATAAGTAGCATGATCAGTGTATGCGAAAAGGTTTTTAGGAAGTATGGCAAAAATGTT 
GTATTGGCTATGATGGTGACATGATATAGTCAGCTGCCTTTTAAGAGGTCTTATCTGTTCAGTGTTAAGTGATTT 
AAAAAAATAATAACCTGTTTTCTGACTAGTTTAAAGATGGATTTGAAAATGGTTTTGAATGCAATTAGGTTATGC 
TATTTGGACAATAAACTCACCTTGACCT 
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MELLCHEVDPVRRAVRDRNLLRDDRVLQNLLTIEERYLPQCSYFKCVQKDIQPYMRRMVATWMLEVCEEQKCEEE 
WPLAMNYLDRFLAGVPTPKSHLQLLGAVCMFLASKLKETSPLTAEKLCIYTDNSIKPQELLEWELVVLGKLKWN 
LAAVTPHDFIEHILRKLPQQREKLSLIRKHAQTFIALCATDFKFAMYPPSMIATGSVGAAICGLQQDEEVSSLTC 
DALTELLAKITNTDVDCLKACQEQIEAVLLNSLQQYRQDQRDGSKSEDELDQASTP TDVRDIDL 
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GAGAGAAGCCIGAXAIGXAACCCAGGCGGGXGGGAGCCICAGICXGICGGGCXGAGGICXGGCAXCIACAAAGCC 

TCTTGGCCGTGTTCTGAACTTGAAGCCTGGAGGAGTTCTCTGCTCAGCACAGCCAAGGAACAGAATTAGAAGAAA 

AGGAACCCTGGCCTGAGGCAGGTGACAAACATTACCACCCCAGCTGTGCACGATGCAGCAGATGCAACCAGATGT 

TCACAGAAGGAGAGGAAATGTATCTTCAAGGCTCCACCGTTTGGCATCCCGACTGTAAGCAATCTACGAAGACCG 

AGGAAAAGCTGCGGCCTACCAGGACATCCTCGGAAAGTATTTATTCTAGGCCAGGCXCCAGTATTCCTGGCTCAC 

CAGGTCATACTATCTATGCAAAAGTAGACAATGAGATCCTGGATTACAAGGATTTAGCAGCCATTCCGAAGGTCA 

AGGCAAIXXAXGACAXXGAACGXCCAGAXCXIAIIACCXAIGAGCCIXXCIACACXICGGGCXAXGAIGACAAAC 

AGGAGAGACAGAGCCTTGGAGAGTCTCCGAGGACTTTGTCTCCTACTCCATCAGCAGAAGGGTACCAGGATGTTC 

GGGATCGGATGATCCATCGGTCCACGAGCCAGGGCTCCATCAACTCCCCTGTGTACAGCCGCCACAGCTACACTC 

CAACCACGTCCCGCTCTCCCCAGCATTTCCACAGACCTGGCAATGAGCCGTCCAGCGGCCGGAACTCCCCTCTCC 

CTTACCGGCCAGACAGCCGCCCTCTAACTCCAACTTACGCTCAGGCCCCTAAACATTTCCATGTTCCAGAXCAAG 

GAATCAACATTTACCGAAAGCCACCCATCTACAAACAGCATGCTGCCTTGGCAGCCCAGAGCAAGTCCTCAGAAG 

ATATCATCAAGTTTTCCAAGTTCCCAGCAGCCCAGGCACCAGACCCCAGCGAGACACCAGAGAXTGAGACGGACC 

ACTGGCCTGGTCCCCCCTCATTTGCTGTCATAGGACCTGACATGAAACGCAGATCTAGTGGCAGAGAGGAAGATG 

AXGAGGAACXXCIGAGACGXCGGCAGCXICAAGAAGAGCAAIXAAXGAAGCXIAACICAGGCCXGGGACAGIIGA 

ICXIGAAAGAAGAGAXGGAGAAAGAGAGCCGGGAAAGGXCAICICXGXIAGCCAGICGCIACGAXXCXCCCAICA 

ACICAGCXICACAXAXICCAXCAXCIAAAACIGCATCXCICCCIGGCIAIGGAAGAAAIGGGCXTCACCGGCCIG 

XXXCXACCGACIICGCICAGXAXAACAGCIAXGGGGAXGXCAGCGGGGGAGXGCGAGAIIACCAGACACICCCAG 

AXGGCCACAXGCCIGCAAXGAGAAIGGACCGAGGAGIGICXAIGCCCAACAXGXIGGAACCAAAGAXAXXXCCAX 

AIGAAAXGCXCAXGGXGACCAACAGAGGGCGAAACAAAAXCCXCAGAGAGGIGGACAGAACCAGGCXGGAGCGCC 

ACTXAGCCCCTGAAGTGTTTCGGGAAATCTTTGGAATGTCCATACAGGAGTTTGACAGGTTACCTCXTTGGAGAC 

GCAACGACAXGAAGAAAAAAGCAAAACXCXXCTAAGXCCCACICGIGAAIGGCAAIIAGAGAAAGGACIGACAGX 

GGCGGXGCCCCAXAGGAIGXCAIAIXGAGGCCCAAACXXGAIXGGAGAAIXIGCAAACXACCGXCGCXCAGCAAC 

ACCAAAAAGAGAAAGXCXGGXIAAAACACCAXGAGICAAAXGXCGGGCCAGCCAACAGXAACACXXGCCAAGAAG 

CAIGGCGIAGAAAXXXCIAXGXXCCGAAACACAGAGXAGXGXCCACAIGXGACCIXXXCACAXXACCIXAXGIAX 

ACAACAGGAGCIGCGXXGIXXXCIICXXXXXCIXXTCCXXXAICTGIIGXCCAACAACAGXGCXGACXGXCCGGA 

lAAGAGCIGGCAAGXGCCCXXAGGAIGCCGCAXGGGAAAAAXCGGIIAXCAXAAIXXCAAAGXAXAAAXAXAIXX 

AXXAXGIAGCGCXGCGGCXAAGAAGGAAGAGIGAGGGGXCXGXCCAXGGGGXGGCAGXGAIIICACACCCGCCXX 

XCIIGAAIGGCXXCGXGXXACXCAGCCGXGCCCIGGCAGGAAIGGAACXCCAXCAGGGAACAGGGCAGCXCXGXI 

XGAAXGGGGXGAAAAACAGCAAAAIIAAXXCIIAGCAAGCICCXXGXICXCXACIGIXCACCGGGACCIGGCIGG 

CAAAXGACXXAGCIAXXAGXAXAIXIAAAAACXGIXCAAAAGCAAAAGAGAAGGAACAGGAAIGAAAGGAAACCX 

ICCCXIAACXCXXXCXGCXXCCCAIAGCAGGICXGGIXCCIGCICCCCGCCXAGGACAGGAGCXGICXGGAGCIC 

CACCXIXGCAAAGAAAGGAAAAACACAAAXIGCCCCCAGAIXGGCCCAGXGGCAIGCCAXIAGGXGAXXXIGCGI 

AGGGGCCATATCATTCATGGCCAAAAAAAACCAAAAAGCAAAAAACAAAAACAAGTCCCATGTCCTACTGACTCT 

AGTTCTTCCAGTCGTTATCCTCTGCrGTCTCTCTGGCArCCTAXGAATCAGATCAAGCCCATGCTGTTGTTGGTT 

TTTAAGGTTrCTTTCAATAATAGGCTAAGGAAAGACATGTTTTTCXCTTTTAAATCTCTGCAACTCCAAAGTAGA 

CTCCTrCGAACGTATTTAATTTGGCCTTTXCAGCXTTCTTCTTGCCCAGCTCTGTCGAATTCATGGGTGTGTGTG 

CACATGTTGGTTTCACTCACCCAGAGTAATTTTGTGAGCATGCATGTGCTTTTTAATTTCTGCTTGAATGXTTGT 

CCTGCTGTGXTGCAGCTTCTAAAGACATTGTCACCGAGTGTGTGTGACTCAAAGATCAAGAGTGAGGCTAAACTG 

CGACCCCAACATCACTTCCTTCATGGAAAGGTGTTGGCGCTGATGTAGCTCATGGAAGGATCAGACTGGGAACCA 

CAGAGGAAGGATGAGGTGGGATGTGGAGGTCAGAGCATCTCACGAGAGTCCCTCAGGCXCTGCAACACTAGATTC 

GAATATGAGCCTAGGGTTTCCCCAACACGTGCGTGCATATGAAACCACATCATGATTCCCGACGTGAGTTAGATG 

AGGGAGAGTTTGTGTAACTCCACACCCAGGAGGGTAAGCCACTTTATTATCATGCTTTGGGGCTGTGCTTAAGAA 

TTTAAGCTCTGTTTXAAAGCCGAAGAAGAAAACATTTGAATTTACCTTCATATGCCACTAAGAACAAAAGCTCTG 

AAGIXCXICCXGCXGGCACCAAAXAIXAGGAIIACAAGCXGXCICXCIGACACCAGIGGIAAAAAAGCAAGXAGA 

AXAGIIICXGAGXCXGIGXXGCAGCCXCXGACACGXGGCICACXGCIGXCAXIXGGGGGGXGGAAXGAACAGXCA 

CIGIICIAXAGCAXCCICCXGXGCICXIACCXAAGGAAICIAAAXIGICCXAGCCXICCAXIGCXAIGCACXGAA 

IGAGGACXACXCICGIGIGXGIGIGXGXGIGIGIGIGXGXGIGIGIGXGXGXGIGXGIGXGXIGGAICIACIAAC 
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ATGTTTAGCAAATGGCTCTGACAGGGTGGCCATGAGCAGATGAGACCAGCTCTTGCTTGGTTGGAAGCCACACTG 
CAGTTTGCAGTTTAGCCTTTGGTGTCTCAGTGGCCTCTTGCTTATTCCATGCTTTTTCTATCCCATCCTCTCTCT 
GTGCCCTCCTGCAATGGCAGCCTTGGCACAATGCCTGGGTGTCCTCATCCTTGCTTTACTCTGGAAAGTGTGGGG 
ATGGAGAGGATGGTGCATTTCCAGTGCTTCCTTACCTGTCAATAACAATGGTGGCCACCTGGGTCCCAGCACTTG 
GCTGGTGGAGAGATTTTTTTCATTATGGAGCTAATAAAGGGTCCCTACGTTTTACATTGATTAATGAATTATCAC 
CCAGACATGTGCAGATGAAATGTCAATATAAGAAAAATCAAGGTATTTGGGAAACATGGGCATAATCAGGTAGTT 
TTGCTAAAATTCCTCTTCCTTGGTCTACATAAAGAAGACATGGGTCTGTCATAGAATGGGGACATTAGACTGAAA 
ACTGGGACAACCCCCTTCCTTATTTTATAGAGACTAGGAGTTAAGGGGCCTGCCTAAGATTGCAGTGATAAAGAA 
CTGAACCCTAAATCAGCTCCCACTAATGAAACCCTGCTTTCCTTGTATCTTTTAAACTCAGTTCTGCATCCAACT 
TGAGAAGAAAAAAAGCTTCTTTCCATATCAAGTACCATATGAGTTCATTTAAACTGCACCTTGCAGAAATGCATT 
GCCAGAAAGCACCAGTAGCCTCCTATCTGCAAGCAGAGTAGTGCTCTGCTCTGGGGAGGGGTCATTGGAAACCAT 
AATGCAGAGTGGGCCCCCTACTCCATTTCCCAGCAAAAGGCTCCAGCTGGAGGGATGGGTTGTGGGGCAACCTGG 
TTCCTGCTAACTGCCAGATTGAATGTGTGGGCTAGAATGCCTGCGCATTTAGTTAAACTGGGCTCAGCATGCTTG 
TCCTCAAAATGXCCATCCTGGTCACAGCACACAAGATGGCTATTGGTCTGCTTTTACCCTACCCTGTACTATACA 
TGAAAATTCCAGTTATTAACACACTCAAACTGGTGGAGCTTGTTCACCCTAGGAAGGGGATTGTATATATGGCAG 
GCTTCCCTGGTGCCGATGTAAAGGGCTACATTTGGGAACATTTGACTTCCTTGGGACTCTTAAGTGCATACTGAT 
GGCATGAAGTAAAAGGGGCCTCAATGATGATAGGAAAATCAGTTCTTTTAAAATTTCTTCAAGAAAATCCAGGCT 
ATCACATAGTCTTTCTGTGTGACTTATTAGGAGATAGGAAGAGCATTGGGAAACTTGCACAGCTAGCTATGCATC 
TACATTTTGGTTTGGGGTTAGTTATGAAATGTTCTTAATATGACGTGTTCAATAACTTCACATAAACTTCCTGTT 
CTCCAAAACCTCAAAGAGATAGAGTTAATGAGTTGTTGTTTTTTTTTAAATGGGGGTAGTTTTCTATCTGTCATG 
GGCTCTAGCATCTACTCCGCTACCCAATTCTGTCATCTCCAAGCTGAGTTTCCTCTTCTGAGGCAGAGGCTGGAG 
CAGTTCTTTTTCAGTTCTCATCCTCTCCATCCCAATCCAGTATATCAATCAACTCTAACTCGGAGACGTCTAGCT 
GGCAATGTTTCTAAAACTTTCACTGGAXTTCTTTAGACATTGAAGCAAACATTTTTTTCTAAGAATTGCTTCTCA 
GATGATGATATCAAATGTATATGCTTTTGCAAGTTTGAAAAGTTCAAATTAACCACTTTTGACTAGGTAAGTCTT 
TCTAAAAACCATTTAAAGCTAACTGGGTCTTAGCATCCTCCTGTGTATGGAAGAGACAGGTGACCGCTCCAGGTT 
GGGTGCTCACAGAACCCTTTTCCTGACTCTCATGGAAGATGGTGGAAGGAAAATAGACTGTCTCATCAACCCTCC 
TGTGTCCTCTGAAGCAATCTCAGTTTTTATTAACCACCTCTTCTGTGTTTCTGGTAGCTATTTAACCTGTATTTA 
ATCTGTACTTCCTATGCCAGCCTCAATTTTATTTGATTTTTAAAATTATTCTCTTCTAACCAATGAAGTGTTTGT 
CAGTATGCCCCAAAGCTTGCTCTTTTGTGCTCCCTTTTGAATAACTTTCTATCCAGAAAAAGAGATTATTTGGGA 
CXXGAGAXXXGCAGXGAXACCAACXXAXAGCAAXGAXGTACTXXAAGGGAACXACCCAACXAXGXXGXGAXAGAA 
GAAAGAGAAACCTTCACTTTGGCATTTTTTTTAATCACTGTTTATTTTTCXGTTTGCGGCCCAGGAAGCAGTGGG 
AGGTGGTGGCAGATATGCTTTGCATATGGATTGTTATGTTTTTATTTGGGCAAGTTTAATCATGGAAAACTCAAA 
AAGAAGGGGGGAAATGGTCAGTTTAAGCCAAAAGAAACTTTCTAAACAATGTATAGGTACACAGCAAAATTAAAC 
AAATCCAACAATTTCTGAAGCTTAGTGTAATTGAGTGGTGGTTGTTATTCAATAAAATTATTCCCAAAAGTGTTT 
CTCCTAAGAGTGCAGTTCCCATGAGTCACTTCCTGAACCCATTGACCAAAGGTGGACAGAGACAATCCTGTAGAC 
CTTGACATTCAGAAAGATGTGAGCTGCTTACTGATCATATATGCATACGTTTCTTTACAGCAGAGGAAACCATTG 
TCCACAAAACTGATGTTCTTTTGGGGTTTTATGTACAGACTTGTCCAATCATGTGTGTGGTTCCTGCGAGTTGCT 
GATGACTCCGCATTGAAGCTCTCTGAGTTCTTTGATXTTAAGTTGGGTTTATGGAATTTTTTCAAATGTTGGAAG 
GCGTGXGGXXCITCCXGCCCTCCCXCCCCXXXXGGAAAXAXGAAAGCAAAXGXXXAGAAGAATXCCXXTXGAAAA 
GCXGXGXCGXGTXCCCTGTGAAACTGAGCAGGXGXGXGXXGGCGCGCXAAGTGCCACAXGCXXGXGXGTAGAGGA 
GGAGGXGGCCCXGCCGGCTCCGCGCTGCXGXGCCXGXGAXCCCXACCXGCXCCCCGCXCCXGXXGCCAGCAGCAC 
XCACXGCACXCCXXXGXCAXAXACXCXGCAXCACXGXCAXACXCACAACTXCGXGAAXAAAGXXGXGXGCXXXAX 
XCGXC 
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MFTEGEEMYLQGSTVWHPDCKQSTKTEEKLRPTRTSSESIYSRPGSSIPGSPGHTIYAKVDNEILDYKDLAAIPK 
VKAIYDIERPDLITYEPFYTSGYDDKQERQSLGESPRTLSPTPSAEGYQDVRDRMIHRSTSQGSINSPVYSRHSY 
TPTTSRSPQHFHRPGNEPSSGRNSPLPYRPDSRPLTPTYAQAPKHFHVPDQGINIYRKPPIYKQHAALAAQSKSS 
EDIIKFSKFPAAQAPDPSETPEIETDHWPGPPSFAVIGPDMKRRSSGREEDDEELLRRRQLQEEQLMKLNSGLGQ 
LILKEEMEKESRERSSLLASRYDSPINSASHIPSSKTASLPGYGRNGLHRPVSTDFAQYNSYGDVSGGVRDYQTL 
PDGHMPAMRMDRGVSMPNMLEPKIFPYEMLMVTNRGRNKILREVDRTRLERHLAPEVFREIFGMSIQEFDRLPLW 
RRNDMKKKAKLF 
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GAAAGCTGTATTTGCTGCACGTGGAAATCTCCGTTATTTTCCAGCACCCAACAGTAGCGTAATGGGAGTAACGGA 
CTTAACCTCATTTCTCTTTCAGAGCATTTAGCCTTCATATGCCCTTCCCTGCATGCTTCCCCCAGGCCGTCAAGA 
CTTGAGTTCTGCCTCGCTTCCCGGCGCGGTCGCAGCCCTCAGCCCACTTAGGATAMGGCGACAGCTGAGGTACT 
GAACATTGGTAAAAAATTATATGAGGGTAAAACAAAAGAAGTCTACGAATTGTTAGACAGTCCAGGAAAAGTCCT 
CCTGCAGTCCT^AGGACCAGATTACAGCAGGAAATGCAGCTAGAAAAAACCACCTGGAAGGAAAAGCTGCAATCTC 
AAATAmVATCACCAGTTGTATTTTTCAGTTATTACAGGAAGCAGGTATTAAAACTGCCTTCACCAGAAAATGTGG 
GGAGACAGCTTTCATTGCACCGCAGTGTGAAATGATTCCAATTGAATGGGTTTGCAGAAGAATAGCAACTGGTTC 
TTTTCTCAAAAGAAATCCTGGTGTCAAGGAAGGATATAAGTTTTACCCACCTAAAGTGGAGTTGTTTTTCAAGGA 
TGATGCCAATAATGACCCACAGTGGTCTGAGGAACAGCTGATTGCTGCAAAATTTTGCTTTGCTGGACTTCTTAT 
AGGCCAGACTGAAGTGGATATCATGAGTCATGCTACACAGGCTATATTTGAAATACTGGAGAAATCCTGGTTGCC 
CCAGAATTGTACACTGGTTGATATGAAGATTGAATTTGGTGTTGATGTAACCACCAAAGAAATTGTTCTTGCTGA 
TGTTATTGACAATGATTCCTGGAGACTCTGGCCATCAGGAGATCGAAGCCAACAGAAAGACAAACAGTCTTATCG 
GGACCTCAAAGAAGTAACTCCTGAAGGGCTCCAAATGGTAAAGAAAAACTTTGAGTGGGTTGCAGAGAGAGTAGA 
GTTGCTTTTGAAATCAGAAAGTCAGTGCAGGGTTGTAGTGTTGATGGGCTCTACTTCTGATCTTGGTCACTGTGA 
AAAAATCAAGAAGGCCTGTGGAAATTTTGGCATTCCATGTGAACTTCGAGTAACATCTGCGCATAAAGGACCAGA 
TGAAACTCTGAGGATTAAAGCTGAGTATGAAGGGGATGGCATTCCTACTGTATTTGTGGCAGTGGCAGGCAGAAG 
TAATGGTTTGGGACCAGTGATGTCTGGGAACACTGCATATCCAGTTATCAGCTGTCCTCCCCTCACACCAGACTG 
GGGAGTTCAGGATGTGTGGTCTTCTCTTCGACTACCCAGTGGTCTTGGCTGTTCAACCGTACTTTCTCCAGAAGG 
ATCAGCTCAATTTGCTGCTCAGATATTTGGGXTAAGCAACCATTTGGTATGGAGCAAACTGCGAGCAAGCATTTT 
GAACACATGGATTTCCTTGAAGCAGGCTGACAAGAAAATCAGAGAATGTAATTTATAAGAAAGAATGCCATTGAA 
TTTTTTAGGGGAAAAACTACAAATTTCTAATTTAGCTGAAGGAAAATCAAGCAAGATGAAAAGGTAATTTTAAAT 
TAGAGAACACAAATAAAATGTATTAGTGAATAAATGCTTCTCTAGATCCATATTAATAAACATGAGCATCTAACC 
CCTCCTTTCTTAGGCTAGACACCAAGATATTTCAGCCAGCCTTTATCATTCCTCTTACTTTATCCTTTTTCCTTA 
AGTATTGGTGGTCACTACTATTGAGTTTCTTCCTTAACACTGATTAAATGATCTTAACTCCCTCAGCTAAAACTG 
GCATTACTGACTCCCAGCTATATTTCTCCAGACTTGCATTTTTTTTTTTTTTTTTGAGACAGGGTCTCACTGTCG 
CCCAGGCTGGAGTGCAGTGGCGTGATCTCAGTTCACTGCTGCTTTCCCTCCTGGGCTCAAGCAGTTCTCCCACCT 
CAGCCTCTCGACTAACAGGGACTATAATCTXGCAGCACCATGCCGAGCTAATTTTATTTTTTGTAGAGATGAGCT 
CTCACTATGTCACCCAGGTTCGTCTCAAACTCCTGAACCCTAGTAATTCTCCTATCTCAGCCTCCCAAAGTGCTA 
GGGTTACAGACATGAGCCACTGTGCCTGTCTAGACTTGTACTTTCAACTGTCCATTTCTCCCTGTCTGTCCCATG 
GGCACTCATGAAAAAACAGAATGCTCCCAACTTTATTCATCTTCCAAGCCTGTAGCTCTTGGTATACTCACTGTT 
GCAAGTCAGAAGCTTGATTTCATCATTGATGTTTTTCTCACGTTTCACATCTCACTCATCACCAAGTCATGTTGG 
TGTTAATTTCTGATTAACCCTTGAATTTACCGTCTTCTCATCCTCTGTACAAAAGCCTCAAGTGAGGGTCAAATT 
CAACATTATCCTGATCTAGACAGCCCCCATTCTCAATCCACCCTTTTCCAAGTTGATTGCCCAAGGACTTCTAAC 
AATAAACTCTCTTTTGCACCACAGACTTCTTTGAAAATATACATGCTGTTGACCCTCTCTGTAGAAAACCGCACA 
CATAAAACTTACCAACAGATTTCATTGGTTCTTGGGTTCTCCCGAAGCCTATCCATGGTTTATAGATTAAGAATT 
GATGAGGTAGCTGGGCACAGTGGCTCACACCTACGATCACAGCACTTCGGGAGGCTGAAGCAAGCAGATCACTTG 
AGGTCAGGAGTTTGAGACCAGCCTGGCCAACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAAGTAGCCAGC 
CGTGATGACAGGCACCTGTAATCCCAGCTACTCGGGAGGCTGAGGCATGAGAATTGCTTGAACCCGGGAGGCGGA 
GGTTGCAGTGAGCCTGGATCATGCCACTGCACTCCAACCTGGGCAGCAGAGCAAGACTCTGTCTCAAAAGGGGAA 
AAAAAAAATTGCTGATGTGACCCATGAAGGGAACTCATTTTCCTCGTAATTTTGGACTGCCACACATTGGTACCT 
TTAGTTCTCTGAAGGCCCACGTTTTTATCATTAAGACCTATTTGTTAGCTAGTAGAGCTTTATGTTCGCTGTCCA 
TGAAACCTTCTGTAACCACAGTGACTACAAGTAGTTCTTTCTCTATTGAATTATTAGGTCCAGAATAGAAGATGT 
CATTGTACACTTTATTTCCCTCACACTGTGTTATGCTCTGATGTGCTATGCTTAGCTATCTGTCAGAGATTAGTA 
AATTATAAAACTCATGTGTACTACTTAAGTTTATATCTTATGCTAGTTTATAAGAACAATTAAAAGGACTTAGAA 
GATTAAAAAAAAAAAAAAAAAA 
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MATAEVLNIGKKLYEGKTKEVYELLDSPGKVLLQSKDQITAGNAARKNHLEGKAAISNKITSCIFQLLQEAGIKT 
AFTRKCGETAFIAPQCEMIPIEWVCRRIATGSFLKRNPGVKEGYKFYPPKVELFFKDDANNDPQWSEEQLIAAKF 
CFAGLLIGQTEVDIMSHATQAIFEILEKSWLPQNCTLVDMKIEFGVDVTTKEIVLADVIDNDSWRLWPSGDRSQQ 
KDKQSYRDLKEVTPEGLQMVKKNFEWAERVELLLKSESQCRVWmGSTSDLGHCEKIKKACGNFGIPCELRVT 
SAHKGPDETLRIKAEYEGDGIPTVFVAVAGRSNGLGPVMSGNTAYPVISCPPLTPDWGVQDVWSSLRLPSGLGCS 
TVLSPEGSAQFAAQ I FGLSNHLVWSKLRAS ILNTWI SLKQADKKI RECNL 
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FIGURE 62 

GAAAGCTGTATTTGCTGCACGTGGAAATCTCCGTTATTTTCCAGCACCCAACAGTAGCGTAATGGGAGTAACGGA 

CTTAACCTCATTTCTCTTTCAGAGCATTTAGCCTTCATATGCCCTTCCCTGCATGCTTCCCCCAGGCCGTCAAGA 

CTTGAGTTCTGCCTCGCTTCCCGGCGCGGTCGCAGCCCTCAGCCCACTTAGGATAATGGCGACAGCTGAGGTACT 

GAACATTGGTAAAAAATTATATGAGGGTAAAACAAAAGAAGTCTACGAATTGTTAGACAGTCCAGGAAAAGTCCT 

CCTGCAGTCCAAGGACCAGATTACAGCAGGAAATGCAGCTAGAAAAAACCACCTGGAAGGAAAAGCTGCAATCTC 

AAATAAAATCACCAGTTGTATTTTTCAGTTATTACAGGAAGCAGGTATTAAAACTGCCTTCACCAGAAAATGTGG 

GGAGACAGCTTTCATTGCACCGCAGTGTGAAATGATTCCAATTGAATGGGTTTGCAGAAGAATAGCAACTGGTTC 

TTTTCTCAAAAGAAATCCTGGTGTCAAGGAAGGATATAAGTTTTACCCACCTAAAGTGGAGTTGTTTTTCAAGGA 

TGATGCCAATAATGACCCACAGTGGTCTGAGGAACAGCTGATTGCTGCAAAATTTTGCTTTGCTGGACTTCTTAT 

AGGCCAGACTGAAGTGGATATCATGAGTCATGCTACACAGGCTATATTTGAAATACTGGAGAAATCCTGGTTGCC 

CCAGAATTGTACACTGGTTGATATGAAGATTGAATTTGGTGTTGATGTAACCACCAAAGAAATTGTTCTTGCTGA 

TPTTATTGACAATGATTCCTGGAGACTCTGGCCATCAGGAGATCGAAGCCAACAGAAAGACAAACAGTCTTATCG 

GGACCTCAAAGAAGTAACTCCTGAAGGGCTCCAAATGGTAAAGAAAAACTTTGAGTGGGTTGCAGAGAGAGTAGA 

GTTGCTTTTGAAATCAGAAAGTCAGTGCAGGGTTGTAGTGTTGATGGGCTCTACTTCTGATCTTGGTCACTGTGA 

AAAAATCAAGAAGGCCTGTGGAAATTTTGGCATTCCATGTGAACTTCGAGTAACATCTGCGCATAAAGGACCAGA 

TGAAACTCTGAGGATTAAAGCTGAGTATGAAGGGGATGGCATTCCTACTGTATTTGTGGCAGTGGCAGGCAGAAG 

TAATGGTTTGGGACCAGTGATGTCTGGGAACACTGCATATCCAGTTATCAGCTGTCCTCCCCTCACACCAGACTG 

GGGAGTTCAGGATGTGTGGTCTTCTCTTCGACTACCCAGTGGTCTTGGCTGTTCAACCGTACTTTCTCCAGAAGG 

ATCAGCTCAATTTGCTGCTCAGATATTTGGGTTAAGCAACCATTTGGTATGGAGCAAACTGCGAGCAAGCATTTT 

GAACACATGGATTTCCTTGAAGCAGGCTGACAAGAAAATCAGAGAATGTAATTTATAASAAAGAATGCCATTGAA 

TTTTTTAGGGGAAAAACTACAAATTTCTAATTTAGCTGAAGGAAAATCAAGCAAGATGAAAAGGTAAXTTTAAAT 

TAGAGAACACAAATAAAATGTATTAGTGAATAAATGCXTCTCTAGATCCATATTAATAAACATGAGCATCTAACC 

CCTCCTTXCTTAGGCTAGACACCAAGATATTTCAGCCAGCCTTTATCATTCCTCTTACTTTATCCTTTTTCCTTA 

AGTATTGGTGGTCACTACTATTGAGTTTCTTCCTTAACACTGATTAAATGATCTTAACTCCCTCAGCTAAAACTG 

GCATTACTGACTCCCAGCTATATTTCTCCAGACTTGCATTTTTTTTTTTTTTTTTGAGACAGGGTCTCACTGTCG 

CCCAGGCTGGAGTGCAGTGGCGTGATCTCAGTTCACTGCTGCTTTCCCTCCTGGGCTCAAGCAGTTCTCCCACCT 

CAGCCTCTCGACTAACAGGGACTATAATCTTGCAGCACCATGCCGAGCTAATTTTATTTTTTGTAGAGATGAGCT 

CTCACTATGTCACCCAGGTTCGTCTCAAACTCCTGAACCCTAGTAAXTCTCCTATCTCAGCCTCCCAAAGTGCTA 

GGGXXACAGACATGAGCCACXGXGCCrGTCTAGACTXGTACXXXCAACXGXCCAXXXCXCCCXGTCTGTCCCAXG 

GGCACXCAXGAAAAAACAGAAXGCXCCCAACXXXAXXCAXCXXCCAAGCCXGXAGCTCXXGGTAXACXCACTGXX 

GCAAGXCAGAAGCTXGAXTXCAXCAXXGATGTXXXTCXCACGXXTCACAXCTCACXCAXCACCAAGTCATGTXGG 

XGXXAATTXCXGAXXAACCCXXGAAXXXACCGXCXXCXCAXCCXCTGTACAAAAGCCXCAAGXGAGGGXCAAATT 

CAACAXXAXCCXGATCXAGACAGCCCCCAXXCTCAAXCCACCCXTXXCCAAGXXGATXGCCCAAGGACTXCXAAC 

AAXAAACXCXCXXXTGCACCACAGACXXCTXTGAAAAXAXACAXGCXGTXGACCCXCXCTGXAGAAAACCGCACA 

CAXAAAACXTACCAACAGAXXXCAXXGGXXCXTGGGTXCXCCCGAAGCCXAXCCAXGGTXTAXAGAXTAAGAAXT 

GATGAGGXAGCXGGGCACAGXGGCXCACACCXACGAXCACAGCACXTCGGGAGGCXGAAGCAAGCAGAXCACTXG 

AGGXCAGGAGTXXGAGACCAGCCXGGCCAACAXGGXGAAACCCXGTCXCTACXAAAAAXACAAAAAGXAGCCAGC 

CGXGAXGACAGGCACCXGXAAXCCCAGCXACXCGGGAGGCXGAGGCATGAGAAXXGCXTGAACCCGGGAGGCGGA 

GGXXGCAGXGAGCCXGGAXCAXGCCACXGCACXCCAACCTGGGCAGCAGAGCAAGACXCXGXCXCAAAAGGGGAA 

AAAAAAAAXXGCXGAXGXGACCCAXGAAGGGAACXCATXTTCCXCGXAAXXXXGGACXGCCACACAXXGGXACCT 

XXAGXXCXCTGAAGGCCCACGXTXXXATCAXXAAGACCTAXTXGXXAGCXAGTAGAGCXXTAXGXXCGCTGXCCA 

XGAAACCXXCXGXAACCACAGTGACXACAAGXAGXXCXTXCXCTAXXGAAXXAXXAGGXCCAGAAXAGAAGAXGX 

CATTGXACACXXXAXXXCCCXCACACXGXGTTAXGCTCTGAXGXGCXAXGCXXAGCXAXCXGXCAGAGAXXAGXA 

AATTAXAAAACTCAXGTGTACTACXTAAGXXXAXAXCXTAXGCXAGXXXAXAAGAACAAXXAAAAGGACXXAGAA 
GATXAAAAAAAAAAAAAAAAAA 
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FIGURE 63 

MATAEVLNIGKKLYEGKTKEVYELLDSPGKVLLQSKDQITAGNAARKNHLEGKAAISNKITSCIFQLLQEAGIKT 
AFTRKCGETAFIAPQCEMIPIEWCRRIATGSFLKRNPGVKEGYKFYPPKVELFFKDDANNDPQWSEEQLIAAKF 
CFAGLLIGQTEVDIMSHATQAIFEILEKSWLPQNCTLVDMKIEFGVDVTTKEIVLADVIDNDSWRLWPSGDRSQQ 
KDKQSYRDLKEVTPEGLQMVKKNFEWVAERVELLLKSESQCRVVVLMGSTSDLGHCEKIKKACGNFGIPCELRVT 
SAHKGPDETLRIKAEYEGDGIPTVFVAVAGRSNGLGPVMSGNTAYPVISCPPLTPDWGVQDVWSSLRLPSGLGCS 
TVLSPEGSAQFAAQIFGLSNHLVWSKLRASILNTWISLKQADKKIRECNL 
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FIGURE 64 

TCGCTGCGAAGGACATTTGGGCTGTGTGTGCGACGCGGGTCGGAGGGGCAGTCGGGGGAACCGCGAAGAAGCCGA 
GGAGCCCGGAGCCCCGCGTGACGCTCCTCTCTCAGTCCAAAAGCGGCTTTTGGTTCGGCGCAGAGAGACCCGGGG 
GTCTAGCTTTTCCTCGAAAAGCGCCGCCCTGCCCTTGGCCCCGAGAACAGACAAAGAGCACCGCAGGGCCGATCA 
CGCTGGGGGCGCTGAGGCCGGCCATGGTCATGGAAGTGGGCACCCTGGACGCTGGAGGCCTGCGGGCGCTGCTGG 
GGGAGCGAGCGGCGCAATGCCTGCTGCTGGACTGCCGCXCCTTCTTCGCTTTCAACGCCGGCCACATCGCCGGCT 
CTGTCAACGTGCGCTTCAGCACCATCGTGCGGCGCCGGGCCAAGGGCGCCATGGGCCTGGAGCACATCGTGCCCA 
ACGCCGAGCTCCGCGGCCGCCTGCTGGCCGGCGCCTACCACGCCGTGGTGTTGCTGGACGAGCGCAGCGCCGCCC 
TGGACGGCGCCAAGCGCGACGGCACCCTGGCCCTGGCGGCCGGCGCGCTCTGCCGCGAGGCGCGCGCCGCGCAAG 
TCTTCTTCCTCAAAGGAGGATACGAAGCGTTTTCGGCTTCCTGCCCGGAGCTGTGCAGCAAACAGTCGACCCCCA 
TGGGGCTCAGCCTTCCCCTGAGTACTAGCGTCCCTGACAGCGCGGAATCTGGGTGCAGTTCCTGCAGTACCCCAC 
TCTACGATCAGGGTGGCCCGGTGGAAATCCTGCCCTTTCTGXACCTGGGCAGTGCGTATCACGCTTCCCGCAAGG 
ACATGCTGGATGCCTTGGGCATAACTGCCTTGATCAACGTCTCAGCCAATTGTCCCAACCATTTTGAGGGTCACT 
ACCAGTACAAGAGCATCCCTGTGGAGGACAACCACAAGGCAGACATCAGCTCCTGGTTCAACGAGGCCATTGACT 
TCATAGACTCCATCAAGAATGCTGGAGGAAGGGTGTTTGTCCACTGCCAGGCAGGCATTTCCCGGTCAGCCACCA 
TCTGCCTTGCTTACCTTATGAGGACTAATCGAGTCAAGCTGGACGAGGCCTTTGAGTTTGTGAAGCAGAGGCGAA 
GCATCATCTCTCCCAACTTCAGCTTCATGGGCCAGCTGCTGCAGTTTGAGTCCCAGGTGCTGGCTCCGCACTGTT 
CGGCAGAGGCTGGGAGCCCCGCCATGGCTGTGCTCGACCGAGGCACCTCCACCACCACCGTGTTCAACTTCCCCG 
TCTCCATCCCTGTCCACTCCACGAACAGTGCGCTGAGCTACCTTCAGAGCCCCATTACGACCTCTCCCAGCTGCT 
GAAAGGCCACGGGAGGTGAGGCTCTTCACATCCCATTGGGACTCCATGCTCCTTGAGAGGAGAAATGCAATAACT 
CTGGGAGGGGCTCGAGAGGGCTGGTCCTTATTTATTTAACTTCACCCGAGTTCCTCTGGGTTTCTAAGCAGTTAT 
GGTGATGACTTAGCGTCAAGACATTTGCTGAACTCAGCACAXTCGGGACCAATATATAGTGGGTACATCAAGTCC 
ATCTGACAAAATGGGGCAGAAGAGAAAGGACTCAGTGTGTGATCCGGTTTCTTTTTGCTCGCCCCTGTTTTTTGT 
AGAATCTCTTCATGCTTGACATACCTACCAGTATTATTCCCGACGACACATATACATATGAGAATATACCTTATT 
TATTTTTGTGTAGGTGTCTGCCTTCACAAATGTCATTGTCTACTCCTAGAAGAACCAAATACCTCAATTTTTGTT 
TTTGAGTACTGTACTATCCTGTAAATATATCTTAAGCAGGTTTGTTTTCAGCACTGATGGAAAATACCAGTGTTG 
GGTTTTTTTTTAGTTGCCAACAGTTGTATGTTTGCTGATTATTTATGACCTGAAATAATATATTTCTTCTTCTAA 
GAAGACATTTTGTTACATAAGGATGACTTTTTTATACAATGGAATAAATTATGGCATTTCTATTG 
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FIGURE 65 

MV^VGTLDAGGLRALLGERAAQCLLLDC^ 

LAGAYHAWLLDERSAALDGAKRDGTLALAAGALCREARAAQVFFLKGGYEAFSASCPELCSKQSTPMGLSLPLS 
TSVPDSAESGCSSCSTPLYDQGGPVEILPFLYLGSAYHASRKDMLDALGITALINVSANCPNHFEGHYQYKSIPV 
EDNHKADISSWFNEAIDFIDSIKNAGGRVFVHCQAGISRSATICLAYIiMRTNRVKLDEAFEFVKQRRSIISPNFS 
FMGQLLQFESQVLAPHCSAEAGSPAMAVLDRGTSTTTVFNFPVSIPVHSTNSALSYLQSPITTSPSC 
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FIGURE 66 

TGTCGGGGACGGTAACCGGGACCCGTGCTCTGCTCCTGTCGCCTTCGCCTCCTGAATCCCTAGCCATATGCGTGA 
GTGCATCTCCATCCACGTTGGCCAGGCTGGTGTCCAGATTGGCAATGCCTGCTGGGAGCTCTACTGCCTGGAACA 
CGGCATCCAGCCCGATGGCCAGATGCCAAGTGACAAGACCATTGGGGGAGGAGATGACTCCTTCAACACCTTCTT 
CAGTGAGACGGGCGCTGGCAAGCACGTGCCCCGGGCTGTGTTTGTAGACTTGGAACCCACAGTCATTGATGAAGT 
TCGCACTGGCACCTACCGCCAGCTCTTCCACCCTGAGCAGCTCATCACAGGCAAGGAAGATGCTGCCAATAACTA 
TGCCCGAGGGCACTACACCATTGGCAAGGAGATCATTGACCTTGTGTTGGACCGAATTCGCAAGCTGGCTGACCA 
GTGCACCCGTCTTCAGGGCTTCTTGGTTTTCCACAGCTTTGGTGGGGGAACTGGTTCTGGGTTCACCTCCCTGCT 
CATGGAACGCCTGTCAGTTGATTATGGCAAGAAATCCAAGCTGGAGTTCTCCATTTACCCGGCACCCCAGGTTTC 
CACAGCTGTAGTTGAGCCCTACAACTCCATCCTCACCACCCACACCACCCTGGAGCACTCTGATTGTGCCTTCAT 
GGTAGACAATGAGGCCATCTATGACATCTGTCGTAGAAACCTCGATATCGAGCGCCCAACCTACACTAACCTTAA 
CCGCCTTATTAGCCAGATTGTGTCCTCCATCACTGCTTCCCTGAGATTTGATGGAGCCCTGAATGTTGACCTGAC 
AC5AATTCCAGACCAACCTGGTCCCCTACCCCCGCATCCACTTCCCTCTGGCCACATATGCCCCTGTCATCTCTGC 
TGAGAAAGCCTACCATGAACAGCTTTCTGTAGCAGACATCACCAATGCTTGCTTTGAGCCAGCCAACCAGATGGT 
GAAATGTGACCCTGGCCATGGTAAATACATGGCTTGCTGCCTGTTGTACCGTGGTGACGTGGTTCCCAAAGATGT 
CAATGCTGCCATTGCCACCATCAAAACCAAGCGCACGATCCAGTTTGTGGATTGGTGCCCCACTGGCTTCAAGGT 
TGGCATCAACTACCAGCCTCCCACTGTGGTGCCTGGTGGAGACCTGGCCAAGGTACAGAGAGCTGTGTGCATGCT 
GAGCAACACCACAGCCATTGCTGAGGCCTGGGCTCGCCTGGACCACAAGTTTGACCTGATGTATGCCAAGCGTGC 
CTTTGTTCACTGGTACGTGGGTGAGGGGATGGAGGAAGGCGAGTTTTCAGAGGCCCGTGAAGATATGGCTGCCCT 
TGAGAAGGATTATGAGGAGGTTGGTGTGGATTCTGTTGAAGGAGAGGGTGAGGAAGAAGGAGAGGAATAC TAAT T 
ATCCATTCCXTTTGGCCCTGCAGCATGTCATGCTCCCAGAATTTCAGCTTCAGCTTAACTGACAGATGTTAAAGC 
TTTCTGGTTAGATTGTTTTCACTTGGTGATCATGTCTTTTCCATGTGTACCTGTAATATTTTTCCATCATATCTC 
AAAGTAAAGTCATTAACATCA 
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FIGURE 67 

MRECISIHVGQAGVQIGNACWELYCLEHGIQPDGQMPSDKTIGGGDDSFNTFFSETGAGKHVPRAVFVDLEPTVI 
DEVRTGTYRQLFHPEQLITGKEDAANNYARGHYTIGKEIIDLVLDRIRKLADQCTRLQGFLVFHSFGGGTGSGFT 
SLLMERLSVD YGKKSKLEFS I YPAPQVSTAWEP YNS ILTTHTTLEHSDCAFMVDNEAI YDICRRNLD IERPTYT 
NLNRLISQ I VSS I TASLRFDGALNVDLTEFQTNLVPYPRIHFPLATYAPVISAEKAYHEQLSVADITNACFEP AN 
QMVKCDPGHGKYMACCLLYRGDVVPKDVNAAIATIKTKRTIQFVDWCPTGFKVGINYQPPTVVPGGDLAKVQRAV 
CMLSNTTAIAEAWARLDHKFDLMYAKRAFVHWYVGEGMEEGEFSEAREDMAALEKDYEEVGVDSVEGEGEEEGEE 
Y 
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FIGURE 68 

ATCTCTCTCGGGTGGAGTCCTTCTGACAGCTGGTGCGCCTGCCCGGGAACATCCTCCTGGACTCAATC ATGG CTT 
GTGGTCTGGTCGCCAGCAACCTGAATCTCAAACCTGGAGAGTGCCTTCGAGTGCGAGGCGAGGTGGCTCCTGACG 
CTAAGAGCTTCGTGCTGAACCTGGGCAAAGACAGCAACAACCTGTGCCTGCACTTCAACCCTCGCTTCAAGGCCC 
ACGGCGACGCCAACACCATCGTGTGCAACAGCAAGGACGGCGGGGCCTGGGGGACCGAGCAGCGGGAGGCTGTCT 
TTCCCTTCCAGCCTGGAAGTGTTGCAGAGGTGTGCATCACCTTCGACCAGGCCAACCTGACCGTCAAGCTGCCAG 
ATGGATACGAATTCAAGTTCCCCAACCGCCTCAACCTGGAGGCCATCAACTACATGGCAGCTGACGGTGACTTCA 
AGATCAAATGTGTGGCCTTTGACTGAAATCAGCCAGCCCATGGCCCCCAATAAAGGCAGCTGCCTCTGCTCCCCT 
G 
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FIGURE 69 

MACGLVASNLNLKPGECLRVRGEVAPDAKSFVLNLGKDSNNLCLHFNPRFNAHGDANTIVCNSKDGGAWGTEQRE 
AVFPFQPGSVAEVCITFDQANLTVKLPDGYEFKFPNRLNLEAINYMAADGDFKIKCVAFD 
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FIGURE 70 

TCAGAAGCTGATTGCATCCAAAGCAAATGACCACCAAGGTTTTTATCTTCTAAACAGTATAATAGAGCACATGCC 
TCCTGAATCAGTTGACCAATATAGGAAACAAATCTTCATTCTGCTATTCCAGAGACTTCAGAATTCCAAAACAAC 
CAAGTTTATCAAGAGTTTTTTAGTCTTTATTAATTTGrATTGCATAAAATATGGGGCACTAGCACTACAAGAAAT 
ATTTGATGGTATACAACCAAAAATGTTTGGAATGGTTTTGGAAAAAATTATTATTCCTGAAATTCAGAAGGTATC 
TGGAAATGTAGAGAAAAAGATCTGTGCGGTTGGCATAACCAAATTACTAACAGAATGTCCCCCAATGATGGACAC 
TGAGTATACCAAACTGTGGACTCCATTATTACAGTCTTTGATTGGTCTTTTTGAGTTACCCGAAGATGATACCAT 
TCCTGATGAGGAACATTTTATTGACATAGAAGATACACCAGGATATCAGACTGCCTTCTCACAGTTGGCATTTGC 
TGGGAAAAAAGAGCATGATCCTGTAGGTCAAATGGTGAATAACCCCAAAATTCACCTGGCACAGTCACTTCACAA 
GTTGTCTACCGCCTGTCCAGGAAGGACCTATTTTTGAAGGCATAAAAGCAGTTGAGTTTCTGGAGAATTTTTGGA 
TGGTGAXTAATGACTTGACTGGCTGCTCTTCCCAGAGCTGTGGCAGCTCTCCCGTAGAAGATGGGGTTTGTATTG 
GCGCACCAAGATCTCCAACAGCCAGTGTGTGTTTCCCATCTCTTGTAGGTTCCATCAATGGTGAGCACCAGCCTG 
AATGCAGAAGCGCTCCAGTATCTCCAAGGGTACCTTCAGGCAGCCAGTGTGACACTGCTTTAAACTGCATTTTTC 
TAATGGGCTAAACCCAGATGGTTTCCTAGGAAATCACAGGCTTCTGAGCACAGCTGCATTAAAACAAAGGAAGTT 
CTCCTTTTGAACTTGTCACGAATTCCATCTTGTAAAGGATATTAAATGTTGCTTTAACCTGAACCTTGAGCAAAT 
TAGTTGGTTTGTGTGATCATACAGTTATGTGGGTGGCTTCTAGTTTGCAACTTCAAGGGACAAGTATTAATAGTT 
CAGTGTATGGCGTTGGTTTGTGTTGAGCGTTTGCACGGTTTGGATAATCTTAAATTTTGACGGACACTGTGGAGA 
CTTTXCTGTTACTAAATCCTTTTGTTTTGAAGCTGTTGCTATTTGTATTTCTCTTGTCCTTTATATTTTTTGTCT 
GTTTATTTACGCTTTTATTGGAAATGTGAATAAGTAAAGAATTACTTGTGTTACTTGCCAAGCAGTGCACATTTC 
ATAGTTTCAAATCTGTAATCAGCAATAAAAATCCTAAAATATGTACCTAAAAAAAAAAAAAAAAAAAA 
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FIGURE 71 

CGGGATGCGGCGCGCCGCGCGTTGAACCTCCTTGGCCTGGGCGAAGCTGTGTGGACCAAGCAAGTCAGGAGTGTG 

GCCATGTTTTCTGAGCAGGCTGCCCAGAGGGCCCACACTCTACTGTCCCCACCATCAGCCAACAATGCCACCTTT 

GCCCGGGTGCCAGTGGCAACCTACACCAACTCCTCACAACCCTTCCGGCTAGGAGAGCGCAGCTTTAGCCGGCAG 

TATGCCCACATTTATGCCACCCGCCTCATCCAAATGAGACCCTTCCTGGAGAACCGGGCCCAGCAGCACTGGGGC 

AGTGGAGTGGGAGTGAAGAAGCTGTGTGAACTGCAGCCTGAGGAGAAGTGCTGTGTGGTGGGCACTCTGTTCAAG 

GCCATGCCGCTGCAGCCCTCCATCCTGCGGGAGGTCAGCGAGGAGCACAACCTGCTCCCCCAGCCTCCTCGGAGT 

AAATACATACACCCAGATGACGAGCTGGTCTTGGAAGATGAACTGCAGCGTATCAAACTAAAAGGCACCATTGAC 

GTGTCAAAGCTGGTTACGGGGACTGTCCTGGCTGTGTTTGGCTCCGTGAGAGACGACGGGAAGTTTCXGGTGGAG 

GACTATTGCTTTGCTGACCTTGCTCCCCAGAAGCCCGCACCCCCACTTGACACAGATAGGTTTGTGCTACTGGTG 

TCCGGCCTGGGCCTGGGTGGCGGTGGAGGCGAGAGCCTGCTGGGCACCCAGCTGCTGGTGGATGTGGTGACGGGG 

CAGCTTGGGGACGAAGGGGAGCAGTGCAGCGCCGCCCACGTCTCCCGGGTTATCCTCGCTGGCAACCTCCTCAGC 

CACAGCACCCAGAGCAGGGATTCTATCAATAAGGCCAAATACCTCACCAAGAAAACCCAGGCAGCCAGCGTGGAG 

GCTGTTAAGATGCTGGATGAGATCCTCCTGCAGCTGAGCGCCTCAGTGCCCGTGGACGTGATGCCAGGCGAGTTT 

GATCCCACCAATTACACGCTCCCCCAGCAGCCCCTCCACCCCTGCATGTTCCCGCTGGCCACTGCCTACTCCACG 

CTCCAGCTGGTCACCl^ACCCCTACCAGGCCACCATTGATGGAGTCAGATTTTTGGGGACATCAGGACAGAACGTG 

AGTGACATTTTCCGATACAGCAGCATGGAGGATCACTTGGAGATCCTGGAGTGGACCCTGCGGGTCCGTCACATC 

AGCCCCACAGCCCCGGACACTCTAGGTTGTTACCCCTTCrACAAAACTGACCCGTTCATCTTCCCAGAGTGCCCG 

CATGTCTACTTTTGTGGCAACACCCCCAGCTTTGGCTCCAAAATCATCCGAGGTCCTGAGGACCAGACAGTGCTG 

XTGGTGACTGTCCCTGACTTCAGTGCCACGCAGACCGCCTGCCTTGTGAACCTGCGCAGCCTGGCCTGCCAGCCC 

ATCAGCrrCTCGGGCTrCGGGGCAGAGGACGATGACCTGGGAGGCCTGGGGCTGGGCCCCTGACTCAAAAAAGTG 

GTTTTGACCAGAGAGGCCCAGATGGAGGCTGTTCATTCCCTGCAGTGTCGGCATTGTAAATA2VAGCCTGGCACTT 
GCTGATGCG 
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FIGURE 72 

MFSEQAAQRAHTLLSPPSA^ATFARVPVATYTNSSQPFRLGERSFSRQYAHIYATRLIQMRPFLENRAQQHWGS 
GVGVKKLCELQPEEKCCWGTLFKAMPLQPSILREVSEEHNLLPQPPRSKYIHPDDELVLEDELQRIKLKGTIDV 
SKLVTGTVLAVFGSVRDDGKFLVEDYCFADLAPQKPAPPLDTDRFVLLVSGLGLGGGGGESLLGTQIiLVDWTGQ 
LGDEGEQCSAAHVSRVILAGNLLSHSTQSRDSINKAKYLTKKTQAASVEAVKMLDEILLQLSASVPVDVMPGEFD 
PTNYTLPQQPLHPCMFPLATAYSTLQLVTNPYQATIDGVRFLGTSGQNVSDIFRYSSMEDHLEILEWTLRVRHIS 
PTAPDTLGCYPFYKTDPFIFPECPHVYFCGNTPSFGSKIIRGPEDQTVLLVTVPDFSATQTACLVNLRSLACQPI 
SFSGFGAEDDDLGGLGLGP 
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FIGURE 73 

GGCACGAGGGCGGCGGCGGCGGTAGAGGCGGCGGCGGCGGCGGCAGCGGGCTCGGAGGCAGCGGTTGGGCTCGCG 
GCGAGCGGACGGGGTCGAGTCAGTGCGTTCGCGCGAGTTGGAATCGAAGCCTCTTAAAATQ3CAGATGACTTGGA 
CTTCGAGACAGGAGATGCAGGGGCCTCAGCCACCTTCCCAATGCAGTGCTCAGCATTACGTAAGAATGGCTTTGT 
GGTGCTCAAAGGCCGGCCATGTAAGATCGTCGAGATGTCTACTTCGAAGACTGGCAAGCACGGCCACGCCAAGGT 
CCATCTGGTTGGTATTGACATCTTTACTGGGAAGAAATATGAAGATATCTGCCCGTCAACTCATAATATGGATGT 
CCCCAACATCAAAAGGAATGACTTCCAGCTGATTGGCATCCAGGATGGGTACCTATCACTGCTCCAGGACAGCGG 
GGAGGTACGAGAGGACCTTCGTCTCCCTGAGGGAGACCTTGGCAAGGAGATTGAGCAGAAGTACGACTGTGGAGA 
AGAGATCCTGATCACGGTGCTGTCTGCCATGACAGAGGAGGCAGCTGTTGCAATCAAGGCCATGGCAAAATAACT 
GGCTCCCAGGATGGCGGTGGTGGCAGCAGTGATCCTCTGAACCTGCAGAGGCCCCCTCCCCGAGCCTGGCCTGGC 
TCTGGCCCGGTCCTAAGCTGGACTCCTCCTACACAATTTATTTGACGTTTTATTTTGGTTTTCCCCACCCCCTCA 
ATCTGTCGGGGAGCCCCTGCCCTTCACCTAGCTCCCTTGGCCAGGAGCGAGCGAAGCTGTGGCCTTGGTGAAGCT 
GCCCTCCTCTTCTCCCCTCACACTACAGCCCTGGTGGGGGAGAAGGGGGTGGGTGCTGCTTGTGGTTTAGTCTTT 
TTTTTTTTTTTTTTTTTTTTTTTAAATTCAATCTGGAATCAGAAAGCGGTGGATTCTGGCAAATGGTCCTTGTGC 
CCTCCCCACTCATCCCTGGTCTGGTCCCCTGTTGCCCATAGCCCTTTACCCTGAGCACCACCCCAACAGACTGGG 
GACCAGCCCCCTCGCCTGCCTGTGTCTCTCCCCAAACCCCTTTAGATGGGGAGGGAAGAGGAGGAGAGGGGAGGG 
GACCTGCCCCCTCCTCAGGCATCTGGGAGGGCCCTGCCCCCATGGGCTTTACCCTTCCCTGCGGGCTCTCTCCCC 
GACACATTTGTTAAAATCAAACCTGAATAAAACTACAAGTTTAATATGAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 74 

MADDLDFETGDAGASATFPMQCSALRKNGFVVLKGRPCKIVEMSTSKTGKHGHAKVHLVGIDIFTGKKYEDICPS 
TH1MDVPNIKRNDFQLIGIQDGYLSLLQDSGEVREDLRLPEGDLGKEIEQKYDCGEEILITVLSAMTEEAAVAIK 
AMAK 
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FIGURE 75 

AGCGAGTCCTTCTTTTCCTGACTGCAGCTCTTTTCATTTTGCCATCCTTCTCCAGCTCCATQVTGGTTCTGCAGG 
TTTCTGCGGCCCCCCGGACAGTGGCTCTGACGGCGTTACTGATGGTGCTGCTCACATCTGTGGTCCAGGGCAGGG 
CCACTCCAGAGAATTACGTGTACCAGGGACGGCAGGAATGCTACGCGTTTAATGGGACACAGCGCTTCCTGGAGA 
GATACATCTACAACCGGGAGGAGTACGCGCGCTTCGACAGCGACGTGGGGGAGTTCCGGGCGGTGACGGAGCTGG 
GGCGGCCTGCTGCGGAGTACTGGAACAGCCAGAAGGACATCCTGGAGGAGAAGCGGGCAGTGCCGGACAGGGTAT 
GCAGACACAACTACGAGCTGGACGAGGCCGTGACCCTGCAGCGCCGAGTCCAGCCTAAGGTGAACGTTTCCCCCT 
CCAAGAAGGGGCCCCTGCAGCACCACAACCTGCTTGXCTGCCACGTGACAGATTTCTACCCAGGCAGCATTCAAG 
TCCGATGGTTCCTGAATGGACAGGAGGAAACAGCTGGGGTCGTGTCCACCAACCTGATCCGTAATGGAGACTGGA 
CCTTCCAGATCCTGGTGATGCTGGAAATGACCCCCCAGCAGGGAGACGTCTACATCTGCCAAGTGGAGCACACCA 
GCCTGGACAGTCCTGTCACCGTGGAGTGGAAGGCACAGTCTGATTCTGCCCAGAGTAAGACATTGACGGGAGCTG 
GGGGCTTCGTGCTGGGGCTCATCATCTGTGGAGTGGGCATCTTCATGCACAGGAGGAGCAAGAAAGTTCAACGAG 
GATCTGCATAAACAGGGTTCCTGACCTCACCGAAAAGACXAATGTGCCTTAGAACAAGCATTTGCTGTGTTTTGT 
TAACACCTGGTTCCAGGACAGACCCTCAGCTTCCCAAGAGGATACTGCTGCCAAGAAGTTGCTCTGAAGTCAGTT 
TCTATCGTTCTGCTCTTTGATTCAAAGCACTGTTTCTCTCACTGGGCCTCCAACCATGTTCCCTTCTTCTTAGCA 
CCACAAATAATCAAAACCCAACATAAGTGTTTGCTTTCCTTTAAAAATATGCATCAAATCGTCTCTCATTACTTT 
TCTCTGAGGGTTTTAGTAAACAGTAGGAGTTAATAAAGAAGTTCATTTTGGTTTACACGTAGGAAAGAAGAGAAG 
CATCAAAGTGGAGATATGTTAACTATTGTATAATGTGGCCTGTTATACATGACACTCTTCTGAATTGACTGTATT 
TCAGTGAGCTGCCCCCAAATCAAGTTTAGTGCCCTCATCCATTTATGTCTCAGACCGCTATTCTTAACTATTCAA 
TGGTGAGCAGACTGCAAATCTGCCTGATAGGACCCATATTCCCACAGCACTAATTCAACATATATCTTACTGAGA 
GCATGTTTTATCATTACCATTAAGAAGTTAAATGAACATCAGAATTTAAAATCATAAATATAATCTAATACACTT 
T 
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FIGURE 76 

MMVLQVSAAPRTVALTALI^lVLLTSVVQGRATPENYVYQGRQECYAFNGTQRFLERYIYNREEYARFDSDVGEFR 
AVTELGRPAAEYWNSQKDILEEKRAVPDRVCRHNYELDEAVTLQRRVQPKVNVSPSKKGPLQHHNLLVCHVTDFY 
PGSIQVRWFLNGQEETAGWSTNLIRNGDWTFQILVMLEMTPQQGDVYICQVEHTSLDSPVTVEWKAQSDSAQSK 
TLTGAGGFVLGLI ICGVGIFMHRRSKKVQRGSA 
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FIGURE 77 

GGCACGAGGGGCGGCCGGXGAGGGGGAAGCAAGXCXGGXCXCXGXGAXXGAAGAAGXCGGCXCXGGGCXCCAGXG 
CGGGAATCACACACATACCTCAGAATGCCGGGTCTAAGTTGTAGATTTTATCAACACAAATTTCCTGAGGTGGAA 
GATGTAGTGATGGTGAATGTCAGATCCATTGCTGAAATGGGGGCTTATGTCAGCTTGCTGGAATACAACAACATT 
GAAGGCAXGAXXCXXCXXAGXGAAXXAXCCAGAAGGCGXAXCCGXXCXAXCAACAAACXCAXCCGAAXXGGCAGG 
AATGAGTGTGTGGTTGTCATTAGGGTGGACAAAGAAAAAGGATATATTGATTTGTCAAAAAGAAGAGTTTCTCCA 
GAGGAAGCAAXCAAAXGXGAAGACAAAXXCACAAAAXCCAAAACXGXXXAXAGCAXXCXXCGXCAXGXXGCXGAG 
GXGXXAGAAXACACCAAGGAXGAGCAGCXGGAAAGCCXAXXCCAGAGGACXGCCXGGGXCXXXGAXGACAAGXAC 
AAGAGACCTGGATATGGTGCCTATGATGCATTTAAGCATGCAGTCTCAGACCCATCTATTTTGGATAGTTTAGAT 
TTGAATGAAGATGAACGGGAAGTACTCATTAATAATATTAATAGGCGCTTGACCCCACAGGCTGTCAAAATTCGA 
GCAGAXAXXGAAGXGGCXXGXXAXGGXXAXGAAGGCAXXGAXGCXGXAAAAGAAGCCCXAAGAGCAGGXXXGAAX 
TGTTCTACAGAAAACAXGCCCATTAAGATTAATCTAATAGCTCCTCCTCGGTATGTAATGACTACGACAACCCTG 
GAGAGAACAGAAGGCCXXXCXGXCCXCAGXCAAGCXAXGGCXGXXAXCAAAGAGAAGAXXGAGGAAAAGAGGGGX 
GXGXXCAAXGXXCAAAXGGAGCCCAAAGXGGXCACAGAXACAGAXGAGACXGAACXXGCGAGGCAGAXGGAGAGG 
CTTGAAAGAGAAAATGCCGAAGTGGATGGAGATGATGATGCAGAAGAAATGGAAGCCAAAGCTGAAGAT TAAC TT 
TGTGGGAAACAGAGTCCAATTTAAGGAACACAGAGCAGCGCTTCCTGGCTGTAAATCCTAGACTTGAAAGTTTTC 
CAGXAXXGAAAACXXCAAAGCXGAAXAXTXXXXAXXXCXAAGXAXXXAAAXGXXCXAACAGAXCAGAACAXGAAA 
TGCCCTCCXAAATGTCAGCTGTTGTCACACAGTAGCTCCAACACTTTGAGCATTTTTAAGGGAGTGGCCTCATTT 
CACXAGAGACAAATCTXTAAGAAXAGXXCXAAAAXXGGGCXXGXGAXXXCCAXTXCXGAXGXCXCCAGAXXGGCA 
CCCCXXXCXAGTXCAAXGCCXCACGAGAXXXGCCAGGGGCAXCCAAGGCAAACAAXCCCAAXCXXTCXAXAXAAA 
AXGXATXCAAGCAAACAXCAAAXAAAXXXCXGGGAXAXXXAACXAXAGGCXXCXXCCXXCXXGXCACCAGXXAAA 
AGCAXTXXAAXACXAAGACCCXAAXXCXXXXAXCXXXAXXXXAGXCXXGAXGXGGAACXGXAGGAGCAGGXGAAX 
AAAGGAXC XC X AXAACAGATCC X X X C AAAAGAAGAG XXX X AGAGAAAAXAAAX X X AAC XX XAACCAC AGX GAAAG 
XXGACCCXXAGCGGGACAAAGCCXXAAAAXGCAXXGAAAGAAXXAGAXCGGXXCXGXGCCXXXXAXCXAXXXGAG 
AXXGAXGACAACCXGXGXGAGAGAAXXXAXCACACCACGXCCXXAXXGGAAXAAXAAGCXACXXGCCXXGAGXXX 
AXAAXXCAGGGXGGXAAAGXAXGXXXXXAAAXXXXAAAAAGCAGCXGCAXXXXXXAXXXAGXXGGAAXAXCACCC 
AAXXXXXXAXXXXXAXXGCXAXXAAAATAXCCACXAGAXGCCACCXAGAGCXCCAGXXCXXXAXAACAAAACAGG 
GAXCXGXXXGAACACXXACXGXXGXXXXXXXXXXXXXACAXGXXXCCAXCAXXXCXGXCXXXAAGAACXAAXXCG 
XACAXAAXAAGXXXCAXAGGXAACACAXXAXAXXCXCXXAXGAXACXXGAGGXACCAGXXGXAXXXAAXXXXAXX 
CAXXAXCCCXAGAXAGCXAXXAAGAXACXXAGAXXAGACCXAACCCACCAXAGXCAAXCCAAGACXAGACXACXC 
AAXAXXAAAGGGXCXGGAAAAXAGAAGAGXGXGXXGGGCAGGXAGXXXGXACCAXXXAXGAAGGXXXGXXCCXXX 
GXXAAAXXXAGCAGCCXGXACXAGCXXXXGAAAXCCAGAAGXXXXAACXXCCAGXGGCXGGXXXCXGAGAGAGXG 
CCAXGAXXGCXAGCCAGCAXXCCAXAXXGGGAAXAXGXAGAGGAGAACCXGGAXGXACXTAAGAGXGGCAXAXAA 
XXXXCACXXCXGXCXGXXGAGGCAAAAAAAAAACAAGXXXAGAAAGCXGGCAACAXGAAGAAXGCAXXCAAAAXA 
XAACAGGXGCXXCXXXGXXGXACGCAGAGGAAXXXXXXCXXXXGAXXXXGXXXACXGAAAXXXGXXAXACXXCAA 
AAGCCAXAACXXGAAAAAXACXGGXGGCGXCGAXGGXGAGXGAXXXXXAXCCCACGXGGGCCXXXXGCXCAGXXC 
CAXGGCAAXXXXGXAAAXXGACCCXAGCCAGAGAAXAGAXCAGXAXXXCACXGAXACCACGAGGAAAAGAACAAA 
CAAAACXXAAAAGXAXXCAXACACCXXGCXAACCXAAAAGACAGCAGGGACAAGAXACAXAXGAGGACAAGGXAX 
ACACCCAGXXCXGAAXAACXXGAAGAACAGGCXXGGCAAAGAAGXAAGXXXAXCCAAAXCXXGAAXXXCXGCCAG 
GCAXGGXAGCXCAXGCCTGXAACCCXGGCACXXAAGGGGCCAAGGCAGGAGGAXCACXXGAGGCCAGXGAGCXGX 
GAXCACXCCAGXGCACXCGAGCCTGGGXGACAGGGCAAGACCCXGXCXCAAAAAAAAAAAAAAAAAA 
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FIGURE 78 

MPGLSCRFYQHKFPEVEDVVMVNVRSIAEMGAYV^ 

VDKEKGYIDLSKRRVSPEEAIKCEDKFTKSKTVYSILRHVAEVLEYTKDEQLESLFQRTAWVFDDKYKRPGYGAY 
DAFKHAVSDPSILDSLDLNEDEREVLINNINRRLTPQAVKIRADIEVACYGYEGIDAVKEALRAGLNCSTENl^ I 
KINLIAPPRYV^3TTTTLERTEGLSVLSQAMAVIKEKIEEKRGVFNVQMEPKVVTDTDETELARQ^ffiRLERENAE^ 
DGDDDAEEMEAKAED 
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FIGURE 79 

GGACACCGGGCCATGCACGCCCCCAACTGAAGCTGCATCTCAAAGCCGAAGATTCCAGCAGCCCAGGGGATTTCA 

AAGAGCTCAGACTCAGAGGAACATCTGCGGAGAGACCCCCGAAGCCCTCTCCAGGGCAGTCCTCATCCAGACGCT 

CCGCTAGTGCAGACAGGAGCGCGCAGTGGCCCCGGCTCGCCGCGCC ATGG AGCGGATCCCCAGCGCGCAACCACC 

CCCCGCCTGCCTGCCCAAAGCACCGGGACTGGAGCACGGAGACCTACCAGGGATGTACCCTGCCCACATGTACCA 

AGTGTACAAGTCAAGACGGGGAATAAAGCGGAGCGAGGACAGCAAGGAGACCTACAAATTGCCGCACCGGCTCAT 

CGAGAAAAAGAGACGTGACCGGATTAACGAGTGCATCGCCCAGCTGAAGGATCTCCTACCCGAACATCTCAAACT 

TACAACTTTGGGTCACTTGGAAAAAGCAGTGGTTCTTGAACTTACCTTGAAGCATGTGAAAGCACTAACAAACCT 

AATTGATCAGCAGCAGCAGAAAATCATTGCCCTGCAGAGTGGTTTACAAGCTGGTGAGCTGTCAGGGAGAAATGT 

CGAAACAGGTCAAGAGATGTTCTGCTCAGGTTTCCAGACATGTGCCCGGGAGGTGCTTCAGTATCTGGCCAAGCA 

CGAGAACACTCGGGACCTGAAGTCTTCGCAGCTTGTCACCCACCTCCACCGGGTGGTCTCGGAGCTGCTGCAGGG 

TGGTACCTCCAGGAAGCCATCAGACCCAGCTCCCAAAGTGATGGACTTCAAGGAAAAACCCAGCTCTCCGGCCAA 

AGGTTCGGAAGGTCCTGGGAAAAACTGCGTGCCAGTCATCCAGCGGACTTTCGCTCACTCGAGTGGGGAGCAGAG 

CGGCAGCGACACGGACACAGACAGTGGCTATGGAGGAGAATCGGAGAAGGGCGACTTGCGCAGTGAGCAGCCGTG 

CrTCAAAAGTGACCACGGACGCAGGTTCACGATGGGAGAAAGGATCGGCGCAATTAAGCAAGAGTCCGAAGAACC 

CCCCACAAAAAAGAACCGGATGCAGCTTTCGGATGATGAAGGCCATTTCACTAGCAGTGACCTGATCAGCTCCCC 

GTTCCTGGGCCCACACCCACACCAGCCTCCTTTCTGCCTGCCCTTCTACCTGATCCCACCTTCAGCGACTGCCTA 

CCTGCCCATGCTGGAGAAGTGCTGGXATCCCACCTCAGTGCCAGTGCTATACCCAGGCCTCAACGCCTCTGCCGC 

AGCCCTCTCTAGCTTCATGAACCCAGACAAGATCTCGGCTCCCTTGCTCATGCCCCAGAGACTCCCTTCTCCCTT 

GCCAGCTCATCCGTCCGTCGACTCTTCTGTCTTGCTCCAAGCTCTGAAGCCAATCCCCCCTTTAAACTTAGAAAC 

CAAAGACTAAACTCTCTAGGGGATCCTGCTGCTTTGCTTTCCTTCCTCGCTACTTCCTAAAAAGCAACAAAAAAG 

TTTTTGTGAATGCTGCAAGATTGTTGCATTGTGTATACTGAGATAATCTGAGGCATGGAGAGCAGATTCAGGGTG 

XGXGXGXGXGXGXGXGXGXGXGXGXGXAXGXGCGXGXGCGXGCACAXGXGXGCCXGCGXGXXGGXAXAGGACXXX 

AAAGCTCCTTTTGGCATAGGGAAGTCACGAAGGATTGCTTGACATCAGGAGACTTGGGGGGGATTGXAGCAGACG 

XCXGGGCXXXXCCCCACCCAGAGAAXAGCCCCCXTCGAXACACAXCAGCXGGAXXXXCAAAAGCXXCAAAGTCXX 

GGXCXGXGAGXCACXCTXCAGXXXGGGAGCXGGGXCXGXGGCTXXGAXCAGAAGGXACXXXCAAAAGAGGGCXXX 

CCAGGGCXCAGCXCCCAACCAGCTGXXAGGACCCCACCCXXXTGCCXXXAXXGXCGACGTGACXCACCAGACGXC 

GGGGAGAGAGAGCAGXCAGACCGAGCXXXCXGCXAACAXGGGGAGGXAGCAGGCACTGGCAXAGCACGGXAGXGG 

XXXGGGGAGGTTXCCGCAGGXCXGCXCCCCACCCCXGCCXCGGAAGAATAAAGAGAATGXAGXXCCCXACXCAGG 

CXXTCGXAGXGAXXAGCXXACXAAGGAACXGAAAAXGGGCCCCXXGXACAAGCXGAGCXGCCCCGGAGGGAGGGA 

GGAGXXCCCXGGGCXXCXGGCACCXGXXXCXAGGCCXAACCAXXAGXACXXACXGXGCAGGGAACCAAACCAAGG 

XCXGAGAAAXGCGGACACCCCGAGCGAGCACCCCAAAGXGCACAAAGCXGAGXAAAAAGCXGCCCCCXXCAAACA 

GAACXAGACXCAGXXXXCAAXXCCAXCCXAAAACXCCXXXXAACCAAGCXTAGCXXCXCAAAGGCCXAACCAAGC 

CXXGGCACCGCCAGAXCCXXXCXGXAGGCXAAXXCCXCXTGCCCAACGGCAXAXGGAGXGXCCXXAXXGCXAAAA 

AGGAXXCCGTCXCCXXCAAAGAAGXXXXAXXXXTGGXCCAGAGXACXXGXXXXCCCGAXGXGXCCAGCCAGCXCC 

GCAGCAGCXTXTCAAGAXGCACXAXGCCXGAXXGCXGAXCGXGXXXXAACTXXXXCTXXXCCXGTXXXXAXTXXG 

GXAXTAAGXCGTXGCCXXXAXXXGXAAAGCXGXXAXAAAXAXAXAXXAXAXAAAXAXAXXAAAAAGGAAAAXGXX 

XCAGAXGXXXAXTXGXAXAAXXACXXGAXXCACACAGXGAGAAAAAAXGAAXGXAXXCCXGXXXTXGAAGAGAAG 

AAXAAXXXXXXXXXCXCXAGGGAGAGGXACAGXGXXXAXAXXXXGGAGCCXXCCXGAAGGXGXAAAAXXGXAAAX 

AXXXXXAXCXAXGAGXAAAXGXXAAGXAGXXGXXXXAAAAXACXXAAXAAAAXAAXXCXXXXCCXGXGGAAG 
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FIGURE 80 

MERIPSAQPPPACLPKAPGLEHGDLPGMYPAHMYQVYKSRRGIKRSEDSKETYKLPHRLIEKKRRDRINECIAQL 
KDLLPEHLKLTTLGHLEKAVVLELTLKHVKALTNLIDQQQQKIIALQSGLQAGELSGRNVETGQEMFCSGFQTCA 
REVLQYLAKHENTRDLKSSQLVTHLHRWSELLQGGTSRKPSDPAPKVMDFKEKPSSPAKGSEGPGKNCVPVIQR 
TFAHSSGEQSGSDTDTDSGYGGESEKGDLRSEQPCFKSDHGRRFTMGERIGAIKQESEEPPTKKNRMQLSDDEGH 
FTSSDLISSPFLGPHPHQPPFCLPFYLIPPSATAYLPMLEKCWYPTSVPVLYPGLNASAAALSSFMNPDKISAPL 
LMPQRLPSPLPAHPSVDSSVLLQALKPIPPLNLETKD 
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FIGURE 81 

GGACACCGGGCCATGCACGCCCCCAACTGAAGCTGCATCTCAAAGCCGAAGATTCCAGCAGCCCAGGGGATTTCA 
AAGAGCTCAGACTCAGAGGAACATCTGCGGAGAGACCCCCGAAGCCCTCTCCAGGGCAGTCCTCATCCAGACGCT 
CCGCTAGTGCAGACAGGAGCGCGCAGTGGCCCCGGCTCGCCGCGCC ATGG AGCGGATCCCCAGCGCGCAACCACC 
CCCCGCCTGCCTGCCCAAAGCACCGGGACTGGAGCACGGAGACCTACCAGGGATGTACCCTGCCCACATGTACCA 
AGTGTACAAGTCAAGACGGGGAATAAAGCGGAGCGAGGACAGCAAGGAGACCTACAAATTGCCGCACCGGCTCAT 
CGAGAAAAAGAGACGTGACCGGATTAACGAGTGCATCGCCCAGCTGAAGGATCTCCTACCCGAACATCTCAAACT 
TACAACTTTGGGTCACTTGGAAAAAGCAGTGGTTCTTGAACTTACCTTGAAGCATGTGAAAGCACTAACAAACCT 
AATTGATCAGCAGCAGCAGAAAATCATTGCCCTGCAGAGTGGTTTACAAGCTGGTGAGCTGTCAGGGAGAAATGT 
CGAAACAGGTCAAGAGATGTTCTGCTCAGGTTTCCAGACATGTGCCCGGGAGGTGCTTCAGTATCTGGCCAAGCA 
CGAGAACACTCGGGACCTGAAGTCTTCGCAGCTTGTCACCCACCTCCACCGGGTGGTCTCGGAGCTGCTGCAGGG 
TGGTACCTCCAGGAAGCCATCAGACCCAGCTCCCAAAGTGATGGACTTCAAGGAAAAACCCAGCTCTCCGGCCAA 
AGGTTCGGAAGGTCCTGGGAAAAACTGCGTGCCAGTCATCCAGCGGACTTTCGCTCACTCGAGTGGGGAGCAGAG 
CGGCAGCGACACGGACACAGACAGTGGCTATGGAGGAGAATCGGAGAAGGGCGACTTGCGCAGTGAGCAGCCGTG 
CTTCAAAAGTGACCACGGACGCAGGTTCACGATGGGAGAAAGGATCGGCGCAATTAAGCAAGAGTCCGAAGAACC 
CCCCACAAAAAAGAACCGGATGCAGCTTTCGGATGATGAAGGCCATTTCACTAGCAGTGACCTGATCAGCTCCCC 
GTTCCTGGGCCCACACCCACACCAGCCTCCTTTCTGCCTGCCCTTCTACCTGATCCCACCTTCAGCGACTGCCTA 
CCTGCCCATGCTGGAGAAGTGCTGGTATCCCACCTCAGTGCCAGTGCTATACCCAGGCCTCAACGCCTCTGCCGC 
AGCCCTCTCTAGCTTCATGAACCCAGACAAGATCTCGGCTCCCTTGCTCATGCCCCAGAGACTCCCTTCTCCCTT 
GCCAGCTCATCCGTCCGTCGACTCTTCTGTCTTGCTCCAAGCTCTGAAGCCAATCCCCCCTTTAAACTTAGAAAC 
CAAAGACTAAACTCTCTAGGGGATCCTGCTGCTTTGCTTTCCTTCCTCGCTACTTCCTAAAAAGCAACAAAAAAG 
TTTTTGTGAATGCTGCAAGATTGTTGCATTGTGTATACTGAGATAATCTGAGGCATGGAGAGCAGATTCAGGGTG 
TGTGTGTGTGTGTGTGTGTGTGTGTGTATGTGCGTGTGCGTGCACATGTGTGCCTGCGTGTTGGTATAGGACTTT 
AAAGCTCCTTTTGGCATAGGGAAGTCACGAAGGATTGCTTGACATCAGGAGACTTGGGGGGGATTGTAGCAGACG 
TCTGGGCTTTTCCCCACCCAGAGAATAGCCCCCTTCGATACACATCAGCTGGATTTTCAAAAGCTTCAAAGTCTT 
GGTCTGTGAGTCACTCTTCAGTTTGGGAGCTGGGTCTGTGGCTTTGATCAGAAGGTACTTTCAAAAGAGGGCTTT 
CCAGGGCXCAGCTCCCAACCAGCTGTTAGGACCCCACCCTTTTGCCTTTATTGTCGACGTGACTCACCAGACGTC 
GGGGAGAGAGAGCAGTCAGACCGAGCTTTCTGCTAACATGGGGAGGTAGCAGGCACTGGCATAGCACGGTAGTGG 
TTTGGGGAGGTTTCCGCAGGTCTGCTCCCCACCCCTGCCTCGGAAGAATAAAGAGAATGTAGTTCCCTACTCAGG 
CTTTCGTAGTGATTAGCTTACTAAGGAACTGAAAATGGGCCCCTTGTACAAGCTGAGCTGCCCCGGAGGGAGGGA 
GGAGTTCCCTGGGCTTCTGGCACCTGTTTCTAGGCCTAACCATTAGTACTTACTGTGCAGGGAACCAAACCAAGG 
TCTGAGAAATGCGGACACCCCGAGCGAGCACCCCAAAGTGCACAAAGCTGAGTAAAAAGCTGCCCCCTTCAAACA 
GAACTAGACTCAGTTTTCAATTCCATCCTAAAACTCCTTTTAACCAAGCTTAGCTTCTCAAAGGCCTAACCAAGC 
CTTGGCACCGCCAGATCCTTTCTGTAGGCTAATTCCTCTTGCCCAACGGCATATGGAGTGTCCTTATTGCTAAAA 
AGGATTCCGTCTCCTTCAAAGAAGTTTTATTTTTGGTCCAGAGTACTTGTTTTCCCGATGTGTCCAGCCAGCTCC 
GCAGCAGCTTTTCAAGATGCACTATGCCTGATTGCTGATCGTGTTTTAACTTTTTCTTTTCCTGTTTTTATTTTG 
GTATTAAGTCGTTGCCTTTATTTGTAAAGCTGTTATAAATATATATTATATAAAXATATTAAAAAGGAAAATGTT 
TCAGATGTTTATTTGTATAATTACTTGATTCACACAGTGAGAAAAAATGAATGTATTCCTGTTTTTGAAGAGAAG 
AATAATTTTTTTTTCTCTAGGGAGAGGTACAGTGTTTATATTTTGGAGCCTTCCTGAAGGTGTAAAATTGTAAAT 
ATTTTTATCTATGAGTAAATGTTAAGTAGTTGTTTTAAAATACTTAATAAAATAATTCTTTTCCTGTGGAAG 
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FIGURE 82 

MERIPSAQPPPACLPKAPGLEHGDLPGMYPAHI^QVYKSRRGIKRSEDSKETYKLPHRLIEKKRRDRINECIAQL 
KDLLPEHLKLTTLGHLEKAVVLELTLKHVKALTNLIDQQQQKIIALQSGLQAGELSGRNVETGQEMFCSGFQTCA 
REVLQYLAKHENTRDLKSSQLVTHLHRVVSELLQGGTSRKPSDPAPKVMDFKEKPSSPAKGSEGPGKNCVPVIQR 
TFAHSSGEQSGSDTDTDSGYGGESEKGDLRSEQPCFKSDHGRRFTMGERIGAIKQESEEPPTKKNRMQLSDDEGH 
FTSSDLISSPFLGPHPHQPPFCLPFYLIPPSATAYLPMLEKCWYPTSVPVLYPGLNASAAALSSFMNPDKISAPL 
LMPQRLPSPLPAHPSVDSSVLLQALKPIPPLNLETKD 
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FIGURE 83A 

GTCCTTTCACGCGTGTCTTCGTGTTGGTGCGCTTTTCACTGGTCATAAAGTGCTGCTCACGGCCGTGAACTGCTA 

CAGCGTGAAGGCCGCCACCCGGGTCCAGGATGCTTTTGCCGCCGCCAAGCTCCTGGCCCTGGCCCTGATCATCCT 

GCTGGGCTTCGTCCAGATCGGGAAGGGTGATGTGTCCAATCTAGATCCCAAGTTCTCATTTGAAGGCACCAAACT 

GGATGTGGGGAACATTGTGCTGGCATTATACAGCGGCCTCTTTGCCTATGGAGGATGGAATTACTTGAATTTCGT 

CACAGAGGAAATGATCAACCCCTACAGAAACCTGCCCCTGGCCATCATCATCTCCCTGCCCATCGTGACGCTGGT 

GTACGTGCTGACCAACCTGGCCTACTTCACCACC.CTGTCCACCGAGCAGATGCTGTCGTCCGAGGCCGTGGCCGT 

GGACTTCGGGAACTATCACCTGGGCGTCATGTCCTGGATCATCCCCGTCTTCGTGGGCCTGTCCTGCTTTGGCTC 

CGTCAATGGGTCCCTGTTCACATCCTCCAGGCTCTTCTTCGTGGGGTCCCGGGAAGGCCACCTGCCCTCCATCCT 

CTCCATGATCCACCCACAGCTCCTCACCCCCGTGCCGTCCCTCGTGTTCACGTGTGTGATGACGCTGCTCTACGC 

CTTCTCCAAGGACATCTTCTCCGTCATCAACTTCTTCAGCTTCTTCAACTGGCTCTGCGTGGCCCTGGCCATCAT 

CGGCATGATCTGGCTGCGCCACAGAAAGCCTGAGCTTGAGCGGCCCATCAAGGTGAACCTGGCCCTGCCTGTGTT 

CTTCATCCTGGCCTGCCTCTTCCTGATCGCCGTCTCCTTCTGGAAGACACCCGTGGAGTGTGGCATCGGCTTCAC 

CATCATCCTCAGCGGGCTGCCCGTCTACTTCTTCGGGGTCTGGTGGAAAAACAAGCCCAAGTGGCTCCTCCAGGG 

CATCTTCTCCACGACCGTCCTGTGTCAGAAGCTCATGCAGGTGGTCCCCCAGGAGACATAGCCAGGAGGCCGAGT 

GGCTGCCGGAGGAGCATGCGCAGAGGCCAGTTAAAGTAGAXCACCTCCTCGAACCCACTCCGGTXCCCCGCAACC 

CACAGCTCAGCTGCCCATCCCAGTCCTCGCCGTCCCTCCCAGGTCGGGCAGTGGAGGCTGCTGTGAAAACTCTGG 

TACGAATCTCATCCCTCAACTGAGGGCCAGGGACCCAGGTGTGCCTGTGCTCCTGCCCAGGAGCAGCTTTTGGTC 

TCCTTGGGCCCTTTTTCCCTTCCCTCCTTTGTTTACTTATATATATATTTTTTTTAAACTTAAATTTTGGGTCAA 

CTTGACACCACTAAGATGATTTTXTAAGGAGCTGGGGGAAGGCAGGAGCCTTCCTTTCTCCTGCCCCAAGGGCCC 

AGACCCTGGGCAAACAGAGCTACTGAGACTTGGAACCTCATTGCTACCACAGACTTGCACTGAAGCCAGACAGCT 

GCCCAGACACATGGGCTTGTGACATTCGTGAAAACCAACCCTGTGGGCTTATGTCTCTGCCTTAGGGTTTGCAGA 

GTGGAAACTCAGCCGTAGGGTGGCACTGGGAGGGGGTGGGGGATCTGGGCAAGGTGGGTGATTCCTCCCAGGAGG 

TGCTTGAGGCCCCGAXGGACTCCTGACCATAATCCTAGCCCCGAGACACCATCCTGAGCCAGGGAACAGCCCCAG 

GGTTGGGGGGTGCCGGCATCTCCCCTAGCTCACCAGGCCTGGCCTCTGGGCAGTGTGGCCTCTTGGCTATTTCTG 

TTCCAGTXTTGGAGGCTGAGTTCTGGTTCATGCAGACAAAGCCCTGTCCTTCAGTCTTCTAGAAACAGAGACAAG 

AAAGGCAGACACACCGCGGCCAGGCACCCATGTGGGCGCCCACCCTGGGCTCCACACAGCAGTGTCCCCTGCCCC 

AGAGGTCGCAGCTACCCTCAGCCTCCAATGCATTGGCCTCTGTACCGCCCGGCAGCCCCTTCTGGCCGGTGCTGG 

GTTCCCACTCCCGGCCTAGGCACCTCCCCGCTCTCCCTGTCACGCTCATGTCCTGTCCTGGTCCTGATGCCCGTT 

GTCTAGGAGACAGAGCCAAGCACTGCTCACGTCTCTGCCGCCTGCGTTTGGAGGCCCCTGGGCTCTCACCCAGTC 

CCCACCCGCCTGCAGAGAGGGAACTAGGGCACCCCTTGTTTCTGTTGTTCCCGTGAATTXTTTTCGCTATGGGAG 

GCAGCCGAGGCCTGGCCAATGCGGCCCACTTTCCTGAGCTGTCGCTGCCTCCATGGCAGCAGCCAAGGACCCCCA 

GAACAAGAAGACCCCCCCGCAGGATCCCTCCTGAGCTCGGGGGGCTCTGCCTTCTCAGGCCCCGGGCTTCCCTTC 

TCCCCAGCCAGAGGTGGAGCCAAGTGGTCCAGCGTCACTCCAGTGCTCAGCTGTGGCTGGAGGAGCTGGCCTGTG 

GCACAGCCCTGAGTGTCCCAAGCCGGGAGCCAACGAAGCCGGACACGGCTTCACTGACCAGCGGCTGCTCAAGCC 

GCAAGCTCTCAGCAAGTGCCCAGTGGAGCCTGCCGCCCCCACCTGGGCACCGGGACCCCCTCACCATCCAGTGGG 

CCCGGAGAAACCTGATGAACAGTTTGGGGACTCAGGACCAGATGTCCGTCTCTCTTGCTTGAGGAATGAAGACCT 

TTATTCACCCCTGCCCCGTTGCTTCCCGCTGCACATGGACAGACTTCACAGCGTCTGCTCATAGGACCTGCATCC 

TTCCTGGGGACGAATTCCACTCGTCCAAGGGACAGCCCACGGTCTGGAGGCCGAGGACCACCAGCAGGCAGGTGG 

ACTGACTGTGTTGGGCAAGACCTCTTCCCTCTGGGCCTGTTCTCTTGGCTGCAAATAAGGACAGCAGCTGGTGCC 

CCACCTGCCTGGTGCATTGCTGTGTGAATCCAGGAGGCAGTGGACATCGTAGGCAGCCACGGCCCCAGGTCCAGG 

AGAAGTGCTCCCTGGAGGCACGGACCACTGCTTCCCACTGGGGCCGGCGGGGCCCACGCACGACGTCAGCCTCTT 

ACCTTCCCGCCTCGGCTAGGGGTCCTCGGGATGCCGTTCTGTTCCAACCTCCTGTTCTGGGAGGTGGACATGCCT 

CAAGGATACAGGGAGCCGGCGGCCTCTCGACGGCACGCACTTCCTGTTGGCTGCTGCGGCTGTGGGCGAGCATGG 

GGGCTGCCAGCGTCTGTTGTGGAAAGTAGCTGCTAGTGAAATGGCTGGGGCCGCTGGGGTCCGTCTTCACACTGC 

GCAGGTCTCTTCTGGGCGTCTGAGCTGGGGTGGGAGCTCCTCCGCAGAAGGTTGGTGGGGGGTCCAGTCTGTGAT 

CCTTGGTGCTGTGTGCCCCACTCCAGCCTGGGGACCCCACTTCAGAAGGTAGGGGCCGTGTCCCGCGGTGCTGAC 

TGAGGCCTGCTTCCCCCTCCCCCTCCTGCTGTGCTGGAATTCCACAGGGACCAGGGCCACCGCAGGGGACTGTCT 

CAGAAGACTTGATTTTTCCGTCCCTTTTTCXCCACACTCCACTGACAAACGTCCCCAGCGGTTTCCACTTGTGGG 
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FIGURE 83B 

CTTCAGGTGTTTTCAAGCACAACCCACCACAACAAGCAAGTGCATTTTCAGTCGTTGTGCTTTTTTGTTTTGTGC 
TAACGTCTTACTAATTTAAAGATGCTGTCGGCACCATGTTTATTTATTTCCAGTGGTCATGCTCAGCCTTGCTGC 
TCTGCGTGGCGCAGGTGCCATGCCTGCTCCCTGTCTGTGTCCCAGCCACGCAGGGCCATCCACTGTGACGTCGGC 
CGACCAGGCTGGACACCCTCTGCCGAGTAATGACGTGTGTGGCTGGGACCTTCTTTATTCTGTGTTAATGGCTAA 
CCTGTTACACTGGGCTGGGTTGGGTAGGGTGTTCTGGCTTTTTTGTGGGGTTTTTATTTrTAAAGAAACACTCAA 
TCATCCTAG 
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FIGURE 84 

MINP YRNLPLAI I ISLP IVTLVYVLTNLAYFTTLSTEQMLSSEAVAVDFGNYHLGVMSWI IPVFVGLSCFGSVNG 
SLFTSSRLFFVGSREGHLPSILSMIHPQLLTPVPSLVFTCVMTLLYAFSKDIFSVINFFSFFNWLCVALAIIGMI 
WLRHRKPELERPIKVNLALPVFFILACLFLIAVSFWKTPVECGIGFTIILSGJjPVYFFGVWWKNKPKWLLQGIFS 
TTVLCQKLMQWPQET 
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FIGURE 85 

AGGTCTCAGCCGGTCGTCGCGACGTTCGCCCGCTCGCTCTGAGGCTCCTGAAGCCGAAACTAGCTAGACTTTCCT 
CCTTCCCGCCTGCCTGTAGCGGCGTTGTTGCCACTCCGCCACCATGTTCGAGGCGCGCCTGGTCCAGGGCTCCAT 
CCTCAAGAAGGTGTTGGAGGCACTCAAGGACCTCATCAACGAGGCCTGCTGGGATATTAGCTCCAGCGGTGTAAA 
CCTGCAGAGCATGGACTCGTCCCACGTCTCTTTGGTGCAGCTCACCCTGCGGTCTGAGGGCTTCGACACCTACCG 
CTGCGACCGCAACCTGGCCATGGGCGTGAACCTCACCAGTATGTCCAAAATACTAAAATGCGCCGGCAATGAAGA 
TATCATTACACTAAGGGCCGAAGATAACGCGGATACCTTGGCGCTAGTATTTGAAGCACCAAACCAGGAGAAAGT 
TTCAGACTATGAAATGAAGTTGATGGATTTAGATGTTGAACAACTTGGAATTCCAGAACAGGAGTACAGCTGTGT 
AGTAAAGATGCCTTCTGGTGAATTTGCACGTATATGCCGAGATCTCAGCCATATTGGAGATGCTGTTGTAATTTC 
CTGTGCAAAAGACGGAGTGAAATTTTCTGCAAGTGGAGAACTTGGAAATGGAAACATTAAATTGTCACAGACAAG 
TAATGTCGATAAAGAGGAGGAAGCTGTTACCATAGAGAXGAATGAACCAGTTCAACTAACTTTTGCACTGAGGTA 
CCTGAACTTCTTTACAAAAGCCACTCCACTCTCTTCAACGGTGACACTCAGTATGTCTGCAGATGTACCCCTTGT 
Tr-TAGAGTATAAAATTGCGGATATGGGACACTTAAAATACTACTTGGCTCCCAAGATCGAGGATGAAGAAGGATC 
TTAGGCATTCTTAAAATTCAAGAAAATAAAACTAAGCTCTTTGAGAACTGCTTCTAAGATGCCAGCATATACTGA 
AGTCTTTTCTGTCACCAAATTTGTACCTCTAAGTACATATGTAGATATTGTTTTCTGTAAATAACCTATTTTTTT 
TCTCTATTCTCTCCAATTTGTTTAAAGAATAAAGTCCAAAGTCTGATCTGGTCTAGTTAACCTAGAAGTATTTTT 
GTCTCTTAGAAATACTTGTGATTTTTATAATACAAAAGGGTCTTGACTCTAAATGCAGTTTTAAGAAGTGTTTTT 
G AAT T T AAAT AAAGT T AC T TG AAT T T C AAAC 
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FIGURE 86 

MFEARLVQGSILKKVLEALKDLINEACWDISSSGVNLQSMDSSHVSLVQLTLRSEGFDTYRCDRNLAMGVNLTSM 
SKILKCAGNEDIITLIUVEDNADTLALVFEAPNQEKVSDYEMKIjMDLDVEQLGIPEQEYSCVVKMPSGEFARICRD 
LSHIGDAWISCAKDGVKFSASGELGNGNIKLSQTSNVDKEEEAVTIEMNEPVQLTFALRYLNFFTKATPLSSTV 
TLSMSADVPLWEYKIADMGHLKYYLAPKIEDEEGS s 
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FIGURE 87 

TAGCTAGGCAGGAAGTCGGCGCGGGCGGCGCGGACAGTATCTGTGGGTACCCGGAGCACGGAGATCTCGCCGGCT 
TTACGTTCACCTCGGTGTCTGCAGCACCCTCCGCTTCCTCTCCTAGGCGACGAGACCCAGTGGCTAGAAGTTCAC 
CATGTCTATTCTCAAGATCCATGCCAGGGAGATCTTTGACTCTCGCGGGAATCCCACTGTTGAGGTTGATCTCTT 
CACCTCAAAAGGTCTCTTCAGAGCTGCTGTGCCCAGTGGTGCTTCAACTGGTATCTATGAGGCCCTAGAGCTCCG 
GGACAATGATAAGACTCGCTATATGGGGAAGGGTGTCTCAAAGGCTGTTGAGCACATCAATAAAACTATTGCGCC 
TGCCCTGGTTAGCAAGAAACTGAACGTCACAGAACAAGAGAAGATTGACAAACTGATGATCGAGATGGATGGAAC 
AGAAAATAAATCTAAGTTTGGTGCGAACGCCATTCTGGGGGTGTCCCTTGCCGTCTGCAAAGCTGGTGCCGTTGA 
GAAGGGGGTCCCCCTGTACCGCCACATCGCTGACTTGGCTGGCAACTCTGAAGTCATCCTGCCAGTCCCGGCGTT 
CAATGTCATCAATGGCGGTTCTCATGCTGGCAACAAGCTGGCCATGCAGGAGTTCATGATCCTCCCAGTCGGTGC 
AGCAAACTTCAGGGAAGCCATGCGCATTGGAGCAGAGGTTTACCACAACCTGAAGAATGTCATCAAGGAGAAATA 
TGGGAAAGATGCCACCAATGTGGGGGATGAAGGCGGGTTTGCTCCCAACATCCTGGAGAATAAAGAAGGCCTGGA 
GCTGCTGAAGACTGCTATTGGGAAAGCTGGCTACACTGATAAGGTGGTCATCGGCATGGACGTAGCGGCCTCCGA 
GTTCTTCAGGTCTGGGAAGTATGACCTGGACTTCAAGTCTCCCGATGACCCCAGCAGGTACATCTCGCCTGACCA 
GCTGGCTGACCTGTACAAGTCCTTCATCAAGGACTACCCAGTGGXGTCTATCGAAGATCCCTTTGACCAGGATGA 
CTGGGGAGCTTGGCAGAAGTTCACAGCCAGTGCAGGAATCCAGGTAGTGGGGGATGATCTCACAGTGACCAACCC 
AAAGAGGATCGCCAAGGCCGTGAACGAGAAGTCCTGCAACTGCCTCCTGCTCAAAGTCAACCAGAXTGGCTCCGT 
GACCGAGTCTCTTCAGGCGTGCAAGCTGGCCCAGGCCAATGGTTGGGGCGTCATGGTGTCTCATCGTTCGGGGGA 
GACTGAAGATACCTTCATCGCTGACCTGGTTGTGGGGCTGTGCACTGGGCAGATCAAGACTGGTGCCCCTTGCCG 
ATCTGAGCGCTTGGCCAAGTACAACCAGCTCCTCAGAATTGAAGAGGAGCTGGGCAGCAAGGCTAAGTTTGCCGG 
CAGGAACTTCAGAAACCCCTTGGCCAAGTAAGCTGTGGGCAGGCAAGCCCTTCGGTCACCTGTTGGCTACACAGA 
CCCCTCCCCTCGTGTCAGCTCAGGCAGCTCGAGGCCCCCGACCAACACTTGCAGGGGTCCCTGCTAGTTAGCGCC 
CCACCGCCGTGGAGTTCGTACCGCTTCCTTAGAACTTCTACAGAAGCCAAGCTCCCTGGAGCCCTGTTGGCAGCT 
CTAGCTTTGCAGTCGTGTAATTGGCCCAAGTCATTGTTTTTCTCGCCTCACTTTCCACCAAGTGTCTAGAGTCAT 
GTGAGCCTCGTGTCATCTCCGGGGTGGCCACAGGCTAGATCCCCGGTGGTTTTGTGCTCAAAATAAAAAGCCTCA 
GTGACCCATGAG 
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FIGURE 88 

MSILKIHAREIFDSRGNPTVEVDLFTSKGLFRAAVPSGASTGIYEALELRDNDKTRYMGKGVSKAVEHINKTIAP 
ALVSKKLWTEQEKIDKLMIEMDGTE^SKFGl^NAILGVSLAVCKAGAVEKGVPLYRHIADLAGNSEVILPVPAF 
NVINGGSHAGNKLAMQEFMILPVGAANFREAMRIGAEVYHNLKNVIKEKYGKDATNVGDEGGFAPNILENKEGLE 
LLKTAIGKAGYTDKWIGMDVAASEFFRSGKYDLDFKSPDDPSRYISPDQLADLYKSFIKDYPWSIEDPFDQDD 
WGAWQKFTASAGIQVVGDDLTVTNPKRIAKAVNEKSCNCLLLKVNQIGSVTESLQACKLAQANGWGVMVSHRSGE 
TEDTFIADLWGLCTGQIKTGAPCRSERLAKYNQLLRIEEELGSKAKFAGRNFRNPLAK 
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FIGURE 89 

GGCTGAGGCAGTGGCTCCTTGCACAGCAGCTGCACGCGCCGTGGCTCCGGATCTTCTTCGTCTTTGCAGCGTAGC 
CCGAGTCGGTCAGCGCCAGAGGACCTCAGCAGCCATGTCGAAGCCCCATAGTGAAGCCGGGACTGCCTTCATTCA 
GACCCAGCAGCTGCACGCAGCCATGGCTGACACATTCCTGGAGCACATGTGCCGCCTGGACATTGATTCACCACC 
CATCACAGCCCGGAACACTGGCATCATCTGTACCATTGGCCCAGCTTCCCGATCAGTGGAGACGTTGAAGGAGAT 
GATTAAGTCTGGAATGAATGTGGCTCGTCTGAACTTCTCTCATGGAACTCATGAGTACCATGCGGAGACCATCAA 
GAATGTGCGCACAGCCACGGAAAGCTTTGCXTCTGACCCCATCCTCTACCGGCCCGTTGCTGTGGCTCTAGACAC 
TAAAGGACCTGAGATCCGAACTGGGCTCATCAAGGGCAGCGGCACTGCAGAGGTGGAGCTGAAGAAGGGAGCCAC 
TCTCAAAATCACGCTGGATAACGCCTACATGGAAAAGTGTGACGAGAACATCCTGTGGCTGGACTACAAGAACAT 
CTGCAAGGTGGTGGAAGTGGGCAGCAAGATCTACGTGGATGATGGGCTTATTTCTCTCCAGGTGAAGCAGAAAGG 
TGCCGACTTCCTGGTGACGGAGGTGGAAAATGGTGGCTCCTTGGGCAGCAAGAAGGGTGTGAACCTTCCTGGGGC 
TGCTGTGGACTTGCCTGCTGTGTCGGAGAAGGACATCCAGGATCTGAAGTTTGGGGTCGAGCAGGATGTTGATAT 
GGTGTTTGCGTCATTCATCCGCAAGGCATCTGATGTCCATGAAGTTAGGAAGGTCCTGGGAGAGAAGGGAAAGAA 
CATCAAGATTATCAGCAAAATCGAGAATCATGAGGGGGTTCGGAGGTTTGATGAAATCCTGGAGGCCAGTGATGG 
GATCATGGTGGCTCGTGGTGATCTAGGCATTGAGATTCCTGCAGAGAAGGTCTTCCTTGCTCAGAAGATGATGAT 
TGGACGGTGCAACCGAGCTGGGAAGCCTGTCATCTGTGCTACTCAGATGCTGGAGAGCATGATCAAGAAGCCCCG 
CCCCACTCGGGCTGAAGGCAGTGATGTGGCCAATGCAGTCCTGGATGGAGCCGACTGCATCATGCTGTCTGGAGA 
AACAGCCAAAGGGGACTATCCTCTGGAGGCTGTGCGCATGCAGAACCTGATTGCCCGTGAGGCAGAGGCTGCCAT 
CTACCACTTGCAATTATTTGAGGAACTCCGCCGCCTGGCGCCCATTACCAGCGACCCCACAGAAGCCACCGCCGT 
GGGTGCCGTGGAGGCCTCCTTCAAGTGCTGCAGTGGGGCCATAATCGTCCTCACCAAGTCTGGCAGGTCTGCTCA 
CCAGGTGGCCAGATACCGCCCACGTGCCCCCATCATTGCTGTGACCCGGAATCCCCAGACAGCTCGTCAGGCCCA 
CCTGTACCGTGGCATCTTCCCTGTGCTGTGCAAGGACCCAGTCCAGGAGGCCTGGGCTGAGGACGTGGACCTCCG 
GGT6AACTTTGCCATGAATGTTGGCAAGGCCCGAGGCTTCTTCAAGAAGGGAGATGTGGTCATTGTGCTGACCGG 
ATGGCGCCCTGGCTCCGGCTTCACCAACACCATGCGTGTTGTTCCTGTGCCGTGATGGACCCCAGAGCCCCTCCT 
CCAGCCCCTGTCCCACCCCCTTCCCCCAGCCCATCCATTAGGCCAGCAACGCTTGTAGAACTCACTCTGGGCTGT 
AACGTGGCACTGGTAGGTTGGGACACCAGGGAAGAAGATCAACGCCTCACTGAAACATGGCTGTGTTTGCAGCCT 
GCTCTAGTGGGACAGCCCAGAGCCTGGCTGCCCCATCATGTGGCCCCACCCAATCAAGGGAAGAAGGAGGAATGC 
TGGACTGGAGGCCCCTGGAGCCAGATGGCAAGAGGGTGACAGCTTCCTTTCCTGTGTGTACTCTGXCCAGTTCCT 
TTAGAAAAAATGGATGCCCAGAGGACTCCCAACCCTGGCTTGGGGTCAAGAAACAGCCAGCAAGAGTTAGGGGCC 
TTAGGGCACTGGGCTGTTGTTCCATTGAAGCCGACTCTGGCCCTGGCCCTTACTTGCTTCTCTAGCTCTCTAGGC 
CTCTCCAGTTTGCACCTGTCCCCACCCTCCACTCAGCTGTCCTGCAGCAAACACTCCACCCTCCACCTTCCATTT 
TCCCCCACTACTGCAGCACCTCCAGGCCTGTTGCCGC 
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FIGURE 90 

MSKPHSEAGTAFIQTQQLHAAMADTFLEHMCRLDIDSPPITARNTGIICTIGPASRSVETLKEMIKSGMWARLN 
FSHGTHEYHAETIKNVRTATESFASDPILYRPVAVALDTKGPEIRTGLIKGSGTAEVELKKGATLKITLDNAYME 
KCDENILWLDYKNICKWEVGSKIYVDDGLISLQVKQKGADFLVTEVENGGSLGSKKGVNLPGAAVDLPAVSEKD 
IQDLKFGVEQDVDMVFASFIRKASDVHEVRKVLGEKGKNIKIISKIENHEGVRRFDEILEASDGIMVARGDLGIE 
IPAEKWLAQKMMIGRCNRAGKPVICATQMLESMIKKPRPTRAEGSDVANAVLDGADCIMLSGETAKGDYPLEAV 
RMQNLIAREAEAAIYHLQLFEELRRLAPITSDPTEATAVGAVEASFKCCSGAIIVLTKSGRSAHQVARYRPRAPI 
IAVTRNPQTARQAHLYRGIFPVLCKDPVQEAWAEDVDLRVNFAMNVGKARGFFKKGDVVIVLTGWRPGSGFTNTM 
RWPVP 
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FIGURE 91 

CCGAGGCCAAGTCCCGGGCGCXAGCCCACCTCCCACCCGCCTCTTGGCTCCTCTCCTCTAGGCCGTCGCTTTCGG 
GTTCTCTCATCGCTTCGTCGTTCGCCAATGTTTGAGGAGAAGGCCAGCAGTCCTTCAGGGAAG ATGG GAGGCGAG 
GAGAAGCCGATTGGTGCTGGTGAAGAGAAGCAAAAGGAAGGAGGCAAAAAGAAGAACAAAGAAGGATCTGGAGAT 
GGAGGTCGAGCTGAGTTGAATCCTTGGCCTGAATATATTTACACACGTCTTGAGATGTATAATATACTAAAAGCA 
GAACATGATTCCATTCTGGCAGAAAAGGCAGAAAAAGATAGCAAGCCAATTAAAGTCACTTTGCCTGATGGTAAA 
CAGGTTGATGCGGAATCTTGGAAAACTACACCATATCAAATTGCCTGTGGAATTAGTCAAGGCCTGGCCGACAAC 
ACCGTTATTGCTAAAGTAAATAATGTTGTGTGGGACCTGGACCGCCCTCTGGAAGAAGATTGTACCTTGGAGCTT 
CTCAAGTTTGAGGATGAGGAAGCTCAGGCAGTGTATTGGCACTCTAGTGCTCACATAATGGGTGAAGGCATGGAA 
AGAGTCTATGGTGGATGTTTATGCTACGGTCCGCCAATAGAAAATGGATTCTATTATGACATGTACCTCGAAGAA 
GGGGGTGTGTCTAGCAATGATTTCTCTTCTCTGGAGGCTTTGTGTAAGAAAATCATTAAAGAAAAACAAGCTTTT 
GAAAGACTGGAAGTTAAGAAAGAAACTTTACTGGCAATGTTTAAGTACAACAAGTTCAAATGCCGGATATTGAAT 
GJxAAAGGTGAATACTCCAACTACCACAGTCTATAGATGTGGCCCTTTGATAGATCTCTGCCGGGGTCCTCATGTT 
AGACACACGGGCAAAATTAAGGCTTTAAAAATACACAAAAATTCCTCCACGTACTGGGAAGGCAAAGCAGATATG 
GAGACTCTCCAGAGAATTTATGGCATTTCATTCCCAGATCCTAAAATGTTGAAAGAGTGGGAGAAGTTCCAAGAG 
GAAGCTAAAAACCGAGATCATAGGAAAATTGGCAGGGACCAAGAACTATATTTCTTTCATGAACTCAGCCCTGGA 
AGTTGCTTTTTTCTGCCAAAAGGAGTCTATATTTATAATGCACTTATTGAATTCATTAGGAGCGAATATAGGAAA 
AGAGGATTCCAGGAGGTAGTCACCCCAAACATCTTCAACAGCCGACTCTGGATGACCTCGGGCCACTGGCAGCAC 
TACAGCGAGAACATGTTCTCCTTTGAGGTGGAGAAGGAGCTGTTTGCCCTGAAACCCATGAACTGCCCAGGACAC 
TCCCTTATGTTTGATCATCGGCCAAGGTCCTGGCGAGAACTGCCTCTGCGGCTAGCTGATTTTGGGGGTCTTCAT 
AGGAACGAGCTGTCTGGAGCACTCACAGGACTCACCCGGGTACGAAGATTCCAACAGGATGATGCTCACATATTC 
TGTGCCATGGAGCAGATTGAAGATGAAATAAAAGGTTGTTTGGATTTTCTACGTACGGTATATAGCGTATTTGGA 
TTTTCTTTTAAACTAAACCTTTCTACTCGCCCGGAAAAATTCCTTGGAGATATCGAAGTATGGGATCAAGCTGAG 
AAACAACTTGAAAACAGTCTGAATGAATTTGGTGAAAAGTGGGAGTTAAACTCTGGAGATGGAGCTTTCTATGGC 
CCAAAGATTGACATACAGATTAAAGATGCGATTGGGCGGTACCACCAGTGTGCAACCATCCAGCTGGATTTCCAG 
TTGCCCATCAGATTTAATCTTACTTATGTAAGCCATGATGGTGAGGATAAGAAAAGGCCAGTGATTGTTCATCGA 
GCCATCTTGGGATCAGTGGAAAGAATGATTGCTATCCTCACAGAAAACTATGGGGGCAAATTGGCCCCCTTTTGG 
CTGTCCCCTCGCCAGGTAATGGTAGTTCCAGTGGGACCAACCTGTGATGAATATGCCCAAAACGTACGACAACAA 
TTCCACGATGCCAAATTCATGGCAGACATTGATCTGGATCCAGGCTGTACATTGAATAAAAAGATTCGAAATGCA 
CAGTTAGCACAGTATAACTTCATTTTAGTTGTXGGTGAAAAAGAGAAAATCACTGGCACTGTTAATATCCGCACA 
AGAGACAATAAGGTCCACGGGGAACGCACCATTTCTGAAACTATCGAGCGGCTACAGCAGCTCAAAGAGTTCCGC 
AGCAAACAGGCAGAAGAAGAATTTTAATGAAAAAATTACCCAGATTGGCTCCATGGAAAAGGAGGAACAGCGTTT 
CCGTAAAATTGACTTTGTACTCGAAAACGTCAATTTATATTGAACTTGGAGGAGGAGTTTGGCAAAGTCTGAAAT 
AGGTCAACCTGCAGGCGTAACTATTTTTGACCTAGTCAGTTTTTAAACAATGTGCATTTGAAGGAGTTAATTAAA 
AGAGAGCCAATAAAATGATTTTACTCATTCAGTATCTGAGTACTGGAAGTGAAACATGAGGAATGCTTTAGTGTA 
ATGTGGGAGAACTTTTTTGTAAATTTAATGCAAXTGAAAAAGTTTTCAAATTCAATTAAGATAACTAGAATTGGT 
TATGGTGTAACCCGAATTC 
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FIGURE 92 

MGGEEKPIGAGEEKQKEGGKKKNKEGSGDGGRAELNPWPEYIYTRLEMYNILKAEHDSILAEKAEKDSKPIKVTL 
PDGKQVDAESWKTTPYQIACGISQGLADNIVIAKVNNVVW^ 

EGMERVYGGCLCYGPPIENGFYYDMYLEEGGVSSNDFSSLEALCKKIIKEKQAFERLEVKKETLLAMFKYNKFKC 
RILNEKVNTPTTTVYRCGPLIDLCRGPHVRHTGKIKALKIHKNSSTYWEGKADMETLQRIYGISFPDPKMLKEWE 
KFQEEAKNRDHRKIGRDQELYFFHELSPGSCFFLPKGVYIYNALIEFIRSEYRKRGFQEWTPNIFNSRLWMTSG 
HWQHYSENMFSFEVEKELFALKPMNCPGHSLMFDHRPRSWRELPLRLADFGGLHRNELSGALTGLTRVRRFQQDD 
AHIFCAMEQIEDEIKGCLDFLRTVYSVFGFSFKLNLSTRPEKFLGDIEVWDQAEKQLENSLNEFGEKWELNSGDG 
AFYGPKIDIQIKDAIGRYHQCATIQLDFQIiPIRFNLTYVSHDGEDKKRPVIVHRAILGSVERMIAILTENYGGKL 
APFWLSPRQVMVVPVGPTCDEYAQNVRQQFHDAKFMADIDLDPGCTLNKKIRNAQLAQYNFILVVGEKEKITGTV 
NIRTRDNKVHGERTI SET I ERLQQLKEFRSKQAEEEF 
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FIGURE 93 

GGCACCGCGCGGGACGGAGCTTGGCTGTTGGTCGGTGGGTTCCCGTGCGGCGGCGGCCAAGGAGGAGGAGACACA 
GTTGGAGCAGCTCCGTGGGCTGACTGGGGCGAGGCCTCAGCAGCGCGAGCTTGAGTGCGGCCGAGCCTGCGGCGC 
CTTCCCCTGCGGGTGGGGACGAGCGGGCCCCGCGGCGTCATCGGCGGCGAGGAGCCGCCGCGCCTCGGCCTAGCA 
TGTCGGAAGCGGGCGAGGAGCAGCCCATGGAGACGACGGGCGCCACCGAGAACGGACATGAGGCCGTCCCCGAAG 
CGAGTCGCGGCCGGGGCTGGACGGGCGCCGCGGCGGGGCTGGAGGCGCGACCGCCGCGCCCCCGAGCGGGAATCA 
GAACGGCGCCGAGGGACCAGATCAACGCCAGCAAGAACGAGGAGGACGCGGGAAAAATGTTCGTTGGTGGCCTGA 
GCTGGGATACTAGCAAAAAAGATTTAAAAGACTATTTTACTAAATTTGGAGAGGTCGTTGACTGTACAATAAAAA 
TGGATCCCAACACTGGACGGTCAAGAGGGTTTGGGTTTATCCTGTTCAAAGATGCAGCCAGTGTGGAGAAGGTCC 
TAGACCAGAAGGAGCACAGGCTGGATGGCCGTGTCATTGACCCTAAAAAGGCCATGGCTATGAAGAAGGACCCGG 
TCAAGAAAATCTTCGTTGGGGGTCTGAATCCTGAAAGTCCCACTGAGGAAAAGATCAGGGAGTACTTTGGCGAGT 
TTGGGGAGATTGAGGCCATTGAATTGCCAATGGATCCAAAGTTGAACAAAAGACGAGGTTTTGTGTTTATCACCT 
TTAAAGAAGAAGAACCCGTGAAGAAGGTTCTGGAGAAAAAGTTCCATACTGTCAGTGGAAGCAAGTGTGAGATCA 
AGGTGGCCCAGCCCAAAGAAGTCTATCAGCAGCAGCAGTATGGCTCTGGGGGCCGTGGAAACCGCAACCGAGGGA 
ACCGAGGCAGCGGAGGTGGTGGTGGAGGTGGAGGTCAGAGTCAGAGTTGGAATCAGGGCTACGGCAACTACTGGA 
ACCAGGGCTACGGCTACCAGCAGGGCTACGGGCCTGGCTATGGCGGCTACGACTACTCGCCCTATGGCTATTACG 
GCTACGGCCCCGGCTACGACTACAGTCAGGGTAGTACAAACTACGGCAAGAGCCAGCGACGTGGTGGCCATCAGA 
ATAACTACAAGCCATAC TGAG GCGGCCAAGGGAGCGACCAACTGATCGCACACATGCTTTGTTTGGATATGGAGT 
GAACACAATTATGTACCAAATTTAACTTGGCAAACTTTCTATTGCCTGTCCCATGTGCATCTTATTTAAAATTTC 
CCCCATGGAAATCACTCTCCTGTTGACTATTTCCAGAGCTCTAGGTGTTTAGGCAGCGTGTGGTGTCTGAGAGGC 
CATAGCGCCATCATGGGCTGATTTTTATTACCAGGTCCCCCAGAAGCAGGTGAGAGGCTCTGCTTCCTGCTGCCG 
CTCTGCAGCCTGGACCTGTGGACCCTGGTTGTAAAGAGTAAATTGTATCTTAGGAAACCAGTGTCACCTTTTTTT 
CACCTTTTAATTTTATATTATTTGCGTCATACATTTCCTGTAACGGAAGTGTTAATTTTACTGTACTTTTTGGTA 
CCCCTTTTGGG2VATCTAATGTATTGTAAGGTATTTTACACGTGTCCTGATTTTGCCACAACCTGGATATTGAAGC 
TATCCAAGCTTTTGAAATAAAATTTAAAAACCCCAAGCCTGGGTGAGTGTGGGAAAAAAAAAAAAAAA 
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FIGURE 94 

MSEAGEEQPMETTGATENGHEAVPEASRGRGWTGAAAGLEARPPRPRAGIRTAPRDQINASKNEEDAGKMFVGGL 
SWDTSKKDLKDYFTKFGEVVDCTIKMDPNTGRSRGFGFILFKDAASVEKVLDQKEHRLDGRVIDPKKAMAMKKDP 
VKKIFVGGLNPESPTEEKIREYFGEFGEIEAIELPMDPKLNKRRGFVFITFKEEEPVKKVIiEKKFHTVSGSKCEI 
KVAQPKEVYQQQQYGSGGRGNRNRGNRGSGGGGGGGGQSQSWNQGYGNYWNQGYGYQQGYGPGYGGYDYSPYGYY 
GYGP GYDYSQGS TNYGKS QRRGGHQNN YKP Y 
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FIGURE 95 

GCCGGGGAAGTCATGCTCGCTTCACGGAGGCAATAGCTAGCCGGTGTCTGTGGGAGGTTATGTTTATTTGAGACT 
TCTCCATCGGGATCGCCTGGTGTCACCAAGTGTCCACTGGTACTGAGGTTTGCTGCCTGCCTTCTTGCC ATGT CT 
AACGAAGTAGAAACAAGTGCAACCAATGGTCAGCCCGACCAACAGGCCGCACCAAAAGCACCCTCAAAGAAGGAA 
AAAAAGAAAGGCCCTGAAAAGACAGATGAATATCTCCXAGCAAGGTTCAAAGGCGATGGCGTAAAATATAAGGCC 
AAGCTGATTGGCATTGATGATGTGCCAGATGCAAGAGGGGATAAAATGAGCCAAGACTCTATGATGAAACTAAAG 
GGAATGGCGGCACGTGGTCGGTCTCAGGGACAACACAAACAAAGGATCTGGGTCAACATTTCCCTTTCTGGGATA 
AAAATAATTGATGAGAAAACTGGGGTAATAGAGCATGAACATCCAGTAAATAAGATTTCTTTCATTGCCCGTGAT 
GTGACAGACAACCGGGCATTTGGTTACGTGTGTGGAGGAGAAGGCCAGCATCAGTTTTTTACCATAAAAACCGGG 
CAACAGGCTGAACCATTAGTTGTTGATCTTAAAGACCTTTTTCAAGTTATCTATAATGTAAAGAAAAAGGAAGAA 
GAAAAGAAAAAGATAGAGGAAGCCAGCAAAGCAGTTGAGAATGGGAGTGAGGCCCTAAGGATTCTAGATGACCAA 
ACTAACAAACTGAAATCGGGTGTTGACCAGATGGATTTGTTTGGGGACATGTCTACACCTCCTGACCTAAATAGT 
CCAACAGAAAGCAAAGATATCCTGTTAGTGGATCTAAACTCTGAAATCGACACCAATCAGAATTCTTTAAGAGAA 
AATCCATTCTTAACAAACGGCATCACCTCCTGTTCTCTTCCTCGACCAACGCCTCAGGCATCCTTCTTGCCTGAA 
AATGCCTTTTCTGCCAATCTCAACTXCTTTCCCACCCCTAATCCTGATCCTTTCCGTGACGATCCTTTCACACAG 
CCAGACCAATCGACACCTTCTTCGTTTGATTCTCTCAAATCTCCAGATCAGAAGAAAGAGAATTCGAGTAGCTCG 
TCTACTCCGCTGAGTAATGGGCCCCTGAATGGTGATGTTGACTACTTTGGTCAGCAATTTGACCAGATCTCTAAC 
CGGACTGGCAAACAGGAAGCTCAGGCAGGCCCATGGCCCTTTTCAAGTTCGCAAACCCAGCCAGCAGTGAGAACT 
CAAAATGGGGTATCTGAAAGAGAACAGAACGGCTTCTCXGTCAAATCCTCCCCGAACCCTTTTGTGGGAAGCCCT 
CCCAAAGGACTGTCCATACAGAATGGCGTAAAGCAGGACTTGGAAAGCTCTGTCCAGTCCTCACCACATGACTCC 
ATAGCCATTATCCCACCTCCACAAAGTACCAAACCAGGAAGAGGCAGAAGGACTGCTAAGTCTTCAGCCAATGAC 
TTGCTTGCATCAGACATCTTTGCTCCTCCCGTCTCAGAACCTTCAGGCCAGGCGTCACCCACAGGACAACCTACA 
GCCCTGCAGCCCAACCCTCTGGATCTCTTCAAAACAAGTGCTCCTGCCCCAGTGGGGCCCCTGGTGGGTCTAGGT 
GGTGTAACTGTCACACTCCCTCAGGCAGGACCATGGAACACAGCATCTTTGGTCTTCAATCAGTCCCCTTCAATG 
GCTCCGGGAGCCATGATGGGTGGTCAACCTTCAGGTTTTAGTCAGCCCGTCATTTTTGGTACAAGTCCAGCTGTT 
TCAGGTTGGAACCAGCCTTCACCCTTTGCAGCCTCAACTCCCCCTCCAGTGCCTGTTGTCTGGGGCCCTTCTGCA 
TCTGTGGCACCCAATGCTTGGTCAACAACAAGCCCTTTGGGGAATCCTTTTCAGAGCAATATTTTTCCAGCTCCT 
GCTGTGTCCACTCAGCCCCCATCCATGCACTCCTCTCTCCTGGTCACTCCTCCTCAGCCACCTCCCAGAGCTGGC 
CCTCCCAAGGACATCTCCAGTGATGCCTTCACTGCCTTAGACCCACTTGGGGATAAAGAGATCAAGGATGTGAAA 
GAAATGTTTAAGGATTTCCAACTGCGGCAGCCACCTGCTGTGCCCGCGCGGAAGGGAGAGCAGACTTCTTCTGGG 
ACTTTGAGTGCCTTTGCCAGTTATTTCAACAGCAAGGTTGGCATTCCTCAGGAGAATGCAGACCATGATGACTTT 
GATGCTAATCAACTATTGAACAAGATCAATGAACCACCAAAGCCAGCTCCCAGACAAGTTTCCCTGCCAGTTACC 
AAATCTACTGACAATGCATTTGAGAACCCTTTCTTTAAAGATTCTTTTGGTTCATCACAAGCCTCTGTGGCTTCT 
TCTCAACCTGTATCTTCTGAGATGTATAGGGATCCATTTGGAAATCCTTTTGCC TAAA TTCTGAACTTGGTCTGC 
AGACCATCCAGAGGAATAAAAAGGTTGGCCTTAGTAGTCAAAAACAAAGCTGATAGCCAGACACGTTCTGATTTC 
TGCCCTTGTTCCAGCTTTGACGTATTATCTGTTGCCTTATTTCTCATTGCCTCTTCTACTTGTAAAATGCTTTTC 
ACTTTCTGTCTAGGTTAAAGCTAAACTGAATCTATGGCTTTAAATAAATTAAGATCCTAAACTCTCTAGCTTAAG 
TGTAAATGAAGTACAGTAGTTTCCCTACTGAACCCTACCTCTTGTGTCCCXGGAACCTTCTAGAACACCTGCCTT 
CTACCCTCTGGTTGGGAGATGCAGCCACCACATCCCTTCATATCATACTGTTTTGAATAAATTTTCAAATCCTTA 
TTGTTCAGAGTTGTTTGGGGGTTCTGTTTCAGAGCATAAAACCTAAAGGTTATAGTAGAACAAGGCACCTTCTTA 
AAAGAAATCTTGCTTCAGACCATCAGTTACAGAGAATTTCCTAAAGTAAAATTGAAGCAACTACAACTTCTCCTT 
AGACACTTTGGAATCTAACCACTTAAGGACCTTTTTAAAGAGATAGCTTCTCTTCTTTCTGAAGATCAATTTCTC 
CCAAGGCCAAGATTGTCCTTTTCTCCCATTTCTTGCTAGCTATTGCiVAATGAGGGAAGAACATTATTCATCTCTC 
CTCCCCTTTTTTTTCTGATTCTTTTTTCAGTCAGTTTTGCTCCTGGGTTCAAGTAGTATTACCACCCTTTCACAA 
GCAACAGACTCTCACAGGGCAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 96 

MSNEVETSATNGQPDQQAA.PKAPSKKEKKKGPEKTDEYLLARFKGDGVKYKAKLIGIDDVPDARGDKMSQDSMMK 
LKGMAARGRSQGQHKQRIWVNISLSGIKIIDEKTGVIEHEHPVNKISFIARDVTDNRAFGYVCGGEGQHQFFTIK 
TGQQAEPLWDLKDLFQVIYNVKKKEEEKKKIEEASKAVENGSEALRILDDQTNKLKSGVDQMDLFGDMSTPPDL 
NSPTESKDILLVDLNSEIDTNQNSLRENPFLTNGITSCSLPRPTPQASFLPENAFSANLNFFPTPNPDPFRDDPF 
TQPDQSTPSSFDSLKSPDQKKENSSSSSTPLSNGPLNGDVDYFGQQFDQISNRTGKQEAQAGPWPFSSSQTQPAV 
RTQNGVSEREQNGFSVKSSPNPFVGSPPKGLSIQNGVKQDLESSVQSSPHDSIAIIPPPQSTKPGRGRRTAKSSA 
NDLLASDIFAPPVSEPSGQASPTGQPTALQPNPLDLFKTSAPAPVGPLVGLGGVTVTLPQAGPWNTASLVFNQSP 
SMAPGAMMGGQPSGFSQPVIFGTSPAVSGWNQPSPFAASTPPPVPWWGPSASVAPNAWSTTSPLGNPFQSNIFP 
APAVSTQPPSMHSSLLVTPPQPPPRAGPPKDISSDAFTALDPLGDKEIKDVKEMFKDFQLRQPPAVPARKGEQTS 
SGTLSAFASYFNSKVGIPQENADHDDFDANQLLNKINEPPKPAPRQVSLPVTKSTDNAFENPFFKDSFGSSQASV 
ASSQPVSSEMYRDPFGNPFA 
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FIGURE 97 

GCCGGGGAAGXCAXGCXCGCXXCACGGAGGCAAXAGCXAGCCGGXGXCXGXGGGAGGXXAXGXXXAXXXGAGACX 

TCTCCATCGGGATCGCCTGGTGTCACCAAGTGTCCACTGGTACTGAGGTTTGCTGCCTGCCTTCTTGCCATGTCT 

AACGAAGTAGAAACAAGTGCAACCAATGGTCAGCCCGACCAACAGGCCGCACCAAAAGCACCCTCAAAGAAGGAA 

AAAAAGAAAGGCCCTGAAAAGACAGATGAATATCTCCTAGCAAGGTTCAAAGGCGATGGCGTAAAATATAAGGCC 

AAGCTGATTGGCATTGATGATGTGCCAGATGCAAGAGGGGATAAAATGAGCCAAGACTCTATGATGAAACTAAAG 

GGAATGGCGGCACGTGGTCGGTCTCAGGGACAACACAAAC71AAGGATCTGGGTCAACATTTCCCTTTCTGGGATA 

AAAATAATTGATGAGAAAACTGGGGTAATAGAGCATGAACATCCAGTAAATAAGATTTCTTTCATTGCCCGTGAT 

GTGACAGACAACCGGGCATTTGGTTACGTGTGTGGAGGAGAAGGCCAGCATCAGTTTTTTACCATAAAAACCGGG 

CAACAGGCTGAACCATTAGTTGTTGATCTTAAAGACCTTTTTCAAGTTATCTATAATGTAAAGAAAAAGGAAGAA 

GAAAAGAAAAAGATAGAGGAAGCCAGCAAAGCAGTTGAGAATGGGAGTGAGGCCCTAAGGATTCTAGATGACCAA 

ACTAACAAACTGAAATCGGGTGTTGACCAGATGGATTTGTTTGGGGACATGTCTACACCTCCTGACCTAAATAGT 

CCAACAGAAAGCAAAGATATCCTGTTAGTGGATCTAAACTCTGAAATCGACACCAATCAGAATTCTTTAAGAGAA 

AATCCATTCTTAACAAACGGCATCACCTCCTGTTCTCTTCCTCGACCAACGCCTCAGGCATCCTTCTTGCCTGAA 

AATGCCTTTTCTGCCAATCTCAACTTCTTTCCCACCCCTAATCCTGATCCTTTCCGTGACGATCCTTTCACACAG 

CCAGACCAATCGACACCTTCTTCGTTTGATTCTCTCAAATCTCCAGATCAGAAGAAAGAGAATTCGAGTAGCTCG 

TCTACTCCGCTGAGTAATGGGCCCCTGAATGGTGATGTTGACTACTTTGGTCAGCAATTTGACCAGATCTCTAAC 

CGGACTGGCAAACAGGAAGCTCAGGCAGGCCCATGGCCCTTTTCAAGTTCGCAAACCCAGCCAGCAGTGAGAACT 

CAAAATGGGGTATCTGAAAGAGAACAGAACGGCTTCTCTGTCAAATCCTCCCCGAACCCTTTTGTGGGAAGCCCT 

CCCAAAGGACTGTCCATACAGAATGGCGTAAAGCAGGACTTGGAAAGCTCTGTCCAGTCCTCACCACATGACTCC 

ATAGCCATTATCCCACCTCCACAAAGTACCAAACCAGGAAGAGGCAGAAGGACTGCTAAGTCTTCAGCCAATGAC 

TTGCTTGCATCAGACATCTTTGCTCCTCCCGTCTCAGAACCTTCAGGCCAGGCGTCACCCACAGGACAACCTACA 

GCCCTGCAGCCCAACCCTCTGGATCTCTTCAAAACAAGTGCTCCTGCCCCAGTGGGGCCCCTGGTGGGTCTAGGT 

GGTGTAACTGTCACACTCCCTCAGGCAGGACCATGGAACACAGCATCTTTGGTCXTCAATCAGTCCCCTTCAATG 

GCTCCGGGAGCCATGATGGGTGGTCAACCTTCAGGTTTTAGTCAGCCCGTCATTTTTGGTACAAGTCCAGCTGTT 

XCAGGTTGGAACCAGCCTTCACCCTTTGCAGCCTCAACTCCCCCTCCAGTGCCTGTTGTCTGGGGCCCTTCTGCA 

TCTGTGGCACCCAATGCTTGGTCAACAACAAGCCCTTTGGGGAATCCTTTTCAGAGCAATATTTTTCCAGCTCCT 

GCTGTGTCCACTCAGCCCCCATCCATGCACTCCTCTCTCCTGGTCACTCCTCCTCAGCCACCTCCCAGAGCTGGC 

CCTCCCAAGGACATCTCCAGTGATGCCTTCACTGCCTTAGACCCACTTGGGGATAAAGAGATCAAGGATGTGAAA 

GAAATGTTTAAGGATTTCCAACTGCGGCAGCCACCTGCTGTGCCCGCGCGGAAGGGAGAGCAGACTTCTTCTGGG 

ACTTTGAGTGCCTTTGCCAGTTATTTCAACAGCAAGGTTGGCATTCCTCAGGAGAATGCAGACCATGATGACTTT 

GATGCTAATCAACTATTGAACAAGATCAATGAACCACCAAAGCCAGCTCCCAGACAAGTTTCCCXGCCAGTTACC 

AAATCTACTGACAATGCATTTGAGAACCCTTTCTTTAAAGATTCTTTTGGTTCATCACAAGCCTCTGTGGCTTCT 

TCTCAACCTGTATCTTCTGAGATGTATAGGGATCCATTTGGAAATCCTTTTGCCTAAATTCTGAACTTGGTCTGC 

AGACCATCCAGAGGAATAAAAAGGTTGGCCTTAGTAGTCAAAAACAAAGCTGATAGCCAGACACGTTCTGATTTC 

TGCCCTTGTTCCAGCTTTGACGTATTATCTGTTGCCTTATTTCTCATTGCCTCTTCTACTTGTAAAATGCTTTTC 

ACTTTCTGTCTAGGTTAAAGCTAAACTGAATCTATGGCTTTAAATAAATTAAGATCCTAAACTCTCTAGCTTAAG 

TGTAAATGAAGTACAGTAGTTTCCCTACTGAACCCTACCTCTTGTGTCCCTGGAACCTTCTAGAACACCTGCCTT 

CTACCCTCTGGTTGGGAGATGCAGCCACCACATCCCTTCATATCATACTGTTTTGAATAAATTTTCAAATCCTTA 

TTGTTCAGAGTTGTTTGGGGGTTCTGTTTCAGAGCATAAAACCTAAAGGTTATAGTAGAACAAGGCACCTTCTTA 

AAAGAAATCTTGCTTCAGACCATCAGTTACAGAGAATTTCCTAAAGTAAAATTGAAGCAACTACAACTTCTCCTT 

AGACACTTTGGAATCTAACCACTTAAGGACCTTTTTAAAGAGATAGCTTCTCXTCTTTCTGAAGATCAATTTCTC 

CCAAGGCCAAGAXXGXCCXXXXCXCCCATTXCXXGCXAGCXAXXGCAAAXGAGGGAAGAACATTAXXCAXCXCXC 

CXCCCCXXXTXXXXCXGAXXCXTXXXXCAGXCAGXXXXGCXCCTGGGXXCAAGXAGXAXXACCACCCXXTCACAA 

GCAACAGACXCTCACAGGGCAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 98 

MSNEVETSATNGQPDQQAAPKAPSKKEKKKGPEKTDEYLLARFKGDGVKYKAKLIGIDDVPDARGDKMSQDS^3MK 
LKGMAARGRSQGQHKQRIWVNISLSGIKIIDEKTGVIEHEHPVNKISFIARDVTDNRAFGYVCGGEGQHQFFTIK 
TGQQAEPLWDLKDLFQVIYNVKKKEEEKKKIEEASKAVENGSEALRILDDQTNKLKSGVDQMDLFGDMSTPPDL 
NSPTESKDILLVDLNSEIDTNQNSLRENPFLTNGITSCSLPRPTPQASFLPENAFSANLNFFPTPNPDPFRDDPF 
TQPDQSTPSSFDSLKSPDQKKENSSSSSTPLSNGPLNGDVDYFGQQFDQISNRTGKQEAQAGPWPFSSSQTQPAV 
RTQNGVSEREQNGFSVKSSPNPFVGSPPKGLSIQNGVKQDLESSVQSSPHDSIAIIPPPQSTKPGRGRRTAKSSA 
NDLLASDIFAPPVSEPSGQASPTGQPTALQPNPLDLFKTSAPAPVGPLVGLGGVTVTLPQAGPWNTASLVFNQSP 
SMAPGAmGGQPSGFSQPVIFGTSPAVSGWNQPSPFAASTPPPVPVWGPSASVAPNAWSTXSPLGNPFQSNIFP 
APAVSTQPPSMHSSLLVTPPQPPPRAGPPKDISSDAFTALDPLGDKEIKDVKEMFKDFQLRQPPAVPARKGEQTS 
SGTLSAFASYFNSKVGIPQENADHDDFDANQLLNKINEPPKPAPRQVSLPVTKSTDNAFENPFFKDSFGSSQASV 
ASSQPVSSEMYRDPFGNPFA 



WO 2004/043361 



PCT/US2003/035268 



107/1629 

FIGURE 99 

AGCGCTCAGATACGCGACGCGTAGCAGGCGGGGACCGAACGGGTGCCTCAGTGTCCTTCCCCTCCCCTCGCCTGG 

CCTCGCCGTCCTCTCCCCGCAGCCGGACCGGAACTATGTGATCCCGGAAGTTCCGGGGCCTTTGCTGTGTGGGAT 

AAACAGTAATGGCGGAGGCTGCAACTCCCGGAACAACAGCCACAACATCAGGAGCAGGAGCGGCAGCGGCGACGG 

CGGCAGCAGCCTCCCCCACCCCGATCCCCACAGTCACCGCCCCGTCCCTGGGGGCGGGCGGAGGGGGCGGCGGCA 

GCGACGGCAGCGGCGGCGGCTGGACXAAACAGGTCACCTGCAGGTAXTTTATGCATGGGGXTTGTAAGGAAGGAG 

ACAACTGTCGCTACTCGCATGACCTCTCTGACAGTCCGTATAGTGTAGTGTGCAAGTATTTTCAGCGAGGGTACT 

GTATTTATGGAGACCGCXGCAGATATGAACATAGCAAACCATTGAAACAGGAAGAAGCAACTGCTACAGAGCTAA 

CTACAAAGTCATCCCTTGCTGCTTCCTCAAGTCTCTCATCGATAGTTGGACCACTTGTTGAAATGAATACAGGCG 

AAGCTGAGTCAAGAAATTCAAACTTTGCAACTGTAGGAGCAGGTTCAGAGGACTGGGTGAATGCTATTGAGTTTG 

TTCCTGGGCAACCCTACTGTGGCCGTACTGCGCCTTCCTGCACTGAAGCACCCCTGCAGGGCTCAGTGACCAAGG 

AAGAATCAGAGAAAGAGCAAACCGCCGTGGAGACAAAGAAGCAGCTGTGCCCCTATGCTGCAGTGGGAGAGTGCC 

GATACGGGGAGAACTGTGTGTATCTCCACGGAGATTCXTGTGACATGTGTGGGCTGCAGCTCCTGCATCCAATGG 

ATGCTGCCCAGAGATCGCAGCATATCAAATCGTGCAXTGAGGCCCATGAGAAGGACATGGAGCTCTCATTTGCCG 

TGCAGCGCAGCAAGGACATGGTGTGTGGGATCTGCATGGAGGTGGTCTATGAGAAAGCCAACCCCAGTGAGCGCC 

GCTTCGGGATCCTCTCCAACTGCAACCACACCTACTGTCTCAAGTGCATTCGCAAGTGGAGGAGTGCTAAGCAAT 

TTGAGAGCAAGATCATAAAGTCCTGCCCAGAATGCCGGATCACATCTAACTTTGTCATTCCAAGTGAGTACTGGG 

TGGAGGAGAAAGAAGAGAAGCAGAAACTCATTCTGAAATACAAGGAGGCAATGAGCAACAAGGCGTGCAGGTATT 

TTGATGAAGGACGTGGGAGCTGCCCATTTGGAGGGAACTGTTTTTACAAGCATGCGTACCCTGATGGCCGTAGAG 

AGGAGCCACAGAGACAGAAAGTGGGAACATCAAGCAGATACCGGGCCCAACGAAGGAACCACTTCTGGGAACTCA 

TTGAGGAAAGAGAGAACAGCAACCCCTTTGACAACGATGAAGAAGAGGTTGTCACCTTTGAGCTGGGCGAGATGT 

TGCTTATGCTTTTGGCTGCAGGTGGGGACGACGAACTAACAGACTCTGAAGATGAGTGGGACTTGXTTCATGATG 

AGCTGGAAGATTTTTATGACTTGGATCTATAGCAACCrTGCGTGGCGTGTGAACTGGTCTGCTGACCTCAGACAG 

CAGCTGTCCCCTGTGGTGGTGTGGCAGTGCCTGTGTTCTCTCCTAGGCAGGCCTCTCAACTCCAGGTGCTGTCCT 

AAGAATTTTTACCCAGGGCCTGTCTTCTCAACCCCTCACCTTTCCCTGAGGAGTGTGTTGTTTTCCCTGTTGAAA 

AAAGTTACAAAAATAAATCTTAAAGTTAGTTTTXTGTAACACGAATTTAACTGTCAGACAGITAGTGTAGGTGTG 

TTGCGTCATCTGTTTTCAACCAGATTGCATTTATGGACTTTTCACACACTCATTTTGAGGACCCCAGGTTCAAAA 

GTAAAAGCAGTGGCCCTGCTTTGGGGTCCAAGAATAGGAGTGATGGGTGAAGGGACCTAAGCTGGCCAATAGCCC 

TCTGCCCCAGACATGGGATGTGGATCCTTGAGGTTTCTGGXGAAATCTGCACATCTGTGTTTTTATATCTGTTCC 

CTACCCTGTAATCCCTACCACGTGCACTTGTTCTGTGGTTTTGGTCTCTTGTTTAATTGCACACAAGTAATACTA 

CTGGGTAACCAGAATCAGGTGTGAATGTGTTGAGATTTTTTACTGTTTTGCATGATAGGAAAATTGAGAAAGAAT 

ACGTATAAAAGATAGAGAGGCATAACATCAATGCAGAGTTGGAAGTTGGCTCCCAAGGGCTGACATGGTGTGAGT 

GTGTGGGTGTGTGATAAGCTTCTCATCCCTGCATAGATGCAGTATTCTTAGCCTTAGTAGAAAAACCTGGTTTAG 

TGGTTTAAGCCTTGTGTGGCAGATAGATCTTAAAGGGCAAAGCAGTATATTGGTAGTTGTCAATATAGCAGTGCT 

AGCTCTGTCTATATAAATAGAGAAATGGGGTTAGCCATAGAGGTTAAAACTACCTGGTTATCCCATATAATAACA 

CAAACTGGGTCTTGGATACACAGTTGTATTTAATGTTTTACGATCTAGCCTTTCCAGTACAGGCACTTTCTGAGA 

AACCTTTGTCCTCACTXGAGGCATTTTGTTGTCGGGTrTTTGTGTTTGTTTTTGTGGGTATTTGCCTCATTCCAC 

CCCTGAGCTTTCAGGTAGACAGACGTGATTCAAAACTCTGTTCTAAGGTGTTTATTGTAGXGGAGTAATGGGTTT 

GCAGTGATAAGTCATACTTTTCCACCGAAAGGGAGGGCTTGGGAATCCCTGAGATTAGCTAAAGTTAAGTTGTTG 

GAAGAATTCCTTGATTGGAAATTGTACCTTTGTGTTTTGTTGCTCTGTTTCCTGAAAATAACTCGGGGATGCTCC 

TGGTTTGTCCATCTACTGCTTTGATTCCTTGGATCCCACCCATTCTTTCACTTTAAGAAAAAACAAATAATTGTT 

GCAGAGGTCrCTGTATTTTGCAGCTGCCCTTTTGTAAGAAGCACTTTTCCCAAATAAAACAATTAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 100 

MAEAATPGTTATTSGAGAAAATAAAASPTPIPTVTAPSLGAGGGGGGSDGSGGGWTKQVTCRYFMHGVCKEGDNC 
RYSHDLSDSPYSWCKYFQRGYCIYGDRCRYEHSKPLKQEEATATELTTKSSLAASSSLSSIVGPLVEMNTGEAE 
SRNSNFATVGAGSEDWVNAIEFVPGQPYCGRTAPSCTEAPLQGSVTKEESEKEQTAVETKKQLCPYAAVGECRYG 
ENCVYLHGDSCDMCGLQLLHPMDAAQRSQHIKSCIEAHEKDMELSFAVQRSKDMVCGICMEWYEKANPSERRFG 
ILSNCNHTYCLKCIRKWRSAKQFESKIIKSCPECRITSNFVIPSEYWVEEKEEKQKLILKYKEAMSNKACRYFDE 
GRGSCPFGGNCFYKHAYPDGRREEPQRQKVGTSSRYRAQRRNHFWELIEERENSNPFDNDEEEWTFELGEMLLM 
LLAAGGDDELTDSEDEWDLFHDELEDFYDLDL 
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FIGURE 101 

AGATGTTTAAAAATACTTTGATXCTCXGTTTCCACCTCTCTTAAATTGTCTTTCCCTATGTTAAATATACAGTCA 
TCACXTTGCTGAAAAAAGTTCGCAATGAGAACAATCATCTAAAAXTGGCTGTAACTAGGTCAGGCGCGGTTGCTC 
ATGCCTGTAATCCCACCACTTTGGGAGGCCGAGGCAATTGGATCACCTGAGGTCAGGATTTTGAGACCAGCTTGA 
CCAACATGGTGGAATCCCATCTCTACTAAAAATACAAAAAATTAGCCGGGTGTGGTGGCACACCCCTGTAATCCC 
ACCTACTCAGGAGGCTGAGGCAGGAAAATCCCTTGAACCCAGGAGGCAAAGGTTGCATTGAGCCGAAATAACACC 
ACTGCACTCCAGCCTGGACGATAGAGTGAGACCCCATCTCAAAAAAAGAGCAGCTGTGACAAATGCCTGTATTGA 
ATTGCAGGTCAGTCTTCCACCTCCACTACCGGTGCCAAAAAAAGGGCTGCCCCAAl^AGGAACTAAAAGGGATCCA 
GCTTTGAATTCTGGTGTCTCTCAAAAGCCTGATCCTGCCAAAACCAAGAATCGCCGCAAAAGGAAGCCATCCACT 
TCTGATGATTCTGACTCTAATTTTGAGAAAATTGTTTCGAAAGCAGTCACAAGCAAGGTGAGTGTTGATCCTAGT 
CAGTCCTTTTGCTGTAGATGTTCTGAAACACGTAACTAAGCCATTGTTCTTAAAAATTTGGCATATCTTTAAGAA 
AATTAACTCTCATATTCTGTTAGCTTTTACTGTACATATTTAGTTTTAACAAAGTTAAATATGCCACTTATTTGG 
CCAATGGAAGAGTTGGCCTTAGATCTGCTTCTTATTACTTGGTAGAAAATAGAAAACTCCTTGAATATAGTGTCT 
TGATACATTTTTTTACATTACAATTATGTTGTCAGATTTACAATGTGCAAGTTACCTGGGCTTTTCTCTTTTAGA 
AATCCAAGGGGGAGAGTGATGACTTCCATATGGACTTTGACTCAGCTGTGGCTCCTCGGGCAAAATCTGTACGGG 
CAAAGAAACCTATAAAGTACCTGGAAGAGTCAGATGAAGATGATCTGTTTTAAAATGTGAGGCGATTATTTTAAG 
TAATTATCTTACCAAGCCCAAGACTGGTTTTAAAGTTACCTGAAGCTCTTAACTTCCTCCCCTCTGAATTTAGTT 
TGGGGAAGGTGTTTTTAGTACAAGACATCAAAGTGAAGTAAAGCCCAAGTGTTCTTTAGCTTTTTATAATACXGT 
ATAAATAGTGACCATCTCATGGGCATTGTTTTCTTCTCTGCTTTGTCTGTGTTTTGAGTCTGCTTCTTTTGTCTT 
TAAAACCTGATTTTTAAGTTCTTCTGAACTGTAGAAATAGCTATCTGATCACTTCAGCGTAAAGCAGTGTGTTTA 
TTAACCATCCACTAAGCTAAAACTAGAGCAGTTTGATTTAAAAGTGTCACTCTTCCTCCTTTTCTACTTTCAGTA 
GATATGAGATAGAGCATAATTATCTGTTTTATCTTAGTTTTATACATAATTTACCATCAGATAGAACTTTATGGT 
TCTAGTACAGATACTCTACTACACTCAGCCTCTTATGTGCCAAGTTTTTCTTTAAGCAATGAGAAATTGCTCATG 
TTCTTCATCTTCTCAAATCATCAGAGGCCGAAGAAAAACACTTTGGCTGTGTCTATAACTTGACACAGTCAATAG 
AATGAAGAAAATTAGAGTAGTTATGTGATTATTTCAGCTCTTGACCTGTCCCCTCTGGCTGCCTCTGAGTCTGAA 
TCTCCCAAAGAGAGAAACCAATTTCTAAGAGGACTGGATTGCAGAAGACTCGGGGACAACATTTGATCCAAGATC 
TTAAATGTTATATTGATAACCATGCTCAGCAATGAGCTATTAGATTCATTTTGGGAAATCTCCATAATTTCAATT 
TGTAAACTTTGTTAAGACCTGTCTACATTGTTATATGTGTGTGACTTGAGTAATGTTATCAACGTTTTTGTAAAT 
ATTTACTATGTTTTTCTATTAGCTAAATTCCAACAATTTTGTACTTTAATAAAATGTTCTAAACATTGAAA 
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FIGURE 102 

TAGCTGGATTCCAGCCATTGCTGCAGCTGCTCCACAGCCCTTTTCAGGACCCAAACAACCGCAGCCGCTGTTCCC 
AGGMGGTGATCCGTGTATATATTGCATCTTCCTCTGGCTCTACAGCGATTAAGAAGAAACAACAAGATGTGCTT 
GGTTTCCTAGAAGCCAACAAAATAGGATTTGAAGAAAAAGATATTGCAGCCAATGAAGAGAATCGGAAGTGGATG 
AGAGAAAATGTACCTGAAAATAGTCGACCAGCCACAGGTTACCCCCTGCCACCTCAGATTTTCAATGAAAGCCAG 
TATCGCGGGGACTATGATGCCTTCTTTGAAGCCAGAGAAAATAATGCAGTGTATGCCTTCTTAGGCTTGACAGCC 
CCACCTGGTTCAAAGGAAGCAGAAGTGCAAGCAAAGCAGCAAGC ATGAA CCTTAAGCACTGTGCTTTAAGCATCC 
TGAAAAATGAGTCTCCATTGCTTTTATAAAATAGCAGAATTAGCTTTGCTTCAAAAGAAATAGGCTTAATGTTGA 
AATAATAGATTAGTTGGGTTTTCACATGCAAACATTCAAAATGAATACAAAATTAAAATTTGAACATTATGGTGA 
TTATGGTGAGGAGAATGGGATATTAACATAAAATTATATTAATAAGTAGATATCGTAGAAATAGTGTTGTTACCT 
GCCAAGCCATCCTGTATACACCAATGATTTTACAAAGAAAACACCCTTCCCTCCTTCTGCCATTACTATGGCAAC 
TTAAGTGTATCTGCAGCTCTACATTAAAAAGGAGAAAGAGAAATAACCTGTCTCTCATTCCTAAGTTGCCTCATT 
AATTXTCATGAACAAGAATATGTACCTTTTTGATGCTATATTACTGCGATTAAAAAAGTTCTTGCAGGTAATGTT 
TATGTATAGTTAAACGTTGTAATTTCTTATCGTAATTATAACATTCCCATTCTTTGTAGATGAAACTCTACATAT 
GAACCACAGATTTTCTGAGCTTCTAAATGTAGCCTTTCATTGCACATTTCAGTGATCAGAATAGATATCCTTTTA 
CACGCACAAAAGCAATAGATTCATTCAGTGGACAAGTTCCTTGTTTAACTACACAGCTATGATGGAATCATATAT 
CCAAGTTCCTTGCCTCAGTGAAATATGCATATGTATATCATGAAGTGGGATGCCAAGTAAGCTTAAAATGCATTC 
TCTAGCAAAGAGATTAGACTTTTAAATAACTCTTATAAAACAGGTTGGCGATCATTTCCCAAGATTGGTTTCCCT 
TGAGTTTTTGTTAAAACAAATCTTAGTAGTTTTGCCCGTTTAAAACAACTCACAATCGTAAATGCTACTATTCCT 
AAGATATCTTACCTTTTTATTTCAGTTTAGCCATGTATTGTATGAGTGTATTAGTCTAAGCAGTGAGAATCTTTT 
CTATGCCTCTAT TC CAGCAAAAAGT AGAAGT ATC AAAT AAAAAGGGC AAC TTT TAAAATATTAAGCCT GAAG ACT 
TCTAAAAAGACAAGAAACATGGCCTAAATAACCAACATAGATTTACATAGTAAGTTTCACACTACCTTATTACCA 
AAAGCAAACACCTCTTACTTTAAACTACATTATCATGTATATCTATTGTATGCTGGTCTTTACTTTTTGCCAAAA 
TCAACATATAATGAAGAGATGCCTTTGTTTGATGAGATTCAAACTTGATGCTATGCTTTAAAATAAACTCAGTAC 
TTT T AG AAAC AT AAAAAAlAAAAAAAAAAAAAAAAAAAA 
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FIGURE 103 

MVIRVYIASSSGSTAIKKKQQDVLGFLEANKIGFEEKDIAANEENRKWMRENVPENSRPATGYPLPPQIFNESQY 
RGDYDAFFEARENNAVYAFLGLTAPPGSKEAEVQAKQQA 



WO 2004/043361 



PCT/US2003/035268 



112/1629 

FIGURE 104 

GCCGCGCCGGCTCTGGGCACTCAGCATCGTTTCCTTTTCCTCCGCTGGAGCAGCT ATGG CGGCGGTGAAGACCCT 
GAACCCCAAGGCCGAGGTGGCCCGAGCGCAGGCGGCGCTGGCGGTCAACATCAGCGCAGCGCGGGGTCTGCAGGA 
CGTGCTAAGGACCAACCTGGGGCCCAAGGGCACCATGAAGATGCTCGTTTCTGGCGCTGGAGACATCAAACTTAC 
TAAAGACGGCAATGTGCTGCTTCACGAAATGCAAATTCAACACCCAACAGCTTCCTTAATAGCAAAGGTAGCAAC 
AGCCCAGGATGATATAACTGGTGATGGTACGACTTCTAATGTCCTAATCATTGGAGAGCTGCTGAAACAGGCGGA 
TCTCTACATTTCTGAAGGCCTTCATCCTAGAATAATCACTGAAGGATTTGAAGCTGCAAAGGAAAAGGCCCTTCA 
GTTTTTGGAAGAAGTCAAAGTAAGCAGAGAGATGGACAGGGAAACACTTATAGATGTGGCCAGAACATCTCTTCG 
TACTAAAGTTCATGCTGAACTTGCAGATGTCTTAACAGAGGCTGTAGTGGACTCCATTTTGGCCATTAAAAAGCA 
AGATGAACCTATTGATCTCTTCATGATTGAGATCATGGAGATGAAACATAAATCTGAAACTGATACAAGCTTAAT 
CAGAGGGCTTGTTTTGGACCACGGAGCACGGCATCCTGATATGAAGAAAAGGGTGGAGGATGCATACATCCTCAC 
TTGTAACGTGTCATTAGAGTATGAGAAAACAGAAGTGAATTCTGGCTTTTTTTACAAGAGTGCAGAAGAGAGAGA 
AAAACTCGTGAAAGCTGAAAGAAAATTCATTGAAGATAGGGTTAAAAAAATAATAGAACTGAAAAGGAAAGTCTG 
TGGCGATTCAGATAAAGGATTTGTTGTTATTAATCAAAAGGGAATTGACCCCTTTTCCTTAGATGCTCTTTCAAA 
AGAAGGCATAGTCGCTCTGCGCAGAGCTAAAAGGAGAAATATGGAGAGGCTGACTCTTGCTTGTGGTGGGGTAGC 
CCTGAATTCTTTTGACGACCTAAGTCCTGACTGCTTGGGACATGCAGGACTTGTATATGAGTATACATTGGGAGA 
AGAGAAGTTTACCTTTATTGAGAAATGTAACAACCCTCGTTCXGTCACATTATTGATCAAAGGACCAAATAAGCA 
CACACTCACTCAGATCAAAGATGCAGTGAGGGACGGCTTGAGGGCTGTCAAAAATGCTATTGATGATGGCTGTGT 
GGTTCCAGGTGCTGGTGCCGTGGAAGTGGCAATGGCAGAAGCCCTGATTAAACATAAGCCCAGTGTAAAGGGCAG 
GGCACAGCTTGGAGTCCAAGCATTTGCTGATGCATTGCTCATTATTCCCAAGGTTCTTGCTCAGAACTCTGGTTT 
TGACCTTCAGGAAACATTAGTTAAAATTCAAGCAGAACATTCAGAATCAGGTCAGCTTGTGGGTGTGGACCTGAA 
CACAGGTGAGCCAATGGTGGCAGCAGAAGTAGGCGTATGGGATAACTATTGTGTAAAGAAACAGCTTCTTCACTC 
CTGCACTGTGATTGCCACCAACATTCTCTTGGTTGATGAGATCATGCGAGCTGGAATGTCTTCTCTGAAAGGTTG 
AATTGAAGCTTCCTCTGTATCTGAATCTTGAAGACTGCAAAGTGATCCTGAGGATTACAGCTGTGGAATTTTTGT 
CCAAGCTTCAAATAATTTTGAAAGAAATTTTCCCATATGAAAAAAGGAGAGAACACTGGCATCTGTTGAAATTTG 
GAAGTTCTGAAATTATAGXATTTTTAAAAATTGCACTGAAGTGTATACACATAAAGCAGGTCTTTTATCCAGTGA 
ACAGGATGTTTTGCTTTAGCAGCAGTGACATAAAATTCCATGTTAGATAAGCATATGTTACTTACCTTGTTATTA 
AATATTTCTTGAAAAGCAAATTTTAATGGTTAATTTTATGTGGACGTATGTTAAATTATCCAAACTACCCTATTG 
TTAAGCATTTGGTTTTAAAATTTTTATGCTAATATAAATGCTCAAGTAATTTAAAATATTGAAAGCATCCCTGTT 
GGTATAAATTTCTGAGTAAATGCATTGGATCAGTTGGACTTTGAACGCCCTTTGAAATGGCTTTGCTAAAATGCT 
CCCGCCACAAAGTTGTAGGAAATGGGAAGAGGAGTCAACTAGAGGCAAGGGAGTTGAGAGAGCTGCAACTGTAAA 
GGGCAAGAACAGGCAGAGGTAAAAAGATGATGGAAGGTGTGGTGACTAAGGGCCACGGTTATTGGGTGAAATTTG 
AGATGTAGGCCAACTGTATTTTCAAGCTTCTGAACTTAAGGCAAAATATTCATCGCAAAGTCTCTAGCGTCATAT 
TTTTCTCACCCAAATTACGTTTCCACGAGTTATTATATATAGTTGGTCTATCTCTGCAGTCCTTGAAGGTGAAGT 
TGTGTGTTACTAGGCTGTGTTTTGGGATGTCAGCAGTGGCCTGAAGTGAGTTGTGCAATAAATGTTAAGTTGAAA 
CCTCAAAAAAAA 
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FIGURE 105 

MAAVKTLNPKAEVARAQAALAVNISAAR^ 

LI AKVATAQDD I TGDGTTSNVL I IGELLKQADLY I SEGLHPRI I TEGFE AAKEKALQFLEE VKVSREMDRETL I D 
VARTSLRTKVHAELADVLTEAVVDSILAIKKQDEPIDLFMIEIMEMKHKSETDTSLIRGLVLDHGARHPDMKKRV 
EDAYILTCNVSLEYEKTEWSGFFYKSAEEREKLVKAERKFIEDRVKKIIELKRKVCGDSDKGFVVINQKGIDPF 
SLDALSKEGIVALRRAKRRNMERLTLACGGVALNSFDDLSPDCLGHAGLVYEYTLGEEKFTFIEKCNNPRSVTLL 
I KGPNKHTLTQ I KD AVRDGLRAVKNAI DDGCWP GAGAVEVAMAE AL I KHKP S VKGRAQLGVQAFAD ALL 1 1 PKV 
LAQNSGFDLQETLVKIQAEHSESGQLVGVDLNTGEPMVAAEVGVWDNYCVKKQLLHSCTVIATNILLVDEIMRAG 
MSSLKG 
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FIGURE 106A 

GGCACGAGCGGCGGAGGCAGTGTCTCCCGGTCGCGCGTGGAGGTCGGTCGCTCAGAGCTGCTGGGCGCAGTTTCT 
CCGCCTGCTGCTTCGGCGCGGCTGTATCGGCGAGCGAGCGAGTTCCCGCGAGTTCTCGGTGGCGCTCCCCCTTCC 
TTTCAGTCTCCACGGACTGGCCCCTCGTCCTTCTACTTGACCGCTCCCGTCTTCCGCCGCCTTCTGGCGCTTTCC 
GTTGGGCCGATTCCCGCCCGCTTCCTCCTGCTTCCCATCGAAGCTCTAGAAATGAATGTTTCCATCTCTTCAGAG 
ATGAACCAGATTATGATGCATCATTATCACAGAAGAAATTCGTGTCTATAGCTTTTAAGGACTTGATTACATCAT 
TTTCAAGCCTGATAGTTTTGGAATCACCATTAGAGCTTAAGACACACCTGCCTTCATTTCAACCACCTGTCTTCA 
TACCCTGACGAAGTGCACCTTTTAACACTCCTTTGTCCTTGGATTACTTAAGAGTTCCCAGAAATACATTTGCCA 
CCAACAGAGTAGCCAAATTTATAAGGAAAAATGATTCCCAATGGATATTTGATGTTTGAGGATGAAAATTTTATT 
GAGTCTTCTGTTGCCAAATTAAATGCCCTGAGGAAAAGTGGCCAGTTCTGTGATGTTCGACTTCAGGTCTGTGGC 
CATGAAATGTTAGCACACAGAGCAGTGCTAGCTTGCTGCAGTCCCTATTTATTTGAAATCTTTAATAGTGATAGT 
GATCCTCATGGAATTTCTCACGTTAAATTTGATGATCTCAATCCAGAAGCTGTTGAAGTCTTGTTGAATTATGCC 
TACACTGCTCAGTTGAAAGCAGATAAGGAATTGGTAAAAGATGTTTATTCTGCAGCAAAAAAGCTGAAGATGGAT 
CGAGTAAAGCAGGTTTGTGGTGATTATTTACTGTCTAGAATGGATGTTACCAGCTGCATCTCTTACCGAAATTTT 
GCAAGTTGTATGGGAGACTCCCGTTTGTTGAATAAGGTTGATGCTTATATTCAGGAGCATTTGTTACAAATTTCT 
GAAGAGGAGGAGTTTCTTAAGCTTCCAAGGCTAAAGTTGGAGGTAATGCTTGAAGATAATGTTTGCTTGCCCAGC 
AATGGCAAATTATATACAAAGGTAATCAACTGGGTGCAGCGTAGCATCTGGGAGAATGGAGACAGTCTGGAAGAG 
CTGATGGAAGAGGTTCAAACCTTGTACTACTCAGCTGATCACAAGCTGCTTGATGGGAACCTACTAGATGGACAG 
GCTGAGGTGTTTGGCAGTGATGATGACCACATTCAGTTTGTGCAGAAAAAGCCACCACGTGAGAATGGCCATAAG 
CAGATAAGTAGCAGTTCAACTGGATGTCTCTCTTCTCCAAATGCTACAGTACAAAGCCCTAAGCATGAGTGGAAA 
ATCGTTGCTTCAGAAAAGACTTCAAATAACACTTACTTGTGCCTGGCTGTGCTGGATGGTATATTCTGTGTCATT 
TTTCTTCATGGGAGAAACAGCCCACAGAGCTCACCAACAAGTACTCCAAAACTAAGTAAGAGTTTAAGCTTTGAG 
ATGCAACAAGATGAGCTAATCGAAAAGCCCATGTCTCCTATGCAGTACGCACGATCTGGTCTGGGAACAGCAGAG 
ATGAATGGCAAACTCATAGCTGCAGGTGGCTATAACAGAGAGGAATGTCTTCGAACAGTCGAATGCTATAATCCA 
CATACAGATCACTGGTCCTTTCTTGCTCCCATGAGAACACCAAGAGCCCGATTTCAAATGGCTGTACTCATGGGC 
CAGCTCTATGTGGTAGGTGGATCAAATGGCCACTCAGATGACCTGAGTTGTGGAGAGATGTATGATTCAAACATA 
GATGACTGGATTCCTGTTCCAGAATTGAGAACTAACCGTTGTAATGCAGGAGTGTGTGCTCTGAATGGAAAGTTA 
TACATCGTTGGTGGCTCTGATCCATATGGTCAAAAAGGACTGAAAAATTGTGATGTATTTGATCCTGTAACAAAG 
TTGTGGACAAGCTGTGCCCCTCTT7VACATTCGGAGACACCAGTCTGCAGTCTGTGAGCTTGGTGGTTATTTGTAC 
ATAATCGGAGGTGCAGAATCTTGGAATTGTCTGAACACAGTAGAACGATACAATCCTGAAAATAATACCTGGACT 
TTAATTGCACCCATGAATGTGGCTAGGCGAGGAGCTGGAGTGGCTGTTCTTAATGGAAAACTGTTTGTATGTGGT 
GGCTTTGATGGTTCTCATGCCATCAGTTGTGTGGAAATGTATGATCCAACTAGAAATGAATGGAAGATGATGGGA 
AATATGACTTCACCAAGGAGCAATGCTGGGATTGCAACTGTAGGGAACACCATTTATGCAGTGGGAGGATTCGAT 
GGCAATGAATTTCTGAATACGGTGGAAGTCTATAACCTTGAGTCAAATGAATGGAGCCCCTATACAAAGATTTTC 
CAGTTTTAACAAATTTAAGACCCTCTCAAACTAACAGGCTTAGTGATGTAATTATGGTTAGCAGAGGTACACTTG 
TGAATAAAGAGGGTGGGTGGGTATAGATGTTGCTAACAGCAACACAAAGCTTTTGCATATTGCATACTATTAAAC 
ATGCTGTACATACTTTTTGGGTTTATTTGGAAAGGAATGCAAAGATGAAGGTCTGTTTTGTGTACTTTTAAGACT 
TTGGTTATTTTACTTTTTGGAAAAGAATAAACCAAGAATTGATTGGGCACATCATTTCAAGAAGTCCCCTCTCCT 
CCACATTTGTTTTGCCAATTTGCACATTAAATGACTCTTCCCTCAAATGTGTACTATGGGGTAAAAGGGGTAGGG 
TTTAAAGATGTAGACAGTTGGGTTTTTXAAGGGCCCTTTTTCAATAACTGGAACACTCTATAACAAAGGATACTT 
ATTTAAATAGATGACATTGACTATTTTTGTTTTTATTAAAAGGAAGCTTACATGCCTACCAATATTTAATCTTTT 
ATGATTGCCTTTTTATAACTTTTTATATTCTCAGCAGAGTGCTTTACCAATTGAAGTAAAATGTGGCAGGCTGGA 
GTTATTGAAGCAGAGTGGCAGTCTTCAGTTTGCAGAGTAGGGGTCTGTCTTTTAAACTCTGAGTGCAAACTTCAG 
AGTTCTTGCCTTGGCTGCAGTTTTTTTCCTTCAAGAATGCAGTACTAACATTTATTTGAGTGGAGTTACTGAACA 
GTAACATAGCTGTGATTTTTGGTATTTGAAACACTGGTTTTAAATATTTTGACTTGTTGAGGGTATGTTTTATAT 
AGCAAGACATTATATAGCAGTAAAAAATGGTGTTTTATCTTCTATATAATTCCTGTTTTTATTATTAACAAAACA 
GTCCTAAATAGCAGCCCTCAATTGTGAAAAAATTTACTTTAAACTACATTAGGTTGTGAATGCAGGTTTTATCAG 
AACTATGTTTTTGTTCAGTTTATCTGTTCATATGGATAAATATTGGXTGGGATGACTTGGTGTCTAATGTGTAGT 
GCTACACACCTAACTTATGGGGCCAAAATAGCATGTCCXAATGCTTGCTGCTGATTTAAACACATTAAAGGTACT 
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FIGURE 106B 

TTGCAGGAAATCCTTGCACCATGGGATTAATATCCAATTGCTGCTTGTACACTCATTCATTACTAAAAGTTTXGA 
GAAATTTTTTTTTCCAGTAATGAGCTTAAGAAATTTGTGGAAAATAACXCACCTGGCATCTTACATCTGAAATAA 
GGAATGATATAAGGTTTTTTTTTCTCACAGAAGATGAAGCACACAGGAACCTAATGGGCCAACTGGGATGAGGTG 
ACTATTCTGAGATGACTATTCAGTGGCTAACTTGGGTrAGGAAGAAAATAATTAGGTATTTTCTCCAAATGTTCA 
CTGGTACTCTGCCACTTTATTTCTCTCATCTGTTACACAAAGAACCACCAGGAAAGCAAATCAGTTTGGTTGGTA 
ACTCTGTAATTCCTAACTATCACTGGTTTGGTTCTGGACTAAAACTACATTGACAGATTGAATTTGCCTAATATG 
ATGACTGTTTTTAATATGGATCTGTATGTGTTCTATTCAGCCCAAGGAAATAAAATTTTAGTTGAGGATTCAAAA 
AAAAAAAAAAAA 
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FIGURE 107 

MIPNGYLMFEDENFIESSVAKLNALRKSGQFCDVRLQVCGHEMLAHRAVLACCSPYLFEIFNSDSDPHGISHVKF 
DDLNPEAVEVLLNYAYTAQLKADKELVKDVYSA^ 

NKVDAYIQEHLLQISEEEEFLKLPRLKLEVMLEDlWCLPSNGKLYTKVINWVQRSIli^NGDSIiEELMEEVQTLYY 
SADHKLLDGNLLDGQAEVFGSDDDHIQFVQKKPPRENGHKQISSSSTGCLSSPNATVQSPKHEWKIVASEKTSNN 
TYLCLAVLDGIFCVIFLHGRNSPQSSPTSTPKLSKSLSFEMQQDELIEKPMSPMQYARSGLGTAEMNGKLIAAGG 
YNREECLRTVECYNPHTDHWSFLAPMRTPRARFQMAVLMGQLYWGGSNGHSDDLSCGEMYDSNIDDWIPVPELR 
TNRCNAGVCALNGKLYIVGGSDPYGQKGLKNCDVFDPVTKLWTSCAPLNIRRHQSAVCELGGYLYIIGGAESWNC 
LNTVERYNPENNTWTLIAPM1WARRGAGVAVLNGKLFVCGGFDGSHAISCVEMYDPTRNEWKMMGNMTSPRSNAG 
IATVGNTIYAVGGFDGNEFLNTVEVYNLESNEWSPYTKIFQF 
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FIGURE 108A 

CGAGACGGAAGCGGGCXGGGAGGCGXCGGCGGCGGCAGCGCACGXGGXGACGTGCGAGGGGGXGCGGCGCGAGCG 
GTCGGCGGCGGCGGAGGCAGTGTCTCCCGGTCGCGCGTGGAGGTCGGTCGCTCAGAGCTGCTGGGCGCAGTTTCT 
CCGCCTGCTGCTTCGGCGCGGCTGTATCGGCGAGCGAGCGAGTTCCCGCGAGTTCTCGGTGGCGCTCCCCCTTCC 
TTTCAGTCTCCACGGACTGGCCCCTCGTCCTTCTACTTGACCGCTCCCGTCTTCCGCCGCCTTCTGGCGCTTTCC 
GTTGGGCCGATTCCCGCCCGCTTCCTCCTGCTTCCCATCGAAGCTCTAGAAATGAATGTTTCCATCTCTTCAGAG 
ATG7VACCAGATTATGATGCATCATTATCACAGAAGAAATTCGTGTCTATAGCTTTTAAGGACTTGATTACATCAT 
TTTCAAGCCTGATAGTTTTGGAATCACCATTAGAGCTTAAGACACACCTGCCTTCATTTCAACCACCTGTCTTCA 
TACCCTGACGAAGTGCACCTTTTAACACTCCTTTGTCCTTGGATTACTTAAGAGTTCCCAGAAATACATTTGCCA 
CCAACAGAGTAGCCAAATTTATAAGGAAAAATfflVTTCCCAATGGATATTTGATGTTTGAGGATGAAAATTTTATT 
GAGTCTTCTGTTGCCAAATTAAATGCCCTGAGGAAAAGTGGCCAGTTCTGTGATGTTCGACTTCAGGTCTGTGGC 
CATGAAATGTTAGCACACAGAGCAGTGCTAGCTTGCTGCAGTCCCTATTTATTTGAAATCTTTAATAGTGATAGT 
GATCCTCATGGAATTTCTCACGTTAAATTTGATGATCTCAATCCAGAAGCTGTTGAAGTCTTGTTGAATTATGCC 
TACACTGCTCAGTTGAAAGCAGATAAGGAATTGGTAAAAGATGTTTATTCTGCAGCAAAAAAGCTGAAGATGGAT 
CGAGTAAAGCAGGTTTGTGGTGATTATTTACTGTCTAGAATGGATGTTACCAGCTGCATCTCTTACCGAAATTTT 
GCAAGTTGTATGGGAGACTCCCGTTTGTTGAATAAGGTTGATGCTTATATTCAGGAGCATTTGTTACAAATTTCT 
GAAGAGGAGGAGTTTCTTAAGCTTCCAAGGCTAAAGTTGGAGGTAATGCTTGAAGATAATGTTTGCTTGCCCAGC 
AATGGCAAATTATATACAAAGGTAATCAACTGGGTGCAGCGTAGCATCTGGGAGAATGGAGACAGTCTGGAAGAG 
CTGATGGAAGAGGTTCAAACCTTGTACTACTCAGCTGATCACAAGCTGCTTGATGGGAACCTACTAGATGGACAG 
GCTGAGGTGTTTGGCAGTGATGATGACCACATTCAGTTTGTGCAGAAAAAGCCACCACGTGAGAATGGCCATAAG 
CAGATAAGTAGCAGTTCAACTGGATGTCTCTCTTCXCCAAATGCTACAGTACAAAGCCCTAAGCATGAGTGGAAA 
ATCGTTGCTTCAGAAAAGACTTCAAATAACACTTACTTGTGCCTGGCTGTGCTGGATGGTATATTCTGTGTCATT 
TTTCTTCATGGGAGAAACAGCCCACAGAGCTCACCAACAAGTACTCCAAAACTAAGTAAGAGTTTAAGCTTTGAG 
ATGCAACAAGATGAGCTAATCGAAAAGCCCATGTCTCCTATGCAGTACGCACGATCTGGTCTGGGAACAGCAGAG 
ATGAATGGCAAACTCATAGCXGCAGGTGGCTATAACAGAGAGGAATGTCTTCGAACAGTCGAATGCTATAATCCA 
CATACAGATCACTGGTCCTTTCTTGCTCCCATGAGAACACCAAGAGCCCGATTTCAAATGGCTGTACTCATGGGC 
CAGCTCTATGTGGTAGGTGGATCAAATGGCCACTCAGATGACCTGAGTTGTGGAGAGATGTATGATTCAAACATA 
GATGACTGGATTCCTGTTCCAGAATTGAGAACTAACCGTXGTAATGCAGGAGTGTGTGCTCTGAATGGAAAGTTA 
TACATCGTTGGTGGCTCTGATCCATATGGTCAAAAAGGACTGAAAAATTGTGATGTATTTGATCCTGTAACAAAG 
TTGTGGACAAGCTGTGCCCCTCTTAACATTCGGAGACACCAGTCTGCAGTCTGTGAGCTTGGTGGTTATTTGTAC 
ATAATCGGAGGTGCAGAATCTTGGAATTGTCTGAACACAGTAGAACGATACAATCCTGAAAATAATACCTGGACT 
TTAATTGCACCCATGAATGTGGCTAGGCGAGGAGCTGGAGTGGCTGTTCTTAATGGAAAACTGTTTGTATGTGGT 
GGCTTTGATGGTTCTCATGCCATCAGTTGTGTGGAAATGTATGATCCAACTAGAAATGAATGGAAGATGATGGGA 
AATATGACTTCACCAAGGAGCAATGCTGGGATTGCAACTGTAGGGAACACCATTTATGCAGTGGGAGGATTCGAT 
GGCAATGAATTTCTGAATACGGTGGAAGTCTATAACCTTGAGTCAAATGAATGGAGCCCCTATACAAAGATTTTC 
CAGTTTTAACAAATTTAAGACCCTCTCAAACTAACAGGCTTAGTGATGTAATTATGGTTAGTAGAGGTACACTTG 
TGAATAAAGAGGGTGGGTGGGTATAGATGTTGCTAACAGCAACACAAAGCTTTTGCATATTGCATACTATTAAAC 
ATGCTGTACATACTTTTTGGGTTTATTTGGAAAGGAATGCAAAGATGAAGGTCTGTTTTGTGTACTTTTAAGACT 
TTGGTTATXTTACTTTTTGGAAAAGAATAAACCAAGAATTGATTGGGCACATCATTTCAAGAAGTCCCCTCTCCT 
CCACATTTGTTTTGCCAATTTGCACATTAAATGACTCTTCCCTC2VAATGTGTACTATGGGGTAAAAGGGGTAGGG 
TTTAAAGATGTAGACAGTTGGGTTTTTTAAGGGCCCTTTTTCAATAACXGGAACACTCTATAACAAAGGATACTT 
AXXXAAAXAGAXGACAXXGACXAXXXXXGXXXXXAXXAAAAGGAAGCXXACAXGCCXACCAAXAXXXAAXCXXXX 
AXGAXXGCCXXXXXAXAACXXXTXAXAXXCXCAGCAGAGXGCXXTACCAAXXGAAGXAAAAXGXGGCAGGCXGGA 
GXXAXXGAAGCAGAGXGGCAGXCXTCAGXXXGCAGAGXAGGGGXCXGXCXXXXAAACXCXGAGXGCAAACXXCAG 
AGXXCXXGCCXXGGCXGCAGXXXXXXXCCXXCAAGAAXGCAGXACXAACATTXAXTXGAGXGGAGXTACTGAACA 
GXAACAXAGCXGTGAXXXXXGGXAXXXGAAACACTGGXXXXAAAXAXXXXGACXXGXXGAGGGXAXGXXXXAXAX 
AGCAAGACAXXAXAXAGCAGXAAAAAAXGGXGXXXXAXCXXCXAXAXAAXXCCXGXXXXXAXXAXXAACAAAACA 
GXCCXAAAXAGCAGCCCXCAAXXGTGAAAAAAXXXACXXXAAACXACAXXAGGXXGXGAAXGCAGGXXXXAXCAG 
AACXAXGXXXXXGXXCAGXXXAXCXGXXCAXAXGGAXAAAXATXGGXXGGGAXGACXXGGXGXCXAAXGXGTAGX 
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GCTACACACCTAACTTATGGGGCCAAAATAGCATGTCCTAATGCTTGCTGCTGATTTAAACACATTAAAGGTACT 
TTGCAGG 
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FIGURE 109 

MIPNGYLMFEDENFIESSVAKLNALRKSGQFCDVRLQVCGHEMLAHRAVLACCSPYLFEIFNSDSDPHGISHVKF 
DDLNPEAVEVLLNYAYTAQLKADKELVKDVYSAAKKLKMDRVKQVCGDYLLSRMDVTSCISYRNFASCMGDSRLL 
NKVDAYIQEHLLQISEEEEFLKLPRLKLEVMLEDNVCLPSNGKLYTKVINWVQRSIWENGDSLEELMEEVQTLYY 
SADHKLLDGNLLDGQAEVFGSDDDHIQFVQKKPPRENGHKQISSSSTGCLSSPNATVQSPKHEWKIVASEKTSNN 
TYLCLAVLDGIFCVIFLHGRNSPQSSPTSTPKLSKSLSFEMQQDELIEKPMSPMQYARSGLGTAEMNGKLIAAGG 
YNREECLRTVECYNPHTDHWSFLAPMRTPRARFQMAVLMGQLYVVGGSNGHSDDLSCGEMYDSNIDDWIPVPELR 
TNRCNAGVCALNGKLYIVGGSDPYGQKGLKNCDVFDPVTKLWTSCAPLNIRRHQSAVCELGGYLYIIGGAESWNC 
LNXVERYNPENNTWTLIAPM1WARRGAGVAVLNGKLFVCGGFDGSHAISCVEMYDPTRNEWKMMGNMTSPRSNAG 
IATVGNTIYAVGGFDGNEFLNTVEVYNLESNEWSPYTKIFQF 
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FIGURE 110 

GAGTTCCAGCAGTCCGCGAGCTGCCGTCGGCTCCGCGGGGGGGGCGGGCCGGGCACCCCGGGGCGCGGAGGAGCG 

CTCCTCGCTTCTCTCCTTCCCCCCTGCCGCACTCCGCCGGACCCTCCCGCCGGCCCGCGCCGCTGCACTCGCCCT 

CTCCTCTCGCCCCCCGGCAAACTTTCGGCCCCTCCCCGCCCCTCGCCCGTTATTCGTCGTGGCTCAAGCCCGGCC 

ACGCCGCCCCAAGGGCTCCTCCCGACCTCCCGGCCTGCCGCTCCGGCCACTGCGGGATCCAGAAACATGTCGACC 

ACACTTCTGTCCGCCTTCTACGATGTCGACTTCTTGTGCAAGACAGAGAAATCCCTGGCCAACCTCAACCTGAAC 

AACATGCTGGACAAGAAGGCGGTGGGGACGCCTGTGGCCGCCGCCCCCAGCTCGGGCTTCGCGCCGGGATTCCTC 

CGACGGCACTCGGCCAGCAACCTGCATGCACTCGCCCACCCCGCGCCCAGCCCCGGCAGCTGCTCGCCCAAGTTC 

CCGGGCGCCGCTAACGGCAGCAGCTGCGGCAGCGCGGCGGCCGGCGGTCCGACCTCCTACGGCACCCTTAAGGAG 

CCGTCGGGGGGCGGCGGCACAGCCCTGCTCAACAAGGAGAACAAATTCCGGGACCGCTCGTTTAGCGAGAACGGC 

GArCGCAGCCAGCACCTCCTGCACCTGCAGCAGCAGCAGAAGGGGGGCGGCGGCTCCCAGATCAACTCCACGCGC 

TACAAGACCGAGCTGTGCCGGCCCTTCGAGGAGAGCGGCACGTGCAAGTACGGCGAAAAGTGCCAGTTCGCGCAT 

GGCTTCCACGAGCTGCGCAGCCTGACTCGCCATCCGAAGTACAAGACCGAGCTGTGCCGCACCTTTCATACCATC 

GGCTTCTGCCCCTATGGGCCGCGCTGCCACTTCATCCACAACGCGGACGAGCGGCGGCCCGCGCCGTCGGGGGGC 

GCCTCCGGGGACCTGCGTGCCTTTGGCACGCGCGATGCGTTGCACCTGGGCTTCCCGCGGGAGCCGCGGCCCAAG 

TTGCACCACAGCCTCAGCTTCTCGGGCTTCCCGTCGGGCCACCATCAGCCCCCGGGCGGCCTCGAGTCGCCGCTG 

CTGCTCGACAGCCCCACGTCGCGCACGCCGCCGCCGCCCTCCTGCTCTTCGGCCTCGTCCTGCTCCTCCTCCGCC 

TCCTCCTGTTCCTCGGCCTCCGCGGCCTCCACGCCCTCGGGC.GCCCCGACATGCTGCGCCTCCGCGGCGGCCGCG 

GCTGCGGCCGCTCTGCTGTACGGCACCGGGGGCGCCGAGGACCTGCTGGCGCCGGGGGCCCCGTGCGCGGCCTGC 

TCGTCGGCCTCGTGCGCCAACAACGCCTTCGCCTTCGGTCCGGAGCTCAGCAGCCTCATCACGCCGCTCGCCATC 

CAGACCCACAACTTTGCCGCCGTGGCCGCCGCCGCCTACTACCGCAGTCAGCAGCAGCAGCAGCAGCAGGGCCTG 

GCGCCCCCCGCGCAGCCGCCGGCGCCGCCCAGCGCGACCCTCCCCGCCGGGGCCGCCGCACCTCCCTCGCCGCCC 

TTCAGCTTCCAGCTGCCGCGCCGCCXGTCCGACTCGCCCGTGTTCGACGCGCCCCCCAGCCCCCCGGACTCGCTG 

TCGGACCGCGACAGCTACCTAAGCGGCTCCCTGAGCTCCGGCAGCCTCAGCGGCTCTGAGTCTCCCAGCCTCGAC 

CCTGGCCGCCGCCTGCCAAXCTTCAGCCGCCTCTCCATCTCCGACGACTGAjSGCAAGAGGGCGCCAGTGAGGAGG 

AAGGGAAGGCGGTTCAGAGATGTTGGAGGACACCCCTCGCCATCTCGCCCTTGCTGGGGGCACGGGAGTGGGGGG 

GGTGACATGGGCCCTAGGCAGACTGCAAGCCCGACCGAGCACTTGGACTCGAACTCTGTGCCGGGAGGGGCCCCC 

ACCCCTCCTTTTTCGGTTTCCTCTTGTCTTTTTTTTTTTATTTTTATTACGAAGTTTCATTCTTTTTGAGCAAAA 

AAGTCGAACTTTTTCTGTTGAACAAAATATTCACAACAGGGCAGTTGTGATACGAATAGAACAAAAAAAAAAAAA 

AAACACTTAAACTTTGTTAGGACTCCGATGAGTTTGGGACTTCAGGAAAAATCAACCCAGCACCAGCAGCTACCA 

ACCACCATTCCATCTCTTCACTTGAACAGCATTAGTTAAGTCCAGATGTGGGAACCCTTCTCTTGGAAGAAGTTC 

CTAATTGTGTCTCAGACCGGTGTAAACAAACCAGCCAGCCGCCACCTTGCTAAACCTATAAGCTTTTTAAAATCC 

AATATATTCTGCCAAGAATATGCCTTGATAGTTAGCCCTCAGCCCATAGGTGTTTTTTGTTTTTTAACAGAATTA 

TATATGTCTGGGGGTGAAAAAACCCTTGCATTCCAAAGGTCCATACTGGTTACTTGGTTTCATTGCCACCACTTA 

GTGGATGTTCAGTTTAGAACCATTTTGTCTGCTCCCTCTGGAAGCCTTGCGCA 
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FIGURE 111 

MSTTLLSAFYDVDFLCKTEKSLANLNLNNMLDKKAVGTPVAAAPSSGFAPGFLRRHSASNLHALAHPAPSPGSCS 
PKFPGAANGSSCGSAAAGGPTSYGTLKEPSGGGGTALLNKENKFRDRSFSENGDRSQHLLHLQQQQKGGGGSQIN 
STRYKTELCRPFEESGTCKYGEKCQFAHGFHELRSLTRHPKYKTELCRTFHTIGFCPYGPRCHFIHNADERRPAP 
SGGASGDLRAFGTRDALHLGFPREPRPKLHHSLSFSGFPSGHHQPPGGLESPLLLDSPTSRTPPPPSCSSASSCS 
SSASSCSSASAASTPSGAPTCCASAAAAAAAALLYGTGGAEDLLAPGAPCAACSSASCANNAFAFGPELSSLITP 
LAIQTHNFAAVAAAAYYRSQQQQQQQGLAPPAQPPAPPSATLPAGAAAPPSPPFSFQLPRRLSDSPVFDAPPSPP 
DSLSDRDSYLSGSLSSGSLSGSESPSLDPGRRLPIFSRLSISDD 
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FIGURE 112A 

CAGATTTACGAGGTTCTGTTCTAGTGCCAAAGGCTCTTGGTAGTAAATAGTGAGCAAAATAGATACCTGTCTCCT 

GATGGATCTTGCCAGCCCCNTCCNTATTTTTTNTTAAGTTATTTATTAAAACCACACACACCTTGCAAAGAAAAA 

GGGAAACTGGCAGTCTCTGTAGAGGAAGCCGGTGGCATCGCTCAGAGCCACAAACTGTATTTCTAAACAGCCCTX 

TCCCTGGTTCCCTCTCTCCTGCCCCACTTTTTTXAAAATCCAGACTGTAAAAAACACATCTACTGACACTCACTT 

TACTTTAAAAAAAGAAGAGAAAAAGTAAAGCGTTACAAGACTTTCCTCCTGGAAACTAIAAACTGAAAAAAAAAT 

CCAXAAAAGATTAAATCCTGGCGGGTTGTGGGGTGGCGGGGGCCGGCGGGGAGGGGGCGCGGAGTGGAGATTGGC 

TCTCTGAGGTGGTCAGGGGCCCTGTGACAGCTTGGGACTTTCAGCACCTGGTTTGGGGTCATTTATCTGCTCAAC 

TGTCAGGACCCCCCACCCCCAAACCCCAGCCACCAACACAACCATCGTAGAAGGGAACACAACACAGAGGGTCTT 

TTTTCATTTTTTTAAAAAATCGGTTTGGTTGTGTTTTTGTXTTCCATGGGGGAGCTTTAAAACTCATTATTGCAA 

CACXAGTTCCATTTTTCGCCAGGGTTCCAATAACACGGCATCATAAAGGCAACGCAACCCACAGTTCTCAAGACA 

TTTACCACGGTCACTACATCCGGCAGCGGGGTGGCCCCTAGCTCCTGCTGCCCCCCCGCCCTTTCTCCCCGCCCG 

CCCCCGGAGCTCAGCCGATTTCTGAGGCTCCAACTCTACCCACTCCCTCCCCGGGCCGCCGCCGCCGCGCCTTCC 

CCCATTCTTACTCCCTCGAGGAGAGCCACAGGTTGCAAATCCAACCAACCTCGCAATCTATTTTTGCAAAATCAC 

TCACAAAGATCTCCCTTTCGCGCCCGCGCCCGCTCCTCCCGCGCCGGGTCCCCTCAGCCACGGCCACAAAGTGCC 

CTTCTCTCCTCCTGAGTCTTGCACATAAGGAACGCGGGCTGGGGCTCTGTTCGTCTTTCTCCTCGCCCAAGGTAA 

GGACCTCGGGAATCTGAAGCCTGGCGTCCACTACGCTCAGGCCCGCAGTXCCCTTTTTACAGAGCTTGCACCATG 

GGAAAAAATAAAATAAAATTTAGGAAAGGGAGGCAACAGCCATTGGGAGCCAACACAGAGTCACGCAGCGCCCAA 

AATACAAACACCGCAGCGGCCAGAAATCCCGCCACCTTTCTCGTTCTCCCAGGCTGTCCTGTCGAGGTTCCCTGA 

GTCCCCCCGCACACTGAAAGGCATCGCAGGTGCAGTGCGCACCCCTTTCCCACCCACCCCAAGAAGCCCTGTCCC 

GCCATCAGTCTCTCTCCrCGGGATGAGCAGGGAGAGCGCGCGGAGGTTCCCGACTCCCTCGACTACAACCAAGAA 

AGAATAATTTTCAAAGTGTTCAACATCCCCGCCCCCAAGCTCCCCAAAACACAGGGGCAGGGAACACCAAAACAC 

TCGGCTCTCGTTAGGAAGArCACGGCTCTGAAAGGAAAXAGTAGACACGATACTTCATCTCATCTGGATTTATGA 

CCAAAAAAACAAAAACAAAAACCCAAAGAGTTCGCTTGCATTTTTTCCTTCCAAATCTCGGTTCGGCTCGAAGGC 

AGGGAATCTAAAAGACCGAGGCCGATGGAAGAGAGCCAGCGGGGCGAGCGAGCGGGCAGCCTCCCTTTTTGCCTC 

CCGGAGTCACCCGTTATTCGTCGTGGCTCAAGCCCGGCCACGCCGCCCCAAGGGCTCCTCCCGACCTCCCGGCCT 

GCCGCTCCGGCCACTGCGGGATCCAGAAACATGTCGACCACACTTCTGTCCGCCXTCTACGATGTCGACTTCTTG 

TGCAAGACAGAGAAATCCCTGGCCAACCTCAACCTGAACAACATGCTGGACAAGAAGGCGGTGGGGACGCCTGTG 

GCCGCCGCCCCCAGCTCGGGCTTCGCGCCGGGATTCCTCCGACGGCACTCGGCCAGCAACCTGCATGCACTCGCC 

CACCCCGCGCCCAGCCCCGGCAGCTGCTCGCCCAAGTTCCCGGGCGCCGCTAACGGCAGCAGCTGCGGCAGCGCG 

GCGGCCGGCGGTCCGACCTCCTACGGCACCCTTAAGGAGCCGTCGGGGGGCGGCGGCACAGCCCTGCTCAACAAG 

GAGAACAAATTCCGGGACCGCTCGTTTAGCGAGAACGGCGATCGCAGCCAGCACCTCCTGCACCTGCAGCAGCAG 

CAGAAGGGGGGCGGCGGCTCCCAGATCAACTCCACGCGCTACAAGACCGAGCTGTGCCGGCCCTTCGAGGAGAGC 

GGCACGTGCAAGTACGGCGAAAAGTGCCAGTTCGCGCATGGCTTCCACGAGCTGCGCAGCCTGACTCGCCATCCG 

AAGTACAAGACCGAGCTGTGCCGCACCTTTCATACCATCGGCTTCTGCCCCTATGGGCCGCGCTGCCACTTCATC 

CACAACGCGGACGAGCGGCGGCCCGCGCCGTCGGGGGGCGCCTCCGGGGACCTGCGTGCCTTTGGCACGCGCGAT 

GCGTTGCACCTGGGCTTCCCGCGGGAGCCGCGGCCCAAGTTGCACCACAGCCTCAGCTTCTCGGGCTTCCCGTCG 

GGCCACCATCAGCCCCCGGGCGGCCTCGAGTCGCCGCTGCTGCTCGACAGCCCCACGTCGCGCACGCCGCCGCCG 

CCCTCCTGCTCTTCGGCCTCGTCCTGCTCCTCCTCCGCCXCCTCCTGXTCCTCGGCCTCCGCGGCCTCCACGCCC 

TCGGGCGCCCCGACAXGCTGCGCCTCCGCGGCGGCCGCGGCTGCGGCCGCTCTGCTGTACGGCACCGGGGGCGCC 

GAGGACCTGCTGGCGCCGGGGGCCCCGTGCGCGGCCTGCTCGTCGGCCTCGTGCGCCAACAACGCCTTCGCCTTC 

GGTCCGGAGCTCAGCAGCCTCATCACGCCGCTCGCCATCCAGACCCACAACTTTGCCGCCGTGGCCGCCGCCGCC 

rACTACCGCAGTCAGCAGCAGCAGCAGCAGCAGGGCCTGGCGCCCCCCGCGCAGCCGCCGGCGCCGCCCAGCGCG 

ACCCTCCCCGCCGGGGCCGCCGCACCTCCCTCGCCGCCCTTCAGCTTCCAGCTGCCGCGCCGCCTGTCCGACTCG 

CCCGTGTTCGACGCGCCCCCCAGCCCCCCGGACTCGCTGTCGGACCGCGACAGCTACCTAAGCGGCTCCCTGAGC 

TCCGGCAGCCTCAGCGGCTCTGAGTCTCCCAGCCTCGACCCTGGCCGCCGCCTGCCAATCTTCAGCCGCCXCTCC 

ATCTCCGACGACTGAGGCAAGAGGGCGCCAGTGAGGAGGAAGGGAAGGCGGTTCAGAGATGTTGGAGGACACCCC 

TCGCCATCTCGCCCTTGCTGGGGGCACGGGAGTGGGGGGGGTGACATGGGCCCTAGGCAGACTGCAAGCCCGACC 

GAGCACTTGGACTCGAACTCTGTGCCGGGAGGGGCCCCCACCCCTCCTTTTTCGGTTTCCTCTTGTCTCTTTTTT 
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FIGURE 112B 

TTTATTTTTATTACGAAGTTTCATTCTTTTTGAGCAAAAAAGTCGAACTTTTTCTGTTGAACAAAATATTCACAA 
CAGGGCAGTTGTGATACGAATAGAACAAAAAAGAAAAAAAAAACACTTAAACTTTGTTAGGACTCCGATGAGTTT 
GGGACTTCAGGAAAAATCAACCCAGCACCAGCAGCTACCAACCACCATTCCATCTCTTCACTTGAACAGCATTAG 
TTAAGTCCAGATGTGGGAACCCTTCTCTTGGAAGAAGTTCCTAATTGTGTCTCAGACCGGTGTAAACAAACCAGC 
CAGCCGCCACCTTGCTAAACCTATAAGCTTTTTAAAATCCAATATATTCTGCCAAGAATATGCCTTGATAGTTAG 
CCCTCAGCCCATAGGTGTTTTTTGTTTTTTAACAGAATTATATATGTCTGGGGGTGAAAAAACCCTTGCATTCCA 
AAGGTCCATACTGGTTACTTGGTTTCATTGCCACCACTTAGTGGATGTTCAGTTTAGAACCATTTTGTCTGCTCC 
CTCTGGAAGCCTTGCGCAGAGCTTACTTTGTAATTGTTGGAGAATAACTGCTGAATTTTTAGCTGTTTTGAGTTG 
ATTCGCACCACTGCACCACAACTCAATATGAAAACTATTTAACTTATTTATTATCTTGTGAAAAGTATACAATGA 
AAATTTTGTTCATACTGTATTTATCAAGTATGATGAAAAGCAATAGATATATATTCTTTTATTATGTTAAATTAT 
GATTGCCATTATTAATCGGCAAAATGTGGAGTGTATGTTCTTTTCACAGTAATATATGCCTTTTGTAACTTCACT 
TGGTTATTTTATTGTAAATGAGTACAAAATTCTTAATTTAAGAGATTGTATGTAATATTTATTTCATTAATTTCT 
TTCCTTGTTTACGTAAATTTTGAAAGATTGCATGATTTCTTGACAGAAATCGATCTTGATGCTGTGGAAGTAGTT 
TGAGGAACATCCTATGAGTTTTCTTAGAATGTATAAAGGTTGTAGCCCATCCAACTTCAAAGAAAAAAATGACCA 
CATACTTTGCAATCAGGCTGAAATGTGGCATGCTTTTCTAATTCCAACTTTATAAACTAGCAAAAAAGTGTTTGC 
TTATTCCACCAGTTCTACTGTGACATACTCGAGTATAAAGACATGTAGCAATAACGGGGAGTGGGGGGGGAGTCT 
CACAGTGCCTTTGGAAGGGCCCGAACTTGCCTTAAATCTTCCTCAACCAAATAAGTATTTTATTAGTGCTTGAGA 
GAATCTGAATGTAGGATGGGTTCAACTGCACAAAAGGAAAAGATTTTTACCACTTTTTTTATATAGATATAAAGT 
GAAGCAACCGCCTTAGTGCTGAAATATGTAGTACATGAATATGCCTTGTTTAATTACAGAAAATTCCAAAACTTG 
TACTATTTTTTTTTTCCATGTAGAAAGGCAGGAATGTCTCCTAAGCTTTCCTGGACAGCAGATGAATGAGCGGTA 
GCTTTAGTTTGTACGTAGGTACAGTTGGAGCACTATATGTACTCTCTGGACTACTTTGGACAGAAGTAGGTTTTT 
GAATGTAACAAGATAAGTCAACTTGAGTTGTAATATATTTTGGGGAATCAGCTCACTACAAATTGTGACTGTAAA 
CATTGTACTGTAAATGTTTTGTAGTTTTCCCCCAATAAAATTTTTGGGAAAAAAAGGTATTAACATGTAAGAGCT 
TTCTTTTTAAACAGGAATGTCTTAGCTTTCTAGCTTCCCAGCTAACCATGTCTGCCATTCCCCAGGTCTTGGCAT 
GGTGGGGGAGGACTTGGAGAGCTGGCAGAGCCAGAGTTCAGAAGAGCCTGCGTCCTCTCAGCCCGTATATATTTT 
AXAAGCAAGTTCTTCTAATGAAAGAAAGTAATTATTTGGACTGTCAAGGGCATTAGTT 
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FIGURE 113 

MEESQRGERAGSLPFCLPESPVIRRGSSPATPPQGLLPTSRPAAPATAGSRNMSTTLLSAFYDVDFLCKTEKSLA 
NLNLNNMLDKKAVGTPVAAAPSSGFAPGFLRRHSASNLHALAHPAPSPGSCSPKFPGAANGSSCGSAAAGGPTSY 
GTLKEPSGGGGTALLNKENKFRDRSFSENGDRSQHLLHLQQQQKGGGGSQINSTRYKTELCRPFEESGTCKYGEK 
CQFAHGFHELRSLTRHPKYKTELCRTFHTIGFCPYGPRCHFIHNADERRPAPSGGASGDLRAFGTRDALHLGFPR 
EPRPKLHHSLSFSGFPSGHHQPPGGLESPLLLDSPTSRTPPPPSCSSASSCSSSASSCSSASAASTPSGAPTCCA 
SAAAAAAAALLYGTGGAEDLLAPGAPCAACSSASCANNAFAFGPELSSLITPLAIQTHNFAAVAAAAYYRSQQQQ 
QQQGLAPPAQPPAPPSATLPAGAAAPPSPPFSFQLPRRLSDSPVFDAPPSPPDSLSDRDSYLSGSLSSGSLSGSE 
SPSLDPGRRLPIFSRLSISDD 
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FIGURE 114 

GAGTTCCAGCAGTCCGCGAGCTGCCGTCGGCTCCGCGGGGGGGGCGGGCCGGGCACCCCGGGGCGCGGAGGAGCG 
CTCCTCGCTTCTCTCCTTCCCCCCTGCCGCACTCCGCCGGACCCTCCCGCCGGCCCGCGCCGCTGCACTCGCCCT 
CTCCTCTCGCCCCCCGGCAAACTTTCGGCCCCTCCCCGCCCCTCGCCCGTTATTCGTCGTGGCTCAAGCCCGGCC 
ACGCCGCCCCAAGGGCTCCTCCCGACCTCCCGGCCTGCCGCTCCGGCCACTGCGGGATCCAGAAAC ATGT CGACC 
ACACTTCTGTCCGCCTTCTACGATGTCGACTTCTTGTGCAAGACAGAGAAATCCCTGGCCAACCTCAACCTGAAC 
AACATGCTGGACAAGAAGGCGGTGGGGACGCCTGTGGCCGCCGCCCCCAGCTCGGGCTTCGCGCCGGGATTCCTC 
CGACGGCACTCGGCCAGCAACCTGCATGCACTCGCCCACCCCGCGCCCAGCCCCGGCAGCTGCTCGCCCAAGTTC 
CCGGGCGCCGCTAACGGCAGCAGCTGCGGCAGCGCGGCGGCCGGCGGTCCGACCTCCTACGGCACCCTTAAGGAG 
CCGTCGGGGGGCGGCGGCACAGCCCTGCTCAACAAGGAGAACAAATTCCGGGACCGCTCGTTTAGCGAGAACGGC 
GATCGCAGCCAGCACCTCCTGCACCTGCAGCAGCAGCAGAAGGGGGGCGGCGGCTCCCAGATCAACTCCACGCGC 
TACAAGACCGAGCTGTGCCGGCCCTTCGAGGAGAGCGGCACGTGCAAGTACGGCGAAAAGTGCCAGTTCGCGCAT 
GGCTTCCACGAGCTGCGCAGCCTGACTCGCCATCCGAAGTACAAGACCGAGCTGTGCCGCACCTTTCATACCATC 
GGCTTCTGCCCCTATGGGCCGCGCTGCCACTTCATCCACAACGCGGACGAGCGGCGGCCCGCGCCGTCGGGGGGC 
GCCTCCGGGGACCTGCGTGCCTTTGGCACGCGCGATGCGTTGCACCTGGGCTTCCCGCGGGAGCCGCGGCCCAAG 
TTGCACCACAGCCTCAGCTTCTCGGGCTTCCCGTCGGGCCACCATCAGCCCCCGGGCGGCCTCGAGTCGCCGCTG 
CTGCTCGACAGCCCCACGTCGCGCACGCCGCCGCCGCCCTCCTGCTCTTCGGCCTCGTCCTGCTCCTCCTCCGCC 
TCCTCCTGTTCCTCGGCCTCCGCGGCCTCCACGCCCTCGGGCGCCCCGACATGCTGCGCCTCCGCGGCGGCCGCG 
GCTGCGGCCGCTCTGCTGTACGGCACCGGGGGCGCCGAGGACCTGCTGGCGCCGGGGGCCCCGTGCGCGGCCTGC 
TCGTCGGCCTCGTGCGCCAACAACGCCTTCGCCTTCGGTCCGGAGCTCAGCAGCCTCATCACGCCGCTCGCCATC 
CAGACCCACAACTTTGCCGCCGTGGCCGCCGCCGCCTACTACCGCAGTCAGCAGCAGCAGCAGCAGCAGGGCCTG 
GCGCCCCCCGCGCAGCCGCCGGCGCCGCCCAGCGCGACCCTCCCCGCCGGGGCCGCCGCACCTCCCTCGCCGCCC 
TTCAGCTTCCAGCTGCCGCGCCGCCTGTCCGACTCGCCCGTGTTCGACGCGCCCCCCAGCCCCCCGGACTCGCTG 
TCGGACCGCGACAGCTACCTAAGCGGCTCCCTGAGCTCCGGCAGCCTCAGCGGCTCTGAGTCTCCCAGCCTCGAC 
CCTGGCCGCCGCCTGCCAATCTTCAGCCGCCTCTCCATCTCCGACGAC TGAG GCAAGAGGGCGCCAGTGAGGAGG 
AAGGGAAGGCGGTTCAGAGATGTTGGAGGACACCCCTCGCCATCTCGCCCTTGCTGGGGGCACGGGAGTGGGGGG 
GGTGACATGGGCCCTAGGCAGACTGCAAGCCCGACCGAGCACTTGGACTCGAACTCTGTGCCGGGAGGGGCCCCC 
ACCCCTCCTTTTTCGGTTTCCTCTTGTCTTTTTTTTTTTATTTTTATTACGAAGTTTCATTCTTTTTGAGCAAAA 
AAGTCGAACTTTTTCTGTTGAACAAAATATTCACAACAGGGCAGTTGTGATACGAATAGAACAAAAAAAAAAAAA 
AAACACTTAAACTTTGTTAGGACTCCGATGAGTTTGGGACTTCAGGAAAAATCAACCCAGCACCAGCAGCTACCA 
ACCACCATTCCATCTCTTCACTTGAACAGCATTAGTTAAGTCCAGATGTGGGAACCCTTCTCTTGGAAGAAGTTC 
CTAATTGTGTCTCAGACCGGTGTAAACAAACCAGCCAGCCGCCACCTTGCTAAACCTATAAGCTTTTTAAAATCC 
AATATATTCTGCCAAGAATATGCCTTGATAGTTAGCCCTCAGCCCATAGGTGTTTTTTGTTTTTTAACAGAATTA 
TATATGTCTGGGGGTGAAAAAACCCTTGCATTCCAAAGGTCCATACTGGTTACTTGGTTTCAXTGCCACCACTTA 
GTGGATGTTCAGTTTAGAACCATTTTGTCTGCTCCCTCTGGAAGCCTTGCGCA 
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FIGURE 115 

MSTTLLSAFYDVDFLCKTEKSLANLNLNNMLDKKAVGTPVAAAPSSGFAPGFLRRHSASNLHALAHPAPSPGSCS 
PKFPGAANGSSCGSAAAGGPTSYGTLKEPSGGGGTALLNKENKFRDRSFSENGDRSQHLLHLQQQQKGGGGSQIN 
STRYKTELCRPFEESGTCKYGEKCQFAHGFHELRSLTRHPKYKTELCRTFHTIGFCPYGPRCHFIHNADERRPAP 
SGGASGDLRAFGTRDALHLGFPREPRPKLHHSLSFSGFPSGHHQPPGGLESPLLLDSPTSRTPPPPSCSSASSCS 
SSASSCSSASAASTPSGAPTCCASAAAAAAAALLYGTGGAEDLLAPGAPCAACSSASCANNAFAFGPELSSLITP 
LAIQTHNFAAVAAAAYYRSQQQQQQQGLAPPAQPPAPPSATLPAGAAAPPSPPFSFQLPRRLSDSPVFDAPPSPP 
DSLSDRDSYLSGSLSSGSLSGSESPSLDPGRRLPIFSRLSISDD 
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FIGURE 116 

AAAAGAAAAAAAAAAGATTTTTTTCTTCTCTTAATCGGAATCGTGATGGTGTTGGATTATTTCAATGGTGGGGTT 

AATATAGCATGTTATCCTGTCTATCTTTTAAAGATTTCTGTATAAGACTGTTGAGCAGTTTTTAAAATAGTGTAG 

GATAATATAAAAAGCAGATAGATGGCGCTATGTTTGATTCCTACAACGAAATTATCACCAGCTTTXTTTCATTCT 

TAACTCTTTAAAGGATTCAAACGCAACTCAAATCTGTGCTGGACTTTAAAAAAACAATTCAGGACCAAATTTTTT 

CTCAGTGTGTGTGTTTATTCCTTATAGGTGTAAATGAGAAGACGTGTTTTTTTCCTTCACCGATGCTCCATCCTC 

GTATTTCTTTTTCCTTGTAAATGTAATCAGATGCCATTTTATATGTGGACGTATTTATACTGGCCAAACATATTT 

TTTCTTTTGTCCCTTTTTTTCTTTCCTTTCTTTTTACTTCCTTTATTTCTTATTCCTCCTTTCCNTTTTTNNNNN 
NNNNNtTONNNNNNNNNNNNNNN^ 

CTAGAGTTTTAACTTTTAATTTTTTATATTTAAATGTAGACTTTTGACACTTTTAAAAAACAAAAAAAGACAAGA 

GAGATGAAAACGTTTGATTATTTTCTCAGTGTATTTTTGTAAAAAATATATAAAGGGGGTGTTAATCGGTGTAAA 

TCGCTGTTTGGATTTCCTGATTTTATAACAGGGCGGCTGGTTAATATCTCACACAGTTTAAAAAATCAGCCCCTA 

ATTTCTCCATGTTTACACTTCAATCTGCAGGCTTCTTAAAGTGACAGTATCCCTTAACCTGCCACCAGTGTCCAC 

CCTCCGGCCCCCGTCTTGTAAAAAGGGGAGGAGAATTAGCCAAACACTGTAAGCTTTTAAGAAAAACAAAGTTTT 

AAACGAAATACTGCTCTGTCCAGAGGCTTTAAAACTGGTGCAATTACAGCAAAAAGGGATTCTGTAGCTTTAACT 

TGTAAACCACATCTTTTTTGCACTTTTTTTATAAGCAAAAACGTGCCGTTTAAACCACTGGATCTATCTAAATGC 

CGATTTGAGTTCGCGACACTATGTACTGCGTTTTTCATTCTTGTATTTGACTATTTAATCCTTXCTACTTGTCGC 

TAAATATAATTGTTTTAGTCTTATGGCATGATGATAGCATATGTGTTCAGGTTTATAGCTGTTGTGTTTAAAAAT 

TGAAAAAAGTGGAAAACATCTTTGTACATTTAAGTCTGTATTATAATAAGCAAAAAGATTGTGTGTATGTATGTT 

TAATATAACATGACAGGCACTAGGACGTCTGCCTTTTTAAGGCAGTTCCGTTAAGGGTTTTTGTTTTTAAACTTT 

TTTTTGCCATCCATCCTGTGCAATATGCCGTGTAGAATATTTGTCTTAAAATTCAAGGCCACAAAAACAATGTTT 

GGGGGAAAAAAAAGAAAAAATCATGCCAGCTAATCATGTCAAGTTCACTGCCTGTCAGATTGTTGATATATACCT 

TCTGTAAATAACTTTTTTTGAGAAGGAAATAAAATCAGCTGGAACTGAACCCTAAAAAAAATCTATGTCGGGTGC 
GGAGAAAGAGGTAATGAAATGGCA 
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FIGURE 117 

MRRRVFFLHRCSILVFLFPCKCNQMPFYMWTYLYWPNIFFLLSLFFFPFFLLPLFLIPPFXFXXXXXXXXXXXX 
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FIGURE 118 

GGGCGCGCCAGAGACGCAGCCGCGCTCCCACCACCCACACCCACCGCGCCCTCGTTCGCCTCTTCTCCGGGAGCC 
AGTCCGCGCCACCGCCGCCGCCCAGGCCATCGCCACCCTCCGCAGCC ATGT CCACCAGGTCCGTGTCCTCGTCCT 
CCTACCGCAGGATGTTCGGCGGCCCGGGCACCGCGAGCCGGCCGAGCTCCAGCCGGAGCTACGTGACTACGTCCA 
CCCGCACCXACAGCCTGGGCAGCGCGCTGCGCCCCAGCACCAGCCGCAGCCTCTACGCCTCGTCCCCGGGCGGCG 
TGTATGCCACGCGCTCCTCTGCCGTGCGCCTGCGGAGCAGCGTGCCCGGGGTGCGGCTCCTGCAGGACTCGGTGG 
ACTTCTCGCTGGCCGACGCCATCAACACCGAGTTCAAGAACACCCGCACCAACGAGAAGGTGGAGCTGCAGGAGC 
TGAATGACCGCTTCGCCAACTACATCGACAAGGTGCGCTTCCTGGAGCAGCAGAAXAAGATCCTGCTGGCCGAGC 
TCGAGCAGCTCAAGGGCCAAGGCAAGTCGCGCCTAGGGGACCTCTACGAGGAGGAGATGCGGGAGCTGCGCCGGC 
AGGXGGACCAGCTAACCAACGACAAAGCCCGCGTCGAGGTGGAGCGCGACAACCTGGCCGAGGACATCATGCGCC 
TCCGGGAGAAATTGCAGGAGGAGATGCTTCAGAGAGAGGAAGCCGAAAACACCCTGCAATCTTTCAGACAGGATG 
TTGACAATGCGTCTCTGGCACGTCTTGACCTTGAACGCAAAGTGGAATCTTTGCAAGAAGAGATTGCCTTTTTGA 
AGAAACTCCACGAAGAGGAAATCCAGGAGCTGCAGGCTCAGATTCAGGAACAGCATGTCCAAATCGATGTGGATG 
TTTCCAAGCCTGACCTCACGGCTGCCCTGCGTGACGTACGTCAGCAATATGAAAGTGTGGCTGCCAAGAACCTGC 
AGGAGGCAGAAGAATGGTACAAATCCAAGTTTGCTGACCTCTCTGAGGCTGCCAACCGGAACAATGACGCCCTGC 
GCCAGGCAAAGCAGGAGTCCACTGAGTACCGGAGACAGGTGCAGTCCCTCACCTGTGAAGTGGATGCCCTTAAAG 
GAACCAATGAGTCCCTGGAACGCCAGATGCGTGAAATGGAAGAGAACTTTGCCGTTGAAGCTGCTAACTACCAAG 
ACACTATTGGCCGCCTGCAGGATGAGATTCAGAATATGAAGGAGGAAATGGCTCGTCACCTTCGTGAATACCAAG 
ACCTGCTCAATGTTAAGATGGCCCTTGACATTGAGATTGCCACCXACAGGAAGCTGCTGGAAGGCGAGGAGAGCA 
GGAXXTCXCXGCCTCTXCCAAACXXXXCCTCCCXGAACCXGAGGGAAACTAATCXGGAXXCACXCCCTCXGGTXG 
AXACCCACXCAAAAAGGACAXXCCXGAXTAAGACGGXXGAAACXAGAGAXGGACAGGXXAXCAACGAAACXXCXC 
AGCAXCACGATGACCXTGAATAAAAATTGCACACACTCAGTGGCAGGCGATAXAXXACCCAGGCAAGAATAAAAA 
AGAAAXCCCAXAXCXXAAAGAAACAGCXXXCAAGTGCCXXXCTGCAGXXXXTCAGGAGCGCAAGAXAGAXXXGGA 
ATAGGAAXAAGCTCTAGTTCXTAACAACCGACACTCCXACAAGAXTXAGAAAAAAGTXTACAACAXAAXCTAGXX 
XACAGAAAAATCTXGXGCXAGAAXACXXXXXAAAAGGXAXXXXGAAXACCAXXAAAACXGCXXXXXXXXXXCCAG 
CAAGXATCCAACCAACTTGGXXCXGCTTCAATAAAXCXTTGGAAAACXCCA 
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FIGURE 119 

MSTRSVSSSSYRRMFGGPGTASRPSSSRSYVTTSTRTYSLGSALRPSTSRSLYASSPGGVYATRSSAVRLRSSVP 
GVRLLQDSVDFSLADAINTEFKNTRTNEKVELQELNDRFANYIDKVRFLEQQNKILLAELEQLKGQGKSRLGDLY 
EEEMRELRRQVDQLTNDKARVEVERDNLAEDIMRLREKLQEEMLQREEAENTLQSFRQDVDNASLARLDLERKVE 
SLQEEIAFLKKLHEEEIQELQAQIQEQHVQIDVDVSKPDLTAALRDVRQQYESVAAKNLQEAEEWYKSKFADLSE 
AANRNNDALRQAKQESTEYRRQVQSLTCEVDALKGTNESLERQMREMEENFAVEAANYQDTIGRLQDEIQNMKEE 
MARHLREYQDLLNVKMALD IE I ATYRKLLEGEESRI SLPLPNFSSLNLRETNLDSLPLVDTHSKRTFLIKTVETR 
DGQVINETSQHHDDLE 
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FIGURE 120 

TGCCTGCTGAGGGTGGAGACCCACGAGCCGA6GCCTCCTGCAGTGTTCTGCACA6CAAACCGCACGCTATGGCTG 
ACAGCCGGGATCCCGCCAGCGACCAGATGCAGCACTGGAAGGAGCAGCGGGCCGCGCAGAAAGCTGATGTCCTGA 
CCACTGGAGCTGGTAACCCAGTAGGAGACAAACTTAATGTTATTACAGTAGGGCCCCGTGGGCCCCTTCTTGTTC 
AGGATGTGGTTTTCACTGATGAAATGGCTCATTTTGACCGAGAGAGAATTCCTGAGAGAGTTGTGCATGCTAAAG 
GAGCAGGGGCCTTTGGCTACTTTGAGGTCACACATGACATTACCAAATACTCCAAGGCAAAGGTATTTGAGCATA 
TTGGAAAG2^AGACTCCCATCGCAGTTCGGTTCrCCACTGTTGCTGGAGAATCGGGTTCAGCTGACACAGTTCGGG 
ACCCTCGTGGGTTTGCAGTGAAATTTTACACAGAAGATGGTAACTGGGATCTCGTTGGAAATAACACCCCCATTT 
TCTTCATCAGGGATCCCATATTGTTTCCATCTTTTATCCACAGCCAAAAGAGAAATCCTCAGACACATCTGAAGG 
ATCCGGACATGGTCTGGGACTTCTGGAGCCTACGTCCTGAGTCTCTGCATCAGGTTTCTTTCTTGTTCAGTGATC 
GGGGGATTCCAGATGGACATCGCCACATGAATGGATATGGATCACATACTTTCAAGCTGGTTAATGCAAATGGGG 
AGGCAGTTTATTGCAAATTCCATTATAAGACTGACCAGGGCATCAAAAACCTTTCTGTTGAAGATGCGGCGAGAC 
TTTCCCAGGAAGATCCTGACTATGGCATCCGGGAXCTTTTTAACGCCATTGCCACAGGAAAGTACCCCTCCTGGA 
CTTTTTACATCCAGGTCATGACATTTAATCAGGCAGAAACTTTTCCATTTAATCCATTCGATCTCACCAAGGTTT 
GGCCTCACAAGGACTACCCTCTCATCCCAGTTGGTAAACTGGTCTTAAACCGGAATCCAGTTAATTACTTTGCTG 
AGGTTGAACAGATAGCCTTCGACCCAAGCAACATGCCACCTGGCATTGAGGCCAGTCCTGACAAAATGCTTCAGG 
GCCGCCTTTTTGCCTATCCTGACACTCACCGCCATCGCCTGGGACCCAATTATCTTCATATACCTGTGAACTGTC 
CCTACCGTGCTCGAGTGGCCAACTACCAGCGTGATGGCCCGATGTGCATGCAGGACAATCAGGGTGGTGCTCCAA 
ATTACTACCCCAACAGCTTTGGTGCTCCGGAACAACAGCCTTCTGCCCTGGAGCACAGCATCCAATATTCTGGAG 
^GTGCGGAGATTCAACACTGCCAATGATGATAACGTTACTCAGGTGCGGGCATTCTATGTGAACGTGCTGAATG 
AGGAACAGAGGAAACGTCTGTGTGAGAACATTGCCGGCCACCTGAAGGATGCACAAATTTTCATCCAGAAGAAAG 
CGGTCAAGAACTTCACTGAGGTCCACCCTGACTACGGGAGCCACATCCAGGCTCTTCTGGACAAGTACAATGCTG 
AGAAGCCTAAGAATGCGATTCACACCTTTGTGCAGTCCGGATCTCACTTGGCGGCAAGGGAGAAGGCAAArCTGT 
GAGGCCGGGGCCCTGCACCTGTGCAGCGAAGCTTAGCGTTCATCCGTGTAACCCGCTCATCACTGGATGAAGATT 
CTCCTGTGCTAGATGTGCAAATGCAAGCTAGTGGCTTCAAAATAGAGAATCCCACTTTCTATAGCAGATTGTGTA 
ACAATTTTAATGCTATTTCCCCAGGGGAAAATGAAGGTTAGGATTTAACAGTCATTTAAAAAAAAAATTTGTTTT 
GACGGATGATTGGATTATTCATTTAAAATGATTAGAAGGCAAGTTTCTAGCXAGAAATATGATTTTATTTGACAA 
AATTTGTTGAAATTATGTATGTTTACATATCACCTCATGGCCTATTATATTAAAATATGGCTATAAATATATAAA 
AAGAAAAGATAAAGATGATCTACTCAGAAATTTTTATTTTTCTAAGGTXCTCATAGGAAAAGTACATTTAATACA 
GCAGTGTCATCAGAAGATAACTTGAGCACCGTCATGGCTTAATGTTTATTCCTGATAATAATTGATCAAATTCAT 
TTTTTTCACTGGAGTTACATTAATGTTAATTCAGCACTGATTTCACAACAGATCAATTTGTAATTGCTTACATTT 
T T ACAATAAAT AATCT G T ACGTAAGAAC A 
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FIGURE 121 

MADSRDPASDQMQHWKEQRAAQKADVLTTGAGNPVGDKLNVITVGPRGPLLVQDVVFTDEMAHFDRERIPERWH 
AKGAGAFGYFEVTHDITKYSKAKVFEHIGKKTPIAVRFSTVAGESGSADTVRDPRGFAVKFYTEDGNWDLVGNNT 
PIFFIRDPILFPSFIHSQKRNPQTHLKDPDMVWDFWSLRPESLHQVSFLFSDRGIPDGHRHMNGYGSHTFKLVNA 
NGEAVYCKFHYKTDQGIKNLSVEDAARLSQEDPDYGIRDLFNAIATGKYPSWTFYIQVMTFNQAETFPFNPFDLT 
KVWPHKDYPLIPVGKLVLNRNPVNYFAEVEQIAFDPSNMPPGIEASPDKMLQGRLFAYPDTHRHRLGPNYLHIPV 
NCPYRARVANYQRDGPMCMQDNQGGAPNYYPNSFGAPEQQPSALEHSIQYSGEVRRFNTANDDNVTQVRAFYVNV 
LNEEQRKRLCENIAGHLKDAQIFIQKKAVKNFTEVHPDYGSHIQALLDKYNAEKPKNAIHTFVQSGSHLAAREKA 
NL 
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FIGURE 122 

ATCAGCGAGGGATTCACGGCGAA ATGA .GACTGTTCGTGAGTGATGGCGTCCCGGGTTGCTTGCCGGTGCTGGCCG 
CCGCCGGGAGAGCCCGGGGCAGAGCAGAGGTGCTCATCAGCACTGTAGGCCCGGAAGATTGTGTGGTCCCGTTCC 
TGACCCGGCCTAAGGTCCCTGTCTTGCAGCTGGATAGCGGCAACTACCTCTTCTCCACTAGTGCAATCTGCCGAT 
ATTTTTTTTTGTTATCTGGCTGGGAGCAAGATGACCTCACTAACCAGTGGCTGGAATGGGAAGCGACAGAGCTGC 
AGCCAGCXTTGTCTGCTGCCCTGTACTATTTAGTGGTCCAAGGCAAGAAGGGGGAAGATGTTCTTGGTTCAGTGC 
GGAGAGCCCTGACTCACATTGACCACAGCTTGAGTCGTCAGAACTGTCCTTTCCTGGCTGGGGAGACAGAATCTC 
TAGCCGACATTGTTTTGTGGGGAGCCCTATACCCATTACTGCAAGATCCCGCCTACCTCCCTGAGGAGCTGAGTG 
CCCTGCACAGCTGGITTCCAGACACTGAGTACCCAGGAACCATGTCAGCGAGCTGCAGAGACTGTACTGAAACAGC 
AAGGTGTCCTGGCTCTCCGGCCTTACCTCCAAAAGCAGCCCCAGCCCAGCCCCGCTGAGGGAAGGGCTGTCACCA 
ATGAGCCTGAGGAGGAGGAGCTGGCTACCCTATCTGAGGAGGAGATTGCTATGGCTGTTACTGCTTGGGAGAAGG 
GCCTAGAAAGTTTGCCCCCGCTGCGGCCCCAGCAGAATCCAGTGTTGCCTGTGGCTGGAGAAAGGAATGTGCTCA 
TCACCAGTGCCCTCCCTTACGTCAACAATGTCCCCCACCTTGGGAACATCATTGGTTGTGTGCTCAGTGCCGATG 
TCTTTGCCAGGTACTCTCGCCTCCGCCAGTGGAACACCCTCTATCTGTGTGGGACAGATGAGTATGGTACAGCAA 
CAGAGACCAAGGCTCTGGAGGAGGGACTAACCCCCCAGGAGATCTGCGACAAGTACCACATCATCCATGCTGACA 
TCTACCGCTGGTTTAACATTTCGTTTGATATTTTTGGTCGCACCACCACTCCACAGCAGACCAAAATCACCCAGG 
ACATTTTCCAGCAGTTGCTGAAACGAGGTTTTGTGCTGCAAGATACTGTGGAGCAACTGCGATGTGAGCACTGTG 
CTCGCTTCCTGGCTGACCGCTXCGTGGAGGGCGTGTGTCCCTTCTGTGGCTATGAGGAGGCTCGGGGTGACCAGT 
GTGACAAGTGTGGCAAGCTCATCAATGCTGTCGAGCTTAAGAAGCCTCAGTGTAAAGTCTGCCGATCATGCCCTG 
TGGTGCAGTCGAGCCAGCACCTGTTTCTGGACCTGCCTAAGCTGGAGAAGCGACTGGAGGAGTGGTTGGGGAGGA 
CATTGCCTGGCAGTGACTGGACACCCAATGCCCAGTTTATCACCCGTTCTTGGCTTCGGGATGGCCTCAAGCCAC 
GCTGCATAACCCGAGACCTCAAATGGGGAACCCCTGTACCCTTAGAAGGTTTTGAAGACAAGGTATTCTATGTCT 
GGTTTGATGCCACTATTGGCTATCTGTCCATCACAGCCAACTACACAGACCAGTGGGAGAGATGGTGGAAGAACC 
CAGAGCAAGTGGACCTGTATCAGTTCATGGCCAAAGACAATGTTCCTTTCCATAGCTTAGTCTTTCCTTGCTCAG 
CCCTAGGAGCTGAGGATAACTATACCTTGGTCAGCCACCTCATTGCTACAGAGTACCTGAACTATGAGGATGGGA 
AATTCTCTAAGAGCCGCGGTGTGGGAGTGTTTGGGGACATGGCCCAGGACACGGGGATCCCTGCTGACATCTGGC 
GCTTCTATCTGCTGTACATTCGGCCTGAGGGCCAGGACAGTGCTTTCTCCTGGACGGACCTGCTGCTGAAGAATA 
ATTCTGAGCTGCTTAACAACCTGGGCAACTTCATCAACAGAGCTGGGATGTTTGTGTCTAAGTTCTTTGGGGGCT 
ATGTGCCTGAGATGGTGCTCACCCCTGATGATCAGCGCCTGCTGGCCCATGTCACCCTGGAGCTCCAGCACTATC 
ACCAGCTACTTGAGAAGGTTCGGATCCGGGATGCCTTGCGCAGTATCCTCACCATATCTCGACATGGCAACCAAT 
ATATTCAGGTGAATGAGCCCTGGAAGCGGATTAAAGGCAGTGAGGCTGACAGGCAACGGGCAGGAACAGTGACTG 
GCTTGGCAGTGAATATAGCTGCCTTGCTCTCTGTCATGCTTCAGCCTTACATGCCCACGGTTAGTGCCACAATCC 
AGGCCCAGCTGCAGCTCCCACCTCCAGCCTGCAGTATCCTGCTGACAAACTTCCTGTGTACCTTACCAGCAGGAC 
ACCAGATTGGCACAGTCAGTCCCTTGTTCCAAAAATTGGAAAATGACCAGATTGAAAGXTTAAGGCAGCGCTTTG 
GAGGGGGCCAGGCAAAAACGTCCCCGAAGCCAGCAGTTGTAGAGACTGTTACAACAGCCAAGCCACAGCAGATAC 
AAGCGCTGATGGATGAAGTGACAAAACAAGGAAACATTGTCCGAGAACTGAAAGCACAAAAGGCAGACAAGAACG 
AGGTTGCTGCGGAGGTGGCGAAACTCTTGGATCTAAAGAAACAGTTGGCTGTAGCTGAGGGGAAACCCCCTGAAG 
CCCCTAAAGGCAAGAAGAAAAAGTAAAAGACCTTGGCTCATAGAAAGTCACTTTAATAGATAGGGACAGTAATAA 
ATAAATGTACAATCTCTATA 
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FIGURE 123 

MRLFVSDGVPGCLPVLAAAGRARGRAEVLISTVGPEDCVVPFLTRPKVPVLQLDSGNYLFSTSAICRYFFLLSGW 
EQDDLTNQWLEWEATELQPALSAALYYLWQGKKGEDVLGSVRRALTHIDHSLSRQNCPFLAGETESLADIVLWG 
ALYPLLQDPAYLPEELSALHSWFQTLSTQEPCQRAAETVLKQQGVLALRPYLQKQPQPSPAEGRAVTNEPEEEEL 
ATLSEEEIAMAVTAWEKGLESLPPLRPQQNPVLPVAGERNVLI^ 

RQWNTLYLCGTDEYGTATETKALEEGLTPQEICDKYHIIHADIYRWFNISFDIFGRTTTPQQTKITQDIFQQLLK 
RGFVLQDTVEQLRCEHCARFLADRFVEGVCPFCGYEEARGDQCDKCGKLINAVELKKPQCKVCRSCPWQSSQHL 
FLDLPKLEKRLEEWLGRTLPGSDWTPNAQFITRSWLRDGLKPRCITRDLKWGTPVPLEGFEDKVFYVWFDATIGY 
LSITANYTDQWERWWKNPEQVDLYQFMAKDNVPFHSLVFPCSALGAEDNYTLVSHLIATEYLNYEDGKFSKSRGV 
GVFGDMAQDTG IP AD IWRF YLLY I RPEGQDSAF SWTDLLLKNNSELLNNLGNF INRAGMFVSKFFGGYVPEMVLT 
PDDQRLLAHVTLELQHYHQLLEKVRIRDALRSILTISRHGNQYIQVNEPWKRIKGSEADRQRAGTVTGLAVNIAA 
LLSVMLQPYMPTVSATIQAQLQLPPPACSILLTNFLCTLPAGHQIGTVSPLFQKLENDQIESLRQRFGGGQAKTS 
PKPAV^TVTTAKPQQIQALMDEVTKQGNIVRELKAQKADKNEVAT^EVAKLLDLKKQLAVAEGKPPEAPKGKKKK 
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FIGURE 124 

AXXCGAACCCCGXCGCGCCCCTXXGXGCGXCACGGGTGGCGGGCGCGGGAAGGGGAXXTGGAXXGTXGCGCCXCX 
GCTCTGAAGAAAGTGCTGTCTGGCTCCAACTCCAGTTCTTTCCCCTGAGCAGCGCCTGGAACCTAACCCTTCCCA 
CTCTGTCACCTTCTCGATCCCGCCGGCGCTTTAGAGCCGCAGTCCAGTCTTGGATCCTTCAGAGCCTCAGCCACT 
AGCTGCGATGCATGTGATCAAGCGAGATGGCCGCCAAGAACGAGTCATGTTTGACAAAATTACATCTCGAATCCA 
GAAGCTTTGTTATGGACTCAATATGGATTTTGTTGATCCTGCTCAGATCACCATGAAAGTAATCCAAGGCTTGTA 
CAGTGGGGTCACCACAGTGGAACTAGATACTTTGGCTGCTGAAACAGCTGCAACCTTGACTACTAAGCACCCTGA 
CTATGCTATCCTGGCAGCCAGGATCGCTGTCTCTAACTTGCACAAAG2^AACAAAGAAAGTGTTCAGTGATGTGAT 
GGAAGACCTCTATAACTACATAAATCCACATAATGGCAAACACTCTCCCATGGTGGCCAAGTCAACATTGGATAT 
TGTTCTGGCCAATAAAGATCGCCTGAATTCTGCTATTATCTATGACCGAGATTTCTCTTACAATTACTTCGGCTT 
TAAGACGCTAGAGCGGTCTTATTTGTTGAAGATCAATGGAAAAGTGGCTGAAAGACCACAACATATGTTGATGAG 
AGXATCXGXXGGGAXCCACAAAGAAGACAXXGAXGCAGCAAXXGAAACATATAAXCXXCXTXCXGAGAGGXGGXX 
TAOTCATGCTTCGCCCACTCTCTTCAATGCTGGTACCAACCGCCCACAACTXTCTAGCTGTTTTCTTCTGAGTAT 
GAAAGATGACAGCATTGAAGGCATTTATGACACTCTAAAGCAATGTGCATTGATTTCTAAGTCTGCTGGAGGAAT 
TGGTGTTGCTGTGAGTTGTATTCGGGCTACTGGCAGCTACATTGCTGGGACTAATGGCAATTCCAATGGCCTTGT 
ACCGATGCTGAGAGTATATAACAACACAGCTAGATATGTGGATCAAGGTGGGAACAAGCGTCCTGGGGCATTTGC 
TATTTACCTGGAGCCT.TGGCATTTAGACATCTTTGAATTCCTTGATTTAAAGAAGAACACAGGAAAGGAAGAGCA 
GCGTGCCAGAGATCTTTTCTTTGCTCXTTGGATTCCGGATCTCTTCATGAAACGAGTGGAGACTAATCAGGACTG 
GTCTTTGATGTGTCCAAATGAGTGTCCTGGTCTGGATGAGGTTTGGGGAGAGGAATTTGAGAAACTATATGCAAG 
TTATGAGAAACAAGGTCGXGTCCGCAAAGTTGTAAAAGCTCAGCAGCTTTGGTATGCCATCATTGAGTCTCAGAC 
GGAAACAGGCACCCCGTATATGCTCTACAAAGATTCCTGTAATCGAAAGAGCAACCAGCAGAACCTGGGAACCAT 
CAAATGCAGCAACCTGTGCACAGAAATAGTGGAGTACACCAGCAAAGATGAGGTTGCTGTTTGTAATTTGGCTTC 
CCTGGCCCTGAATATGTATGTCACATCAGAACACACATACGACTTTAAGAAGTTGGCTGAAGTCACTAAAGTCGT 
TGTCCGAAACTTGAATAAAATTATTGATATAAACTACTATCCTGTACCAGAGGCATGCCTATCAAATAAACGCCA 
TCGCCCCATTGGAATTGGGGTACAAGGTCTGGCAGATGCTTTTATCCTGATGAGATACCCTTTTGAGAGTGCAGA 
AGCCCAGTTACTGAATAAGCAGATCTTTGAAACTATTTATTATGGTGCTCTGGAAGCCAGCTGTGACCTTGCCAA 
GGAGCAGGGCCCATACGAAACCTATGAGGGCTCTCCAGTTAGCAAAGGAATTCTTCAGTATGATATGTGGAATGT 
TACXCCTACAGACCXATGGGACXGGAAGGXXCXCAAGGAGAAGAXXGCAAAGXATGGXAXAAGAAACAGXXXACX 
TATTGCCCCGATGCCTACAGCTTCCACTGCTCAGATCCTGGGGAATAATGAGTCCATTGAACCTTACACCAGCAA 
CATCTATACTCGCAGAGTCTTGXCAGGAGAATTTCAGATTGTAAATCCTCACTTATTGAAAGATCTTACCGAGCG 
GGGCCTATGGCATGAAGAGATGAAAAACCAGATTATTGCATGCAATGGCTCTATTCAGAGCATACCAGAAATTCC 
TGAXGACCTGAAGCAACTTTATAAAACTGTGTGGGAAATCTCTCAGAAAACTGTTCTCAAGATGGCAGCTGAGAG 
AGGXGCXTXCAXTGAXCAAAGCCAAXCXXTGAACATCCACATTGCXGAGCCXAACXAXGGCAAACXCACXAGXAT 
GCACXXCXACGGCXGGAAGCAGGGXXXGAAGACXGGGAXGXAXXAXTTAAGGACAAGACCAGCAGCXAATCCAAT 
CCAGXXCACXC XAAAXAAGGAGAAGC XAAAAGAXAAAGAAAAGGTAXCAAAAGAGGAAGAAGAGAAGGAGAGGAA 
CACAGCAGCCAXGGXGTGCXCXXXGGAGAAXAGAGATGAATGXCTGATGTGTGGAXCC TGAG GAAAGACXXGGAA 
GAGACCAGCAXGXCXXCAGTAGCCAAACXACXXCXXGAGCAXAGAXAGGXAXAGXGGGXTXGCXXGAGGXGGXAA 
GGCXTXGCTGGACCCXGXXGCAGGCAAAAGGAGTAATXGAXTTAAAGTACXGXTAAXGAXGXXAAXGAXXXXXXX 
XTAAACXCAXAXAXXGGGAXXXXCACCAAAAXAAXGCXXXXGAAAAAAAGAAAAAAAAAACGGAXAXAXXGAGAA 
TCAAAGXAGAAGXXTTAGGAAXGCAAAAXAAGTCAXCXXGCAXACAGGGAGXGGXXAAGXAAGGXXXCATCACCC 
AXXTAGCAXGCTXXXCTGAAGACXXCAGXTXXGXXAAGGAGAXXXAGXTXXACXGCXXXGACXGGTGGGTCXCXA 
GAAGCAAAACXGAGXGAXAACXCATGAGAAGXACXGAXAGGACCXXXAXCXGGAXAXGGXCCXAXAGGXXAXXCX 
GAAAXAAAGAXAAACAXXXCTAAGXGAAAAAAAAAAAAAAAA 
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FIGURE 125 

MHVIKRDGRQERVMFDKITSRIQKLCYGLNMDFVDPAQITMKVIQGLYSGVTTVELDTLAAETAATLTTKHPDYA 
ILAARIAVSNLHKETKKVFSDVMEDLYNYINPHNGKHSPMVAKSTLDIVLANKDRLNSAIIYDRDFSYNYFGFKT 
LERSYLLKINGKVAERPQHMLMRVSVGIHKEDIDAAIETYNLLSERWFTHASPTLFNAGTNRPQLSSCFLLSMKD 
DSIEGIYDTLKQCALISKSAGGIGVAVSCIRATGSYIAGTNGNSNGLVPMLRVYNNTARYVDQGGNKRPGAFAIY 
LEPWHLDIFEFLDLKKNTGKEEQRARDLFFALWIPDLFMKRVETNQDWSLMCPNECPGLDEVWGEEFEKLYASYE 
KQGRVRKWKAQQLWYAIIESQTETGTPYMLYKDSCNRKSNQQNLGTIKCSNLCTEIVEYTSKDEVAVCNLASLA 
LNMYVTSEHTYDFKKLAEVTKVWRNLNKIIDINYYPVPEACLSNKRHRPIGIGVQGLADAFILMRYPFESAEAQ 
LLNKQIFETIYYGALEASCDLAKEQGPYETYEGSPVSKGILQYDMWNVTPTDLWDWKVLKEKIAKYGIRNSLLIA 
PMPTASTAQILGNNESIEPYTSNIYTRRVLSGEFQIVNPHLLKDLTERGLWHEEMKNQIIACNGSIQSIPEIPDD 
LKQLYKTVWEISQKTVLKMAAERGAFIDQSQSLNIHIAEPNYGKLTSMHFYGWKQGLKTGMYYLRTRPAANPIQF 
TLNKEKLKDKEKVSKEEEEKERNTAAMVCSLENRDECLMCGS 
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FIGURE 126 

TCTGGGCGCGCGCGACGTCAGTTTGAGTTCTGTGTTCTCCCCGCCCGTGTCCCGCCCGACCCGCGCCCGCGATGC 
TGGCGCTGCGCTGCGGCTCCCGCTGGCTCGGCCTGCTCTCCGTCCCGCGCTCCGTGCCGCTGCGCCTCCCCGCGG 
CCCGCGCCTGCAGCAAGGGCTCCGGCGACCCGTCCTCTTCCTCCTCCTCCGGGAACCCGCTCGTGTACCTGGACG 
TGGACGCCAACGGGAAGCCGCTCGGCCGCGTGGTGCTGGAGCTGAAGGCAGATGTCGTCCCAAAGACAGCTGAGA 
ACTTCAGAGCCCTGTGCACTGGTGAGAAGGGCTTCGGCTACAAAGGCTCCACCTTCCACAGGGTGATCCCTTCCT 
TCATGTGCCAGGCGGGCGACTTCACCAACCACAATGGCACAGGCGGGAAGTCCATCTACGGAAGCCGCTTTCCTG 
ACGAGAACTTTACACTGAAGCACGTGGGGCCAGGTGTCCTGTCCATGGCTAATGCTGGTCCTAACACCAACGGCT 
CCCAGTTCTTCATCTGCACCATAAAGACAGAGTGGTTGGATGGCAAGCATGTTGTGTTCGGTCACGTCAAAGAGG 
GCATGGACGTCGTGAAGAAAATAGAATCTTTCGGCTCTAAGAGTGGGAGGACATCCAAGAAGATTGTCATCACAG 
ACTGTGGCCAGTTGAGCTAATCTGTGGCCAGGGTGCTGGCATGGTGGCAGCTGCAAATGTCCATGCACCCAGGTG 
GCCGCGTTGGGCTGTCAGCCAAGGTGCCTGAAACGATACGTGTGCCCACTCCACTGTCACAGTGTGCCTGAGGAA 
GGCTGCTAGGGATGTTAGACCTCGGCCAGGACCCACCACATTGCTTCCTAATACCCACCCTTCCTCACGACCTCA 
TTTCTGGGCATCTTTGTGGACATGATGTCACCCACCCCTTGTCAAGCATTGCCTGTGATTGCCCAGCCCAGATTC 
ATCTGTGCCTTGGACATGGTGATGGTGATGGGTTGCCATCCAAGTGAAAGTCTTTTCCTTGACCAAGGGGGACAG 
TCAGTTTTGCAAAAGGACTCTAATACCTGTTTAATATTGTCTTCCTAATTGGGATAATTTAATTAACAAGATTGA 
CTAGAAGTGAAACTGCAACACTAACTTCCCCGTGCTGTGGTGTGACCTGAGTTGGTGACACAGGCCACAGACCCC 
AGAGCTTGGCTTTTGAAACACAACTCAGGGCTTTTGTGAAGGTTCCCCCGCTGAGATCTTTCCTCCTGGTTACTG 
TGAAGCCTGTTGGTTTGCTGCTGTCGTTTTTGAGGAGGGCCCATGGGGGTAGGAGCAGTTGAACCTGGGAACAAA 
CCTCACTTGAGCTGTGCCTAGACAATGTGAATTCCTGTGTXGCTAACAGAAGTGGCCTGTAAGCTCCTGTGCTCC 
GGAGGGAAGCATTTCCTGGTAGGCTTTGATTTTTCTGTGTGTTAAAGAAATTCAATCTACTCATGATGTGTTATG 
CATAAAACATTTCTGGAACATGGATTTGTGTTCACCTTAAATGTGAAAATAAATCCTATTTTCTATGGAAAAAAA 
AAAAAAAAAAAAAAAA 
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FIGURE 127 

MLALRCGSRWLGLLSVPRSVPLRLPAARACSKGSGDPSSSSSSGNPLVYLDVDANGKPLGRVVLELKADVVPKTA 
ENFRALCTGEKGFGYKGSTFHRVIPSFMCQAGDFTNHNGTGGKSIYGSRFPDENFTLKHVGPGVLSMANAGPNTN 
GSQFFICTIKTDWLDGKHWFGHVKEGMDWKKIESFGSKSGRTSKKIVITDCGQLS 
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FIGURE 128 

TCTGGGCGCGCGCGACGTCAGTTTGAGTTCTGTGTTCTCCCCGCCCGTGTCCCGCCCGACCCGCGCCCGCGATGC 
TGGCGCTGCGCTGCGGCTCCCGCTGGCTCGGCCTGCTCTCCGTCCCGCGCTCCGTGCCGCTGCGCCTCCCCGCGG 
CCCGCGCCTGCAGCAAGGGCTCCGGCGACCCGTCCTCTTCCTCCTCCTCCGGGAACCCGCTCGTGTACCTGGACG 
TGGACGCCAACGGGAAGCCGCTCGGCCGCGTGGTGCTGGAGCTGAAGGCAGATGTCGTCCCAAAGACAGCTGAGA 
ACTTCAGAGCCCTGTGCACTGGTGAGAAGGGCTTCGGCTACAAAGGCTCCACCTTCCACAGGGTGATCCCTTCCT 
TCATGTGCCAGGCGGGCGACTTCACCAACCACAATGGCACAGGCGGGAAGTCCATCTACGGAAGCCGCTTTCCTG 
ACGAGAACTTTACACTGAAGCACGTGGGGCCAGGTGTCCTGTCCATGGCTAATGCTGGTCCTAACACCAACGGCT 
CCCAGTTCTTCATCTGCACCATAAAGACAGACTGGTTGGATGGCAAGCATGTTGTGTTCGGTCACGTCAAAGAGG 
GCATGGACGTCGTGAAGAAAATAGAATCTTTCGGCTCTAAGAGTGGGAGGACATCCAAGAAGATTGTCATCACAG 
ACTGTGGCCAGTTGAGC TAAT CTGTGGCCAGGGTGCTGGCATGGTGGCAGCTGCAAATGTCCATGCACCCAGGTG 
GCCGCGTTGGGCTGTCAGCCAAGGTGCCTGAAACGATACGTGTGCCCACTCCACTGTCACAGTGTGCCTGAGGAA 
GGCTGCTAGGGATGTTAGACCTCGGCCAGGACCCACCACATTGCTTCCTAATACCCACCCTTCCTCACGACCTCA 
TTTCTGGGCATCTTTGTGGACATGATGTCACCCACCCCTTGTCAAGCATTGCCTGTGATTGCCCAGCCCAGATTC 
ATCTGTGCCTTGGACATGGTGATGGTGATGGGTTGCCATCCAAGTGAAAGTCTTTTCCTTGACCAAGGGGGACAG 
TCAGTTTTGCAAAAGGACTCTAATACCTGTTTAATATTGTCTTCCTAATTGGGATAATTTAATTAACAAGATTGA 
CTAGAAGTGAAACTGCAACACTAACTTCCCCGTGCTGTGGTGTGACCTGAGTTGGTGACACAGGCCACAGACCCC 
AGAGCTTGGCTTTTGAAACACAACTCAGGGCTTTTGTGAAGGTTCCCCCGCTGAGATCTTTCCTCCTGGTTACTG 
TGAAGCCTGTTGGTTTGCTGCTGTCGTTTTTGAGGAGGGCCCATGGGGGTAGGAGCAGTTGAACCTGGGAACAAA 
CCTCACTTGAGCTGTGCCTAGACAATGTGAATTCCTGTGTTGCTAACAGAAGTGGCCTGTAAGCTCCTGTGCTCC 
GGAGGGAAGCATTTCCTGGTAGGCTTTGATTTTTCTGTGTGTTAAAGAAATTCAATCTACTCATGATGTGTTATG 
CATAAAACATTTCTGGAACATGGATTTGTGTTCACCTTAAATGTGAAAATAAATCCTATTTTCTATGGAAAAAAA 
AAAAAAAAAAAAAAAA 
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FIGURE 129 

MLALRCGSRWLGLLSVPRSVPLRLPAARACSKGSGDPSSSSSSGNPLVYLDVDANGKPLGRWLELKADWPKTA 
ENFRALCTGEKGFGYKGSTFHRVIPSFMCQAGDFTNHNGTGGKSIYGSRFPDENFTLKHVGPGVLSMANAGPNTN 
GSQFFICTIKTDWLDGKHWFGHVKEGMDWKKIESFGSKSGRTSKKIVITDCGQLS 
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FIGURE 130 

CGGCGGAGCTGGTCCCGTTGTGCTGCGGCGCCGCGCGGCCTGCAGTCCCGGGCCCGCGCCCCGCGCCGCCCGCCC 
GCCCGCCATGGAGCCCGGCCCCGACGGCCCCGCCGCCTCCGGCCCCGCCGCCATCCGCGAGGGCTGGTTCCGCGA 
GACCTGCAGCCTGTGGCCCGGCCAGGCCCTGTCGCTGCAGGTGGAGCAGCTGCTCCACCACCGGCGCTCGCGCTA 
CCAGGACATCCTCGTCTTCCGCAGTAAGACCTATGGCAACGXGCTGGTGTTGGACGGTGTCATCCAGTGCACGGA 
GAGAGACGAGTTCTCCTACCAGGAGATGATCGCCAACCTGCCTCTCTGCAGCCACCCCAACCCGCGAAAGGTGCT 
GATCATCGGGGGCGGAGATGGAGGTGTCCTGCGGGAGGTGGTGAAGCACCCCTCCGTGGAGTCCGTGGTCCAGTG 
TGAGATCGACGAGGATGTCATCCAAGTCTCCAAGAAGTTCCTGCCAGGCATGGCCATTGGCTACTCTAGCTCGAA 
GGTGACCCTACATGTGGGTGACGGTTTTGAGTTCATGAAACAGAATCAGGATGCCTTCGACGTGATCATCACTGA 
CTCCTCAGACCCCATGGGCCCCGCCGAAAGTCTCTTCAAGGAGTCCTATTACCAGCTCATGAAGACAGCCCTCAA 
GGAAGATGGTGTCCTCTGCTGCCAGGGCGAGTGCGAGTGGCTGCACCTGGACCTCATCAAGGAGATGCGGCAGTT 
CTGCCAGTCCCTGTTCCCCGTGGTGGCCTATGCCTACTGCACCATCCCCACCTACCCCAGCGGCCAGATCGGCTT 
CATGCXGTGCAGCAAGAACCCGAGCACGAACTTCCAGGAGCCGGTGCAGCCGCTGACACAGCAGCAGGTGGCGCA 
GATGCAGCTGAAGTACTACAACTCCGACGTGCACCGCGCCGCCTTTGTGCTGCCCGAGTTTGCCCGCAAGGCCCr 
GAATGATGTGAGCTGAGCCCAGGCGCCACCACTGATGCCACCCAGGACCrCGGACCTTGGAGCCTGCGGGGTGCC 
TCGGCCCCTCCAGCCCCGGGCCGGACCTCCTGCTGGCTCTCGCCCACCAACCAAGTGTTACAAGCCCCAGAATGC 
TGCCCGGCCTGCCCTGCTGGGCGGACTGTCTGTGTGTCTGTCTCTCTGGCGTTCCACCTCCAAGCCTATACCAGC 
TGTGTACAGCGCCATCTCTCTGCCTTCTGTTGCCCCCG 
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FIGURE 131 

MEPGPDGPAASGPAAIREGWFRETCSLWPGQALSLQVEQLLHHRRSRYQDILVFRSKTYGNVLVLDGVIQCTERD 
EFSYQEMIANLPLCSHPNPRKVLIIGGGDGGVLREVVKHPSVESWQCEIDEDVIQVSKKFLPGMAIGYSSSKVT 
LHVGDGFEFMKQNQDAFDVIITDSSDPMGPAESLFKESYYQLMKTALKEDGVLCCQGECEWLHLDLIKEMRQFCQ 
SLFPWAYAYCTIPTYPSGQIGFMLCSKNPSTNFQEPVQPLTQQQVAQMQLKYYNSDVHRAAFVLPEFARKALND 
VS 
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FIGURE 132 

gcgctccgggcctggaatccctacgcgtccctttgggtttagcacgatffilgctcaatcggcactgggtatgacct 
gtcagcctctacattctctcctgacggaagagtttttcaagttgaatatgctatgaaggctgtggaaaatagtag 
tacagctattggaatcagatgcaaagatggtgttgtctttggggtagaaaaattagtcctttctaaactttatga 
agaaggttccaacaaaagactttttaatgttgatcggcatgttggaatggcagtagcaggtttgttggcagatgc 
tcgttctttagcagacatagcaagagaagaagcttccaacttcagatctaactttggctacaacattccactaaa 
acatcttgcagacagagtggccatgtatgtgcatgcatatacactctacagtgctgttagaccttttggctgcag 
tttcatgttagggtcttacagtgtgaatgacggtgcgcaactctacatgattgacccatcaggtgtttcatacgg 
ttattggggctgtgccatcggcaaagccaggcaagctgcaaagacggaaatagagaagcttcagatgaaagaaat 
gacctgccgtgatatcgttaaagaagttgcaaaaataatttacatagtacatgacgaagttaaggataaagcttt 
tgaactagaactcagctgggttggtgaattaactaatggaagacatgaaattgttccaaaagatataagagaaga 
agcagagaaatatgctaaggaatctctgaaggaagaagatgaatcagatgatgataatatgtam:atttactcca 
gcatctattgtattttaaatttctactccagtccaatgtaactatttagccctggattatacatactgtccaatt 
ttcattaaatttttgtcttataactataaaaaaaaaaaaaaaaaaaaaa 
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FIGURE 133 

MSSIGTGYDLSASTFSPDGRWQVEYAMKAVENSSTAIGIRCKDGVVFGVEKLVLSKLYEEGSNKRLFNVDRHVG 
MAVAGLLADARSIjADIAREEASNFRSNFGYNIPLKHLADRVAMYVHAYTLYSAVRPFGCSFMLGSYSVNDGAQLY 
MIDPSGVSYGYWGCAIGKARQAAKTEIEKLQMKEMTCRDIVKEVAKIIYIVHDEVKDKAFELELSWVGELTNGRH 
EIVPKDIREEAEKYAKESLKEEDESDDDNM 
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FIGURE 134 

CGGCACGAGGCGACIXXGGIGGAGGXAGIICIXIGGCAGCGGGCMGSCGGGIACCGIGGXGCIGGACGAXGIGG 

AGCTGCGGGAGGCTCAGAGAGATTACCTGGACTTCCTGGACGACGAGGAAGACCAGGGAATTTATCAGAGCAAAG 

TTCGGGAGCTGATCAGTGACAACCAATACCGGCTGATTGTCAATGTGAATGACCTGCGCAGGAAAAACGAGAAGA 

GGGCXAACCGGCXXCIGAACAAXGCCXIXGAGGAGCIGGXXGCCIXCCAGCGGGCCXIAAAGGAXXXXGXGGCCI 

CCAIIGAXGCIACCIAIGCCAAGCAGXAXGAGGAGXICIACGXAGGACXGGAAGGCAGCXIXGGCXCCAAGCACG 

TCXCCCCGCGGACICIIACCICCXGCIXCCXCAGCXGXGXGGICXGXGXGGAGGGCAXIGICACXAAAXGIXCXC 

TAGTTCGTCCCAAAGTCGTCCGCAGTGTCCACTACTGTCCTGCTACTAAGAAGACCATAGAGCGACGTTATTCTG 

AICXCACCACCCXGGXGGCCIIXCCCXCCAGCICIGXCXAICCIACCAAGGAIGAGGAGAACAAICCCCXIGAGA 

CAGAATATGGCCTTTCTGTCTACAAGGATCACCAGACCATCACCATCCAGGAGATGCCGGAGAAGGCCCCAGCCG 

GCCAGCTCCCCCGCTCTGTGGACGTCATTCTGGATGATGACTTGGTGGATAAAGCGAAGCCTGGTGACCGGGTTC 

AGGTGGTGGGAACCTACCGTTGCCTTCCTGGAAAGAAGGGAGGCTACACCTCTGGGACCTTCAGGACTGTCCTGA 

TTGCCTGTAATGTTAAGCAGATGAGCAAGGATGCTCAGCCCTCTTTCTCTGCTGAGGATATAGCCAAGATCAAGA 

AGTTCAGTAAAACCCGATCCAAGGATATCTTTGACCAGCTGGCCAAGTCATTGGCCCCAAGTATCCATGGGCATG 

ACTATGTCAAGAAAGCAATCCTCTGCTTGCTCTTGGGAGGGGTGGAACGAGACCTAGAAAATGGCAGCCACATCC 

GTGGGGACATCAATATTCTTCTAATAGGAGACCCATCCGTTGCCAAGTCTCAGCTTCTGCGGTATGTGCTXTGCA 

CTGCACCCCGAGCTAXCCCCACCACTGGCCGGGGCTCCTCXGGAGTGGGTCTGACGGCTGCTGTCACCACAGACC 

AGGAAACAGGAGAGCGCCGXCXGGAAGCAGGGGCCAXGGXCCIGGCIGACCGAGGCGIGGIIXGCAIXGAXGAAX 

IIGACAAAAXGXCXGACAXGGAXCGCACAGCCAXCCAXGAAGIGAXGGAGCAGGGICGAGXGACCAIIGCCAAGG 

CIGGCAXCCAXGCICGGCXGAAXGCCCGCIGCAGIGIIIXGGCAGCXGCCAACCCXGXCIACGGCAGGIAXGACC 

AGIAXAAGACICCAAIGGAGAACAXIGGGCIACAGGACXCACIGCIGXCACGAIIXGACXIGCICXXCAXCAXGC 

IGGAXCAGAIGGAXCCIGAGCAGGAICGGGAGAICXCAGACCAXGXCCIXCGGAIGCACCGXXACAGAGCACCXG 

GGGAGCAGGAIGGCGAXGCXAXGCCCIIGGGIAGXGCXGXGGAIAICCIGGCCACAGAXGAXCCCAACIIIAGCC 

AGGAAGAXCAGCAGGACACCCAGAXIIAIGAGAAGCAIGACAACCIXCXACAIGGGACCAAGAAGAAAAAGGAGA 

AGAIGGIGAGIGCAGCAIXCAIGAAGAAGXACAXCCAIGXGGCCAAAAICAXCAAGCCXGICCIGACACAGGAGX 

CGGCCACCIACAIXGCAGAAGAGIAXXCACGCCXGCGCAGCCAGGAXAGCAXGAGCXCAGACACCGCCAGGACAX 

CTCCAGXTACAGCCCGAACACXGGAAACXCXGAXXCGACIGGCCACAGCCCAIGCGAAGGCCCGCAXGAGCAAGA 

CXGXGGACCXGCAGGAXGCAGAGGAAGCXGXGGAGXIGGICCAGXAXGCXXACXIXAAGAAGGIICXGGAGAAGG 

AGAAGAAACGIAAGAAGCGAAGXGAGGAXGAAXCAGAGACAGAAGAIGAAGAGGAGAAAAGCCAAGAGGACCAGG 

AGCAGAAGAGGAAGAGAAGGAAGACICGCCAGCCAGAXGCCAAAGAIGGGGAIXCAXACGACCCCXAIGACXXCA 

GXGACACAGAGGAGGAAAXGCCICAAGXACACACICCAAAGACGGCAGACXCACAGGAGACCAAGGAAXCCCAGA 

AAGXGGAGIIGAGIGAAXCCAGGIIGAAGGCAXICAAGGXGGCCCXCXIGGAIGIGTICCGGGAAGCICAIGCGC 

AGXCAAXCGGCAIGAAXCGCCICACAGAAXCCAXCAACCGGGACAGCGAAGAGCCCXXCXCXXCAGXIGAGAXCC 

AGGCIGCICXGAGCAAGAXGCAGGAIGACAAICAGGICAXGGXGICXGAGGGCAXCAXCXICCXCAICTGAGGAG 

GCCXCGICXCIGAACIXGGGIIGIGCCGAGAGAGIXIGIICIGIGXXICCCACCCXCXCCCXGACCCAAGICXII 

GCCXCIACICCCIIAACAGIGXXGAAIICAACXGAAGGCGAGGAAXGIIGGXGAIGAAGCIGAGXXCAGGACICG 

GXGGACCCXIIGGGAAIGGGXCAIGAAAGCIGCCAXGGGGIGAGGAAAGAGGAGACAGIGGGAGAGGACAAXGAC 

XAIXGCAICIXCAXXGCAAAAGCACXGGCICAXCCGCCCXACXXCCCAICCCACACAAACCCAAXXGIAAAIAAC 

AXAXGACIICXGAGIACXXIXGGGGGCACAACrGXIIICIGIXXGCXGXXIIXIIGXIXIGIIIIXIXICICCAG 

AGCACXXXGGICIAGACXAGGCIIXGGGXGGIXCCAAXIGGXGGAGAGAAGCICXGAGGCACGXCAIGCAGGICA 

AGAAAGCIIICXIXGCAGIAGCACCAGXXAAGGXGAAXAIGIAXXGIAICACAAAACAAACCCAAXAICCAGAXG 

AAXAXCCGAGAXGXXGAAXAAACIXAGCCAIIICGXACAAAAAAAGGGGGGCCCGGIAAAC 
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FIGURE 135 

MAGTVVLDDVELREAQRDYLDFLDDEEDQGIYQSKVRELISDNQYRLIVN^ 

FQRALKDFVASIDATYAKQYEEFYVGLEGSFGSKHVSPRTLTSCFLSCWCVEGIVTKCSLVRPKWRSVHYCPA 
TKKTIERRYSDLTTLVAFPSSSVYPTKDEENNPLETEYGLSVYKDHQTITIQEMPEKAPAGQLPRSVDVILDDDL 
VDKAKPGDRVQWGTYRCLPGKKGGYTSGTFRTVLIACNVKQMSKDAQPSFSAEDIAKIKKFSKTRSKDIFDQLA 
KSLAPSIHGHDYVKKAILCLLLGGVERDLENGSHIRGDINILLIGDPSVAKSQLLRYVLCTAPRAIPTTGRGSSG 
VGLTAAVTTDQETGERRLEAGAMVLADRGVVCIDEFDKMSDMDRTAIHEVMEQGRVTIAKAGIHARLNARCSVXiA 
AANPVYGRYDQYKTPMENIGLQDSLLSRFDLLFIMLDQMDPEQDREISDHVLRMHRYRAPGEQDGDAMPLGSAVD 
ILATDDPNFSQEDQQDTQIYEKHDNLLHGTKKKKEKMVSAAFMKKYIHVAKIIKPVLTQESATYIAEEYSRLRSQ 
DSMSSDTARTSPVTARTLETLIRLATAHAKARMSKTVDLQDAEEAVELVQYAYFKKVLEKEKKRKKRSEDESETE 
DEEEKSQEDQEQKRKRRKTRQPDAKDGDSYDPYDFSDTEEEMPQVHTPKTADSQETKESQKVELSESRLKAFKVA 
LLDVFRE AHAQS I GMNRLTE S INRD S EEP F S S VE I Q AAL S KMQD DNQVMVS EG 1 1 FL I 
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FIGURE 136 

TGCTGCGAACCACGTGGGTCCCGGGCGCGTTTCGGGTGCTGGCGGCTGCAGCCGGAGTTCAAACCTAAGCAGCTG 
GAAGGAACCATGGCCAACTGTGAGCGTACCTTCATTGCGATCAAACCAGATGGGGTCCAGCGGGGTCTTGTGGGA 
GAGATTAXCAAGCGTTTTGAGCAGAAAGGATTCCGCCTTGTTGGTCTGAAATTCATGCAAGCTTCCGAAGATCTT 
CTCAAGGAACACTACGTTGACCTGAAGGACCGTCCATTCTTTGCCGGCCTGGTGAAATACATGCACTCAGGGCCG 
GTAGTTGCCATGGTCTGGGAGGGGCTGAATGTGGTGAAGACGGGCCGAGTCATGCTCGGGGAGACCAACCCTGCA 
GACTCCAAGCCTGGGACCATCCGTGGAGACTTCTGCATACAAGTTGGCAGGAACATTATACATGGCAGTGATTCT 
GTGGAGAGTGCAGAGAAGGAGATCGGCTTGTGGTTTCACCCTGAGGAACTGGTAGATTACACGAGCTGTGCTCAG 
AACTGGATCTATGAATGACAGGAGGGCAGACCACATTGCTTTTCACATCCATTTCCCCTCCTTCCCATGGGCAGA 
GG AC CAGGCTGTAGGAAATCTAGXT ATT TACAGGAACTTCATC AT AATTTGGAGGGAAGCTCTTGGAGCTGT GAG 
TTCTCCCTGTACAGTGTTACCATCCCCGACCATCTGATTAAAATGCTTCCTCCCAGC 
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FIGURE 137 

MANCERXFIAIKPDGVQRGLVGEIIKRFEQKGFRLVGLKFMQASEDLLKEHYVDLKDRPFFAGLVKYMHSGPWA 

MWEGLNVVKTGRVMLGETNPADSKPGTIRGDFCIQVGRNIIHGSDSVESAEKEIGLWFHPEELVDYTSCAQNWI 
YE 
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FIGURE 138A 

GGCICAXAGAGCXGAACAGIIGCAGGAIGCGGAGGAGGAAAAAGAXGAIXCAAAIGAAGAAGAAAACAAAGACAG 

CCTTGTAGATGATGAAGAAGAGAAAGAAGATCTTGGCGATGAGGATGAAGCAGAGGAAGAAGAGGAGGAGGACAA 

CXIGGCIGCIGGXGXGGAIGAGGAGAGAAGXGAGGCCAAXGAXCAGGGGCCCCCAGGAGAGGACGGIGIGACCCG 

GGAGGAAGTAGAGCCTGAGGAGGCTGAAGAAGGCATCTCTGAGCAACCCTGCCCAGCTGACACAGAGGTGGTGGA 

AGACTCCTTGAGGCAGCGTAAAAGTCAGCATGCTGACAAGGGACTGTAGATTTAATGATGCGTTTTCAAGAATAC 

ACACCAAAACAATATGTCAGCTTCCCXTTGGCCTGCAGTTTGTACCAAATCCTTAATTTTTCCTGAATGAGCAAG 

CXICXCIXAAAAGAXGCICICIAGXCAXIXGGICXCAXGGCAGXAAGCCICAXGXAXACXAAGGAGAGXCXICCA 

GGTGTGACAATCAGGATATAGAAAAACAAACGXAGTGTTGGGATCTGTXTGGAGACTGGGATGGGAACAAGTTCA 

TTTACTTAGGGGTCAGAGAGTCTCGACCAGAGGAGGCCATTCCCAGTCCTAATCAGCACCTTCCAGAGACAAGGC 

TGCAGGCCCTGTGAAATGAAAGCCAAGCAGGAGCCTTGGCTCCTGAGCATCCCCAAAGTGTAACGTAGAAGCCTT 

GCATCCTTTTCTTGTGTAAAGTATTTATTTTTGTCAAATTGCAGGAAACATCAGGCACCACAGTGCATGAAAAAT 

CTTTCACAGCTAGAAATTGAAAGGGCCTTGGGTATAGAGAGCAGCXCAGAAGTCATCCCAGCCCTCTGAATCTCC 

XGIGCIAXGXXXXAXIICXIACCXIXAAXIIXICCAGCAXXXCCACCAXGGGCAXXCAGGCXCICCACACXCIXC 

ACTATTATCTCTTGGTCAGAGGACTCCAATAACAGCCAGGTTTACATGAACTGTGTTTGTTCATTCTGACCTAAG 

GGGXIIAGAXAAXCAGIAACCAXAACCCCIGAAGCIGIGACXGCCAAACAICICAAAXGAAAIGXIGXGGCCAXC 

AGAGACTCAAAAGGAAGTAAGGATTTTACAAGACAGATTAAAAAAAAATGGTTTrGTCCAAAATATAGTTGTTGT 

TGAIIIIXXIXXAAGXXXICXAAGCAAXAXXXXXCAAGCCAGAAGXCCXCIAAGICXIGCCAGIACAAGGXAGIC 

TTGTGAAGAAAAGTTGAATACTGTTXTGTTTTCATCTCAAGGGGTTCCCTGGGTCTTGAACTACTTXAATAATAA 

CXAAAAAACCACXICXGAXXIXCCIXCAGIGAIGXGCIXXIGGXGAAAGAAIXAAXGAACICCAGXACCIGAAAG 

TGAAAGAIXXGAIXXXGXIXCCAICXXCIGXAAXCXXCCAAAGAAIXAXAICXXIGIAAAICICXCAAIACXCAA 

CCTACTGTAAGTACCCAGGGAGGCTAATTTCCTTAAAAAAAAAAAATCTATCCATCTACTTCTCTCTTACCTGAT 

TrATGTGTXAGAATAAATTCATGAAATTCGATTCCAAGCATACGAAAGATGCCTAAAGTTGATTCTATGCTCCTT 

AGATCCAGACAGAATAATGAGTACAGGTTTATGAAATTCTAAAAGTTTCTGTCGTCTTTAAAAAGGAACGTGCAG 

TATATTTCTAXCTGGCTGTTTAGATAACCCXTTCCTTGTATTAATTGTGAGCACGGAGCTCACTGGTGGGGGAGG 

TTCTGAAACTCTCTGCCCTCCTGTGGTTGAATGAAGATGTTGCAAGACTTGCACAAAGGAGGTXATTCXTCTGAC 

AGCATCAACTTTTAGAGATGGTTCTTTTTCATCTTTCCAATTCAGTTACTTGACAGTCTCCTTCCCCAGTATGCT 

GAAGTTTGTTAAGAGTCACCAGTAATTGTGCTTTTCAGACAGTAGTGCAGCTTCAAAATCGAGGCCATCACTGGG 

CTGATGGGCTGGGAGAACCTTGCCATGTGCCTGCCTGTTTCCTGCCCCCTTAGTCACTGCCCAXTTCCTGCCCCC 

TTGGTCGCTGACACACCTTCACCCAAAGTGCCATGGTTCTGATGGTGGCAGTTCCATCTCCCTGACATCAGGAAG 

CTTTTCTCGATCAGAGCAGAGCGGGGCCTGCCTGCCCTCGTGTCACTGGATTTCTTTCTCTTAXAATCAGCTGAA 

ACAGAGTTCTCAAAGAACAGTAAACTCAGGTTCAGAGGTATTATGGAATAAGAATGGTTTCATAGTTTGGCTTTT 

CTATATAATTCCTCCCTCTCAAACTGAAATATTCATTTTTTTAGTGGAGTATTTGACTAGAGAGAAGGTAAGGCA 

GAAATACAGTCTACACTGGCTTTTAAAAATGTAAAGCCAATTTCCAACCGGACCCCAAATAGTACAGGTTGAACA 

TTCCGXTCCAACAATCCAAAACCCCAAATGCTCCAAAATCTTAAACTTTGAGTTCCAGCATTCCGTCAGAAGTGG 

AAAATTTTACACCTGACCTCATTTGACAGGTGGCAGTTACAGTGCAATCAAAACTXTGTTCCATGCCCAAGATTA 

TTAAAAATATTGGATAAAATTACCTTCAAGCTATGTTGTATAAGGTGTATATAAAACAAATGAATTTTGTGTTTA 

GACTTGGGTCTACTCCCAAGATACCTCATTATATATATACAAAAATCCCCAAATCCAAAAACAXTTGAAACACTT 

CTGGTCCCACACATTTTGGATAAGGGATATTTGACCTATATCTAATTATATAATAAGAAAAATGTATTTTCTTTT 

TTTTTTTTTTTTTGAGATGGAGTTTCACTCTTGTXGTCGCCCAGGCTGCAATGGCACAATCTTGGCTTACTACAA 

CCICCGCCXCCCIAGXICAAGGGAXICXCCXGCCXCAGCCICCCAGGIAGCXGGGAXXACAGGCAIGIGCCACCA 

IGCCXGGCXAAIIXIGIAXXXIXAGXAGAGACGGGGIXXCGCCAXGXIGGICAGACXGGXCIIGAACICCIGACC 

ICAGGXGAICCGCCCGCCXCAGCCICCCAACGXGCIGGGAIIACAGGXGXGAGCCACCGXACCXGGCAGAAAAXG 

IACIXICXIXCICAGAAAXACIIXXAAAAAAAAXIGAAGGGXGAGGAGAAAAACAICIIGGAGAAGAGGACCCAI 

IAAAACXIIAAAXAXCIGIGGGAACCAXIXIICCIGAIXIICCCXXIIXXAACAICAIGGCAAAGAIGGGXXIXX 

IXCCAACAAAAIXXAAXXXAAIAXCIXICCACXXGAAGAIIIXAGGXXIGIIIICAAXACIIAAIGAAIAIAAAA 

CXAAAGGAGAAAAGCCAACCXGAAAXAAIXIAAACXIIAIAXGAACAXXTCGAIAAGAGXXIGXGGAXIIIIICI 

GIAGAIAAIAIAIXXGAICCAGAACICAAGXGCAXGGAAACAIGAIIXXGAIIXXIAAAAXCIAAAAAAAAAAAA 

AAXIAAAAICAIGCIICCCXCXAXIGCAGIAICAGXIAIIIAGICACAGAAIGGIAXXXXAXGXAAAXXAAAAXX 
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FIGURE 138B 

AGGXGAAXGCAAXGCAGGXAACXGGXXXXGGAAXGGGAAXGXGCAGXGCXXXAXGXXXGGGGAGXXGGAGCAGGG 
TATCTTTTCATCAATTAGAAGGAAAGTTTGAAACTTCTGATTACCTTTATGTTGGTTTCTCTTATTATTTGTCTC 
TTGCTAGATCTGCTAAACCAACCCAGCTTGCTCAGAGATCTCATATTGAAGCAACATACAGGCAATCCACATCTT 
TCTTTCCCTTTGAAGTATAGTCATTGGATGGGATGAGGGACAGGGCCTGTTGGGTTCACAGGGCCTTGCACTGCA 
TGGGCACATACTTAAAAGCTCTTGTGCATGGAATCCCTGTCTGTTAGCCACAGGCCTCTTTAGCTCTATACATTC 
AAAATAACTACTGTAGTAGAAAATAGATAAGCTTCAGCTGAGTTGGCTTTTGATAGTGGAAAAAAAACAAAATTT 
GACTTTTTATGGCCAAAATTCCTTGTTGACAGCTGTGATGTTCTAATATGATTTGGGAATATGTCAGTCTACAGA 
ACCTGCATCCTGTAAAAACACCTTTGGGGTAGACGATAAAAGTCATTTTTAAGGCAAATACTTACCATGTGACTT 
TTTATTACCAAATGCATCAGTAGTGGAGCTGGTATGTTGTTTCATAGGATGGAAACATTAGAAGTCCAGAGAAAA 
AXAAAXXXXAAAAAAAGGXGGAAAAGXXACGGCAAACCXGAGAXXXCAGCATAAAAXCXXXAGXAXGAAGXGAGA 
GAAAGAAGAGGGAGGCXGGXXCXGXXGCXCGXAXCAATAGGXXAXCXGXGXCCCXCAXCXXGGXGXXACAGXGXX 
ATTTCTGTCAGTATTATGAATATGTGGTTGACCCATCCTGTCAAATGTACCAACATTTTCGAAAGAATTCATTCA 
AATCTCTTATGCCAACAGAAAAGTTCCTTCTTGTTTAATATCTCTTTACCTCAGTCCTACATTTTGATTCTCTGG 
AGGAGAXTXXAGCXXGXCXXAAAAAGCCAAAXXXGGAGXCAXCAAGCCXGCXGAACCXGAXGGGGCAGCXXXXXG 
AACAGCTTTCTGGAAGTAAGAACTTCAGTTGAAAAGCCCTTTGATCGCXTCAGCCCGGGACATGCCCTTCAGATG 
GCXXAXXCXCAGTAAAGCXXXAXGXAGACXGXGACACXGXAXAXGXGXGACXCGXACAACTXXGACGXGXXXCXG 
AAGXGGXTXAAXCGXAXXXGXXAXXAGCXTCXTXGXGGAAAXGCAAXXXXXAXACXAAAAACAXXGCXXAXXXGC 
AATGCAATATGTTATAAATTTGTTGTTTATATTACTGGTATTAGTCTTAGCCTAATGAACCTAATTATTTTTCTT 
TCTGTATTCTTTGCTTCCTCAAATAGCATCTGCAGCAATTGGAATGAGAAATCCAGATATGTGTTTCAAGTAGTA 
CATTGCCTGAATCACAAATCACTTGATCACAGTATTGTATATAATCCCTGATCCTATTTGTTXCATTTTATTGTA 
AAXXCCCAXXXGCAXCAAAACCXAAXGATAGXGAXXGGXAAGXAAAAACAAAXGGXGXAXXGCXXXXCAXACAAG 
XGXXXXCACAAAAGCCAXXXGCCXAGGCAGCAAAAAAXAXXAAXXXGXX 
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FIGURE 139 

CTGAAGATGGCGGCTGCTGTAGGACGGTTGCTCCGAGCGTCGGTTGCCCGACATGTGAGTGCCATTCCTTGGGGC 
ATTTCTGCCACTGCAGCCCTCAGGCCTGCTGCATGTGGAAGAACGAGCTTGACAAATTTATTGTGTTCTGGTTCC 
AGTCAAGCAAAATTATTCAGCACCAGTTCCTCATGCCATGCACCTGCTGTCACCCAGCATGCACCCTATTTTAAG 
GGTACAGCCGTTGTCAATGGAGAGTTCAAAGACCTAAGCCTTGATGACTTTAAGGGGAAATATTTGGTGCTTTTC 
TTCTATCCTTTGGATTTCACCTTTGTGTGTCCTACAGAAATTGTTGCTTTTAGTGACAAAGCTAACGAATTTCAC 
GATGTGAACTGTGAAGTTGTCGCAGTCTCAGTGGATTCCCACTTTAGCCATCTTGCCTGGATAAATACACCAAGA 
AAGAATGGTGGTTTGGGCCACATGAACATCGCACTCTTGTCAGACTTAACTAAGCAGATTTCCCGAGACTACGGT 
GTGCTGTTAGAAGGXTCTGGTCTTGCACTAAGAGGTCTCTTCATAATTGACCCCAATGGAGTCATCAAGCATTTG 
AGCGTCAACGATCTCCCAGTGGGCCGAAGCGTGGAAGAAACCCTCCGCTTGGTGAAGGCGTTCCAGTATGTAGAA 
ACACATGGAGAAGTCTGCCCAGCGAACTGGACACCGGATTCTCCTACGATCAAGCCAAGTCCAGCTGCTTCCAAA 
GAGTACTTTCAGAAGGTAAATCAGTAGATCACCCATGTGTATCTGCACCTTCTCAACTGAGAGAAGAACCACAGT 
TGAAACCTGCTTTTATCATTTTCAAGATGGTTATTTGTAGAAGGCAAGGAACCAATTATGCTTGTATTCATAAGT 
ATTACTCTAAATGTTTTGTTTTTGTAATTCTGGCTAGGACCTTTTAAACATGGTrAGTrGCXAGTACAGGAATCG 
TTTATTGGTAACATCTTGGTGGCTGGCTAGCTAGTTTCTACAGAACATAATTTGCCTCTATAGAAGGCTATTCTT 
AGATCATGTCTCAATGGAAACACTCTTCTTTCTTAGCCTrACTTGAATCTTGCCTATAATAAAGTAGAGCAACAC 
ACATTGAAAGCTTCTGATCAACGGTCCTGAAATTTTCATCTTGAATGTCTTTGTATTAAACTGAATTTTCTTTTA 
AGCXAACAAAGATCATAATTTTCAATGATrAGCCGTGXAACTCCTGCAATGAATGTTTATGTGATTGAAGCAAAT 
GTGAATCGTATTATTTTAAAAAGTGGCAGAGTGACTTAACTGATCATGCATGATCCCTCATCCCTGAAATTGAGT 
TTATGTAGTCATTTTACTTATTTTATTCATTAGCTAACTTTGTCTATGTATATTTCTAGATATTGATTAGTGTAA 
TCGATTATAAAGGATATTTATCAAATCCAGGGATTGCATTTTGAAATTATAATTATTTTCTTTGCTGAAGTATTC 
ATTGTAAAACATACAAATAACATATTTAAACAAAAAAAAAAA 



WO 2004/043361 



PCT/US2003/035268 



152/1629 

FIGURE 140 

MAAAVGRLLRASVARHVSAIPWGISATAALRPAACGRTSLTNLLCSGSSQAKLFSTSSSCHAPAVTQHAPYFKGT 

AVVNGEFKDLSLDDFKGKYLVLFFYPLDFTFVCPTEIVAFSDKANEFHDWCEWAVSVDSHFSHLAWINTPRKN 

GGLGHMNIALLSDLTKQISRDYGVLLEGSGLALRGLFIIDPNGVIKHLSVNDLPVGRSVEETLRLVKT^QYVETH 
GEVCPANWTPDSPTIKPSPAASKEYFQKVNQ 
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FIGURE 141 

ACTTGGCCTTACACTCCGCTCGGCTCACCATCTGTCACTCTCGCAGCTGCCACCCGACCATGACCATCCTGCAGG 
CCCCGACCCCGGCCCCCTCCACCATCCCGGGACCCCGGCGGGGCTCCGGTCCTGAGATCTTCACCTTCGACCCTC 
TCCCGGAGCCCGCAGCGGCCCCTGCCGGGCGCCCCAGCGCCTCTCGCGGGCACCGAAAGCGCAGCCGCAGGGTCT 
CTCTACCCTCGAGTGGTGAGTATCGCCGAAGTGGGCATTCGCGGTGTGCGCTGCCCTGGAGTCACTGGGGAACGA 
CCCGACTCCAGAGCCTCGACCTGACCTGTCTCCTGTTTTGTCTCCCCTTAGTCCGGCGCCAGCTGCCAGTCGAGG 
AACCGAACCCAGCCAAAAGGCTTCTCTTTCTGCTGCTCACCATCGTCTTCTGCCAGATCCTGATGGCTGAAGAGG 
GTGTGCCGGCGCCCCTGCCTCCAGAGGACGCCCCTAACGCCGCATCCCTGGCGCCCACCCCTGTGTCCCCCGTCC 
TCGAGCCCTTTAATCTGACTTCGGAGCCCTCGGACTACGCTCTGGACCTCAGCACTTTCCTCCAGCAACACCCGG 
CCGCCTTCTAACTGTGACTCCCCGCACTCCCCAAAAAGAATCCGAAAAACCACAAAGAAACACCAGGCGTACCTG 
GTGCGCGAGAGCGTATCCCCAACTGGGACTTCCGAGGCAACTTGAACTCAGAACACTACAGCGGAGACGCCACCC 
GGTGCTTGAGGCGGGACCGAGGCGCACAGAGACCGAGGCGCATAGAGACCGAGGCACAGCCCAGCTGGGCTAGGC 
CGGTGGGAAGGAGAGCGTCGTTAATTTATTTCTTATTGCTCCTAATTAArArTTATATGXATTTATGTACGTCCT 
CCTAGGTGATGGAGATGTGTACGTAATATTTATTTTAACTTATGCAAGGGTGTGAGArGTTCCCTCTGCTGTAAA 
TGCAGGTCTCTTGGTATTTATTGAGCTTTGTGGGACTGGTGGAAGCAGGACACCTGGAACTGCGGCAAAGTAGGA 
GAAGAAATGGGGAGGACTCGGGTGGGGGAGGACGTCCCGGCTGGGATGAAGTCTGGTGGTGGGTCGTAAGTTTAG 
GAGGrGACTGCATCCTCCAGCATCTCAACTCCGTCTGTCTACTGTGTGAGACTTCGGCGGACCATTAGGAATGAG 
ATCCGTGAGATCCXTCCATCTTCTTGAAGTCGCCTTXAGGGTGGCTGCGAGGTAGAGGGTTGGGGGTTGGTGGGC 
TGTCACGGAGCGACTGTCGAGATCGCCTAGTATGTTCTGTGAACACAAATAAAATTGATTTACTGTCTGC 
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FIGURE 142 

MCHSRSCHPTMTILQAPTPAPSTIPGPRRGSGPEIFTFDPLPEPAAAPAGRPSASRGHRKRSRRVSLPSSGEYRR 
SGHSRCALPWSHWGTTRLQSLDLTCLLFCLPLVRRQLPVEEPNPAKRLLFLLLTIVFCQILMAEEGVPAPLPPED 
APNAASLAPTPVSPVLEPFNLTSEPSDYALDLSTFLQQHPAAF 
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FIGURE 143A 

ATGGCAGAAGGTGTGAATGAGCCTTGTTTCCCGGGGGACTGTGGCATATTTGTCACTAAAGTGGACAAAGGAAGC 
ATTGCTGATGGCCGCTTAAGGGTCAATGACTGGCTGCTGAGAATCAACGATGTGGACCTCATCAACAAGGACAAG 
AAGCAGGCCATCAAGGCGCTCCTCAATGGGGAGGGGGCCATCAACATGGTCGTGCGGCGGAGGAAGTCCCTGGGT 
GGGAAGGTGGTCACGCCGCTGCACATCAACCTCAGTGGACAGAAAGACAGTGGCATCAGTCTGGAGAATGGAGTG 
TATGCTGCCGCTGTGCTGCCTGGAAGCCCTGCCGCTAAAGAAGGGTCCCTTGCTGTGGGAGACAGGATCGTTGCG 
ATCAATGGCATTGCACTGGACAACAAGTCTCTGAATGAATGTGAATCTCTGCTGCGGAGCTGCCAGGACTCCCTG 
ACCCTGTCCCTCCTGAAGGTATTCCCTCAGAGCTCCTCGTGGAGTGGCCAGAACATTTTTGAAAATATCAAAGAC 
TCTGATAAGATGCTGAGTTTTCGAGCCCATGGCCCGGAGGTCCAGGCTCATAACAAACGGAACTTGATACAGCAC 
AATAACTCCACGCAGACAGACATCTTCTACACGGACAGGCTGGAAGACAGGAAGGAGCCAGGCCCCCCAGGAGGC 
AGCAGCTCCTTTCTGCATAAGCCATTCCCTGGGGGACCCTTGCAGGTCTGCCCCCAGGCCTGTCCCAGTGCCTCT 
GAGCGTAGCCTGAGCTCCTTCCGCTCAGATGCCTCTGGGGACCGTGGCTTTGGGCTGGTGGACGTGCGTGGCCGG 
CGGCCACTGCTGCCCTTTGAGACCGAGGTGGGCCCCTGTGGGGTTGGGGAGGCCTCCCTGGACAAGGCAGACTCT 
GAAGGCTCCAACAGCGGCGGGACCTGGCCCAAGGCCATGCTCAGCTCCACGGCAGTGCCTGAGAAGCTCTCTGTT 
TATAAAAAGCCAAAGCAAAGAAAGTCCATCTTTGACCCTAACACTTTCAAACGCCCCCAGACACCCCCCAAAATA 
GACTACCTGCTTCCAGGTCCTGGGCCTGCTCACTCTCCCCAGCCCTCCAAGAGGGCGGGGCCTCTGACACCCCCA 
AAACCTCCCAGAAGGAGCGACTCCATTAAGTTCCAGCACAGGCTGGAGACTAGCTCCGAGTCAGAAGCCACTCTG 
GTGGGCAGCTCCCCATCCACTAGTCCCCCGAGCGCCCTGCCCCCTGACGTGGACCCCGGGGAGCCCATGCACGCA 
TCACCCCCTCGCAAGGCCAGGGTCCGCATTGCTTCCAGCTACTACCCTGAAGGAGATGGGGACTCCTCCCACCTG 
CCGGCCAAGAAATCCTGTGATGAGGACCTCACCTCCCAGAAGGTGGATGAGCTGGGGCAGAAGCGTCGCCGGCCA 
AAATCTGCTCCCAGTTTTCGGCCGAAGCTTGCTCCAGTAGTGATTCCTGCTCAGTTCCTGGAGGAACAGAAGTGT 
GTCCCGGCCAGTGGAGAACTCTCCCCGGAGCTCCAGGAGTGGGCACCTTACTCGCCTGGGCATTCCAGCCGGCAC 
AGCAACCCCCCGCTATACCCTAGCAGGCCGTCTGTGGGTACTGTTCCCCGGAGTTTGACCCCCAGCACCACTGTG 
AGCTCCATCCTGCGGAACCCCATCTACACTGTGCGCAGTCACAGGGTCGGCCCCTGCAGCTCTCCACCTGCGGCC 
CGAGATGCTGGCCCCCAGGGTTTGCATCCCAGTGTCCAGCACCAGGGACGCCTGAGCCTGGACCTGAGCCACAGG 
ACCTGCAGCGACTACTCCGAGATGAGAGCCACCCATGGGTCCAACTGACTGCCCTCCAGCGCCCGCCTGGGTTCT 
TCGAGTAACTTGCAGTTCAAGGCGGAACGCATTAAAATCCCATCAACACCAAGATATCCGCGGAGTGTCGTGGGC 
TCCGAGAGAGGTTCAGTGTCACATTCTGAATGCAGCACTCCTCCACAGTCACCCCTGAACATCGACACCCTGTCC 
TCTTGTAGCCAGTCCCAGACCTCAGCCTCCACATTGCCCAGAATCGCTGTCAACCCCGCGTCCCTCGGGGAGCGG 
AGAAAGGACAGGCCTTATGTGGAGGAGCCACGCCACGTGAAGGTGCAGAAGGGCTCAGAGCCGCTGGGCATCTCC 
ATCGTGAGTGGAGAGAAGGGCGGCATCTACGTCTCCAAGGTGACCGTGGGGAGCATCGCTCACCAGGCTGGCCTC 
GAGTATGGGGATCAGTTACTGGAGTTCAACGGCATAAACCTGCGGAGCGCCACGGAGCAGCAGGCGCGGCTCATC 
ATCGGGCAGCAGTGTGATACCATCACCATCCTGGCCCAGTACAACCCCCACGTGCACCAGCTCAGCAGCCACTCC 
CGGTCCAGCTCACACCTGGACCCTGCCGGTACCCACTCCACTCTCCAGGGCAGTGGCACCACCACCCCGGAGCAT 
CCATCTGTCATCGACCCACTGATGGAGCAGGACGAGGGGCCTAGCACCCCCCCAGCCAAGCAGAGCAGCTCCAGG 
ATTGCGGGAGATGCCAACAAGAAGACCCTGGAGCCACGCGTTGTCTTCATCAAAAAGTCCCAGCTGGAGCTTGGG 
GTGCACTTGTGTGGTGGGAACCTGCATGGGGTGTTTGTGGCCGAGGTGGAGGATGACAGTCCTGCCAAGGGTCCT 
GACGGCCTCGTGCCAGGGGACCTCATCCTGGAGTATGGCAGCCTGGACGTGCGGAACAAGACAGTGGAGGAAGTC 
TATGTGGAGATGCTGAAGCCCAGGGATGGCGTCCGCCTGAAGGTGCAGTACCGCCCTGAGGAGTTCACGAAGGCC 
AAGGGCCTGCCTGGTGACAGCTTCTACATCAGGGCCCTGTACGACCGGCTGGCAGATGTGGAGCAAGAGTTGAGC 
TTTAAGAAGGACGACATCCTCTACGTGGATGACACCTTACCCCAGGGCACGTTCGGGTCCTGGATGGCTTGGCAG 
CTGGACGAGAATGCCCAGAAGATCCAGCGCGGGCAGATTCCCAGCAAATATGTGATGGACCAAGAATTCTCCAGG 
AGGCTCAGCATGTCTGAAGTCAAAGATGACAATAGCGCCACAAAGACGCTGTCAGCGGCTGCACGCCGGTCCTTT 
TTTCGGAGGAAACACAAGCACAAACGCAGCGGGTCCAAGGACGGGAAAGACCTGCTCGCCTTGGATGCCTTTTCC 
AGTGACTCCATTCCACTCTTTGAAGATTCGGTGAGCCTGGCCTATCAGCGGGTCCAGAAGGTGGACTGCACCGCT 
CTGAGGCCTGTCCTGATTCTGGGGCCTTTGCTGGACGTGGTGAAGGAGATGCTGGTGAATGAGGCTCCTGGCAAG 
TTCTGCAGATGTCCCCTTGAGGTGATGAAGGCCTCCCAGCAGGCCATTGAGCGGGGTGTCAAAGATTGCCTGTTT 
GTCGACTATAAGCGGAGAAGCGGCCATTTCGATGTGACCACTGTGGCGTCAATAAAGGAGATCACAGAAAAGAAC 
CGACACTGCCTCCTGGACATTGCTCCGCACGCTATTGAGCGGCTCCACCACATGCACATCTACCCCATTGTCATC 
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TTCATCCACTACAAGAGCGCCAAGCACATCAAGGAGCAGAGAGACCCCATCTACCTGAGGGACAAGGTGACTCAG 

AGGCATTCCAAAGAGCAGTTTGAGGCGGCGCAGAAGCTTGAGCAGGAGTACAGCAGGTACTTCACAGGGGTCATC 

CAGGGAGGAGCCCTGTCAAGCATTTGCACTCAGATCTTGGCAATGGTCAATCAAGAACAAAATAAAGTCCTGTGG 

ATTCCAGCCTGCCCGCTCTAGGAGAATGCTGTGCTGTGGATGACTGCAGCTGGCCGCCTGAGGGGACGCCAGACT 

CAGCTCTTTTCTAGCGACTGAAAGTAGAAGTCTGTCTGTCTATGAACATGCGGGGGAAGGATCCGGAACCAGGAC 

CCAGAAGCACCTCCTTTGTAGACAGAGGGCCACGGCTGCGTGCGATCCAGGCCCAGGCCCACACACTCTGCCCGT 

GTCACACGTGTGCTTTAACACAAAACAGATAACACTAAAGACGGGTTCAGCACCCACCTTTCTTTAGCCAGCTGA 

TCAGAGATGCTGCAAAGAGAACCTTTCGGATCACTCGTTTACAAGCCTTTTCTAAGTATTTGGTGGTTTATGTTT 

ACTTGAACGGCTCCATGTTGCCGGTGCCCAGCCCCTGTCCCCTCTGTCAACCCCCTGTCGCTXTGGTGTTGGTTT 

CGTTCCCGTCTTCAGCAAAACGACCTTGGAACCTCAATGGGGGCTGCTTTGCTTTGGGAGGTTCTTGTTGGTGGG 

ACCAGAGCTTTGACAAACCTCCTGCTCCTTGGTGGCACCTCTCCTGGAAGGACATCACAACTCCAGGTGCTCAGA 

CTGCCTGTGGCAGCAGAACCAGTGCCTTTGGCATTTTCCTCCCACAATGGGGAAGGTGACTTTGGCATXCTTACA 

AACTCGTCTCTCGGCCTTTCTCTCCTGCCTTCCACAGCCTCTCGrTTCTCCTCCATCTGTGCTTATTACTTGAGG 

ACTGTGTCTGCTCCGTGAGAGCTGCGTGGGCAGGGCTGCAGTGGGGTCCAGGTGGTGTTCAGCTGTGCTGATGCC 

TGCCATTGGGTCCTCCTTAGGCTCTGTAAGTCGTGACAGCCTrCATCAGTGCAATGTTTGCAGGGTAATTCTTAA 

ACTTTTTAGAGGGTGGCAGGrACATCAGTTCTTTTTGATATGAAAACAXTCATGTTTCAGACATTGAATTGAGAG 

CTTTTAGGGGAAGCArAATGGTTATTGTCACTATCAACAGTCTAAAAAGAAAAACTGAGGTCTTTTTAATCTTGA 

TTACAGCACTCACGGCATGCACCCTACTCAGTGTGGGTGTCTTCGTTTGGGGGCTTTTTTTTTTTTTGCACTTCT 

GAGGCTAGATATGTCTGGCTGAAGATTTGATGTGGTTCCTCCTTAAGCTATGCGTCCTGTTAATAATAGGTACTG 

TACTGGGCTCTGTGTAAGTGTCGTTGGGGTAGGACCTATATTTTAATACTGTTCCTAACATTTCATTTTACTAGC 

GAGAAATCTTTGATTTCATTTTATTCTTTGTAATTCTAGACACTAGATTGTAGTTTAGCCATAACTGATGTTTTT 

TAAAAAGGGATATATTTTCTTGCACAGTTGTTCAAAAAAGAGACAAGTTTCAGTCCTCAATGCTGTCCTTTGTTT 

TACAGGTACAAGTTTTCTAGCTCAGACAAACTATGAAAAACTGTAGACTATTCTCAAGGTATTAACTCGCAGACC 

CTCTGGGGGTAGGGGCTGTTTTCTAAGTTACAGGCAGAGTGGGACTGAGATGGTACAGTGTGCACAGACAGGTAC 

TGAGCTGACAGACTGGGATTTTCTGTACTAAAATGTTACTTTGTATCAAAAGTTAAACAGGCTTTAGTACAACAA 
ATAAAGGTCAATTTCTGT 
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FIGURE 144 

CGCAACGCCGGTGCCTGAG6AGCG ATGC CGAGGGAAATCATCACCCTACAGTTGGGCCAGTGCGGCAATCAGATT 
GGGTTCGAGTTCTGGAAACAGCTGTGCGCCGAGCATGGTATCAGCCCCGAGGCGATCGTGGAGGAGTTCGCCACC 
GAGGGCACTGACCGCAAGGACGTCTTTTTCTACCAGGCAGACGATGAGCACTACATCCCCCGGGCCGTGCTGCTG 
GACTTGGAACCCCGGGTGATCCACTCCATCCTCAACTCCCCCTATGCCAAGCTCTACAACCCAGAGAACATCTAC 
CTGTCGGAACATGGAGGAGGAGCTGGCAACAACTGGGCCAGCGGATTCTCCCAGGGAGAAAAGATCCATGAGGAC 
ATTTTTGACATCATAGACCGGGAGGCAGATGGTAGTGACAGTCTAGAGGGCTTTGTGCTGTGTCACTCCATTGCT 
GGGGGGACAGGCTCTGGACTGGGTTCCTACCTCTTAGAACGGCTGAATGACAGGTATCCTAAGAAGCTGGTGCAG 
ACATACTCAGTGTTTCCCAACCAGGACGAGATGAGCGATGTGGTGGTCCAGCCTTACAATTCACTCCTCACACTC 
AAGAGGCTGACGCAGAATGCAGACTGTCTGGTGGTGCTGGACAACACAGCCCTGAACCGGATTGCCACAGACCGC 
CTGCACATCCAGAACCCATCCTTCTCCCAGATCAACCAGCTGGTGTCTACCATCATGTCAGCCAGCACCACCACC 
CTGCGCTACCCTGGCTACATGAACAATGACCTCATCGGCCTCATCGCCTCGCTCATTCCCACCCCACGGCTCCAC 
TTCCTCATGACCGGCTACACCCCTCTCACTACGGACCAGTCAGTGGCCAGCGTGAGGAAGACCACGGTCCTGGAT 
GTCATGAGGCGGCTGCTGCAGCCCAAGAACGTGATGGTGTCCACAGGCCGAGACCGCCAGACCAACCACTGCTAC 
ATCGCCATCCTCAACATCATCCAGGGAGAGGTGGACCCCACCCAGGTCCACAAGAGCTTGCAGAGGATCCGGGAA 
CGCAAGTTGGCCAACTTCATCCCGTGGGGCCCCGCCAGCATCCAGGTGGCCCTGTCGAGGAAGTCTCCCTACCTG 
CCCTCGGCCCACCGGGTCAGCGGGCTCATGATGGCCAACCACACCAGCATCTCCTCGCTCTTCGAGAGAACCTGT 
CGCCAGTATGACAAGCTGCGTAAGCGGGAGGCCTTCCTGGAGCAGTTCCGCAAGGAGGACATGTTCAAGGACAAC 
TTTGATGAGATGGACACATCCAGGGAGATTGTGCAGCAGCTCATCGATGAGTACCATGCGGCCACACGGCCAGAC 
TACATCTCCTGGGGCACCCAGGAGCAG TGAG TCCCCCAGGACAGGGGACCCTCATCTGCCTTACTGGTTGGCCCA 
AGCCCTGCCTGACTGACCACCCCCTCAGAGCACAGATCAGGGACCTCACGCATCTCTTTCTCATATACATGGACT 
CTCTGTTGGCCTGCAAACACATTTACTTCTCCTCTTATGAGACTATTTATCTTTAATAAAGCACTGGG 
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FIGURE 145 

MPREIITLQLGQCGNQIGFEFWKQLCAEHGISPEAIVEEFATEGTDRKDVFFYQADDEHYIPRAVLLDLEPRVIH 
SILNSPYAKLYNPENIYLSEHGGGAGNNWASGFSQGEKIHEDIFDIIDREADGSDSLEGFVLCHSIAGGTGSGLG 
SYLLERLNDRYPKKLVQTYSVFPNQDEMSDVWQPYNSLLTLKRLTQNADCLWLDNTALNRIATDRLHIQNPSF 
SQINQLVSTIMSASTTTLRYPGYMNNDLIGLIASLIPTPRLHFLMTGYTPLTTDQSVASVRKTTVLDVMRRLLQP 
K1WMVSTGRDRQTNHCYIAILNIIQGEVDPTQVHKSLQRIRERKLANFIPWGPASIQVALSRKSPYLPSAHRVSG 
LMMANHTSISSLFERTCRQYDKLRKREAFLEQFRKEDMFKDNFDEMDTSREIVQQLIDEYHAATRPDYISWGTQE 
Q 



WO 2004/043361 



PCT/US2003/035268 



159/1629 

FIGURE 146 

AGATAACAAGAGTAATCCACAGACTTAAAACATGAGCTCAGATGCCAGCCAAGGCGTGATTACCACTCCTCCTCC 

TCCCAGCATGCCTCACAAAGAGAGATATTTTGACCGCATCAATGAAAATGACCCAGAATACATTAGGGAGAGGAA 

CATGTCTCCTGATCTACGACAAGACTTCAACATGATGGAGCAGAGGAAACGAGTTACTCAGATCCTGCAAAGTCC 

TGCCTTTCGGGAAGACTTGGAATGCCTTATTCAAGAACAGATGAAGAAAGGCCACAACCCAACTGGATTACTAGC 

ATTACAGCAGATTGCAGATTACATCATGGCCAATTCTTTCTCGGGTTTTTCTTCACCTCCTCTCAGTCTTGGCAT 

GGTCACACCTATCAATGACCTTCCTGGTGCAGATACATCCTCATATGTGAAGGGAGAAAAACTTACTCGCTGTAA 

ACTTGCCAGCCTGTACAGACTTGTAGACTTGTTTGGATGGGCACACCTGGCAAATACCTATATCTCAGTAAGAAT 

AAGTAAGGAGCAAGACCACATTATAATAATTCCCAGAGGCCTATCTTTTTCTGAAGCTACAGCCTCCAATTTGGT 

GAAAGTCAATATAATAGGAGAAGTGGTTGACCAGGGAAGTACCAATTTGAAAATTGACCATACAGGATTCAGTCC 

CCATGCTGCAATCTATTCAACACGTCCTGATGTTAAGTGTGTCATACACATCCATACCCTTGCAACAGCAGCTGT 

ATCCTCCATGAAATGTGGGATCCTTCCAATTTCTCAAGAGTCTCTTCTTCTGGGAGATGTTGCCTATTATGACTA 

CC^AGGGTCACTTGAAGAACAGGAGGAGAGAATTCAACTGCAGAAGGTTCTGGGACCAAGTTGTAAGGTGCTGGT 

ACTCAGGAATCATGGTGTGGTTGCACTTGGAGAAACATTAGAGGAGGCTTTTCATTATATTTTTAATGTGCAACT 

AGCCTGTGAGATTCAGGTGCAGGCCCTAGCAGGTGCAGGTGGAGTAGACAATCTCCATGTACTGGACTTTCAGAA 

GTATAAAGCTTTCACTTACACTGTAGCAGCGTCTGGTGGAGGAGGTGTGAArATGGGTrCCCATCAAAAATGGAA 

GGTTGGCGAAATTGAGTTTGAAGGGCTTATGAGGACTCTGGACAACTTGGGGTATAGAACAGGCTATGCTTACAG 

GCATCCTCTCATTCGAGAGAAGCCTAGGCACAAGAGTGATGTGGAAATCCCAGCAACTGTGACTGCTTTTrCCTT 

TGAAGACGATACAGTGCCACTCTCTCCTCTCAAArACATGGCACAGAGGCAACAGCGTGAAAAAACAAGATGGCT 

GAACTCACCAAATACTTACATGAAAGTGAATGrGCCTGAGGAGTCTCGGAACGGAGAAACCAGTCCCCGAACCAA 

AATCACGTGGATGAAAGCAGAAGACTCATCTAAAGTTAGTGGTGGAACACCTATCAAAATTGAAGATCCAAATCA 

GTTTGTTCCTTTAAACACAAACCCGAATGAGGTACTAGAAAAGAGAAATAAGATTCGGGAACAAAATCGATATGA 

CTTGAAAACAGCAGGACCACAATCTCAGTTGCTTGCTGGAATTGTTGTGGATAAGCCACCTTCTACTATGCAATT 

TGAAGATGATGATCATGGCCCACCAGCTCCTCCTAACCCATTTAGXCATCTCACAGAAGGAGAACTTGAAGAGTA 

TAAGAGGACAATCGAACGTAAACAACAAGGCCTAGAAGATGCTGAGCAGGAATTACTCTCAGATGACGCTTCATC 

TGTTTCACAAATTCAGTCTCAAACTCAGTCACCGCAAAATGTCCCTGAAAAATTAGAAGAAAACCATGAGCTGTT 

TTCCAAGAGCTTCATCTCCATGGAAGTGCCTGTCATGGTAGTAAATGGCAAGGATGATATGCATGATGTTGAAGA 

TGAGCTTGCTAAGCGAGTGAGTAGGTTAAGCACAAGTACAACCATAGAAAACATCGAGATTACTATTAAGTCTCC 

AGAGAAAATCGAAGAAGTCCTGTCACCTGAAGGCTCCCCTTCAAAATCGCCATCCAAGAAAAAGAAGAAATTCCG 

CACTCCTTCTTTTCTGAAAAAGAACAAAAAAAAGGAGAAAGTTGAGGCCTAAATAAAGTCTTTTTATAATTATTA 

TTATAACAATGTGACATTGCACATCTAAATACCACATTTAAGTTGATCATTAATATGCAATGGTAGATCAGATTG 

GGGGATGTAGCAAACTGGACTTTAAGAACTGGAAAGAGGTTTTACAAAAGAAAAACTTTCAGATTCATCTCTCAX 

TTTATATGTCCAGAAATGGCTTTGAATTTTAAGCAATTACTAGTTTTAATTAGCTCTGCCCTCATGAAGTATTAT 

TATAATTCACCATAAACAGCTATCTGTCTGAATTACTTCAGGCCTTCTCCATAATATCTGTTAGAAAGAAATXGC 

CAGTGAGCAAGTGAGAATTTTTATTTCTCAATACCTGCTTCACTTGATAATCATATTATAATTTTTTATCATGAT 

TATTGACTATATTTTTGGAGTCCCATTGTTTCAGTGGGCATTAACAGAATGCTTTAAAAACrTCTAAGACAAGAA 

TCTATAGCATTAGTATACACTGGCACATAATTTTTTAAAAAGTTTTAAGAAAAGATTCATTTGGAATTTTATTCA 

CAGTATAAAATTTCCTCACCTGAAGTAACTTTGTTTGCCAAAAAAGTTGTTTTAATAAACTATAATTTTTGAAAA 

CTTCCTTTTTTATTAGTTTAGAAAGCCCCTTATTrTTCAACAAAGGGGATTTTGTACACATAACATGGGTTATTT 
AGTTTAACTCTGGC 
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FIGURE 147 

MSSDASQGVITTPPPPSMPHKERYFDRINENDPEYIRERNMSPDLRQDFNMMEQRKRVTQILQSPAFREDLECLI 
QEQMKKGHNPTGLLALQQIADYIMANSFSGFSSPPLSLGMVTPINDLPGADTSSYVKGEKLTRCKLASLYRLVDL 
FGWAHLANTYISVRISKEQDHIIIIPRGLSFSEATASNLVKVNIIGEVVDQGSTNLKIDHTGFSPHAAIYSTRPD 
VKCVIHIHTLATAAVS SMKCG I LP I SQE SLLLGDVAYYD YQGSLEEQEERIQLQKVLGP S CKVLVLRNHGWALG 
ETLEEAFHYIFNVQLACEIQVQALAGAGGVDNLHVLDFQKYKAFTYTVAASGGGGVl^GSHQKWKVGEIEFEGLM 
RTLDNLGYRTGYAYRHPLIREKPRHKSDVEIPATVTAFSFEDDTVPLSPLKYMAQRQQREKTRWLNSPNTYMKVN 
VPEESRNGETSPRTKITWMKAEDSSKVSGGTPIKIEDPNQFVPLNTNPNEVLEKRNKIREQNRYDLKTAGPQSQL 
LAGIWDKPPSTMQFEDDDHGPPAPPNPFSHLTEGELEEYKRTIERKQQGLEDAEQELLSDDASSVSQIQSQTQS 
PQNVPEKLEENHELFSKSFISMEVPVMVVNGKDDMHDVEDELAKRVSRLSTSTTIENIEITIKSPEKIEEVLSPE 

GSP SKSP SKKKKKFRTP SFLKKNKKKEKVE A 
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FIGURE 148 

AGATAACAAGAGTAATCCACAGACTTAAAACAT©IGCTCAGATGCCAGCCAAGGCGTGATTACCACTCCTCCTCC 

TCCCAGCATGCCTCACAAAGAGAGATATTTTGACCGCATCAATGAAAATGACCCAGAATACATTAGGGAGAGGAA 

CATGTCTCCTGATCTACGACAAGACTTCAACATGATGGAGCAGAGGAAACGAGTTACTCAGATCCTGCAAAGTCC 

TGCCTTTCGGGAAGACTTGGAATGCCTTATTCAAGAACAGATGAAGAAAGGCCACAACCCAACTGGATTACTAGC 

ATTACAGCAGATTGCAGATTACATCATGGCCAATTCTTTCTCGGGTTTTTCTTCACCTCCTCTCAGTCTTGGCAT 

GGTCACACCTATCAATGACCTTCCTGGTGCAGATACATCCTCATATGTGAAGGGAGAAAAACTTACTCGCTGTAA 

ACTTGCCAGCCTGTACAGACTTGTAGACTTGTTTGGATGGGCACACCTGGCAAATACCTATATCTCAGTAAGAAT 

AAGTAAGGAGCAAGACCACATTATAATAATTCCCAGAGGCCTATCTTTTTCTGAAGCTACAGCCTCCAATTTGGT 

GAAAGTCAATATAATAGGAGAAGTGGTTGACCAGGGAAGTACCAATTTGAAAATTGACCATACAGGATTCAGTCC 

CCATGCTGCAATCTATTCAACACGTCCTGATGTTAAGTGTGTCATACACATCCATACCCTTGCAACAGCAGCTGT 

ATCCTCCATGAAATGTGGGATCCTTCCAATTTCTCAAGAGTCTCTTCTTCTGGGAGATGTTGCCTATTATGACTA 

CCAAGGGTCACTTGAAGAACAGGAGGAGAGAATTCAACTGCAGAAGGTTCTGGGACCAAGTTGTAAGGTGCTGGT 

ACTCAGGAATCATGGTGTGGTTGCACTTGGAGAAACATTAGAGGAGGCTTTTCATTATATTTTTAATGTGCAACT 

AGCCTGTGAGATTCAGGTGCAGGCCCTAGCAGGTGCAGGTGGAGTAGACAATCTCCATGTACTGGACTTTCAGAA 

GTATAAAGCTTTCACTTACACTGTAGCAGCGTCTGGTGGAGGAGGTGTGAATATGGGTTCCCATCAAAAATGGAA 

GGTTGGCGAAATTGAGTTTGAAGGGCTTATGAGGACTCTGGACAACTTGGGGTATAGAACAGGCTATGCTTACAG 

GCATCCTCTCATTCGAGAGAAGCCTAGGCACAAGAGTGATGTGGAAATCCCAGCAACTGTGACTGCTTTTTCCTT 

TGAAGACGATACAGTGCCACTCTCTCCTCTCAAATACATGGCACAGAGGCAACAGCGTGA2^AAAACAAGATGGCT 

GAACTCACCAAATACTTACATGAAAGTGAATGTGCCTGAGGAGTCTCGGAACGGAGA7UVCCAGTCCCCGAACCAA 

AATCACGTGGATGAAAGCAGAAGACTCATCTAAAGTTAGTGGTGGAACACCTATCAAAATTGAAGATCCAAATCA 

GTTTGTTCCTTTAAACACAAACCCGAATGAGGTACTAGAAAAGAGAAATAAGATTCGGGAACAAAATCGATATGA 

CTTGAAAACAGCAGGACCACAATCTCAGTTGCTTGCTGGAATTGTTGTGGATAAGCCACCTTCTACTATGCAATT 

TGAAGATGATGATCATGGCCCACCAGCTCCTCCTAACCCATTTAGTCATCTCACAGAAGGAGAACTTGAAGAGTA 

TAAGAGGACAATCGAACGTAAACAACAAGGCCTAGAAGAAAACCATGAGCTGTTTTCCAAGAGCTTCATCTCCAT 

GGAAGTGCCTGTCATGGTAGTAAATGGCAAGGATGATATGCATGATGTTGAAGATGAGCTTGCTAAGCGAGTGAG 

TAGGTTAAGCACAAGTACAACCATAGAAAACATCGAGATTACTATTAAGTCTCCAGAGAAAATCGAAGAAGTCCT 

GTCACCTGAAGGCTCCCCTTCAAAATCGCCATCCAAGAAAAAGAAGAAATTCCGCACTCCTTCTTTTCTGAAAAA 

GAACAAAAAAAAGGAGAAAGTTGAGGCCTAAATAAAGTCTTTTTATAATTATTATTATAACAATGTGACATTGCA 

CATCTAAATACCACATTTAAGTTGATCATTAATATGCAATGGTAGATCAGATTGGGGGATGTAGCAAACTGGACT 

TTAAGAACTGGAAAGAGGTTTTACAAAAGAAAAACTTTCAGATTCATCTCTCATTTTATATGTCCAGAAATGGCT 

TTGAATTTTAAGCAATTACTAGTTTTAATTAGCTCTGCCCTCATGAAGTATTATTATAATTCACCATAAACAGCT 

ATCTGTCTGAATTACTTCAGGCCTTCXCCATAATATCTGTTAGAAAGAAATTGCCAGTGAGCAAGTGAGAATTTT 

TATTTCTCAATACCTGCTTCACTTGATAATCATATTATAATTTTTTATCATGATTATTGACTATATTTTTGGAGT 

CCCATTGTTTCAGTGGGCATXAACAGAATGCTTTAAAAACTTCTAAGACAAGAATCTATAGCATTAGTATACACT 

GGCACATAATTTTTTAAAAAGTTTTAAGAAAAGATTCATTTGGAATTTTATTCACAGTATAAAATTTCCTCACCT 

GAAGTAACTTTGTTTGCCAAAAAAGTTGTTTTAATAAACTATAATTTTTGAAAACTTCCTTTTTTATTAGTTTAG 

AAAGCCCCTTATTTTTCAACAAAGGGGATTTTGTACACATAACATGGGTTATTTAGTTTAACTCTGGC 
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FIGURE 149 

MSSDASQGVITTPPPPSMPHKERYFDRINENDPEYIRERNMSPDLRQDFNMMEQRKRVTQILQSPAFREDLECLI 
QEQMKKGHNPTGLLALQQIADYIMANSFSGFSSPPLSLGMVTPINDLPGADTSSYVKGEKLTRCKLASLYRLVDL 
FGWAHLANTYISVRISKEQDHIIIIPRGLSFSEATASNLVKVNIIGEWDQGSTNLKIDHTGFSPHAAIYSTRPD 
VKCVIHIHTLATAAVSSMKCGILPISQESLLLGDVAYYDYQGSLEEQEERIQLQKVLGPSCKVLVLRNHGWALG 
ETLEEAFHYIFNVQLACEIQVQALAGAGGVDNLHVLDFQKYKAFTYTVAASGGGGVNMGSHQKWKVGEIEFEGLM 
RTLDNLGYRTGYAYRHPLIREKPRHKSDVEIPAWTAFSFEDDTVPLSPLKYMAQRQQREKTRWLNSPNTYMKVN 
VPEESRNGETSPRTKITWMKAEDSSKVSGGTPIKIEDPNQFVPLNTNPNEVLEKRNKIREQNRYDLKTAGPQSQL 
LAGIWDKPPSTMQFEDDDHGPPAPPNPFSHLTEGELEEYKRTIERKQQGLEENHELFSKSFISMEVPVMVVNGK 
DDMHDVEDELAKRVSRLSTSTTIENIEITIKSPEKIEEVLSPEGSPSKSPSKKKKKFRTPSFLKKNKKKEKVEA 
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FIGURE 150 

TTTTCCCGCGAAACTCGGCGGCTGAGCGTGGAGGTTCTTGTCTCCCCTGGTTTGTGAAGTGCGGAAAACCAGAGG 
CGCAGTCATGTCGGGATTCGACGATCCTGGCATTTTCTACAGCGACAGCTTCGGGGGCGACGCCCAGGCCGACGA 
GGGGCAGGCCCGCAAATCGCAGCTGCAGAGGCGCTTCAAGGAGTTCCTGCGGCAGTACCGAGTGGGCACCGACCG 
CACGGGCTTCACCTTCAAATACAGGGATGAACTCAAGCGGCATTACAACCTGGGGGAGTACTGGATTGAGGTGGA 
GATGGAGGATCTGGCCAGCTTTGATGAGGACCTGGCCGACTACTTGTACAAGCAGCCAGCCGAGCACCTGCAGCT 
GCTGGAGGAAGCTGCCAAGGAGGTAGCTGATGAGGTGACCCGGCCCCGGCCTTCTGGGGAGGAGGTGCTCCAGGA 
CATCCAGGTCATGCTCAAGTCGGACGCCAGCCCTTCCAGCATTCGTAGCCTGAAGTCGGACATGATGTCACACCT 
GGTGAAGATCCCTGGCATCATCATCGCGGCCTCTGCGGTCCGTGCCAAGGCCACCCGCATCTCTATCCAGTGCCG 
CAGCTGCCGCAACACCCTCACCAACATTGCCATGCGCCCTGGCCTCGAGGGCTATGCCCTGCCCAGGAAGTGCAA 
CACAGATCAGGCTGGACGCCCCAAATGCCCATTGGACCCGTACTTCATCATGCCCGACAAATGCAAATGCGTGGA 
CTTCCAGACCCTGAAGCTGCAGGAGCTGCCTGATGCAGTCCCCCACGGGGAGATGCCCAGACACATGCAGCTCTA 
CTGCGACAGGTACCTGTGTGACAAGGTCGTCCCTGGGAACAGGGTTACCATCATGGGCATCTACTCCATCAAGAA 
GTTTGGCCTGACTACCAGCAGGGGCCGTGACAGGGTGGGCGTGGGCATCCGAAGCTCCTACATCCGTGTCCXGGG 
CATCCAGGTGGACACAGATGGCTCTGGCCGCAGCTTTGCTGGGGCCGTGAGCCCCCAGGAGGAGGAGGAGTTCCG 
TCGCCTGGCTGCCCTCCCAAATGTCTATGAGGTCATCTCCAAGAGCATCGCCCCCTCCATCTTTGGGGGCACAGA 
CATGAAGAAGGCCATTGCCTGCCTGCTCTTTGGGGGCTCCCGAAAGAGGCTCCCTGATGGACTTACTCGCCGAGG 
AGACATCAACCTGCTGATGCTAGGGGACCCTGGGACAGCCAAGTCCCAGCTTCTGAAGTTTGTGGAGAAGTGTTC 
TCCCATTGGGGTATACACGTCTGGGAAAGGCAGCAGCGCAGCTGGACTGACAGCCTCGGTGATGAGGGACCCTTC 
GTCCCGGAATTTCATCATGGAGGGCGGAGCCATGGTCCTGGCCGATGGTGGGGTCGTCTGTATTGACGAGTTTGA 
CAAGATGCGAGAAGATGACCGTGTGGCAATCCACGAAGCCATGGAGCAGCAGACCATCTCTATCGCCAAGGCTGG 
GATCACCACCACCCTGAACTCCCGCTGCTCCGTCCTGGCTGCTGCCAACTCAGTGTTCGGCCGCTGGGATGAGAC 
GAAGGGGGAGGACAACATTGACTTCATGCCCACCATCTTGTCGCGCTTCGACATGATCTTCATCGTCAAGGATGA 
GCACAATGAGGTGAGGGATGTGATGCTGGCCAAGCATGTCATCACTCTGCACGTGAGTGCACTGACACAGACACA 
GGCTGTGGAGGGCGAGATTGACCTGGCCAAGCTGAAGAAGTTTATTGCCTACTGCCGAGTGAAGTGTGGCCCCCG 
GCTGTCAGCAGAGGCTGCAGAGAAACTGAAGAACCGCTACATCATCATGCGGACGGGGCCCGTCAGCACGAGAGG 
GACAGTGACCGCGTCCAGCATCCCCATCACTGTGCGGCAGTTGGAGGCCATTGTGCGCATCGCGGAAGCCCTCAG 
CAAGATGAAGCTGCAGCCCTTCGCCACAGAGGCAGATGTGGAGGAGGCCCTGCGGCTCTTCCAAGTGTCCACGTT 
GGATGCTGCCTTGTCCGGTACCCTGTCAGGGGTGGAGGGCTTCACCAGCCAGGAGGACCAGGAGATGCTGAGCCG 
CATCGAGAAGCAGCTCAAGCGCCGCTTTGCCATTGGCTCCCAGGTGTCTGAGCACAGCATCATCAAGGACTTCAC 
CAAGCAGAAATACCCGGAGCACGCCATCCACAAGGTGCTGCAGCTCATGCTGCGGCGCGGCGAGATCCAGCATCG 
CATGCAGCGCAAGGTTCTCTACCGCCTCAAGTGAjGTCGCGCCGCTCACTGGACTCATGGACTCGCCACGCTCGCC 
CTCCTTGCCGCTGCCTGCCATTGACAATGTTGCTGGGACCTCTGCCTCCCCACTGCAGCCCTCGAACTTCCCAGG 
CACCCTCCTTTCTGCCCCAGAGGAAGGAGCTGTAGTGTCCTGCTGCCTCTGGGCGCCCGCTCTAGCGGGTTCTGG 
GAAGTGTGCTTTTGGCATCCGTTAATAATAAAGCCACGGTGTGTTCAGGT 
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FIGURE 151 

MSGFDDPGIFYSDSFGGDAQADEGQARKSQLQRRFKEFLRQYRVGTDRTGFTFKYRDELKRHYNLGEYWIEVEME 
DLASFDEDLADYLYKQPAEHLQLLEEAAKEVADEVTRPRPSGEEVLQDIQVMLKSDASPSSIRSLKSDMMSHLVK 
IPGI 1 1 AASAVRAKATRI S IQCRSCRNTLTNI AMRPGLEGYALPRKCNTDQAGRPKCPLDP YFIMPDKCKCVDFQ 
TLKLQELPDAVPHGEMPRHMQLYCDRYLCDKWPGNRVTIMGIYSIKKFGLTTSRGRDRVGVGIRSSYIRVLGIQ 
VDTDGSGRSFAGAVSPQEEEEFRRLAALPNVYEVISKSIAPSIFGGTDMKKAIACLLFGGSRKRLPDGLTRRGDI 
NLLMLGDPGTAKSQLLKFVEKCSP IGVYTSGKGSSAAGLTASVMRDP S SRNF IMEGGAMVLADGGWCIDEFDKM 
REDDRVAIHEAMEQQTISIAKAGITTTLNSRCSVXAAANSVFGRWDETKGEDNIDFMPTILSRFDMIFIVKDEHN 
EVRDVMIiAKHVITLHVSALTQTQAVEGEIDLAKLKKFIAYCRVKCGPRLSAEAAEKLKNRYIIMRTGPVSTRGTV 
TASSIPITVRQLEAIVRIAEALSKMKLQPFATEADVEEALRLFQVSTLDAALSGTLSGVEGFTSQEDQEMLSRIE 
KQLKRRFAIGSQVSEHSIIKDFTKQKYPEHAIHKVLQLMLRRGEIQHRMQRKVLYRLK 
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FIGURE 152 

ATATAACCGCGTGGCCCGCGCGCGCGCTTCCCTCCCGGCGCAGTCACCGGCGCGGTCTATGGCTGCGACTTCTCT 
AATGTCTGCTTTGGCTGCCCGGCTGCTGCAGCCCGCGCACAGCTGCTCCCTTCGCCTTCGCCCTTTCCACCTCGC 
GGCAGTTCGAAATGAAGCTGTTGTCATTTCTGGAAGGAAACTGGCCCAGCAGATCAAGCAGGAAGTGCGGCAGGA 
GGTAGAAGAGTGGGTGGCCTCAGGCAACAAACGGCCACACCTGAGTGTGATCCTGGTTGGCGAGAATCCTGCAAG 
TCACTCCTATGTCCTCAACAAAACCAGGGCAGCTGCAGTTGTGGGAATCAACAGTGAGACAATTATGAAACCAGC 
TTCAATTTCAGAGGAAGAATTGTTGAATTTAATCAATAAACTGAATAATGATGATAATGTAGATGGCCTCCTTGT 
TCAGTTGCCTCTTCCAGAGCATATTGATGAGAGAAGGATCTGCAATGCTGTTTCTCCAGACAAGGATGTTGATGG 
CTTTCATGTAATTAATGTAGGACGAATGTGTTTGGATCAGTATTCCATGTTACCGGCTACTCCATGGGGTGTGTG 
GGAAATAATCAAGCGAACTGGCATTCCAACCCTAGGGAAGAATGTGGTTGTGGCTGGAAGGTCAAAAAACGTTGG 
AATGCCCATTGCAATGTTACTGCACACAGATGGGGCGCATGAACGTCCCGGAGGTGATGCCACTGTTACAATATC 
TCATCGATATACTCCCAAAGAGCAGTTGAAGAAACATACAATTCTTGCAGATATTGTAATATCTGCTGCAGGTAT 
TCCAAATCTGATCACAGCAGATATGATCAAGGAAGGAGCAGCAGTCATTGATGTGGGAATAAATAGAGTTCACGA 
TCCTGTAACTGCCAAACCCAAGTTGGTTGGAGATGTGGATTTTGAAGGAGTCAGACAAAAAGCTGGGTATATCAC 
TCCAGTTCCTGGAGGTGTTGGCCCCATGACAGTGGCAATGCTAATGAAGAATACCATTATTGCTGCAAAAAAGGT 
GCTGAGGCTTGAAGAGCGAGAAGTGCTGAAGTCTAAAGAGCTTGGGGTAGCCACTAATTA^TACTGTGTCTTCT 
GTGTCACAAACAGCACTCCAGGCCAGCTCAAGAAGCAAAGCAGGCCAATAGAAATGCAATATTTTTAATTTATTC 
TACTGAAATGGTTTAAAATGATGCCTTGTATTTATTGAAAGCTTAAATGGGTGGGTGTTTCTGCACATACCTCTG 
CAGTACCTCACCAGGGAGCATTCCAGTATCATGCAGGGTCCTGTGATCTAGCCAGGAGCAGCCATTAACCTAGTG 
ATTAATATGGGAGACATTACCATATGGAGGATGGATGCTTCACTTTGTCAAGCACCTCAGTTACACATTCGCCTT 
TTCTAGGATTGCATTTCCCAAGTGCTATTGCAATAACAGTTGATACTCATTTTAGGTACCAGACCTTTTGAGTTC 
AACTGATCAAACCAAAGGAAAAGTGTTGCTAGAGAAAATTGGGGAAAAGGTGAAAAAGAAAAAATGGTAGTAATT 
GAGCAGAAAAAAATTAATTTATATATGTATTGATTGGCAACCAGATTTATCTAAGTAGAACTGAATTGGCTAGGA 
AAAAAGAAAAACTGCATGTTAATCATTTTCCTAAGCTGTCCTTTTGAGGCTTAGTCAGTTTATTGGGAAAATGTT 
TAGGATTATTCCTTGCTATTAGTACTCATTTTATGTATGTTACCCTTCAGTAAGTTCTCCCCATTTTAGTTTTCT 
AGGACTGAAAGGATTCTTTTCTACATTATACATGTGTGTTGTCATATTTGGCTTTTGCTATATACTTTAACTTCA 
TTGTTAAATTTTTGTATTGTATAGTTTCTTTGGTGTATCTTAAAACCTATTTTTGAAAAACAAACTTGGCTTGAT 
AATCATTTGGGCAGCTTGGGTAAGTACGCAACTTACTTTTCCACCAAAGAACTGTCAGCAGCTGCCTGCTTTTCT 
GTGATGTATGTATCCTGTTGACTTTTCCAGAAATTTTTTAAGAGTTTGAGTTACTATTGAATTTAATCAGACTTT 
CTGATTAAAGGGTTTTCTTTCTTTTTTAATAAAACACATCTGTCTGGTATGGTA 
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FIGURE 153 

MSALAARLLQPAHSCSLRLRPFHLAAVRNEAWISGRKLAQQIKQEVRQEVEEWVASGNKRPHLSVILVGENPAS 
HSYVLNKTRAAAWGINSETIMKPASISEEELLNLINKLNNDDNVDGLLVQLPLPEHIDERRICNAVSPDKDVDG 
FHVINVGRMCLDQYSMLPATPWGVWEIIKRTGIPTLGKNVVVAGRSKNVG^IAMLLHTDGAHERPGGDATVTIS 
HRYTPKEQLKKHTILADIVISAAGIPNLITADMIKEGAAVIDVGINRVHDPVTAKPKLVGDVDFEGVRQKAGYIT 
P VPGGVGPMTVAMLMKNT 1 1 AAKKVLRLEEREVLKSKELGVATN 
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FIGURE 154 

CTCCACCGCGGCGAGAGGCATGGGCACGTGGCTGCCGAGGGTGGCCGAGCTCTGGGAAGAAAAGCCCGTGTGCCT 

CTGCATAGCGTCGCTACAGCGCTGACTCGGTGTGGATTGATTGGAAAGGTTTGAGGGAGTACTTGGGAAGCATGG 

TGGCACATGATGAGACTGGAGGTCTCCTACCTATTAAAAGGACCATACGAGTCCTAGATGTCAATAACCAGTCCT 

TCAGAGAACAAGAGGAGCCAAGCAATAAAAGAGTTCGACCTCTGGCTCGTGTCACGTCCTTGGCAAATTTAATCT 

CTCCTGTAAGAAATGGAGCTGTCAGACGTTTTGGTCAAACAATACAGTCATTTACCCTTCGTGGTGACCACAGAT 

CCCCAGCCTCTGCCCAGAAGTTXTCTAGCAGGTCAACAGTCCCAACACCCGCCAAGAGAAGGAGCAGTGCACTGT 

GGTCAGAGATGCTGGACATCACCATGAAGGAGTCTCTCACCACCAGGGAGATCAGACGGCAGGAGGCAATATATG 

AAATGTCCCGAGGTGAACAGGATTTAATTGAGGATCTCAAACTTGCAAGAAAGGCCTACCATGACCCCATGTTAA 

AGTTGTCCATCATGTCAGAAGAGGAACTCACACATATATTTGGTGATCTGGACTCTTACATACCTCTGCATGAAG 

ATTTGTTGACAAGAATAGGAGAAGCAACCAAGCCTGATGGAACAGTGGAGCAGATTGGTCACATTCTCGTGAGCT 

GGTTACCGCGCTTGAATGCCTACAGAGGTTACTGTAGTAACCAGCTGGCAGCCAAAGCTCTTCTTGATCAAAAGA 

AACAGGATCCAAGAGTCCAAGACTTCCTCCAGCGATGTCTCGAGTCTCCCTTCAGTCGAAAACTAGATCTTTGGA 

GTTTCCTAGATATCCCTCGAAGTCGCCTAGTCAAATACCCTTTACTGTTAAAAGAAATTCTTAAACACACTCCAA 

AAGAGCACCCTGATGTTCAGCTTCTGGAGGATGCTATATTGATAATACAGGGAGTCCTCTCTGATATCAACTTGA 

AGAAAGGTGAATCCGAGTGCCAGTATTACATCGACAAGCTGGAGTACCTGGATGAAAAGCAGAGGGACCCCAGAA 

TCGAAGCGAGCAAAGTGCTGCTGTGCCATGGGGAGCTGCGGAGCAAGAGTGGACATAAACTTTACATTTTCCTGT 

TTCAAGACATCTTGGTTCTGACTCGGCCCGTCACACGGAACGAACGGCACTCTTACCAGGTTTACCGGCAGCCAA 

TCCCAGTCCAAGAGCTAGTCCTAGAAGACCTGCAGGATGGAGATGTGAGAATGGGAGGCTCCTTTCGAGGAGCTT 

TCAGTAACTCAGAGAAAGCTAAAAATATCTTTAGAATTCGCTTCCATGACCCCTCTCCAGCCCAGTCTCACACTC 

TGCAAGCCAATGACGTGTTCCACAAGCAGCAGTGGTTCAACTGTATTCGAGCGGCCATTGCCCCCTTCCAGTCGG 

CAGGCAGTCCACCTGAGCTGCAGGGCCTGCCGGAGCTGCACGAAGAGTGTGAGGGGAACCACCCCTCTGCGAGGA 

AACTCACAGCCCAGAGGAGGGCATCCACAGTTTCCAGTGTTACTCAGGTAGAAGTTGATGAAAACGCTTACAGAT 

GTGGCTCTGGCATGCAGATGGCAGAGGACAGCAAGAGCTTAAAGACACACCAGACACAGCCCGGCATCCGAAGAG 

CGAGGGACAAAGCCCTTTCTGGTGGCAAACGGAAAGAGACTTTGGTGTAQVGAAGGCTCTGTGTGTTAACTGATG 

GGAGAGACTGTTTGTTTATAAATGTGTACAGTTTTGTTTTCTCGTAAGGGGAGCATCATAGGGTTACTTTATACC 

AGTTGTAACATTTTCATTGTTTTTGGTTGTTCTTTTTTCTTTTTTTAATGGCAGCTAAAGATATACAGATTACTG 

TTAAATTGCAGTCCTTTTTTTTTTTAAAGATATTTTCTTGAATTATTTAGAACATGGTAAGCCTGGTATTTTTTA 

ATCAAACAAAATATTTATGAAATGGGTTTTCTCTTAATTCTGGATTCATCATGGCTTTCTAATACCAATTGTAAT 

ATTTACAATATTCACCAAAACTTAGAATTTTGCAAATGCTGGAATTCTGCCAGTGTTTCTTTGCTAAGCCTTGCA 

TGCAAAATTTGAAATTTTAACATTGGCACCCAAAACCTACATGGAATGTATGTCTGGAGTATTTCAAACTTTACA 

TTGAAACATAATTTCCTTGGAAAACAAACCATAAGCCTGAGGAGGTTTTTATCAACTGGAATGCTTTATATTAGT 

TTGTTTTTCACTGTACATTCCTCATTTTACATTCATTTAACCTGCCGATTATTTAATTTTTTTATTGTAAAGTAG 

TTTTTAGCATTTGCTTTTATTTTTTTACTTTGATGCCTTTTCAAATTGGCATGTCTTTAAAGTATTTTTCTTCCT 

GATTAAAAATGTGTGTGTATGTGTGTGTGTGTGTGTATATATATATATTTTTTTAAATCACATTAATTTTACCAA 

GTGAAACCAAGCCATACTGTXTTTGAGCCAATTAAGAAAATTGCCATTTTTAAAGTGTAGCATTTCAGGGTAAAG 

ACCCATGAAATGGCTTGATGTATTCTAGACTACTGAAAGAAAACCACTTCAAAGATTTTGTTGAAAGTTTTAGTG 

TTGTCTGAAATGCAAGAGGGAAGGTGATTGGTAGTGAGTTAAAAGAAAAAGAGAGGAAAAGAGAGTAGTTTTGTC 

TTCAAGTAAAATGTCTGGTTGTGCCAGACATTTCACAAGTGTGAAAGGAGATAGGAGAAGCTCAACTTGAGGGCG 

TGTAGTAAGTTGTAGAAGGCTCGAGGGGACGTGGACTTATTTGCCTTGGTTTGCAATACCTGCAAATAATGAGTT 

TGAAAAGAAACAATGAAATGTGTTAAAAATTTGACCATATTAGATAAATTTTGGTGGATTTAGTCATAAGATGGA 

AAAAGACTGGTGAATCTTTTATTACAAAATGTTTCTGTTAAAATGGGATCATCATCTTTGAAAGGGGGGAGGAGG 

AGTAAAAGCCCGATTATAATGGTGATCAATTCAAGTCAGTGTTGACTATTCTGTGAAATATATTTGGCCAGTGGA 

AATGATAATCAGAAAAGACTGTAAATAGATCCATCCAAATGATXTCTCTGTACAAATGAATGATACTATTAAAAA 
AAAAAAAAAAA 
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FIGURE 155 

MVAHDETGGLLPIKRTIRVLDVl^QSFREQEEPSNKRVRPLARVTSLANLISPVRNGAVRRFGQTIQSFTLRGDH 
RSPASAQKFSSRSTVPTPAKRRSSALWSEMLDITMKESLTTREIRRQEAIYEMSRGEQDIiIEDLKLARKAYHDPM 
IiKLSIMSEEELTHIFGDLDSYIPLHEDLLTRIGEATKPDGTVEQIGHILVSWLPRLNAYRGYCSNQLAAKALLDQ 
KKQDPRVQDFLQRCLESPFSRKLDLWSFLDIPRSRLVKYPLLLKEILKHTPKEHPDVQLLEDAILIIQGVLSDIN 
LKKGESECQYYIDKLEYLDEKQRDPRIEASKVLLCHGELRSKSGHKLYIFLFQDILVLTRPVTRNERHSYQVYRQ 
P I PVQELVLEDLQDGDVRMGGSFRGAF SNSEKAKNIFRI RFHDP SPAQSHTLQANDVFHKQQWFNC IRAAI APFQ 

SAGSPPELQGLPELHEECEGNHPSARKLTAQRRASTVSSVTQVEVDENAYRCGSGMQMAEDSKSLKTHQTQPGIR 
RARDKAL SGGKRKETLV 
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FIGURE 156 

AGAGGCTTCCCTGGCTGGTGCCTGAGCCCGGCGTCCCTCGCCCCCCGCCCTCCCCGCATCCCTCTCCTCCCTCGC 
GCCTGGCCCTGTGGCTCTTCCTCCCTCCCTCCTTCCCCCCCCCCCCACCCCTCGCCCGCTGCCTCCCTCGGCCCA 
GCCAGCTGTGCCGGCGTTTGTTGGCTGCCCTGCGCCCGGCCCTCCAGCCAGCCTTCTGCCGGCCCCGCCGCGATG 

GAGGTGCCCCAGCCGGAGCCCGCGCCAGGCTCGGCTCTCAGTCCAGCAGGCGTGTGCGGTGGCGCCCAGCGTCCG 

GGCCACCTCCCGGGCCTCCTGCTGGGATCTCATGGCCTCCTGGGGTCCCCGGTGCGGGCGGCCGCTTCCTCGCCG 

GTCACCACCCTCACCCAGACCATGCACGACCTCGCCGGGCTCGGCAGCCGCAGCCGCCTGACGCACCTATCCCTG 

TCTCGACGGGCATCCGAATCCTCCCTGTCGTCTGAATCCTCCGAATCTTCTGATGCAGGTCTCTGCATGGATTCC 

CCCAGCCCTATGGACCCCCACATGGCGGAGCAGACGTTTGAACAGGCCATCCAGGCAGCCAGCCGGATCATTCGA 

AACGAGCAGTTTGCCATCAGACGCTTCCAGTCTATGCCGGTGAGGCTGCTGGGCCACAGCCCCGTGCTTCGGAAC 

ATCACCAACTCCCAGGCGCCCGACGGCCGGAGGAAGAGCGAGGCGGGCAGTGGAGCTGCCAGCAGCTCTGGGGAA 

GACAAGGAGAATGTGCGCTTCTGGAAGGCCGGGGTGGGAGCTCTCCGGGAAGAGGAGGGGGCATGCTGGGGTGGT 

TCCCTGGCATGTGAGGACCCTCCTCTCCCATCTTGGCTGCAGGATGGATTTGTCTTCAAGATGCCATGGAAGCCC 

ACACATCCCAGCTCCACCCATGCTCTGGCAGAGTGGGCCAGCCGCAGGGAAGCCTTTGCCCAGAGACCCAGCTCG 

GCCCCCGACCTGATGTGTCTCAGTCCTGACCGGAAGATGGAAGTGGAGGAGCTCAGCCCCCTGGCCCTAGGTCGC 

TTCTCTCTGACCCCTGCAGAGGGGGATACTGAGGAAGATGATGGATTTGTGGACATCCTAGAGAGTGACTTAAAG 

GATGATGATGCAGTTCCCCCAGGCATGGAGAGTCTCATTAGTGCCCCACTGGTCAAGACCTTGGAAAAGGAAGAG 

GAAAAGGACCTCGTCATGTACAGCAAGTGCCAGCGGCTCTTCCGCTCTCCGTCCATGCCCTGCAGCGTGATCCGG 

CCCATCCTCAAGAGGCTGGAGCGGCCCCAGGACAGGGACACGCCCGTGCAGAATAAGCGGAGGCGGAGCGTGACC 

CCTCCTGAGGAGCAGCAGGAGGCTGAGGAACCTAAAGCCCGCGTCCTCCGCTCAAAATCACTGTGTCACGATGAG 

ATCGAGAACCTCCTGGACAGTGACCACCGAGAGCTGATTGGAGATTACTCTAAGGCCTTCCTCCTACAGACAGTA 

GACGGAAAGCACCAAGACCTCAAGTACATCTCACCAGAAACGATGGTGGCCCTATTGACGGGCAAGTTCAGCAAC 

ATCGTGGATAAGTTTGTGATTGTAGACTGCAGATACCCCTATGAATATGAAGGCGGGCACATCAAGACTGCGGTG 

AACTTGCCCCTGGAACGCGACGCCGAGAGCTTCCTACTGAAGAGCCCCATCGCGCCCTGTAGCCTGGACAAGAGA 

GTCATCCTCATXTTCCACTGTGAATTCTCATCXGAGCGTGGGCCCCGCATGTGCCGTTTCATCAGGGAACGAGAC 

CGTGCTGTCAACGACTACCCCAGCCTCTACTACCCTGAGATGTATAXCCTGAAAGGCGGCTACAAGGAGTTCTTC 

CCTCAGCACCCGAACTTCTGTGAACCCCAGGACTACCGGCCCATGAACCACGAGGCCTTCAAGGATGAGCTAAAG 

ACCTTCCGCCTCAAGACTCGCAGCTGGGCTGGGGAGCGGAGCCGGCGGGAGCTCTGTAGCCGGCTGCAGGACCAG 

TGA GGGGCCTGCGCCAGTCCTGCTACCTCCCTTGCCTTTCGAGGCCTGAAGCCAGCTGCCCTATGGGCCTGCCGG 

GCTGAGGGCCTGCTGGAGGCCTCAGGTGCTGTCCATGGGAAAGATGGTGTGGTGTCCTGCCTGTCTGCCCCAGCC 

CAGATTCCCCTGTGTCATCCCATCATTTTCCATATCCTGGTGCCCCCCACCCCTGGAAGAGCCCAGTCTGTTGAG 

TTAGTTAAGTTGGGTTAATACCAGCTTAAAGGCAGTATTTTGTGTCCTCCAGGAGCTTCTTGTTTCCTTGTTAGG 

GTTAACCCTTCATCTTCCTGTGTCCTGAAACGCTCCTTTGTGTGTGTGTCAGCTGAGGCTGGGGAGAGCCGTGGT 

CCCTGAGGATGGGTCAGAGCTAAACTCCTTCCTGGCCTGAGAGTCAGCTCTCTGCCCTGTGTACTTCCCGGGCCA 

GGGCTGCCCCTAATCTCTGTAGGAACCGTGGTATGTCTGCCATGTTGCCCCTTTCTCTTTTCCCCTTTCCTGTCC 

CACCATACGAGCACCTCCAGCCTGAACAGAAGCTCTTACTCTTTCCTATTTCAGTGTTACCTGTGTGCTTGGTCT 

GTTTGACTTTACGCCCATCTCAGGACACTTCCGTAGACTGTTTAGGTTCCCCTGTCAAATATCAGTTACCCACTC 

GGTCCCAGTTTTGTTGCCCCAGAAAGGGATGTTATTATCCTTGGGGGCTCCCAGGGCAAGGGTTAAGGCCTGAAT 

CATGAGCCTGCTGGAAGCCCAGCCCCTACTGCTGTGAACCCTGGGGCCTGACTGCTCAGAACTTGCTGCTGTCTT 

GTTGCGGATGGATGGAAGGTTGGATGGATGGGTGGATGGCCGTGGATGGCCGTGGATGCGCAGTGCCTTGCATAC 

CCAAACCAGGTGGGAGCGTTTTGTTGAGCATGACACCTGCAGCAGGAATATATGTGTGCCTATTTGTGTGGACAA 

AAATATTTACACTTAGGGTTTGGAGCTATTCAAGAGGAAATGTCACAGAAGCAGCTAAACCAAGGACTGAGCACC 

CTCTGGATTCTGAATCTCAAGATGGGGGCAGGGCTGTGCTTGAAGGCCCTGCTGAGTCATCTGTTAGGGCCTTGG 

T T C AATAAAGC AC TGAGCAAGT T G AGAAAAAAAAAAAAAAAAAAA 
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FIGURE 157 

MEVPQPEPAPGSALSPAGVCGGAQRPGHLPGLLLGSHGLLGSPVRAAASSPVTTLTQTMHDLAGLGSRSRLTHLS 
LSRRASESSLSSESSESSDAGLCMDSPSPMDPHMAEQTFEQAIQAASRIIRNEQFAIRRFQSMPVRLLGHSPVLR 
NITNSQAPDGRRKSEAGSGAASSSGEDKElSrVBFWKAGVGALREEEGACWGGSLACEDPPLPSWLQDGFVFKMPWK 
PTHPSSTHALAEWASRREAFAQRPSSAPDLMCLSPDRK1^\^ELSPLALGRFSLTPAEGDTEEDDGFVDILESDL 
KDDDAVPPGMESLISAPLVKTLEKEEEKDLVMYSKCQRLFRSPSMPCSVIRPILKRLERPQDRDTPVQNKRRRSV 
TPPEEQQEAEEPKARVLRSKSLCHDEIENLLDSDHRELIGDYSKAFLLQTVDGKHQDLKYISPETMVALLTGKFS 
NIVDKFVIVDCRYPYEYEGGHIKTAVNLPLERDAESFLLKSPIAPCSLDKRVILIFHCEFSSERGPRMCRFIRER 
DRAVNDYPSLYYPEMYILKGGYKEFFPQHPNFCEPQDYRPMNHEAFKDELKTFRLKTRSWAGERSRRELCSRLQD 
Q 
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FIGURE 158A 

CTGCGGCCGCCTGGTXTCTTGCCTTAAGGAGCCCATTGCCTTTCCCGCTGAAGTCTAGATGTTGACATGTAATAA 
AGCGGGCAGCAGGATGGTGGTGGATGCGGCCAACTCCAATGGGCCTTTCCAGCCCGTGGTCCTTCTCCATATTCG 
AGATGTTCCTCCTGCTGATCAAGAGAAGCTTTTTATCCAGAAGTTACGTCAGTGTTGCGTCCTCTTTGACTTTGT 
TTCTGATCCACTAAGTGACCTAAAGTGGAAGGAAGTAAAACGAGCTGCTTTAAGTGAAATGGTAGAATATATCAC 
CCATAATCGGAATGTGATCACAGAGCCTATTTACCCAGAAGTAGTCCATATGTTTGCAGTTAACATGTTTCGAAC 
ATTACCACCTTCCTCCAATCCTACGGGAGCGGAATTTGACCCGGAGGAAGATGAACCAACGTTAGAAGCAGCCTG 
GCCTCATCTACAGCTTGTTTATGAATTTTTCTTAAGATTTTTAGAGTCTCCAGATTTCCAACCTAATATAGCGAA 
GAAATATATTGATCAGAAGTTTGTATTGCAGCTTTTAGAGCTCTTTGACAGTGAAGATCCTCGGGAGAGAGATTT 
TCTTAAAACCACCCTTCACAGAATCTATGGGAAATTCCTAGGCTTGAGAGCTTACATCAGAAAACAGATAAATAA 
TATATTTTATAGGTTTATTTATGAAACAGAGCATCATAATGGCATAGCAGAGTTACTGGAAATATTGGGAAGTAT 
AATTAATGGATTTGCCTTACCACTAAAAGAAGAGCACAAGATTTTCXTATTGAAGGTGTTACTACCTTTGCACAA 
AGTGAAATCTCTGAGTGTCTACCATCCCCAGCTGGCATACTGTGTAGTGCAGTTTTTAGAA7VAGGACAGCACCCT 
CACGGAACCAGTGGTGATGGCACTTCTCAAATACTGGCCAAAGACTCACAGTCCAAAAGAAGTAATGTTCTTAAA 
CGAATTAGAAGAGATTTTAGATGTCATTGAACCATCAGAATTTGTGAAGATCATGGAACCCCTCTTCCGGCAGTT 
GGCCAAATGTGTCTCCAGCCCACACTTCCAGGTGGCAGAGCGAGCTCTCTATTACTGGAATAATGAATACATCAT 
GAGTTTAATCAGTGACAACGCAGCGAAGATTCTGCCCATCATGTTTCCTTCCTTGTACCGCAACTCAAAGACCCA 
TTGGAACAAGACAATACATGGCTTGATATACAACGCCCTGAAGCTCTTCATGGAGATGAACCAAAAGCTATTTGA 
TGACTGTACACAACAGTTCAAAGCAGAGAAACTAAAAGAGAAGCTAAAAATGAAAGAACGGGAAGAAGCATGGGT 
TAAAATAGAAAATCTAGCCAAAGCCAATCCCCAGTACACAGTGTATAGTCAAGCCAGCACCATGAGCATTCCGGT 
TGCAATGGAGACAGATGGGCCTTTATTTGAAGATGTGCAGATGCTGAGAAAGACAGTGAAGGACGAGGCTCATCA 
GGCACAGAAAGATCCGAAGAAGGACCGTCCTCTTGCACTCCGCAAGTCCGAGCTGCCTCAGGACCCCCACACCAA 
GAAAGCCTXGGAAGCTCACTGCAGGGCCGATGAGCTGGCCTCCCAGGACGGCCGCTAGCCTCCGGGGCGCCGCGT 
CGGGGCCGGGCCCGCCAGTTCTTTTCCGGATTCTGTAGAAAATACATACTTCCTGTGCCATACCAATCAGTTACA 
CTCAAAGCTTTCTTGGACCCCGTTCCGTAGGCAATAACGTGCGTCCGCCTCAGCGCGAGATTAGGAGTTCAAACA 
ATGGTGACTTCCCAGAGCCCGCTGGCAGAGCCGCGGGTTGACGACGGTGTCCTCGCAGTGTCGCCGCCACCCCAG 
CGTAGTCCAAGTCAGACTATTTCACAAAGTCAGAGCGATAGGAAAGCACCCTGCCCTTCATCTTCATGTTCTCCC 
AAATGGAACTTAGGATCTTTTAACATAGGTGGTTCTGTGATAACATCAGTGTTTTCCAAATCAAAGGAACGCTTT 
AAAAAATAGGACCTATTTTTTAAGACTTTACAGCCTTTGAAATGGTTTCCACGTGATTGTTACGCCAGCAGTTCT 
TTTGTTTGTTTTTCAATCTCAGTGAAATGGCTCTTTGCTTTCGAGTTCTCACGCAACGTACTGGGCAAATGACAA 
TCCTCAGCCGCTGGTATTTTCTAAGGGGTCTCTTCACTTTGATGAGTGACATGAACACCGTGTCTCCTTCTCTTG 
TGTGTACCTAAAGCCATATTTCCAAGTCTGTGGTACTCCAGGATTCCAGGAGTAAGCCTGTAGAAGAGATTTATT 
TTAAAAGAGATTGCTCTGAAATTTATCTTAAAAGAGCTTGCTCTGTCTACCTTGACAGAAATTGGAGTTTTAAAA 
TTATGTGTTAATATTTTTATTTGCAGATTTCGTTTCCGTCAACTTAAACATTGTTGCCCTTCAACAAGGCTCTTG 
AATTAATA2^AATTATAGTCTCTAAGAATTCCACATTTTATGGAAAGTTAGAGCAAAATCATTTTGAGTTAAGCCA 
GTTCTTAGCCTAATGCAAACTGCAGCGCCTTTAAGCATAAAGTAACACAACAGCATTGCACGGGGCCGGCACTGC 
CGCTGCCTTCACTGAAGGCTGCAGTGCTGTTCTGAGAGCTTGGAGGAGGCACCAGCGAGGATGACGTTTAGTGGA 
GCTCTTTCTGTTGAAAAGAGCTCACGTTATCAACACCTTGTAAGGAAAATACAGTGTCTGAGTTTTCATCGGTCT 
TCACATGCTGCTATATATTCCACAGAGTTCCTTGCATGTACTGAGCTTTTGTTTTAGATGGAATAGCACAAGGAG 
AAAAATCTTTAAACTTAGTGCTTTGTCTATTCTTTATTTCTCTCAGGGTGGCCAGTATTTTGACTTATTTATCCT 
GCTTGAAAGCTACTTGAGATGTGTACTGCTATTCTAAACACGTGATCTAGTTTCTTTCATCTCTGGCATAAGATT 
ATATAACTTAATGTTAAGTGTCTTGAGGCATAAAAGACAAAATGTGGCTTATTTTAGGATCTGTTTTTTCATCGA 
GGTCTCGGGTATCCTTTCAAAGATAGTGAGAAGCAGACACTGCTCCTTGTGCAGCTCTGGTACCTCCTGCCCACT 
GCTGTCACTTCAAGCCACTGGCAATGCTTCTGTCCTCGTGTCTTGGAGGAAAATCACCTGGGGGGAGGGGACTTC 
TTGTGGTAAGAGCAAGTGCAGGTATGAAATGCGAAGATTGCCCCAGCTAAAAGTGGACAAGTCCGCTTTGTGAGA 
TGAATACTTCCTGAGAAACTTGACAAGTATCTCTCCATTTTACCATTATGAAAACTATCATTAAAAAAAACAGTT 
TAGATGCCTTCTCCTTTTGAGGGAAAAAGGGTGCTTTTTATTGTATAAAGCAGCGTCTTATGTATTTTGATATAC 
CATTGTTTGAACTTCCGTCTTTAGCTGATAGATTCTCAAATATCCTTGATTTTGGATGTTCAGTATGTTTGTGAG 
AGAGGTTTCTGGGAAGACTCTCTTTTTGCCCTCGGGAAAAAGCAAAATATCAATGTTTGGGTGACTGTGTAAAGC 
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FIGURE 158B 

TCAGTGTGTAAGAACATCTTTTTGTCTAGGTTTTCTTTCTGCTCTTTATTGAAGACAAACACTCACCAAAAAGAA 

AAATAAAAGTTTTCAGAGAAACTAATTTTCTTTGGCAAGAGTATTACTTAATATTTTGGCCTCCTAAAGTTTCCC 

TAGTTAGTACTCGGACTCCTGTGCTAATTGTCAGCTTACATATCATTGTATAGAGACTGTTTATTCTGTACCAAA 

CTGATTTCAAAAGTACTACATTGAAAATAAACCGGTGACTGTTTTrCTTCATAAAGTTCTGCGTTTGGCATCTTC 

ACTCTTTCCAAAATGTATCTGTACATCAGAAATGTCACTATTCCAAGTGTCTTTTTAGTGTGGCCTTTAGTATGG 

CTTCCTTTTAATATTGTACATACATTGTATCTTTGTTTTATGGTAATAAGTAATAAAAATGXAGACTTCAAAAAA 
AAAAGCGGCCGCAG 
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FIGURE 159 

MVVDAANSNGPFQPVVLLHIRDVPPADQEKLFIQKLRQCCVLFDFVSDPLSDLKWKEVKRAALSEMVEYITHNRN 
VITEPIYPEWHMFAVNMFRTLPPSSNPTGAEFDPEEDEPTLEAAWPHLQLVYEFFLRFLESPDFQPNIAKKYID 
QKFVLQLLELFDSEDPRERDFLKTTLHRIYGKFLGLRAYIRKQINNIFYRFIYETEHHNGIAELLEILGSIINGF 
ALPLKEEHKIFLLKVLLPLHKVKSLSVYHPQLAYCVVQFLEKDSTLTEPVVMALLKYWPKTHSPKEVMFLNELEE 
ILDVIEPSEFVKIMEPLFRQLAKCVSSPHFQVAERALYYWNNEYIMSLISDNAAKILPIMFPSLYRNSKTHWNKT 
IHGLIYNALKLFMEMNQKLFDDCTQQFKAEKLKEKLKMKEREEAWVKIENLAKANPQYTVYSQASTMSIPVAMET 
DGPLFEDVQMLRKTVKDEAHQAQKDPKKDRPLALRKSELPQDPHTKKALEAHCRADELASQDGR 
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FIGURE 160 

CCGGAGGAGTCCGAGAGGAAGCGGAGGCGCGAGCTGGAGGCGGCGGCTCCCGTCGGCCTCCGGCAGGACTGAGCG 
CTGGGAGGCCGGAAGGCGGGCGCGCACGGCGGAGAGGCGGGCGGGAGGCCGGAGCATATTAATGAAAAGTGCCAT 
AAACTGAAAAACCAAAC ATGA GGGTAGCAGGTGCTGCAAAGTTGGTGGTAGCTGTGGCAGTGTTTTTACTGACAT 
TTTATGTTATTTCTCAAGTATTTGAAATAAAAATGGATGCAAGTTTAGGAAATCTATTTGCAAGATCAGCATTGG 
ACACAGCTGCACGTTCTACAAAGCCTCCCAGATATAAGTGTGGGATCTCAAAAGCTTGCCCTGAGAAGCATTTTG 
CTTTTAAAATGGCAAGTGGAGCAGCCAACGTGGTGGGACCCAAAATCTGCCTGGAAGATAATGTTTTAATGAGTG 
GTGTTAAGAATAATGTTGGAAGAGGGATCAATGTTGCCTTGGCAAATGGAAAAACAGGAGAAGTATTAGACACTA 
AATATTTTGACATGTGGGGAGGAGATGTGGCACCATTTATTGAGTTTCTGAAGGCCATACAAGATGGAACAATAG 
TTTTAATGGGAACATACGATGATGGAGCAACCAAACTCAATGATGAGGCACGGCGGCTCATTGCTGATTTGGGGA 
GCACATCTATTACTAATCTTGGTTTTAGAGACAACTGGGTCTTCTGTGGTGGGAAGGGCATTAAGACAAAAAGCC 
CTTTTGAACAGCACATAAAGAACAATAAGGATACAAACAAATATGAAGGATGGCCTGAAGTTGTAGAAATGGAAG 
GATGCATCCCCCAGAAGCAAGACTAATGGAAATGTGGAGAGAATTGAAGAAAGCGCACTTTCACTCTTAATGGGA 
GAGCTATAAATGGCAGAGCTATGTGTAAATATTTTAAGAGCATGCAGCCATCTTGGTGTGTGCATGAGTATTGTC 
TCTTTTGATATCAGGATTATTTATTGCTAACGTAAATAGATAGCATTGTAAATAATCATCACAATGATCAAATCA 
CTGAACCATGTCTCCGCACATTTCCCTAAAAGTACAATGTTTAGACTGCTATGGTAATACATATTTTAAATTCTA 
AAAGCATACACAATGTGTAACTGAATGGTTTGTGAAAAATATATTGATATATATACTAGTTGCTATGAAAATATC 
ATGGAATAATAGGGATTTTAGGGTGGATACTTTATTTTCTTTTATGTTTCTATATGTTGCGTTGTGATGACATTA 
TCTTTTAAATTAAAAAGAGATTTGGCTAGTTGTGTGTGTAATGTTACTTTACAGTCCGACTCTCCTGATGTACCT 
CTTTTCATGATCTTTTTCTTTCCTTCCCAAGAAACTGAGGAATGTTTAATATGAAAACATACATCGGATATGTGA 
AAAGCACAACAAAATTCTTAATGTACACAGTAAAAAAGTAAATATATAAATGTAGATGGCATTTAGGACCACAGC 
TTGCTGGATTTGTGTTAGCTATGGGAATAACTTGATTTTGTATAAGCTATTTAGAGTGAGGCTGGAGGTGGCAGC 
TTCACAGAACTGGAGAACCAGGCCAAGTCCCCTCCCCAACCTAATTAGGTCATTCAGGACAGCTAAGTCAGTATA 
TTTAGAGCAATACTAGCATACGTTTTTCTTAATTGTTATCAGCATTGACCAAGTGGTTTGGAAGGAGGCATGCTT 
TAATATCACAATAATTTTGATTTGTAAACCAAGAAATTAATCCTGTGTTTATCTAACTTCATAATAGCAATTATT 
GCCCGAAGCTATAGTGGCATATTTACAAAAGTTCTTATTACTGGGCGGACTGATAACATTTAAAAAATAATTGTG 
TTTGACCCCAAATGACTXTATACCCAATTCTACATAAAAATATAGAAGATCTATCTTTTTTTGTTACCTTCAGAT 
GTTCACTAAATAACTCAGTTTTTAAGCAGAAGTTTTCAGGGCATTAAATATATGTTGTGTATGAAGTATCTCAAA 
CTGGAACATAAATTTAGTGATCAAACTGCCATTCACAGTGTAAGGCAGCACTTAAATTTCGAACCTAAAGTTTAG 
ATGCATTGTATAAAAAAACCTAAAAGCAGTATCTGTTATTTAGCTGTAAACCAAGTTGGAAGCTATTCGGATAAT 
TTCTTAAATATTGATGAACTTTGGAGTACTGTTTCTTCCTTCAAACTGAATGTAATTAATTCATGAATAAATGCA 
CCTTATATGTTTAAACAATCTTTGTATACTTTTGGGATTTTTGGTGCTTATATGCTAAATCACATTCAGCATGTG 
TATTTTGACATTTAAAATACTTCCCTCAATTCTGTAAATTAAAAGAATAGTTATTTTACAGTTCCAGGGATTGTG 
AAATAAATGTTGCAGTTTTTTAAAATAATGAAAATAAATACTCTTGGTTTTGCTTTGTGAAAAAAAAAAAAAAAA 
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FIGURE 161 

MRVAGAAKLWAVAVFLLTFYVISQVFEIKMDASLGNLFARSALDTAARSTKPPRYKCGISKACPEKHFAFKMAS 
GAANVVGPKICLEDNVLMSGVKNIWGRGINVALANGKT^ 

DDGATKLNDEARRLIADLGSTSITNLGFRDNWFCGGKGIKTKSPFEQHIKNNKDTNKYEGWPEVVEMEGCIPQK 
QD 
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FIGURE 162 

CCCAGGCGCAGCCAATGGGAAGGGTCGGAGGCATGGCACAGCCAATGGGAAGGGCCGGGGCACCAAAGCCAATGG 

GAAGGGCCGGGAGCGCGCGGCGCGGGAGAXTTAAAGGCTGCTGGAGTGAGGGGTCGCCCGTGCACCCTGTCCCAG 

CCGTCCTGXCCTGGCTGCXCGCTCTGCTTCGCTGCGCCTCCACTATGCTCTCCCTCCGTGXCCCGCTCGCGCCCA 

ICACGGACCCGCAGCAGCIGCAGCICXCGCCGCIGAAGGGGCICAGCIIGGXCGACAAGGAGAACACGCCGCCGG 

CCCXGAGCGGGACCCGCGICCIGGCCAGCAAGACCGCGAGGAGGAICIICCAGGAGCCCACGGAGCCGAAAACIA 

AAGCAGCXGCCCCCGGCGIGGAGGAXGAGCCGCXGCXGAGAGAAAACCCCCGCCGCIIIGICAXCXICCCCAXCG 

AGIACCAIGAXAICXGGCAGAXGXAXAAGAAGGCAGAGGCXICCXIIXGGACCGCCGAGGAGGXXGACCXCXCCA 

AGGACAIXCAGCACIGGGAAICCCIGAAACCCGAGGAGAGAXAIIXIAXAXCCCAXGIXCXGGCXXICXXIGCAG 

CAAGCGAXGGCAIAGXAAAXGAAAACXIGGIGGAGCGAXXXAGCCAAGAAGXICAGAXXACAGAAGCCCGCIGXX 

ICIAXGGCXXCCAAAXXGCCAXGGAAAACAIACAXICXGAAAXGXAXAGXCXICXXAXIGACACXIACAIAAAAG 

AICCCAAAGAAAGGGAAIIICICXICAAXGCCAXXGAAACGAXGCCXXGXGXCAAGAAGAAGGCAGACXGGGCCX 

TGCGCTGGATTGGGGACAAAGAGGCTACCTATGGXGAACGTGTXGTAGCCTTTGCTGCAGTGGAAGGCATTTTCT 

IIXCCGGIXCIXIXGCGXCGAXAXXCXGGCTCAAGAAACGAGGACIGAIGCCXGGCCICACAXXXICIAAXGAAC 

IIAIXAGCAGAGAXGAGGGIIIACACXGXGAIXXXGCIXGCCIGAXGIXCAAACACCXGGIACACAAACCAXCGG 

AGGAGAGAGIAAGAGAAAIAAIXAICAAXGCXGXICGGAIAGAACAGGAGXXCCICACIGAGGCCIXGCCIGXGA 

AGCICAIXGGGAIGAAIXGCACXCIAAXGAAGCAAXACAXIGAGXIIGIGGCAGACAGACXXAXGCIGGAACIGG 

GIXXXAGCAAGGXXXXCAGAGXAGAGAACCCAIIIGACIIIAIGGAGAAIAXIICACXGGAAGGAAAGACXAACI 

ICXIXGAGAAGAGAGXAGGCGAGXAICAGAGGAXGGGAGIGAXGICAAGXCCAACAGAGAAXICXIIIACCXIGG 

AIGCXGACIXCTAAAXGAACIGAAGAXGXGCCCXIACIIGGCIGAXXXXXXXXXXCCAXCXCAXAAGAAAAAICA 

GCXGAAGXGIXACCAACIAGCCACACCAXGAAXXGICCGXAAIGXXCAXXAACAGCAICIXXAAAACIGIGXAGC 

XACCICACAACCAGXCCXGICIGXXXAXAGXGCXGGXAGIAXCACCIIIXGCCAGAAGGCCXGGCXGGCXGXGAC 

IXACCAIAGCAGIGACAAXGGCAGICIXGGCXXXAAAGXGAGGGGXGACCCIXIAGXGAGCIIAGCACAGCGGGA 

XXAAACAGICCIIIAACCAGCACAGCCAGIXAAAAGAIGCAGCCICACXGCXXCAACGCAGAXXXIAAXGIXXAC 

IIAAAXAIAAACCXGGCACXXXACAAACAAAXAAACAXIGIXIIGXACICACGGCGGCGAXAAXAGCXIGAXXIA 

IIXGGXIICIACACCAAAXACAXXCXCCXGACCACIAAXGGGAGCCAAIICACAAXXCACXAAGXGACXAAAGIA 

AGXIAAACXXGIGXAGACXAAGCAIGXAAIIIIXAAGXIXIAIXIXAAXGAAIXAAAAXAXXXGIIAACCAACII 

XAAAGXCAGXCCXGXGXAIACCXAGAXAIIAGICAGIIGGXGCCAGAXAGAAGACAGGIXGXGIIXXXAICCIGI 

GGCXIGXGXAGXGICCIGGGAIXCICXGCCCCCXCIGAGIAGAGIGIXGXGGGAXAAAGGAAICXCXCAGGGCAA 

GGAGCIXCIXAAGIIAAAXCACXAGAAAIIXAGGGGXGAICIGGGCCXXCAIAIGIGIGAGAAGCCGXXXCAXIX 

IAIIXCICACIGXAXXXICCXCAACGXCXGGIIGAIGAGAAAAAAXXCXIGAAGAGIXXICAIAIGXGGGAGCXA 

AGGXAGIAXXGIAAAAIXICAAGICAXCCXXAAACAAAAXGAICCACCIAAGAICXXGCCCCXGXXAAGXGGXGA 

AAICAACIAGAGGXGGIXCCXACAAGXXGIXCAIXCIAGIIIXGXIXGGXGIAAGIAGGIXGIGXGAGXXAAXXC 

AXXXAIAIXXACXAIGXCXGXIAAAICAGAAAIIIIIIAXXAICIAXGIICIICXAGAIXXXACCXGIAGIXCAI 

ACIICAGICACCCAGIGXCXIAXICXGGCAIXGICIAAAICXGAGCAXIGXCXAGGGGGAXCIXAAACXXIAGXA 

GGAAACCAXGAGCXGXIAAIACAGIXXCCAIICAAAXAIIAAXXXCAGAAXGAAACAIAAXIXXIIIXXIXIIXI 

TGAGATGGAGTCTCGCTCTGTTGCCCAGGCTGGAGTGCAGTGGCGCGATTTTGGCTCACTGTAACCTCCATCTCC 

TGGGTTCAAGCAATTCTCCTGTCTCAGCCTCCCTAGTAGCTGGGACTGCAGGTATGTGCTACCACACCTGGCTAA 

TTTTTGTATTTTTAGTAGAGATGGAGTTTCACCAXATTGGTCAGGCTGGTCTTGAACTCCTGACCTCAGGTGATC 

CACCCACCTCGGCCTCCCAAAGTGCTGGGGATTGCAGGCGTGATAAACAAATATTCTTAATAGGGCTACTTTGAA 

TTAATCTGCCTTTATGTTTGGGAGAAGAAAGCTGAGACArTGCATGAAAGATGATGAGAGATAAATGTTGATCTT 

TTGGCCCCATTTGTTAATTGTATTCAGTATTTGAACGTCGTCCTGTTTATTGTTAGTTTTCTTCATCATTTATTG 

TATAGACAATTTTTAAATCTCTGTAATATGATACATTTTCCTATCTTTTAAGTTATTGTTACCXAAAGTTAAXCC 

AGATTATATGGTCCTTATATGXGTACAACATTAAAATGAAAGGCTTTGTCTTGCATTGTGAGGTACAGGCGGAAG 

TTGGAATCAGGTTTTAGGATTCrGTCTCTCATTAGCTGAATAATGTGAGGATTAACTTCTGCCAGCTCAGACCAT 

TTCCTAATCAGTTGAAAGGGAAACAAGTATXTCAGTCTCAAAATTGAATAATGCACAAGTCTTAAGTGATTAAAA 
TAAAACTGTTCTTAIGTC 
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FIGURE 163 

MLSLRVPLAPITDPQQLQLSPLKGLSLVDKENTPPALSGTRVLASKTARRIFQEPTEPKTKAAAPGVEDEPLLRE 

NPRRFVIFP IEYHDIWQMYKKAEASFWTAEEVDLSKDIQHWESLKPEERYFISHVIiAFFAASDGIVNENLVERFS 

QEVQITEARCFYGFQIAMENIHSEMYSLLIDTYIKDPKEREFLFNAIETMPCVKKKADWALRWIGDKEATYGERV 

VAFAAVEGIFFSGSFASIFWLKKRGLMPGLTFSNELISRDEGLHCDFACLMFKHLVHKPSEERVREIIINAVRIE 

QEFLTEALPVKIiIGMNCTLMKQYIEFVADRLMLELGFSKVFRVENPFDFMENISLEGKTNFFEKRVGEYQRMG^ 
SSPTENSFTLDADF 
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FIGURE 164 

GAATTCGGGCGGTCCTCGGAGACACGCGGCGGTGTCCTGTGTTGGCCMGSCCGACTACCTGATTAGTGGGGGCA 
CGTCCTACGTGCCAGACGACGGACTCACAGCACAGCAGCTCTTCAACTGCGGAGACGGCCTCACCTACAATGACT 
TTCXCATTCTCCCTGGGTACATCGACTTCACTGCAGACCAGGTGGACCTGACTTCTGCTCTGACCAAGAAAATCA 
CTCTTAAGACCCCACTGGTTTCCTCTCCCATGGACACAGTCACAGAGGCTGGGATGGCCATAGCAATGGCGCTTA 
CAGGCGGTATTGGCTTCATCCACCACAACTGTACACCTGAATXCCAGGCCAATGAAGTTCGGAAAGTGAAGAAAT 
ATGAACAGGGAXTCATCACAGACCCTGTGGTCCTCAGCCCCAAGGATCGCGTGCGGGATGTTTTTGAGGCCAAGG 
CCCGGCATGGTTTCTGCGGTATCCCAATCACAGACACAGGCCGGATGGGGAGCCGCTTGGTGGGCATCATCTCCT 
CCAGGGACATTGATTTTCTCAAAGAGGAGGAACATGACTGTTTCTTGGAAGAGATAATGACAAAGAGGGAAGACT 
TGGTGGTAGCCCCCCGCAGCATCACACTGAAGGAGGCAAATGAAATTCTGCAGCGCAGCAAGAAGGGAAAGTTGC 
CCATTGTAAATGAAGATGATGAGCTTGTGGCCATCATTGCCCGGACAGACCTGAAGAAGAATCGGGACTACCCAC 
TAGCCTCCAAAGATGCCAAGAAACAGCTGCTGTGTGGGGCAGCCATTGGCACTCATGAGGATGACAAGTATAGGC 
TGGACTTGCTCGCCCAGGCTGGTGTGGATGTAGTGGTTTTGGACTCTTCCCAGGGAAATTCCATCTTCCAGATCA 
ATATGATCAAGTACATCAAAGACAAATACCCTAATCTCCAAGTCATTGGAGGCAATGTGGTCACTGCTGCCCAGG 
CCAAGAACCTCATTGATGCAGGTGTGGATGCCCTGCGGGTGGGCATGGGAAGTGGCTCCATCTGCATTACGCAGG 
AAGTGCTGGCCTGTGGGCGGCCCCAAGCAACAGCAGTGTACAAGGTGTCAGAGTATGCACGGCGCTTTGGTGTTC 
CGGTCATTGCTGATGGAGGAATCCAAAATGTGGGTCATATTGCGAAAGCCTTGGCCCTTGGGGCCTCCACAGTCA 
TGATGGGCTCTCTCCTGGCTGCCACCACTGAGGCCCCTGGTGAATACTTCTTTTCCGATGGGATCCGGCTAAAGA 
AATATCGCGGTATGGGTTCTCTCGATGCCATGGACAAGCACCTCAGCAGCCAGAACAGATATTTCAGTGAAGCTG 
ACAAAATCAAAGTGGCCCAGGGAGTGTCTGGTGCTGTGCAGGACAAAGGGTCAATCCACAAATTTGTCCCTTACC 
TGATTGCTGGCATCCAACACTCATGCCAGGACATTGGTGCCAAGAGCTTGACCCAAGTCCGAGCCATGATGTACT 
CTGGGGAGCTTAAGTTTGAGAAGAGAACGTCCTCAGCCCAGGTGGAAGGTGGCGTCCATAGCCTCCATTCGTATG 
AGAAGCGGCTTTTCTGAAAAGGGATCCAGCACACCTCCTCGGXTTTTTTTTCAATAAAAGTTTAGAAAGACCCGA 
AXXC 



WO 2004/043361 



PCT7US2003/035268 



179/1629 

FIGURE 165 

MADYLISGGTSYVPDDGLTAQQLFNCGDGLTYNDFLILPGYIDFTADQVDLTSALTKKITLKTPLVSSPMDTVTE 
AGMAIAMALTGGIGFIHHNCTPEFQANEVRKVKKYEQGFITDPVVLSPKDRVRDVFEAKARHGFCGIPITDTGRM 
GSRLVGIISSRDIDFLKEEEHDCFLEEIMTKREDLVVAPRSITLKEANEILQRSKKGKLPIVNEDDELVAIIART 
DLKKNRDYPLASKDAKKQLLCGAAIGTHEDDKYRLDLLAQAGVDVVVLDSSQGNSIFQINMIKYIKDKYPNLQVI 
GGNWTAAQAKNL I DAGVD ALRVGMGSGS I C I TQEVLACGRPQATAVYKVSE YARRFGVP VI ADGGI QNVGH I AK 
ALALGASTVMMGSLLAATTEAPGEYFFSDGIRLKKYRGMGSLDAMDKHLSSQNRYFSEADKIKVAQGVSGAVQDK 
GSIHKFVPYLIAGIQHSCQDIGAKSLTQVRAMMYSGELKFEKRTSSAQVEGGVHSLHSYEKRLF 



WO 2004/043361 



PCT/US2003/035268 



180/1629 

FIGURE 166 

AGAGCGATCATGTCGCACAAACAAATTTACTATTCGGACAAATACGACGACGAGGAGTTTGAGTATCGACATGTC 
ATGCTGCCCAAGGACATAGCCAAGCTGGTCCCTAAAACCCATCTGATGTCTGAATCTGAATGGAGGAATCTTGGC 
GTTCAGCAGAGTCAGGGATGGGTCCATTATATGATCCATGAACCAGAACCTCACATCTTGCTGTTCCGGCGCCCA 
CTACCCAAGAAACCAAAGAAATGAAGCTGGCAAGCTACTTTTCAGCCTCAAGCTTTACACAGCTGTCCTTACTTC 
CTAACATCTTTCTGATAACATTATTATGTTGCCTTCTTGTTTCTCACTTTGATATTTAAAAGATGTTCAATACAC 
TGTTTGAATGTGCTGGTAACTGCTTTGCTTCTTGAGTAGAGCCACCACCACCATAGCCCAGCCAGATGAGTGCTC 
TGTGGACCCACAGCCTAAGCTGAGTGTGACCCCAGAAGCCACGATGTGCTCTGTATCCAGAACACACTTGGCAGA 
TGGAGGAAGCATCTGAGTTTGAGACCATGGCTGTTACAGGGATCATGTAAACTTGCTGTTTTTGTTTTTTCTGCC 
GGGTGTTGTATGTGTGGTGACTTGCGGATTTATGTTTCAGTGTACTGGAAACTTTCCATTTTATTCAAGAAATCT 
GTTCATGTTAAAAGCCTTGATTAAAGAGGAAGTTTTTATAAT 
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FIGURE 167 

MSHKQIYYSDKYDDEEFEYRHVMLPKDIAKLVPKTH 
KPKK 
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FIGURE 168 



GCGGCGCTCGCGCCAAGGGACGTGTTTCTGCGCTCGCGTGGTCATOSAGGCGCTGCCGCTGCTAGCCGCGACAAC 

TCCGGACCACGGCCGCCACCGAAGGCTGCTTCTGCTGCCGCTACTGCTGTTCCTGCTGCCGGCTGGAGCTGTGCA 

GGGCTGGGAGACAGAGGAGAGGCCCCGGACTCGCGAAGAGGAGXGCCACTTCTACGCGGGTGGACAAGTGTACCC 

GGGAGAGGCATCCCGGGTATCGGTCGCCGACCACTCCCTGCACCTAAGCAAAGCGAAGATTTCCAAGCCAGCGCC 

CTACTGGGAAGGAACAGCTGTGATCGATGGAGAATTTAAGGAGCTGAAGTTAACTGATTATCGTGGGAAATACTT 

GGTTTTCTXCTTCTACCCACTTGATTTCACATTTGTGTGTCCAACTGAAATTATCGCTTTTGGCGACAGACTTGA 

AGAATTCAGATCTATAAATACTGAAGTGGTAGCATGCTCTGTTGATTCACAGTTTACCCATTTGGCCTGGATTAA 

TACCCCTCGAAGACAAGGAGGACTTGGGCCAATAAGGATTCCACTTCTTTCAGATTTGACCCATCAGATCXCAAA 

GGACTATGGTGTATACCTAGAGGACTCAGGCCACACTCTTAGAGGTCTCTTCATTATTGATGACAAAGGAATCCT 

AAGACAAATTACTCTGAATGATCTTCCTGTGGGTAGATCAGTGGATGAGACACTACGTTTGGTTCAAGCATTCCA 

GTACACTGACAAACACGGAGAAGTCTGCCCTGCTGGCTGGAAACCTGGTAGTGAAACAATAATCCCAGATCCAGC 

TGGAAAGCTGAAGTATTTCGATAAACTGAATTGAGAAATACTTCTTCAAGTTATGATGCTTGAAAGTTCTCAATA 
AAGTTCACGGTTTCATTACCA 
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FIGURE 169 

MEALPLLAATTPDHGRHRRLLLLPLLLFLLPAGAVQGWETEERPRTREEECHFYAGGQVYPGEASRVSVADHSLH 
LSKAKISKPAPYWEGTAVIDGEFKELKLTDYRGKYLVFFFYPLDFrFVCPTEIIAFGDRLEEFRSINTEWACSV 
DSQFTHLAWINTPRRQGGLGPIRIPLLSDLXHQISKDYGVYLEDSGHrLRGLFIIDDKGILRQITLNDLPVGRSV 
DETLRLVQAFQYTDKHGEVCPAGWKPGSETIIPDPAGKLKYFDKLN 
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FIGURE 170 

GGAAAAAAGCGACTTGTGGCGGTCGAGCGTGGCGCA66CGAATCCTCGGCACTAAGCAAAT ATGG ACCTCGCGGC 
GGCAGCGGAGCCGGGCGCCGGCAGCCAGCACCTGGAGGTCCGCGACGAGGTGGCCGAGAAGTGCCAGAAACTGTT 
CCTGGACTTCTTGGAGGAGTTTCAGAGCAGCGATGGAGAAATTAAATACTTGCAATTAGCAGAGGAACTGATTCG 
TCCTGAGAGAAACACATTGGTTGTGAGTTTTGTGGACCTGGAACAATTTAACCAGCAACTTTCCACCACCATTCA 
AGAGGAGTTCTATAGAGTTTACCCTTACCTGTGTCGGGCCTTGAAAACATXCGTCAAAGACCGTAAAGAGATCCC 
TCTTGCCAAGGATTTTTATGTTGCATTCCAAGACCTGCCTACCAGACACAAGATTCGAGAGCTCACCTCATCCAG 
AATTGGTTTGCTCACTCGCATCAGTGGGCAGGTGGTGCGGACTCACCCAGTTCACCCAGAGCTTGTGAGCGGAAC 
TTXTCTGTGCTTGGACTGTCAGACAGTGATCAGGGATGTAGAACAGCAGTTCAAATACACACAGCCAAACATCTG 
CCGAAATCCAGTTTGTGCCAACAGGAGGAGATTCTTACTGGATACAAATAAATCAAGATTTGTTGATTTTCAAAA 
GGTTCGTATTCAAGAGACCCAAGCTGAGCTTCCTCGAGGGAGTATCCCCCGCAGTTTAGAAGTAATTTTAAGGGC 
TGAAGCTGTGGAATCAGCTCAAGCTGGTGACAAGTGTGACTTTACAGGGACACTGATTGTTGTGCCTGACGTCTC 
CAAGCTTAGCACACCAGGAGCACGTGCAGAAACTAATTCCCGTGTCAGTGGTGTTGATGGATATGAGACAGAAGG 
CATTCGAGGACTCCGGGCCCTTGGTGTTAGGGACCTTTCTTATAGGCTGGTCTTTCTTGCCTGCTGTGTTGCGCC 
AACCAACCCAAGGTTTGGGGGGAAAGAGCTCAGAGATGAGGAACAGACAGCTGAGAGCATTAAGAACCAAATGAC 
TGTGAAAGAATGGGAGAAAGTGTTTGAGATGAGTCAAGATAAAAATCTATACCACAATCTTTGTACCAGCCTGTT 
CCCTACTATACATGGCAATGATGAAGTAAAACGGGGTGTCCTGCTGATGCTCTTTGGTGGCGTTCCAAAGACAAC 
AGGAGAAGGGACCTCTCTTCGAGGGGACATAAATGTTTGCATTGTTGGTGACCCAAGTACAGCTAAGAGCCAATT 
TCTCAAGCACGTGGAGGAGTTCAGCCCCAGAGCTGTCTACACCAGTGGTAAAGCGTCCAGTGCTGCTGGCTTAAC 
AGCAGCXGXXGXGAGAGAXGAAGAAXCXCAXGAGXXXGXCAXXGAGGCXGGAGCXXXGAXGTXGGCXGAXAAXGG 
XGXGXGXXGXATXGATGAAXXXGAXAAGATGGACGXGCGGGAXCAAGXXGCXAXXCAXGAAGCXAXGGAACAGCA 
GACCATATCCATCACTAAAGCAGGAGTGAAGGCTACTCTGAACGCCCGGACGTCCATTTTGGCAGCAGCAAACCC 
AATCAGTGGACACTATGACAGATCAAAATCATTGAAACAGAATATAAATTTGTCAGCTCCCATCATGTCCCGATT 
CGAXCXCXXCXXXAXCCXXGXGGAXGAAXGXAAXGAGGXXACAGAXXAXGCCAXXGCCAGGCGCAXAGXAGAXXX 
GCAXXCAAGAAXXGAGGAAXCAAXXGAXCGXGXCXAXXCCCXCGAXGAXAXCAGAAGAXAXCXXCTCXXXGCAAG 
ACAGXTTAAACCCAAGAXXXCCAAAGAGXCAGAGGACXXCAXXGXGGAGCAAXAXAAACAXCXCCGCCAGAGAGA 
XGGXXCXGGAGXGACCAAGXCXTCAXGGAGGAXXACAGXGCGACAGCTTGAGAGCAXGAXXCGXCXCTCTGAAGC 
XAXGGCXCGGAXGCACXGCXGXGATGAGGXCCAACCXAAACAXGXGAAGGAAGCXXXCCGGTXACXGAAXAAAXC 
AAXCAXCCGTGXGGAAACACCXGAXGXCAAXCXAGAXCAAGAGGAAGAGAXCCAGAXGGAGGXAGAXGAGGGTGC 
XGGXGGCAXCAAXGGXCAXGCTGACAGCCCXGCXCCXGXGAACGGGAXCAAXGGCXACAAXGAAGACAXAAAXCA 
AGAGXCXGCICCCAAAGCCXCCTXAAGGCXGGGCXXCXCXGAGXACXGCCGAAXCXCXAACCXXAXXGXGCXXCA 
CCXCAGAAAGGXGGAAGAAGAAGAGGACGAGXCAGCAXXAAAGAGGAGCGAGCXXGXXAACXGGXACXXGAAGGA 
AAXCGAAXCAGAGAXAGACXCXGAAGAAGAACXTAXAAAXAAAAAAAGAAXCAXAGAGAAAGXXAXXCAXCGACX 
CACACACXAXGAXCATGXXCXAAXXGAGCXCACCCAGGCXGGAXXGAAAGGCXCCACAGAGGGAAGXGAGAGCXA 
XGAAGAAGAXCCCXACXXGGTAGXXAACCCXAACXACXXGCXCGAAGA XTGAG AXAGXGAAAGXAACTGACCAGA 
GCXGAGGAACXGXGGCACAGCACCXCGXGGCCXGGAGCCXGGCXGGAGCXCXGCXAGGGACAGAAGXGXXXCXGG 
AAGXGAXGCXXCCAGGAXXXGXXXXCAGAAACAAGAAXXGAGXXGAXGGXCCXAXGXGXCACAXXCAXCACAGGX 
XXCAXACCAACACAGGCXXCAGCACXXCCXXXGGXGXGXXXCCXGXCCCAGXGAAGXXGGAACCAAAXAAXGXGX 
AGXCXCXAXAACCAAXACCTXXGXXXXCATGXGXAAGAAAAGGCCCAXXACXXXXAAGGXAXGXGCXGXCCXAXX 
GAGCAAAXAACXXXXXXXCAAXXGCCAGCXACXGCXXXXAXXCAXCAAAAXAAAAXAACXXGXXCXG 
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FIGURE 171 

MDLAAAAEPGAGSQHLEVRDEVAEKCQKLFLDFLEEFQSSDGEIKYLQLAEELIRPERNTLVVSFVDLEQFNQQL 
STTIQEEFYRVYPYLCRALKTFVKDRKEIPLAKDFYVAFQDLPTRHKIRELTSSRIGLLTRISGQWRTHPVHPE 
LVSGTFLCLDCQTVIRDVEQQFKYTQPNICRNPVCANRRRFLLDTNKSRFVDFQKVRIQETQAELPRGSIPRSLE 
VILRAEAVESAQAGDKCDFTGTLIWPDVSKLSTPGARAETNSRVSGVDGYETEGIRGLRALGVRDLSYRLVFLA 
CCVAPTNPRFGGKELRDEEQTAESIKNQMTVKEWEKVFEMSQDKNLYHNLCTSLFPTIHGNDEVKRGVLLMLFGG 
VPKTTGEGTSLRGDINVCIVGDPSTAKSQFLKHVEEFSPRAVYTSGKASSAAGLTAAWRDEESHEFVIEAGAIiM 
LADNGVCCIDEFDKMDVRDQVAIHEAMEQQTISITKAGVKATLNARTSILAAANPISGHYDRSKSLKQNINLSAP 
IMSRFDLFFILVDECNEVTDYAIARRIVDLHSRIEESIDRVYSLDDIRRYLLFARQFKPKISKESEDFIVEQYKH 
LRQRDGSGVTKSSWRITVRQLESMIRLSEAMARMHCCDEVQPKHVKEAFRLLNKSIIRVETPDVNLDQEEEIQME 
VDEGAGGINGHADSPAPVNGINGYl^DINQESAPKASLRLGFSEYCRISNLIVLHLRKVEEEEDESALKRSELVN 
WYLKEIESEIDSEEELINKKRIIEKVIHRLTHYDHVLIELTQAGLKGSTEGSESYEEDPYLWNPNYLLED 
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FIGURE 172 

CTGGTCCCGAGCACGAGCTGTGAGGGGATTCACTTGTGTGCGGAACTCCTCGGAACCATGGCGTCCCTTTCCCTT 

GCACCTGTTAACATCTTTAAGGCAGGAGCTGATGAAGAGAGAGCAGAGACAGCTCGTCTGACTTCTTTTATTGGT 

GCCATCGCCATTGGAGACTTGGTAAAGAGCACCTTGGGACCCAAAGGCATGGACAAAATTCTTCTAAGCAGTGGA 

CGAGATGCCTCTCTTATGGTAACCAATGATGGTGCCACTATTCTAAAAAACATTGGTGTTGACAATCCAGCAGCT 

AAAGTTTTAGTTGATATGTCl^AGGGTTCAAGATGATGAAGTTGGTGATGGCACTACCTCTGTTACCGTTTTAGCA 

GCAGAATTATTAAGGGAAGCAGAATCTTTAATTGCAAAAAAGATTCATCCACAGACCATCATAGCGGGTTGGAGA 

GAAGCCACGAAGGCTGCAAGAGAGGCGCTGTTGAGTTCTGCAGTTGATCATGGTTCCGATGAAGTTAAATTCCGT 

CAAGATTTAATGAATATTGCGGGCACAACATTATCCTCAAAACTTCTTACTCATCACAAAGACCACTTTACAAAG 

TTAGCTGTAGAAGCAGTTCTCAGACTGAAAGGCTCTGGCAACCTGGAGGCAATTCATATTATCAAGAAGCTAGGA 

GGAAGTTTGGCAGATTCCTATTTAGATGAAGGCTTCCTGTTGGATAAAAAAATTGGAGTAAATCAACCAAAACGA 

ATTGAAAATGCTAAAATTCTTATTGCAAATACTGGTATGGATACAGACAAAATAAAGATATTTGGTTCCCGGGTA 

AGAGTTGACTCTACAGCAAAGGTTGCAGAAATAGAACATGCGGAAAAGGAAAAAATGAAGGAGAAAGTTGAACGT 

ATTCTTAAGCATGGAATAAATTGCTTTATTAACAGGCAATTAATTTATAATTATCCTGAACAGCTCTTTGGTGCT 

GCTGGTGTCATGGCTATTGAGCATGCAGATTTTGCAGGTGTGGAACGCCTAGCTCTTGTCACAGGTGGTGAAATT 

GCCTCTACCTTTGATCACCCAGAACTGGTGAAGCTTGGAAGTTGCAAACTTATCGAGGAAGTCATGATTGGAGAA 

GACAAACTCATTCACTTTTCTGGGGTTGCCCTTGGTGAGGCTTGTACCATTGTTTTGCGTGGTGCCACTCAACAA 

ATTTTAGATGAAGCAGAAAGATCATTGCATGATGCTCTTTGTGTTCTTGCGCAAACTGTAAAGGACTCTAGAACA 

GTTTATGGAGGAGGCTGTTCTGAGATGTTGATGGCTCATGCTGTGACACAGCTTGCCAATAGAACACCAGGCAAA 

GAAGCTGTTGCAATGGAGTCTTATGCTAAAGCACTGAGAATGTTGCCAACCATCATAGCTGACAATGCAGGCTAT 

GACAGTGCAGACCTGGTGGCACAGCTCAGGGCTGCTCACAGTGAAGGCAATACCACTGCTGGATTGGATATGAGG 

GAAGGCACCATTGGAGATATGGCTATCCTGGGTATAACAGAAAGTTTTCAAGTGAAGCGACAGGTTCTTCTGAGT 

GCAGCTGAAGCAGCAGAGGTGATTCTGCGTGTGGACAACATCATCAAAGCGGCACCCAGGAAACGTGTCCCTGAT 

CACCACCCCTGTTAAGCATTCCCACGTGCTGTCGATCTTTGGACCAGTTTCTAGCAAAGTTGTGTTTGAAAGATA 

CTCTATTAAAGAAGACTGTGGAATCTGTTTATCGGTGCCCATTATATCCTTAAGTTTGGATATTTAGCTGACCTT 

CGCTTTAACATAGGTCTAATTTATTTGCCGTGTCATTTTCCATACAAATCAGTTGATTTAAAGGAGTTCATTTCG 

CATACTGGGCATTAAAATAAAAATTTGAACAATGAAAGGAAAAAAAGGAGAAAAAAAAAA 
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FIGURE 173 

MASLSLAPVNIFKAGADEERAETARLTSFIGAIAIGDLVKSTLGPKGMDKILLSSGRDASLMVTNDGATILKNIG 

VDNPAAKVLVDMSRVQDDEVGDGTTSVTVLAAELLREAESLIAKKIHPQTIIAGWREATKAAREALLSSAVDHGS 

DEVKFRQDLMNIAGTTLSSKLLTHHKDHFTKLAVEAVLRLKGSGNLEAIHIIKKLGGSLADSYLDEGFLLDKKIG 

VNQPKRIENAKILIANTGMDTDKIKIFGSRVRVDSTAKVAEIEHAEKEKMKEKVERXLKHGINCFINRQLIYNYP 

EQLFGAAGVMAIEHADFAGVERLALVTGGEIASTFDHPELVKLGSCKLIEEVMIGEDKLIHFSGVALGEACTIVL 

RGATQQILDEAERSLHDALCVLAQIVKDSRTVYGGGCSEMLMAHAVTQLANRTPGKEAVAMESYAKALRMLPTII 

ADNAGYDSADLVAQLRAAHSEGNTTAGLDMREGTIGDMAILGITESFQVKRQVLLSAAEAAEVILRVDNIIKAAP 
RKRVPDHHPC 
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FIGURE 174 

GCCTGAGTGAGTCTCTGGCGTCCCAAATTGCCTGTTTTTCTCGCAGGCTCTATTCCGTTCGCTGGTTCGCCACCT 
CAGGGGAACGATGGCCATGGAGTCCACAGCCACTGCCGCCGTCGCCGCGGACGTGGTTTCTGCCGACAAAATTGA 
AGATGTCCCTGCTCCTTCTACATCTGCAGATAAAGTGGAGAGrCTGGATGTGGATAGTGAAGCTAAGAAACTATT 
GGGTTTAGGACAGAAACATCTGGTGATGGGGGATATrCCAGCAGCTGTCAATGCATTCCAGGAAGCAGCTAGTCT 
TTTAGGTAAGAAGTATGGAGAGACAGCTAATGAGTGTGGAGAAGCCTTCTTTTTCTATGGGAAATCACTTCTGGA 
GTTGGCAAGAATGGAGAATGGTGTGTTGGGAAACGCCTTGGAAGGTGTGCATGTGGAAGAGGAAGAAGGAGAAAA 
AACAGAAGATGAATCTCTGGTAGAAAATAATGATAACATAGATGAGGAAGCAAGGGAAGAGTTGAGAGAACAGGT 
TTATGACGCCATGGGAGAAAAAGAAGAAGCCAAAAAAACAGAAGACAAGTCTTTGGCAAAGCCTGAAACTGATAA 
AGAACAGGACAGTGAAATGGAGAAGGGTGGAAGAGAAGATATGGATATAAGTAAATCTGCAGAGGAGCCACAGGA 
AAAAGTTGACTTGACTCTAGATTGGTTAACTGAAACCTCTGAAGAGGCAAAAGGAGGAGCAGCACCAGAAGGACC 
GAATGAAGCTGAGGTCACTTCTGGGAAGCCAGAACAGGAAGTACCAGATGCTGAGGAAGAAAAATCAGTTTCTGG 
AAJTGATGTCCAAGAAGAGTGCAGAGAAAAAGGAGGTCAGGAGAAGCAGGGAGAGGTAATTGTGAGCATAGAGGA 
GAAGCCAAAAGAAGTTTCAGAAGAGCAGCCTGTGGTGACTCTAGAAAAGCAGGGCACTGCAGTGGAGGTAGAAGC 
AGAGTCTTTAGACCCGACAGTCAAGCCAGTGGATGTGGGTGGGGACGAGCCAGAGGAGAAGGTAGTTACCTCTGA 
AAACGAGGCAGGAAAGGCGGTTCTTGAACAACTGGTAGGTCAAGAAGTACCACCTGCTGAAGAGTCACCAGAGGT 
GCAAACAGAGGCTGCAGAGGCCTCAGCTGTAGAGGCTGGATCAGAAGTCTCTGAAAAGCCTGGGCAGGAGGCTCC 
AGTTCTCCCTAAGGATGGTGCAGTCAATGGACCGTCAGTTGTAGGAGATCAGACTCCTATTGAACCACAGACTTC 
TATAGAAAGACTGACAGAAACAAAAGATGGCTCAGGACTAGAGGAGAAGGTCAGGGCAAAGCTGGTTCCTAGTCA 
GGAGGAGACTAAGCTGTCTGTAGAAGAGTCTGAGGCAGCTGGAGATGGGGTTGATACCAAGGTAGCCCAGGGAGC 
T ACT GAGAAAT C ACC T GAAGACAAAGT T C AGAT AGC T GC TAAT GAAGAGACAC AAGAGAGAGAAGAAC AG ATGAA 
AGAGGGTGAAGAAACTGAAGGCTCGGAAGAGGATGATAAAGAAAATGATAAGACTGAAGAAATGCCAAATGATTC 
AGTCCTTGAAAACAAGTCTCTTCAAGAAAATGAGGAGGAGGAGATTGGGAACCTAGAGCrTGCCTGGGATATGCT 
GGATTTAGCAAAGATCATTTTTAAAAGGCAAGAAACAAAAGAAGCACAGCTTTATGCTGCCCAGGCACATCTTAA 
ACTCGGAGAAGTTAGTGTTGAATCXGAAAACTATGTGCAAGCTGTGGAGGAGTTCCAGTCCTGCCTTAACCTGCA 
GGAACAGTACCTGGAAGCCCACGACCGTCTGCTTGCAGAGACCCACTACCAGCTGGGCTTGGCTTATGGGTACAA 
CTCTCAGTATGATGAGGCAGTGGCACAGTTCAGCAAATCTATTGAAGTCATTGAGAACAGAATGGCTGTACTAAA 
CGAGCAGGTGAAGGAGGCTGAAGGATCGTCTGAATACAAGAAAGAAATTGAGGAACTAAAGGAACTGCTACCCGA 
AATTAGAGAGAAGATAGAAGATGCAAAGGAGTCTCAGCGTAGTGGGAATGTAGCTGAACTGGCTCTGAAAGCTAC 
TCTGGTGGAGAGTTCTACTTCAGGTTTCACTCCTGGTGGAGGAGGCTCTTCAGTCTCCATGATTGCCAGTAGAAA 
GCCAACAGACGGTGCTTCCTCATCAAATTGTGTGACTGATATTTCCCACCTTGTCAGAAAGAAGAGGAAACCAGA 
GGAAGAGAGTCCCCGGAAAGATGATGCAAAGAAAGCCAAACAAGAGCCGGAGGTGAACGGAGGCAGTGGGGATGC 
TGTCCCGAGTGGAAATGAAGTTTCGGAAAACATGGAGGAGGAGGCTGAGAATCAGCTGAAACGCGGAGCAGCAGT 
GGAGGGGACACTGGAGGCTGGAGCTACAGTTGAAAGCACTGCATGTTA^GAGGGGGCACAGCCTCCTCCCAAGGG 

AAAGTGTTTTTGTATATAATGTATTTTTTCACTTTTGGAGGATTCTTTTTGTATAACTTCAATAAAGATTGTAAG 
CAAAAAAAAAA 
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FIGURE 175 

MAMESTATAAVAADWSADKIEDVPAPSTSADKVESLDTO 

KYGETANECGEAFFFYGKSLLELARMENGVLGNALEGVHVEEEEGEKTEDESLVENNDNIDEEAREELREQVYDA 
MGEKEEAKKTEDKSLAKPETDKEQDSEMEKGGREDMDISKSAEEPQEKVDLTLDWLTETSEEAKGGAAPEGPNEA 
EVTSGKPEQEVPDAEEEKSVSGTDVQEECREKGGQEKQGEVIVSIEEKPKEVSEEQPWTLEKQGTAVEVEAESL 
DPTVKPVDVGGDEPEEKWTSENEAGKAVLEQLVGQEVPPAEESPEVQTEAAEASAVEAGSEVSEKPGQEAPVLP 
KDGAVNGPSVVGDQTPIEPQTSIERLTETKDGSGLEEKVKAKLVPSQEETKLSVEESEAAGDGVDTKVAQGATEK 
SPEDKVQIAANEETQEREEQMKEGEETEGSEEDDKENDKTEEMPNDSVIjENKSLQENEEEEIGNLELAWDMLDIiA 
KIIFKRQETKEAQLYAAQAHLKLGEVSVESENYVQAVEEFQSCLNLQEQYLEAHDRLLAETHYQLGLAYGYNSQY 
DEAVAQFSKSIEVIENRMAVLNEQVKEAEGSSEYKKEIEELKELLPEIREKIEDAKESQRSGNVAELALKATLVE 
SSTSGFTPGGGGSSVSMIASRKPTDGASSSNCVTDISHLVRKKRKPEEESPRKDDAKKAKQEPEVNGGSGDAVPS 
GNEVSENMEEEAENQLKRGAAVEGTLEAGATVESTAC 
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FIGURE 176 

GACTCCTAGGGGCTTGCAGACCTAGTGGGAGAGAAAGAACATCGCAGCAGCCAGGCAGAACCAGGACAGGTGAGG 
TGCAGGCTGGCTTTCCTCTCGCAGCGCGGTGTGGAGTCCTGTCCTGCCTCAGGGCTTTTCGGAGCCTGGATCCTC 
AAGGAACAAGTAGACCTGGCCGCGGGGAGTGGGGAGGGAAGGGGTGTCTATTGGGCAACAGGGCGGCAAAGCCCT 
GAATAAAGGGGCGCAGGGCAGGCGCAAGTGCAGAGCCTTCGTTTGCCAAGTCGCCTCCAGACCGCAGACATGAAA 
CTTGTCTTCCTCGTCCTGCTGTTCCTCGGGGCCCTCGGACTGTGTCTGGCTGGCCGTAGGAGAAGGAGTGTTCAG 
TGGTGCGCCGTATCCCAACCCGAGGCCACAAAATGCTTCCAATGGCAAAGGAATATGAGAAAAGTGCGTGGCCCT 
CCTGTCAGCTGCATAAAGAGAGACTCCCCCATCCAGTGTATCCAGGCCATTGCGGAAAACAGGGCCGATGCTGTG 
ACCCTTGATGGTGGTTTCATATACGAGGCAGGCCTGGCCCCCTACAAACTGCGACCTGTAGCGGCGGAAGTCTAC 
GGGACCGAAAGACAGCCACGAACTCACTATTATGCCGTGGCTGTGGTGAAGAAGGGCGGCAGCTTTCAGCTGAAC 
GAACTGCAAGGTCTGAAGTCCTGCCACACAGGCCTTCGCAGGACCGCTGGATGGAATGTCCCTACAGGGACACTT 
CGTCCATTCTTGAATTGGACGGGTCCACCTGAGCCCATTGAGGCAGCTGTGGCCAGGTTCTTCTCAGCCAGCTGT 
GTTCCCGGTGCAGATAAAGGACAGTTCCCCAACCTGTGTCGCCTGTGTGCGGGGACAGGGGAAAACAAATGTGCC 
TTCTCCTCCCAGGAACCGTACTTCAGCTACTCTGGTGCCTTCAAGTGTCTGAGAGACGGGGCTGGAGACGTGGCT 
TTTATCAGAGAGAGCACAGTGTTTGAGGACCTGTCAGACGAGGCTGAAAGGGACGAGTATGAGTTACTCTGCCCA 
GACAACACTCGGAAGCCAGTGGACAAGTTCAAAGACTGCCATCTGGCCCGGGTCCCTTCTCATGCCGTTGTGGCA 
CGAAGTGTGAATGGCAAGGAGGATGCCATCTGGAATCTTCTCCGCCAGGCACAGGAAAAGTTTGGAAAGGACAAG 
TCACCGAAATTCCAGCTCTTTGGCTCCCCTAGTGGGCAGAAAGATCTGCTGTTCAAGGACTCTGCCATTGGGTTT 
TCGAGGGTGCCCCCGAGGATAGATTCTGGGCTGTACCTTGGCTCCGGCTACTTCACTGCCATCCAGAACTTGAGG 
AAAAGTGAGGAGGAAGTGGCTGCCCGGCGTGCGCGGGTCGTGTGGTGTGCGGTGGGCGAGCAGGAGCTGCGCAAG 
TGTAACCAGTGGAGTGGCTTGAGCGAAGGCAGCGTGACCTGCTCCTCGGCCTCCACCACAGAGGACTGCATCGCC 
CTGGTGCTGAAAGGAGAAGCTGATGCCATGAGTTTGGATGGAGGATATGTGTACACTGCATGCAAATGTGGTTTG 
GTGCCTGTCCTGGCAGAGAACTACAAATCCCAACAAAGCAGTGACCCTGATCCTAACTGTGTGGATAGACCTGTG 
GAAGGATATCTTGCTGTGGCGGTGGTTAGGAGATCAGACACTAGCCTTACCTGGAACTCTGTGAAAGGCAAGAAG 
TCCTGCCACACCGCCGTGGACAGGACTGCAGGCTGGAATATCCCCATGGGCCTGCTCTTCAACCAGACGGGCTCC 
TGCAAATTTGATGAATATTTCAGTCAAAGCTGTGCCCCTGGGXCTGACCCGAGATCTAATCTCTGTGCTCTGTGT 
ATTGGCGACGAGCAGGGTGAGAATAAGTGCGTGCCCAACAGCAACGAGAGATACTACGGCTACACTGGGGCTTTC 
CGGTGCCTGGCTGAGAATGCTGGAGACGTTGCATTTGTGAAAGATGTCACTGTCTTGCAGAACACTGATGGAAAT 
AACAATGAGGCATGGGCTAAGGATTTGAAGCTGGCAGACTTTGCGCTGCTGTGCCTCGATGGCAAACGGAAGCCT 
GTGACTGAGGCTAGAAGCTGCCATCTTGCCATGGCCCCGAATCATGCCGTGGTGTCTCGGATGGATAAGGTGGAA 
CGCCTGAAACAGGTGCTGCTCCACCAACAGGCTAAATTTGGGAGAAATGGATCTGACTGCCCGGACAAGTTTTGC 
TTATTCCAGTCTGAAACCAAAAACCTTCTGTTCAATGACAACACTGAGTGrCTGGCCAGACTCCATGGCAAAACA 
ACATATGAAAAATATTTGGGACCACAGTATGTCGCAGGCATTACTAATCTGAAAAAGTGCTCAACCTCCCCCCTC 
CTGGAAGCCTGTGAATTCCTCAGGAAGTAAAACCGAAGAAGATGGCCCAGCTCCCCAAGAAAGCCTCAGCCATTC 
ACTGCCCCCAGCTCTTCTCCCCAGGTGTGTTGGGGCCTTGGCTCCCCTGCTGAAGGTGGGGATTGCCCATCCATC 
TGCTTACAATTCCCTGCTGTCGTCTTAGCAAGAAGTAAAATGAGAAATTTTGTTGATATTCAAAAAAAA 
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FIGURE 177 

MKLVFLVLLFLGALGLCLAGRRRRSVQWCAVSQPEAT^ 

AVTLDGGFIYEAGLAPYKLRPVAAEVYGTERQPRTHYYAVAVVKKGGSFQLNELQGLKSCHTGLRRTAGWNVPTG 
TLRPFLNWTGPPEPIEAAVARFFSASCVPGADKGQFPNLCRLCAGTGENKCAFSSQEPYFSYSGAFKCLRDGAGD 
VAFIRESTVFEDLSDEAERDEYELLCPDNTRKPVDKFKDCHLARVPSHAWARSVNGKEDAIWNLLRQAQEKFGK 
DKSPKFQLFGSPSGQKDLLFKDSAIGFSRVPPRIDSGLYLGSGYFTAIQNLRKSEEEVAARRARWWCAVGEQEL 
RKCNQWSGLSEGSVTCSSASTTEDCIALVLKGEADAMSLDGGYVYTACKCGLVPVLAENYKSQQSSDPDPNCVDR 
PVEGYLAVAWRRSDTSLTWNSVKGKKSCHTAVDRTAGWNIPMGLLFNQTGSCKFDEYFSQSCAPGSDPRSNLCA 
LCIGDEQGENKCVPNSNERYYGYTGAFRCLAENAGDVAFVKDVTVLQNTDGNNNEAWAKDLKLADFALLCLDGKR 
KPVTEARSCHLAMAPNHAWSRMDKVERLKQVLLHQQAKFGRNGSDCPDKFCLFQSETKNLLFNDNTECLARLHG 
KTTYEKYLGPQYVAGITNLKKCSTSPLLEACEFLRK 
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FIGURE 178A 

GCCCCGAGTGCAATCGCGGGAAGCCAGGGTTTCCAGCTAGGACACAGCAGGTCGTGATCCGGGTCGGGACACTGC 
CTGGCAGAGGCTGCGAGCMCGGGGCCCTGGGGCTGGAAATTGCGCTGGACCGTCGCCTTGCTCCTCGCCGCGGCG 
GGGACTGCAGTGGGCGACAGATGTGAAAGAAACGAGTTCCAGTGCCAAGACGGGAAATGCATCTCCTACAAGTGG 
GTCTGCGATGGCAGCGCTGAGTGCCAGGATGGCTCTGATGAGTCCCAGGAGACGTGCTTGTCTGTCACCTGCAAA 
TCCGGGGACTTCAGCTGTGGGGGCCGTGTCAACCGCTGCATTCCTCAGTXCTGGAGGTGCGATGGCCAAGTGGAC 
TGCGACAACGGCTCAGACGAGCAAGGCTGTCCCCCCAAGACGTGCTCCCAGGACGAGTTTCGCTGCCACGATGGG 
AAGTGCATCTCTCGGCAGTTCGTCTGTGACTCAGACCGGGACTGCTTGGACGGCTCAGACGAGGCCTCCTGCCCG 
GTGCTCACCTGTGGTCCCGCCAGCTTCCAGTGCAACAGCTCCACCTGCATCCCCCAGCTGTGGGCCTGCGACAAC 
GACCCCGACTGCGAAGATGGCTCGGATGAGTGGCCGCAGCGCTGTAGGGGTCTTTACGTGTTCCAAGGGGACAGT 
AGCCCCTGCTCGGCCTTCGAGTTCCACTGCCTAAGTGGCGAGTGCATCCACTCCAGCTGGCGCTGTGATGGTGGC 
CCCGACTGCAAGGACAAATCTGACGAGGAAAACTGCGCTGTGGCCACCTGTCGCCCTGACGAATTCCAGTGCTCT 
GATGGAAACTGCATCCATGGCAGCCGGCAGTGTGACCGGGAATATGACTGCAAGGACATGAGCGATGAAGTTGGC 
TGCGTTAATGTGACACTCTGCGAGGGACCCAACAAGTTCAAGTGTCACAGCGGCGAATGCATCACCCTGGACAAA 
GTCTGCAACATGGCTAGAGACTGCCGGGACTGGTCAGATGAACCCATCAAAGAGTGCGGGACCAACGAATGCTTG 
GACAACAACGGCGGCTGTTCCCACGTCTGCAATGACCTTAAGATCGGCTACGAGTGCCTGTGCCCCGACGGCTTC 
CAGCTGGTGGCCCAGCGAAGATGCGAAGATATCGATGAGTGTCAGGATCCCGACACCTGCAGCCAGCTCTGCGTG 
AACCTGGAGGGTGGCTACAAGTGCCAGTGTGAGGAAGGCTTCCAGCTGGACCCCCACACGAAGGCCTGCAAGGCT 
GTGGGCTCCATCGCCTACCTCTTCTTCACCAACCGGCACGAGGTCAGGAAGATGACGCTGGACCGGAGCGAGTAC 
ACCAGCCTCATCCCCAACCTGAGGAACGTGGTCGCTCTGGACACGGAGGTGGCCAGCAATAGAATCTACTGGTCT 
GACCTGTCCCAGAGAATGATCTGCAGCACCCAGCTTGACAGAGCCCACGGCGTCTCTTCCTATGACACCGTCATC 
AGCAGGGACATCCAGGCCCCCGACGGGCTGGCTGTGGACTGGATCCACAGCAACATCTACTGGACCGACTCTGTC 
CTGGGCACTGTCTCTGTTGCGGATACCAAGGGCGTGAAGAGGAAAACGTTATTCAGGGAGAACGGCTCCAAGCCA 
AGGGCCATCGTGGTGGATCCTGTTCATGGCTTCATGTACTGGACTGACTGGGGAACTCCCGCCAAGATCAAGAAA 
GGGGGCCTGAATGGTGTGGACATCTACTCGCTGGTGACTGAAAACATTCAGTGGCCCAATGGCATCACCCTAGAT 
CTCCTCAGTGGCCGCCTCTACTGGGTTGACTCCAAACTTCACTCCATCTCAAGCATCGATGTCAATGGGGGCAAC 
CGGAAGACCATCTTGGAGGATGAAAAGAGGCTGGCCCACCCCTTCTCCTTGGCCGTCTTTGAGGACAAAGTATTT 
TGGACAGATATCATCAACGAAGCCATTTTCAGTGCCAACCGCCTCACAGGTTCCGATGTCAACTTGTTGGCTGAA 
AACCTACTGTCCCCAGAGGATATGGTCCTCTTCCACAACCTCACCCAGCCAAGAGGAGTGAACTGGTGTGAGAGG 
ACCACCCTGAGCAATGGCGGCTGCCAGTATCTGTGCCTCCCTGCCCCGCAGATCAACCCCCACTCGCCCAAGTTT 
ACCTGCGCCTGCCCGGACGGCATGCTGCTGGCCAGGGACATGAGGAGCTGCCTCACAGAGGCTGAGGCTGCAGTG 
GCCACCCAGGAGACATCCACCGTCAGGCTAAAGGTCAGCTCCACAGCCGTAAGGACACAGCACACAACCACCCGG 
CCTGTTCCCGACACCTCCCGGCTGCCTGGGGCCACCCCTGGGCTCACCACGGTGGAGATAGTGACAATGTCTCAC 
CAAGCTCTGGGCGACGTTGCTGGCAGAGGAAATGAGAAGAAGCCCAGTAGCGTGAGGGCTCTGTCCATTGTCCTC 
CCCATCGTGCTCCTCGTCTTCCTTTGCCTGGGGGTCTTCCTTCTATGGAAGAACTGGCGGCTTAAGAACATCAAC 
AGCATCAACTTTGACAACCCCGTCTATCAGAAGACCACAGAGGATGAGGTCCACATTTGCCACAACCAGGACGGC 
TACAGCTACCCCTCGAGACAGATGGTCAGXCTGGAGGATGACGTGGCGTGAACATCTGCCTGGAGTCCCGCCCCT 
GCCCAGAACCCTTCCTGAGACCTCGCCGGCCTTGTTTTATTCAAAGACAGAGAAGACCAAAGCATTGCCTGCCAG 
AGCTTTGTTTTATATATTTATTCATCTGGGAGGCAGAACAGGCTTCGGACAGTGCCCATGCAATGGCTTGGGTTG 
GGATTTTGGTTTCTTCCTTTCCTGTGAAGGATAAGAGAAACAGGCCCGGGGGGACCAGGATGACACCTCCATTTC 
TCTCCAGGAAGTTTTGAGTTTCTCTCCACCGTGACACAATCCTCAAACATGGAAGATGAAAGGGCAGGGGATGTC 
AGGCCCAGAGAAGCAAGTGGCTTTCAACACACAACAGCAGATGGCACCAACGGGACCCCCTGGCCCTGCCTCATC 
CACCAATCTCTAAGCCAAACCCCTAAACTCAGGAGTCAACGTGTTTACCTCTTCTATGCAAGCCTTGCTAGACAG 
CCAGGTTAGCCTTTGCCCTGTCACCCCCGAATCATGACCCACCCAGTGTCTTTCGAGGTGGGTTTGTACCTTCCT 
TAAGCCAGGAAAGGGATTCATGGCGTCGGAAATGATCTGGCTGAATCCGTGGTGGCACCGAGACCAAACTCATTC 
ACCAAATGATGCCACTTCCCAGAGGCAGAGCCTGAGTCACCGGTCACCCTTAATATTTATTAAGTGCCTGAGACA 
CCCGGTTACCTTGGCCGTGAGGACACGTGGCCTGCACCCAGGTGTGGCTGTCAGGACACCAGCCTGGTGCCCATC 
CTCCCGACCCCTACCCACTTCCATTCCCGTGGTCTCCTTGCACTTTCTCAGTTCAGAGTTGTACACTGTGTACAT 
TTGGCATTTGTGTTATTATTTTGCACTGTTTTCTGTCGTGTGTGTTGGGATGGGATCCCAGGCCAGGGAAAGCCC 
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FIGURE 178B 

GXGXCAAXGAAXGCCGGGGACAGAGAGGGGCAGGXXGACCGGGACXTCAAAGCCGXGAXCGTGAAXAXCGAGAAC 
TGCCATTGTCGTCTTTATGTCCGCCCACCTAGTGCTTCCACTTCTATGCAAATGCCTCCAAGCCATTCACTTCCC 
CAATCTTGTCGTTGATGGGTATGTGTTTAAAACATGCACGGTGAGGCCGGGCGCAGTGGCCTCACGCCTGTAATC 
CCAGCACTTTGGGAGGCCGAGGCGGGTGGATCATGAGGTCAGGAGATCGAGACCATCCTGGCTAACAAGGTGAAA 
CCCCGTCTCTACTAAAAATACAAAAAATTAGCCGGGCGCGGTGGTGGGCACCTGTAGTCCCAGCTACTCGGGAGG 
CTGAGGCAGGAGAATGGTGTGAACCCGGGAAGCGGAGCTTGCAGTGAGCCGAGATTGCGCCACTGCAGTCCGCAG 
TCTGGCCTGGGCGACAGAGCGAGACTCCGTCTCAAAAAAAACAAAACAAAAAAAAACCATGCATGGTGCATCAGC 
AGCCCATGGCCTCTGGCCAGGCATGGCGAGGCTGAGGTGGGAGGATGGTTTGAGCTCAGGCATTTGAGGCTGTCG 
TGAGCTATGATTATGCCACTGCTTTCCAGCCTGGGCAACATAGTAAGACCCCATCTCTTAAAAAATGAATTTGGC 
CAGACACAGGTGCCTCACGCCTGTAATCCCAGCACTTTGGGAGGCTGAGCTGGATCACTTGAGTTCAGGAGTTGG 
AGACCAGGCCTGAGCAACAAAGCGAGATCCCATCTCTACAAAAACCAAAAAGTTAAAAATCAGCTGGGTATGGTG 
GCACGTGCCTGTGATCCCAGCTACTTGGGAGGCTGAGGCAGGAGGATCGCCTGAGCCCAGGAGGTGGAGGTTGCA 
GTGAGCCATGATCGAGCCACTGCACTCCAGCCTGGGCAACAGATGAAGACCCXATTTCAGAAATACAACTATAAA 
AAAAATAAATAAATCCTCCAGTCTGGATCGTTTGACGGGACTTCAGGTTCTTTCTGAAATCGCCGTGTTACTGTT 
GCACTGATGTCCGGAGAGACAGTGACAGCCTCCGTCAGACTCCCGCGTGAAGATGTCACAAGGGAXTGGCAATTG 
TCCCCAGGGACAAAACACTGTGTCCCCCCCAGTGCAGGGAACCGTGATAAGCCTTTCTGGTTTCGGAGCACGTAA 
ATGCGTCCCTGXACAGATAGTGGGGATTTTTTGTTATGTTTGCACTTTGTATATTGGXTGAAACTGTTATCACTT 
AXAXATAXAXAXACACACAXATAXATAAAAXCXAXXXATTXTXGCAAACCCTGGXXGCXGTAXXXGXXCAGTGAC 
TATTCXCGGGGCCCXGXGXAGGGGGXXAXXGCCTCXGAAATGCCXCXTCTXXAXGXACAAAGAXXATTTGCACGA 
ACXGGACTGTGXGCAACGCXXXXXGGGAGAATGATGXCCCCGXXGTATGXATGAGXGGCXXCXGGGAGAXGGGXG 
XCACXXXXXAAACCACXGXAXAGAAGGXXXXXGXAGCCXGAAXGXCXXACXGXGATCAAXXAAATTXCXXAAATG 
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FIGURE 179 

MGPWGWKLRWTVALLLAAAGXAVGDRCERNEFQCQDGKCISYKWVCDGSAECQDGSDESQETCLSVTCKSGDFSC 
GGRVNRCIPQFWRCDGQVDCDNGSDEQGCPPKTCSQDEFRCHDGKCISRQFVCDSDRDCLDGSDEASCPVLTCGP 
ASFQCNSSTCIPQLWACDNDPDCEDGSDEWPQRCRGLYVFQGDSSPCSAFEFHCLSGECIHSSWRCDGGPDCKDK 
SDEENCAVATCRPDEFQCSDGNCIHGSRQCDREYDCKDMSDEVGCVNVTLCEGPNKFKCHSGECITLDKVCNMAR 
DCRDWSDEPIKECGTNECLDNNGGCSHVCNDLKIGYECLCPDGFQLVAQRRCEDIDECQDPDTCSQLCVNLEGGY 
KCQCEEGFQLDPHTKACKAVGSIAYLFFTNRHEVRKMTLDRSEYTSLIPNLRNWALDTEVASNRIYWSDLSQRM 
ICSTQLDRAHGVSSYDTVISRDIQAPDGLAVDWIHSNIYWTDSVLGTVSVADTKGVKRKTLFRENGSKPRAIWD 
PVHGFMYWTDWGTPAKIKKGGLNGVDIYSLVTENIQWPNGITLDLLSGRLYWVDSKLHSISSIDVNGGNRKTILE 
DEKRLAHPFSLAVFEDKVFWTDIINEAIFSANRLTGSDWLLAENLLSPEDMVLFHNLTQPRGVNWCERTTLSNG 
GCQYLCLPAPQINPHSPKFTCACPDGMLLARDMRSCLTEAEAAVATQETSTVRLKVSSTAVRTQHTTTRPVPDTS 
RLPGATPGLTTVEIVTMSHQALGDVAGRGNEKKPSSVRALSIVLPIVLLWLCLGVFLLWKNWRLKNINSINFDN 
PVYQKTTEDEVHICHNQDGYSYPSRQMVSLEDDVA 
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FIGURE 180 

AAGCGMGGCTGGGCCCGCGTGGATCTCCAAGGTCXCTCGGCTGCrGGGGGCATTCCACAACCCAAAACAGGTGA 

CCAGAGGTXTTACTGGTGGTGTTCAGACAGTAACTrTAATTCCAGGAGATGGTATTGGCCCAGAAATTXCAGCTG 

CAGXXAXGAAGAIXXXXGAXGCXGCCAAAGCACCIAIXCAGIGGGAGGAGCGGAACGXCACIGCCAXICAAGGAC 

CXGGAGGAAAGXGGAIGAICCCIICAGAGGCXAAAGAGXCCAXGGAIAAGAACAAGAIGGGCXXGAAAGGCCCXI 

IGAAGACCCCAAIAGCAGCCGGICACCCAXCXAXGAAIIIACTGCXGCGCAAAACAIXIGACCXXIACGCGAAXG 

TCCGACCATGTGTCTCTATCGAAGGCTATAAAACCCCTTACACCGATGTAAATATTGTGACCATTCGAGAGAACA 

CAGAAGGAGAATACAGTGGAAXTGAGCATGTGATTGTTGATGGAGTCGTGCAGAGTATCAAGCTCATCACCGAGG 

GGGCGAGCAAGCGCAIIGCIGAGIIIGCCXIIGAGIAIGCCCGGAACAACCACCGGAGCAACGICACGGCGGXGC 

ACAAAGCCAACATCATGCGGATGTCAGATGGGCTTTTTCTACAAAAATGCAGGGAAGTTGCAGAAAGCTGTAAAG 

ATATTAAATTTAATGAGATGTACCTTGATACAGTATGTTTGAATATGGTACAAGATCCTTCCCAATXTGATGTTC 

TTGTTATGCCAAATTTGTATGGAGACATCCTTAGTGACTTGTGXGCAGGATTGATCGGAGGTCTCGGTGTGACAC 

CAAGTGGCAACATTGGAGCCAATGGGGTTGCAATTTXTGAGTCGGTTCATGGGACGGCTCCAGACATTGCAGGCA 

AGGACATGGCGAATCCCACAGCCCTCCTGCTCAGTGCCGTGATGATGCTGCGCCACATGGGACTTTTTGACCATG 

CTGCAAGAATTGAGGCTGCGTGTTTTGCTACAATTAAGGACGGAAAGAGCTTGACAAAAGATTTGGGAGGCAATG 

CAAAATGCTCAGACTTCACAGAGGAAATCTGTCGCCGAGTAAAAGATTTAGATTAACACTTCTACAACTGGCATT 

TACATCAGTCACTCTAAATGGACACCACATGAACCTCTGTTTAGAATACCTACGTATGTATGCATTGGTTTGCTT 

GTTTCTTGACAGTACATTTTTAGATCTGGCCTTTTCTTAACAAAATCTGTGCAAAAGATGCAGGTGGATGTCCCT 

AGGTCTGTTTTCAAAGAACTTTTTCCAAGTGCTTGTTTTATTTATTAAGXGTCTACCTGGTAAATGTTTTTTTTG 

TAAACTCTGAGTGGACTGTATCATTTGCTATTCTAAACCATTTTACACTTAAGTTAAAATAGTTTCTCTTCAGCX 

GTAAATAACAGGATACAGAATTAACAAGAGAAAATGTCTAACTTTTTAAGAAAAACCTTATXTTCTTCGGTTTTT 

GAAAAACAIAAIGGAAAXAAAACAGGAXAXXGACAIAAXAGCACAAAAXGACACXCXXCXAAAACXAAAIGGGCA 

CAAGAGAAXXIXCCXGGGAAAGXICACAXCAAAAAGAGIGAAXGIGGIAXAXXXCIAAAIGAXAXGGAAAATAGA 

GACAGAXXIGXCCIXXACAGAAAXIACXGAGXGXGAAXAAAAACITCAGAXCCAAGAAAIAIAXAAXGAGAGAXA 

XAAIIXIXGIXAAIAAGACAAAGGXAAXAXAIIGGAIACAAAGACACAAAIGXAXIGXGXGIXCAAIXAXIIIGX 

XGTCXIGAGAXIXAAXAIICXIICCAAGAGCIIXIAAIGAAGCAGAGAGCIAGXACXICATTXXCACIGGAIACA 

IIXXCAGCAICAIGAGIIGrCACAGCCXCXGAGCCCCTGAXCIGAAGCCAGAAGGGCXGAGIGIAIXGIAAACIX 

AIXCXXGCAIGXXGCXGXCIGGGAAIGGACCACACIACAGCAGGXAGIXCIGGGGGCGAIACIGCCGAAAGGCCC 

GAACACAIGXAXIXIGGCIGCAAXIGAGGAACIIGGGAIGCIAIIAAXIXXGIAIXICAGCAACXGCCCCIXCIC 

CIAXCCCAAAGCACCAAIXACXGCCCXCIGCCICAGCAGXACCAGXAXAAGAXGACAXICCAAAGACXGGAGGCA 

ACICAGCCXGAGIXAAXICACAAAAXIAXGCCAXGCXGGGGCIXGAGCXIGAGCXXGGGCXIAGGCXIGGGCICA 

GCIIIIGACCCICAGGCAXCXCCXXTXCCXXCCIGXCXXCCICICCCIICXCCICTGCXGCAGCAXGAXXXXCXI 

AAXCXICAGACACICACIAIIXXCAXGAACAGXXACCCXCXGICCCCACAACCAAAGACAACXCAIGGCCICCII 

TGGCCCTTGTGTAACATTGCAAACCTGTGGCTTTGCAAAATGTACCCAGGTCACAAGGGGATTTTTTTTTTTTTA 

GCAATGATATCCCTGTCTGGGTCACTTTTTAAGCTTGTAACCGCCCCCCCAGACTTATAATCTTAAATGTATTTT 

CCTTTGTTTAAGCTGCTGCTTCCTCTGTTTCATTGGATTGTGCCAGTTATCAGTGGCTCTTGGGTTCAAAGTAAT 
AAA 
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FIGURE 181 

MAGPAWISKVSRLLGAFHNPKQVTRGFTGGVQT^ 
GKV^IPSEAKESMDKNKMGLKGPLKTPIAAGHPSMNLLLRKTFDL^ 

GEYSGIEHVIVDGWQSIKLITEGASKRIAEFAFEYARNNHRSNVTAVHKANIMRMSDGLFLQKCREVAESCKDI 
KFNEMYLDTVCLNMVQDPSQFDVLVMPNLYGDILSDLCAGIilGGLGVTPSGNIGANGVAIFESVHGTAPDIAGKD 
MANPTALLLSAVMMLRHMGLFDHAARIEAACFATIKDGKSLTKDLGGNAKCSDFTEEICRRVKDLD 
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FIGURE 182A 

CAAGXGCCGXCGCCGCGCCCCIXCCCCCICCCGCCICCCCGGCCCCCXCCCCGGAACCGGCGGXCGAGCIACGGI 

CGCGGACGAGXGGAACCGAGACIGCCCCGCGGAGCCGCCGGIAXGAGCGCCCCXCGCCACCCCGXGXCCCAGGCC 

CGGCCTrTCrGACAAGAGCTAGACTTCGGGCTCCTTGAGGATATTCAGTTTTGTATGTTTGAATATCCTCTCACC 

ATGTTCAGCATAAAGTACCATTCTTAATGATTATCCTCAACAAGACAGGTGTGAGAGGGTTGCTGTTGCATTGCA 

ArCATGGTGCAAAAATACCAGTCCCCAGTGAGAGTGTACAAATACCCCTTTGAATTAATTATGGCXGCCTATGAA 

AGGAGGTXCCCXACAXGXCCIIIGAIXCCGAIGXICGIGGGCAGXGACACIGXGAGXGAAXXCAAGAGCGAAGAI 

GGGGCTATTCATGTCATTGAAAGGCGCTGCAAGCTGGATGTAGATGCACCCAGACTGCTGAAGAAGATTGCAGGA 

GXTGATTATGTTTATXTTGTCCAGAAAAACTCACTGAATTCTCGGGAACGTACTTTGCACATTGAGGCTTATAAT 

GAAACGTTTTCCAATCGGGTCATCATTAATGAGCATTGCTGCTACACCGTTCACCCTGAAAATGAAGATTGGACC 

TGXTTTGAACAGTCTGCAAGTTTAGATATTAAATCTTTCTTTGGTTTTGAAAGTACAGTGGAAAAAATTGCAATG 

AAACAATATACCAGCAACATTAAAAAAGGAAAGGAAATCATCGAATACTACCTTCGCCAATTAGAAGAAGAAGGC 

ATAACCTTTGTGCCCCGTIGGAGTCCGCCTTCCATCACGCCCTCTTCAGAGACATCTTCATCATCCTCCAAGAAA 

CAAGCAGCGTCCATGGCCGTCGTCATCCCAGAAGCTGCCCTCAAGGAGGGGCTGAGTGGTGATGCCCTCAGCAGC 

CCCAGTGCACCTGAGCCCGTGGTGGGCACCCCTGACGACAAACTAGATGCCGACCACATCAAGAGATACCTGGGC 

GAXTTGACTCCGCTGCAGGAGAGCTGCCTCATTAGACTTCGCCAGTGGCTCCAGGAGACCCACAAGGGCAAAATT 

CCAAAAGATGAGCATATTCTTCGGTTCCTCCGTGCACGGGATTTTAATATTGACAAAGCCAGAGAGATCATGXGT 

CAGTCTTTGACGTGGAGAAAGCAGCATCAGGTAGACTACATTCTTGAAACCTGGACCCCTCCTCAGGTCCXTCAG 

GATTACTACGCGGGAGGCTGGCATCATCACGACAAAGATGGGCGGCCCCTCTACGTGCTCAGGCTGGGGCAGATG 

GACACCAAAGGCTTGGTGAGAGCGCTCGGGGAGGAAGCCCTGCTGAGATACGTTCTCTCCGTAAATGAAGAACGG 

CTAAGGCGATGCGAAGAGAATACAAAAGTCTTTGGTCGGCCTATCAGCTCATGGACCTGCCTGGTGGACTIGGAA 

GGGCTGAACATGCGCCACXTGTGGAGACCTGGTGTGAAAGCGCTGCXGCGGATCATCGAGGTGGTGGAGGCCAAC 

TACCCTGAGACACTGGGCCGCCTTCTCATCCTGCGGGCGCCCAGGGTATTTCCTGTGCTCTGGACGCTGGTTAGT 

CCGTTCATTGATGACAACACCAGAAGGAAGTTCCTCATTTATGCAGGAAATGACTACCAGGGTCCTGGAGGCCTG 

CTGGATTACATCGACAAAGAGATTATTCCAGATTTCCTGAGTGGGGAGTGCATGTGCGAAGTGCCAGAGGGTGGA 

CTGGTCCCCAAATCTCTGTACCGGACTGCAGAGGAGCTGGAGAACGAAGACCTGAAGCTCTGGACTGAGACCATC 

TACCAGTCTGCAAGCGTCTTCAAAGGAGCCCCACATGAGATTCTCATTCAGATXGTGGATGCCTCGTCAGTCATC 

ACTTGGGATTTCGACGTGTGCAAAGGGGACATTGTGTTTAACATCTATCACTCCAAGAGGTCGCCACAACCACCC 

AAAAAGGACTCCCTGGGAGCCCACAGCATCACCTCTCCGGGTGGGAACAATGTGCAGCTCATAGACAAAGTCTGG 

CAGCTGGGCCGCGACTACAGCATGGXGGAGTCGCCTCTGATCTGCAAAGAAGGAGAAAGCGTGCAGGGTTCCCAT 

GTGACCAGGTGGCCGGGCTTCTACATCCTGCAGTGGAAATTCCACAGCATGCCTGCGTGCGCCGCCAGCAGCCTX 

CCCCGGGTGGACGACGTGCTTGCGTCCCTGCAGGTCTCTTCGCACAAGTGTAAAGTGATGTACTACACCGAGGTG 

ATCGGCTCGGAGGATTTCAGAGGTTCCATGACGAGCCTGGAGTCCAGCCACAGCGGCTTCTCCCAGCXGAGTGCC 

GCCACCACCTCCTCCAGCCAGTCCCACTCCAGCTCCATGATCTCCAGGTACTGCCGCGCTGCCTGCACCTAGTGT 

GCAGAGGGGACGGCCGCCCCTCCTCGGACAGCAGCTGCACCCGCCCACCCAGCGGCGACATTGTACAGACTCCTC 

TCACCTCTAGATAGCAAATAGCTCTCAGATGGTAAACGXAGTCGTTTGATCCCAAAACTACCTTGGCAGGTAGTT 

TTAACTCTGATCCTAACTTAACTCAATAGCCATAGATTTTGTATACGTTGTGCACAAAATCCAACCAGAGCGCAA 

GGGCTCTCTTGAAAGAAAAGTAGTTTCTGTACCAATTAAAGGATTGACGTGGTCTCAGATATTGATGCAAAAAAT 

TTTTCCAACGAACTCCGCATTGTCCATTAGTGAATGAATTCCTGTGACATCCTCCAGAGATGGCCCCTCCTCACC 

TGGGACGGAAGCTGCCAGCTCGCTTCCCCCAAGCTGCCTCATGGCCCGCACGCCGCCXCACGGCCCCCATGCrrC 

CCGCCAGTCAAGATGGTCTGTGGACTTAGGGCCAGCCCXTGAGGTCCTTATCCTCTGAGGATTCAGAGGTTGCCT 

GCGGAGTACCTTGTCCCAGGGCCAGACACACCCACACCACCCACXGTCTGCAGXGGGGCCGGGGGCTCAGGAGGG 

GCXCTCAGGGACICCIGGIGACICCAGGAAAAXGCXGCCAICGXXAAACAIIACXXXCXCXTICCXCCXIIXCAA 

AICIIIIXGAXACIXIXXAGAGCAGGAIIIXICIGIAIGXGAACIIGGGIGGGGGGGIXCXXCCCGIIICCIXCC 

GXGCGICGCCCCICXCACCXGCAGXCAGCICCCAGCCCAGXGIAGGCCAXCXCCICIGIGCCCICXGGAGGCXCA 

IXGXCXCAGAGCCCAGACAGIXCCAGCCACXAGGAGGCCGICXIGGAACCAGCAAGICGCAIIIGCCACIXGACA 

CIGXCCAXGGGGIIIIAIIAGIAGCIAAGCAGCAGCICXCGCAXCCACIICAGGGIGGCGXGXGGCAXGIAGGAG 

XCCXGCXXCXXIGIACAIGGGAAXIGXGGACICAIGCGIGXGIGIGXGIGCAIGIGCIGIGTGXGXGCAXGXGIG 

CAXGACGGIGGGGGIGCIGGGGGGACGGGGIGAGXGGAAACXXAGXXIGAGXAAIGAAGGAAICXICACAGAAGC 
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FIGURE 182B 

AAATCAGAATATGGGATTTGTTTGCCTTTTACATTTTGTTTAATTCCTGATTTTAAAGCCTGCTCTATCTGGTAC 

AGGCCCTTATTTTTTCAGCTTTTTATGGGAAAAGCAGGTTATTTGAGAATCTGTCCAGAAGTTGCATAGGGGATG 

GCCTCCACGATAAGGACATGCAACACGTGTTTCTGTGTGCAGCAGAGGCCGTGTTTTTCATGCCAAACCCCACGC 

GGCTGTCAACTGTGTGCGTGGTAGGCATGGAGATCCTGGTTGTGCCGTCTCAGCTCCGCTCTGAAGGCACTGTGT 

GGGTGCTGCGTGACTGGAGAGCTGTGTGGAGGCCATGTGTGCCCCGTGCAGGGATCAGGAGGGCGGGGGAGGGAC 

CGAGCAGCCCTCTTGCCCGGTCGGGTCAGCCCTAGTGGCTGCCTGCACACTGTAGACGTCCCAGGGCCTGTGCTG 

TGATCACCTGCCTTTGGACCACATTTGTGTTTGCTCTTAGAGATCGAGCTCCTCAGTGGTACCTGAAGCCTTTGC 

TTCCGGAAAGCGCGGTAGGGTTCGTAGGTAGGGCTAGTAGGTAGGGTTAGTAGGTAGGGCTAGTAGGTAGGGCTA 

GTAGGTAGGGTTAGTAGGTAGGGTTCGTAGGTAGGGCTGGTAGGTAGGGTTAGTAGGTAGGGCTAGTAGGTAGGG 

TTCGTAGGTAGGGCTAGTAGGTAGGGTTAGTAGGTAGGGCTAGTAGGTAGGGCTAGTAGGTAGGGTTAGTAGGTA 

GGGTTCGTAGGTAGGGCTGGTAGGTAGGGTTAGTAGGTAGGGCTAGTAGGTAGGGTTCGTAGGTAGGGCTAGTAG 

GTAGGGTTAGTAGGTAGGGCTAGTAGGTAGGGCTAGTAGGTAGGGTTAGTAGGTAGGGTTCGTAGGTAGGGCTGG 

TAGGTAGGGTTAGTAGGTAGGGCTAGTAGGTAGGGCTAGTAGGTAGGGCTAGTAGGTAGGGTTAGTAGGTAGGGC 

TAGTAGGTAGGGCTAGTAGGTAGGGTTAGTAGGTAGGGTTCGTAGGTAGGGCTGGTAGGTAGGGTTAGTAGGTAG 

GGCTAGTAGGTAGGGCTAGTAGGTAGGGCTAGTAGGTAGGGCTAGTAGGTAGGGCTAGTAGGTAGGGCTAGTAGG 

TAGGGCTAGTAGGTAGGGTTCGTAGGTAGGGTTCGTAGGTAGGGTTCGTAGGTAGGGTTAGTAGCGCGTCTGTGC 

TGCTTCCACCTGGTGCTTCCTGTTCCCAAATCACAAGGGCCTGAAGGTGGTCCCTGCTTTCTCTTTCTCTTTCTC 

TGTGTCTCAGATGGCGATTTTGCTGACAGCTGCCAAGAAAATGCTTCACTCAACAGTCCTCATGTGCCCAGAGAT 

GTTTATAGAACTGTTTGAATTGCAGCCATCCCCTGCCCCCTCCCAGGCTGAAGATCTGTTCTTTTTAAGTTGATT 

CGGGAGTGGCATTCTTTTATACCCAAAGACTGTAGTGCATCXTGAAGAGCTCAAAGCACATGACCGCACAAATGC 

TTACAGGGTTTCCTCCCGAGTAATCCAATCTCACTCCCCTTGTAAGGGAATTCTGGGGCAGCTATGGTTTGAGTA 

TGCAGTTTGCATCGTGTTTCTACCTTTAGTACCTTGCCACTCTTTTAAAACGCTGCTGTCATTTCCCATTTCTTA 

GTACTAATGATTCTTTGATTCTCCCTCTATTATGTCTTAATTCACTTTCCTTCCTAAATTTGTTATTTGCATATC 

AAATTCTGTAAATGTTTTGTAAACATATTACCTCACXTGGTAATACAATACTGATAGTCTTTAAAAGATTTTTTT 

ATTGTTATCAATAATAAATGTGAACTATTTAAAG 
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FIGURE 183 

MVQKYQSPVRVYKYPFELIMAAYERRFPTCPLIPMFVGSDTVSEFKSEDGAIH^ 

DYVYFVQKNSLNSRERTLHIEAYNETFSNRVIINEHCCYTVHPENEDWTCFEQSASLDIKSFFGFESTVEKIAMK 
QYTSNIKKGKEIIEYYLRQLEEEGITFVPRWSPPSITPSSETSSSSSKKQAASMAWIPEAALKEGLSGDALSSP 
SAPEPWGTPDDKLDADHIKRYLGDLTPLQESCLIRLRQWLQETHKGKIPKDEHILRFLRARDFNIDKAREIMCQ 
SLTWRKQHQVDYILETWTPPQVLQDYYAGGWHHHDKDGRPLYVLRLGQMDTKGLVRAIjGEEALLRYVLSVNEERL 
RRCEENTKVFGRPISSWTCLVDLEGLNMRHLWRPGVKALLRIIEVVEANYPETLGRLLILR7VPRVFPVLWTLVSP 
FIDDNTRRKFLIYAGNDYQGPGGLLDYIDKEIIPDFLSGECMCEVPEGGLVPKSLYRTAEELENEDLKLWTETIY 
QSASVFKGAPHEILIQIVDASSVITWDFDVCKGDIVFNIYHSKRSPQPPKKDSLGAHSITSPGGNNVQLIDKVWQ 
LGRDYSM\^SPLICKEGESVQGSHVTRWPGFYILQWKFHSMPACAASSLPRVDDVLASLQVSSHKCKVMYYTEVI 
GSEDFRGSMTSLESSHSGFSQLSAATTSSSQSHSSSMISR 
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FIGURE 184 

AATTCCGCGGAATCATCGGAATCCTTCACCATGGCATCCAGCCCGGCCCAGCGTCGGCGAGGCAATGATCCTCTC 

ACCTCCAGCCCTGGCCGAAGCTCCCGGCGTACTGATGCCCTCACCTCCAGCCCTGGCCGTGACCTTCCACCATTT 

GAGGATGAGTCCGAGGGGCrCCTAGGCACAGAGGGGCCCCTGGAGGAAGAAGAGGATGGAGAGGAGCTCATTGGA 

GATGGCATGGAAAGGGACTACCGCGCCATCCCAGAGCTGGACGCCTATGAGGCCGAGGGACTGGCTCTGGATGAT 

GAGGACGTAGAGGAGCTGACGGCCAGTCGAAGGGAGGCAGCAGACGGGCCATGCGGCACGGTGACCGGGAGCTGG 

CCGGGGCTGGGCGCATGCGCCGTGGGCTCCTGTATGACAGCGATGAGGAGGACGAGGAGCGCCCTGCCCGCAAGC 

GCCGCCAGTGGAGCCGGCACGGAGGACGGCGAGGAGGACGAGCAGATGATTGAGAGCATCGAGAACCTGGAGGAT 

CTCAAAGGCCACTCTGTGCGCGAGTGGGTGAGCATGGCGGGCCCCCGGCTGGAGATCCACCACCGCTTCAAGAAC 

TTCCTGCGCACTCACGTCGACAGCCACGGCCACAACGTCTTCAAGGAGCGCATCAGCGACATGTGCAAAGAGAAC 

CGTGAGAGCCTGGTGGTGAACTATGAGGACTTGGCAGCCAGGGAGCACGTGCTGGCCTACTTCCTGCCTGAGGCA 

CCGGCGGAGCTGCTGCAGATCTTTGATGAGGCTGCCCTGGAGGTGGTACTGGCCATGTACCCCAAGTACGACCGC 

ATCACCAACCACATCCATGTCCGCATCTCCCACCTGCCTCTGGTGGAGGAGCTGCGCTCGCTGAGGCAGCTGCAT 

CTGAACCAGCTGATCCGCACCAGTGGGGTGGTGACCAGCTGCACTGGCGTCCTGCCCCAGCTCAGCATGGTCAAG 

TACAACTGCAACAAGTGCAATTTCGTCCTGGGTCCTTTCTGCCAGTCCCAGAACCAGGAGGTGAAACCAGGCTCC 

TGTCCTGAGTGCCAGTCGGCCGGCCCCTTTGAGGTCAACATGGAGGAGACCATCTATCAGAACTACCAGCGTATC 

CGAATCCAGGAGAGTCCAGGCAAAGTGGCGGCTCGGCGGCTGCCCCGCTCCAAGGACGCCATTCTCCTCGCAGAT 

CTGGTGGACAGCTGCAACGCAGGAGACGAGATAGAGCTGACTGGCATCTATCACAACAACTATGATGGCTCCCTC 

AACACTGCCAATGGCTTCCCTGTCTTTGCCACTGTCATCCTAGCCAACCACGTGGCCAAGAAGGACAACAAGGTT 

GCTGTAGGGGAACTGACCGATGAAGATGTGAAGATGATCACTAGCCTCTCCAAGGATCAGCAGATCGGAGAGAAG 

ATCTTTGCCAGCATTGCTCCTTCCATCTATGGTCATGAAGACATCAAGAGAGGCCCTGCTCTGGCCCTGTTCGGA 

GGGGAGCCCAAAAACCCAGGTGGCAAGCACAAGGTACGTGGTGATATCAACGTGCTCTTGXGCGGAGACCCTGGC 

ACAGCGAAGTCGCAGTTTCTCAAGTATATTGAGAAAGTGTCCAGCCGAGCCATCTTCACCACTGGCCAGGGGGCG 

TCGGCTGTGGCCGTCACGGCGTATGTCCAGCGGCACCCTGTCAGCAGGGAGTGGACCTTGGAGGCTGGGGCCCTG 

GTTCTGGCTGACCGAGGAGTGTGTCTCATTGATGAATTTGACAAGATGAATGACCAGGACAGAACCAGCATCCAT 

GAGGCCATGGAGCAACAGAGCATCTCCATCTCGAAGGCTGGCATCGTCACCTCCCTGCAGGCTCGCTGCACGGTC 

ATTGCXGCCGCCAACCCCATAGGAGGGCGCTACGACCCCTCGCTGACTTTCTCTGAGAACGTGGACCTCACAGAG 

CCCATCATCTCACGCTTTGACATCCTGTGTGTGGTGAGGGACACCGTGGACCCAGTCCAGGACGAGATGCTGGCC 

CGCTTCGTGGTGGGCAGCCACGTCAGACACCACCCCAGCAACAAGGAGGAGGAGGGGCTGGCCAATGGCAGCGCT 

GCTGAGCCCGCCATGCCCAACACGTATGGCGTGGAGCCCCTGCCCCAGGAGGTCCTGAAGAAGTACATCATCTAC 

GCCAAGGAGAGGGTCCACCCGAAGCTCAACCAGATGGACCAGGACAAGGTGGCCAAGATGTACAGTGACCTGAGG 

AAAGAATCTATGGCGACAGGCAGCATCCCCATTACGGTGCGGCACATCGAGTCCATGAGTCATGGCGGAGGCCCA 

CGCGCGCATCCATCTGCGGGACTATGTGATCGAAGACGACGTCAACATGGCCATCCGCGTGATGCTGGAGAGCTT 

CATAGACACACAGAAGTTCAGCGTCATCGCAGCATGCGCAAGACTTTTGCCCGCTACCTTTCATTCCGGCGTGAC 

AACAATGAGCTGTTGCTCTTCATACTGAAGCAGTTAGTGGCAGAGCAGGTGACATATCAGCGCAACCGCTTTGGG 

GCCCAGCAGGACACTATTGAGGTCCCTGAGAAGGACTTGGTGGATAAGGCTCGTCAGATCAACATCCACAACCTC 

TCTGCATTTTATGACAGTGAGCTCTTCAGGATGAACAAGTTCAGCCACGACCTGAAAAGGAAAATGATCCTGCAG 

CAGTTCTGAGGCCCTATGCCATCCATAAGGATTCCTTGGGATTCTGGTTTGGGGTGGTCAGXGCCCTCTGTGCTT 

TATGGACACAAAACCAGAGCACTTGATGAACTCGGGGTACTAGGGTCAGGGCTTATAGCAGGATGTCTGGCTGCA 

CCXGGCAXGACXGXXXGXXXCXCCAAGCCXGCXTXGXGCXXCXCACCXXXGGGXGGGAXGCCXXGCCAGXGXGXC 

TTACTTGGTTGCTGAACATCTTGCCACCTCCGAGTGCTTTGTCTCCACTCAGTACCTTGGATCAGAGCTGCTGAG 

TTCAGGATGCCTGCGTGTGGTTTAGGTGTTAGCCTTCTTACATGGATGTCAGGAGAGCTGCTGCCCXCTTGGCGT 

GAGXXGCGTAXTCAGGCXGCXXXXGCXCGCXXXGGCCAGAGAGCXGGXXGAAGAXGXXXGXAAXCGXXXXCAGXC 

XCCXGCAGGXXXCXGXGCCCCXGTGGXGGAAGAGGCACGACAGXGCCAGCGCAGCGXXCXGGGCXCCXCAGXCGC 

AGGGGXGGGAXGXGAGXCAXGCGGAXXAXCCACXCGCCACAGXXAXCAGCXGCCAXTGCXCCCXGXCXGXXXCCC 

CACXCTCXXAXXXGXGCAXXCGGXXXGGXXXCXGXAGXXXXAAXXXXXAAXAAAGXXGAAXAAAAXAXAAAAAAA 
AAAA 
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FIGURE 185 

MASSPAQRRRGNDPLTSSPGRSSRRTDALTSSPGRDLPPFEDESEGLLGTEGPLEEEEDGEELIGDGMERDYRAI 
PELDAYEAEGLALDDEDVEELTASRREAADGPCGTVTGSWPGLGACAVGSCMTAMRRTRSALPASAASGAGTEDG 
EEDEQMIESIENLEDLKGHSVREWVSMAGPRLEIHHRFKNFLRTHVDSHGHNVFKERISDMCKENRESLVVNYED 
LAAREHVLAYFLPEAPAELLQIFDEAALEWLAMYPKYDRITNHIHVRISHLPLVEELRSLRQLHLNQLIRTSGV 
VTSCTGVLPQLSMVKYNCNKCNFVLGPFCQSQNQEVKPGSCPECQSAGPFEVNMEETIYQNYQRIRIQESPGKVA 
ARRLPRSKDAILLADLVDSCNAGDEIELTGIYHNNYDGSLNTANGFPVFATVILANHVAKKDNKVAVGELTDEDV 
KMITSLSKDQQIGEKIFASIAPSIYGHEDIKRGPALALFGGEPKNPGGKHKVRGDINVLLCGDPGTAKSQFLKYI 
EKVSSRAIFTTGQGASAVAVTAYVQRHPVSREWTLEAGALVLADRGVCLIDEFDKMNDQDRTSIHEAMEQQSISI 
SKAGIVTSLQARCTVIAAANPIGGRYDPSLTFSENVDLTEPIISRFDILCVVRDTVDPVQDEMLARFVVGSHVRH 
HPSNKEEEGLANGSAAEPAMPNTYGVEPIiPQEVLKKYIIYAKERVHPKLNQMDQDKVAKMYSDLRKESMATGSIP 
ITVRHIESMSHGGGPRAHPSAGLCDRRRRQHGHPRDAGELHRHTEVQRHRSMRKTFARYLSFRRDNNELLLFILK 
QLVAEQVTYQRNRFGAQQDTIEVPEKDLVDKARQINIHNLSAFYDSELFRMNKFSHDLKRKMILQQF 
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FIGURE 186A 

TGAATTCGTGAGAGACTTGAGGGAGGCGCTGCGACTGACAAGCGGCTCTGCCCGGGACCTTCTCGCTTTCATCTA 

GCGCTGCACTCAATGGAGGGGCGGGCACCGCAGTGCTTAATGCTGTCTTAACTAGTGTAGGAAAACGGCTCAACC 

CACCGCTGCCGAAATGAAGTATAAGAATCTTATGGCAAGGGCCTTATATGACAATGTCCCAGAGTGTGCCGAGGA 

ACTGGCCTTTCGCAAGGGAGACATCCXGACCGTCATAGAGCAGAACACAGGGGGACTGGAAGGAXGGTGGCTGTG 

CICGIIACACGGXCGGCAAGGCAIIGICCCAGGCAACCGGGXGAAGCIICXGAIXGGICCCAXGCAGGAGACIGC 

CTCCAGTCACGAGCAGCCXGCCTCTGGACTGATGCAGCAGACCTTTGGCCAACAGAAGCTCTAXCAAGTGCCAAA 

CCCACAGGCIGCICCCCGAGACACCAXCXACCAAGXGCCACCXICCIACCAAAAICAGGGAAXXXACCAAGICCC 

CACIGGCCACGGCACCCAAGAACAAGAGGIAXAXCAGGXGCCACCAICAGIGCAGAGAAGCAIXGGGGGAACCAG 

IGGGCCCCACGXGGGXAAAAAGGXGAIAACCCCCGIGAGGACAGGCCAXGGCXACGXAXACGAGIACCCAICCAG 

AXACCAAAAGGAXGXCIAXGAIAXCCCXCCXXCXCAXACCACICAAGGGGXAXACGACAXCCCXCCCXCAXCAGC 

AAAAGGCCCIGXGXXXICAGIXCCAGXGGGAGAGAXAAAACCICAAGGGGXGXAIGACAICCCGCCXACAAAAGG 

GGXAXAXGCCAXXCCGCCCXCXGCXXGCCGGGAIGAAGCAGGGCXIAGGGAAAAAGACXAIGACIICCCCCCICC 

CAIGAGACAAGCTGGAAGGCCGGACCICAGACCGGAGGGGGXXXAXGACAIXCCICCAACCIGCACCAAGCCAGC 

AGGGAAGGACCXXCAXGXAAAAIACAACXGXGACAXICCAGGAGCXGCAGAACCGGIGGCXCGAAGGCACCAGAG 

CCXGICCCCGAAICACCCACCCCCGCAACXCGGACAGXCAGXGGGCICICAGAACGACGCAIAXGAXGXCCCCCG 

AGGCGIICAGXXICXIGAGCCACCAGCAGAAACCAGIGAGAAAGCAAACCCCCAGGAAAGGGAIGGXGXIXAXGA 

XGXCCCICIGCAXAACCCGCCAGAXGCTAAAGGCICXCGGGACIIGGIGGAIGGGAICAACCGAXXGXCXXXCIC 

CAGIACAGGCAGCACCCGGAGIAACAIGXCCACGXCIICCACCICCICCAAGGAGICCXCACXGICAGCCXCCCC 

AGCXCAGGACAAAAGGCXCXXCCXGGAXCCAGACACAGCIAIXGAGAGACTXCAGCGGCICCAGCAGGCCCXXGA 

GAXGGGIGXCXCCAGCCIAAXGGCACXGGXCACXACCGACIGGCGGIGXXACGGAIAXAXGGAAAGACACAICAA 

XGAAATACGCACAGCAGXGGACAAGGIGGAGCXGXXCCXGAAGGAGXACCXCCACXIXGXCAAGGGAGCXGXIGC 

AAAXGCIGCCXGCCICCCGGAACXCAICCICCACAACAAGAXGAAGCGGGAGCIGCAACGAGXCGAAGACXCCCA 

CCAGAICCIGAGXCAAACCAGCCAXGACIXAAAXGAGIGCAGCIGGICCCIGAAIAICIXGGCCAXCAACAAGCC 

CCAGAACAAGIGIGACGATCXGGACCGGXIXGXGAXGGIGGCAAAGACGGIGCCCGAXGACGCCAAGCAGCXCAC 

CACAACCAXCAACACCAACGCAGAGGCCCICXXCAGACCCGGCCCIGGCAGCXXGCAXCXGAAGAAXGGGCCGGA 

GAGCAXCAXGAACXCAACGGAGXACCCACACGGIGGCICCCAGGGACAGCXGCXGCAXCCXGGXGACCACAAGGC 

CCAGGCCCACAACAAGGCACIGCCCCCAGGCCXGAGCAAGGAGCAGGCCCCIGACXGXAGCAGCAGXGAIGGXIC 

XGAGAGGAGCXGGAXGGAXGACXACGAXTACGICCACCXACAGGGXAAGGAGGAGXIXGAGAGGCAACAGAAAGA 

GCIAIXGGAAAAAGAGAAXAXCAXGAAACAGAACAAGAXGCAGCIGGAACAXCAICAGCXGAGCCAGIXCCAGCX 

GIIGGAACAAGAGAIIACAAAGCCCGIGGAGAAXGACAICXCGAAGXGGAAGCCCXCXCAGAGCCIACCCACCAC 

AAACAGXGGCGIGAGIGCICAGGA T CGGCAGXIGCXGIGCXICIACIAXGACCAAIGXGAGACCCAXIICAIIXC 

CCIICICAACGCCAIIGACGCACICXXCAGXXGIGXCAGCXCAGCCCAGCCCCCGCGAAXCIICGIGGCACACAG 

CAAGXXXGXCAICCXCAGXGCACACAAACIGGXGXXCAIXGGAGACACGCXGACACGGCAGGXGACIGCCCAGGA 

CAXICGCAACAAAGICAXGAACXCCAGCAACCAGCXCXGCGAGCAGCXCAAGACIAXAGXCAXGGCAACCAAGAX 

GGCCGCCCICCAXIACCCCAGCACCACGGCCCXGCAGGAAAXGGXGCACCAAGXGACAGACCIXXCXAGAAAXGC 

CCAGCXGXXCAAGCGCXCXIXGCXGGAGAXGGCAACGIXCTGAGAAGAAAAAAAAGAGGAAGGGGACIGCGXXAA 

CGGTXACXAAGGAAAACIGGAAAXACIGICXGGIIIXIGXAAAXGIXAXCIAIXIXIGIAGAXAAXXXIAXAIAA 

AAAXGAAAIAIXXIAACAXIXIAXGGGXCAGACAACIXXCAGAAAXXCAGGGAGCXGGAGAGGGAAAICXXIIII 

XCCCCCCXGAGXGXXCIIAXGXAIACACAGAAGXAXCIGAGACAXAAACXGXACAGAAAACXXGXCCACGICCXX 

XXGXAIGCCCAXGXAIXCAXGIXXIXGXXIGXAGAIGXXXGXCXGAIGCAXIICAXXAAAAAAAAAACCAXGAAX 

XACGAAGCACCIXAGIAAGCACCTXCXAAXGCXGCAIIXIIIXIGIIGXIGIIAAAAACAICCAGCXGGXXAXAA 

XAXIGXICTCCACGICCXXGXGAXGAXXCIGAGCCXGGCACXGGGAAICXGGGAAGCAIAGXXXAXIIGCAAGIG 

XTCACCTTCCAAATCATGAGGCATAGCATGACTTATTCTXGTTTTGAAAACTCTTTTCAAAACTGACCATCTTAA 

ACACAIGATGGCCAAGXGCCACAAAGCCCXCIIGCGGAGACAXIIACGAAIAIAIAIGXGGAXCCAAGICICGAI 

AGIIAGGCGIIGGAGGGAAGAGAGACCAGAGAGIXXAGAGGCCAGGACCACAGIXAGGAXXGGGTIGIIXCAAXA 

CXGAGAGACAGCXACAAIAAAAGGAGAGCAAIIGCCICCCXGGGGCXGXXCAAXCXICIGCAXXrGIGAGIGGII 

CAGXCAXGAGGIXIXCCAAAAGAXGXIIIXAGAGXIGIAAAAACCAIAIXIGCAGCAAAGAXIIACAAAGGCGXA 

XCAGACIAIGAIXGXICACCAAAAXAGGGGAAXGGXIIGAXCCGCCAGXIGCAAGXAGAGGCCIXXCIGACICXX 
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FIGURE 186B 

AATATTCACTTTGGTGCTACTACCCCCATTACCTGAGGAACTGGCCAGGTCCTTGATCATGGAACTATAGAGCTA 
CCAGACATATCCTGCTCTCTAAGGGAATTTATTGCTATCTTGCACCTTCTTTAAAACTCAAAAAACATATGCAGA 
CCTGACACTCAAGAGTGGCTAGCTACACAGAGTCCATCTAATTTTTGCAACTTCCCCCCCCGAATTC 
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FIGURE 187 

MKYKNLMARALYDNWECAEELAFRKGDILT^ 

QPASGLMQQTFGQQKLYQVPNPQAAPRDTIYQVPPSYQNQGIYQVPTGHGTQEQEVYQVPPSVQRSIGGTSGPHV 
GKKVI TPVRTGHGYVYEYPSRYQKDVYDIPPSHTTQGVYDIPPSSAKGPVFSVPVGEIKPQGVYDIPPTKGVYAI 
PPSACRDEAGLREKDYDFPPPMRQAGRPDLRPEGVYDIPPTCTKPAGKDLHVKYNCDIPGAAEPVARRHQSLSPN 
HPPPQLGQSVGSQNDAYDVPRGVQFLEPPAETSEKANPQERDGVYDVPLHNPPDAKGSRDLVDGINRLSFSSTGS 
TRSNMSTSSTSSKESSLSASPAQDKRLFLDPDTAIERLQRLQQALEMGVSSLMALVTTDWRCYGYMERHINEIRT 
AVDKVELFLKEYLHFVKGAVANAACLPELILHNKMKRELQRVEDSHQILSQTSHDLNECSWSLNILAINKPQNKC 
DDLDRFVMVAKTVPDDAKQLTTTINTNAEALFRPGPGSLHLKNGPESIMNSTEYPHGGSQGQLLHPGDHKAQAHN 
KALPPGLSKEQAPDCSSSDGSERSV9MDDYDYVHLQGKEEFERQQKELLEKENIMKQNKMQLEHHQLSQFQLLEQE 
ITKPVENDISKWKPSQSLPTTNSGVSAQDRQLLCFYYDQCETHFISLLNAIDALFSCVSSAQPPRIFVAHSKFVI 
L S AHKLVF IGDTLTRQVT AQD I RNKVMNS SNQLCEQLKT I VMATKMAALH YP S XT ALQEMVHQVTDLSRNAQLFK 
RSLLEMATF 
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FIGURE 188 

CGCAGGGACCGTGCTCCGCCGTCTCCGCCGCATCTTCCACCCTCGCCGCCGCCGCAGCTCCCCGCGCTCGTGCCA 
CCGCCGCCGCGTCCACCCTCAGCGCCACCGCCATGCGGGAGATCGTGCACCTGCAGGCCGGCCAGTGCGGCAACC 
AGATCGGGGCCAAGTTTTGGGAGGTTATCAGTGACGAACATGGCATCGACCCCACAGGCACATACCATGGGGACA 
GTGACCTGCAACTGGAGAGGATCAACGTGTACTACAACGAGGCCACAGGAGGAAATTATGTCCCCAGAGCGGTGC 
TGGTGGACCTGGAACCCGGCACCATGGACTCTGTCCGTTCTGGCCCCTTCGGTCAGATCTTTCGGCCGGACAACT 
TCGTGTTTGGCCAATCCGGAGCCGGCAACAACTGGGCl^AAGGGGCACTACACGGAGGGCGCAGAGCTGGTGGACG 
CTGTCCTGGACGTAGTCCGGAAGGAGGCCGAGAGCTGCGACTGCCTTCAGGGCTTCCAGCTGACCCACTCGCTGG 
GGGGTGGCACGGGGTCCGGAATGGGCACGCTGCTCATCAGTAAGATCCGCGAGGAGTTCCCAGACCGCATCATGA 
ACACCTTCAGCGTGGTGCCCTCGCCCAAAGTGTCAGACACGGTGGTGGAGCCCTACAACGCCACGCTGTCTGTGC 
ACCAGCTGGTGGAGAATACGGATGAGACCTACTGCATCGACAACGAGGCACTCTACGACATCTGTTTCCGCACCC 
TCAAGCTGACCACCCCCACCTACGGGGACCTCAACCACCTGGXGTCGGCCACCATGAGCGGGGTCACCACCTGCC 
TGCGCTTCCCGGGCCAGCTGAACGCCGACCTGCGCAAGCTGGCCGTCAACATGGTTCCCTTTCCTCGCCTGCACT 
TCTTCATGCCCGGCTTCGCACCCCTGACCAGCCGGGGCAGCCAGCAGTACCGGGCCCTGACGGTGCCCGAGCTCA 
CCCAGCAGATGTTCGATGCCAAGAACATGATGGCGGCGTGCGACCCGCGCCACGGCCGCTACCTGACCGTGGCCG 
CCGTGTTCCGGGGCCGCATGTCCATGAAGGAGGTGGACGAGCAGATGCTGAGCGTGCAGAGCAAGAACAGCAGCT 
ACTTCGTGGAGTGGATCCCCAACAACGTGAAGACGGCCGTGTGCGACATCCCGCCCCGCGGCCTGAAGATGGCCG 
CGACCTTCATCGGCAACAGCACGGCCATCCAGGAGCTGTTCAAGCGCATCTCCGAGCAGTTCACGGCCATGTTCC 
GGCGCAAGGCCTTCTTGCACTGGTACACGGGCGAGGGCATGGACGAGATGGAGTTCACCGAGGCCGAGAGCAACA 
TGAATGACCTGGTATCTGAGTACCAGCAGTACCAGGACGCCACGGCCGAGGAGGGCGAGTTCGAGGAGGAGGCGG 
AGGAGGAGGTGGCC TAGG CTGCTCCCATCGCTTCCCACCTGTCCCCTCGAGGCTTCTGACCTTTGATCCGCTAGG 
CCCCCCATCTCTGAACCCTAGAGCCCCGCTTTCCCTCCAAGGCTGACTCCCCGCTGACCCTAACAATACCTTTGG 
AGCTCGCTTTACCTCTGGCTACTTCATCTCCGACCCTGGCTCCCCTTTGAGCCCTAATTTATCTTTAACCCCCTT 
GAGCTCTTCCAACCTTGACATTCCCAGGAGGAGCCCCGCTTCACCCCTTCTGACTCTGGAAACCGCACCTTTAAC 
TTTGCAGACCTTCCTTCACCCCTGACTTCTGCTTCACCTTTGACCTCTGCCCCCCATGAATCCCATTTTACCTCT 
AGACCTATAAGTTCTGGTTTATGTTTGACCCCTCCCTCTGAGCTGCACTTCACCGCTGACCTTGCCTCACCTTTA 
ACCCCCCACCTGAGCCCCAGCTCCTACCTCTGACCCCAACTTCTCTTTGATCTCTGAATCCCCTCTGACTCCAAC 
TTCTCTTTCACCCTCTATGAGTCCCATTTTACTTCTACACCTGCAAGTCCTGGTTTATATTGGACCCCTCCCTCC 
GAGCTGCAGTTCACCTTTGACCTTGCCTCACCTTTCACCCCCCACCCCCCACAGCGTCAGCTCCTACCTCTGACC 
CCAGCTTCTCTCTGATTCCCACAGGCCCCATGCATCCTCCCTGCCTCACTCCCCTCAGCCCCTGCCGACCTTAGC 
TTATCTGGGAGAGAAACAAGGCCTGGTGCCTGTGAGGAAGAGAGGTCACCCCTACCCTCCCTCCCCGCTTCCCTG 
CCTCACCCTCAATAAATAAATTAATTGTTGTCATGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 189 

MREIVHLQAGQCGNQIGAKFWEVISDEHGIDPTGTYHGDSDL 

VRSGPFGQIFRPDNFVFGQSGAGNNWAKGHYTEGAELVDAVLDWRKEAESCDCLQGFQLTHSLGGGTGSGMGTL 
LISKIREEFPDRIMNTFSWPSPKVSDTWEPYNATLSVHQLVENXDETYCIDNEALYDICFRTLKLTTPTYGDL 
NHLVSATMSGVTTCLRFPGQLNADLRKLAVNMVPF 

AACDPRHGRYLTVAAVFRGRMSMKEVDEQMLSVQSKNSSYFVEWIPNNVKTAVCDIPPRGLKMAATFIGNSTAIQ 
ELFKRISEQFTAMFRRKAFLHWYTGEGMDEMEFTEAESNMNDLVSEYQQYQDATAEEGEFEEEAEEEVA 
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GGCACGAGGGAGAACTAGTCTCGATTTTTTTTTTTTTTTTTTTCTTTGTTTTGTTTTTCCTGTATAAAAAAGGAC 
CCCAAATATAAAGGTAGGGAAAGGGACAAGAGGGAACATACCCCTTAGTGTAGAGAAATGGGAAGGAGAAGGAGA 
AGCCTCAAAAGGAGAGGTGGGAGGGGAATGTCATTAAGGCAGCAAAGTAATCTCTGTAGAAAGATGGAGGAGGAC 
CCTCCATAGCCTCAGAGATAAAGGCAAAGATTGCCCTCTCAGTGTCCAGAAGGGAAATGGCAGCTTTTCTTCCTT 
CCATGGCAGCCACTCCATTGCTCACTCCGGATTACCTTCATCCTTATGTAGATAAGAGTGCTGCAGAGCTCGAAA 
GGCAGAGATTCGCTTGTGTGGGTTAAAAGTCAGCATTTCCAGCAGCAGCTGTGCTCCCGACTCCTCCATCTCAGG 
TACCACCGACTGCACTGGGCGGGGCCCTCTGGGGGGAAAGGCTCCACGGGGCAGGGATACATCTCGAGGCCAGTC 
ATCCTCTGGAGGCAGCCCAATCAGGTCAAAGATTTTGCCCAACrGGTCGGCTTCAGAGTTTCCACAGAAGAGAGG 
CTTTCGACGAAACATCTCTGCAAAGATACAGCCAACACTCCACATGTCCACAGGTGTTGCATATGTGGACTGCAG 
AAGAACTTCGGGAGCTCGGTACCAGAGTGTAACAACCACGGGrGTAAGTGCCATCTGGTAGCTGTAGATTCTGGC 
CAGGCCAAAGTCAGCCAGCTTGACTGTTCCACCACTTGTCACCAGAATGTTCTCTGGCTTCAGATCTCGGTGAAC 
GATGCAATTGGCATGAAGGAAATCTAGGCCTCTTAGAAACTGGCGCATCAGATCCTTGATCGTTTCGGCTGGCAA 
GCCTGGTGGGGGTGCCTTGTCCAGATATGTCCTTAGGTCCTGGTCTACATGCTCAAACACCAGGGTTACCTTGAT 
CTCCCGGTCAGTTCGGGATGTGGCACAGACGTCCATCAGCCGGACAACAXTGGGATGCTCAAAAGCCTCCAGTCG 
CCTCAGTAAAGCCACCTCACGAACTGTGCTGATGGGAAGGCCTCCTCCACCTCCTCCTCCATXGGGGACTCTCAC 
ACTCTTGAGGGCCACAAAGTGGCCACTGTGGGGATCACGGGCCTTGTACACTGTCCCATAGGCACCGACACCAAT 
TTCAGCCACTGGCTCATATCGAGAGGTAGCCATTCTCAGATCAAGGGAGACCCTCACGCCAGCCCGGGGTGCTGT 
GGGGGCGGCCCGTTATCGGGGCCCCGGAGCCGGTTCCTACGGCCCCATACACCCGAGCTCGGTCCGGAGCAG 
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MSTGVAYVDCRRTSGARYQSVTTTGVSAIW 
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FIGURE 192 

AGCTGAGGTGTGAGCAGCTGCCGAAGTCAGTTCCTTGTGGAGCCGGAGCTGGGCGCGGATTCGCCGAGGCACCGA 
GGCACTCAGAGGAGGTGAGAGAGCGGCGGCAGACAACAGGGGACCCCGGGCCGGCGGCCCAGAGCCGAGCCAAGC 
GTGCCCGCGTGTGTCCCTGCGTGTCCGCGAGGATGCGTGTTCGCGGGTGTGTGCTGCGTTCACAGGTGTTTCTGC 
GGCAGGCGCCATGTCAGAACCGGCTGGGGATGTCCGTCAGAACCCATGCGGCAGCAAGGCCTGCCGCCGCCTCTT 
CGGCCCAGTGGACAGCGAGCAGCTGAGCCGCGACTGTGATGCGCTAATGGCGGGCTGCATCCAGGAGGCCCGTGA 
GCGATGGAACTTCGACTTTGTCACCGAGACACCACTGGAGGGTGACTTCGCCTGGGAGCGTGTGCGGGGCCTTGG 
CCTGCCCAAGCTCTACCTTCCCACGGGGCCCCGGCGAGGCCGGGATGAGTTGGGAGGAGGCAGGCGGCCTGGCAC 
CTCACCTGCTCTGCTGCAGGGGACAGCAGAGGAAGACCATGTGGACCTGTCACTGTCTTGTACCCTrGTGCCTCG 
CTCAGGGGAGCAGGCTGAAGGGTCCCCAGGTGGACCTGGAGACTCTCAGGGTCGl^AAACGGCGGCAGACCAGCAT 
GACAGATTTCTACCACTCCAAACGCCGGCTGATCTTCTCCAAGAGGAAGCCCTAATCCGCCCACAGGAAGCCTGC 
AGTCCTGGAAGCGCGAGGGCCTCAAAGGCCCGCTCTACATCTTCTGCCTTAGTCTCAGTTTGTGTGTCTTAATTA 
TTATTTGTGTTTTAATTTAAACACCTCCTCATGTACATACCCTGGCCGCCCCCTGCCCCCCAGCCTCTGGCATTA 
GAATTATTTAAACAAAAACTAGGCGGTTGAATGAGAGGTTCCTAAGAGTGCTGGGCATTTTTATTTTATGAAATA 
CTATTTAAAGCCTCCTCATCCCGTGTTCTCCTTTTCCTCTCTCCCGGAGGTTGGGTGGGCCGGCTTCATGCCAGC 
TACTTCCTCCTCCCCACTTGTCCGCTGGGTGGTACCCTCTGGAGGGGTGTGGCTCCTTCCCATCGCTGTCACAGG 
CGGXTATGAAATTCACCCCCTTTCCTGGACACTCAGACCTGAATTCTTTTTCATTTGAGAAGTAAACAGATGGCA 
CTTTGAAGGGGCCTCACCGAGTGGGGGCATCATCAAAAACTXTGGAGTCCCCTCACCTCCTCTAAGGTTGGGCAG 
GGTGACCCTGAAGTGAGCACAGCCTAGGGCTGAGCTGGGGACCTGGTACCCTCCTGGCTCTTGATACCCCCCTCT 
GTCTTGTGAAGGCAGGGGGAAGGTGGGGTCCTGGAGCAGACCACCCCGCCTGCCCTCATGGCCCCTCTGACCTGC 
ACTGGGGAGCCCGTCTCAGTGTTGAGCCTTTTCCCTCTTTGGCTCCCCTGTACCTTTTGAGGAGCCCCAGCTACC 
CTTCTTCTCCAGCTGGGCTCTGCAATTCCCCTCTGCTGCTGTCCCTCCCCCTTGTCCTTTCCCTTCAGTACCCTC 
TCAGCTCCAGGTGGCTCTGAGGTGCCTGTCCCACCCCCACCCCCAGCTCAATGGACTGGAAGGGGAAGGGACACA 
CAAGAAGAAGGGCACCCTAGTTCTACCTCAGGCAGCTCAAGCAGCGACCGCCCCCTCCTCTAGCTGTGGGGGTGA 
GGGTCCCATGTGGTGGCACAGGCCCCCTTGAGTGGGGTTATCTCTGTGTTAGGGGTATATGATGGGGGAGTAGAT 
CTTTCTAGGAGGGAGACACTGGCCCCTCAAATCGTCCAGCGACCTTCCTCATCCACCCCATCCCTCCCCAGTTCA 
TTGCACTTTGATTAGCAGCGGAACAAGGAGTCAGACATTTTAAGATGGTGGCAGTAGAGGCTATGGACAGGGCAT 
GCCACGTGGGCTCATATGGGGCTGGGAGTAGTTGTCTTTCCTGGCACTAACGTTGAGCCCCTGGAGGCACTGAAG 
TGCTTAGTGTACTTGGAGTATTGGGGTCTGACCCCAAACACCTTCCAGCTCCTGTAACATACTGGCCTGGACTGT 
TTTCTCTCGGCTCCCCATGTGTCCTGGTTCCCGTTTCTCCACCTAGACTGTAAACCTCTCGAGGGCAGGGACCAC 
ACCCTGTACTGTTCTGTGTCTTTCACAGCTCCTCCCACAATGCTGAATATACAGCAGGTGCTCAATAAATGATTC 
TTAGTGACTTTAAAAAAAAAAAAAAAAAAAA 
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MSEPAGDVRQNPCGSKACRRLFGPVDSEQLSRDCDALMAGCIQEARERWNFDFVTETPLEGDFAWERVRGLGLPK 

LYLPTGPRRGRDELGGGRRPGTSPALLQGTAEEDHVDLSLSCTLVPRSGEQAEGSPGGPGDSQGRKRRQTSMTDF' 

YHSKRRLIFSKRKP 
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FIGURE 194 

GTGGAACCTCGATATTGGTGGTGTCCATCGTGGGCAGCGGACTAATAAAGGCCATGGCGCCAGCAGAAATCCTGA 
ACGGGAAGGAGATCTCCGCGCAAATAAGGGCGAGACTGAAAAATCAAGTCACTCAGTTGAAGGAGCAAGTACCTG 
GTTTCACACCACGCCTGGCAATATTACAGGTTGGCAACAGAGATGATTCCAATCTTTATATAAATGTGAAGCTGA 
AGGCTGCTGAAGAGATTGGGATCAAAGCCACTCACATTAAGTTACCAAGAACAACCACAGAATCTGAGGTGATGA 
AGTACATTACATCTTTGAATGAAGACTCTACTGTACATGGGTTCTTAGTGCAGCTACCTTTAGATTCAGAGAATT 
CCATTAACACTGAAGAAGTGATCAATGCTATTGCACCCGAGAAGGATGTGGATGGATTGACTAGCATCAATGCTG 
GGAGACTTGCTAGAGGTGACCTCAATGACTGTTTCATTCCTTGTACGCCTAAGGGATGCTTGGAACTCATCAAAG 
AGACAGGGGTGCCGATTGCCGGAAGGCATGCTGTGGTGGTTGGGCGCAGTAAAATAGTTGGGGCCCCGATGCATG 
ACTTGCTTCTGTGGAACAATGCCACAGTGACCACCTGCCACTCCAAGACTGCCCATCTGGATGAGGAGGTAAATA 
AAGGTGACATCCTGGTGGTTGCAACTGGTCAGCCTGAAATGGTTAAAGGGGAGTGGATCAAACCTGGGGCAATAG 
TCATCGACTGTGGAATCAATTATGTCCCAGATGATAAAAAACCAAATGGGAGAAAAGTTGTGGGTGATGTGGCAT 
ACGACGAGGCCAAAGAGAGGGCGAGCTTCATCACTCCTGTTCCTGGCGGCGTAGGGCCCATGACAGTTGCAATGC 
TCATGCAGAGCACAGTAGAGAGTGCCAAGCGTTTCCTGGAGAAATTTAAGCCAGGAAAGTGGATGATTCAGTATA 
ACAACCTTAACCTCAAGACACCTGTTCCAAGTGACATTGATATATCACGATCTTGTAAACCGAAGCCCATTGGTA 
AGCTGGCTCGAGAAATTGGTCTGCTGTCTGAAGAGGTAGAATTATATGGTGAAACAAAGGCCAAAGTTCTGCTGT 
CAGCACTAGAACGCCTGAAGCACCGGCCTGATGGGAAATACGTGGTGGTGACTGGAATAACTCCAACACCCCTGG 
GAGAAGGGAAAAGCACAACTACAATCGGGCTAGTGCAAGCCCTTGGTGCCCATCTCTACCAGAATGTCTTTGCGT 
GTGXGCGACAGCCTTCTCAGGGCCCCACCTTTGGAATAAAAGGTGGCGCTGCAGGAGGCGGCTACTCCCAGGTCA 
TTCCTATGGAAGAGTTTAATCTCCACCTCACAGGTGACATCCATGCCATCACTGCAGCTAATAACCTCGTTGCTG 
CGGCCATTGATGCTCGGATATTTCATGAACTGACCCAGACAGACAAGGCTCTCTTTAATCGTTTGGTGCCATCAG 
TAAATGGAGTGAGAAGGTTCTCTGACATCCAAATCCGAAGGTTAAAGAGACTAGGCATTGAAAAGACTGACCCTA 
CCACACTGACAGATGAAGAGATAAACAGATTTGCAAGATTGGACATTGATCCAGAAACCATAACTTGGCAAAGAG 
TGTTGGATACCAATGATAGATTCCTGAGGAAGATCACGATTGGACAGGCTCCAACGGAGAAGGGTCACACACGGA 
CGGCCCAGTTTGATATCTCTGTGGCCAGTGAAATTATGGCTGTCCTGGCTCTCACCACTTCTCTAGAAGACATGA 
GAGAGAGACTGGGCAAAATGGTGGTGGCATCCAGTAAGAAAGGAGAGCCCGTCAGTGCCGAAGATCTGGGGGTGA 
GTGGTGCACTGACAGTGCTTATGAAGGACGCAATCAAGCCCAATCTCATGCAGACACTGGAGGGCACTCCAGTGT 
TTGTCCATGCTGGCCCGTTTGCCAACATCGCACATGGCAATTCCTCCATCATTGCAGACCAGATCGCACTCAAGC 
TTGTTGGCCCAGAAGGGTTTGTAGTGACGGAAGCAGGATTTGGAGCAGACATTGGAATGGAAAAGTTTTTTAACA 
TCAAATGCCGGTATTCCGGCCTCTGCCCCCACGTGGTGGTGCTTGTTGCCACTGTCAGGGCTCTCAAGATGCACG 
GGGGCGGCCCCACGGTCACTGCTGGACTGCCTCTTCCCAAGGCTTACATACAGGAGAACCTGGAGCTGGTTGAAA 
AAGGCTTCAGTAACTTGAAGAAACAAATTGAAAATGCCAGAATGTTTGGAATTCCAGTAGTAGTGGCCGTGAATG 
CATTCAAGACGGATACAGAGTCTGAGCTGGACCXCATCAGCCGCCTTTCCAGAGAACATGGGGCTTTTGATGCCG 
TGAAGTGCACTCACTGGGCAGAAGGGGGCAAGGGTGCCTTAGCCCTGGCTCAGGCCGTCCAGAGAGCAGCACAAG 
CACCCAGCAGCTTCCAGCTCCTTTATGACCTCAAGCTCCCAGTTGAGGATAAAATCAGGATCATTGCACAGAAGA 
TCTATGGAGCAGATGACATTGAATTACTTCCCGT^GCTCAACACAAAGCTGAAGTCTACACGAAGCAGGGCTTTG 
GGAATCTCCCCATCTGCATGGCTAAAACACACTTGTCTTTGTCTCACAACCCAGAGCAAAAAGGTGTCCCTACAG 
GCTTCATTCTGCCCATTCGCGACATCCGCGCCAGCGTTGGGGCTGGTTTTCTGTACCCCTTAGTAGGAACGATGA 
GCACAATGCCTGGACTCCCCACCCGGCCCTGTTTTTATGATATTGATTTGGACCCTGAAACAGAACAGGTGAATG 
GATTATTCTAAACAGATCACCATCCATCTTCAAGAAGCTACTTTGAAAGTCTGGCCAGTGTCTATTCAGGCCCAC 
TGGGAGTTAGGAAGTATAAGTAAGCCAAGAGAAGTCAGCCCCTGCCCAGAAGATCTGAAACTAATAGTAGGAGTT 
TCCCCAGAAGTCATTTTCAGCCTTAATTCTCATCATGTATAAATTAACATAAATCATGCATGTCTGTTTACTTTA 
GTGACGTTCCACAGAATAAAAGGAAACAAGTTTGC 
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MAPAEILNGKEISAQIRARLKNQVTQLKEQVPGFTPRLAILQVGNRDDSNLYINVKLKAAEEIGIKATHIKLPRT 
TTESEVMKYITSLNEDSTVHGFLVQLPLDSENSINTEEVINAIAPEKDVDGLTSINAGRLARGDLNDCFIPCTPK 
GCLELIKETGVPIAGRHAVWGRSKIVGAPMHDLLLWNNAWTTCHSKTAHLDEEVNKGDILWATGQPEMVKGE 
WIKPGAIVIDCGINYVPDDKKPNGRKWGDVAYDEAKERASFITPVPGGVGPMTVAMLMQSTVESAKRFLEKFKP 
GKWMI QYNNLNLKTP VP SD ID I SRSCKPKP I GKLARE I GLLSEE VEL YGETKAKVLLSALERLKHRPDGKY VWT 
GITPTPLGEGKSTTTIGLVQALGAHLYQNVFACVRQPSQGPTFGIKGGAAGGGYSQVIPMEEFNLHLTGDIHAIT 
AANNLVAAAIDARIFHELTQTDKALFNRLVPSVNGVRRFSDIQIRRLKRLGIEKTDPTTLTDEEINRFARLDIDP 
ETITWQRVLDTNDRFLRKITIGQAPTEKGHTRTAQFDISVASEIMAVLALTTSLEDMRERLGKMWASSKKGEPV 
SAEDLGVSGALTVLMKDAIKPNLMQTLEGTPVFVHAGPFANIAHGNSSIIADQIALKLVGPEGFWTEAGFGADI 
GMEKFFNIKCRYSGLCPHVWLVATVRALKMHGGGPTVTAGLPLPKAYIQENLELVEKGFSNLKKQIENARMFGI 
P WVAVNAFKTD TE S ELD L I SRLS RE HGAFD AVKCTHWAE GGKGALAL AQAVQRAAQAP S S FQLL YDLKLP VEDK 
IRJC I AQKI YGADD IELLPEAQHKAEVYTKQGFGNLP ICMAKTHLSLSHNPEQKGVPTGF ILP IRD IRASVGAGFL 
YPLVGTMSTMPGLPTRPCFYDIDLDPETEQVNGLF 
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FIGURE 196 

CGCGATTCTCAGGGATTGATCCGCCTCTTCAGGTAAGTTATCTTCCGGCCCCGTACCACTGTGCCACAGGCGCAG 

CCCGCTTCCTCAGGTGCCCTATCCCGCGCAGAAGACCACGGCTTCACAGAGTGTTATTTAAGGGCGTGGCCAGCG 

GAACATCCCGCCCCATTCTGTGACGCACGGGGTGGCGCGCGTGGGACCCGAGGGGTGGGGCTGGGTTTAGTAGGA 

GACCTGGGGCAAGGCCCCCTGTGGACGACCATCTGCCAGCTTCTCTCGTTCCGTCGATTGGGAGGAGCGGTGGCG 

ACCTCGGCCTTCAGTGTTTCCGACGGAGTGAATGGCGGCGGCGGCTGGGATGCTGCTGCTGGGCTTGCTGCAGGC 

GGGTGGGTCGGTGCTGGGCCAGGCGATGGAGAAGGTGACAGGCGGCAACCTCTTGTCCATGCTGCTGATCGCCTG 

CGCCTTCACCCTCAGCCTGGTCTACCTGATCCGTCTGGCCGCCGGCCACCTGGTCCAGCTGCCCGCAGGGGTGAA 

AAGTCCTCCATACATTTTCTCCCCAATTCCATTCCTTGGGCATGCCATAGCATTXGGGAAAAGTCCAATTGAATT 

TCTAGAAAATGCATATGAGAAGTATGGACCTGTATTXAGTTTTACCATGGTAGGCAAGACATTTACTTACCTTCT 

GGGGAGTGATGCTGCTGCACTGCTTTTTAATAGTAAAAATGAAGACCTGAATGCAGAAGATGTCTACAGTCGCCT 

GACAACACCTGTGTTTGGGAAGGGAGTTGCATACGATGTGCCTAATCCAGTTTTCTTGGAGCAGAAGAAAATGTT 

AAAAAGTGGCCTTAACATAGCCCACTTTAAACAGCATGTTTCTATAATTGAAAAAGAAACAAAGGAATACTTTGA 

GAGTTGGGGAGAAAGTGGAGAAAAAAATGTGTTTGAAGCTCTTTCTGAGCTCATAATTTTAACAGCTAGCCATTG 

TTTGCATGGAAAGGAAATCAGAAGTCAACTCAATGAAAAGGTAGCACAGCTGTATGCAGATTTGGATGGAGGTTT 

CAGCCATGCAGCCTGGCTCTTACCAGGTTGGCTGCCTTTGCCTAGTTTCAGACGCAGGGACAGAGCTCATCGGGA 

AATCAAGGATATTTTCTATAAGGCAATCCAGAAACGCAGACAGTCTCAAGAAAAAATTGATGACATTCTCCAAAC 

XXXACXAGAXGCXACAXACAAGGAXGGGCGXCCXTTGACXGAXGAXGAAGXAGCAGGGATGCXXAXTGGAXXACX 

CTTGGCAGGGCAGCATACATCCTCAACTACTAGTGCTTGGATGGGCTTCTTTTTGGCCAGAGACAAAACACTTCA 

AAAAAAATGTTATTTAGAACAGAAAACAGTCTGTGGAGAGAATCTGCCTCCTTTAACTTATGACCAGCTCAAGGA 

TCTAAATTTACXTGATCGCTGTATAAAAGAAACATTAAGACTTAGACCTCCTATAATGATCATGATGAGAATGGC 

CAGAACTCCTCAGACTGTGGCAGGGTATACCATTCCTCCAGGACAXCAGGTGTGTGTTTCTCCCACTGTCAATCA 

AAGACXTAAAGACXCAXGGGXAGAACGCCXGGACXXXAAXCCXGAXCGCXACXTACAGGAXAACCCAGCAXCAGG 

GGAAAAGTTXGCCXAXGXGCCAXXXGGAGCXGGGCGXCAXCGTXGXAXXGGGGAAAAXXXXGCCXAXGXTCAAAX 

XAAGACAAXTXGGXCCACXAXGCXXCGXXXAXAXGAAXXXGAXCXCAXXGAXGGATACXXXCCCACXGXGAAXXA 

XACAACXAXGAXTCACACCCCXGAGAACCCAGXXAXCCGXXACAAACGAAGAXCAAAATGAAAAAGGTTGCAAGG 

AACGAATAXAXGTGATXAXCACXGXAAGCCACAAAGGCAXTCGAAGAGAAXGAAGXGXACAAAACAACXCXXGTA 

GTXXACXGXTTXXXXAAGXGXGXAAXXCXAAAAGCCAGXXXAXGAXTXAGGAXXXXGXXAACXGAAXGGTXCXAX 

CAAAXAXAAXAGCAXXXGACACATXXXCXAAXAGXTAXGATACXXAXACATGXGCXTTCAGGAAGXXCCXXGGXG 

AAACAAXXGTXGAGGGGGGAXCXAGGXAAXXGGCAGAXTCXAAAXAAXAXAAXTXCCAGATAGTAAXXXXAAGAG 

TACXCAXCGCTCTXGCCAAAXAAGXXCAGGGXAXXCAAAXCXXGGACXAGXCCXGCAAGGXAXAAAGAAXAAAAA 

XCCCAGXGAGAXACTXGGAAACCACAGTXXAXXAXXAXTXATCXGGGCAAXXATXGXGXGXGTGAGGAXGGAAGG 

GXAGGGAATAAXCGAACAXCXAAAGCCXXGAAXAAGAGAATACXAAXXGTXXXGGXAXGAXGAXACXCAGAAAXG 

GAGAXAXXAXAGGAAAAAGAAAXCCXXXGGAATXXTAACXAAAAXCACXGCAXAXGGGAAATXAAGAGAXCCAGG 

ACCAXAXXXGAXAAGAGXTCCXAAAAAXAAXGXAAXXAXXAAXGCXAAAGACXGCXCAXGXAXCXXGAXCXAAXT 

ACXAAAXAAAXXACATAXTXAXXTACCXGAXAAAXAXGXAXCXAGXXCXACAAGGXCACAXXXAXGXGGAAGXCC 

AAAGXCAAGXCCXTAGGGGAXAAXXXXGXXXXGGGCXCAGXXGXXCCCTGCXTCCXXXXXXXXXXXXXXXXXXXX 

XTGAGATGGAGXCXCGCXCXGXXGCCCAGGCXGGAGXGCAGXGGXGCGAXCXCAGCXCACXGCAXCCXCXGCCXC 

CCGGGTTCAAGCAAXTCXCXGCCXCAGCCXCCCAAGTAGXXGGGAXXACAGGCACCTGCCACCAXGCCXGGCXAA 

XXTXXXGXATTTTTAGXAGAGACGGGGGTXXCACXATGTXGGCXAGGCXGGXCXXGAACXCCXGAGCCXCGXGAG 

XCCACCCGCCTTGGCCXCCCAAAGXGCXGGGAXXACAGGCAXGAGCCACCGCACCXGGCCXXCCCTGCXXCCXCT 

CXAGAAXCCAAXXAGGGAXGXXTGXXACXACXCAXATXGAXXAAAACAGTTAACAAACXXXXXXCXTXXTAAAAT 

GXGAGAXCAGTGAACXCXGGXXXXAAGAXAAXCXGAAACAAGGXCCXXGGGAGTAAXAAAAXXGGXCACAXXCXG 

XAAAGCACAXTCXGXXXAGGAATCAACXXAXCXCAAAXXGXAACTCGGGGCCXAACXAXAXGAGAXGGCXGAAAA 

AAXACCACAXCGXCXGXXXXCACXAGGXGAXGCCAAAAXAXXXXGCXXTAXGXATATXACAGXXCXXXXXAAAAC 

ACTGGAAGACXCAXGXXAAACXCXAAXXGXGAAGGCAGAAXCXCXGCXAAXXXTTCAGAXXAAAAXXCXCXXTGA 
AAAAAX 
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MAAAAGMLLLGLLQAGGSVLGQAMEKVTGGNLLSMLLIACAFTLSLVYLIRLAAGHLVQLPAGVKSPPYIFSPIP 
FLGHAIAFGKSPIEFLENAYEKYGPVFSFTMVGKTFTYLLGSDAAALLFNSKNEDLNAEDVYSRLTTPVFGKGVA 
YDVPNPWLEQKKMLKSGLNIAHFKQHVSIIEKETKEYFESWGESGEKNVFEALSEIillLTASHCLHGKEIRSQL 
NEKVAQLYADLDGGFSHAAWLLPGWLPLPSFRRRDRAHREIKDIFYKAIQKRRQSQEKIDDILQTLLDATYKDGR 
PLTDDEVAGMLIGLLLAGQHTSSTTSAWMGFFLARDKTLQKKCYLEQKTVCGENLPPLTYDQLKDLNLLDRCIKE 
TLRLRPPIMIMMRMARTPQWAGYTIPPGHQVCVSPTVNQRLKDSWVERLDFNPDRYLQDNPASGEKFAYVPFGA 
GRHRCIGENFAYVQIKXIWSTMLRLYEFDLIDGYFPTVNYTTMIHTPENPVIRYKRRSK 
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TCGGGAAGCCATAGGGCGCCTCCCAGCCCGTCTCCCCGCTCCAGTTTAGAACCTAATTCCCAATTCCCGGACCGG 
GCCCAGCCCTGGGCTCTTACTGTCCGCTTTTGCTGGGACCTGTTCCACAAATGGGCGTCTTCTGCCTTGGGCCGT 
GGGGGTTGGGCCGGAAGCTGCGGACGCCTGGGAAGGGGCCGCTGCAGCTCTTGAGCCGCCTCTGCGGGGACCACT 
TGCAGGCCATCCCAGCCAAGAAGGCCCCGGCTGGGCAGGAGGAGCCTGGGACGCCGCCCTCCTCGCCGCTGAGTG 
CCGAGCAGTTGGACCGGATCCAGAGGAACAAGGCCGCGGCCCTGCTCAGACTCGCGGCCCGCAACGTGCCCGTGG 
GCTTTGGAGAGAGCTGGAAGAAGCACCTCAGCGGGGAGTTCGGGAAACCGTATTTTATCAAGCTAATGGGATTTG 
TTGCAGAAGAAAGAAAGCATTACACTGTTTATCCACCCCCACACCAAGTCTTCACCTGGACCCAGATGTGTGACA 
TAAAAGATGTGAAGGTTGTCATCCTGGGACAGGATCCATATCATGGACCTAATCAAGCTCACGGGCTCTGCTTTA 
GTGTTCAAAGGCCTGTTCCGCCTCCGCCCAGTTTGGAGAACATTTATAAAGAGTTGTCTACAGACATAGAGGATT 
TTGTTCATCCTGGCCATGGAGATTTATCTGGGTGGGCCAAGCAAGGTGTTCTCCTTCTCAACGCTGTCCTCACGG 
TTCGTGCCCATCAAGCCAACTCTCATAAGGAGCGAGGCTGGGAGCAGTTCACTGATGCAGTTGTGTCCTGGCTAA 
ATCAGAACTCGAATGGCCTTGTTTTCTTGCTCTGGGGCTCTTATGCTCAGAAGAAGGGCAGTGCCATTGATAGGA 
AGCGGCACCATGTACTACAGACGGCTCATCCCTCCCCTTTGTCAGTGTATAGAGGGTTCTTTGGATGTAGACACT 
TTTCAAAGACCAATGAGCTGCTGCAGAAGTCTGGCAAGAAGCCCATTGACTGGAAGGAGCTGTGATCATCAGCTG 
AGGGGTGGCCTTTGAGAAGCTGCTGTTAACGTATTTGCCAGTTACGAAGTTCCACTGAAAATTTTCCTATTAATT 
CTTAAGTACTCTGCATAAGGGGGAAAAGCTTCCAGAAAGCAGCCATGAACCAGGCTGTCCAGGAATGGCAGCTGT 
ATCCAACCACAAACAACAAAGGCTACCCTTTGACCAAATGTCTTTCTCTGCAACATGGCTTCGGCCTAAAATATG 
CAGAAGACAGATGAGGTCAAATACTCAGTTGGCTCTCTTTATCTCCCTTGCCTTTATGGTGAAACAGGGGAGATG 
TGCACCTTTCAGGCACAGCCCTAGTTTGGCGCCTGCTGCTCCTTGGTTTTGCCTGGTTAGACTTTCAGTGACAGA 
TGTTGGGGTGTTTTTGCTTAGAAAGGTCCCCTTGTCTCAGCCTTGCAGGGCAGGCATGCCAGTCTCTGCCAGTTC 
CACTGCCCCCTTGATCTTTGAAGGAGTCCTCAGGCCCCTCGCAGCATAAGGATGTTTTGCAACTTTCCAGAATCT 
GGCCCAGAAATTAGGGCTCAATTTCCTGATTGTAGTAGAGGTTAAGATTGCTGTGAGCTTXATCAGATAAGAGAC 
CGAGAGAAGTAAGCTGGGTCTTGTTATTCCTTGGGTGTTGGTGGAATAAGCAGTGGAATTTGAACAAGGAAGAGG 
AGAAAAGGGAATTTTGTCTTTATGGGGTGGGGTGATTTTCTCCTAGGGTTATGTCCAGTTGGGGTTTTTAAGGCA 
GCACAGACTGCCAAGTACTGTTTTTTTTAACCGACTGAAATCACTTTGGGATATTTTTTCCTGCAACACTGGAAA 
GTTTTAGTTTTTTAAGAAGTACTCATGCAGATATATATATATATATTTTTCCCAGTCCTTTTTTTAAGAGACGGT 
CTTTATTGGGTCTGCACCTCCATCCTTGATCTTGTTAGCAATGCTGTTTTTGCTGTTAGTCGGGTXAGAGTTGGC 
TCTACGCGAGGTTTGTTAATAAAAGTTTGTTAAAAGTTTAAAAAAAAAAAAAAAAA 
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FIGURE 199 

MIGQKTLYSFFSPSPARKRHAPSPEPAVQGTGVAGVPEESGDAAAIPAKKAPAGQEEPGTPPSSPLSAEQLDRIQ 
RNKAAALLRLAARNVPVGFGESWKKHLSGEFGKPYFIKLM 

LGQDPYHGPNQAHGLCFSVQRPVPPPPSLENIYKELSTDIEDFVHPGHGDLSGWAKQGVLLLNAVLTVRAHQANS 
HKERGWEQFTDAWSWLNQNSNGLVFLLWGSYAQKKGSAIDRKRHHVLQTAHPSPLSVYRGFFGCRHFSKTNELL 
QKSGKKPIDWKEL 
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FIGURE 200 

ACCGCCGACGCAGACCCCTCTCTGCACGCCAGCCCGCCCGCACCCACCATGGCCACAGTTCAGCAGCTGGAAGGA 
AGATGGCGCCTGGTGGACAGCAAAGGCTTTGATGAATACATGAAGGAGCTAGGAGTGGGAATAGCTTTGCGAAAA 
ATGGGCGCAATGGCCAAGCCAGATTGTATCATCACTTGTGATGGTAAAAACCTCACCATAAAAACTGAGAGCACT 
TTGAAAACAACACAGTTTTCTTGTACCCTGGGAGAGAAGTTTGAAGAAACCACAGCTGATGGCAGAAAAACTCAG 
ACTGTCTGCAACTTTACAGATGGTGCATTGGTTCAGCATCAGGAGTGGGATGGGAAGGAAAGCACAATAACAAGA 
AAATTGAAAGATGGGAAATTAGTGGTGGAGTGTGTCATGAACAATGTCACCTGTACTCGGATCTATGAAAAAGTA 
GAATAAAAATTCCATCATCACTTTGGACAGGAGTTAATTAAGAGAATGACCAAGCTCAGTTCAATGAGCAAATCT 
CCATACTGTTTCTTTCTTTTTTTTXTCATTACTGTGTTCAATTATCXTTATCATAAACATTTTACATGCAGCTAT 
TTCAAAGTGrGTTGGATTAATTAGGATCATCCCTTTGGTTAATAAATAAATGTGTTTGTGCT 
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FIGURE 201 

J^TVQQLEGRWRLVDSKGFDEYMKELGVGIALRKMGAMAKPDCIITCDGKNLTIKTESTLKTTQFSCTLGEKFEE 
TTADGRKTQTVCNFTDGALVQHQEWDGKESTITRKLKDGKLVV^CVMNNVTCTRIYEKVE 
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FIGURE 202 

GGGACTACATTTCCCAGGGGGCAGAGGCAGGGGCGGGAGGGGGCGGGCCCCGGCGCTGCTCCCGCCCCTCCCCCG 
TGCTCGCGGGGAGAGGTAAACAAACCACGCGCGGGCTGCCCGCGGCACGGCGGGCGCGGCTGGCGCGGCTGGGGC 
GGCAGGGGCGGCGGAGAGCGCGCCGAGCCGCGGCCGAGCTGGCCCGCCCGCCCGTCGCACATGTTCCGGAACGGC 
GCCCGGCCGTAGCCGCCTGCGGCGCCTCCTGTCGGCCCGAGAAGGGAGTGCGGAGAGGCGCCGGTCGCCACCCGC 
GGTGCCCATGGAGCGGGTGAAGATGATCAACGTGCAGCGTCTGCTGGAGGCTGCCGAGTTTTTGGAGCGCCGGGA 
GCGAGAGTGTGAACATGGCTACGCCTCTTCATTCCCGTCCATGCCGAGCCCCCGACTGCAGCATTCAAAGCCCCC 
ACGGAGGTTGAGCCGGGCACAGAAACACAGCAGCGGGAGCAGCAACACCAGCACTGCCAACAGATCTACACACAA 
TGAGCTGGAA2VAGAATCGACGAGCTCATCTGCGCCTTTGTTTAGAACGCTTAAAAGTTCTGATTCCACTAGGACC 
AGACTGCACCCGGCACACAACACTTGGTTTGCTCAACAAAGCCAAAGCACACATCAAGAAACTTGAAGAAGCTGA 
AAGAAAAAGCCAGCACCAGCTCGAGAATTTGGAACGAGAACAGAGATTTTTAAAGTGGCGACTGGAACAGCTGCA 
GGGTCCTCAGGAGATGGAACGAATACGAATGGACAGCATTGGATCAACTATTTCTTCAGATCGTTCTGATTCAGA 
GCGAGAGGAGATTGAAGTGGATGTTGAAAGCACAGAGTTCTCCCATGGAGAAGTGGACAATATAAGTACCACCAG 
CATCAGTGACATTGATGACCACAGCAGCCTGGCGAGTATTGGGAGTGACGAGGGTTACTCCAGTGCCAGTGTCAA 
ACTTTCATTCACTTCATAGAACCCAGCATGACATAACAGTGCAGGGCAAAATATTCACTGGGCCAATTCAATACA 
AACAATCTCTTAAATTGGGXTCATGATGCAGTCTCCTCTTTAAAACAAAACAAAACAAAACAAAACTATACTTGA 
ACAAAAGGGTCAGAGGACCTGTATTTAAGCAAATACTTAGCAAAAAGTGGGGCAGAGCCTCCCAAGGAGAACAAA 
TATTCAGAATATTCATATTGGAAAAATCACAATTTTTAATGGCAGCAGAAAACTTGTGTGAAATTTTCTTGATTT 
GAGTTGATTGAGAAGAGGACATTGGAGATGCCATCCTCTTTCTCTTTTCTAGTTTGCTCATACTACATTGAGTAG 
ACACATTTAAGGATGGGGTTATGAACCCTTCCTGAGCTTTATGGTCCTAAAAGCAAAATAAAAACTATTCGAATG 
AAAAGACAAGAAAATCAGGTATTAATCTTGGATAGCTAATAATGAGCTATTAAAACTCAGCCTGGGACAGTTTAT 
CATGAAGCCTGTGGATGATCAATCCTTTATTATTATTTTTTTTTTTTGAAAAAAGCTCATTTCATGCTCTGCAAA 
AGGAGAGACTCCCATGAAGCCTTTTGAAAGGGATCATCATGCAGCTCAACTTTCTGTTGGATTCCATGCTAAGCA 
AGCTAACCTTATCCTGCATTGTTAGCACTAGGCACCCAGCTGCCACCTCTCCATCCTGCTGCCCTTAGGCCACAT 
GGGAGCAGTCCATGCATGACAGCCTCTATCCTACAAGGCCTATGAGTATGGATTGGGGGGGCCAAAAGGAAAAAG 
CTCCATGTGCCTCTTTGTCTGCGTGGGTCAGAAGAGTTGTGCACGCAGATTAGCAGGCCAAGGXCTGAGCCACAG 
CAGCATTTTTATTTCAGATTTTGATAACTGTTTATATGTGTTGAAAACCAAAATGACATCTTTTTAAAGCTTATC 
CATA2^AAAAAAATAGATGTCTTTTATAGTGGAAAAACACATGGGGAAAAAAATCATCTATTTTGATGCAGCATTT 
GATAAXGATAAAACACCTCACACCTCACTCTTTATAGTGCACAAAATGAATGAGGTCTGGGCTAGGTAGAAAAAG 
GGTCAATGCTATTTTTGTTTTTAGAATCATTACCTTTTACCAGCXTTTAACCATCTGATATCTATAGTAGACACA 
CTATCATAGTTAACATAGTTAAGTTCAGCACTTGTCTCATTTTAATGTAAAGATTTGCTTCCATTTTCCTACAGG 
CAGTCTCTCTCTTCCTCACAGTCCCACTGTGCAGGTGCTATTGTTACTCTTACGAATATTTTCAGTAATGTTATT 
TTCTTCTAAGTGAAATTTCTAGCCTGCACTTTGATGTCATGTGTTCCCTTTGTCTTTCAAACTCCAAGGTTCCCC 
TGTGGCCCTCTCCCTTACCCTGGGAAGGCCTCTTGGAGACCTTACCCCTGGCTGTTTGGACTTTGTATACXTTAA 
ATAATTTAACTACCCTTAATTACTTAAAAAAAAAAAAAAGCTTTATGATTTTCATAACTTATTGCTGATTTTAAT 
GGATTGTTAATTTCAGTCCTGTAGTTTTATTTTATGTTTAGATAGGGCTGGGCAAGGAAAAAGAAAATAAAGACA 
ACCATATTTAGCAGTGCA 
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FIGURE 203 

MERVKMIWQRLLEAAEFLERRER^^ 

EKNRRAHLRLCLERLKVLIPLGPDCTRHTTLGLLNKAKAHIKKLEEAERKSQHQLENLEREQRFLKWRLEQLQGP 
QEMERIRMDSIGSTISSDRSDSEREEIEVDVESTEFSHGEVDNISTTSISDIDDHSSLPSIGSDEGYSSASVKLS 
FTS 
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FIGURE 204A 

CGGTGCTGGAGAAGTTTGCGCTGCGGTTCGTGAGCGCAGGGTGCGGGCCCCGCCGGCCGCTGCGCGCCCGCTGCC 

ATGGCTTTCCGCAGGAGGACGAAAAGTTACCCGCTCTTCAGCCAGGAGTTCGTCATCCACAACCATGCGGACATC 

GGCTTCXGCCTGGTGCTCTGCGTCCTCATCGGGCTTATGTTCGAGGTCACAGCCAAGACTGCCTTTCTATTTATT 

TTACCTCAGTATAACATTAGCGTGCCTACAGCAGACAGTGAGACCGTGCACTACCACTATGGCCCTAAGGACCTG 

GTCACAATCTTGTTCTACATCTTCATCACCATCATCTTGCATGCTGTGGTTCAGGAGTACATTTTAGATAAAATC 

AGCAAACGGCTTCATCTCTCC2\AAGTCAAACACAGCAAGTTCAATGAATCTGGACAGCTGGTCGTCTTTCATTTC 

ACCTCGGTGATTTGGTGCTTCTACGTGGTGGTGACGGAAGGATACTTAACAAACCCAAGAAGCCTCTGGGAAGAC 

TACCCGCATGTGCACCTCCCCTTCCAGGTGAAGTTTTTCTACCTATGCCAGCTGGCCTACTGGCTGCACGCACTT 

CCTGAGCTATACTTCCAGAAGGTACGGAAGGAGGAAATTCCCCGCCAGCTCCAGTATATTTGCCTGTACCTGGTG 

CATATAGCTGGAGCATACCTCTTAAACCTGAGCCGCCTGGGCCTGATCTTGCTGCTGCTGCAGTACTCAACTGAG 

TTCCTCTTCCACACGGCTAGACTCTTCTACTTTGCAGATGAAAACAACGAGAAACTGTTCAGTGCCTGGGCTGCT 

GTTTTTGGGGTTACCCGCCTCTTCATCCTCACCCTTGCCGTGCTGGCCATTGGCTTTGGACTGGCTCGCATGGAA 

AACCAGGCATTTGATCCCGAGAAAGGGAACTTCAACACTTTGTTTTGCAGGCTCTGCGTGCTGCTGCTGGTGTGT 

GCCGCCCAGGCCTGGCTCATGTGGCGCTTCATCCACTCCCAGCTGCGGCACTGGCGGGAATACTGGAATGAGCAG 

AGTGCAAAGCGGAGAGTCCCAGCCACACCCAGACTACCAGCCAGGCTCATCAAGAGGGAATCTGGTTACCATGAA 

AATGGAGTGGTGAAGGCAGAGAACGGAACCTCCCCACGGACTAAGAAACTCAAGTCTCCCTAAGGCCAAAGTGCT 

AAGAACAGGAATCCTCTTGGTGGGGGCCGAGCAGGGGGCAAGGAGCCCAGGCCCCCTCCCTGCCTCCTCCTTCCT 

GCCTGTGATGCTCCGTCTCAAACAGCCGAAACCTGTCTTGCAATGGGGGGAGGGGGCGTTTCGCTTTCCTTCTTC 

TTGGCTTCCTCTTATTCTTCCACAAACCATTCTCAATAAAGCCAAAAATCTTTCTCTTTCTCCCCCXCAGGCCAC 

CTCCTGTCCTCACTCCTGTCCTGTGCTGGCTTTTCTGGAACGCCAGGCGCCCATGGCTGGCACCTTTCTGCTTGC 

TCTGTTTCTTGCCTTATGGCTGCTGCTTTTCCTTTTTACTTCCTATTTTCACCTTATCTTGCAATTTTTCTGTCT 

GATTTTTACAATGGGAGGGGAGCTAAGATTGCAGTCCTGTCCTTCGGTCCCCCAGGGCCTGCCGGTCAGAAGCCT 

GGGGCTGGTAGGCCCTTGGTGGTCCTCATGTGGATGGGCAAGAAGAGAGCGGCCATCTCGGATCATAATCTCCTT 

GGTGCTGATTAACTGACGAGATATATGATTCCAGTTCTGCATGTACCATCTTGAGGCACAGCAGCCACTGCTCGT 

TGTAAATGCCAAGGCATTTGGCTTTGGGACGTGACAACTCAATCCAGAAGGATGGTGTGAACTCGGTTGGGTCCC 

GTGACTCGAGCTCCTACCAGTGGCTGGCCGCGGATTGGAAGCCAGCCTGCTGTCGCTCTGTGGGGAGGACATGTC 

TTCCCACTGCTTAGAGCGAGAGCAGAGCAAACTGCGCAGCAGGCACCTCCAGAAAGGTAATGGTGGCAGAACCCA 

CAGTGGAGTCGACCTAGGCCTTTCTCCAGCAGTCCCAGTCGCCATTGCTTTTTCAGCCATTCACAAGCATTCAAA 

ACCAAACCAAACAGCAGTTCATATACCTGCCTGAGATAGGCTGGTCCTCACCTCCAGAGCCAGCCAGCCCCGTCA 

GGGGCCAAACTTACTACCTTGACTTCATCTCTAGCTGCAGAAACACTAAGTCTCAAGGGCTTCAGCCCCATGCTG 

GTCCCTTGGTGTTCAGGGAGGGTCACTTGGACCGCTGTTCATCTGGCCGCCCTTGTTGAGTGTTCTTTGGAATTG 

TCGTTTTTTGAGCACAACTACAGCATTTTAGACTGCATGAAACCATGACTGACTGAGAGTCACTCTCTGGGTAGA 

TGATAGGCGCCTTTCTGGCCCCTTCCCTCACAGATTCTTTCCCCTCCCCTCCACCTGAAGAGAAGGCCTCCAAGT 

CCTTTTGGTGCCTTGTGAGGACTTTTAGAAGGGGCGTTCAGCTTTAAAAAGCCGGTCCTAATTACGGCCGGACGC 

AGTAGCTTACGCCTGTTATCCCAGCACTTTGGGAGGTCGAGGTGGGCAGATCACCTGAGGTTAGGAGTTCAAGAC 

CAGCCTGGCCAACATGGTGAAACCCCATCTCTACTAAAAATACAAAAAATTAGGTGTAGTGGCAGGCACCTGTAA 

TCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATCGCTTGAACCTAGAAGGTGGAGGTTGCAGTGAGCGGAGATTG 

TACCATGGCACTCCAGCCTGGACAACAAGAGCGAAATTCTGTCTAAAAAAACAAAAGTCCCAATTAAGAACCTCC 

GAACTCTGTTTTGAGGCAAAGGGGAGTAGTTCTTGGTAGGTGCAGGAATAGTAGTGTCATTTGGAATACTGGTCA 

TCTTTCTGACATCACAGTAGAAACCAAACCTTGGATTTAGATTCAAAAGGGGGGAAATGGGTCTTTTCATCAAGG 

CAACTCCCCTTCTCCAAGTCACTTACATCATAGATAAATTTTAGCTTCCCAGTAACTGAGGGATTTGTTTCCTAA 

CGCCATTGGAGGCCTTCATCCCTCTCTACGATAAGGTTGCAGAAATGGGAAGAGCTACCCGTGGTTGCTTTTGAT 

TACCCTTAGGAAGTGAGACAGTGTTTTTGAAAATATGTATTTCTCCCATTTCTCCCTCTCCTTCCCTGACACTTC 

TCTGGGCTGCACAGCAGAAACGTTGGTAAAAGGGCAGTTTGGTTTCAACACAGCAGACCTGATATGGGATCCCTT 

AGCCACTTTAGTCAAACAGCCCTGACAGAGTCTATAATTGAGTTCAGGCCCCCCACCXTGCCTAATAACTGCAAA 

TCGCATGTTCAGCCAGCAGCCTCCTAAGCCCACCTTCCTCCCCCATTAGAGAACACCCATCCTAGGTGCTCTCCA 

GGCTGTGTCATTGGCAGGGCTTCACATGCAGGAGGCCTCTCTCAGGTGAGTCCAGGTTAAACTGTTGAGTTGTGG 

CTTCAACAGATATGTATGGCATGCTGGGATGTGCCAGGTGCCTGCGTTGTGCCAGTTGCTGGAGAGGTAGTGTGA 
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FIGURE 204B 

GCAGAGCAGCTGAAATCTTGCCATCAAGCAACCCTCATTCTCATGCCTGTAGGTTTCCATTGCTCTGTCCCAGGA 
CACTTGCGTGCCAGAGACGCCACAACTTCATGTCCCTGTCTCTTGCAAGCTCCCCGTGCTGCCAGTACTTCATGC 
CTTGGATGTGGTCCCACCAGCCCAGTGGCTGGGGTCAGCTTAGGCTCTGCTTCCCAGTGGACGGGTGTGCTAAGG 
GTTTATTTTATGTAAAAAAAAAAAAAAAACAAAAAAAAACCCTGAGACCATGAGTGGGGCTGGCATCTTGCCAGC 
CTGGGCTTCAGGGATGTTTGGGGGGGGTGGTTAGAGGGTAGTTGTAGGGTACTTTGTCACCCCCCTCCCCCTGCC 
ACCCTCCCTGGCACGTTTATTTCACAGCAGAGCCAAGTCTGTGGCAGGTTGACACAGACTGTGTTGCCAGAGCTG 
AAATAATTCCACTTCATCCTATGAGCGTGTTGGGCTAGCTTGTTCTAATTTTGGCCACTTTGGCTGTTTTCTTCA 
GTTTTATGCATTCTCTCCTGCCCCAAAGTGCCAAGCCATTTGTGAAGGCTCTGCCAGACACCTCCAAGCTTGAGA 
GCTCAGCACCATGCACCAAGAGCAGGAGAAAAGACGTAAACCTACCCCAGCAACTGTGGCCTCTCGACAGCCCTG 
GCTAACTAACTTACAXTTGTGGGGAAGCCAACAGACACAGCAGGAGGAGAGGGAGGTGGCGCTGGTGGACCAAGG 
ATCTGTGCTACCCGCTCCCCTCCTTGGAGGTGCAGTGATGATGGGAGTTATTTTTACCATCCGGGCGCTGATAGC 
TGCACTATTAATAAATTGCATGTGTTCCTTTTGAAGGTAGGGGATGGTTCTGGGTGAGAGGGGAGCAGGCTGAGC 
CGGCGGGGGATCTGCTGTCCTCCCTTTTGAGTCAGTTCTAATCCCATGTGTGTCTGGGCCACCAGACCGAAATGG 
TTGCTGAGAAACTTGTCTGTTCATGTCCCAAGGCATAACTTCCCAACATTTAAGAAACCCCAATAGACACCTCTG 
CCCTGGCCACGTTCACAGATCCTTCTCTTGACCGGAAACCCTGGGACCCTAAGAACCCCTGAAGCTTGGGGTGGG 
TGTGTGCTTCTGGGGTCTCTTTTGGGACCTCCTTTGTCAGTACCCCTTCTTTTTTCTAAGCAGCTAATAAGAGGT 
TGGGTGAAAGAGTGCATCTCCTCCCAGGATTCCACAACAAAATTCTTATCTTCCATGGATGCTTTAATTGGAAGT 
GGGTTGCCGACCCCCTTGTGCCTAGAAAAGGCCTTTGCTTGGGTTTCCTTTGTATGCTTCAGCCTTCCTAGTTGG 
TTTTTCTAGGCCTGGTGTGAGAGGTAGGGAAGTCTGCACATAACTAATTCTTTTGCTTAAGGGCCTATGGCACAA 
GTGCACAAACTTCAATTCTTGATGTTCTAAGCTCTCTCCTCTAACAGAGGGAGTGCTGAAAGCTTTTGAGTCAAG 
ACAATGGAGTGCTCTTCCTCCCTCACTCTGCCTTCCGAGCTTATGGTTCCTTTTCTCAGGAGAGGATTTTCAGGA 
TTATTGGAGGATTAGGTCATTGTCAGATGACTGGAAAACCTAAATAGGATCTCTCTCCAGCTCAAGGTTGTCCCA 
GTGAGGAAGACTTTACCAACTTCTCACTCTACCCCACTACTCACATGAGTGTTAGCTCCACCTTGCAAAGGCTGA 
AGACCAGTTCTCCCCAGTGAAAGCTGCCTCATTCTTTTATGGAGTTCCCTGGAGTGGCAGAGCTATAAAGACGAG 
CATTGGGATTTGCAGTCTCCATGTAGCCTTTCGTGCTTGGCAACCCCTGTAGACTTTTTGTCCCAAGCAGATTGC 
GTGCGTGCGCCTGTGTGTGAGAATAAGTGCCTTACTTTGCTGTGTGGTTTTCAACTTGTACTCCGTGGCCAGCCC 
CCAGTTGCCAGGGCTCGACGGCAGCCAAGGACACCATACCTCAGTATAGTTATATATAAAATGGACACGGATTGT 
GACAGTTTCACCCCATTTGTTTCTAACCCCGCTGCCCAGGATTAGGGTCTGTGGTGTGTTCTGTTTTGTTTTTGG 
TTTCTCCCTTGTGTCAGTTCTCTTCTGGCCCAGCTGGGTGGCTGTGGAAGTCTGTGAGGTGGCCCAACCACAAGC 
ATACCTATTAAGAGAAGCCCAGAGCTTCCAGCCCCCACTTCGAAAACTCTCCTCTGGCCCCACATAGCAAACTCC 
TTCTCCGTTATTTTCCCCACCCCCAGATTTTTTTTAAAAGGCCCACTTGCCATAACCTCTTTTGGTCTATTTTGC 
TTCCCATTCAGCCCAAAGTTTATATGATAAAGGTGTTTACTTTTACTTCCCAGTCTCCAAGTGCTAACACATAAA 
CACATACATGTCTGACTGTTGCAGAACTGTTCGAGCTCCTAATTCAGTGTTACCTTGTTTTAGTCGCAGCAACCC 
TCTCCCCTACCCCTTGCCCGCCCACGTTTTTCTCACTCTTCCGGGTTGTGCAATAACTCTCCCAGCCAGTGGTCC 
TTTCCACAGCCTTTCTGTCCCTTAAAACACCTGCAACTGGGGGAGAAATGGGACCCATGGGAGGGGGAGTCATCA 
TCCCTTACACAAGAAATAGCCACTTTCCTTTTGTTGTCATTCTTGTGATCCTGGGTGGGTTTCTGTGGCACTCTT 
TTAGAACATGTAGCATCATCTTAGAGGTCTATTTTTAAAAAATGTGTTGAAGAGGAAAAAACCATTCTCACGATG 
GGGCTTAAGTCATTGTCCAGGAATAAGATTGGCGTGGTGCCCATGACATCACCGTCACTCTGCCTAAAAGCACTC 
TAGAGCTACTTGTTCACGTGGAGAGGAAGGATATTTTGCGAAGCAACAGCCGCAGGTGGAGAGCCCTGTTCACCT 
GATAGGGTCTAGCTGTGACAGTAAATATAATACCGCTGTTTCCTTGGGTACAGATTTGAGTGTTCATGTGATGAG 
ACTGXAAACCTCATTTTXCGGTTCCTCTGTTTAAAAAAACATCTGAAGGATGAACTAAGGCTGCTGGTGCCCTGA 
GCAACTGATAATGCAAATGTGGACAAAGTGTCTGTTTTCTACTCTAGCCTGTTCATATGGACCAAATTTCAACAA 
GGAACTCAAGGAAAATTTGTACCTGCCGTATTTATGCTTTCATGTAAAAAAGGGTTGGGGGGAGGGGTGTCTTTT 
TGCTTTTGGTGAACTTTTTTTCAAAATCATTTTTCCACTGTTTCTGTCTGGTTTTAAAACAAATTACAGTTTTGT 
ATGGATTTTTTAAATGTACATTTTGGAACAAATGATCAAATATTTTCTGAAATAACAATAAAAGGCAGAAAATT 
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FIGURE 205 

MAFRRRTKSYPLFSQEFVIHNHADIGFCLVLCVLIGLMFEVTAKTAFLFILPQYNISVPTADSETVHYHYGPKDL 
VTILFYIFITIILHAVVQEYILDKISKRLHLSKVKHSKFNESGQLVVFHFTSVIWCFYVVVTEGYLTNPRSLWED 
YPHVHLPFQVKFFYLCQLAYWLHALPELYFQKVRKEEIPRQLQYICLYLVHIAGAYLLNLSRLGLILLLLQYSTE 
FLFHTARLFYFADENNEKLFSAWAAVFGVTRLFILTLAVLAIGFGLARMENQAFDPEKGNFNTLFCRLCVLLLVC 
AAQAWLMWRFIHSQLRHWREYWNEQSAKRRVPATPRLPARLIKRESGYHENGVVKAENGTSPRTKKLKSP 
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FIGURE 206 

AAAACAGCCGGGGCTCCAGCGGGAGAACGATAATQCAAAGTGCTATGTTCTTGGCTGTTCAACACGACTGCAGAC 
CCATGGACAAGAGCGCAGGCAGTGGCCACAAGAGCGAGGAGAAGCGAGAAAAGATGAAACGGACCCTTTTAAAAG 
ATTGGAAGACCCGTTTGAGCTACTTCTTACAAAATTCCTCTACTCCTGGGAAGCCCAAAACCGGCAAAAAAAGCA 
AACAGCAAGCTTTCATCAAGCCTTCTCCTGAGGAAGCACAGCTGTGGTCAGAAGCATTTGACGAGCTGCTAGCCA 
GCAAAXAXGGTCXXGCXGCAXXCAGGGCTXXXXXAAAGXCGGAAXXCXGXGAAGAAAAXAXXGAAXXCXGGCTGG 
CCTGTGAAGACTTCAAAAAAACCAAATCACCCCAAAAGCTGTCCTCAAAAGCAAGGAAAATATATACTGACTTCA 
TAGAAT^GGAAGCTCCAAAAGAGATAAACATAGATTTTCAAACCAAAACTCTGATTGCCCAGAATATACAAGAAG 
CTACAAGTGGCTGCTTTACAACTGCCCAGAAAAGGGTATACAGCTTGATGGAGAACAACTCXTATCCTCGTTTCT 
TGGAGTCAGAATTCTACCAGGACTTGTGTAAAAAGCCACAAATCACCACAGAGCCTCATGCXACATGAAATGTAA 
AAGGGAGCCCAGAAAXGGAGGACAXXXCAXXCXXXXXCCXGAGGGGAAGGACXGXGACCXGCCAXAAAGACXGAC 
CTTGAATTCAGCCTGGGTGTTCAGGAAACATCACXCAGAACTATTGATTCAAAGTTGGGTAGTGAATCAGGAAGC 
CAGTAACTGACTAGGAGAAGCTGGTATCAGAACAGCTTCCCTCACTGTGTACAGAACGCAAGAAGGGAATAGGTG 
GXCXGAACGXGGXGXCXCACXCXGAAAAGCAGGAAXGXAAGAXGAXGAAAGAGACAAXGTAAXACXGXXGGXCCA 
AAAGCAXXXAAAAXCAAXAGAXCXGGGAXXAXGXGGCCXXAGGXAGCXGGXXGXACAXCTXXCCCXAAAXCGAXC 
CAXGXXACCACAXAGXAGXXXXAGXXXAGGAXXCAGXAACAGXGAAGXGXXXACXAXGXGCAAGGGXAXXGAAGX 
XCXXAXGACCACAGAXCAXCAGXACXGXXGXCXCAXGXAAXGCXAAAACXGAAAXGGXCCGXGXXTGCAXTGTXA 
AAAAXGAXGXGXGAAAXAGAAXGAGXGCTAXGGXGXXGAAAACXGCAGXGXCCGXXAXGAGXGCCAAAAATCXGT 
CXXGAAGGCAGCXACACXXXGAAGXGGXCXXXGAATACXXXXAAXAAAXXXAXXXXGAXAAAXAAXAXXG 
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FIGURE 207 

MQSAMFLAVQHDCRPMDKSAGSGHKSEEKREIU^RTLLKDWKTRLSYFLQNSSTPGKPKTGKKSKQQAFIKPSPE 
EAQLWSEAFDELLASKYGLAAFRAFLKSEFCEENIEFWLACEDFKKTKSPQKLSSKARKIYTDFIEKEAPKEINI 
DFQTKTLIAQNIQEATSGCFTTAQKRVYSLMENNSYPRFLESEFYQDLCKKPQITTEPHAT 
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FIGURE 208 

CTGCTCGCGGCCGCCACCGCCGGGCCCCGGCCGTCCCTGGCTCCCCTCCTGCCTCGAGAAGGGCAGGGCTTCTCA 
GAGGCTTGGCGGGAAAAAAGAACGGAGGGAGGGATCGCGCTGAGTATAAAAGCCGGTTTTCGGGGCTTTATCTAA 
CTCGCTGTAGTAATTCCAGCGAGAGGCAGAGGGAGCGAGCGGGCGGCCGGCTAGGGTGGAAGAGCCGGGCGAGCA 
GAGCTGCGCTGCGGGCGTCCTGGGAAGGGAGATCCGGAGCGAATAGGGGGCTTCGCCTCTGGCCCAGCCCTCCCG 
CTTGATCCCCCAGGCCAGCGGTCCGCAACCCTTGCCGCATCCACGAAACTTTGCCCATAGCAGCGGGCGGGCACT 
TTGCACTGGAACTXACAACACCCGAGCAAGGACGCGACTCTCCCGACGCGGGGAGGCTATTCTGCCCATTTGGGG 
ACACTTCCCCGCCGCTGCCAGGACCCGCTTCTCTGAAAGGCTCTCCTTGCAGCTGCTTAGACGCTGGATTTTTTT 
CGGGTAGTGGAAAACCAGCAGCCTCCCGCGACGATTCCCCTCAACGTTAGCTTCACCAACAGGAACTATGACCTC 
GACTACGACTCGGTGCAGCCGTATTTCTACTGCGACGAGGAGGAGAACTTCTACCAGCAGCAGCAGCAGAGCGAG 
CTGCAGCCCCCGGCGCCCAGCGAGGATATCTGGAAGAAATTCGAGCTGCTGCCCACCCCGCCCCTGTCCCCTAGC 
CGCCGCTCCGGGCTCTGCTCGCCCTCCTACGTTGCGGTCACACCCTTCTCCCTTCGGGGAGACAACGACGGCGGT 
GGCGGGAGCTTCTCCACGGCCGACCAGCTGGAGATGGTGACCGAGCTGCTGGGAGGAGACATGGTGAACCAGAGT 
TTCATCTGCGACCCGGACGACGAGACCTTCATCAAAAACATCATCATCCAGGACTGTATGTGGAGCGGCTTCTCG 
GCCGCCGCCAAGCTCGTCTCAGAGAAGCTGGCCTCCTACCAGGCTGCGCGCAAAGACAGCGGCAGCCCGAACCCC 
GCCCGCGGCCACAGCGTCTGCTCCACCTCCAGCTTGTACCTGCAGGATCTGAGCGCCGCCGCCTCAGAGTGCATC 
GACCCCTCGGTGGTCTTCCCCTACCCTCTCAACGACAGCAGCTCGCCCAAGTCCTGCGCCTCGCAAGACTCCAGC 
GCCTTCTCTCCGTCCTCGGATTCTCTGCTCTCCTCGACGGAGTCCTCCCCGCAGGGCAGCCCCGAGCCCCTGGTG 
CTCCATGAGGAGACACCGCCCACCACCAGCAGCGACTCTGAGGAGGAACAAGAAGATGAGGAAGAAATCGATGTT 
GTTTCTGTGGAAAAGAGGCAGGCTCCTGGCAAAAGGTCAGAGTCTGGATCACCTTCTGCTGGAGGCCACAGCAAA 
CCTCCTCACAGCCCACTGGTCCTCAAGAGGTGCCACGTCTCCACACATCAGCACAACTACGCAGCGCCTCCCTCC 
ACTCGGAAGGACTATCCTGCTGCCAAGAGGGTCAAGTTGGACAGTGTCAGAGTCCTGAGACAGATCAGCAACAAC 
CGAAAATGCACCAGCCCCAGGTCCTCGGACACCGAGGAGAATGTCAAGAGGCGAACACACAACGTCTTGGAGCGC 
CAGAGGAGGAACGAGCTAAAACGGAGCTTTTTTGCCCTGCGTGACCAGATCCCGGAGTTGGAAAACAATGAAAAG 
GCCCCCAAGGTAGTTATCCTTAAAAAAGCCACAGCATACATCCTGTCCGTCCAAGCAGAGGAGCAAAAGCTCATT 
TCTGAAGAGGACTTGTTGCGGAAACGACGAGAACAGTTGAAACACAAACTTGAACAGCTACGGAACTCTTGTGCG 
TAAGGAAAAGTAAGGAAAACGATTCCTTCTAACAGAAATGTCCTGAGCAATCACCTATGAACTTGTTTCAAATGC 
ATGATCAAATGCAACCTCACAACCTTGGCTGAGTCTTGAGACTGAAAGATTTAGCCATAATGTAAACTGCCTCAA 
ATTGGACTTTGGGCATAAAAGAACTTTTTTAXGCTTACCATCTTTTTTTTTTCTTTAACAGATTTGTATTTAAGA 
ATTGTTTTTAAAAAATTTTAA 
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FIGURE 209 

MPLNVSFTNRNYDLDYDSVQPYFYCDEEENFYQQQQQSELQPPAPSEDIWKKFELLPTPPLSPSRRSGLCSPSYV 
AVTPFSLRGDNDGGGGSFSTADQLEMVTELLGGDMVNQSFICDPDDETFIKNIIIQDCMWSGFSAAAKLVSEKLA 
SYQAARKDSGSPNPARGHSVCSTSSLYLQDLSAAASECIDPSWFPYPLNDSSSPKSCASQDSSAFSPSSDSLLS 
STESSPQGSPEPLVLHEETPPTTSSDSEEEQEDEEEIDWSVEKRQAPGKRSESGSPSAGGHSKPPHSPLVLKRC 
HVSTHQHNYAAPPSTRKDYPAAKRVKLDSVRVLRQISNNRKCTSPRSSDTEENVKRRTHNVLERQRRNELKRSFF 
ALRDQIPELENNEKAPKWILKKATAYILSVQAEEQKLISEEDLLRKRREQLKHKLEQLRNSCA 
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FIGURE 210 

GGCAGGCATGGGAGCCGCGCGCTCTCTCCCGGCGCCCACACCTGTCTGAGCGGCGCAGCGAGCCGCGGCCCGGGC 
GGGCTGCTCGGCGCGGAACAGTGCTCGGCATGGCAGGGATTCCAGGGCTCCTCTTCCTTCTCTTCTTTCTGCTCT 
GTGCTGTTGGGCAAGTGAGCCCTTACAGTGCCCCCTGGAAACCCACTTGGCCTGCATACCGCCTCCCTGTCGTCT 
TGCCCCAGTCTACCCTCAATTTAGCCAAGCCAGACTTTGGAGCCGAAGCCAAATTAGAAGTATCTTCTTCATGTG 
GACCCCAGTGTCATAAGGGAACTCCACTGCCCACTTACGAAGAGGCCAAGCAATATCTGTCTrATGAAACGCTCT 
ATGCCAATGGCAGCCGCACAGAGACGCAGGTGGGCATCTACATCCTCAGCAGTAGTGGAGATGGGGCCCAACACC 
GAGACTCAGGGTCTTCAGGAAAGTCTCGAAGGAAGCGGCAGATTTATGGCTATGACAGCAGGTTCAGCATTTTTG 
GGAAGGACTTCCTGCTCAACTACCCTTTCTCAACATCAGTGAAGTTATCCACGGGCTGCACCGGCACCCTGGTGG 
CAGAGAAGCATGTCCTCACAGCTGCCCACTGCATACACGATGGAAAAACCTATGTGAAAGGAACCCAGAAGCTTC 
GAGTGGGCTTCCTAAAGCCCAAGTTTAAAGATGGTGGTCGAGGGGCCAACGACTCCACTTCAGCCATGCCCGAGC 
AGATGAAATTTCAGTGGATCCGGGTGAAACGCACCCATGTGCCCAAGGGTXGGATCAAGGGCAATGCCAATGACA 
TCGGCATGGATTATGATTATGCCCTCCTGGAACTCAAAAAGCCCCACAAGAGAAAATrTATGAAGATTGGGGTGA 
GCCCTCCTGCTAAGCAGCTGCCAGGGGGCAGAATTCACTTCTCTGGTTATGACAATGACCGACCAGGCAATTTGG 
TGTATCGCTTCTGTGACGTCAAAGACGAGACCTATGACTTGCTCTACCAGCAATGCGATGCCCAGCCAGGGGCCA 
GCGGGTCTGGGGTCTATGTGAGGATGTGGAAGAGACAGCAGCAGAAGTGGGAGCGAAAAATTATTGGCATTTTTT 
CAGGGCACCAGTGGGTGGACATGAATGGTTCCCCACAGGATTTCAACGTGGCTGTCAGAATCACTCCTCTCAAAT 
ATGCCCAGATTTGCTATTGGAXTAAAGGAAACTACCTGGATTGTAGGGAGGGGTGACACAGTGTTCCCTCCTGGC 
AGCAATTAAGGGTCTTCATGTTCTTATTTTAGGAGAGGCCAAATTGTTrTTTGTCATTGGCGTGCACACGTGTGT 
GTGTGTGTGTGTGTGTGTGT7UlGGTGTCTTATAATCTTTTACCTATTTCTrACAATTGCAAGATGACTGGCTTTA 
CTATTTGAAAACTGGTTTGTGTATCATATCATATATCATTTAAGCAGTTTGAAGGCATACTTTTGCATAGAAATA 
AAAAAAATACTGATTTGGGGCAATGAGGAATATTTGACAATTAAGTTAATCTTCACGTTTTTGCAAACTTTGATT 
TTTATTTCATCTGAACTTGTTTCAAAGATTTATATTAAATATTTGGCATACAAGAGATATGA 
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FIGURE 211 

MAGIPGLLFLLFFLLCAVGQVSPYSAPWKPTWPAYRLPWLPQSTLNLAKPDFGAEAKLEVSSSCGPQCHKGTPL 

PTYEEAKQYLSYETLYANGSRTETQVGIYILSSSGDGAQHRDSGSSGKSRRKRQIYGYDSRFSIFGKDFLLNYPF 

STSVKLSTGCTGTLVAEKHVLTAAHCIHDGKTYVKGTQKLRVGFLKPKFKDGGRGANDSTSAMPEQMKFQWIRVK 

RTHVPKGWIKGNANDIGMDYDYALLELKKPHKRKFMKIGVSPPAKQLPGGRIHFSGYDNDRPGNLVYRFCDVKDE 

TYDLLYQQCDAQPGASGSGVYVRMl^RQQQKWERKI^ 

NYLDCREG 
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FIGURE 212A 

GGGACCGACGACACGCCCCCCTCTCCTCCTTTGTTCCGGGGGTCGGCGGCCGCTCTCCTGCCAGAGCTCGGGATC 

TCGGCCCCGGGAGGCGGGCGCTCGGGCGCAGCCGCGAAGATGCCGTTGGAACTGACGCAGAGCCGAGTGCAGAAG 

ATCTGGGTGCCCGTGGACCACAGGCCCTCGTTGCCCAGATCCTGTGGGCCAAAGCTGACCAACTCCCCCACCGTC 

ATCGTCATGGTGGGCCTCCCCGCCCGGGGCAAGACCTACATCTCCAAGAAGCTGACTCGCTACCTCAACTGGATT 

GGCGTCCCCACAAAAGTGTTCAACGTCGGGGAGTATCGCCGGGAGGCTGTGAAGCAGTACAGCXCCTACAACTTC 

XTCCGCCCCGACAATGAGGAAGCCATGAAAGTCCGGAAGCAATGTGCCTTAGCTGCCTTGAGAGATGTCAAAAGC 

TACCTGGCGAAAGAAGGGGGACAAATTGCGGTTTTCGAXGCCACCAATACTACTAGAGAGAGGAGACACATGATC 

CTTCATTTTGCCAAAGAAAATGACTTTAAAGCGTTTTTCATCGAGTCGGTGTGCGACGACCCTACAGTTGTGGCC 

TCCAATATCATGGAAGTTAAAATCTCCAGCCCGGATTACAAAGACTGCAACTCGGCAGAAGCCATGGACGACTTC 

ATGAAGAGGATCAGTTGCTATGAAGCCAGCTACCAGCCCCTCGACCCCGACAAATGCGACAGGGACTTGTCGCTG 

ATCAAGGTGATTGACGTGGGCCGGAGGTTCCTGGTGAACCGGGTGCAGGACCACATCCAGAGCCGCATCGTGTAC 

TACCTGATGAACATCCACGTGCAGCCGCGTACCATCTACCTGTGCCGGCACGGCGAGAACGAGCACAACCXCCAG 

GGCCGCATCGGGGGCGACTCAGGCCTGTCCAGCCGGGGCAAGAAGTTTGCCAGTGCTCTGAGCAAGTTCGTGGAG 

GAGCAGAACCTGAAGGACCTGCGCGTGTGGACCAGCCAGCTGAAGAGCACCATCCAGACGGCCGAGGCGCTGCGG 

CTGCCCTACGAGCAGTGGAAGGCGCTCAAXGAGATCGACGCGGGCGTCTGTGAGGAGCTGACCTACGAGGAGATC 

AGGGACACCTACCCTGAGGAGTATGCGCTGCGGGAGCAGGACAAGXACTATTACCGCTACCCCACCGGGGAGTCC 

TACCAGGACCTGGTCCAGCGCTTGGAGCCAGTGATCATGGAGCTGGAGCGGCAGGAGAATGTGCTGGTCATCTGC 

CACCAGGCCGTCCTGCGCTGCCTGCXTGCCTACTTCCTGGATAAGAGTGCAGAGGAGATGCCCTACCTGAAATGC 

CCTCTTCACACCGTCCTGAAACTGACGCCTGTCGCTTATGGCTGCCGTGTGGAATCCATCTACCTGAACGTGGAG 

TCCGTCTGCACACACCGGGAGAGGTCAGAGGATGCAAAGAAGGGACCTAACCCGCTCATGAGACGCAATAGTGTC 

ACCCCGCTAGCCAGCCCCGAACCCACCAAAAAGCCTCGCATCAACAGCTTTGAGGAGCATGTGGCCTCCACCXCG 

GCCGCCCTGCCCAGCTGCCTGCCCCCGGAGGTGCCCACGCAGCTGCCTGGACAAAACATGAAAGGCTCCCGGAGC 

AGCGCTGACTCCTCCAGGAAACACTGAGGCAGACGTGTCGGTTCCATTCCATTTCCATTTCTGCAGCTTAGCTTG 

TGTCCTGCCCTCCGCCCGAGGCAAAACGTATCCTGAGGACTTCTTCCGGAGAGGGXGGGGTGGAGCAGCGGGGGA 

GCCTTGGCCGAAGAGAACCATGCTTGGCACCGTCTGTGTCCCCTCGGCCGCTGGACACCAGAAAGCCACGTGGGT 

CCCTGGCGCCTGCCTTTAGCCXGGGGGCCCCCACCTCCACTCTCTGGGTTCCTAGGAATGTCCAGCCTCGGAGAC 

CTTCACAAAGCCTTGGGAGGGTGATGAGTGCTGGTCCTGACAAGAGGCCGCTGGGGACACTGTCCGTXTTGTTTC 

GIXICIGIGAXCICCCGGCACGXXXGGAGCXGGGAAGACCACACXGGIGGCAGAAICCIAAAAXXAAAGGAGGCA 

GCCICCXAGXIGCIGAAAGIXAAGGAAXGXGIAAAACCXCCACGXGACIGIXIGGXGCAICIIGACCXGGGAAGA 

CGCCICAXGGGAACGAACIIGGACAGGXGIIGGGIXGACCCCXCIXCXGCAGGAAGICCCXGAGCIGAGACGCAA 

AGXXGGCIGGGIGGXGGICGGCACCCXGGCXCCXGCAGGXCCACACACCXICCAGGCCXGXGGCCXGCCICCAAA 

GAIGIGCAAGGGCAGGCIGGCIGCACGGGGAGAGGGAAGXAIXXXGCCGAAAIAXGAGAACXGGGGCCXCCIGCI 

CCCAGGGAGCICCAGGGCCCCICXCXCCICCCACCIGGACIXGGGGGGAACIGAGAAACACXIXCCXGGAGCIGC 

IGGCIXIIGCACXIIIIIGAXGGCAGAAGIGXGACCIGAGAGXCCCACCXXCXCIXCAGGAACGXAGAXGICGGG 

GXGICXIGCCCIGGGGGGCIXGGAACCICIGAAGGIGGGGAGCGGAACACCXGGCAICCXXCCCCAGCACXIGCA 

TTACGGTCCCTGCTCTTCCAAGGTGGGGACAGTGGCCCAAGCAAGGCCTCACACGCAGCCACTTCTTCAAGAGCT 

GCCTGCACACTGTCTTGGAGCAXCTGCCTTGTGCCTGGCACTCTGCCGGTGCCTTGGGAAGGTCGGTAAGAGTGG 

ACTTTGTCCTGGGCTTCCCTTCATGGCGTCTAGACACTTTTGTGGTGATGGAAAGCATGGGACCTGTCGTCTCAG 

CCTGTTGGTTTCTCCTCATTGCCTCAAACCCTGGGGTAGGTGGAACGGGGGGTCTCGTGCCCAGATGAAACCATT 

TGGAAACTCGGCAGCAGAGTTTGTCCAAAXGACCCTTTTCAGGATGTCTCAAAGCTTGTGCCAAAGGTCACTTTT 

CTTTCCTGCCTTCTGCTGTGAGCCCTGAGATCCTCCTCCCAGCTCAAGGGACAGGTCCTGGGTGAGGGTGGGAGA 

TTTAGACACCTGAAACTGGGCGTGGAGAGAAGAGCCGTTGCTGTTTGTTTTTTGGGAAGAGCTTTTAAAGAATGC 

ATATTTTTTTACCTGGTTGGAATTGAGTAGGAACTGAGGCTGTGCTTCAGGTATGGTACAATCAAGTGGGGGATT 

TTCATGCTGAACCCATTCAAAGCCCTCCCCGTCCCCGCATTXCCAGGCCACCCTTTGGCTGGCGTCTGCTGGAGA 

GGATGTCTCTGTCGCATTCCCGTGCAGCTCAGCTCGCGCAGGTTTTCTCTCTCTCCCTGGATGTTGAGCTCTCAX 

CAGAATATGTGGGTGGGGGGTGGACGTGCACGGGTGCATGATTGTGCTTAACTTGGTTGTATTTTTCGATTTGAC 

ATGGAAGCCXGTTGCTTTGCTCTAGAGAATAGTTTCXCGTGTCCCCTTCGCACGCCTCATTCTTTGAACCTCATC 

TCTGATGTTTGATACAGATGGGGGCTTGATAGCTGTGGTCCCCTTTCCCTTCTGACTACGTGAAAATCAATACCT 
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FIGURE 212B 

AAATACAGAAGCCTTGGTCTAAACACCGAGACTTTTAGTTTGCGAAGGGGCTTAGATAGGGAGAGAGGTAACATG 
AATCTGGACAGGGGAGGGAGATACTATAGAAAGGAGAACACTGCATACTTTGCAAAGCCAGTGACCTCCTTTTGA 
AGGGGACATTGGACGGGGGCCGGGGGCGGGGGXTCGGTTTGACTACCGTCATGAACTTTTGGCGTATACTGATIC 
CrCCAACTCTCCACCCCACAAAATAACGGGGACCAATATTTTTAACTTTGCCTATTTGTTTTTGGGTGAGTTTCC 
CCCCTCCATTATTCTGTCCTGAGACCACGGGCAAAGCTCTTCCATTTTGAGAGAGAAGAAAAACTGTTTGGAACC 
ACACCAATGATATTTTTCTTTGTAATACTTGAAATTTAXTTrTTTATTATTTTGATAGCAGATGTGCTATTTATT 
TATTTAATATATGTATAAGGAGTCCTAAACAATAGAAAGCTGTAGAAGCTGTAGAGATAGGCTTCAGTTGTTAAT 
TGGTTTGGAGCCTCCTATGTGTGACTTATGACTCTCTGTGTTCTGTGTATTTGTCTGAATTAATGACCTGGGATA 
TAAAGCTATGCTAGCTTTCAAACAGGAGATGCCTTCAGAAAGCTTTGTATATTTTGCAGTTGCCAGACCAATAAA 
ATACCTGGTTGAAATACATGGACGAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 213 

MPLELTQSRVQKIWVPVT)HRPSLPRSCGPKLTO 

REAVKQYSSYNFFRPDNEEAMKVRKQCALAALRDVKSYLAKEGGQIAVFDATNTTRERRHMILHFAKENDFKAFF 
IESVCDDPTWASNIMEVKISSPDYKDCNSAEAMDDFMKRISCYEASYQPLDPDKCDRDLSLIKVIDVGRRFLVN 
RVQDHIQSRIVYYLMNIHVQPRTIYLCRHGENEHNLQGRIGGDSGLSSRGKKFASALSKFVEEQNLKDLRVWTSQ 
LKST IQTAEALRLP YEQWKALNE IDAGVCEELT YEE I RDT YP EEYALREQDKY YYRYPTGE S YQDLVQRLEPVIM 
ELERQENVLVICHQAVLRCLLAYFLDKSAEEMPYLKCPLHTVLKLTPVAYGCRVESIYLNVESVCTHRERSEDAK 
KGPNPLMRRNSVTPLASPEPTKKPRINSFEEHVASTSAALPSCLPPEVPTQLPGQNMKGSRSSADSSRKH 
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FIGURE 214 

GCGCCGCGGCGCGGAGTCCCGGCTGCGGGATAGACCGAGGGCCATG3CCGCCTCTCCCGGACCCGCCGGCGTTGG 
CGGCGCCGGAGCAGTCTACGGCTCCGGCTCTTCGGGCTTCGCCCTCGACTCGGGACTGGAGATCAAAACTCGCTC 
GGTGGAGCAGACGCTACTCCCGCTGGTTTCTCAGATCACCACGCTTATTAATCATAAAGATAATACCAAAAAGTC 
TGATAAAACTCTGCAAGCAATTCAGCGTGTAGGACAAGCTGTCAACTTGGCAGTTGGAAGATTTGTTAAAGTAGG 
AGAAGCTATAGCCAATGAAAACTGGGATTTGAAAGAAGAAATAAATATTGCTTGTATTGAAGCTAAACAAGCAGG 
AGAAACAATTGCAGCACTTACAGACATAACCAACTTGAACCATCTGGAATCTGATGGGCAGATCACAATTTTTAC 
AGACAAAACAGGAGTGATAAAGGCTGCAAGATTACTTCTTTCTTCAGTGACAAAAGTGTTGTTGCTGGCAGACCG 
AGTAGTCATTAAACAGATAATAACATCAAGAAATAAGGTTCTCGCAACTATGGAAAGACTAGAGAAAGTGAATAG 
CTTTCAAGAGTTTGTCCAAATATTCAGTCAATTTGGAAATGAAATGGTGGAGTTTGCACATCTGAGTGGAGATAG 
ACAAAATGATTTGAAAGATGAAAAGAAAAAGGCAAAAATGGCAGCAGCTAGGGCAGTTCTTGAAAAGTGTACAAT 
GATGCTTCTCACAGCTTCAAAGACATGTCTGAGGCATCCTAACTGCGAATCAGCCCATAAAAACAAAGAAGGAGT 
ATTTGACCGTATGAAAGTGGCATTGGATAAGGTCATTGAAATTGTGACTGACTGTAAACCGAATGGAGAGACTGA 
CATTTCATCTATCAGTATTTTTACTGGAATTAAGGAATTCAAGATGAATATTGAAGCTCTTCGGGAGAATCTTTA 
TTTTCAGTCCAAAGAGAACCTTTCTGTGACATTGGAAGTCATCTTGGAGCGTATGGAGGACTTTACTGATTCTGC 
CTACACCAGCCATGAGCACAGAGAACGCATCTTGGAACTGTCAACTCAGGCGAGAATGGAACTGCAGCAGTTAAT 
TTCTGTGTGGATTCAAGCTCAAAGCAAGAAAACAAAAAGCATCGCTGAAGAACTGGAACTCAGTATTTTGAAAAT 
CAGTCACAGTCTTAATGAACTTAAGAAAGAACTTCATAGTACAGCGACACAGCTGGCAGCAGATCTATTAAAATA 
CCATGCTGATCATGTGGTTCTAAAAGCATTAAAACTTACTGGAGTAGAAGGAAATTTAGAAGCTTTGGCTGAATA 
TGCCTGTAAACTCTCTGAACAGAAAGAGCAGCTTGTTGAGACCTGTCGATTGTTACGACACATATCTGGGACAGA 
ACCTCTGGAAATAACCTGTATACATGCAGAGGAGACATTTCAGGTGACTGGCCAACAGATAATTTCTGCTGCTGA 
AACATTGACATTGCATCCATCTAGTAAAATTGCTAAAGAAAACCTAGATGTATTTTGTGAAGCTTGGGAATCCCA 
AATTAGTGACATGTCAACACTGCTGAGAGAAATCAATGACGTGTTTGAAGGAAGACGAGGAGAGAAGTATGGCTA 
CCTTTCACTTCCAAAGCCAATGAAGAATAATGCAAACCTGAAATCATTAAAGCCAGACAAGCCTGACTCTGAGGA 
GCAAGCCAAGATAGCAAAGCTTGGACTTAAGCTGGGTTTGCTCACCTCTGACGCTGACTGCGAAATTGAGAAGTG 
GGAAGATCAGGAGAATGAGATTGTTCAATATGGACGGAACAXGTCCAGTATGGCCTATrCTCTGTATTTATTTAC 
TAGAGGAGAGGGGCCACTGAAAACTTCCCAGGATTTAATTCATCAACTAGAGGTTTTTGCTGCAGAGGGTTTAAA 
GCTTACTTCCAGTGTTCAAGCTTTTTCAAAACAGCTGAAAGACGATGACAAGCTTATGCTTCTCCTGGAAATAAA 
CAAGCTAATTCCTCTATGCCACCAGCTCCAGACAGTAACTAAGACTTCTTTGCAGAATAAAGTATTTCTAAAGGT 
TGACAAGTGTATTACGAAGACAAGATCCATGATGGCTCTCTTAGTCCAACTTCTTTCACTTTGTTATAAACTGCT 
GAAGAAGCTTCAGATGGAAAATAACGGATGGGTCTCAGTTACAAATAAGGACACTATGGATAGTAAAACT TGAG A 
AGCTTTTGGGGTCAGATCTCTGGAACATCATGTGATGAAGCTGACATTTTTAAAAATCAAATGATCCTTTATCTT 
TTCAGAAATTCATCAATTTTATAAAGAAAACAATATTGAAATTTTGCTCTATTTTCTGATCATGAAACTGATTGT 
AAAGCTTTTTGACAACTAATAAATGTCTTGGTAATTGCTAGATTCT 
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FIGURE 215 

MAASPGPAGVGGAGAVYGSGSSGFALDSGLEIKTRSVEQTLLPLVSQITTLINHKDNTKKSDKTLQAIQRVGQAV 
NLAVGRFVKVGEAIANENWDLKEEINIACIEAKQAGETIAALTDITNLNHLESDGQITIFTDKTGVIKAARLLLS 

svtkvllladrwikqiitsrnkvlati^rl^ 

aaravlekctmmlltasktclrhpncesahknkegwdrmkvaldkvieivtdckpngetdissisiftgikef^ 
mniealrenlyfqskenlsvtlevilermedftdsaytshehrerilelstqarmelqqlisvwiqaqskktksi 

AEELELSILKISHSLNELKKELHSTATQLAADLLKYHADHWLKALKLTGVEGNLEALAEYACKLSEQKEQLVET 
CRLLRHISGXEPLEITCIHAEETFQVTGQQIISAAETLTLHPSSKIAKENLDVFCEAWESQISDMSTLLREINDV 
FEGRRGEKYGYLSLPKPMKNNANLKSLKPDKPDSEEQAKIAKLGLKLGLLTSDADCEIEKWEDQENEIVQYGRNM 
SSMAYSLYLFTRGEGPLKTSQDLIHQLEVFAAEGLKLTSSVQAFSKQLKDDDKLMLLLEINKLIPLCHQLQTVTK 
TSLQNKVFLKVDKCITKTRSM^LLVQLLSLCYKLLKKLQMENNGWVSVTNKDTMDSKT 
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FIGURE 216 

CGAGGTTCGGGTCGTGGGGCGGAGGGAAGAGCGGGCGGGCGGGAGGCGCCGGCGCCAGACGCGGAGGGAAGGAGC 
TACGAGTAGCCGCCGAGAGGCCGCGGAGCCAGCGACGACCGACCCAGCCGAGCCGCCGCCGCCGCCGCGCCCCCA 
TGGCGGCCGCCAAGGACACTCATGAGGACCATGATACTTCCACTGAGAATACAGACGAGTCCAACCATGACCCTC 
AGTTTGAGCCAATAGTTTCTCTTCCTGAGCAAGAAATTAAAACACTGGAAGAAGATGAAGAGGAACTTTTTAAAA 
TGCGGGCAAAACTGTTCCGATTTGCCTCTGAGAACGATCTCCCAGAATGGAAGGAGCGAGGCACTGGTGACGTCA 
AGCTCCTGAAGCACAAGGAGAAAGGGGCCATCCGCCTCCTCATGCGGAGGGACAAGACCCTGAAGATCTGTGCCA 
ACCACTACATCACGCCGATGATGGAGCTGAAGCCCAACGCAGGTAGCGACCGTGCCTGGGTCTGGAACACCCACG 
CTGACTTCGCCGACGAGTGCCCCAAGCCAGAGCTGCTGGCCATCCGCTTCCTGAATGCTGAGAATGCACAGAAAT 
TCAAAACAAAGTTTGAAGAATGCAGGAAAGAGATCGAAGAGAGAGAAAAGAAAGCAGGATCAGGCAAAAATGATC 
ATGCCGAAAAAGTGGCGGAAAAGCTAGAAGCTCTCTCGGTGAAGGAGGAGACCAAGGAGGATGCTGAGGAGAAGC 
AATAAATCGTCTTATTTTATTTTCTTTTCCTCTCTTTCCTTTCCTTTTTTTAAAAAATTTTACCCTGCCCCTCTT 
TTTCGGTTTGTTTTTATTCTTTCATTTTTACAAGGGACGTTATATAAAGAACTGAACTC 
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FIGURE 217 

MAAAKDTHEDHDTSTENTDESNHDPQFEPIVSLPEQEIKTLEE 

KLLKHKEKGAIRLLMRRDKTLKICANHYITPMMELKPNAGSDRAWVWNTHADFADECPKPELLAIRFLNAENAQK 
FKTKFEECRKEIEEREKKAGSGKNDHAEKVAEKLEALSVKEETKEDAEEKQ 
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FIGURE 218A 

GXGGGGXGGGGXGGGGCXGGGGGCXXGXCGCCCXXXCAGGCXCCACCCXXXGCGGAGAXXAXAAAXAGXCAXGAX 

CCCAGCGAGACCCAGAGATGCCTGTAATGGTGAGACTTTGGATCCTTCCTGAGGACGTGGAGAAAACTTTCTGCT 

GAGAAGGACATTTTGAAGGTTTTGTTGGCTGAAAAAGCTGTTTCTGGAATCACCCCTAGATCTTTCTTGAAGACT 

TGAATTAGATTACAGCGATGGGGACACAGAAGGTCACCCCAGCTCTGATATTTGCCATCACAGTTGCTACAATCG 

GCTCTTrCCAATTTGGCTACAACACTGGGGTCATCAATGCXCCTGAGAAGATCATAAAGGAATTTATCAATAAAA 

CTTTGACGGACAAGGGAAATGCCCCACCCTCXGAGGTGCTGCTCACGTCTCTCTGGTCCTTGTCTGTGGCCATAT 

TTTCCGTCGGGGGTATGATCGGCTCCTTTTCCGTCGGACTCTTCGTCAACCGCTTTGGCAGGCGCAATTCAATGC 

TGAXXGXCAACCXGXXGGCXGXCACXGGXGGCXGCXXXAXGGGACXGXGXAAAGXAGCXAAGXCGGXXGAAAXGC 

TGATCCTGGGTCGCTTGGTTATTGGCCTCTTCTGCGGACTCTGCACAGGTTTTGTGCCCATGTACATTGGAGAGA 

TCTCGCCTACTGCCCTGCGGGGTGCCTTTGGCACTCTCAACCAGCTGGGCATCGTTGTTGGAATTCTGGTGGCCC 

AGAXCXXXGGXCXGGAAXXCAXCCXXGGGXCXGAAGAGCXAXGGCCGCXGCXACXGGGXXXXACCAXCCXXCCXG 

CTATCCTACAAAGTGCAGCCCTTCCATTTTGCCCTGAAAGTCCCAGATTTTTGCTCATTAACAGAAAAGAAGAGG 

AGAAXGCXAAGCAGAXCCXCCAGCGGXXGXGGGGCACCCAGGAXGXAXCCCAAGACAXCCAGGAGAXGAAAGAXG 

AGAGTGCAAGGATGTCACAAGAAAAGCAAGTCACCGTGCTAGAGCTCTTTAGAGTGTCCAGCTACCGACAGCCCA 

TCATCATTTCCATTGTGCTCCAGCTCTCTCAGCAGCTCTCTGGGATCAATGCTGTGTTCTATTACTCAACAGGAA 

TCTTCAAGGATGCAGGTGTTCAAGAGCCCATCTATGCCACCATCGGCGCGGGTGTGGTTAATACTATCTTCACTG 

TAGTTTCTCTATTTCTGGTGGAAAGGGCAGGAAGAAGGACTCTGCATATGATAGGCCTTGGAGGGATGGCTTTTT 

GTTCCACGCTCATGACTGTTTCTTTGTTATTAAAGGATAACTATAATGGGATGAGCTTTGTCTGTATTGGGGCTA 

TCTTGGTCTTTGTAGCCTTCTTTGAAATTGGACCAGGCCCCATTCCCTGGTTTATTGTGGCCGAACTCTTCAGCC 

AGGGCCCCCGCCCAGCTGCGATGGCAGTGGCCGGCTGCTCCAACTGGACCTCCAACTTCCTAGTCGGATTGCTCT 

TCCCCTCCGCTGCTCACTATTTAGGAGCCTACGTTTTTATTATCTTCACCGGCTTCCTCATTACCTTCTTGGCTT 

TTACCTTCTTCAAAGTCCCTGAGACCCGTGGCAGGACTTTTGAGGATATCACACGGGCCTTTGAAGGGCAGGCAC 

ACGGTGCAGATAGATCTGGAAAGGACGGCGTCATGGAGATGAACAGCATCGAGCCTGCTAAGGAGACCACCACCA 

ATGTCMAGTCGTGCCTCCTTCCACCTCCCTCCCGGCATGGGAAAGCCACCTCTCCCTCAACAAGGGAGAGACCT 

CATCAGGATGAACCCAGGACGCTTCTGAATGCTGCTACTTAATTCCTTTCTCATCCCACGCACXCCATGAGCACC 

CCAAGGCXGCGGXXXGXXGGAXCXXCAAXGGCXXXXXAAAXXXXAXXXCCXGGACAXCCXCXXCXGCXXAGGAGA 

GACCGAGXGAACCXACCXXCAXXXCAGGAGGGAXXGGCCGCXXGGCACAXGACAACXXXGCCAGCXXXXCCXCCC 

XXGGGXXCXGAXAXXGCCGCACXAGGGGAXAXAGGAGAGGAAAAGXAAGGXGCAGXXCCCCCAACCXCAGACXXA 

CCAGGAAGCAGAXACAXATGAGXGXGGAAGCCGGAGGGXGXXXAXGXAAGAGCACCXXCCXCACXXCCAXACAGC 

XCXACGXGGCAAAXXAACXXGAGXXXXAXXXAXXXXAXCCXCXGGXXXAAXXACAXAAXXXXXXXXXXXXXACXX 

XAAGXXXCAGGAXACAXGXGCCGAAXGXGCAGGXXXGXXACAXAGGXAXAXAXATGCCAXGAXGGAAAXAXXXAX 

XXXXXXAAGCGXAAXXXXGCCAAAXAAXAAAAACAGAAGGAAAXXGAGAXXAGAGGGAGGXGXTXAAAGAGAGGX 

XAXAGAGXAGAAGAXXXGAXGCXGGAGAGGXXAAGGXGCAAXAAGAAXXXAGGGAGAAAXGXXGXXCAXXAXXGG 

AGGGXAAAXGAXGXGGXGCCXGAGGXCXGXACGXXACCXCXXAACAAXXXCXGXCCXXCAGAXGGAAACXCXXXA 

ACXXCXCGXAAAAGXCAXAXACCXAXAXAAXAAAGCXACXGAXXXCCXXGGAGCXXXXXXCXXXAAGAXAAXAGX 

XXACAXGXAGXAGXACXXGAAAXCXAGGAXXAXXAACXAAXAXGGGCAXXGXAGXXAAXGAXGGXXGAXGGGXXC 

XAAXXXXGGAXGGAGXCCAGGGAAGAGAAAGXGAXXXCXAGAAAGCCXGXXCCCCXCACXGGAXGAAAXAACXCC 

XXCXXGXAGXAGXCXCAXXACXXXXGAAGXAAXCCCGCCACCXAXCXCGXGGGAGAGCCAXCCAAAXAAGAAACC 

XAAAAXAAXXGGXXCXXGGXAGAGAXXCAXXAXXXXXCCACXXXGXXCXXXAGGAGAXXXXAGGXGXXGAXXXXC 

XGXXGXAXXXXAACXCAXACCXXXAAAGGAAXXCCCCAAAGAAXGXXXAXAGCAAACXXGGAAXXXGXAACCXCA 

GCXCXGGGAGAGGAXXXXXXXCXGAGCGAXXAXXAXCXAAAGXGXGXXGXXGCXXXAGGCXCACGGCACGCXXGC 

GXAXGXCXGXXACCAXGXCACXGXGGXCCXAXGCCGAAXGCCCXCAGGGGACXXGAAXCXXXCCAAXAAACCAGG 

XXXAGACAGXAXGAGXCAAXGXGCAGXGXAGCCCACACXXGAGAGGAXGAAXGXAXGXGCACXGXCACXXXGCXC 

XGGGXGGAAGXACGXXAXXGXXGACXXAXXXXCXCXGXGXXXGXXCCXACAGCCCCXXXXXCAXAXGXXGCXCAG 

XCXCCCXXXCCCXXCXXGGXGCXXACACAXCXCAGACCCXXXAGCCAAACCCXXGXCAGXGACAGXAXXXXGGXX 

CXXAGXXCXCACXGXXCCCXCXGCXCCXGGAGCCXXXGAAXAAAAAXGCACGXAGCXGAGGCCGGAXGCGGXGGC 

XCACGCCXGXAAXCCCAGCACXXXGGGAGGCCXAGGCGGGCGGXCAGGGGXXCGAGACCAGXCXGGCCAACAXCG 

XGAAACCCXGXCXCXACXAAAAAXGCAAAAAXXAGCCGGGCGXGGXGGCGGGCGCCXGXAAXCCCAGCXACXXGG 
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FIGURE 218B 

GAAGCTGAGGCGGGAGAATCATGTGAACCCGGGACGCAGGGGTTGCAGTGAGCGGAGATCGCATCATTGCACTCT 
AGCCTGGGCCACAGGGCGAGACTCCGTCTCAAAAAAAAAAAAATGCACATAGCTATCGAGTGTGCTTTAGCTTGA 
AAAGGTGACCTTGCAACTTCATGTCAACTXTCTGGCTCCTCAAACAGTAGGTTGGCAGTAAGGCAGGGTCCCATT 
TCTCACTGAGAAGATTGTGAATATTTCCATATGGATTTTCTATTGTTACTCTGGTTCTTTGTTTTAAAATAAAAA 
TTCTGAATGTACACG 
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FIGURE 219 

MGTQKVTPALIFAITVATIGSFQFGYNTGVINAPEKIIKEFINKTLTDKGNAPPSEVLLTSLWSLSVAIFSVGGM 
IGSFSVGLFVNRFGRRNSMLIVNLLAVTGGCFMGLCKVAKSVEMLILGRLVIGLFCGLCTGFVPMYIGEISPTAL 
RG2VFGTLNQLGIWGILVAQIFGLEFILGSEELWPLLLGFTILPAILQSAALPFCPESPRFLLINRKEEENAKQI 
LQRLWGTQDVSQD IQEMKDES ARMSQEKQVTVLELFRVS S YRQP 1 1 1 S I VLQLSQQLSGINAVFY YSTGIFKDAG 
VQEP I YAT IGAGWNT I F TWS LFLVERAGRRTLHMIGLGGMAFCSTLMTVSLLLKDNYNGMSF VCI GAI LVFVA 
FFEIGPGPIPWFIVAELFSQGPRPAAMAVAGCSNWTSNFLVGLLFPSAAHYLGAYVFIIFTGFLITFLAFTFFKV 
PETRGRTFEDITRAFEGQAHGADRSGKDGVMEMNSIEPAKETTTNV 
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FIGURE 220A 

GTGGGGTGGGGTGGGGCTGGGGGCTTGTCGCCCTTTCAGGCTCCACCCTTTGCGGAGATTATAAATAGTCATGAT 
CCCAGCGAGACCCAGAGATGCCTGTAATGGTGAGACTTTGGATCCTTCCTGAGGACGTGGAGAAAACTTTCTGCT 
GAGAAGGACAXXXXGAAGGXXXXGXXGGCXGAAAAAGCXGXXXCXGGAAXCACCCCXAGATCTTXCXTGAAGACX 
TGAAXTAGAXXACAGCGATGGGGACACAGAAGGXCACCCCAGCXCXGAXAXXXGCCAXCACAGXXGCXACAAXCG 
GCTCXTXCCAATXXGGCXACAACACTGGGGXCAXCAAXGCXCCXGAGAAGAXCAXAAAGGAATTXAXCAAXAAAA 
CTTTGACGGACAAGGGAAATGCCCCACCCTCTGAGGTGCTGCTCACGTCTCTCTGGTCCTTGTCTGTGGCCATAT 
TTTCCGTCGGGGGTATGATCGGCTCCTTTTCCGTCGGACTCTTCGTCAACCGCTTTGGCAGGCGCAATTCAATGC 
TGATTGTCAACCTGTTGGCTGTCACTGGTGGCTGCTTTATGGGACTGTGTAAAGTAGCTAAGTCGGTTGAAATGC 
TGATCCTGGGTCGCTTGGTTATTGGCCTCTTCTGCGGACTCTGCACAGGTTTTGTGCCCATGTACATTGGAGAGA 
XCTCGCCXACXGCCCXGCGGGGXGCCXXXGGCACTCXCAACCAGCXGGGCAXCGXXGXTGGAAXXCXGGTGGCCC 
AGATCTTTGGTCTGGAATTCATCCTTGGGTCTGAAGAGCTATGGCCGCTGCTACTGGGTTTTACCATCCTTCCTG 
CTATCCTACAAAGTGCAGCCCTTCCATTTTGCCCTGAAAGTCCCAGATTTTTGCTCATTAACAGAAAAGAAGAGG 
AGAATGCXAAGCAGAXCCXCCAGCGGXXGXGGGGCACCCAGGAXGXAXCCCAAGACAXCCAGGAGAXGAAAGATG 
AGAGTGCAAGGATGTCACAAGAAAAGCAAGTCACCGTGCTAGAGCTCTTTAGAGTGTCCAGCTACCGACAGCCCA 
TCATCATTTCCATTGTGCTCCAGCTCTCTCAGCAGCTCTCTGGGATCAATGCTGTGTTCTATTACTCAACAGGAA 
TCTTCAAGGATGCAGGTGTTCAAGAGCCCATCTATGCCACCATCGGCGCGGGTGTGGTTAATACTATCTTCACTG 
TAGTTTCTCTATTTCTGGTGGAAAGGGCAGGAAGAAGGACTCTGCATATGATAGGCCTTGGAGGGATGGCTTTTT 
GTTCCACGCTCATGACTGTTTCTTTGTTATTAAAGGATAACTATAATGGGATGAGCTTTGTCTGTATTGGGGCTA 
XCXXGGXCXXTGXAGCCXXCXXXGAAAXXGGACCAGGCCCCAXXCCCXGGXXXAXXGXGGCCGAACXCXXCAGCC 
AGGGCCCCCGCCCAGCTGCGATGGCAGTGGCCGGCTGCTCCAACTGGACCTCCAACTTCCTAGTCGGATTGCTCT 
TCCCCTCCGCTGCTCACTATTTAGGAGCCTACGTTTTTATTATCTTCACCGGCTTCCTCATTACCTTCTTGGCTT 
TTACCTTCTTCAAAGTCCCTGAGACCCGTGGCAGGACTTTTGAGGATATCACACGGGCCTTTGAAGGGCAGGCAC 
ACGGTGCAGATAGATCTGGAAAGGACGGCGTCATGGAGATGAACAGCATCGAGCCTGCTAAGGAGACCACCACCA 
ATGTCTAAGTCGTGCCTCCTTCCACCTCCCTCCCGGCATGGGAAAGCCACCTCTCCCTCAACAAGGGAGAGACCT 
CATCAGGATGAACCCAGGACGCTTCTGAATGCTGCTACTTAATTCCTTTCTCATCCCACGCACTCCATGAGCACC 
CCAAGGCTGCGGTTTGTTGGATCTTCAATGGCTTTTTAAATTTTATTTCCTGGACATCCTCTXCTGCTTAGGAGA 
GACCGAGTGAACCTACCTTCATTTCAGGAGGGATTGGCCGCTTGGCACATGACAACTTTGCCAGCTTTTCCTCCC 
TTGGGTTCTGATATTGCCGCACTAGGGGATATAGGAGAGGAAAAGTAAGGTGCAGTTCCCCCAACCTCAGACTTA 
CCAGGAAGCAGATACATATGAGTGTGGAAGCCGGAGGGrGTTTATGTAAGAGCACCTTCCTCACTTCCATACAGC 
TCTACGTGGCAAATTAACTTGAGTTTTATTTATTTTATCCTCTGGTTTAATTACATAATTTTTTTTTTTTTACTT 
TAAGTTTCAGGATACATGTGCCGAATGrGCAGGTTTGTTACATAGGTATATATAXGCCATGATGGAAATATTTAT 
TTTTTTAAGCGTAATTTTGCCAAATAATAAAAACAGAAGGAAATTGAGATTAGAGGGAGGTGTTTAAAGAGAGGT 
TATAGAGTAGAAGATTTGATGCTGGAGAGGTTAAGGTGCAATAAGAATTTAGGGAGAAATGTTGTTCATTATTGG 
AGGGTAAATGATGTGGTGCCTGAGGTCTGTACGTTACCTCTTAACAATTTCTGTCCTTCAGATGGAAACTCTTTA 
ACTTCTCGTAAAAGTCATATACCTATATAATAAAGCTACTGATTTCCTTGGAGCTTTTTTCTTTAAGATAATAGT 
XXACAXGXAGXAGXACTTGAAAXCXAGGAXTAXXAACXAAXAXGGGCATXGXAGXXAAXGAXGGTXGAXGGGTTC 
TAAXXXXGGATGGAGXCCAGGGAAGAGAAAGXGAXXXCXAGAAAGCCXGXXCCCCXCACTGGATGAAAXAACXCC 
TTCTTGTAGTAGTCTCATTACTTTTGAAGTAATCCCGCCACCTATCTCGTGGGAGAGCCATCCAAATAAGAAACC 
TAAAATAATTGGTTCTTGGTAGAGATTCATTATTTTTCCACTTTGTTCTTTAGGAGATTTTAGGTGTTGATTTTC 
XGXXGXATXTXAACXCAXACCXXXAAAGGAAXTCCCCAAAGAATGXXXAXAGCAAACXTGGAATXXGXAACCXCA 
GCTCTGGGAGAGGATTTTTTTCTGAGCGATTATTATCTAAAGTGTGTTGTTGCTTTAGGCTCACGGCACGCTTGC 
GTATGTCTGTTACCAXGTCACTGTGGTCCTATGCCGAATGCCCTCAGGGGACTTGAATCTTTCCAATAAACCAGG 
XXTAGACAGXATGAGXCAAXGXGCAGXGXAGCCCACACXXGAGAGGAXGAAXGXAXGXGCACXGTCACXXXGCXC 
XGGGXGGAAGXACGXXAXXGXXGACXXATXXXCXCXGXGXXXGXXCCXACAGCCCCXXXXTCATAXGXXGCTCAG 
XCXCCCXXXCCCTXCXTGGXGCXXACACAXCXCAGACCCXXXAGCCAAACCCXXGXCAGXGACAGXAXXXXGGTX 
CXXAGXXCXCACXGTXCCCXCXGCXCCXGGAGCCXXXGAAXAAAAAXGCACGXAGCTGAGGCCGGATGCGGTGGC 
XCACGCCXGXAAXCCCAGCACXXXGGGAGGCCXAGGCGGGCGGXCAGGGGXXCGAGACCAGXCTGGCCAACAXCG 
TGAAACCCXGXCXCXACXAAAAAXGCAAAAAXXAGCCGGGCGXGGXGGCGGGCGCCXGXAATCCCAGCXACXXGG 
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FIGURE 220B 

GAAGCTGAGGCGGGAGAATCATGTGAACCCGGGACGCAGGGGTTGCAGTGAGCGGAGATCGCATCATTGCACTCT 
AGCCTGGGCCACAGGGCGAGACTCCGTCTCAAAAAAAAAAAAATGCACATAGCTATCGAGTGTGCXTTAGCTTGA 
AAAGGTGACCTTGCAACTTCATGTCAACTTTCTGGCTCCTCAAACAGTAGGTTGGCAGTAAGGCAGGGTCCCATT 
TCTCACTGAGAAGATTGTGAATATTTCCATATGGATTTTCTATTGTTACTCTGGTTCTTTGTTTTAAAATAAAAA 
TTCTGAATGTACACG 
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FIGURE 221 

MGTQKVTPALIFAITVATIGSFQFGYNTGVINAPEKIIKEFINKTLTDKGNAPPSEVLLTSLWSLSVAIFSVGGM 
IGSFSVGLFVNRFGRRNSMLIVNLLAVTGGCFMGLCKVAKSVEMLILGRLVIGLFCGLCTGFVPMYIGEISPTAL 
RGAFGTLNQLGIWGILVAQIFGLEFILGSEELWPLLLGFTILPAILQSAALPFCPESPRFLLINRKEEENAKQI 
LQRLWGTQDVSQD IQEMKDESARMSQEKQVTVLELFRVSS YRQP 1 1 1 S IVLQLSQQLSGINAVFYYSTGIFKDAG 
VQEPIYATIGAGWNTIFTWSLFLVERAGRRTLHMIGLGGMAFCSTLMTVSLLLKDNYNGMSFVCIGAILVFVA 
FFEIGPGPIPWFIVAELFSQGPRPAAMAVAGCSNWTSNFLVGLLFPSAAHYLGAYVFIIFTGFLITFLAFTFFKV 
PETRGRTFEDITRAFEGQAHGADRSGKDGVMEMNSIEPAKETTTNV 
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FIGURE 222 

GTGAAACACCCTCGGCTGGGAAGTCAGTTCGTTCTCTCCTCTCCTCTCTTCTTGTTTGAACATOSTGCGGACTAA 
AGCAGACAGTGTTCCAGGCACTTACAGAAAAGTGGTGGCTGCTCGAGCCCCCAG2U\AGGTGCTTGGTTCTTCCAC 
CTCTGCCACTAATTCGACATCAGTTTCATCGAGGAAAGCTGAAAATAAATATGCAGGAGGGAACCCCGTTTGCGT 
GCGCCCAACTCCCAAGTGGCAAAAAGGAATTGGAGAATTCTTTAGGTTGTCCCCTAAAGATTCTGAAAAAGAGAA 
TCAGATTCCTGAAGAGGCAGGAAGCAGTGGCTTAGGAAAAGCAAAGAGAAAAGCATGTCCTTTGCAACCTGATCA 
CACAAATGATGAAAAAGAATAGAACTTTCTCATTCATCTTTGAATAACGTCTCCTTGTTTACCCTGGTATTCTAG 
AATGTAAATTTACATAAATGTGTTTGTTCCAATTAGCTTTGTTGAACAGGCATTTAATTAAAAAATTTAGGTTTA 
AATTTAGATGTTCAAAAGTAGTTGTGAAATTTGAGAATTTGTAAGACTAATTATGGTAACTTAGCTXAGTATTCA 
ATATAATGCATTGTTTGGTTTCTTTTACCAAATTAAGTGTCTAGTTCTTGCTAAAATCAAGTCATTGCATTGTGT 
TCTAATTACAAGTATGTTGTATTTGAGATTTGCTTAGATTGTTGTACTGCTGCCATTTTTATTGGTGTTTGATTA 
TTGGAATGGTGCCATATTGTCACTCCTTCTACTTGCTTTAAAAAGCAGAGTTAGATTTTTGCACATTAAAAAATT 
CAGTATTAATT 
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FIGURE 223 

MVRTKADSVPGTYRKWAARAPRKVLGSSTSATNSTSVSSRKAENKYAGGNPVCVRPTPKWQKGIGEFFRLSPKD 
SEKENQIPEEAGSSGLGKAKRKACPLQPDHTNDEKE 
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FIGURE 224A 

CGGACGCGTGGGAACGAAGCCACCCATTACGGTATGATGATGTCAAACGTGATGCTGATGCTACAGXTACAGCCC 

CTGCTGGCGCAGCCTCTCTGATTCTCTCTCCCTCTCCGCGTCCAGTGCTGGGCTTTTTCAGACAAGTGCATCTCC 

TAACCAGGTCACATTTCAGCCGCGACCCACTCTCCGCCAGTCACCGGAGGCAGACCGCGGGAGGAGAGCTGAGGA 

CAGCCGCGTGCGCTTCGCCAGCAGCGGGGTGGGAGGAAGGACATTAAAATACTGCAGAAGTCAAGACCCCCCAGG 

TCGAACCCAGACCACGATGCGCGCCCCGGGCTGCGGGCGGCTGGTGCTGCCGCTGCTGCTCCTGGCCGCGGCAGC 

CCTGGCCGAAGGCGACGCCAAGGGGCTCAAGGAGGGCGAGACCCCCGGCAATTTCATGGAGGACGAGCAATGGCT 

GTCGTCCATCTCGCAGTACAGCGGCAAGATCAAGCACTGGAACCGCTTCCGAGACGAAGTGGAGGATGACTATAT 

CAAGAGCTGGGAGGACAATCAGCAAGGAGATGAAGCCCTGGATACCACCAAGGACCCCTGCCAGAAGGTGAAGTG 

CAGCCGCCACAAGGTGTGCATTGCCCAGGGCTACCAGCGGGCCATGTGCATCAGTCGCAAGAAGCTGGAGCACAG 

GATCAAGCAGCCGACCGTGAAACTCCATGGAAACAAAGACTCCATCTGCAAGCCCTGCCACATGGCCCAGCTTGC 

CTCTGTCTGCGGCTCAGATGGCCACACTTACAGCTCTGTGTGTAAGCTGGAGCAACAGGCGTGCCTGAGCAGCAA 

GCAGCTGGCGGTGCGATGCGAGGGCCCCTGCCCCTGCCCCACGGAGCAGGCTGCCACCTCCACCGCCGATGGCAA 

ACCAGAGACTTGCACCGGTCAGGACCTGGCTGACCTGGGAGATCGGCXGCGGGACTGGTTCCAGCTCCTTCATGA 

GAACTCCAAGCAGAATGGCTCAGCCAGCAGTGTAGCCGGCCCGGCCAGCGGGCTGGACAAGAGCCTGGGGGCCAG 

CTGCAAGGACTCCATTGGCTGGATGTTCTCCAAGCTGGACACCAGTGCTGACCTCTTCCTGGACCAGACGGAGCT 

GGCCGCCATCAACCTGGACAAGTACGAGGTCTGCATCCGTCCCTTCTTCAACTCCTGTGACACCTACAAGGATGG 

CCGGGTCTCTACTGCTGAGTGGTGCTTCTGCTTCTGGAGGGAGAAGCCCCCCTGCCTGGCAGAGCTGGAGCGCAT 

CCAGATCCAGGAGGCCGCCAAGAAGAAGCCAGGCATCTTCATCCCGAGCTGCGACGAGGATGGCTACTACCGGAA 

GATGCAGTGTGACCAGAGCAGCGGTGACTGCTGGTGTGTGGACCAGCTGGGCCTGGAGCTGACTGGCACGCGCAC 

GCATGGGAGCCCCGACTGCGATGACATCGTGGGCTTCTCGGGGGACTTTGGAAGCGGTGTCGGCTGGGAGGATGA 

GGAGGAGAAGGAGACGGAGGAAGCAGGCGAGGAGGCCGAGGAGGAGGAGGGCGAGGCAGGCGAGGCTGACGACGG 

GGGCTACATCTGGTAGACGCCCTCAGAAGCCGGCTGCCGGGGGGGACTCAACAGCAGAGCTCTGAGCAGCAGCAG 

GCAACTTCGAGAACGGATCCAGAAATGCAGTCAGAAGGACCCTGCTCCACCTGGGGGGACTGGGAGTGTGAGTGT 

GCATGGCATGTGTGTGGCACAGATGGCTGGGACGGGTGACAGTGTGAGTGCATGTGTGCATGCATGTGTGTATGT 

GTGTGTGTGTGTGGCATGCGCTGACAAATGTGTCCTTGATCCACACTGCTCCTGGCAGAGTGAGTAACCCAAAGG 

CCCCTTCGGCCTCCTTGTAGCTGTTTTCTTTCCTTTTGTTGTTGGTTTTAAAATACATTCACACACAAATACAAA 

TTGACAGGTCAAAATCCATGAAATGAGATCCCCCAGCCGTGTCCTCCAGCCCAGCCCTGACCCCTTGGTTTCTAC 

CCTGGCTCCCCTTGGTTTCTACCCTGGCTCAACCGACCCCTGTCTGCCCTTCTCCCTCCTGCTTCTGAGGTCAAG 

CTCTGGCCTGCGAGCCTGTCCCCATTGCAAAGGGGAGGGAGGGGCAGGGAGCTGTCTACCAGCTGAGGTCCTCCC 

AAAACTGGGCCGATGTGGTGTGACATCCCCACCAGCCTCAGATGAGACGGGCCAGGACGCCCAGCCACAGCAAGC 

CCTGTCCCTTTGCCGGATCCCCAAACACTAGAGAAGCTCTCCTAACCCAAGGCGGAGAATGAAGGTGGTGGCGGC 

AGAGGAGGAGGGCAGCAGCTGAGAGGCCAGGGACAGGGTGCCTCGCCAAGCTGTCTGAGGTCTGTCCCAGGTGGC 

CCAGGTGGTGCAGGTAGAACAGGGTGAGGAGAGGGGGTCGGCTCAACAGGAGGAGGCTGTGGCTGCAGAGCCTGG 

AGGAGCTTTTAGGTGTTGAGATGGGGCAGCTCTGAATCCTAGACCCTGGAATAGCCTGTCCCTTTTCTCTGGGTC 

TCGTGGTGGAGCCATGATCTGGGCTGCTCTCTrGGGGACACTGGGTGGTGGTTACACAGTTGACCTCTGCCTGGC 

TCCCCCTTGGTGCAACTCCTGCCTCCATCCCCCTTGCTGGGGTCCCCTCATCCACTTGAGGGCGCCTGAGGGCCA 

GGAGCAGCAGGCAAGGAGCCTGGGTCTAGGCTAAGGGGGTGTGTGCCCACCTCCTCCCTGACCCTTAACACTCCT 

GTCCTGCCCAGACCAACAGAGAGAGCTGTCCCTGAGACCCCGGAGAGAAGCAGCTGCCGAAAGCTGCAGCCTTTC 

CGCACTCTGAGACCATGATCTTCCTCCTGCCAGGGGAGAGCCACCCACAGGCCATGTCCAGCCCCACTTCCCTCA 

GCCCCCAGGGCTrCCTTCTGGCCCCTCTGAGGATTCCCTAGGGCTGCCCCGCAGAGGGGCTTCCCCAAGCTCTGT 

TTTGAAGCCTGCAATGTGGAAAAGTGAGAAGTCAGAGGGAACAGGACAGGrGCAGCCGGGCTCTGAGGCCACACC 

TCACACCTCGCTGTTCCCCAACATCCCCTGAGCAGTGTGAGCTCATCTCACCAGATGAGAAGAGGCCCTGTGCAT 

TTCTTTTGTTTGTTTGTTGCTGTTTTCCCCCACCCATCCAGTTCTCCTCAGCAAAGCAAATTCCTTAACACCTTT 

GGTGGAGAATTTCTTACCCAGACTTGGGGCTGTGATGCCCTTCAGTGCGTGGTGAGTGCAGCGTGTGTGCGTGTG 

CCTGTGTGTGAACCTGGGGGCCATCCTGGTGGCCTGGGAGCGTGAGGAGAGGCCCCCTGTGTGCTGGGTGAGTGG 

TGGGTGTGGGGTCAATGCAGTGAGGCTCTCTGGGTGAGGCTCCCAACCTGGCAGXCCCCAGCCTCCCAGCATCTG 

TGAGCGTCTGTTGGACTTTACAGAAGAGCCTCATCCCGTCTGCCCCTCACTCTGCCCTGGAATCAACATCTTCCG 

AGTCCTTCTTGGGGGAAATAGCAGAGCCCCACTTAACTCCATAAACTGCTTCCCATTCCGCAGCCCAGTTCTGAT 
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TGTTGAGGTGTCGCGTCGTTCCAGGTCCCCCAGTCCCCTCTTTCTCCTGTCCTCTCTCTGTCCTTCACCTCCCCA 
CTCCAGCCCCGGCTCAGTTCAGGGAAATGCTGTTCCATATCAGCCCTCTGCTCTCTGAGGCAGCCGCGCCTCTGA 
CTCGGAGCTACTrGAAACTTCTGCTCTTGCTAGGATTGGAGTCTACCTATCTCTTCCATTTGTCCCAGCTGGAGT 
TCTGGAACTTTCCTCCTCGGGGTGGGGGTGGGGGTTGTTAAGGATGCTGGGGGGCCTGGGGAAGGAAGGAGTTCA 
GAGGAAGGGTGTCCCCTGTCCTCTTGATGTCACCCTCCGCTCCTGGGACACGTGCTCTCTCTGTCTCTGGGTCTT 
CTGGCTGTGCACGTTTGTGTGTCCTTGTAAATATGTTTTAGGAAGAAAGCAAAAGGGACTGAACTAGCCTCTGGT 
AGGATTGCAGGGGTCCAGCCTTGCCTGTTTCCGAAGCCCCCACACTGCCTTTCGCCCCACTGAGACTGGTCCCCT 
CAAAAGGTAGACAAAACAGCAGCTCCCTGTGGAGCTGAAGGGCGGCCTCAAAGTGGCTTTTTGTTAGACAAGGTT 
AAGGTTTCCTCATGAGCAAGGTTGCAGATCGGTCCTTCCTCAGCTCCTTGATTTGTGACCTTGACCAAGGGGCCT 
GCCACCCAGCCCCTCCAGTGCCCTCTCCTCGATGCCTCGCTCCTTCCTGCCCCCACTCCCCTGGCTTAGGCAGGT 
AGGGGAATTAGGGCCATGCTGGAAGAAGCTTJUVCCATGTGTTCAAAGAACGGTTTCTTGCTTGCTTGGTCCTGGA 
ACTCCCCTTGGCTGCCCCAGGCCTCCTTGGCCCATGGGTGCTGGGGGAGGTGGATGTCAGATCTGGTAGGTTGCA 
GCAGAGAAAATAAATGTGCCTTGAGAGACCACTCAGAGAGGGTCCAAGGGTGATGGAGAAGGAAGCATGGCCTGG 
GAGCTTGGAAGGGAGGGGTGGTGGGTGGCGGCATCTTGACTGCCCCCXGTTGTCCCACACGTGGGGGGTGGTCAC 
CCCCCTTCACTCCAGCCCGCCTGCCTTCAGCCTTCCATGAGCTTCACCTGCTTCCAACTTCACTTTGGAGGGGGT 
GGGGTCCGTTGGCATCAACACGGGGACCCTCTGCTTCACCAAAGCCCGAGCCCTCAGCCCCTGGGGAGAACAAAT 
GGCTGAGCTTTGATACCTGGGGTCGTCGAGAGGCTGCGGGCTGGCGGCAGTCCCAGGGGAGAGACACCACAGAAG 
GAGACCCAGACATCCCGAGGAAGTTCCCAGCAGAGCAAACTGCTTTCCAGCCTGAAGCCTGCTTAAACTGTGTGA 
TGTGCAATAACTGAGCTTAGAGTTAGGAATTGTGTTCAAGTGCTTGGATTTCCGTCTGTAGATTTAACTGCTGAA 
ATTGTATCTCTCAGTAATTTTAGATGTCTTTTAAAAAATTGAAAAACAAAGTGTTAGACTGTGTGCGTGTGCGTT 
GATGGGCACTCAAGAGTCCCGTGAGTCATCCAGCCCTGCCTTTCCCCTGCGCCCCCATCCTCTCACGTCCCGCCC 
TGCCTCCACTTGGGGACCCTGCCTCGTGTCGTCTTTATCTGCCTATTACTCAGCCTAAGGAAACAAGTACACTCC 
ACACATGCATAAAGGAAATCAAATGTTATTTTTAAGAAAATGGAAAATAAAAACTTTATAAACACC 
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FIGURE 225 

MRAPGCGRLVLPLLLLAAAAI^ 

NQQGDEALDTTKDPCQKVKCSRHKVCIAQGYQRAMCXSRKKLEHRIKQPTVKLHGNKDSICKPCHMAQLASVCGS 
DGHTYSSVCKLEQQACLSSKQLAVRCEGPCPCPTEQAATSTADGKPETCTGQDLADLGDRLRDWFQLLHENSKQN 
GSASSVAGPASGLDKSLGASCKDSIGWMFSKLDTSADLFLDQTELAAINLDKYEVCIRPFFNSCDTYKDGRVSTA 
EWCFCFWREKPPCLAELERIQIQEAAXKKPGIFIPSCDEDGYYRKMQCDQSSGDCWCVDQLGLELTGTRTHGSPD 
CDD I VGF S GDFG S GVGWEDEEEKE TEE AGEEAEEEEGE AGE AD DGGY I W 
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FIGURE 226A 

TTCGGTGGCCTCTAGTGAGATCTGGAGGATCCAAGGATTCTGTAGCTACAATGrTGTCAAGACTTTTTCGAATGC 
ATGGCCTCTTTGTGGCCTCCCATCCCTGGGAAGTCATAGTGGGGACAGTGACACTGACCATCTGCATGATGTCCA 
TGAACATGTTTACTGGTAACAATAAGATCTGTGGTTGGAATTATGAATGTCCAAAGTTTGAAGAGGATGTTTTGA 
GCAGTGACATTATAATTCTGACAATAACACGATGCATAGCCATCCTGTATATTTACTTCCAGTTCCAGAATTTAC 
GTCAACTTGGATCAAAATATATTTTGGGTATTGCTGGCCTTTTCACAATTTTCTCAAGTTTTGTATTCAGTACAG 
TTGTCATTCACTTCTTAGACAAAGAATTGACAGGCTTGAATGAAGCTTTGCCCTTTTTCCTACTTTTGATTGACC 
TTTCCAGAGCAAGCACATTAGCAAAGTTTGCCCTCAGTTCCAACTCACAGGATGAAGTAAGGGAAAATATTGCTC 
GTGGAATGGCAATTTTAGGTCCTACGTTTACCCTCGATGCTCTTGTTGAATGTCTTGTGATTGGAGTTGGTACCA 
TGTCAGGGGTACGTCAGCTTGAAATTATGTGCTGCTTTGGCTGCATGTCAGTTCTTGCCAACTACTTCGTGTTCA 
TGACTTTCTTCCCAGCTTGTGTGTCCTTGGTATTAGAGCTTTCTCGGGAAAGCCGCGAGGGTCGTCCAATTTGGC 
AGCTCAGCCATTTTGCCCGAGTTTTAGAAGAAGAAGAAAATAAGCCGAATCCTGTAACTCAGAGGGTCAAGATGA 
TTATGTCTCTAGGCTTGGTTCTTGTTCATGCTCACAGTCGCTGGATAGCTGATCCTTCTCCTCAAAACAGTACAG 
CAGATACTTCTAAGGTTTCATTAGGACTGGATGAAAATGTGTCCAAGAGAATTGAACCAAGTGTTTCCCTCTGGC 
AGTTTTATCTCTCTAAAATGATCAGCATGGATATTGAACAAGTTATTACCCTAAGTTTAGCTCTCCTTCTGGCTG 
TCAAGTACATCTTCTTTGAACAAACAGAGACAGAATCTACACTCTCATTAAAAAACCCTATCACATCXCCTGTAG 
TGACACAAAAGAAAGTCCCAGACAATTGTTGTAGACGTGAACCTATGCTGGTCAGAAATAACCAGAAATGTGATT 
CAGTAGAGGAAGAGAC AGGGATAAACC GAGAAAGAAAAGTTGAGGTTATAAAAC C CTTAGTGGCTGAAACAGATA 
CCCCAAACAGAGCTACATTTGTGGTTGGTAACTCCTCCTTACTCGATACTTCATCAGTACTGGTGACACAGGAAC 
CTGAAATTGAACTTCCCAGGGAACCTCGGCCTAATGAAGAATGTCTACAGATACTTGGGAATGCAGAGAAAGGTG 
CAAAATTCCTTAGTGATGCTGAGATCATCCAGTTAGTCAATGCTAAGCATATCCCAGCCTACAAGTTGGAAACTC 
TGATGGAAACTCATGAGCGTGGTGTATCTATTCGCCGACAGTTACTTTCCAAGAAGCTTTCAGAACCTTCTTCTC 
TCCAGTACCTACCTTACAGGGATTATAATTACTCCTTGGTGATGGGAGCTTGTTGTGAGAATGTTATTGGATATA 
TGCCCATCCCTGTTGGAGTGGCAGGACCCCTTTGCTTAGATGAAAAAGAATTTCAGGTTCCAATGGCAACAACAG 
AAGGTTGTCXTGTGGCCAGCACCAATAGAGGCTGCAGAGCAATAGGTCTTGGTGGAGGTGCCAGCAGCCGAGTCC 
TTGCAGATGGGATGACTCGTGGCCCAGTTGTGCGTCTTCCACGTGCTTGTGACTCTGCAGAAGTGAAAGCCTGGC 
TCGAAACATCTGAAGGGTTCGCAGTGATAAAGGAGGCATTTGACAGCACTAGCAGATTTGCACGTCTACAGAAAC 
TTCATACAAGTATAGCTGGACGCAACCTTTATATCCGTTTCCAGTCCAGGTCAGGGGATGCCATGGGGATGAACA 
TGATTTCAAAGGGTACAGAGAAAGCACTTTCAAAACTTCACGAGTATTTCCCTGAAATGCAGATTCTAGCCGTTA 
GTGGTAACTATTGTACTGACAAGAAACCTGCTGCTATAAATTGGATAGAGGGAAGAGGAAAATCTGTTGTTTGTG 
AAGCTGTCATTCCAGCCAAGGTTGTCAGAGAAGTATTAAAGACTACCACAGAGGCTATGATTGAGGTCAACATTA 
ACAAGAATTTAGTGGGCTCTGCCATGGCTGGGAGCATAGGAGGCTACAACGCCCATGCAGCAAACATTGTCACCG 
CCATCTACATTGCCTGTGGACAGGATGCAGCACAGAATGTTGGTAGTTCAAACTGTATTACTTTAATGGAAGCAA 
GTGGTCCCACAAATGAAGATTTATATATCAGCTGCACCATGCCATCTATAGAGATAGGAACGGTGGGTGGTGGGA 
CCAACCTACTACCTCAGCAAGCCTGTTTGCAGATGCTAGGTGTTCAAGGAGCATGCAAAGATAATCCTGGGGAAA 
ATGCCCGGCAGCTTGCCCGAATTGTGTGTGGGACCGTAATGGCTGGGGAATTGTCACTTATGGCAGCATTGGCAG 
CAGGACATCTTGTCAAAAGTCACATGATTCACAACAGGTCGAAGATCAATTTACAAGACCTCCAAGGAGCTTGCA 
CCAAGAAGACAGCCTGAATAGCCCGACAGTTCTGAACTGGAACATGGGCATTGGGTTCTAAAGGACTAACATAAA 
ATCTGTGAATTAAAAAAGCTCAATGCATTGTCTTGTGGAGGATGAATAAATGTGATCACTGAGACAGCCACTTGG 
TTTTTGGCTCTTTCAGAGAGGTCTCAGGTTCTTTCCATGCAGACTCCTCAGATCTGAACACAGTTTAGTGCTTTA 
CATGCTGTGCTCTTTGAAGAGATTTCAACAAGAATATTGTATGTTAAAGCATCAGAGATGGTAATCTACAGCTCA 
CCTCTGAAAGCAAATATAAGCTGGGAAAAAAGTTTTGATGAAATTCTTGAAGTTCATGGTGATCAGTGCAATTGA 
CCTTCTCCCTCACTCCTGCCAGTTGAAAATGGATTTTTAAATTATACTGTAGCTGATGAAACTCCTGATTTTGTA 
GTTAATTTATTAAGTCTGGGATGTAGAACTTCAAGAAGTAAGAGCTAAGTTCTAAGTTCATGTTTGTAAATTAAT 
ACTTCATTTGGTGCTGGTCTATTTTGATTTTGGGGGGTAATCAGCATTATTCTTCAGAAGGGGACCTGTTTTCTT 
CAAGGGAAGAAACACTCTTATTCCCAAACTACAGAATAATGTGTTAAACATGCTAAATAGTTCTATCAGGAAAAC 
AAATCACTGTATTTATCTCCGCAGGCTATTTGTTCAGAGAGGCCTTTTGTTTAAATATAAATGTTTAAATATAAA 
TGTTTGTCTGGATTGGCXATAACATGTCTTTCAGCATTAGGCTTTTAAGAAACACAGGGTTTTGTATTCTTTACT 
AAAGATATCAGAGCTCTTAATGTTGCTTAGATGAGGGTGACTGTCAAGTACAAGCAAGACTGGGACCTTAGAAAT 
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FIGURE 226B 

CATTGTAGAAACACAGTTTTGAAAGATTTTTACCATGTCTCTlUVGCCAACTTTAATTGCTTAAAAGACATTrrTA 
TTTAGTTGAAAAATCTAGTTTTTTTTGTAAACTGTACCAAATCTGTATATGTTGrAATAAAACTTATGCTAGTTT 
ATTGGAAGTGTTCAAGAAATAAAAATCAACTTGTGTACTGATAAAATACTCrAGCCTGGGCCAGAGAAGATAATG 
TTCTTTAATGTTGTCAGGAAACCCTGGCTTGCTTGCCGAGCCTAATGAAAGGGAAAGTCAGCTTTCAGAGCCAGT 
GAAGGAGCCACGTGAATGGCCCTAGAACTGTGCCTAGTTCCTGTGGCCAGGAGGTTGGTGACTGAAACATTCACA 
CAGGGCTCTTGGATGGACCCACGAACGCTCTTAGCTTTCTCAGGGGGTCAGCAGAGTTATTGAATCTTAATTTTT 
TTTAATGTACAAGTTrTGTATAAATAATAAAGAACTCCTTATTTTGTATTACATCTAATGCTTAAGTGTTGCTCT 
TGGAAAGCrGATGATGTCrCTTGTAGAGATGACTCTGAAAAACATTCCAGGAAACCATGGCAGCATGGAGAGCCT 
CrTAGrGATTGTGTCTGCATTGTTATTGTGGAAGATTTACCTTTTCTGTTGTACGTAAAGCTTAAATTACTTTTG 
TrGTGACTTTTTAGCCAGTGACTXTTTCTGAGCTTTTCATGGAAGTGGCAGTGAAAAATATGTTGAGTGTTCAAA 
AAAGTGACTGTAATTAATATCTTGCTGGATTAATGTTTTGTACAATTACTAAATTGTATACATTTTGTTATAGAA 
TACTTTTTTCTAGTTTCAGTAAATAATGAAAAGGAAGTTAATACCA 
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FIGURE 227 

MLSRLFRMHGLFVASHPWEVIVGTVTLTICMMSMNMFTGNNKICGWNYECPKFEEDVLSSDIIILTITRCIAILY 
IYFQFQNLRQLGSKYILGIAGLFTIFSSFVFSTWIHFLDKELTGLNEALPFFLLLIDLSRASTLAKFALSSNSQ 
DEVRENIARGMAILGPTFTLDALVECLVIGVGTMSGVRQLEIMCCFGCMSVLANYFVFMTFFPACVSLVLELSRE 
SREGRPIWQLSHFARVLEEEENKPNPVTQRVKMIMSLGLVLVHAHSRWIADPSPQNSTADTSKVSLGLDENVSKR 
IEPSVSLWQFYLSKMISMDIEQVITLSLALLLAVKYIFFEQTETESTLSLKNPITSPWTQKKVPDNCCRREPML 
VRNNQKCDSVEEETGINRERKVEVIKPLVAETDTPNRATFWGNSSLLDTSSVLVTQEPEIELPREPRPNEECLQ 
ILGNAEKGAKFLSDAEIIQLVNAKHIPAYKLETLMETHERGVSIRRQLLSKKLSEPSSLQYLPYRDYNYSLVMGA 
CCENVIGYMPIPVGVAGPLCLDEKEFQVPMATTEGCLVASTNRGCRAIGLGGGASSRVLADGMTRGPWRLPRAC 
DSAEVKAWLETSEGFAVIKEAFDSTSRFARLQKLHTSIAGRNLYIRFQSRSGDAMGMNMISKGTEKALSKLHEYF 
PEMQILAVSGNYCTDKKPAAINWIEGRGKSWCEAVIPAKVVREVLKTTTEAMIEVNINKNLVGSAMAGSIGGYN 
AH AAN I VT AI Y I ACGQD AAQNVGS SNC I TLME AS GP TNED L Y ISC TMP S I E I GT VGGGTNLLPQQACLQMLGVQG 
ACKDNPGENARQLARIVCGTVMAGELSLMAALAAGHLVKSHMIHNRSKINLQDLQGACTKKTA 
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FIGURE 228A 

TTCGGTGGCCTCTAGTGAGATCTGGAGGATCCAAGGATTCTGTAGCTACAMCTTGTCAAGACTTTTTCGAATGC 
ATGGCCTCTTTGTGGCCTCCCATCCCTGGGAAGTCATAGTGGGGACAGTGACACTGACCATCTGCATGATGTCCA 
TGAACATGTTTACTGGTAACAATAAGATCTGTGGTTGGAATTATGAATGTCCAAAGTTTGAAGAGGATGTTTTGA 
GCAGTGACATTATAATTCTGACAATAACACGATGCATAGCCATCCTGTATATTTACTTCCAGTTCCAGAATTTAC 
GTCAACTTGGATCAAAATATATTTTGGGTATTGCTGGCCTTTTCACAATTTTCTCAAGTTTTGTATTCAGTACAG 
TTGTCATTCACTTCTTAGACAAAGAATTGACAGGCTTGAATGAAGCTTTGCCCTTTTTCCTACTTTTGATTGACC 
TTTCCAGAGCAAGCACATTAGCAAAGTTTGCCCTCAGTTCCAACTCACAGGATGAAGTAAGGGAAAATATTGCTC 
GTGGAATGGCAATTTTAGGTCCTACGTTTACCCTCGATGCTCTTGTTGAATGTCTTGTGATTGGAGTTGGTACCA 
TGTCAGGGGTACGTCAGCTTGAAATTATGTGCTGCTTTGGCTGCATGTCAGTTCTTGCCAACTACTTCGTGTTCA 
TGACTTTCTTCCCAGCTTGTGTGTCCTTGGTATTAGAGCTTTCTCGGGAAAGCCGCGAGGGTCGTCCAATTTGGC 
AGCTCAGCCATTTTGCCCGAGTTTTAGAAGAAGAAGAAAATAAGCCGAATCCTGTAACTCAGAGGGTCAAGATGA 
TTATGTCTCTAGGCTTGGTTCTTGXTCATGCTCACAGTCGCTGGATAGCTGATCCTTCTCCTCAAAACAGTACAG 
CAGATACTTCTAAGGTTTCATTAGGACTGGATGAAAATGTGTCCAAGAGAATTGAACCAAGTGTTTCCCTCTGGC 
AGTTTTATCTCTCTAAAATGATCAGCATGGATATTGAACAAGTTATTACCCTAAGTTTAGCTCTCCTTCTGGCTG 
TCAAGTACATCTTCTTTGAACAAACAGAGACAGAATCTACACTCTCATTAAAAAACCCTATCACATCTCCTGTAG 
TGACACAAAAGAAAGTCCCAGACAATTGTTGTAGACGTGAACCTATGCTGGTCAGAAATAACCAGAAATGTGATT 
CAGTAGAGGAAGAGACAGGGATAAACCGAGAAAGAAAAGTTGAGGTTATAAAACCCTTAGTGGCTGAAACAGATA 
CCCCAAACAGAGCTACATTTGTGGTTGGTAACTCCTCCTTACTCGATACTTCATCAGTACTGGTGACACAGGAAC 
CTGAAATTGAACTTCCCAGGGAACCTCGGCCTAATGAAGAATGTCTACAGATACTTGGGAATGCAGAGAAAGGTG 
CAAAATTCCTTAGTGATGCTGAGATCATCCAGTTAGTCAATGCTAAGCATATCCCAGCCTACAAGTTGGAAACTC 
TGATGGAAACTCATGAGCGTGGTGTATCTATTCGCCGACAGTTACTTTCCAAGAAGCTTTCAGAACCTTCTTCTC 
TCCAGTACCTACCTTACAGGGATTATAATTACTCCTTGGTGATGGGAGCTTGTTGTGAGAATGTTATTGGATATA 
TGCCCAXCCCTGTTGGAGTGGCAGGACCCCTTTGCTTAGATGAAAAAGAATTTCAGGTTCCAATGGCAACAACAG 
AAGGTTGTCTTGTGGCCAGCACCAATAGAGGCTGCAGAGCAATAGGTCTTGGTGGAGGTGCCAGCAGCCGAGTCC 
TTGCAGATGGGATGACTCGTGGCCCAGTTGTGCGTCTTCCACGTGCTTGTGACTCTGCAGAAGTGAAAGCCTGGC 
TCGAAACATCTGAAGGGTTCGCAGTGATAAAGGAGGCATTTGACAGCACTAGCAGATTTGCACGTCTACAGAAAC 
TTCATACAAGTATAGCTGGACGCAACCTTTATATCCGTTTCCAGTCCAGGTCAGGGGATGCCATGGGGATGAACA 
TGATTTCAAAGGGTACAGAGAAAGCACTTTCAAAACTTCACGAGTATTTCCCTGAAATGCAGATTCTAGCCGTTA 
GTGGTAACTATTGTACTGACAAGAAACCTGCTGCTATAAATTGGATAGAGGGAAGAGGAAAATCTGTTGTTTGTG 
AAGCTGTCATTCCAGCCAAGGTTGTCAGAGAAGTATTAAAGACTACCACAGAGGCTATGATTGAGGTCAACATTA 
ACAAGAATTTAGTGGGCTCTGCCATGGCTGGGAGCATAGGAGGCTACAACGCCCATGCAGCAAACATTGTCACCG 
CCATCTACATTGCCTGTGGACAGGATGCAGCACAGAATGTTGGTAGTTCAAACTGTATTACTTTAATGGAAGCAA 
GTGGTCCCACAAATGAAGATTTATATATCAGCTGCACCATGCCATCTATAGAGATAGGAACGGTGGGTGGTGGGA 
CCAACCTACTACCTCAGCAAGCCTGTTTGCAGATGCTAGGTGTTCAAGGAGCATGCAAAGATAATCCTGGGGAAA 
ATGCCCGGCAGCTTGCCCGAATTGTGTGTGGGACCGTAATGGCTGGGGAATTGTCACTTATGGCAGCATTGGCAG 
CAGGACATCTTGTCAAAAGTCACATGATTCACAACAGGTCGAAGATCAATTTACAAGACCTCCAAGGAGCTTGCA 
CCAAGAAGACAGCCTGAATAGCCCGACAGTTCTGAACTGGAACATGGGCATTGGGTTCTAAAGGACTAACATAAA 
ATCTGTGAATTAAAAAAGCTCAATGCATTGTCTTGTGGAGGATGAATAAATGTGATCACTGAGACAGCCACTTGG 
TTTTTGGCTCTTTCAGAGAGGTCTCAGGTTCTTTCCATGCAGACTCCTCAGATCTGAACACAGTTTAGTGCTTTA 
CATGCTGTGCTCTTTGAAGAGATTTCAACAAGAATATTGTATGTTAAAGCATCAGAGATGGTAATCTACAGCTCA 
CCTCTGAAAGCAAATATAAGCTGGGAAAAAAGTTTTGATGAAATTCTTGAAGTTCATGGTGATCAGTGCAATTGA 
CCTTCTCCCTCACTCCTGCCAGTTGAAAATGGATTTTTAAATTATACTGTAGCTGATGAAACTCCTGATTTTGTA 
GTTAATTTATTAAGTCTGGGATGTAGAACTTCAAGAAGTAAGAGCTAAGTTCTAAGTTCATGTTTGTAAATTAAT 
ACTTCATTTGGTGCTGGTCTATTTTGATTTTGGGGGGTAATCAGCATTATTCTTCAGAAGGGGACCTGTTTTCTT 
CAAGGGAAGAAACACTCTTAXTCCCAAACTACAGAATAATGTGTTAAACATGCTAAATAGTTCTATCAGGAAAAC 
AAATCACTGTATTTATCTCCGCAGGCTATTTGTTCAGAGAGGCCTTTTGTTTAAATATAAATGTTTAAATATAAA 
TGTTTGTCTGGATTGGCTATAACATGTCTTTCAGCATTAGGCTTTTAAGAAACACAGGGTTTTGTATTCTTTACT 
AAAGATATCAGAGCTCTTAATGTTGCTTAGATGAGGGTGACTGTCAAGTACl^AGCAAGACTGGGACCTTAGAAAT 
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FIGURE 228B 

CATTGTAGAAACACAGTTTTGAAAGATTTTTACCATGTCTCTAAGCCAACXTTAATTGCTTAAAAGACATTTTTA 
TTTAGTTGAAAAATCTAGTTTTTTTTGTAAACTGTACCAAATCTGTATATGTTGTAATAAAACTTATGCTAGTTT 
ATTGGAAGTGTTCAAGAAATAAAAATCAACTTGTGrACTGATAAAATACTCTAGCCTGGGCCAGAGAAGATAATG 
TTCTTTAATGTTGTCAGGAAACCCTGGCTTGCTTGCCGAGCCTAATGAAAGGGAAAGTCAGCTTTCAGAGCCAGT 
GAAGGAGCCACGTGAATGGCCCTAGAACTGTGCCTAGTTCCTGTGGCCAGGAGGTTGGTGACTGAAACATTCACA 
CAGGGCTCTTGGATGGACCCACGAACGCTCTTAGCTTTCTCAGGGGGTCAGCAGAGTTATTGAATCTTAATTTTT 
TTTAATGTACAAGTTTTGrATAAATAATAAAGAACTCCTTATTTTGTATTACATCTAATGCTTAAGTGTTGCTCT 
TGGAAAGCTGATGATGTCTCTTGTAGAGATGACTCTGAAAAACATTCCAGGAAACCATGGCAGCATGGAGAGCCT 
CTTAGXGATTGTGTCTGCATTGTTATTGTGGAAGATTTACCTTTTCTGTTGTACGTAAAGCTTAAATTACTTTTG 
TTGTGACTrTTTAGCCAGTGACTTTTTCTGAGCTTTTCATGGAAGTGGCAGTGAAAAATATGTTGAGTGTTCAAA 
AAAGTGACTGTAATTAATATCTTGCTGGATTAATGTTTTGTACAATTACTAAATTGTATACATTTTGTTATAGAA 
TACTTTTTTCTAGTTTCAGTAAATAATGAAAAGGAAGTTAATACCA 
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FIGURE 229 

MLSRLFRMHGLFVASHPWEVIVGTVTLTICM^ 

IYFQFQNLRQLGSKYILGIAGLFTIFSSFVFSTWIHFLDKELTGLNEALPFFLLLIDLSRASTLAKFALSSNSQ 
DEVRENIARGMAILGPTFTLDALVECLVIGVGTMSGVRQLEIMCCFGCMSVLANYFVFMTFFPACVSLVLELSRE 
SREGRPIWQLSHFARVLEEEENKPNPVTQRVKMIMSLGLVLVHAHSRWIADPSPQNSTADTSKVSLGLDE1WSKR 
IEPSVSLWQFYLSKMISMDIEQVITLSLALLLAVKYIFFEQTETESTLSLKNPITSPWTQKKVPDNCCRREPML 
VRNNQKCDSVEEETGINRERKVEVIKPLVAETDTPNRATFWGNSSLLDTSSVLVTQEPEIELPREPRPNEECLQ 
ILGNAEKGAKFLSDAEIIQLVNAKHIPAYKLETLMETHERGVSIRRQLLSKKLSEPSSLQYLPYRDYNYSLVMGA 
CCENVIGYMPIPVGVAGPLCLDEKEFQVPMATTEGCLVASTNRGCRAIGLGGGASSRVLADGMTRGPWRLPRAC 
DSAEVKAWLETSEGFAVIKEAFDSTSRFARLQKLHTSIAGRNLYIRFQSRSGDAMGMNMISKGTEKALSKLHEYF 
PEMQILAVSGNYCTDKKPAAINWIEGRGKSWCEAVIPAKWREVLKTTTEAMIEVNINKNLVGSAMAGSIGGYN 
AHAANIVTAIYIACGQDAAQNVGSSNCITLMEASGPTNEDLYISCTMPSIEIGTVGGGTNLLPQQACLQMLGVQG 
ACKDNPGENARQLARIVCGTVMAGELSLMAALAAGHLVKSHMIHNRSKINLQDLQGACTKKTA 
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FIGURE 230 

GGCACGAGGAAGATATATGGATACAGATTATATATATATATACATATTTTCCTTAATAGAGGAATGCTTCATATT 
ATTCAAAAATTATATCCTGATCACCTTTTTTTGTTTTTTATTGTAAAGTATCTCTGCTTTATCCATTGCTGAATT 
CGATAGGATGTTGAAATGCTGGTCACCAAAAAAGGAAACTGAGCAAATTCATTTCAACAACATCAAAACTTCAGC 
TTCTCATAGTAAAAAGCTGAATGrTACTAATATTTTTCATATCTAAAAAAAAATTCTTAGCAATGAAATTGCTGT 
TAAAACACAAATTTCAATCAAATACTTTTGTGTATAGAAAATATGTATAGTAGGTAGATAGAAAAGTATAAAATG 
TTTGTTGAAGTATCTTATTTTAGAATGAATGGAGAAATGCCAAAGATGAATCCTTCACTGCATTATGAAAATATT 
TCACATGTTCTCTTGGACTTTATATAAATCTGTAATAGATTTTAGAATTGAAAAATTCTTTGTGAAGGTCTTCTA 
AAAGTGTTCCAATrTATCTCAAAATCTCCATATATAGGATCAGCTTAAAACATAAAGAAAACCTTGAATTTCTCA 
AATGTrTGAGATGTTCAAGACAGTCTCTTAATCCGTTAATGCTTTTGGAAACAATTGACAAAATAGGGCAGGCAG 
CTCATCTCATGTCCTGAAGTTGGAATTTAAATAATTCCTATTTGCAAATTAGAATGACAGTGTTGGAATTTGGAG 
GCAGTAGTTGAGCATATTCTCTAGTATATAGCTACACCTTTAATAAAAXGAAGGAATGTCTTCAATCATATTTTA 
GTGGGCTATTTATAAATAGTCTTGAAGTCAATTTAGTTTATTTATTTAAAAGATAATGCATCCTGAAAGGGATCA 
TTTATGAATAACAATCTGAAGTCTTTTCATAAAAAAAATTAATAAACTTTAGTTGTACATTTAGCCAGTGTTATT 
TGAAGTATGTAACTTTTAAAATATTAAGTGTCTTGTATGATTAGAATATGTGAATGAGTAACTTATTTTGTAXCA 
GGAATGTTTTGGTACTGTGTTTTCACTCAAACCACTGACTTAACAGATACTGCTGTGTATAACATGTACTAAATA 
TTACAGTTATTGTGCATAACAGATTGTTCCTCTTATATTTGTGTGTATACAGGCAATTCATGTTTTAATGTAAAT 
AAATACCATTTTGCAGTTAAAAAAAAAAAAAAAAAAAA 
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FIGURE 231 

GGGGGGGGGGGGACCACTTGGCCTGCCTCCGTCCCGCCGCGCCACTTGGCCTGCCTCCGTCCCGCCGCGCCACTT 
CGCCTGCCTCCGTCCCCCGCCCGCCGCGCCATO^CTGTGGCCGGCTCGGAGCTGCCGCGCCGGCCCTTGCCCCCC 
GCCGCACAGGAGCGGGACGCCGAGCCGCGTCCGCCGCACGGGGAGCTGCAGXACCTGGGGCAGATCCAACACATC 
CTCCGCTGCGGCGTCAGGAAGGACGACCGCACGGGCACCGGCACCCTGTCGGTATTCGGCATGCAGGCGCGCTAC 
AGCCTGAGAGATGAATTCCCTCTGCTGACAACCAAACGTGTGTTCTGGAAGGGTGTTTTGGAGGAGTTGCTGTGG 
TTTATCAAGGGATCCACAAATGCTAAAGAGCTGTCTTCCAAGGGAGTGAAAATCTGGGATGCCAATGGATCCCGA 
GACTTTTTGGACAGCCTGGGATTCTCCACCAGAGAAGAAGGGGACTTGGGCCCAGTTTATGGCTTCCAGTGGAGG 
CATTTTGGGGCAGAATACAGAGATATGGAATCAGATTATTCAGGACAGGGAGTTGACCAACTGCAAAGAGTGATT 
GACACCATCAAAACCAACCCTGACGACAGAAGAATCATCATGTGCGCTTGGAATCCAAGAGATCTTCCTCTGATG 
GCGCTGCCTCCATGCCATGCCCTCTGCCAGTTCTATGTGGTGAACAGTGAGCTGTCCTGCCAGCTGTACCAGAGA 
TCGGGAGACATGGGCCTCGGTGTGCCTTTCAACATCGCCAGCTACGCCCTGCTCACGTACATGATTGCGCACATC 
ACGGGCCTGAAGCCAGGTGACTTTATACACACTTTGGGAGATGCACATATTTACCTGAATCACATCGAGCCACTG 
AAAATTCAGCTTCAGCGAGAACCCAGACCTTTCCCAAAGCTCAGGATTCTTCGAAAAGTTGAGAAAATTGATGAC 
TTCAAAGCTGAAGACTTTCAGATTGAAGGGTACAATCCGCATCCAACTATTAAAATGGAAATGGCTGTT TAGG GT 
GCTTTCAAAGGAGCTTGAAGGATATTGTCAGTCTTTAGGGGTTGGGCTGGATGCCGAGGTAAAAGTTCTTTTTGC 
TCTAAAAGAAAAAGGAACTAGGTCAAAAATCTGTCCGTGACCTATCAGTTATTAATTTTTAAGGATGTTGCCACT 
GGCAAATGTAACTGTGCCAGTTCTTTCCATAATAAAAGGCTTTGAGTTAACTCACTGAGGGTATCTGACAATGCT 
GAGGTTATGAACAAAGTGAGGAGAATGAAATGTATGTGCTCTTAGCAAAAACATGTATGTGCATTTCAATCCCAC 
GTACTTATAAAGAAGGTTGGTGAATTTCACAAGCTATTTTTGGAATATTTTTAGAATATTTTAAGAATTTCACAA 
GCTATTCCCTCAAATCTGAGGGAGCTGAGTAACACCATCGATCATGATGTAGAGTGTGGTTATGAACTTTATAGT 
TGTTTTATATGTTGCTATAATAAAGAAGTGTTCTGC 
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FIGURE 232 

MPVAGSELPRRPLPPAAQERDAEPRPPHGELQYLGQIQHILRCGVRKDDRTGTGTLSVFGMQARYSLRDEFPLLT 
TKRVFWKGVLEELLWFIKGSTNAKELSSKGVKIWDANGSRDFLDSLGFSTREEGDLGPVYGFQWRHFGAEYRDME 
SDYSGQGVDQLQRVIDTIKTNPDDRRIIMCAWNPRDLPLMALPPCHALCQFYVVNSELSCQLYQRSGDMGLGVPF 
NIASYALLTYMIAHITGLKPGDFIHTLGDAHIYLNHIEPLKIQLQREPRPFPKLRILRKVEKIDDFKAEDFQIEG 
YNPHPTIKMEMAV 
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FIGURE 233 

CTATCCGCGCGCGTCGCCGGCCCAGTCCTGTCGCTGACGGGAGGATCTGAAGCCGGCCGCAGGTCAAAGAGTAAA 
MGAAGTACATTCTGGTTACTGGXGGTGTTATATCAGGAATTGG2VAAAGGAATCATTGCCAGCAGTGTGGGCACA 
ATACTCAAGTCATGTGGTTTACATGTAACTTCAATCAAAATTGACCCCTACATTAACATTGATGCAGGAACATTC 
TCTCCTTATGAGCATGGTGAGGTTTTTGTGCTGGATGATGGTGGGGAAGTAGACCTTGACCTGGGTAACTATGAG 
CGGTTCCTTGACATCCGCCTCACCAAGGACAATAATCTGACCACTGGAAAGATATACCAGTATGTCATTAACAAG 
GAACGGAAAGGAGATTACTTGGGGAAAACTGTCCAAGTTGTCCCTCATATCACAGATGCAATCCAGGAGTGGGTG 
ATGAGACAGGCGTTAATACCTGTAGATGAAGATGGCCTGGAACCTCAAGTGTGTGTTATTGAGCTTGGTGGAACC 
GTGGGGGACATAGAAAGCATGCCCTTTATTGAGGCCTTCCGTCAGTTCCAATTCAAGGTCAAAAGAGAGAACTTT 
TGTAACATCCACGTCAGTCTAGTTCCCCAGCCAAGTTCAACAGGGGAACAGAAGACTAAACCTACCCAGAATAGT 
GTTCGGGAACTTAGAGGACTTGGGCTTTCCCCAGATCTGGTTGTATGCAGGTGCTCAAATCCACTTGACACATCA 
GTGAAGGAGAAAATATCAATGTTCTGCCATGTTGAGCCTGAACAAGTGATCTGTGTCCACGATGTCTCATCCATC 
TACCGAGTCCCCTTGTTGTTAGAGGAGCAAGGGGTTGTAGATTATTTTCTTCGAAGACTTGACCTTCCTATTGAG 
AGGCAGCCAAGAAAAATGCTGATGAAATGGAAAGAGATGGCTGACAGATATGATCGCTTGCTGGAGACCTGCTCT 
ATTGCCCTTGTGGCGAAATACACCGAGTTCTCAGACTCCTATGCCTCTGTCATTAAGGCTCTGGAGCATTCTGCA 
CTGGCCATCAACCACAAATTGGAAATCAAGTACATAGATTCTGCGGACTTGGAGCCCATCACCTCGCAAGAAGAG 
CCCGTGCGCTACCACGAAGCTTGGCAGAAGCTCTGTAGTGCTCATGGAGTGCTGGTTCCAGGAGGATTTGGTGTT 
CGAGGAACAGAAGGAAAAATCCAAGCAATTGCCTGGGCTCGGAATCAGAAAAAGCCTTTTTTGGGCGTGTGCTTA 
GGGATGCAGTTGGCAGTGGTTGAATTCTCAAGAAACGTGCTGGGATGGCAAGATGCCAATTCTACAGAGTTTGAC 
CCTACGACCAGTCATCCCGTGGTCGTAGACATGCCAGAACACAACCCAGGGCAGATGGGCGGAACCATGAGGCTG 
GGCAAGAGGAGAACCCTGTTCCAGACCAAGAACTCAGTCATGAGGAAACTCTATGGAGACGCAGACTACTTGGAA 
GAGAGGCACCGCCACCGATTTGAGGTGAATCCAGTCTGGAAAAAGTGTTTGGAAGAACAAGGCTTGAAGTTTGTT 
GGCCAAGATGTTGAAGGAGAGAGAATGGAAATTGTGGAGTTAGAAGATCATCCCTTTTTTGTTGGGGTTCAGTAC 
CACCCTGAGTTCCTGTCCAGGCCTATCAAGCCCTCCCCACCATACTTTGGCCTCCTCCTGGCCTCXGTGGGGCGG 
CTCTCACATTACCTCCAGAAAGGCTGCAGGCTCTCACCCAGGGACACCTATAGTGACAGGAGTGGAAGCAGCTCC 
CCTGACTCTGAAATCACCGAACTGAAGTTTCCATCAATAAATCATGACTGATCTTGTAGCGGATGATTCTTCAAG 
AGACCCTTCAAACTTGGGTAGAGTTTACAGCTCTGACTTTACACTCGGCTTTGGAGACTTrCTTTAAATTATGTT 
TTTATTAAGATTATTTTATTATGCGGAAAGGTATTTGGGAAACTTGTCACTTGCATGTCCCATCACGTGTACTGG 
CTCCTCTGTGGTGTCTGCCTGTTGCGTGACACTCTCCTTGCAGTTCTTGAGTTGCGGCAGAACATCGCGATGGGA 
ACCGATGGTGGGTGGGGCTGCAGATGTCCCCATCGGTCACCTTGTTTCTCAACTACCTCGCATCATTGCAGATCG 
TAGCGCGTTGCCTGTCGCTTTCCCTTGGATACCTAGACCGTTATAAAGTGTGCCACATGGACTTACCGAGCATGG 
AGAGAGGATTTTAGCTAGGATTTGAACACTTGGTGCTGGGAACCTCAGGGTATTGCTTGCCACTAAGCCATGAAA 
CCAGAGACAAAATCTCTATACTGCCCTGAGTTGGGGGGAATTCTCAGTGCCAACTGTGGCTGGTCCTCATTCAAA 
GGGACGGTCAGTTTGGTGTCAACATGAAACACCAAGATGTCTGTCTCTGAAGCGTGATTTTAAAATCCCCATGCC 
TGTGCGTGCGCTTCCTATTTCTAGGGCTGGGAAACACTCCTTGCATCAAGGGGTCACTTACAGAACAAAGAATCT 
TTTGGGGGAAACTTCCTCTAAAACCCrCTCATATATAGACAGCTTTGACTGGAGGGTCCATTTTTCTTCCAGGAT 
GG TGT TAC TGCAGTTGAAGGGCAAT AT GAAGTT AC TTTCTTAATGTGACCTAGCAATAGGCATAGCTACGTGGC A 
CTATATTCTGGCCAGACTCGATGTGTACTCTAACTTAAGAAATAAATCAGTAAGGCAG 
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FIGURE 234 

MKYILVTGGVISGIGKGIIASSVGTILKSCGLHVTSIKIDPYINIDAGTFSPYEHGEVFVLDDGGEVDLDLGNYE 
RFLDIRLTKDNNLTTGKIYQYVINKERKGDYLGKTVQVVPHITDAIQEWVMRQALIPVDEDGLEPQVCVIELGGT 
VGDIESMPFIEAFRQFQFKVKRENFCNIHVSLVPQPSSTGEQKTKPTQNSVRELRGLGLSPDLWCRCSNPLDTS 
VKEKISMFCHVEPEQVICVHDVSSIYRVPLLLEEQGWDYFLRRLDLPIERQPRKMLMKWKEMADRYDRLLETCS 
IALVAKYTEFSDSYASVIKALEHSALAINHKLEIKYIDSADLEPITSQEEPVRYHEAWQKLCSAHGVLVPGGFGV 
RGTEGKIQAIAWARNQKKPFLGVCLGMQLAWEFSRNVLGWQDANSTEFDPTTSHPVVVDMPEHNPGQMGGTMRL 
GKRRTLFQTKNSVMRKLYGDADYLEERHRHRFEVNPVWKKCLEEQGLKFVGQDVEGERMEIVELEDHPFFVGVQY 
HPEFLSRPIKPSPPYFGLLLASVGRLSHYLQKGCRLSPRDTYSDRSGSSSPDSEITELKFPSINHD 
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FIGURE 235 

GCGCCCCAGTCGACGCTGAGCTCCTCTGCTACTCAGAGTTGCAACCTCAGCCTCGCTATGGCTCCCAGCAGCCCC 
CGGCCCGCGCTGCCCGCACTCCTGGTCCTGCTCGGGGCTCTGTTCCCAGGACCTGGCAATGCCCAGACATCTGTG 
TCCCCCTCAAAAGTCATCCTGCCCCGGGGAGGCTCCGTGCTGGTGACATGCAGCACCTCCTGTGACCAGCCCAAG 
TTGTTGGGCATAGAGACCCCGTTGCCTAAAAAGGAGTTGCTCCTGCCTGGGAACAACCGGAAGGTGTATGAACTG 
AGCAATGTGCAAGAAGATAGCCAACCAATGTGCTATTCAAACTGCCCTGATGGGCAGTCAACAGCTAAAACCTTC 
CTCACCGTGTACTGGACTCCAGAACGGGTGGAACTGGCACCCCTCCCCTCTTGGCAGCCAGTGGGCAAGAACCTT 
ACCCTACGCTGCCAGGTGGAGGGTGGGGCACCCCGGGCCAACCTCACCGTGGTGCTGCTCCGTGGGGAGAAGGAG 
CTGAAACGGGAGCCAGCTGTGGGGGAGCCCGCTGAGGTCACGACCACGGTGCTGGTGAGGAGAGATCACCATGGA 
GCCAATTTCTCGTGCCGCACTGAACTGGACCTGCGGCCCCAAGGGCTGGAGCTGTTTGAGAACACCTCGGCCCCC 
TACCAGCTCCAGACCTTTGTCCTGCCAGCGACTCCCCCACAACTTGTCAGCCCCCGGGTCCTAGAGGTGGACACG 
CAGGGGACCGTGGTCTGTTCCCTGGACGGGCTGTTCCCAGTCTCGGAGGCCCAGGTCCACCTGGCACTGGGGGAC 
CAGAGGTTGAACCCCACAGTCACCTATGGCAACGACTCCTTCTCGGCCAAGGCCTCAGTCAGTGTGACCGCAGAG 
GACGAGGGCACCCAGCGGCTGACGTGTGCAGTAATACTGGGGAACCAGAGCCAGGAGACACTGCAGACAGTGACC 
ATCTACAGCXTTCCGGCGCCCAACGTGATTCTGACGAAGCCAGAGGTCTCAGAAGGGACCGAGGTGACAGTGAAG 
TGTGAGGCCCACCCTAGAGCCAAGGTGACGCTGAATGGGGTTCCAGCCCAGCCACTGGGCCCGAGGGCCCAGCTC 
CTGCTGAAGGCCACCCCAGAGGACAACGGGCGCAGCTTCTCCTGCTCTGCAACCCTGGAGGTGGCCGGCCAGCTT 
ATACACAAGAACCAGACCCGGGAGCTTCGTGTCCTGTATGGCCCCCGACTGGACGAGAGGGATTGTCCGGGAAAC 
TGGACGTGGCCAGAAAATTCCCAGCAGACTCCAATGTGCCAGGCTTGGGGGAACCCATTGCCCGAGCTCAAGTGT 
CTAAAGGATGGCACTTTCCCACTGCCCATCGGGGAATCAGTGACTGTCACTCGAGATCTTGAGGGCACCTACCTC 
TGTCGGGCCAGGAGCACTCAAGGGGAGGTCACCCGCGAGGTGACCGTGAATGTGCTCTCCCCCCGGTATGAGATT 
GTCATCATCACTGTGGTAGCAGCCGCAGTCATAATGGGCACTGCAGGCCTCAGCACGTACCTCTATAACCGCCAG 
CGGAAGATCAAGAAATACAGACTACAACAGGCCCAAAAAGGGACCCCCATGAAACCGAACACACAAGCCACGCCT 
CCCTGAACCTATCCCGGGACAGGGCCTCTTCCTCGGCCTTCCCATATTGGTGGCAGTGGTGCCACACTGAACAGA 
GTGGAAGACATATGCCATGCAGCTACACCTACCGGCCCTGGGACGCCGGAGGACAGGGCATTGTCCTCAGTCAGA 
TACAACAGCATTTGGGGCCATGGTACCTGCACACCTAAAACACTAGGCCACGCATCTGATCTGTAGTCACATGAC 
TAAGCCAAGAGGAAGGAGCAAGACTCAAGACATGATTGATGGATGTTAAAGTCTAGCCTGATGAGAGGGGAAGTG 
GTGGGGGAGACATAGCCCCACCATGAGGACATACAACTGGGAAATACTGAAACTTGCTGCCTATTGGGTATGCTG 
AGGCCCACAGACTTACAGAAGAAGTGGCCCTCCATAGACATGTGTAGCATCAAAACACAAAGGCCCACACTTCCT 
GACGGATGCCAGCTTGGGCACTGCTGTCTACTGACCCCAACCCTTGATGATATGTATTTATTCATTTGTTATTTT 
ACCAGCTATTTATTGAGTGTCTTTTATGTAGGCTAAATGAACATAGGTCTCTGGCCTCACGGAGCTCCCAGTCCA 
TGTCACATTCAAGGTCACCAGGTACAGTTGTACAGGTTGTACACTGCAGGAGAGTGCCTGGCAAAAAGATCAAAT 
GGGGCTGGGACTTCTCATTGGCCAACCTGCCTTTCCCCAGAAGGAGTGATTTTTCTATCGGCACAAAAGCACTAT 
ATGGACTGGTAATGGTTCACAGGTTCAGAGATTACCCAGTGAGGCCTTATTCCTCCCTTCCCCCCAAAACTGACA 
CCTTTGTTAGCCACCTCCCCACCCACATACATTTCTGCCAGTGTTCACAATGACACTCAGCGGTCATGTCTGGAC 
ATGAGTGCCCAGGGAATATGCCCAAGCTATGCCTTGTCCTCTTGTCCTGTTTGCATTTCACTGGGAGCTTGCACT 
ATTGCAGCTCCAGTTTCCTGCAGTGATCAGGGTCCTGCAAGCAGTGGGGAAGGGGGCCAAGGTATTGGAGGACTC 
CCTCCCAGCTTTGGAAGGGTCATCCGCGTGTGTGTGTGTGTGTATGTGTAGACAAGCTCTCGCTCTGTCACCCAG 
GCTGGAGTGCAGTGGTGCAATCATGGTTCACTGCAGTCTTGACCTTTTGGGCTCAAGTGATCCTCCCACCTCAGC 
CTCCTGAGTAGCTGGGACCATAGGCTCACAACACCACACCTGGCAAATTTGATTTTTTTTTTTTTTTTCAGAGAC 
GGGGTCTCGCAACATTGCCCAGACTTCCTTTGTGTTAGTTAATAAAGCTTTCTCAACTGCC 
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FIGURE 236 

MAPSSPRPALPALLVLLGALFPGPGNAQTSVSPSKVILPRGGSVLVTCSTSCDQPKLLGIETPLPKKELLLPGNN 
RKVYELSWQEDSQPMCYSNCPDGQSTAKTFLTVYWTPERVELAPLPSWQPVGKNLTLRCQVEGGAPRANLTVVL 
LRGEKELKREPAVGEPAEVTTTVLVRRDHHGANFSCRTELDLRPQGLELFENTSAPYQLQTFVLPATPPQLVSPR 
VLEVDTQGTWCSLDGLFPVSEAQVHLALGDQRLNPTVTYGNDSFSAKASVSVTAEDEGTQRLTCAVILGNQSQE 
TLQTVTIYSFPAPNVILTKPEVSEGTEVTVKCEAHPRAKVTLNGVPAQPLGPRAQLLLKATPEDNGRSFSCSATL 
EVAGQLIHKNQTRELRVLYGPRLDERDCPGNWTWPENSQQTPMCQAWGNPLPELKCLKDGTFPLPIGESVTVTRD 
LEGTYLCRARS TQGE VTREVTVNVLSPRYE I VI I TWAAAVIMGTAGLS T YL YNRQRKI KKYRLQQAQKGTPMKP 
NTQATPP 
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FIGURE 237 

GCGCCCCAGTCGACGCTGAGCTCCTCTGCTACTCAGAGTTGCAACCTCAGCCTCGCTATG3CTCCCAGCAGCCCC 
CGGCCCGCGCTGCCCGCACTCCTGGTCCTGCTCGGGGCTCTGTTCCCAGGACCTGGCAATGCCCAGACATCTGTG 
TCCCCCTCAAAAGTCATCCTGCCCCGGGGAGGCTCCGTGCTGGTGACATGCAGCACCTCCTGTGACCAGCCCAAG 
TTGTTGGGCATAGAGACCCCGTTGCCTAAAAAGGAGTTGCTCCTGCCTGGGAACAACCGGAAGGTGTATGAACTG 
AGCAATGTGCAAGAAGATAGCCAACCAATGTGCTATTCAAACTGCCCTGATGGGCAGTCAACAGCTAAAACCTTC 
CTCACCGTGTACTGGACTCCAGAACGGGTGGAACTGGCACCCCTCCCCTCTTGGCAGCCAGTGGGCAAGAACCTT 
ACCCTACGCTGCCAGGTGGAGGGTGGGGCACCCCGGGCCAACCTCACCGTGGTGCTGCTCCGTGGGGAGAAGGAG 
CTGAAACGGGAGCCAGCTGTGGGGGAGCCCGCTGAGGTCACGACCACGGTGCTGGTGAGGAGAGATCACCATGGA 
GCCAATTTCTCGTGCCGCACTGAACTGGACCTGCGGCCCCAAGGGCTGGAGCTGTTTGAGAACACCTCGGCCCCC 
TACCAGCTCCAGACCTTTGTCCTGCCAGCGACTCCCCCACAACTTGTCAGCCCCCGGGTCCTAGAGGTGGACACG 
CAGGGGACCGTGGTCTGTTCCCTGGACGGGCTGTTCCCAGTCTCGGAGGCCCAGGTCCACCTGGCACTGGGGGAC 
CAGAGGTTGAACCCCACAGTCACCTATGGCAACGACTCCTTCTCGGCCAAGGCCTCAGTCAGTGTGACCGCAGAG 
GACGAGGGCACCCAGCGGCTGACGTGTGCAGTAATACTGGGGAACCAGAGCCAGGAGACACTGCAGACAGTGACC 
ATCTACAGCTTTCCGGCGCCCAACGTGATTCTGACGAAGCCAGAGGTCTCAGAAGGGACCGAGGTGACAGTGAAG 
TGTGAGGCCCACCCTAGAGCCAAGGTGACGCTGAATGGGGTTCCAGCCCAGCCACTGGGCCCGAGGGCCCAGCTC 
CTGCTGAAGGCCACCCCAGAGGACAACGGGCGCAGCTTCTCCTGCTCTGCAACCCTGGAGGTGGCCGGCCAGCTT 
ATACACAAGAACCAGACCCGGGAGCTTCGTGTCCTGTATGGCCCCCGACTGGACGAGAGGGATTGTCCGGGAAAC 
TGGACGTGGCCAGAAAATTCCCAGCAGACTCCAATGTGCCAGGCTTGGGGGAACCCATTGCCCGAGCTCAAGTGT 
CTAAAGGATGGCACTTTCCCACTGCCCATCGGGGAATCAGTGACTGTCACTCGAGATCTTGAGGGCACCTACCTC 
TGTCGGGCCAGGAGCACTCAAGGGGAGGTCACCCGCGAGGTGACCGTGAATGTGCTCTCCCCCCGGTATGAGATT 
GTCATCATCACTGTGGTAGCAGCCGCAGTCATAATGGGCACTGCAGGCCTCAGCACGTACCTCTATAACCGCCAG 
CGGAAGATCAAGAAATACAGACTACAACAGGCCCAAAAAGGGACCCCCATGAAACCGAACACACAAGCCACGCCT 
CCCTGAACCTATCCCGGGACAGGGCCTCTTCCTCGGCCTTCCCATATTGGTGGCAGTGGTGCCACACTGAACAGA 
GTGGAAGACATATGCCATGCAGCTACACCTACCGGCCCTGGGACGCCGGAGGACAGGGCATTGTCCTCAGTCAGA 
TACAACAGCATTTGGGGCCATGGTACCTGCACACCTAAAACACTAGGCCACGCATCTGATCTGTAGTCACATGAC 
TAAGCCAAGAGGAAGGAGCAAGACTCAAGACATGATTGATGGATGTTAAAGTCTAGCCTGATGAGAGGGGAAGTG 
GTGGGGGAGACATAGCCCCACCATGAGGACATACAACTGGGAAATACTGAAACTTGCTGCCTATTGGGTATGCTG 
AGGCCCACAGACTTACAGAAGAAGTGGCCCTCCATAGACATGTGTAGCATCAAAACACAAAGGCCCACACTTCCT 
GACGGATGCCAGCTTGGGCACTGCTGTCTACTGACCCCAACCCTTGATGATATGTATTTATTCATTTGTTATTTT 
ACCAGCTATTTATTGAGTGTCTTTTATGTAGGCTAAATGAACATAGGTCTCTGGCCTCACGGAGCTCCCAGTCCA 
TGTCACATTCAAGGTCACCAGGTACAGTTGTACAGGTTGTACACTGCAGGAGAGTGCCTGGCAAAAAGATCAAAT 
GGGGCTGGGACTTCTCATTGGCCAACCTGCCTTTCCCCAGAAGGAGTGATTTTTCTATCGGCACAAAAGCACTAT 
ATGGACTGGTAATGGTTCACAGGTTCAGAGATTACCCAGTGAGGCCTTATTCCTCCCTTCCCCCCAAAACTGACA 
CCTTTGTTAGCCACCTCCCCACCCACATACATTTCTGCCAGTGTTCACAATGACACTCAGCGGTCATGTCTGGAC 
ATGAGTGCCCAGGGAATATGCCCAAGCTATGCCTTGTCCTCTTGTCCTGTTTGCATTTCACTGGGAGCTTGCACT 
ATTGCAGCTCCAGTTTCCTGCAGTGATCAGGGTCCTGCAAGCAGTGGGGAAGGGGGCCAAGGTATTGGAGGACTC 
CCTCCCAGCTTTGGAAGGGTCATCCGCGTGTGTGTGTGTGTGTATGTGTAGACAAGCTCTCGCTCTGTCACCCAG 
GCTGGAGTGCAGTGGTGCAATCATGGTTCACTGCAGTCTTGACCTTTTGGGCTCAAGTGATCCTCCCACCTCAGC 
CTCCTGAGTAGCTGGGACCATAGGCTCACAACACCACACCTGGCAAATTTGATTTTTTTTTTTTTTTTCAGAGAC 
GGGGTCTCGCAACATTGCCCAGACTTCCTTTGTGTTAGTTAATAAAGCTTTCTCAACTGCC 
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FIGURE 238 

MAPSSPRPALPALLVLLGALFPGPGNAQXSVSPSKVILPRGGSVLVTCSTSCDQPKLLGIETPLPKKELLLPGNN 
RKVYELSITVQEDSQPMCYSNCPDGQSTAKTFLT^ 

LRGEKELKREPAVGEPAEVTTTVLVRRDHHGANFSCRTELDLRPQGLELFENTSAPYQLQTFVIjPATPPQLVSPR 

VLEVDTQGTWCSLDGLFPVSEAQVHLALGDQRLNPTVTYGNDSFSAKASVSVTAEDEGTQRLTCAVILGNQSQE 

TLQTVTIYSFPAPNVIIiTKPEVSEGTEVTVKCEAHPRAKVTLNGVPAQPLGPRAQLIiLKATPEDNGRSFSCSATL 

EVAGQLIHKNQTRELRVLYGPRLDERDCPGNWTWPENSQQTPMCQAWGNPLPELKCLKDGTFPLPIGESVTVTRD 

LEGTYLCRARSTQGEVTREVTVNVLSPRYEIVIITWAAAVIMGTAGLSTYLYNRQRKIKKYRLQQAQKGTPMKP 
NTQATPP 
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FIGURE 239 

CTTCGGTCCTGCTGTAGTGCCTTCTGCGCCAGGCCCGGTTCAATCAGCGGCCACAACTGTCTAGGGCTCAGACAC 
CACCAGCCAATGAGGGAGGGCACGTGGAGCCGCGTCTGGGCTCGCGGCTCCTGACCAATGGGGAAGTGGCATGTG 
GGAGGGCGCCGGGGTTCCCCCCGCCAATGGGGAGCTACGGCGCGCGGCCGGGACTTGGAGGCGGTGCGGCGCGGC 
GGGTGCGGTTCAGTCGGTCGGCGGCGGCAGCGGAGGAGGAGGAGGAGGAGGAGGATGAGGAGGATGAGGAGGATG 
TGGGCCACGCAGGGGCTGGCGGTGCGCGTGGCTCTGAGCGTGCTGCCGGGCAGCCGGGCGCTGCGGCCGGGCGAC 
TGCGAAGTTTGTATTTCTTATCTGGGAAGATTTTACCAGGACCTCAAAGACAGAGATGTCACATTCTCACCAGCC 
ACTATTGAAAACGAACTTATAAAGTTCTGCCGGGAAGCAAGAGGCAAAGAGAATCGGTTGTGCXACTATATCGGG 
GCCACAGATGATGCAGCCACCAAAATCATCAATGAGGTATCAAAGCCTCTGGCCCACCACATCCCTGTGGAGAAG 
ATCTGTGAGAAGCTTAAGAAGAAGGACAGCCAGATATGTGAGCTTAAGTATGACAAGCAGATCGACCTGAGCACA 
GTGGACCTGAAGAAGCTCCGAGTTAAAGAGCTGAAGAAGATTCTGGATGACTGGGGGGAGACATGCAAAGGCTGT 
GCAGAAAAGTCTGACTACATCCGGAAGATAAATGAACTGATGCCTAAATATGCCCCCAAGGCAGCCAGTGCACCG 
ACCGATTTGTAGTCTGCTCAATCTCTGTTGCACCTGAGGGGGAAAAAACAGTTCAACTGCTTACTCCCAAAACAG 
CCTTTTTGTAATTTATTTTTTAAGTGGGCTCCTGACAATACTGTATCAGATGTGAAGCCTGGAGCTTTCCTGATG 
ATGCTGGCCCTACAGTACCCCCATGAGGGGATTCCCTTCCTTCTGTTGCTGGTGTACTCTAGGACTTCAAAGTGT 
GTCTGGGATTTTTTTATTAAAGAAAAAAAATTTCTAGCTGTCAAAAAAAAAAA 
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FIGURE 240 

MGKWHVGGRRGSPRQWGATARGRDLEAVRRGGCGSVGRRRQRRRRRRRRMRRM 

ALRPGDCEVCISYLGRFYQDLKDRDVTFSPATIENELIKFCREARGKENRLCYYIGATDDAATKIINEVSKPLAH 

HIPVEKICEKLKKKDSQICELKYDKQIDLSTVDLPCKLRVKELKKILDDWGETCKGCAEKSDYIRKINELMPKYAP 
KAASAPTDL 
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FIGURE 241 

CGGAGCCGCCCGCTGAGGTCAGAAGGAGGCGTCTGCGCTGATCGGGTCCGCCGCGCGCCAGAGCCAGAGTCGCAG 
CCGAGGGGAGCCGGGGCCGGAGCCCGAGCCCGAGCCGAGCCGGAGCCCGAGCGAGCGGCGGAGACCGTGCCCCCG 
CCTCGGCCCCGCGCCGCCGCGGCCAGGCCCGGCATGGAGGAGGAGTGCCGGGTGCTCTCCATACAGAGCCACGTC 
ATCCGCGGCTACGTGGGCAACCGGGCGGCCACGTTCCCGCTGCAGGTTTTGGGATTTGAGATTGACGCGGTGAAC 
TCTGTCCAGTTTTCAAACCACACAGGCTATGCCCACTGGAAGGGCCAAGTGCTGAATTCAGATGAGCTCCAGGAG 
TTGTACGAAGGCCTGAGGCTGAACAACATGAATAAATATGACTACGTGCTCACAGGTTATACGAGGGACAAGTCG 
TTCCrGGCCATGGTGGTGGACATTGTGCAGGAGCTGAAGCAGCAGAACCCCAGGCTGGTGTACGTGTGTGATCCA 
GTCTXGGGTGACAAGTGGGACGGCG7U\GGCTCGATGTACGTCCCGGAGGACCTCCTTCCCGTCTACAAAGAAAAA 
GTGGTGCCGCTTGCAGACATTATCACGCCCAACCAGTTTGAGGCCGAGTTACTGAGTGGCCGGAAGATCCACAGC 
CAGGAGGAAGCCTTGCGGGTGATGGACATGCTGCACTCTATGGGCCCCGACACCGTGGTCATCACCAGCTCCGAC 
CTGCCCTCCCCGCAGGGCAGCAACTACCTGATTGTGCTGGGGAGTCAGAGGAGGAGGAATCCCGCTGGCTCCGTG 
GTGATGGAACGCATCCGGATGGACATTCGCAAAGTGGACGCCGTCTTTGTGGGCACTGGGGACCTGTTTGCTGCC 
ATGCTCCTGGCGTGGACACACAAGCACCCCAATAACCTCAAGGTGGCCTGTGAGAAGACCGTGTCTACCTTGCAC 
CACGTTCTGCAGAGGACCATCCAGTGTGCAAAAGCCCAGGCCGGGGAAGGAGTGAGGCCCAGCCCCATGCAGCTG 
GAGCTGCGGATGGTGCAGAGCAAAAGGGACATCGAGGACCCAGAGATCGTCGTCCAGGCCACGGTGCTG TGAG GG 
CCCCGCCGCTTGCCCGTGACACGCAGCGCGTTGGTGTCTCCGTGTTTGTCCCTGTGAAAACATGTAACGTCTGCC 
TTAGAGCCATGACCGAAACTTGATATTTTTTTCTTTCATGAGTGTCCGGCATCTGCTGGTCTTCATTGTGAAACG 
TGCCAGTCGTGCTTTGTGAAAAATAACAAAGTGGTCACAAAAAAAAAAAAAAAAAA 
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FIGURE 242 

MEEECRVLSIQSHVIRGYVGNRAATFPLQVLGFEIDAVNSVQFSNHTGYAHWKGQVLNSDELQELYEGLRLNNMN 
KYDYVLTGYTRDKSFLAMVVDIVQELKQQNPRLVYVC 

QFEAELLSGRKIHSQEEALRVMDMLHSMGPDTVVITSSDLPSPQGSNYLIVLGSQRRRNPAGSVVMERIRMDIRK 
VDAVFVGTGDLFAAMLLAWTHKHPNNLKVACEKTVSTLHHVLQRTIQCAKAQAGEGVRPSPMQLELRMVQSKRDI 
EDPE I WQATVL 
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FIGURE 243 

GAATTCCCCCCCCCCCCCCAGTGCTCCGCGCGCTCTTGACGTCCGGAGCCCCTGGAGTAGGCGCTTCCGGCCATT 
CATACTGCAGTCGGTCAGTGTTCGGTTGAAGGATTCTGTGTGCTGTCGGACCCAGAGGGTGACGGCGCCGCTAGG 
ATGAAGCTCGTGAGATTTTTGATGAAATTGAGTCATGAAACTGTAACCATTGAATTGAAGAACGGAACACAGGTC 
CATGGAACAATCACAGGTGTGGATGTCAGCATGAATACACATCTTAAAGCTGTGAAAATGACCCTGAAGAACAGA 
GAACCTGTACAGCTGGAAACGCTGAGTATTCGAGGAAATAACATTCGGTATTTTATTCTACCAGACAGTTTACCT 
CTGGATACACTACTTGTGGATGTTGAACCTAAGGTGAAATCTAAGAAAAGGGAAGCTGTTGCAGGAAGAGGCAGA 
GGAAGAGGAAGAGGAAGAGGACGTGGCCGTGGCAGAGGAAGAGGGGGTCCTAGGCGATAATGTCTCTCAAGATTT 
CAAAGTCATATGAGATTTGGGATATTTTTTGTACAGGTTGTGTTTGTTTATGTCAGTTTTTAATAAACATAAATG 
TGGGACAGAGCTGTCTATTTAGTATATCAAAGTTTTAGTAGTTTCCTCCACATTCACGAAATTACCACAGTGAGA 
GCTAAGCATTTCTACTGGGCAGTTTCATTTTTAGTTGATCAGGTTTTAAGTTTTTGAACTAAAATTTTTCTTTTT 
CTTTTTATGATGAATAAGGTTAAAATAAAAGCCTTAGACAAATTAAATTTGGCAGAGTTTAATTGAGCAAAGGAC 
AATTCACAAATCAGGTAGCCCCTGAACCATAATAGGCTCAGAGGCTTCAGCCCAGCTGCATAGTTGAAGATTTAT 
GGACAGAAGGAAAGTGATGTATGGAAAATGGAAGTGAGATACAGCAACAGCCGGATTAGTTACAGTTCAGCGTTT 
GCCTTATTTGAATATGGTTTGAACAGTTCGCTGTCTTTGGTTGGCTGAAACTTAGTGATTGCCACAAGAGTAGGG 
TACCGTCTGTTTACACGTCCAGTTAGGCTACAGTTCTATGTACTGAGAAACCTTTAAGCTGAACTTGAGATATGT 
AAAGAGACTTTAGGCTAAACTTAACAATATATATAGGAATATATCCCTTCTACTTCACATGCACTGAATATGCAT 
TTTATTGCTTTACTCTTCATTCTGTGGCACCTACCCACAGGGGAAGTAAGAAGTTTGTTTTGGTATTTCGGAAAC 
TAAAGTCCTTATGGGATGGGGTCTAGAATTGATTCTCCTTTCCTGAGTTTTACTCCACGGAGTCTTAGGTACCTG 
GTAAAAAGTTGTCTTCTAAATTAAGGGTCATTGCTTTGTTGTCTAGCTGCTAATGTCTTACTTTTGTTTCTTTTG 
CTTTTTAATCAGTTCTTAATAGGATATAGTTTTATGTTTTCCAAGTTATAACTTGGAGTTAATGGTCACTAGATT 
ATCAGTTATGAGCAGTGTTAAAATCTCCTATTAATGTGTAATGTACCTGTCAGTGCCTCCTTTATTAAGGGGTTC 
T T T G AG AAT AAAAG AG AAAAG AC C T AC T T T ATT T GAC AGC AAAAAAAAAAAGG AAT TC 
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FIGURE 244 

MKLVRFLMKLSHETVTIELKNGTQVHGTITGV^ 

LDT LLVD VE P KVKS KKRE AVAGRGRGRGRGRGRGRGRGRGGP RR 
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FIGURE 245 

CGACCACCCGGCCTCGGCCAATAAGCGCCGCCCTCTCGCCCCCGTGTTACTGGGTAGAAGAAAACAAAAACAAAC 
AGAGCGAGAAGGGCCAGAGACTCTCCGAGGCGGCGGCAGAGACAGAAGAGCGGGGTCGGGGCCGGCTGACCAGGA 
ACCTGGGCGAGCAGCGGCGGGGGCCCGAGGGATTCTGAAGGAAGATTTCCATTAGGTAATTTGTTTAATCAGTGC 
AAGCGAAAXTAAGGGAAAATTCATGTAGAAAATGAGCAGATACTGAATGTAAACCCTGCAGATCCTGATAACTTA 
AGTGACTCTCTCTTTTCCGGTGATGAAGAAAATGCTGGGACTGAGGAAATAAAGAATGAAATAAATGGAAATTGG 
ATTTCAGCATCCTCCATTAACGAAGCTAGAATTAATGCCAAGGCAAAAAGGCGACTAAGGAAAAACTCATCCCGG 
GACTCTGGCAGAGGCGATTCGGTCAGCGACAGTGGGAGTGACGCCCTTAGAAGTGGATTAACTGTGCCAACCAGT 
CCAAAGGGAAGGTTGCTGGATAGGCGATCCAGATCTGGGAAAGGAAGGGGACTACCAAAGAAAGGTGGTGCAGGA 
GGCAAAGGTGTCTGGGGTACACCTGGACAGGTGTATGATGTGGAGGAGGTGGATGTGAAAGATCCTAACTATGAT 
GATGACCAGGAGAACTGTGTTTATGAAACTGTAGTTTTGCCTTTGGATGAAAGGGCATTTGAGAAGACTTTAACA 
CCAATCATACAGGAATATTTTGAGCATGGAGATACTAATGAAGTTGCGGAAATGTTAAGAGATTTAAATCTTGGT 
GAAATGAAAAGTGGAGTACCAGTGTTGGCAGTATCCTTAGCATTGGAGGGGAAGGCTAGTCATAGAGAGATGACA 
TCTAAGCTTCTTTCTGACCTTTGTGGGACAGTAATGAGCACAACTGATGTGGAAAAATCATTTGATAAATTGTTG 
AAAGATCTACCTGAATTAGCACTGGATACTCCTAGAGCACCACAGTTGGTGGGCCAGTTTATTGCTAGAGCTGTT 
GGAGATGGAATTTTATGTAATACCTATATTGATAGTTACAAAGGAACTGTAGATTGTGTGCAGGCTAGAGCTGCT 
CTGGATAAGGCTACCGTGCTTCTGAGTATGTCTAAAGGTGGAAAGCGTAAAGATAGTGTGTGGGGCTCTGGAGGT 
GGGCAGCAATCTGTCAATCACCTTGTXAAAGAGATTGATATGCTGCTGAAAGAATATTTACTCTCTGGAGACATA 
TCTGAAGCTGAACATTGCCTTAAGGAACTGGAAGTACCTCATTTTCACCATGAGCTTGTATATGAAGCTATTATA 
ATGGTTTTAGAGTCAACTGGAGAAAGTACATTTAAGATGATTTTGGATTTATTAAAGTCCCTTTGGAAGTCTTCT 
ACCATTACTGTAGACCAAATGAAAAGAGGTTATGAGAGAATTTACAATGAAATTCCGGACATTAATCTGGATGTC 
CCACATTCATACTCTGTGCTGGAGCGGTTTGTAGAAGAATGTTTTCAGGCTGGAATAATTTCCAAACAACTCAGA 
GATCTTTGTCCTTCAAGGGGCAGAAAGCGTTTTGTAAGCGAAGGAGATGGAGGTCGTCTTAAACCAGAGAGCTAC 
TGAATATAAGAACTCTTGCAGTCTTAGATGTTATAAAAATATATATCTGAATTGTAAGAGTTGTTAGCACAAGTT 
TTTTTTTTTTTTTTTTTTAAGCACTTGTTTTGGGTACAAGGCATTTCTGACATTTTATAAACCTACATTTAAGGG 
GAATTTTTAAAGGAAATGTTTTTTCTTTTTTTTTTGTTTTrCGAGGGGGCAAGGAGGGACAGAAAAGTAACCTCT 
TCTTAAGTGGAATATTCTAATAAGCTACCTTTTGTAAGTGCCATGTTTATTATCTAATCATTCCAAGTTTTGCAT 
TGATGTCTGACTGCCACTCCTTTCTTTCAAGGACAGTGTTTTTTGTAGTAAAATCACTGGTTTATACAAAGCTTT 
ATTTAGGGGGTAAAGTTAAGCTGCTAAAACCCCATGTTGGCTGCTGCTGTTGAGATACTGTGCTTTGGGAGTAAA 
AAAAGAAAGTTATTTCTTTGTCTTAAAGAATTTTTAAAAAATTAGTCATGAGACTTATTCATCTTTCCAGGGAAC 
ATACTGATTGGTCTTAAAAGACTAGACAGTTAAGTAAAAGGTGGCTGGAACATCTATTTTTCTACAAAACTGGAA 
AAATGAACCTGGTTCTAGAAGAATGTACACCAAAATAAAACATGTGAAGCAGTAAAAAAAAAAAAAAAA 
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FIGURE 246 

MDVENEQILNVNPADPDNLSDSLFSGDEENAGTEEIKNEINGNWISASSINEARINAKAKRRLRKNSSRDSGRGD 
SVSDSGSDALRSGLTVPTSPKGRLLDRRSRSGKGRGLPKKGGAGGKGVWGTPGQVYDVEEVDVKDPNYDDDQENC 
VYETVVLPLDERAFEKTLTPIIQEYFEHGDTNEVAEMLRDLNLGEMKSGVPVLAVSLALEGKASHREMTSKLLSD 
LCGTVMSTTDVEKSFDKLLKDLPELALDTPRAPQLVGQFIARAVGDGILCNTYIDSYKGTVDCVQARAALDKATV 
LLSMSKGGKRKDSVWGSGGGQQSVNHLVKEIDMLLKEYLLSGDISEAEHCLKELEVPHFHHELVYEAIIMVLEST 
GESTFKMILDLLKSLWKSSTITVDQMKRGYERIYNEIPDINLDVPHSYSVLERFVEECFQAGIISKQLRDLCPSR 
GRKRFVSEGDGGRLKPESY 
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FIGURE 247 

CGACCACCCGGCCTCGGCCAATAAGCGCCGCCCTCTCGCCCCCGTGTTACTGGGTAGAAGAAAACAAAAACAAAC 
AGAGCGAGAAGGGCCAGAGACTCTCCGAGGCGGCGGCAGAGACAGAAGAGCGGGGTCGGGGCCGGCTGACCAGGA 
ACCTGGGCGAGCAGCGGCGGGGGCCCGAGGGATTCTGAAGGAAGATTTCCATTAGGTAATTTGTTTAATCAGTGC 
AAGCGAAATTAAGGGAAAATGGATGTAGAAAATGAGCAGATACTGAATGTAAACCCTGCAGATCCTGATAACTTA 
AGTGACTCTCTCTTTTCCGGTGATGAAGAAAATGCTGGGACTGAGGAAATAAAGAATGAAATAAATGGAAATTGG 
ATTTCAGCATCCTCCATTAACGAAGCTAGAATTAATGCCAAGGCAAAAAGGCGACTAAGGAAAAACTCATCCCGG 
GACTCTGGCAGAGGCGATTCGGTCAGCGACAGTGGGAGTGACGCCCTTAGAAGTGGATTAACTGTGCCAACCAGT 
CCAAAGGGAAGGTTGCTGGATAGGCGATCCAGATCTGGGAAAGGAAGGGGACTACCAAAGAAAGGTGGTGCAGGA 
GGCAAAGGTGTCTGGGGTACACCTGGACAGGTGTATGATGTGGAGGAGGTGGATGTGAAAGATCCTAACTATGAT 
GATGACCAGGAGAACTGTGTTTATGAAACTGTAGTTTTGCCTTTGGATGAAAGGGCATTTGAGAAGACTTTAACA 
CCAATCATACAGGAATATTTTGAGCATGGAGATACTAATGAAGTTGCGGAAATGTTAAGAGATTTAAATCTTGGT 
GAAATGAAAAGTGGAGTACCAGTGTTGGCAGTATCCTTAGCATTGGAGGGGAAGGCTAGTCATAGAGAGATGACA 
TCTAAGCTTCTTTCTGACCTTTGTGGGACAGTAATGAGCACAACTGATGTGGAAAAATCATTTGATAAATTGTTG 
AAAGATCTACCTGAATTAGCACTGGATACTCCTAGAGCACCACAGTTGGTGGGCCAGTTTATTGCTAGAGCTGTT 
GGAGATGGAATTTTATGTAATACCTATATTGATAGTTACAAAGGAACTGTAGATTGTGTGCAGGCTAGAGCTGCT 
CTGGATAAGGCTACCGTGCTTCTGAGTATGTCTAAAGGTGGAAAGCGTAAAGATAGTGTGXGGGGCTCTGGAGGT 
GGGCAGCAATCTGTCAATCACCTTGTTAAAGAGATTGATATGCTGCTGAAAGAATATTTACTCTCTGGAGACATA 
TCTGAAGCTGAACATTGCCTTAAGGAACTGGAAGTACCTCATTTTCACCATGAGCTTGTATATGAAGCTATTATA 
ATGGTTTTAGAGTCAACTGGAGAAAGTACATTTAAGATGATTTTGGATTTATTAAAGTCCCTTTGGAAGTCTTCT 
ACCATTACTGTAGACCAAATGAAAAGAGGTTATGAGAGAATTTACAATGAAATTCCGGACATTAATCTGGATGTC 
CCACATTCATACTCTGTGCTGGAGCGGTTTGTAGAAGAATGTTTTCAGGCTGGAATAATTTCCAAACAACTCAGA 
GATCTTTGTCCTTCAAGGGGCAGAAAGCGTTTTGTAAGCGAAGGAGATGGAGGTCGTCTTAAACCAGAGAGCTAC 
TGAATATAAGAACTCTTGCAGTCTTAGATGTTATAAAAATATATATCTGAATTGTAAGAGTTGTTAGCACAAGTT 
TTTTTTTTTTTTTTTTTTAAGCACTTGTTTTGGGTACAAGGCATTTCTGACATTTTATAAACCTACATTTAAGGG 
GAATTTTTAAAGGAAATGTTTTTTCTTTTTTTTTTGTTTTTCGAGGGGGCAAGGAGGGACAGAAAAGTAACCTCT 
TCTTAAGTGGAATATTCTAATAAGCTACCTTTTGTAAGTGCCATGTTTATTATCTAATCATTCCAAGTTTTGCAT 
TGATGTCTGACTGCCACTCCTTTCTTTCAAGGACAGTGTTTTTTGTAGTAAAATCACTGGTTTATACAAAGCTTT 
ATTTAGGGGGTAAAGTTAAGCTGCTAAAACCCCATGTTGGCTGCTGCTGTTGAGATACTGTGCTTTGGGAGTAAA 
AAAAGAAAGTTATTTCTTTGTCTTAAAGAATTTTTAAAAAATTAGTCATGAGACTTATTCATCTTTCCAGGGAAC 
ATACTGATTGGTCTTAAAAGACTAGACAGTTAAGTAAAAGGTGGCTGGAACATCTATTTTTCTACAAAACTGGAA 
AAATGAACCTGGTTCTAGAAGAATGTACACCAAAATAAAACATGTGAAGCAGTAAAAAAAAAAAAAAAA 
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FIGURE 248 

MTKYPDNLSDSLFSGDEENAGTEEIKNEINGNWISASSINEARINAKAKRRLRKNSSRDSGRGDSVSDSGSDALR 
SGLTVPTSPKGRLLDRRSRSGKGRGLPKKGGAGGKGVWGTPGQVYDVEEVDVKDPNYDDDQENCVYETWLPLDE 
RAFEKTLTPIIQEYFEHGDTNEVAEMLRDLNLGEMKSGVPVLAVSLALEGKASHREMTSKLLSDLCGTVMSTTDV 
EKSFDKLLKDLPELALDTPRAPQLVGQFIARAVGDGILCNTYIDSYKGTVDCVQARAALDKATVLLSMSKGGKRK 
DSVWGSGGGQQSVNHLVKEIDMLLKEYLLSGDISEAEHCLKELEVPHFHHELVYEAIIMVLESTGESTFKMILDL 
LKSLWKSSTITVDQMKRGYERIYNEIPDINLDVPHSYSVLERFVEECFQAGIISKQLRDLCPSRGRKRFVSEGDG 
GRLKPESY 
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FIGURE 249 

CGGAGCCAGCGTGGGAGGCCGCTGCCGTCGCGCGCCTTGGTTTTTCTGTTCCTTTTTTTTTTTTTTTTTTAACTT 

CCTGCCTATCACACGCAGCCATCAGCCCACAAAGACATGACTACCAACGCGGGCCCCTTGCACCCATACTGGCCT 

CAGCACCTAAGACTGGACAACTTTGTACCTAATGACCGCCCCACCTGGCATATACTGGCTGGCCTCTTCTCTGTC 

ACAGGGGTCTTAGTCGTGACCACATGGCTGTTGTCAGGTCGTGCTGCGGTTGTCCCATTGGGGACTTGGCGGCGA 

CTGTCCCTGTGCTGGTTTGCAGXGTGTGGGTTCATTCACCTGGTGATCGAGGGCTGGTTCGTTCTCTACTACGAA 

GACCTGCTTGGAGACCAAGCCTTCTTATCTCAACTCTGGAAAGAGTATGCCAAGGGAGACAGCCGATACATCCTG 

GGTGACAACTTCACAGTGTGCATGGAAACCATCACAGCTTGCCTGTGGGGACCACTCAGCCTGTGGGTGGTGATC 

GCCTTTCTCCGCCAGCATCCCCTCCGCTTCATTCTACAGCTTGTGGTCTCTGTGGGCCAGATCTATGGGGATGTG 

CTCTACTTCCTGACAGAGCACCGCGACGGATTCCAGCACGGAGAGCTGGGCCACCCTCTCTACTTCTGGTTTTAC 

TTTGTCTTCATGAATGCCCTGTGGCTGGTGCTGCCTGGAGTCCTTGTGCTTGATGCTGTGAAGCACCTCACTCAT 

GCCCAGAGCACGCTGGATGCCAAGGCCACAAAAGCCAAGAGCAAGAAGAACTGA3GAGTGGTGGACCAGGCTCGA 

ACACTGGCCGAGGAGGAGCTCTCTGCCTGCCAGAAGAGTCTAGTCCTGCTCCCACAGTTTGGAGGGACAAAGCTA 

ATTGATCTGTCACACTCAGGCTCATGGGCAGGCACAAGAAGGGGAATAAAGGGGCTGTGTGAAGGCACTGCTGGG 

AGCCATTAGAACACAGATACAAGAGAAGCCAGGAGGTCTATGATGGTGACGATTTTTAAAATCAGGAAATAAAAG 
ATCTTGACTCTAAAAAAAAAAAA 
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FIGURE 250 

MTTNAGPLHPYWPQHLRLDNFVPNDRPTWHILAGLFSVTGVLWTTWLLSGRAAWPLGTWRRLSLCWFAVCGFI 
HLVIEGWF^YYEDLLGDQAFLSQLWKEYAKGDSRYILGDNFTVCMETITACLWGPLSLWVVIAFLRQHPLRFIL 
QLWSVGQIYGDVLYFLTEHRDGFQHGELGHPLYFWFYFVFMNALWLVLPGVLVLDAVKHLTHAQSTLDAKATKA 
KSKKN 
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FIGURE 251A 

CGXGCGGCGGXGGGCXGGXCXXCCGCGGCCGGCGXXGCGCCGCGGCGGAGGGXGGGCGCGCGGGGAGCGGGAXGG 

AGCTGGGGCGACCCTTGCTGGAGGTACTGGCCTCAGCCCTTTCTCCCGCTTCCCCACCCCTCTTACCCCCAGATT 

ACAXXCXCXGXGXGGXGXCXXXACX<SCAGAXGAAGGAXXXGGGGGCAGAGCACXXGGCAGGXCAXGAAGGGGXCC 

AACTTCTCGGGTTGTTGAACGTCTACCTGGAACAAGAAGAGAGATTCCAACCTCGAGAAAAAGGGCTGAGTTTGA 

XXGAGGCXACCCCGGAGAAXGAXAACACXXXGXGXCCAGGAXXGAGAAAXGCCAAAGXXGAAGAXXXAAGGAGXX 

XAGCCAACXXXXXXGGAXCXXGCACXGAAACXXXXGXCCXGGCXGXCAAXAXXXXGGACAGGXXCXXGGCXCXXA 

XGAAGGXGAAACCXAAACATXXGTCXXGCAXXGGAGXCXGXXCXXXXXXGCXGGCXGCXAGAAXAGXXGAAGAAG 

ACTGCAATATTCCATCCACTCATGATGTGATCCGGATTAGTCAGTGTAAATGTACTGCTTCTGACATAAAACGGA 

XGGAAAAAAXAAXXXCAGAAAAAXXGCACXAXGAAXXGGAAGCXACXACXGCCXXAAACXXXXXGCACXXATACC 

ATACTATTATACTTTGTCATACTTCAGAAAGGAAAGAAATACTGAGCCTTGATAAACTAGAAGCTCAGCTGAAAG 

CTTGCAACTGCCGACTCATCTTTTCAAAAGCAAAACCATCTGTATTAGCCTTGTGCCTTCTCAATTTGGAAGTGG 

AAACTTTGAAATCTGTTGAATTACTGGAAATTCTCTTGCTAGTTAAAAAACATTCCAAGAXTAATGACACTGAGT 

TCTTCTACTGGAGAGAGTTGGTTTCTAAATGCCTAGCCGAGTATTCTTCTCCTGAATGTTGCAAACCAGATCTTA 

AGAAGTTGGTTTGGATCGTTTCAAGGCGCACAGCCCAGAACCTCCACAACAGCTACTATAGTGTTCCTGAGCTGC 

CAACGATACCTGAGGGGGGTTGTTTTGATGAAAGTGAAAGTGAGGACTCTTGTGAAGATATGAGTTGTGGAGAGG 

AGAGTCTCAGCAGCTCTCCTCCCAGTGATCAAGAGTGCACCTTCTTTTTCAACTTCAAAGTGGCACAAACACTGT 

GCTTTCCATCTTAGAAATCTGATTGTTCTGTCAGAATTTATATTTACAGGTTTCAAAGCAATAAATGGGGGAATA 

GGTAGTTTCCTGGTTTAGCCCCCATCTAGTCAGGAATTAATATACTGGAATACCTACCTTCTATTTGTTATTCAG 

ATCAGATCTGGCCTATTTTCATATTTATCCTAAGCCATCAAATGGGGTAGTGCCTCTTAAACCATTAACAGTACT 

XXAGACAXXGGCACXXXAXXXXXCXCGXAGAXCXXTAGCXACXXTGGGGAGGAGGGAAGGXGCXGAXACCXXCAA 

XXXGXXACXXXXCAAGAXXXXXAAAAAXAACXAGXGXAGCXXAXCXXAAACAXXXXAXAAAACCXXCAGAXGXCX 

XXAAGCAGAXXGGAAGXAXGCAAGXGCXXCCXXAGCAGGGACAGXGGAXAAXCCXXAATGGXXXAXCAXAGAXXX 

CACCCTCCCCCCTTCTCAGAAGAGTGAGTATGCTCTTAAATGTCAAACACATTTTTGTTGTTTTGTTTTTTAAAT 

GAXCAGXGXCXAXXXGAXGXGATGCAGAXCXXAXAAAXXXGGGAAXXAXAAXAXXGACAXXXCXGXGAXXXXXAX 

ATATGTAATGTCTTAATTGAGATTTCTGTTAAGGCAGAAATAATTAGGCTAGGGCTCTTAGTTTTCATTCCTATT 

GCCCAAGTATTGTCAAACTATGGTATTATTTTAATGTTACTTTAAAAATCCATAATCTGCTAGTTTTGCATGTAC 

XXAXAXGAAAACAGXGCAGXAAGXTGAAAACXCAGXATCXAXGGAAXXGAXAAAXGXIGATCXGGXGXAGXAXAX 

TTTATCGCATTTTCTTATATTAAAAAATGTCTGCATGATTACATTTTATTTCCTTTGTAATTTACATTTCAGAAT 

AGTGTATTGCTATATGGGTGCCAAGATTGAATATGAAGAACCCGAGTGTTTGTAGTATTATAGXTTTAAGCAAAT 

CTGTGTGGtGATACAGCCATAAGAATGGGGCTTATATAAACTCTGTACATGTAAGATTTTGTACAGAGAATTTTT 

AACXXXAXAAAXXGTAXAXGAACAXGXAAAXCXXXXAAAAXGXACAXAAAAXACXGXATXXXXXXACCXXGXGXG 

XGAXAGXCXAGXCAXXGCAXGXAAAXAXAAXXXAXXAXGXAXTCXGXAGXAXAAAXCAXACAXXGAXGACXXACA 

XXXXXACXGGXAAGXCAACAXCCGXXGGAXGXXXXCXGAAGXGGCXCXXXXXGAAGXGAXAAXAGAXXGXAAXXC 

AAAAXAAAAXXAXXAAXGAAXXCXCCTXGXXXGGGAXCACAXCXXAAXXXXXAAXCXGXXAAAAGXXCXXGATGX 

AXXXXAAXGAGAAGACXXXAGGXGAGGCXACAGXGAXTCCAGAGXGAGCCXXCXAACXGGCXAGCAGAAGXXCTC 

XAGGXXXGGCAXCXGXGCCXXGGAGAXACXGAAAGAGAAXCXGXCAXXXGACAAXXGACCXCXXXGXGGGAXGGA 

CXCAXXAAGXAXGCXCXCAGAGACXGGXAXAXXACCAGAAXGCCXAXXAAXXXXCAGXGAGAGGCAACAGGXAXX 

AAGTAGAACAGAAXGCXCAGGXXGGCAGAXXAGAACGAXCXXXCAGGAGACAAAGCAAGXXXXAAXCAGXXGXXX 

GGXXAAXAAGXAXGGGGXGXXCGCXGXGAXAGGGCCCCGCCAGCXXCXGGCTCXXGXGGACCXCAAAAGXAXCAG 

GXGGXXXXGCAAGXGGXGGXCCXXXCCCCXGCCCCACCCCAAXAGGXXCCCCATCXGXCXAGXXXGAXXXXXGXA 

GACCXXXGXXXXCXCXAGXXAGAAAAXCAGGXACACXGAAXAXGGXTXXCAXGXAACACCXCXXCXCXGGAGAXA 

GGGGXAXGXXXXCCXACCCXXCXAGTGGAGAAXCCXACXXGAGGATGACCXXXCCXCXCXXACXAAAXAAXAXXA 

GXAAAXAGXGGGCAAXAXAXXCXGCXXXCAGAXXXXGAXXXGXXGAGAXGXAAAAGXXGXXXGGGGCXXACCAAA 

XCXCAAGACXCXCXXXAGCXCCXGCAGGAXXGXAXXGCXXXXCXXACXGGAXAXXXXXCCXGGGXAAGCAXCXXX 

GXGGCXXCAXCXCXXCCCCCXGXGGXXXXCAGXGXAXXXAGXCGAGACCXCXCXGCXGAGCXXGCAACCXGXXTA 

XXCACATGGCCXGCCAXGCCACXXGGAGGXXXCXGAXXACXCCCAAACCXGCXGGXXCXXXAXGXCXXXCXCAGC 

GAAXAAXXCCAXCXGXXCAXGXTGGAAACXXAGGXGAXAXGCXCAXCXCCXXXXGCCXGXXXAXGGAGGXCACCA 

GCCXCXAXCAXXXGXAXGAXXXCGXXTACACXGXXTAXAXCXCXCXGXCCCCCCXXXXXCXGCCAXXGGCAXGGX 
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FIGURE 251B 

XXAGACCXGXACXCXXXAXCAGCAGAGGXACXGXAATAXAXXXGXGAXCCCXCAGCXXCCAGGCXXACXCCXGGX 
CTCTGCCTTCCTATCTACATATCCTTTTAAAATAAAATTTTAACTATCTCCTGAAAAATTGTTGAGTAGGTCACG 
CACAATCAGGAGAAAAATCTATTCATGACATACAAGTCTCTGTCTAATCTGAACACTGCACCTGTCTCTGGCCTT 
TTTTTCTTGTCATTTCCTAGACCTTAAAAAATGTGTATTGAGAAAGAACTCTGTTAGCTATACAGAAGATGAACT 
GGGCAATATAGAGTAGCAGCATGGAGACCAGTCTGACXGAACTAAGGCAGTGGAAGTGXGGATGAGGAAGAGAGG 
XGAAAAXXGAGAAGCGCXAXCCXXXCXCXXXGGGCAXXAXXAGGAGGCXCACAGACAAGXCCAGGAGTCXGGXXA 
TACCCTCCTGTGCCATTCAACCAGGTGGCTTTCCCATGACTGTGATGAATAAAATTGAGAAGCCCCTGCCCTTTT 
CAGAGCAGAGGGTGAGGAGAAAGCXACCATTXTGTCCTCATCCTTACCCCCGTTGACTTGGCGAGAGATTTGACC 
XXXCAGGXXXXGAXCCXGXCAXXXXCXAGGAXGXGGXGCACGCACXXXGCXGXXGCGCAXGGXGAAGXAXXGXGC 
CXAGGXCCXGGGXCXXCAXCXGXXXGGCXCXGCXACXGXXXCCXCCXCCCAGGAAGXGXGGXXAGACAAAXAAXG 
XGXXXXAAXXACCXGXCACACXCAGGAXXAAXACAXACXCAGGXXAACXGXAGAGAGGCAXXGGCXXCAGAACAC 
XCCXCGXGACAAXXXXAACCAXXXXCXXXGXCXAGAGXCXGCCXXXXXCXXXXXXACAAXXXCXXXXAXXXCAAC 
ACTAGGXXXCAATATGGXGXXCCXGCXACCXCCCACCXCCCXCCXCCCXCAXCACACAXGCAAAXXGXCAGCXXA 
XXGAGACAACCCACXXAGATXCAXAXAXGGACAAGGACAAGGXAXXXXGCAXXXGXXACXGGAAXXCAGXXXXCC 
XAACXAXXXACXACCAGAAAXGGTCAAXAACXXACXXXGXGGXXAGCAAAXCAAAXXGXGXGAXAGAXAGXXXCC 
CAGXAXGAXGGCCAGTCAGXCXXXCCAXCCCXGXGCCXACAXGCXGCXCXXCCCGXCCACAAGXGGAGXCXGXXX 
CXCXXGAGXXXXGGCTGGCCXXAXGAAXGGCTXXGCXXACXGAAGXGCAGCAGAAGAAAXXXAGXAXAXGXCCAA 
GCCXAGGCXXXAAGAGACXGGCAGCXXXCCXXXXAXCCXXXXXGGAAGCXAGCCACCAXGCXGCAAAGAAGCXCA 
GCXGGAXXACXGAAAGAXGAGAGGCCAXGXGGAGAGAGACXCXTGAGGAXGAGAGAXXAXCXXGGAXGXXCCAGC 
CXXAAGCXCCCAGCXGAAXGXGGGXGXAXCCXCAGCXACACCACAGAAAACAGAGGAACXACXCAGXCGAXCCCA 
AXCAACCCACAGACXCACXAGAAAXAACAAAXXAXXGXXXXAAGCCACGAGGXXXXGGGGGAGGGXXGXXAAACA 
GXAAXAGAXAAGXGAGACAGAXXGCXXGXXAXXXAXGGXCAAAXGGXGAXXAXCXCXGGTGAGAXXACAGGXGAX 
GXXXXXXXXAAGXXAXGCCXAXCXGXAGXXXCCXXXXXXXCCXAAAAXXGAXXXGAAXTATTAGTGXAXXAACAG 
AAXAAAGAAXGAACXXXAAAACACACACGCXGGXXAXAXGCXXCCXCXAAXXAAAAXXCAXGGCXCTCACCAC 
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FIGURE 252 

CGGGLVFRGRRCAAAEGGRAGSGMELGRPLLEVLASALSPASPPLLPPDYILCWSLLQMKDLGAEHLAGHEGVQ 

LLGLLNVYLEQEERFQPREKGLSLIEATPENDNTLCPGLRNAKVEDLRSLANFFGSCTETFVLAVNILDRFLALM 

KVKPKHLSCIGVCSFLLAARIVEEDCNIPSTHDVIRISQCKCTASDIKRMEKIISEKLHYELEATTALNFLHLYH 

TIILCHTSERKEILSLDKLEAQLKACNCRLIFSKAKPSVLALCLLNLEVETLKSVELLEILLLVKKHSKINDTEF 

FYWRELVSKCLAEYSSPECCKPDLKKLVWIVSRRTAQNLHNSYYSVPELPTIPEGGCFDESESEDSCEDMSCGEE 
SLSSSPPSDQECTFFFNFKVAQTLCFPS 
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FIGURE 253 

CCGGXCGGAXGCCGGACCGGGGGCACCGCXGAGGCGGXGGGXCCCCGACCIGCGAGACAGGIXIGGAAGCCCCCG 

CXGCGCCCAGXCCGXGCGGACCGCGAGGCCGCGGGCGGGXGGAGGCGCGICXCCGGCACGATGAAGGAXIXGGGG 

GCAGAGCACIIGGCAGGXCAXGAAGGGGXCCAACIXCICGGGIIGIXGAACGXCIACCXGGAACAAGAAGAGAGA 

TICCAACCXCGAGAAAAAGGGCXGAGXIXGAIIGAGGCIACCCCGGAGAAIGAXAACACIIIGIGXCCAGGAIXG 

AGAAATGCCAAAGriGAAGAXXXAAGGAGXXIAGCCAACXIIXIXGGAICIXGCACIGAAACIXXIGXCCIGGCX 

GTCAATATTTXGGACAGGTTCTTGGCTCTTATGAAGGTGAAACCTAAACATTTGTCTTGCATTGGAGTCTGTTCT 

TTTTTGCTGGCTGCTAGAATAGITGAAGAAGACTGCAATATTCCATCCACTCATGATGTGATCCGGATTAGTCAG 

TGTAAATGTACTGCTTCXGACATAAAACGGATGGAAAAAATAATTTCAGAAAAATTGCACTATGAATTGGAAGCT 

ACIACIGCCXXAAACXIXXIGCACIIAIACCAXACXAIXAXACIXXGXCAIACIXCAGAAAGGAAAGAAAXACXG 

AGCCIIGAIAAACXAGAAGCICAGCXGAAAGCXXGCAACXGCCGACICAXCIXXXCAAAAGCAAAACCAICIGXA 

XXAGCCIXGIGCCXICICAAXIIGGAAGIGGAAACXIXGAAAICXGXXGAAXXACIGGAAAIXCXCIIGCXAGIX 

AATiAAACAXICCAAGAIIAAIGACACXGAGIICIXCXACXGGAGAGAGXIGGXXXCXAAAXGCCXAGCCGAGXAI 

XCXXCXCCXGAAXGXXGCAAACCAGAICXXAAGAAGIXGGIIXGGAICGIXXCAAGGCGCACAGCCCAGAACCXC 

CACAACAGCXACXAXAGXGXICCIGAGCIGCCAACGAXACCXGAGGGGGGXXGIXIIGAXGAAAGXGAAAGIGAG 

GACXCITGXGAAGAIAIGAGIXGXGGAGAGGAGAGICXCAGCAGCXCXCCICCCAGXGAXCAAGAGXGCACCIIC 

IIIIXCAACIXCAAAGIGGCACAAACACIGXGCIIICCAXCXT»ffiVAAICIGAXXGXXCXGXCAGAAIXXAIAXX 

XACAGGGIIICAAAGCAAXAAAXGGGGGAAIAGGXAGIXXCCXGGXIXAGCCCCCAICXAGXCAGGAAIIAAXAX 

ACIGGAAXACCIACCXICXAIIXGIXAXXCAGAXCAGAXCIGGCCXAXIXXCAXAIIXAXCCXAAGCCAXCAAAX 

GGGGXAGXGCCXCXXAAACCAXIAACAGXACXXIAGACAXIGGCACIIXAXIXXICXCGIAGAICXXIAGCXACI 

IIGGGGAGGAGGGAAGGXGCXGAXACCXICAAIIXGIIACIXXXCAAGAXXIXXAAAAAIAACIAGXGXAGCIXA 

XCXIAAACAXIIIAXAAAACCIXCAGAXGXCIIIAAGCAGAIIGGAAGXAXGCAAGIGCXXCCXIAGCAGGGACA 

GIGGAXAAXCCXIAAXGGXXXAXCAXAGAXXXCACCCICCCCCCIXCXCAGAAGAGXGAGXAIGCICXXAAAXGI 

CAAACACAXXXIXGXXGXXXXGXXXXIXAAAIGAXCAGIGXCIAIIXGAXGXGAXGCAGAXCIIAIAAAXIIGGG 

AAXXAXAAIAXXGACAIXXCXGIGAIXIXXAXAXAIGXAAIGXCIIAAXXGAGAIXIGIGIIAAGGCAGAAAXAA 

IXAGGCrAGGGCICXXAGIXXICAIXCCIAIXGCCCCAAGIAIIGICAAACIAIGGXAIIAXIXIAAXGXXACXX 

XAAAAAICCAXAAXCXGCIAGXIXIGCAXGXACIIAXAXGAAAACAGXGCAGXAAGIXGAAAACXCAGXAXCIAX 

GGAAXIGAXAAAXGXIGAICXGGXGXAGXAIAIXIIAXCCGCAXXIXCXXAIAIXAAAAAAXGXXCIGCAXGAXX 
ACAIIXTAIIIGCCXIIGI 
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FIGURE 254 

MKDLGAEHLAGHEGVQLLGLLNVYLEQEERFQPREKGLSLIEATPENDNTLCPGLRNAPCVEDLRSLANFFGSCTE 
TFVLAVNILDRFLALMKVKPKHLSCIGVCSFLLAARIVEEDCNIPSTHDVIRISQCKCTASDIKRMEKIISEKLH 
YEL^ATTALNFLHLYHTIILCHTSERKEILSLDKLEAQLKACNCRLIFSKAKPSVLALCLLNLEVETLKSVELLE 
ILLLVKKHSKINDTEFFYWRELVSKCLAEYSSPECCKPDLKKLVWIVSRRTAQNLHNSYYSVPELPTIPEGGCFD 
ESESEDSCEDMSCGEESLSSSPPSDQECTFFFNFKVAQTLCFPS 
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FIGURE 255 

GGCGGACCGAAGAACGCAGGAAGGGGGCCGGGGGGACCCGCCCCCGGCCGGCCGCAGCCATGAACXCCAACGTGG 
AGAACCTACCCCCGCACATCATCCGCCTGGTGTACAAGGAGGTGACGACACXGACCGCAGACCCACCCGATGGCA 
TCAAGGTCTTTCCCAACGAGGAGGACCTCACCGACCTCCAGGTCACCATCGAGGGCCCTGAGGGGACCCCATATG 
CTGGAGGTCTGTTCCGCATGAAACTCCTGCTGGGGAAGGACXTCCCTGCCTCCCCACCCAAGGGCTACTTCCTGA 
CCAAGATCTTCCACCCGAACGTGGGCGCCAATGGCGAGATCTGCGTCAACGTGCTCAAGAGGGACTGGACGGCTG 
AGCTGGGCATCCGACACGTACTGCTGACCATCAAGTGCCTGCrGATCCACCCTAACCCCGAGTCTGCACTCAACG 
AGGAGGCGGGCCGCCTGCTCTTGGAGAACTACGAGGAGTATGCGGCTCGGGCCCGTCTGCTCACAGAGATCCACG 
GGGGCGCCGGCGGGCCCAGCGGCAGGGCCGAAGCCGGTCGGGCCCTGGCCAGTGGCACTGAAGCTTCCTCCACCG 
ACCCTGGGGCCCCAGGGGGCCCGGGAGGGGCTGAGGGTCCCATGGCCAAGAAGCATGCTGGCGAGCGCGATAAGA 
AGCTGGCGGCCAAGAAAAAGACGGACAAGAAGCGGGCGCTGCGGGCGCTGCGGCGGCTGTAGTGGGCTCTCTTCC 
TCCTTCCACCGTGACCCCAACCTCTCCTGTCCCCTCCCTCCAACTCTGTCTCTAAGTTATTTAAATTATGGCTGG 
GGTCGGGGAGGGTACAGGGGGCACTGGGACCTGGATTTGTTTTTCTAAATAAAGTTGGAAAAGCA 
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FIGURE 256 

MNSNVENLPPHIIRLVYKEVTTLTADPPDGIKVFPNEEDLTDLQVTIEGPEGTPYAGGLFRMKLLLGKDFPASPP 
KGYFLTKIFHPNVGANGEICVNVLKRDWTAELGIRHVLLTIKCLLIHPNPESALNEEAGRLLLENYEEYAARARL 
LTEIHGGAGGPSGRAEAGRALASGTEASSTDPGAPGGPGGAEGPMAKKHAGERDKKLAAKKKTDKKRALRALRRL 
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FIGURE 257A 

ATTCAGCCGGXGCGCGCGGCGGCGGGAGGCAGTGGCTGGGGAGTCCCGTCGACGCTCTGTTCCGAGAGCGTGCCC 

CGGACCGCCAGCTCAGAACAGGGGCAGCCGTGTAGCCGAACGGAAGCTGGGAGCAGCCGGGACTGGTGGCCCGCG 

CCCGAGCTCCGCAGGCGGGAAGCACCCTGGATTTGGGAAGTCCCGGGAGCAGCGCGGCGGCACCTCCCTCACCCA 

AGGGGCCGCGGCGACGGTCACGGGGCGCGGCGCCACCGTGAGCGACCCAGGCCAGGATTCTAAATAGACGGCCCA 

GGCTCCTCCTCCGCCCGGGCCGCCTCACCTGCGGGCATTGCCGCGCCGCCTCCGCCGGTGTAGACGGCACCTGCG 

CCGCCTTGCTCGCGGGTCTCCGCCCCTCGCCCACCCTCACTGCGCCAGGCCCAGGCAGCTCACCTGTACTGGCGC 

GGGCTGCGGAAGCCTGCGTGAGCCGAGGCGTTGAGGCGCGGCGCCCACGCCACTGTCCCGAGAGGACGCAGGTGG 

AGCGGGCGCGGCTTCGCGGAACCCGGCGCCGGCCGCCGCAGTGGTCCCAGCCTACACCGGGTTCCGGGGACCCGG 

CCGCCAGTGCCCGGGGAGTAGCCGCCGCCGTCGGCTGGGCACCATGAACAGCAGCAGCGCCAACATCACCTACGC 

CAGTCGCAAGCGGCGGAAGCCGGTGCAGAAAACAGTAAAGCCAATCCCAGCTGAAGGAATCAAGTCAAATCCTTC 

CAAGCGGCATAGAGACCGACTTAATACAGAGTTGGACCGTTTGGCTAGCCTGCTGCCTTTCCCACAAGATGTTAT 

TAATAAGTTGGACAAACTTTCAGTTCTTAGGCTCAGCGTCAGTTACCTGAGAGCCAAGAGCTTCTTTGATGTTGC 

ATTAAAATCCTCCCCTACTGAAAGAAACGGAGGCCAGGATAACTGTAGAGCAGCAAATTTCAGAGAAGGCCTGAA 

CTTACAAGAAGGAGAATTCTTATTACAGGCTCTGAATGGCTTTGTATTAGTTGTCACTACAGATGCTTTGGTCTT 

TTATGCTTCTTCTACTATACAAGATTATCTAGGGTTTCAGCAGTCTGATGTCATACATCAGAGTGTATATGAACT 

TATCCATACCGAAGACCGAGCTGAATTTCAGCGTCAGCTACACTGGGCATTAAATCCTTCTCAGTGTACAGAGTC 

TGGACAAGGAATTGAAGAAGCCACTGGTCTCCCCCAGACAGTAGTCXGTTATAACCCAGACCAGATTCCTCCAGA 

AAACTCTCCTTTAATGGAGAGGTGCTTCATAXGTCGTCTAAGGTGTCTGCTGGATAATTCATCTGGTTTTCTGGC 

AATGAATTTCCAAGGGAAGTTAAAGTATCTTCATGGACAGAAAAAGAAAGGGAAAGAXGGATCAATACTTCCACC 

TCAGTTGGCTTrGTTTGCGATAGCTACTCCACTTCAGCCACCATCCATACTTGAAATCCGGACCAAAAATTTTAT 

CTTTAGAACCAAACACAAACTAGACTTCACACCTATTGGTTGTGATGCCAAAGGAAGAATTGTTTTAGGATATAC 

TGAAGCAGAGCTGTGCACGAGAGGCTCAGGTTATCAGTTTATTCATGCAGCTGATATGCTTTATTGTGCCGAGTC 

CCATATCCGAATGATTAAGACTGGAGAAAGTGGCATGATAGTTTTCCGGCTTCTTACAAAAAACAACCGATGGAC 

TTGGGTCCAGTCTAATGCACGCCTGCTTTATAAAAATGGAAGACCAGATTATATCATTGTAACTCAGAGACCACT 

AACAGATGAGGAAGGAACAGAGCATTTACGAAAACGAAATACGAAGTTGCCTTTTATGTTTACCACTGGAGAAGC 

TGTGTTGTATGAGGCAACCAACCCTTTTCCTGCCATAATGGATCCCTTACCACTAAGGACTAAAAATGGCACTAG 

TGGAAAAGACTCTGCTACCACATCCACTCTAAGCAAGGACTCTCTCAATCCTAGTTCCCTCCTGGCTGCCATGAT 

GCAACAAGATGAGTCTATTTATCTCTATCCTGCTTCAAGTACTTCAAGTACTGCACCTTTTGAAAACAACTTTTT 

CAACGAATCTATGAATGAATGCAGAAATTGGCAAGATAATACTGCACCGATGGGAAATGATACTATCCTGAAACA 

TGAGCAAATTGACCAGCCTCAGGATGTGAACTCATTTGCTGGAGGTCACCCAGGGCTCTTTCAAGATAGTAAAAA 

CAGTGACTTGTACAGCATAATGAAAAACCTAGGCATTGATTTTGAAGACATCAGACACATGCAGAATGAAAAATT 

TTTCAGAAATGATTTTTCTGGTGAGGTTGACTTCAGAGACATTGACTTAACGGATGAAATCCTGACGTATGTCCA 

AGATTCTTTAAGTAAGTCTCCCTTCATACCTTCAGATTATCAACAGCAACAGTCCTTGGCTCTGAACTCAAGCTG 

TATGGTACAGGAACACCTACATCTAGAACAGCAACAGCAACATCACCAAAAGCAAGTAGTAGTGGAGCCACAGCA 

ACAGCTGTGTCAGAAGATGAAGCACATGCAAGTTAATGGCATGXTTGAAAATTGGAACTCTAACCAATTCGTGCC 

TTTCAATTGTCCACAGCAAGACCCACAACAATATAATGTCTTrACAGACTTACATGGGATCAGTCAAGAGTTCCC 

CTACAAATCTGAAATGGATTCTATGCCTTATACACAGAACTTTATTTCCTGTAATCAGCCTGTATTACCACAACA 

TTCCAAATGTACAGAGCTGGACTACCCTATGGGGAGXTTTGAACCATCCCCATACCCCACTACTTCTAGTTTAGA 

AGATTTTGTCACrTGXXTACAACTrCCTGAAAACCAAAAGCATGGAXTAAATCCACAGTCAGCCATAATAACTCC 

ICAGACAIGIXAIGCXGGGGCCGIGICGAXGXAXCAGXGCCAGCGAGAACCICAGCACACCCACGXGGGXCAGAI 

GCAGXACAAXCCAGXACXGCCAGGCCAACAGGCAIIIIIAAACAAGXIXCAGAAXGGAGXXTXAAAXGAAACAXA 

XCCAGCTGAAIXAAAIAACAIAAAXAACACICAGACXACCACACATCXICAGCCACXXCAICAXCCGICAGAAGC 

CAGACCTXIXCCIGAXIIGACAICCAGIGGAXICCXGTAMriCCAAGCCCAAXIIXGACCCXGGXXIIIGGAIXA 

AAIXAGIIIGIGAAGGAXIAIGGAAAAAIAAAACXGXCACXGIIGGACGICAGCAAGIXCACAXGGAGGCAIXGA 

IGCAIGCIAXXCACAAIXAXICCAAACCAAAIIXXAAXIXXXGCXXIXAGAAAAGGGAGIXXAAAAAIGGIAXCA 

AAATTACATATACTACAGTCAAGATAGAAAGGGTGCTGCCACGGAGTGGTGAGGXACCGTCTACATTTCACATTA 

IICXGGGCACCACAAAAXAXACAAAACXIXAICAGGGAAACXAAGAXXCXIXXAAAXIAGAAAAIAIICXCIAXX 

TGAATTATTTCTGTCACAGTAAAAATAAAATACTTTGAGTTTTGAGCTACTGGATTCTTATTAGTTCCCCAAATA 
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FIGURE 257B 

CAAAGTTAGAGAACTAAACTAGTTTTTCCTATCATGTTAACCTCTGCTTTTATCTCAGATGTTAAAATAAATGGT 
TTGGTGCTTTTTATAAAAAGATAATCTCAGTGCTTTCCTCCTTCACTGTTTCATCTAAGTGCCTCACATTTTTTT 
CTACCTAT71ACACTCTAGGATGTATATTTTATATAAAGTATTCTTTTTCTTTTTTAAATTAATATCTTTCTGCAC 
ACAAATATTATTTGTGTTTCCTAAATCCAACCAATTTTCATTAATTCAGGCATATTTTAACTCCACTGCTTACCT 
ACTTTCTTCAGGTAAAAGGGCAAATAATGATCGAAAAAATAATTATTTATTACATAATTTAGTTGTTTCTAGACT 
ATAAATGTTGCTATGTGCCTTATGTTGAAAAAATTTAAAAGTAAAATGTCTXTCCAAATTATTTCTTAATTATTA 
TAAAAATATTAAGACAATAGCACTTAAATTCCTCAACAGTGTTTTCAGAAGAAATAAATATACCACTCTTTACCT 
TTATTGATATCTCCATGATGATAGTTGAATGTTGCAATGTGAAAAATCTGCTGTTAACTGCAACCTTGTTTATTA 
AATTGCAAGAAGCTTTATTTCTAGCTTTTTAATTAAGCAAAGCACCCATTTCAATGTGTATAAATTGTCTTTAAA 
AACTGTTTTAGACCTATAATCCTTGATAATATATTGTGTTGACTTTATAAATTTCGCTTCTTAGAACAGTGGAAA 
CTATGTGTTTTTCTCATATTTGAGGAGTGTTAAGATTGCAGATAGCAAGGTTTGGTGCAAAGTATTGTAATGAGT 
GAATTGAATGGTGCATTGTATAGATATAATGAACAAAATTATTTGTAAGATATTTGCAGTTTTTCATTTTAAAAA 
GTCCATACCTTATATATGCACTTAATTTGTTGGGGCTTTACATACTTTATCAATGTGTCTTTCTAAGAAATCAAG 
TAATGAATCCAACTGCTTAAAGTTGGTATTAATAAAAAGACAACCACATAGTTCGTTTACCTTCAAACTTTAGGT 
TTTTTTAATGATATACTGATCTTCATTACCAATAGGCAAATTAATCACCCTACCAACTTTACTGTCCTAACATGG 
ACTTTCAAAAAGAAAAAATGACACCATCTTTTATTCTTTTTTTTTTTTTTTTTTTGAGAGAGAGTCTTACTCTGC 
CGCCCAAACTGGAGTGCAGTGGCACAATCTTGGCTCACTGCAACCTCTACCTCCTGGGTTC7VAGTGATTCTCTTG 
CCTCAGCCTCCCGAGTTGCTGGGATTGCGGGCATGGTGGCGTGAGCCTGTAGTCCTAGCTACTCGGGAGGCTGAG 
GCAGGAGAATAGCCTGAACCTGGGAATCGGAGGTTGCAGGGCCAAGATCGCCCCACTGCACTCCAGCCTGGCAAT 
AGACCGAGCTCCGTCTCCAAAAAAAAAAATACAATTTTTATTTCTTTTACTTTTTTTAGTAAGTTAATGTATATA 
AAAATGGCTTCGGACAAAATATCTCTGAGTTCTGTGTATTTTCAGTCAAAACTTTAAACCTGTAGAATCAATTTA 
AGTGTTGAAAAAAATTTGTCTGAAACATTTCATAATTTGTTTCCAGCATGAGGTATCTAAGGATTTAGACCAGAG 
GTCTAGATTAATACTCTATTTTTACATTTAAACCTTTTATTATAAGTCTTACATAAACCATTTXTGTTACTCTCT 
TCCACATGTTACTGGATAAATTGTTTAGTGGAAAATAGGCTTTTTAATCATGAATATGATGACAATCAGTTATAC 
AGTTATAAAATTAAAAGTTTGAAAAGCAATATTGTATATTTTTATCTATATAAAATAACTAAAATGTATCTAAGA 
ATAATAAAATCACGTTAAACC 
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FIGURE 258 

MNSSSANITYASRKRRKPVQKTVKPIPAEGIKSNPSKRHRDRLNTELDRLASLLPFPQDVINKLDKLSVLRLSVS 
YLRAKSFFDVALKS SP TERNGGQDNCRAANFREGLNLQEGEFLLQALNGF VL WTTDALVF YAS ST IQD YLGFQQ 
SDVIHQSVYELIHTEDRAEFQRQLHWALNPSQCTESGQGIEEATGLPQTWCYNPDQIPPENSPLMERCFICRLR 
CLLDNSSGFLAMNFQGKLKYLHGQKKKGKDGSILPPQLALFAIATPLQPPSILEIRTKNFIFRTKHKLDFTPIGC 
DAKGRIVLGYTEAELCTRGSGYQFIHAADMLYCAESHIRMIKTGESGMIVFRLLTKNNRWTWVQSNARLLYKNGR 
PDYIIVTQRPLTDEEGTEHLRKRNTKLPFMFTTGEAVLYEATNPFPAIMDPLPLRTKNGTSGKDSATTSTLSKDS 
LNPSSLLAAMMQQDESIYLYPASSTSSTAPFENNFFNESMNECRNWQDNTAPMGNDTILKHEQIDQPQDVNSFAG 
GHPGLFQDSKNSDLYSIMKNLGIDFEDIRHMQNEKFFRNDFSGEVDFRDIDLTDEILTYVQDSLSKSPFIPSDYQ 
QQQSLALNSSCMVQEHLHLEQQQQHHQKQVV^ 

TDLHGISQEFPYKSEMDSMPYTQNFISCNQPVLPQHSKCTELDYPMGSFEPSPYPTTSSLEDFVTCLQLPENQKH 
GLNPQSAIITPQTCYAGAVSMYQCQPEPQHTHVGQMQYNPVLPGQQAFLNKFQNGVLNETYPAELNNINNTQTTT 
HLQPLHHPSEARPFPDLTSSGFL 
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FIGURE 259 

AGCTGGCTGAGAGGGGACTGGGCGCCGGCGGGGAAGGAGGAGCGCTAGGTCGGTGTACGACCGAGATTAGGGTGC 
GTGCCAGCTCCGGGAGGCCGCGGTGAGGGGCCGGGCCCAAGCTGCCGACCCGAGCCGATCGTCAGGGTCGCCAGC 
GCCTCAGCTCTGTGGAGGAGCAGCAGTAGTCGGAGGGTGCAGGATATTAGAA ATGG CTACTCCCCAGTCAATTTT 
CATCTTTGCAATCTGCATTTTAATGATAACAGAATTAATTCTGGCCTCAAAAAGCTACTATGATATCTTAGGTGT 
GCCAAAATCGGCATCAGAGCGCCAAATCAAGAAGGCCTTTCACAAGTTGGCCATGAAGTACCACCCTGACAAAAA 
TAAGAGCCCGGATGCTGAAGCAAAATTCAGAGAGATTGCAGAAGCATATGAAACACTCTCAGATGCTAATAGACG 
AAAAGAGTATGATACACTTGGACACAGTGCTTTTACTAGTGGTAAAGGACAAAGAGGTAGTGGAAGTTCTTTTGA 
GCAGTCATTTAACTTCAATTTTGATGACTTATTTAAAGACTTTGGCTTTTTTGGTCAAAACCAAAACACTGGATC 
CAAGl^AGCGTTTTGAAAATCATTTCCAGACACGCCAGGATGGTGGTTCCAGTAGACAAAGGCATCATTTCCAAGA 
ATTTTCTTTTGGAGGTGGATTATTTGATGACATGTTTGAAGATATGGAGAAAATGTTTTCTTTTAGTGGTTTTGA 
CTCTACCAATCAGCATACAGTACAGACTGAAAATAGATTTCATGGATCTAGCAAGCACTGCAGGACTGTCACTCA 
ACGAAGAGGAAATATGGTTACTACATACACTGACTGTTCAGGACAG TAGT TCTTATTCTATTCTCACTAAATCCA 
ACTGGTTGACTCTTCCTCATTATCTTTGATGCTAAACAATTTTCTGTGAACTATTTTGACAAGTGCATGATTTCA 
CTTTAAACAATTTGATATAGCTATTAAATATATTTAAGGGTTTTTTTTTTTTGACAAATTCAACATTCAACGAGT 
AGACAAAATGCTAATTATTTCCCTGATTAGGAAAGTTTCTTTAAAAAACACGTAATTTTGCCTAGTGCTTTTTCT 
CTACCTGCCCTTGGGCTCACTAATATCACCAGTATTATTACCAAGAAAATATTGAGTTTACCTGATTAAACTTTA 
AAAGTTAATTGTAGATTTAAATTGTGTGAACCTAATGATTTTTGCAGTGAAACCTTTACTAATTCAAAGTTGCAT 
GTTCTATGACATCTGTGACTTGCGTTGCAGAGTGTACATGAAACTGTATAATTGAGTCATTCAGTAAAGGAGAAC 
AGTATCTTGGTTAATTGCTACTGAAAGGTTGAGAAAGGAATGGTTTGATATTTACCACAGCGCTGTGCCTTTCTA 
CAGTAGAACTGGGGTAAAGGAAATGGTTTTATTGCCCATAGTCATTTAGGCTGGAAAAAAGTTGAAAACTTAACG 
AAATATTGCCAAGAGATTGTTATGTGTTTGGTTCCAGCCTAAAAATGATTTTGTAGTGTTGAAATCATAGCTACT 
TACATAGCTTTTTCATATTTCTTTCTTAGTTGTTGGCACTCTTAGGTCTTAGTATGGATTTATGTGTTTGTGTGT 
GTGTAGTTTATCCTCTCTCTCATCTTTATCTAGAGATTGACTGATACCTCATTCTGTTTGTAAAACCAGCCAGTA 
ATTTCTGTGCAACCTTACTATGTGCAATATTTTTAAATCCTGAGAAATGTGTGCTTTTGTTTTCGGATAGACTTA 
TTTCTTTAGTTCTGCACTTTTCCACATTATACTCCATATGAGTATTAATCCTATGGATACATATTAAAACAAGTG 
TCTCATACAACATTGTATGTGAGAGAAATATAAATATTTACAACCTGATAXTCGTTGTTGTTTTATTGTTAAAAG 
TTTATTATGCAACTCTGGAGGTATAGAGGGCATATAAGCTATGGGACATATGCTGATCACAGGCTATATTCATGA 
AGTTACTTTTGACCAACCTGAAAACTGATAGGATTTTGTTTGTCATTTGGTAATTTCTACTGCATTCTTACCATC 
CTTCTCTCACAAATTTTGATAGCTTGAAGATCTTTTTAATTATAATTTTGTTGTATTTGTTTCCTAGGAGCAAGT 
GTTCCTGCTGCCAGTTCTTTCCTCTTTAGGCGTGGTTGAGAAAAAGCAGAAACTTTACATAAAGCrGTATTTCTT 
AATCATCTTTAATTTGAAACTTAAGAAAATGAATTTATTCTGTTATATTTATGTAACTTATTTCCTGGAAGTTAT 
ATCTACTAGTTTTGTTTGATAATAATAAAATTAGCTATACCTTGAA 
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FIGURE 260 

MATPQSIFIFAICILMITELILASKSYYDILGVPKSASERQIKKAFHKLAMKYHPDKNKSPDAEAKFREIAEAYE 
TLSDANRRKEYDTLGHSAFTSGKGQRGSGSSFEQSFNFNFDDLFKDFGFFGQNQNTGSKKRFENHFQTRQDGGSS 
RQRHHFQEFSFGGGLFDDMFEDMEKMFSFSGFDSTNQHTVQTENRFHGSSKHCRTVTQRRGNMVTTYTDCSGQ 
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FIGURE 261 

AGGAAATGGTTTCTGGAAAACGTTAGTAAGGTCAGTTTTTAAACACTGAATCCAAGGTTGTCTTCTGGAATATCC 
AAATTGGTTATGACCAGAATGTGATTCATTATACTAAGCTAAAGGAATAGATTAAAGAATTAGCAACAGTGGCCG 
GGTGCAGTGGCTCATGCCTGTAACCCCAGCACTTTGGGGGAGGCCCAGGTGGGTGGATCATTTGAGGTCAGGAGT 
TTGAGACCAGCCTGGCCAACATGGTGAAACCTAAAAATACAAAAATTAGCCAGGTGTGGTGGCAGGTGCTTGTAA 
TCCCAGCTGCTTGGGAGGCTGAAGCAGGAGAATTGCTTGAACCCGGAGGCAGGGGTTGCAGTGAGCCAAGATCAC 
ACCATTGCACTCCAGCCTGGGTGGCAGAGTGAGACTCTGTCTCAAAAATTAAAAAGCAACAGTGTATATGCAATA 
GTTGCAAGATGTAAGATCACCCAAAGAGTATGCAGAGGGAAATGAGGGACAGAACCCAGAAATATTAATACCCAG 
GGAGTGAACAGGAGGAGGACCCCAAGAAGTTACTGAGTCAGATTTTTCCCACTCATCCAGGTGAAAGTTTAGGTC 
AATAATGTGAAATACCAGAGGGATTAAATGTCTACAGAAATAAAACCATGTCTCACATTAAGACAAACAAGTAGG 
TTGGAGGGATATTTTGAAAGGCAAGGTGATATTAAACTTTATTCTGAAAGTAGTTTGTTAGAGAAAGAGGCATGA 
TAAGAGTTGCAGTTAACTGATTGGAAACTATGCAGCAGATGAAACTGGAATAAAGGAAACTCATCAGGAAATGAT 
TATAGTAATAAGGGCCAGAAATAAGGGCTTGCTTGCCTGAACTAAAAACAAAGAGGATACAAAGGTTCTAGAAAT 
ATTTCAAAGGAATTAGCTTTAATTCAGCAATACTCATTGAGAATCACCTATGCACCTGGCTCTGAAGATGAAGTG 
CTGAGTAAACTTAGACATGGACCCTGCTATCATGGAGATGGCAGATTATTGGTCAGAATGCTCTTACCTGTCATT 
GTAGCAATTTTGTTAGATCCTTAATACCTCTGAATTGCTAATAAACTTGTTTTGGCTGAAAAAATAGTCCTGTGA 
ATTTTACCATGCAGTTAAATAAGAAACTAAAAGCAAACCTAAATACCACCAAAAAGGTTAGTAGTCTGTTATATG 
CATTAGCCTTAATCTAAGGAAATATTTTATTATAGGTCTCCTTGAAGAAAATGATATTTTCAGGAATGCTCAAGC 
AGGTGTTCTCATCAGCACTAATAGTCATCCAATCTTAAGGAAAAACAGAArATTTGATGGATTTGCCGCAGGTAT 
TGAAATTACAAATCACGCAACTGCAACACTAGAAGGCAATCAGATTTTTAACAACCGGTTTGGAGGCTTATTTTT 
AGCATCTGGTGTTAATGTGACAATGAAAGATAACAAAATAATGAACAATCAAGATGCCATAGAAAAGGCTGTTAG 
TAGAGGCCAATGTTTATATAAAATATCAAGTTATACCAGCTATCCCATGCATGATTTCTACAGATGTCATACTTG 
TAACACCACAGATCGAAATGCCATATGTGTGAACTGCATTAAGAAGTGCCATCAGGGACATGATGTAGAGTTTAT 
TAGACATGATAGGTATGTAGCACACTTGCTTGATATATTACCCAATTACTTTCCCCCTCACTTTTCTAATATTTG 
GGTTTCATTTTGCTTTAGGTTTTTCTGTGACTGTGGTGCTGGAACACTGTCTAATCCTTGTACATTAGCTGGTGA 
GCCTACACATGATACAGATACACTATATGACTCTGCTCCACCTATAGAATCTAATACATTGCAGCACAAC TGAA T 
TCCTTCCCTAAAGAAAAAGTCCTGCCATTGTAACATCATAACTTAAAACACTTTTTTGGAAGAAGATTTAAAATA 
TTTGCCCATGCTACAGGAAGAGACTGTATTAAAAATGGATACACAAGGTCAGTTGACACTATGAAGCTCAAGCTA 
CCAAAAAGAAAGTGGCAATATATTGACTCAGGATCTCAAAGCTGGGTGTTTTAGCATTACTGTGTAAAGACTTGA 
AGGGACAGAAGTGAAGAAAATAAGCTGCAATTTTGTACAGATACCAACTTCTGAAAAGCTGGTGTTTTTACAACT 
AGCATTGAATGCAGTCCAATTTGCAGTAGTAATCTTCAATAGACAAGCAGCTTTGTTGCTGCCTTTATGGACATG 
GGTACCAATTGCTTTTGTAATATGGTAAAAATGTGAGCTAGCACTTCTGCGTTCCTTTTGATTTTTTTTTTTTAA 
CATGTATTCAGATTGAGAAATATGATTTTAATGCCTTAATCTCATGTAGTTTGTTTTTAATTTCAAGCAAAATCT 
TACTGTACTTGAATGTGCCCTGTTTTGTTAGCACACCTAGACTTGCTGTAACTGTACTCATGTCCCAGTATGTAC 
GTTCTTTCTATGAAAGAGAAAACACTAATCTTAAATTATATCCAGCAATGTTTCTGGTATCCTTTAAGAAAAGTT 
AAGACTATTATTTCCTTCCCTTCCCTGTGCAGCATTCAAAAATCACCCCTAGAAAAAGTGAGTGTTTTAATGAGA 
CTTCCTAGGAAGGGATGCACTGTAAAACAAAAGTATTCTTGTAACTCAGTTTTGTGAAAGGTAAAAAACTACTAT 
GTTTTAAGTACACTTTAGAAAGTCTCTTCAAAACAAACAGTCCTGTATTTGAACTCTGTTCATAGTTTTTTTTTG 
AACAGTTTAGACAAAACTGTTGGAAATTAAACCAATTTCCTGCATTAAGCTGAGACAAGTATATAAACAGCCCTA 
TACAGTTTCATAGCTTTTCCTCCCCCATTTATGTGTATTGGTGACAGTGGGTATAAAACAGCCTGAAAGXGTATG 
CATGTACCATAACATTTAGACTTAATATATTGTGGAGTATTCAATAACCATTATGTAGAAGGTAGATAAGAATTA 
AAAGGGTTTAATTTCCTAGAAAGAAAATGGAAAAATGGTCATTTTTAAAAAATAAAGTTTATTAGATCATAATGT 
TGTCTGAATTTACCACCTTTGTCAGAAGTCAACTCAAAGCTTCCAATGTAGTCAGTCTATAATTCCTTAATCAAA 
GTCAGCAATTTATGGACAGCTTCAGCATTTACAGTTGACCTTTCACTAGCCAGGCAAACTTCCCTTAAAATTAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 262 

MKDNKIMNNQDAIEKAVSRGQCLYKISSYTSyPMHDFYRCHTCNTTDRNAICVNCIKKCHQGHDVEFIRHDRYVA 
HLLDILPNYFPPHFSNIWVSFCFRFFCDCGAGTLSNPCTLAGEPTHDTDTLYDSAPPIESNTLQHN 
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FIGURE 263 

CGCGCCCCTCCCTCCTCGCGGACCTGGCGGTGCCGGCGCCCGGAGTGGCCGTTTAAAAGGCAGCTTATTGTCGGG 
AGGGGGCGGGCGGGGGGCGCCGACCGCGGCCTGAGGCCCGGCCCCTCCCCTCTCCCTCCCTCTGTCCCCGCGTCG 
CTCGCTGGCTAGCTCGCTGGCTCGCTCGCCCGTCCGGCGCACGCTCCGCCTCCGTCAGTTGGCTCCGCTGTCGGG 
TGCGCGGCGTGGAGCGGCAGCCGGTCTGGACGCGCGGCCGGGGCTGGGGGCTGGGAGCGCGGCGCGCAAGATCTC 
CCCGCGCGAGAGCGGCCCCTGCCACCGGGCGAGGCCTGCGCCGC GATGG CAGAGATGGGCAGTAAAGGGGTGACG 
GCGGGAAAGATCGCCAGCAACGTGCAGAAGAAGCTCACCCGCGCGCAGGAGAAGGTTCTCCAGAAGCTGGGGAAG 
GCAGATGAGACCAAGGATGAGCAGTTTGAGCAGTGCGTCCAGAATTTCAACAAGCAGCTGACGGAGGGCACCCGG 
CTGCAGAAGGATCTCCGGACCTACCTGGCCTCCGTCAAAGCCATGCACGAGGCTTCCAAGAAGCTGAATGAGTGT 
CTGCAGGAGGTGTATGAGCCCGATTGGCCCGGCAGGGATGAGGCAAACAAGATCGCAGAGAACAACGACCTGCTG 
TGGATGGATTACCACCAGAAGCTGGTGGACCAGGCGCTGCTGACCATGGACACGTACCTGGGCCAGTTCCCCGAC 
ATCAAGTCACGCATTGCCAAGCGGGGGCGCAAGCTGGTGGACTACGACAGTGCCCGGCACCACTACGAGTCCCTT 
CAAACTGCCAAAAAGAAGGATGAAGCCAAAATTGCCAAGGCCGAGGAGGAGCTCATCAAAGCCCAGAAGGTGTTT 
GAGGAGATGAATGTGGATCTGCAGGAGGAGCTGCCGTCCCTGTGGAACAGCCGCGTAGGTTTCTACGTCAACACG 
TTCCAGAGCATCGCGGGCCTGGAGGAAAACTTCCACAAGGAGATGAGCAAGCTCAACCAGAACCTCAATGATGTG 
CTGGTCGGCCTGGAGAAGCAACACGGGAGCAACACCTTCACGGTCAAGGCCCAGCCCAGAAAGAAAAGTAAACTG 
TTTTCGCGGCTGCGCAGAAAGAAGAACAGTGACAACGCGCCTGCAAAAGGGAACAAGAGCCCTTCGCCTCCAGAT 
GGCTCCCCTGCCGCCACCCCCGAGATCAGAGTCAACCACGAGCCAGAGCCGGCCGGCGGGGCCACGCCCGGGGCC 
ACCCTCCCCAAGTCCCCATCTCAGCCAGCAGAGGCCTCGGAGGTGGCGGGTGGGACCCAACCTGCGGCTGGAGCC 
CAGGAGCCAGGGGAGACGGCGGCAAGTGAAGCAGCCTCCAGCTCTCTTCCTGCTGTCGTGGTGGAGACCTTCCCA 
GCAACTGTGAATGGCACCGTGGAGGGCGGCAGTGGGGCCGGGCGCTTGGACCTGCCCCCAGGTTTCATGTTCAAG 
GTACAGGCCCAGCACGACTACACGGCCACTGACACAGACGAGCTGCAGCTCAAGGCTGGTGATGTGGTGCTGGTG 
ATCCCCTTCCAGAACCCTGAAGAGCAGGATGAAGGCTGGCTCATGGGCGTGAAGGAGAGCGACTGGAACCAGCAC 
AAGGAGCTGGAGAAGTGCCGTGGCGTCTTCCCCGAGAACTTCACTGAGAGGGTCCCATGACGGCGGGGCCCAGGC 
AGCCTCCGGGCGTGTGAAGAACACCTCCTCCCGAAAAATGTGTGGTTCTTTTTTTTGTTTTGTTTTCGTTTTTCA 
TCTTTTGAAGAGCAAAGGGAAATCAAGAGGAGACCCCCAGGCAGAGGGGCGTTCTCCCAAAGATTAGGTCGTTTT 
CCAAAGAGCCGCGTCCCGGCAAGTCCGGCGGAATTCACCAGTGTTCCTGAAGCTGCTGTGTCCXCTAGTTGAGTT 
TCTGGCGCCCCTGCCTGTGCCCGCATGTGTGCCTGGCCGCAGGGCGGGGCTGGGGGCTGCCGAGCCACCATGCTT 
GCCTGAAGCTTCGGCCGCGCCACCCGGGCAAGGGTCCTCTTTTCCTGGCAGCTGCTGTGGGTGGGGCCCAGACAC 
CAGCCTAGCCTGGCTCTGCCCCGCAGACGGTCTGTGTGCTGTTTGAAAATAAATCTTAGTGTTCAAAACAAAATG 
AAACAAAAAAAAAATGATAAAAACTCTCAAAAAAA 
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FIGURE 264 

MAEMGSKGVTAGKIASNVQKKLTRAQEKVLQKLGKADETKDEQFEQCVQNFNKQLTEGTRLQKDLRTYLASVKAM 
HEASKKLNECLQEVYEPDWPGRDEANKIAENNDLLWMDYHQKLVDQALLTMDTYLGQFPDIKSRIAKRGRKLVDY 
DSARHHYESLQTAKKKDEAKIAKAEEELIKAQKVFEEMNVDLQEELPSLWNSRVGFYVNTFQSIAGLEENFHKEM 
SKLNQNLNDVLVGLEKQHGSNTFTVKAQPSDNAPAKGNKSPSPPDGSPAATPEIRVNHEPEPAGGAXPGATLPKS 
PSQSSLPAVWETFPATVNGTVEGGSGAGRLDLPPGFMFKVQAQHDYTATDTDELQLKAGDWLVIPFQNPEEQD 
EGWLMGVKESDWNQHKELEKCRGVFPENFTERVP 
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FIGURE 265A 

AGATTTGATAATGGGCTGCATTAAAAGTAAAGAAAACAAAAGTCCAGCCATTAAATACAGACCTGAAAATACTCC 
AGAGCCTGTCAGTACAAGTGTGAGCCATTATGGAGCAGAACCCACTACAGTGTCACCATGTCCGTCATCTTCAGC 
AAAGGGAACAGCAGTTAATTTCAGCAGTCTTTCCATGACACCATTTGGAGGATCCTCAGGGGTAACGCCTTTTGG 
AGGTGCATCTTCCTCATTTTCAGTGGTGCCAAGTTCATATCCTGCTGGTTTAACAGGTGGTGTTACTATATTTGT 
GGCCTTATATGATTATGAAGCTAGAACTACAGAAGACCTTTCATTTAAGAAGGGTGAAAGATTTCAAATAATTAA 
CAATACGGAAGGAGATTGGTGGGAAGCAAGATCAATCGCTACAGGAAAGAATGGTTATATCCCGAGCAATTATGT 
AGCGCCTGCAGATTCCATTCAGGCAGAAGAATGGTATTTTGGCAAAATGGGGAGAAAAGATGCTGAAAGATTACT 
TTTGAATCCTGGAAATCAACGAGGTATTTTCTTAGTAAGAGAGAGTGAAACAACTAAAGGTGCTTATTCCCTTTC 
TATTCGTGATTGGGATGAGATAAGGGGTGACAATGTGAAACACTACAAAATTAGGAAACTTGACAATGGTGGATA 
CTATATCACAACCAGAGCACAATTTGATACTCTGCAGAAATTGGTGAAACACTACACAGAACATGCTGATGGTTT 
ATGCCACAAGTTGACAACTGTGTGTCCAACTGTGAAACCTCAGACTCAAGGTCTAGCAAAAGATGCTTGGGAAAT 
CCCTCGAGAATCTTTGCGACTAGAGGTTAAACTAGGACAAGGATGTTTCGGCGAAGTGTGGATGGGAACATGGAA 
TGGAACCACGAAAGTAGCAATCAAAACACTAAAACCAGGTACAATGATGCCAGAAGCTTTCCTTCAAGAAGCTCA 
GATAATGAAAAAATTAAGACATGATAAACTTGTTCCACTATATGCTGTTGTTTCXGAAGAACCAATTTACATTGT 
CACTGAATTTATGTCAAAAGGAAGCTTATTAGATTTCCTTAAGGAAGGAGATGGAAAGTATTTGAAGCTTCCACA 
GCTGGTTGATATGGCTGCTCAGATTGCTGATGGTATGGCATATATTGAAAGAATGAACTATATTCACCGAGATCT 
TCGGGCTGCTAATATTCTTGTAGGAGAAAATCTTGTGTGCAAAATAGCAGACTTTGGTTTAGCAAGGTTAATTGA 
AGACAATGAATACACAGCAAGACAAGGTGCAAAATTTCCAATCAAATGGACAGCTCCTGAAGCTGCACTGTATGG 
TCGGTTTACAATAAAGTCTGATGTCTGGTCATTTGGAATTCTGCAAACAGAACTAGTAACAAAGGGCCGAGTGCC 
ATATCCAGGTATGGTGAACCGTGAAGTACTAGAACAAGTGGAGCGAGGATACAGGATGCCGTGCCCTCAGGGCTG 
TCCAGAATCCCTCCATGAATTGATGAATCTGTGTTGGAAGAAGGACCCTGATGAAAGACCAACATTTGAATATAT 
TCAGTCCTTCTTGGAAGACTACTTCACTGCTACAGAGCCACAGTACCAGCCAGGAGAAAATTTATAATTCAAGTA 
GCCTATTTTATATGCACAAATCTGCCAAAATATAAAGAACTTGTGTAGATTTTCTACAGGAATCAAAAGAAGAAA 
ATCTTCTTTACTCTGCATGTTTTTAATGGTAAACTGGAATCCCAGATATGGTTGCACAAAACCACTTTTTTTTCC 
CCAAGTATTAAACTCTAATGTACCAATGATGAATTTATCAGCGTATTTCAGGGTCCAAACAAAATAGAGCTAAGA 
TACTGATGACAGTGTGGGTGACAGCATGGTAATGAAGGACAGTGAGGCTCCTGCTTATTTATAAATCATTTCCTT 
TCTTTTTTTCCCCAAAGTCAGAATTGCTCAAAGAAAATTATTTATTGTTACAGATAAAACTTGAGAGATAAAAAG 
CTATACCATAATAAAATCTAAAATTAAGGAATATCATGGGACCAAATAATTCCATTCCAGTTTTTTAAAGTTTCT 
TGCATTTATTATTCTCAAAAGTTTTTTCTAAGTTAAACAGTCAGTATGCAATCTTAATATATGCTTTCTTTTGCA 
TGGACATGGGCCAGGTTTTTCAAAAGGAATATAAACAGGATCTCAAACTTGATTAAATGTTAGACCACAGAAGTG 
GAATTTGAAAGTATAATGCAGTACATTAATATTCATGTTCATGGAACTGAAAGAATAAGAACTTTTTCACTTCAG 
TCCTTTTCTGAAGAGTTTGACTTAGAATAATGAAGGTAACTAGAAAGTGAGTTAATCTTGTATGAGGTTGCATTG 
ATTTTTTAAGGCAATATATAATTGAAACTACTGTCCAATCAAAGGGGAAATGTTTTGATCTTTAGATAGCATGCA 
AAGTAAGACCCAGCATTTTAAAAGCCCTTTTTAAAAACTAGACTTCGTACTGTGAGTATTGCTTATATGTCCTTA 
TGGGGATGGGTGCCACAAATAGAAAATATGACCAGATCAGGGACTTGAATGCACTTTTGCTCATGGTGAATATAG 
ATGAACAGAGAGGAAAATGTATTTAAAAGAAATACGAGAAAAGAAAATGTGAAAGTTTTACAAGTTAGAGGGATG 
GAAGGTAATGTTTAATGTTGATGTCATGGAGTGACAGAATGGCTTTGCTGGCACTCAGAGCTCCTCACTTAGCTA 
TATTCTGAGACTTTGAAGAGTTATAAAGTATAACTATAAAACTAATTTTTCTTACACACTAAATGGGTATTTGTT 
CAAAATAATGAAGTTATGGCTTCACATTCATTGCAGTGGGATATGGTTTTTATGTAAAACATTTTTAGAACTCCA 
GTTTTCAAATCATGTTTGAATCTACATTCACTTTTTTTTGTTTTCTTTTTTGAGACGGAGTCTCGCTCTGCCGCC 
CAGGCTGGAGTGCAGTGGCGCGATCTCGGCTCACTGCAAGCTCTGCCTCCCAGGTTCACACCATTCTCCTGCCTC 
AGCCTCCCGAGTAGCTGGGACTACAGGTGCCCACCACCACGCCTGGCTAGTTTTTTGTATTTTTAGTAGAGACGC 
AGTTTCACCGTGTTAGCCAGGATGGTCTCGATCTCCTGACCTTGTGATCTGCCCGCCTCGGCCTCCCAAAGTGCT 
GGGATTACAGGCGTGAGCCACCGCGCCCAGCCTACATTCACTTCTAAAGTCTATGTAATGGTGGTCATTTTTTCC 
CTTTTAGAATACATTAAATGGTTGATTTGGGGAGGAAAACTTATTCTGAATATTAACGGTGGTGAAAAGGGGACA 
GTTTTTACCCTAAAGTGCAAAAGTGAAACATACAAAATAAGACTAATTTTTAAGAGTAACTCAGTAATTTCAAAA 
TACAGATTTGAATAGCAGCATTAGTGGTTTGAGTGTCTAGCAAAGGAAAAATTGATGAATAAAATGAAGGTCTGG 
TGTATATGTTTTAAAATACTCTCATATAGTCACACTTTAAATTAAGCCTTATATTAGGCCCCTCTATTTTCAGGA 
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FIGURE 265B 

TATAATTCTTAACTATCATTATTTACCTGATTTTAATCATCAGATTCGAAATTCTGTGCCATGGCGTATATGTTC 
AAATTCAAACCATTTTTAAAATGTGAAGATGGACTTCATGCAAGTTGGCAGTGGTTCTGGTACTAAAAATTGTGG 
TTGTTTTTTCTGTTTACGTAACCTGCTTAGTATTGACACTCTCTACCAAGAGGGTCTTCCTAAGAAGAGTGCTGT 
CATTATTTCCTCTTATCAACAACTTGTGACATGAGATTTTTTAAGGGCTTTATGTGAACTATGATATTGTAATTT 
TTCTAAGCATATTCAAAAGGGTGACAAAATTACGTTTATGTACTAAATCTAATCAGGAAAGTAAGGCAGGAAAAG 
TTGATGGTATTCATTAGGTTTTAACTGAATGGAGCAGTTCCTTATAXAATAACAATTGTATAGTAGGGATAAAAC 
ACTAACTTAATGTGTATTCATTTTAAATTGTTCTGTATTTTTAAATTGCCAAGAAAAACAACTTTGTAAATTTGG 
AGATATTTTCCAACAGCTTTTCGTCTTCAGTGTCTTAATGTGGAAGTTAACCCTTACCAAAAAAGGAAGTTGGCA 
AAAACAGCCTTCTAGCACACTTTTTTAAATGAATAATGGTAGCCTAAACTTAATATTTTTATAAAGTATTGTAAT 
ATTGTTTTGTGGATAATTGAAATAAAAAGTTCTCATTGAATGCACCTATTAAAAAAAAAAAAAAAAAA 
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FIGURE 266 

MGCIKSKENKSPAIKYRPENTPEPVSTSVSHYGAEPTTVSPCPSSSAKGTAVNFSSLSMTPFGGSSGVTPFGGAS 
S SFS VVP SS YP AGLTGGVT IFVALYD YEARTTEDLSFKKGERFQ I INNTEGDWWEARS I ATGKNGY IP SNYVAP A 
DSIQAEEWYFGKMGRKDAERLLLNPGNQRGIFLVRESETTKGAYSLSIRDWDEIRGDNVKHYKIRKLDNGGYYIT 
TRAQFDTLQKLVKHYTEHADGLCHKLTTVCPTVKPQTQGLAKDAWEIPRESLRLEVKLGQGCFGEVWMGTWNGTT 
KVAIKTLKPGTMMPEAFLQEAQIMKKLRHDKLVPLYAVVSEEPIYIVTEFMSKGSLLDFLKEGDGKYLKLPQLVD 
MAAQIADGMAYIERMNYIHRDLRAANILVGENLVCKIADFGLARLIEDNEYTARQGAKFP IKWTAPEAALYGRFT 
IKSDWSFGILQTELVTKGRVPYPGMVNREVLEQVERGYRMPCPQGCPESLHELMNLCWKKDPDERPTFEYIQSF 
LEDYFTATEPQYQPGENL 
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FIGURE 267A 

AGATrrGATAATGGGCTGCATTAAAAGTAAAGAAAACAAAAGTCCAGCCATTAAATACAGACCTGAAAATACTCC 

AGAGCCTGTCAGTACAAGTGTGAGCCATXAXGGAGCAGAACCCACTACAGTGTCACCATGXCCGXCATCTTCAGC 

AAAGGGAACAGCAGIXAAXIXCAGCAGXCXXXCCAXGACACCAXIXGGAGGAXCCXCAGGGGXAACGCCIIIXGG 

AGGXGCAICXXCCICAXIXXCAGIGGXGCCAAGIICAIAICCIGCXGGXIXAACAGGXGGXGIIACXAXAXXXGX 

GGCCXXAXAXGAIXAXGAAGCXAGAACIACAGAAGACCXIXCAXIXAAGAAGGGXGAAAGAXXXCAAAXAAXXAA 

CAAIACGGAAGGAGAXXGGXGGGAAGCAAGAICAAICGCIACAGGAAAGAAXGGIXAXAXCCCGAGCAAXIAXGX 

AGCGCCIGCAGAXICCAIICAGGCAGAAGAAIGGXAXIIIGGCAAAAXGGGGAGAAAAGAXGCIGAAAGAIXACI 

XIXGAAICCXGGAAAXCAACGAGGXAXXXXCXXAGXAAGAGAGAGXGAAACAACXAAAGGXGCXIAXXCCCXXXC 

XAXXCGXGAXXGGGAXGAGAXAAGGGGXGACAAIGXGAAACACIACAAAAXIAGGAAACXXGACAAXGGXGGAXA 

CXAXAXCACAACCAGAGCACAAXXXGAXACXCXGCAGAAAXXGGXGAAACACXACACAGAACAXGCXGAIGGXXX 

AXGCCACAAGXIGACAACXGXGXGXCCAACIGXGAAACCXCAGACXCAAGGICXAGCAAAAGAXGCXXGGGAAAX 

CCCXCGAGAAXCXXXGCGACXAGAGGXXAAACXAGGACAAGGAXGXIXCGGCGAAGXGIGGAXGGGAACAIGGAA 

XGGAACCACGAAAGXAGCAAXCAAAACACXAAAACCAGGXACAAIGAXGCCAGAAGCXXXCCXXCAAGAAGCTCA 

GATAAXGAAAAAAIIAAGACAXGAXAAACXIGXXCCACIAXAXGCXGXXGIIICXGAAGAACCAAIIIACAXXGI 

CACIGAAIXXAXGXCAAAAGGAAGCXXAXIAGAXIICCXXAAGGAAGGAGAXGGAAAGXAIXXGAAGCXXCCACA 

GCXGGXXGAXAXGGCXGCXCAGAXXGCXGAIGGIAXGGCAXAXAIXGAAAGAAXGAACXAXAXTCACCGAGAXCX 

XCGGGCXGCXAAIAXXCXXGIAGGAGAAAAXCXXGXGXGCAAAAXAGCAGACXTXGGXXIAGCAAGGXXAAXXGA 

AGACAAIGAAXACACAGCAAGACAAGGXGCAAAAXTXCCAAXCAAAXGGACAGCXCCXGAAGCXGCACXGIAXGG 

XCGGXIXACAAXAAAGXCXGAXGICXGGXCAXXXGGAAXXCXGCAAACAGAACXAGXAACAAAGGGCCGAGXGCC 

AXAXCCAGGXAXGGXGAACCGXGAAGXACXAGAACAAGXGGAGCGAGGAXACAGGAIGCCGXGCCCXCAGGGCXG 

XCCAGAAXCCCXCCAXGAAXXGAXGAATCXGXGXXGGAAGAAGGACCCXGAXGAAAGACCAACAXIXGAAXAXAX 

XCAGXCCXXCXXGGAAGACXACXXCACXGCXACAGAGCCACAGXACCAGCCAGGAGAAAAXXXATAAXXCAAGXA 

GCCIAIXXXAIAXGCACAAAXCXGCCAAAAIAXAAAGAACIIGIGIAGAIXXXCXACAGGAAXCAAAAGAAGAAA 

AICIICXXXACICXGCAXGXIXIXAAXGGXAAACXGGAAXCCCAGAXAXGGXXGCACAAAACCACIIITXXIXCC 

CCAAGTATTAAACTCTAAXGTACCAAXGATGAATTTATCAGCGTATTTCAGGGTCCAAACAAAATAGAGCTAAGA 

ICIIXXXXXCCCCAAAGICAGAAXXGCICAAAGAAAAXXAIXXAXXGXIACAGAXAAAACXXGAGAGAXAAAAAG 
CXAIACCAXAAXAAAAICXAAAAXXAAGGAAXAXCAXGGGACCAAAXAAIICCAXXCCAGXIXXXXAAAGXXXCX 
XGCAXTIAXIAIXCXCAAAAGIXIIIICXAAGXIAAACAGXCAGXAXGCAAXCXXAAXAXAXGCXXICIIXXGCA 
XGGACAXGGGCCAGGIXXXXCAAAAGGAATAXAAACAGGAXCXCAAACXXGAXXAAAXGXIAGACCACAGAAGXG 
GAAIITGAAAGXAXAAXGCAGXACAIXAAXAXXCAXGXXCAXGGAACXGAAAGAAXAAGAACXIXXXCACXXCAG 
^^^^^^'^^^^^^^^^^^^^^^''^^^^^^^^^^^^^AASXGAGTXAATCXIGIAIGAGGTIGCATIG 
AXXXXXIAAGGCAAXAXAXAAIXGAAACIACXGICCAAXCAAAGGGGAAAXGXITXGAICIIXAGAXAGCAXGCA 
AAGXAAGACCCAGCAIXXXAAAAGCCCXXXXXAAAAACXAGACXXCGXACXGXGAGXAXXGCXXATAXGXCCXXA 
XGGGGAXGGGXGCCACAAAXAGAAAAXAXGACCAGAICAGGGACXTGAAIGCACXXXXGCXCAXGGIGAAXAXAG 

GAAGGXAAXGXXXAAXGXXGAXGXCAXGGAGIGACAGAAXGGCXXXGCXGGCACXCAGAGCICCXCACXXAGCXA 

XAXXCTGAGACXXTGAAGAGXXAXAAAGXAXAACXATAAAACXAAXXXXICXXACACACXAAAXGGGXAXXXGXX 

CAAAATAAXGAAGIXAIGGCXXCACAIXCAIXGCAGXGGGAXAXGGIIXXIAIGXAAAACAXIXXXAGAACICCA 
GTTXTCAAATCAXGXXTGAATCTACAXTCACTXXXTXXXG 

CAGGCXGGAGXGCAGXGGCGCGAXCXCGGCXCACXGCAAGCXCIGCCXCCCAGGIXCACACCAXXCXCCXGCCXC 
AGCCXCCCGAGXAGCXGGGACXACAGGXGCCCACCACCACGCCIGGCIAGXXXXIXGXAXIXXXAGXAGAGACGC 
AGTTTCACCGXGTTAGCCAGGATGGTCTCGATCTCCTGACCTTGTGATCTGCCCGCCTCGGCCXCCCAAAGTGCT 
GGGATTACAGGCGTGAGCCACCGCGCCCAGCCTACATTCACTTCTAAAGTCTATGTAATGGTGGTCATTTTTTCC 
CTTTTAGAATACATTAAATGGTrGATTTGGGGAGGAAAACTTAXTCTGAATATTAACGGTGGTGAAAAGGGGACA 
GTTTTTACCCTAAAGTGCAAAAGTGAAACATACAAAATAAGACTAATTTTTAAGAGTAACTCAGTAATTTCAAAA 
TACAGATTTGAATAGCAGCATTAGTGGTTTGAGTGTCTAGCAAAGGAAAAATTGATGAATAAAATGAAGGTCTGG 
TGTATATGTTTTAAAATACTCTCATATAGTCACACTTTAAATTAAGCCTTATATTAGGCCCCTCTATTTTCAGGA 
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FIGURE 267B 

TATAArTCTTAACTATCATTATTTACCTGATTTTAATCATCAGATTCGAAATTCTGTGCCATGGCGTATATGTTC 
AAATTCAAACCATTTTTAAAATGTGAAGATGGACTTCATGCAAGTTGGCAGTGGTTCTGGTACTAAAAATTGTGG 
TTGTTTTTTCTGTTTACGTAACCTGCTTAGTATTGACACTCTCTACCAAGAGGGTCTTCCTAAGAAGAGTGCTGT 
CATTATTTCCTCTTATCAACAACTTGTGACATGAGATTTTTTAAGGGCTXTATGTGAACTATGATATTGTAATTT 
TTCTAAGCATATTCAAAAGGGTGACAAAATTACGTTTATGTACTAAATCTAATCAGGAAAGTAAGGCAGGAAAAG 
TTGATGGTATTCATTAGGTTTTAACTGAATGGAGCAGTTCCTTATATAATAACAATTGTATAGTAGGGATAAAAC 
ACTAACTTAATGTGTATTCATTTTAAATTGTTCTGTATTTTTAAATTGCCAAGAAAAACAACTTTGTAAATTTGG 
AGATATTTTCCAACAGCTTTTCGTCTTCAGTGTCTTAATGTGGAAGTTAACCCTTACCAAAAAAGGAAGTTGGCA 
AAAACAGCCTTCTAGCACACTTTTTTAAATGAATAATGGTAGCCTAAACTTAATATTTTTATAAAGTATTGTAAT 
ATTGTTTTGTGGATAATTGAAATAAAAAGTTCTCATTGAATGCACCTATTAAAAAAAAAAAAAAAAAA 
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FIGURE 268 

MGCIKSKENKSPAIKYRPENTPEPVSTSVSHYGAEPTTVSPCPSSSAKGTAVNFSSLSMTPFGGSSGVTPFGGAS 

SSFSWPSSYPAGLTGGVTIFVALYDYEARTTEDLSFKKGERFQIINNTEGDWWEARSIATGKNGYIPSNYVAPA 

DSIQAEEWYFGKMGRKDAERLLLNPGNQRGIFLVRESETTKGAYSLSIRDWDEIRGDNVKHYKIRKLDNGGYYIT 

TRAQFDTLQKLVKHYTEHADGLCHKLTTVCPTVKPQTQGLAKDAWEIPRESLRLEVKLGQGCFGEVWMGTWNGTT 

KVAIKTLKPGTMMPEAFLQEAQIMKKLRHDKLVPLYAWSEEPIYIVTEFMSKGSLLDFLKEGDGKYLKLPQLVD 

MAAQIADGMAYIERMNYIHRDLRAANILVGENLVCKIADFGLARLIEDNEYTARQGAKFPIKWTAPEAALYGRFT 

IKSDVWSFGILQTELVTKGRWYPGMWREVLEQVERGYRI^CPQGCPESLHELMNLCWKKDPDERPTFEYIQSF 
LEDYFTATEPQYQPGENL 
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FIGURE 269 

CTCGGCCCCGGGCTGCCGCGCCAGCCCGTCTCCGCGGCGGGGGACCGGGCTGCCTTGGCCCCTCAGCGCTCGCGT 
CTTTTCCGGCAGTTGGAACGCTTCCTGTTGTCCTCACCCGTAACCGCCTGTTGCCCCCTGTCTCAGAGTCCCTCA 
CGCGTCCCCTCCCGTCTTTGGCTCGTTGGCTGCCGCCGCCGGGGCTTCGCCAGCCTTCAAGTCGAGACTACTGGC 
CGAAGGGGCGTCTGCGGCTCTCCGCCGTCCCCAGCCCTGCCTCTCCCTGGGCTCTGCAGCCATGGCAATGACAGG 
CTCAACACCTTGCTCATCCATGAGTAACCACACAAAGGAAAGGGTGACAATGACCAAAGTGACACTGGAGAATTT 
TTATAGCAACCTTATCGCTCAACATGAAGAACGAGAAATGAGACAAAAGAAGTTAGAAAAGGTGATGGAAGAAGA 
AGGCCTAAAAGATGAGGAGAAACGACTCCGGAGATCAGCACATGCTCGGAAGGAAACAGAGTTTCTTCGTTTGAA 
GAGAACAAGACTTGGATTGGAAGATTTTGAGTCCTTAAAAGTAATAGGCAGAGGAGCATTTGGTGAGGTACGGCT 
TGTTCAGAAGAAAGATACGGGACATGTGTATGCAATGAAAATACTCCGTAAAGCAGATATGCTTGAAAAAGAGCA 
GGTTGGCCACATTCGTGCGGAGCGTGACATTCTAGTGGAGGCAGACAGTTTGTGGGTTGTGAAAATGTTCTATAG 
TTTTCAGGATAAGCTAAACCTCTACCTAATCATGGAGTTCCTGCCTGGAGGGGACATGATGACCTTGTTGATGAA 
AAAAGACACTCTGACAGAAGAGGAGACTCAGTTTTATATAGCAGAAACAGTATTAGCCATAGACTCTATTCACCA 
ACTTGGATTCATCCACAGAGACATCAAACCAGACAACCTTCTTTTGGACAGCAAGGGCCATGTGAAACTTTCTGA 
CTTTGGTCTTTGCACAGGACTGAAAAAAGCACATAGGACAGAATTTTATAGGAATCTGAACCACAGCCTCCCCAG 
TGATTrCACTTTCCAGAACATGAATTCCAAAAGGAAAGCAGAAACCTGGAAAAGAAATAGACGTCAGCTAGCCTT 
CTCCACAGXAGGCACTCCTGACTACATTGCTCCTGAGGTGTTCATGCAGACCGGGTACAACAAGCTCTGTGATTG 
GTGGTCGCTTGGGGTGATCATGTATGAGATGCTCATCGGCTACCCACCTTTCTGTTCTGAGACCCCTCAAGAGAC 
ATATAAGAAGGTGATGAACTGGAAAGAAACTTTGACTTTTCCTCCAGAAGTTCCCATCTCTGAGAAAGCCAAGGA 
TCTAATTTTGAGGTTCTGCTGTGAATGGGAACATAGAATTGGAGCTCCTGGAGTTGAGGAAATAAAAAGTAACTC 
TTTTTTTGAAGGCGTTGACTGGGAACATATCAGAGAGAGACCTGCTGCAATATCTATTGAAATCAAAAGCATTGA 
TGATACCTCAAACTTCGATGAGTTTCCAGAATCTGATATTCTTAAGCCAACAGTGGCCACAAGTAATCATCCTGA 
GACTGACTACAAGAACAAAGACTGGGTCTTCATCAATTACACGTACAAGCGCTTTGAGGGCCTGACTGCAAGGGG 
GGCAATACCTTCCTACATGAAAGCAGCAAAA5?AgrACTCTTGCCACGGAATCCTATGTGGAGCAGAGTTCTTTGT 
ATAACATCATGCTTTTCCTCTCACACTCTTGAAGAGCTTCCAAGAAGTTGAXGGAACCCACCAATATGTCATAGT 
AAAGTCTCCTGAAATGTGGTAGTAAGAGGATTTTCTTCCATAATGCATCTGAAAAACTGTAAACAAAGACAACCA 
TTTCTACTACGTCGGCCATAAACAGCTATCCTGCTTTGGAAGAGAAGCATCATGAGCCAATTTGATAGGTGTTTT 
AAAAATAACTTGAGTTTrCCTAAGTTCATCAGAATGAAGGGGAAAAACAGCCATCATCCAACATTATTGAGATTG 
TCGTGTATAGTCATCGAATATCAGCCAGTTCCTGTAATTTTGTGACACGCTCTCTGCCAAGCCCACCAAGTATTT 
CCTTTATAGCTAAAAGTTCCATAGTACTAAGGAAATAAAGCAATAAAGACAGTCTCAGCAGCCAGGATTCTGGCT 
GAAGGAAATGATCCGCCACCCTGAGGGTGGTGATGGTAGTTTCTACCCATACCTCAGCCTCAGGCGAGTGGCTTA 
TAGCCTCCATTCATGGTGCACTTTATTTATGGTACTAAGATAAAGACTGTCAATCCATTGATTTATCTCCTCCTG 
TCCCCCATCTAAAATACCCATGCTGCTTTTCTGAGTGTTGATGGGGGTTACCAGCTTGATCCACTGTTGCTCTTA 
GAAGGCCCAGAAAGTCTTTGGGCATTGCCAAGAAATCCCGGATTATGTGGAAAACCCTCACTTTCTCTTCACGGC 
TGTACCAGAAAATCCCTAAGACAGATCTTGCCGTGGACTAGCAAXACCTGCAAGTGCTGCCAATGGGAACTCAAT 
TTATTCCTGGGAACCTAACGAGGAGAGCCCAGGCCTAGGCAGGAGGCCTGGAACCCTCTTGGCTAAGGTGCTGTT 
CCTGTTCCTGCAAGGTCTCCAGAACCCCTTTGGAAATGGTGAAGGAACCAGCCCAATAGAAGTACAGAGCCAGCT 
GACAAGTCCTTGTAAAGCTCACTCCTCAGTCCTTGGCACAGCCATGTTTTGTCTTCTCTCTTGGTATTTCTTCTC 
TCCCAACTTTAGCCATTTTGCCTTGGAATCATGATTACAATTTTTTCCTTTGCAGATGCCTTCCTGGGGGATACT 
CCTCCCCACCCTAAAGGGTCGCCTGCAACTTAGGCGGATTGGGTCTCTCTGCTGTGGCGTTCTCTCTTGAGAGAC 
CCTCTGAATTTTAGCACAAAGTGCCTTCTGTTTCACAGCTGCCACCACCTTTAGAGGAATTTCGTCAGAAAAATG 
TGGAGGCTCCATATTAArGCATTATTTTTTAAAAAGTTTTGATAACTCTXAAAGCATCATTTGCACCTATGTGGG 
AACXXXGCCXGXXGCAAAGXAXXGXGGCCGAGCXGCAGCXGGGAGCCXGCXXXCXGCCAGXCXXGAGGXXCXGAA 
GAXCAGCXXXGAAAGGAAAGXAXGXCCXAGCXXAGCCAXXCAGAAGAGAAAAAXGGAAXAXCAGAGXXACAGXXG 
XCAGXGAAACXACXXXGGAXXXXAACCXCXXAGAGGAAGAAAAAAGGXXAGGGAAGXGXCAACXCXGGAXGAAGG 
XGAXGXGXXXGCCXCXCAGXCXXXCAXXCATAGCCXGCXAGXGAAAAGGAAGXAAAXGAGAXXCTXXXGXGXGAC 
XXTGXAGXCXCXXXGXAXXACCAAAXAGXXGGGGXGXXGACXCCXGXGXGXXXXGCAAGAAXGXGXGGXAAGCCX 
GGGXAAAGAGAAGGAACXGCGGXGXXGGGAGAGXCXXXGXGXXGGGGAGXGGCAGGGGAXGAXXXGXXXCAGGGG 
AAAAXGCCCACAXXXXAACXXXXAAACXXCXGAAXAAACXGXGXAAAAACAAAAAAAAAAAAAAAAAA 
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FIGURE 270 

MAMTGSTPCSSMSNHTKERVTMTKVTLENFYSNLIAQ 

FLRLKRTRLGLEDFESLKVIGRGAFGEVRLVQKKDTGHVYAMKILRKADMLEKEQVGHIRAERDILVEADSLWVV 
KMFYSFQDKLNLYLIMEFLPGGDMMTLLMKKDTLTEEETQFYIAETVLAIDSIHQLGFIHRDIKPDNLLLDSKGH 
VKLSDFGLCTGLKKAHRTEFYRNLNHSLP SDFTFQNMNSKRPCAETWKRNRRQLAF STVGTPDY I APEVFMQTGYN 
KLCDWWSLGVIMYEMLIGYPPFCSETPQETYKKVMNWKETLTFPPEVPISEKAKDLILRFCCEWEHRIGAPGVEE 
IKSNSFFEGVDWEHIRERPAAISIEIKSIDDTSNFDEFPESDILKPTVATSNHPETDYKNKDWFINYTYKRFEG 

LTARGAIP S YMKAAK 
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FIGURE 271A 

GGACTGTGTGTGTCTGGCTGTAGCAGACGCGAGGCGGCGACGAGGCGCCGGGGACCCGCGCGAGGGGCGGCCGGG 

AGGCGGCGGCGGCGGCCGCCAGAAGTAGCAGCAGGACCGGCGGCGGCGACGGCAGCCCTGAAATGCATTTTCCTC 

TCCAGCGGCC ATG TTAACCAGGAAACCTTCGGCCGCCGCTCCCGCCGCCTACCCGACCGGCCGAGGTGGGGACAG 

CGCCGTTCGTCAGCTTCAGGCTTCCCCGGGGCTCGGTGCAGGGCCCACCCGGAGCGGAGTGGGGACTGGCCCGCC 

CTCCCCCATCGCCCTGCCGCCTCTCCGGGCCAGCAACGCTGCCGCCGCAGCCCACACGATTGGCGGCAGTAAGCA 

CACAATGAATGATCACCTGCATGTCGGCAGCCACGCTCACGGACAGATCCAGGTTCAACAGTTGTTTGAGGATAA 

CAGTAACAAGCGGACAGTGCTCACGACACAACCAAATGGGCTTACAACAGTGGGCAAAACGGGCTTGCCAGTGGT 

GCCAGAGCGGCAGCTGGACAGCATTCATAGACGGCAGGGGAGCTCCACCTCTCTAAAGTCCATGGAAGGCATGGG 

GAAGGTGAAAGCCACCCCCATGACACCTGAACAAGCAATGAAGCAATACATGCAAAAACTCACAGCCTTCGAACA 

CCATGAGATXTTCAGCTACCCTGAAATATATTTCTTGGGTCTAAATGCTAAGAAGCGCCAGGGCATGACAGGTGG 

GCCCAACAATGGTGGCTATGATGATGACCAGGGATCATATGTGCAGGTGCCCCACGATCACGTGGCTTACAGGTA 

TGAGGTCCTCAAGGTCATTGGGAAGGGGAGCTTTGGGCAGGTGGTCAAGGCCTACGATCACAAAGTCCACCAGCA 

CGTGGCCCTAAAGATGGTGCGGAATGAGAAGCGCTTCCACCGGCAAGCAGCGGAGGAGATCCGAATCCTGGAACA 

CCTGCGGAAGCAGGACAAGGATAACACAATGAATGTCATCCATATGCTGGAGAAXTTCACCTTCCGCAACCACAT 

CTGCATGACGTTTGAGCTGCTGAGCATGAACCTCTATGAGCTCATCAAGAAGAATAAATTCCAGGGCTTCAGTCT 

GCCTTTGGTTCGCAAGTTTGCCCACTCGATTCTGCAGTGCTTGGATGCTTTGCACAAAAACAGAATAATTCACTG 

TGACCTTAAGCCCGAGAACATTTTGTTAAAGCAGCAGGGTAGAAGCGGTATTAAAGTl^ATTGATTTTGGCTCCAG 

TTGTTACGAGCATCAGCGTGTCTACACGTACATCCAGTCGCGTTTTTACCGGGCTCCAGAAGTGATCCTTGGGGC 

CAGGTATGGCATGCCCATTGATATGTGGAGCCTGGGCTGCATTTTAGCAGAGCTCCTGACGGGTTACCCCCTCTT 

GCCTGGGGAAGATGAAGGGGACCAGCTGGCCTGTATGATTGAACTGTTGGGCATGCCCTCACAGAAACTGCTGGA 

TGCATCCAAACGAGCCAAAAATTTTGTGAGCTCCAAGGGTTATCCCCGTTACTGCACTGTCACGACTCTCTCAGA 

TGGCTCTGTGGTCCTAAACGGAGGCCGTTCCCGGAGGGGGAAACTGAGGGGCCCACCGGAGAGCAGAGAGTGGGG 

GAACGCGCTGAAGGGGTGTGATGATCCCCTTTTCCTTGACTTCTTAAAACAGTGTTTAGAGTGGGATCCTGCAGT 

GCGCATGACCCCAGGCCAGGCTTTGCGGCACCCCTGGCTGAGGAGGCGGTTGCCAAAGCCTCCCACCGGGGAGAA 

AACGTCAGTGAAAAGGATAACTGAGAGCACCGGTGCTATCACATCTATATCCAAGTTACCTCCACCTTCTAGCTC 

AGCTTCCAAACTGAGGACTAATTTGGCGCAGATGACAGATGCCAATGGGAATATTCAGCAGAGGACAGTGTTGCC 

AAAACTTGTTAGCTGAGCTCACGTCCCCTGATGCTGGTAACCTGAAAGATACGACATTGCTGAGCCTTACTGGGT 

TGAAAAGGAGTAGCTCAGACCTGTTTTTATTTGCTCAATAACTCTACTCATTTGTATCTTTTCAGCACTTAATTT 

TAATGTAAGAAAGTTGTTCATTTTGTTTTTATAAAATACATGAGGACAATGCTTTAAGTTTTTATACTTTCAGAA 

ACTTTTTGTGTTCTAAAAGTACAATGAGCCTTACTGTATTTAGTGTGGCAGAATAATAACATCAGTGGCAGGCCA 

CTGATTACTTCATGACTGCCACGCATTTACAGATTGGTGTCAAAGACATTCACTATGTTTTTATGGTTCATGTTA 

TATCCTCCCCAGGGTGACAGCCCCTTAAGGCCCTCCTTTTCCCTCCATGCTCCAGGTCCATGCACAGGTGTAGCA 

TGTCCTGCTTCCGTTTTTCATAAATTAATCTGGGTGTTGGGGGTAGTGGGAGGAGAACGGTCAGAATCAAAGTGA 

CATTCTAAGAAAAACTGTACCTTAGAGATTTTCCTCTAGTGCTCAAACAAATACAAAATAAGATCCCCAAGGTTT 

AAACTGCCCAGTTAGCATTCTGACATTCTAAAAGCCGGCAAAGCAGCTTTTAGTGGATAAATGGGAATGGAAACG 

TGTGTGTTCCTCCAAATTTTCTAGTATGATCGGTGAGCTGTTTTGTAAAGAAGCCTCATATTACAGAGTTGCTTT 

TGCACCTAAATTTAGAATTGTATTCCATGAACTGXTCCTCCCTTTTCTCTGCTTTTCTCCTCTCTGTTCCTCTTT 

TAATACCACACGTCTGTTGCTTGCATTTAGTTTGTCTTCTTCCTTCAGCTGTGTATCCCAGACTGTTAATACAGA 

AAAGAGACATTTCAGCTGTGATTATGACCATTGTTTCATATTCCAATTAAAAAAAGAACAGCAGCCTAGCTACTT 

AAGGTGGGGATTTCATAGTTCCAAAGAAGATTTAGCAGATTAGAGTGAGTTCACACTTTTCAGGTGCCACTGTAA 

GGTTCTCTCAGCCTGGGAAACTATCAACTCTTTCTTTAAAAAGAAAGAGGGTTGAAAATCCTCTGGACGAACAGA 

AGTCACTTTGGCTGTTCAGTAAGGCCAATGTTAACAACACGTTTAGAGGAGGAAAAGTTCAACCTCAAGTTAAAT 

GGTTTGACTTATTCTTCGTATCATTAGAAGAACCCCAGAGATAGCATTCCTCTATTTTATTTTACTTTCTTTTGG 

ATTGCACTGATTGTTTTTGTGGGAATGACACTTTATCTGGCAAAGTAACTGAGAGTTTGGTAAAAGAATATTTTC 

TTCTCTGAATAATAATTATTTTCACAGTGAAAATTTCAGTATTTTATCACTAATGTATGAGCAATGATCTATATC 

AATTTCAAGGCACGTGAAAAAAATTTTTTAGTATGTGCAATTTAATATAGAAAGATTTCTGCCTGTTTGGACAAT 

AGGTTTTGGGTAGTACAGATTAGGATAAGTAAGCTTATATATGCACAGAGATTATTGTATTACCTGTAAATTGAT 

TTACAAGTACTTAAAAGCGTGGTCCCCAGTGAGGCCAAGAAAGTTTCCGGTTAAGTTCTTTAATAATAATCCTAC 
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FIGURE 271B 

AGTTTATCTTAAGAA 
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FIGURE 272 

MLTRKPSAAAPAAYPTGRGGDSAVRQLQASPGIiGAGPTRSGVGTGPPSPIALPPLRASNAAAAAHTIGGSKHTMN 

DHLHVGSHAHGQIQVQQLFEDNSNKRTVLTTQPNGLTTVGKTGLPWPERQLDSIHRRQGSSTSLKSMEGMGKVK 

ATPMTPEQAMKQYMQKLTAFEHHEIFSyPEIYFLGLNAKKRQGMTGGPNNGGYDDDQGSYVQVPHDHVAYRYEVL 

KVIGKGSFGQWKAYDHKVHQHVALKMVRNEKRFHRQAAEEIRILEHLRKQDKDNTMNVIHML^ 

FELLSMNLYELIKKNKFQGFSLPLVRKFAHSILQCLDALHKNRIIHCDLKPENILLKQQGRSGIKVIDFGSSCYE 

HQRVYTYIQSRFYRAPEVILGARYGMPIDMWSLGCILAELLXGYPLLPGEDEGDQLACMIELLGMPSQKLLDASK 

RAKNFVSSKGYPRYCTVTTLSDGSWLNGGRSRRGKLRGPPESREWGNALKGCDDPLFLDFLKQCLEWDPAVRMT 

PGQALRHPWLRRRLPKPPTGEKTSVKRITESTGAITSISKLPPPSSSASKLRTNLAQMTDANGNIQQRTVLPKLV 
S 



WO 2004/043361 



PCT/US2003/035268 



302/1629 

FIGURE 273A 

CAGCTGCCAGCCGAGGAGGCGCGGCGGAGAGGGGACTGCGGTCAGCXGCGTCCACTTGGGGCTGTGCGGCGGTCC 

CGCGCCCGGCGATGTTCCCGGGCACTCCCTGAGTAGCGGCAGCTTATCCCCCGCCCGCTAGCCCGCCCTGGTCCC 

CGGCTCGCTCGCTGGCTGGCGCGGCCCCGGCCCCGCTCTGCGTCGGCCCCGCCGCGGTGGAGGCGCGCGAGGGGG 

ACGCGGCCGGGGATGAGCGGATTGCGGGTGAACTCGCCGCCCGGGGGCCCCGCGAAGCCGTGAGCCGCTGCTTTT 

CTCCGAGTCGCCGCCCTGCCCTTGGATTTGAGATCATGTCCATCCACATCGTGGCGCTGGGGAACGAGGGGGACA 

CATTCCACCAGGACAACCGGCCGTCGGGGCTTATCCGCACTTACCTGGGGAGAAGCCCTCTGGTCTCCGGGGACG 

AGAGCAGCTTGTTGCTGAACGCGGCCAGCACGGTCGCGCGTCCGGTGTTCACCGAGTATCAGGCCAGTGCGTTTG 

GGAATGTCAAGCTGGTGGTCCACGACTGTCCCGTCTGGGACATATTTGACAGTGATTGGTACACTTCTCGAAATC 

TAATTGGGGGCGCTGACATCATTGTGATCAAATACAACGTTAATGACAAGTTTTCATTCCATGAAGTAAAGGATA 

ATTATATTCCAGTGATAAAAAGAGCATTAAATTCAGTTCCAGTAATTATTGCTGCTGTTGGTACCAGACAAAATG 

AAGAGTTACCTTGTACATGCCCACTATGTACCTCAGACAGAGGGAGCTGTGTTAGTACAACTGAAGGGATCCAAC 

TTGCAAAAGAACTAGGAGCAACCTATCTTGAACTCCACAGCCTTGATGACTTCTACATAGGAAAGTATTTTGGAG 

GAGTGTTGGAGTATTTTATGATTCAAGCCTTAAATCAGAAGACAAGTGAAAAAATGAAGAAAAGAAAAATGAGCA 

ACTCCTTTCATGGAATTAGACCACCTCAACTTGAACAACCAGAAAAAATGCCTGTCTTAAAGGCTGAAGCGTCAC 

ATTATAACTCTGACTTAAATAACTTGCTGTTCTGCTGCCAGTGTGTGGACGTGGTATTTTATAACCCCGATTTAA 

AGAAAGTTGTAGAGGCCCACAAGATCGTTCTCTGCGCTGTAAGCCATGTTTTCATGCTGCTTTTCAATGTGAAGA 

GTCCCACTGACATTCAGGATTCCAGTATCATCCGAACTACCCAGGATCTTTTTGCTATAAACAGAGATACTGCAT 

TTCCAGGTGCTAGCCATGAATCTTCAGGCAACCCACCATTACGAGTCATTGTTAAAGACGCCCTCTTCTGTTCTT 

GTTTATCAGACATCCTTCGCTTCATTTATTCAGGTGCTTTTCAGTGGGAAGAATTGGAAGAAGATATCAGGAAGA 

AGTTGAAAGATTCTGGGGATGTTTCAAATGTAATCGAGAAAGTTAAATGCATTTTAAAAACACCAGGAAAGATTA 

ATTGCCTAAGGAATTGCAAAACCTATCAAGCCAGAAAACCTTTGTGGTTTTATAACACTTCCCTCAAGTTTTTCC 

TTAATAAGCCGATGCTTGCCGATGTTGTCTTCGAAATTCAAGGTACGACAGTGCCAGCCCACAGGGCCATCCTGG 

TGGCCCGTTGTGAAGTGATGGCAGCCATGTTTAATGGTAATTACATGGAAGCAAAGAGTGTCCTGATTCCCGTTT 

ATGGTGTTTCCAAAGAGACTTTCTTGTCATTTTTAGAATACCTGTACACAGACTCCTGCTGCCCAGCTGGCATAT 

TCCAGGCCATGTGTCTCCTGATCTGTGCCGAGATGTACCAAGTGTCCAGACTGCAGCACATCTGTGAGCTGTTCA 

TCATTACCCAGCTGCAGAGCATGCCAAGCAGGGAACTGGCATCCATGAACCTTGATATAGTTGACCTGCTTAAl^A 

AGGCCAAGTTTCACCACTCTGATTGCCTTTCAACCTGGCTACTTCATTTCATTGCTACTAACTACCTCATCTTCA 

GTCAAAAGCCTGAATTTCAGGATCTTTCAGTGGAAGAACGCAGTTTTGTTGAAAAGCACAGATGGCCGTCGAATA 

TGTACTTGAAGCAGCTTGCGGAATACAGGAAGTATATTCACTCCCGGAAATGTCGTTGCTTAGTAATGTAACCTG 

GAGCTTTTATACACTACATTTCTTTTTTATTATTATGAAGAATGGGATACCTCCAGGTTCCAGTAAAATTCTTCT 

GACCGAAACCAATGTGGGTGTTAGAAAAATTACCATATAGCTTAATATGTTTATTAGTTCTCTTTGGAAAAAAAC 

TACCACTGTGGTCTTAAAAGGGAACAAAATATACCATAGGCTAAAACTAAGGCTTTCACTCTAGAATGCAAAGCT 

GTTTTGCAGCTGTTTTCCCTTAAAGATGTCCTGTTGCTTTAGTGATATTTAGACCCCTCTCAGTTAAGAAATGCT 

TAGATTAAAAAAAAAAAATTACGTAGGATTAATACAGAAATTTAATCATGTCTGATTAATTGCTCTATTAAAATA 

AGGGGCATTTAAAGACCCAGCATAACCATTTGTATAATGAGAAATCTAGGGGAAAACCAATCAGTCCAACATGAG 

ATTTTAGGAATAGAAATTTGCCGGCCATTTGGAAAGTGAAATGCCACTTAGTTCTCAATTGATGACAGTGTTTGA 

ATCATCATAAAAAAAATACCTGCTTTTCATCTGGACAACCCAATTGAGCCACTTTATCTCCTTTTGGCAATCTGA 

GTAGGCGGGGAACCTAGGCAGGGCTGGCTTTCTTAGCGTGTAACTTGTGTAGCAGCACAGGGCCCACACTTAGAA 

GGACCCCACACTTGGTTCAAGGCTCTGCTATAGCGGAAATTCTTAATAATGTTTGAAGAAGGGCCCCATGATTTC 

ATTTTGTGCTGAGCCCTCAAAATTATGTCTGTTTCGTGGTGGGAAATATCCTATGTTTTCTTGCTCAAACACCTT 

TCTCTCTGAAAGCAGAAAAAGGCACTGATATAAAGGGAAGAGAAGGAGGCTCACCGGAGGGAAGAGAACATAGTG 

AAGATTCCCGCCTTTGGGGAGGTCTGGACCACCCAGGGCCTCCACTGCCACCTTGGCTGGCAAGGGAGAAATGTG 

TTGTGTTGTCTTAGCTTTAAAACAGTCACAGTTCTTGCTCTATCATAGATGAACAAATACTTTCTTGATCATTCT 

GTAAGACCAGGAGGTTGGTAAGAGTGACTAACCAGCCTAACTTTAATACACATGTATAAAGATGTTCACAGAGAA 

AGATGCTCTGTAGAGAATTTGCTACCGAAGTTGGCTCAAGAATTTGTTTTTAGTGTTATTTACCAAGATTAGGAC 

GTCAGTGGCTTAAATTCTTTGAATTCTTTTCAAGGACTGCAAGATTATTTGATAAAGAGTAGCATGAATCTTGTG 

CTCTAATATTACACAGTAAGTTCAAAGAAAGGATGTAAGTCAAAGACTTGTTACATAGAGGGAAAATGGACTGGG 

ATAGAGGACAGACTGATAGTTTCTTTCTTTCATATCACATGTATAGAGAAATAATTATATCAGAAACTCACAAAC 
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FIGURE 273B 

CTAGACATGGAAAAACAGATTACTGTCTATTGTCAGCATCATTTTCATCTGTAAGTCACTACTGGAATATATTTT 
TCTTTTAATTTCCAGTGACXTTAGAATACACACAGTTTTTCCGACTTTTCAAAAATTTGATTAAATGGTTTTATA 
GTATAATATTGGGACCCCATACCGTTAGCCCTTGTAXGTATACCAACACTGCCAAAGTAAAACATTAGGTCAGGC 
ATGGTGGCTCAGGCCTGTAATCCCAGCATTTTGGGAGGCTGAGGCAAGTGGATAACTTGAGGTCATGAGTTCGAA 
ACCAGCCTGGCCAAAACAGTGAAACCCCGTCTCTACTAAAAATACAAAATTAGCCAGATGTGGTGGCGCACACCT 
GTAATCCCAGCTACTCAGGAAGCTGAGGCAGGAAAATCGCTTGAACCTGGGAGGTGGAAGTTGCAGTGAGCCGAG 
ATCGCACCACTGCACTCCAGCCTGGGTGACAAGAGCGAAACTCCATCTC 
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FIGURE 274 

MSIHIVALGNEGDTFHQDNRPSGLIRTYLGRSPLVSGDESSLLLNAASTVARPVFTEYQASAFGNVKLWHDCPV 

WDIFDSDWYTSRNLIGGADIIVIKYNVNDKFSFHEVKDNYIPVIKRALNSVPVIIAAVGTRQNEELPCTCPLCTS 

DRGSCVSTTEGIQLAKELGATYLELHSLDDFYIGKYFGGVLEYFMIQALNQKTSEKMKKRKMSNSFHGIRPPQLE 

QPEKMPVLKAEASHYNSDLNNLLFCCQCVDVVFYNPDLKKVVEAHKIVLCAVSHVFMLIiFNVKSPTDIQDSSI 

TTQDLFAINRDTAFPGASHESSGNPPLRVIVKDAIiFCSCLSDILRFIYSGAFQWEELEEDIRKKLKDSGDVSNVI 

EKVKCILKTPGKINCLRNCKTYQARKPLWFYNTSLKFFLNKPMLADVVFEIQGTTVPAHRAILVARCEVMAAMFN 

GNYMEAKSVLIPVYGVSKETFLSFLEYLYTDSCCPAGIFQAMCLIiICAEMYQVSRLQHICELFIITQLQSMPSRE 

LASMNLDIVDLLKKAKFHHSDCLSTWLLHFIATNYLIFSQKPEFQDLSVEERSFVEKHRWPSNMYLKQLAEYRKY 

IHSRKCRCLVM 
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FIGURE 275A 

CAGCTGCCAGCCGAGGAGGCGCGGCGGAGAGGGGACTGCGGTCAGCTGCGTCCACTTGGGGCTGTGCGGCGGTCC 

CGCGCCCGGCGATGTTCCCGGGCACTCCCTGAGTAGCGGCAGCTTATCCCCCGCCCGCTAGCCCGCCCTGGTCCC 

CGGCTCGCTCGCTGGCTGGCGCGGCCCCGGCCCCGCTCTGCGTCGGCCCCGCCGCGGTGGAGGCGCGCGAGGGGG 

ACGCGGCCGGGGATGAGCGGATTGCGGGTGAACTCGCCGCCCGGGGGCCCCGCGAAGCCGTGAGCCGCTGCTTTT 

CTCCGAGTCGCCGCCCTGCCCTTGGATTTGAGATC ATGT CCATCCACATCGTGGCGCTGGGGAACGAGGGGGACA 

CATTCCACCAGGACAACCGGCCGTCGGGGCTTATCCGCACTTACCTGGGGAGAAGCCCTCTGGTCTCCGGGGACG 

AGAGCAGCTTGTTGCTGAACGCGGCCAGCACGGTCGCGCGTCCGGTGTTCACCGAGTATCAGGCCAGTGCGTTTG 

GGAATGTCAAGCTGGTGGTCCACGACTGTCCCGTCTGGGACATATTTGACAGTGATTGGTACACTTCTCGAAATC 

TAATTGGGGGCGCTGACATCATTGTGATCAAATACAACGTTAATGACAAGTTTTCATTCCATGAAGTAAAGGATA 

ATTATATTCCAGTGATAAAAAGAGCATTAAATTCAGTTCCAGTAATTATTGCTGCTGTTGGTACCAGACAAAATG 

AAGAGTTACCTTGTACATGCCCACTATGTACCTCAGACAGAGGGAGCTGTGTTAGTACAACTGAAGGGATCCAAC 

TTGCAAAAGAACTAGGAGCAACCTATCTTGAACTCCACAGCCTTGATGACTTCTACATAGGAAAGTATTTTGGAG 

GAGTGTTGGAGTATTTTATGATTCAAGCCTTAAATCAGAAGACAAGTGAAAAAATGAAGAAAAGAAAAATGAGCA 

ACTCCTTTCATGGAATTAGACCACCTCAACTTGAACAACCAGAAAAAATGCCTGTCTTAAAGGCTGAAGCGTCAC 

ATTATAACTCTGACTTAAATAACTTGCTGTTCTGCTGCCAGTGTGTGGACGTGGTATTTTATAACCCCGATTTAA 

AGAAAGTTGTAGAGGCCCACAAGATCGTTCTCTGCGCTGTAAGCCATGTTTTCATGCTGCTTTTCAATGTGAAGA 

GTCCCACTGACATTCAGGATTCCAGTATCATCCGAACTACCCAGGATCTTTTTGCTATAAACAGAGATACTGCAT 

TTCCAGGTGCTAGCCATGAATCTTCAGGCAACCCACCATTACGAGTCATTGTTAAAGACGCCCTCTTCTGTTCTT 

GTTTATCAGACATCCTTCGCTTCATTTATTCAGGTGCTTTTCAGTGGGAAGAATTGGAAGAAGATATCAGGAAGA 

AGTTGAAAGATTCTGGGGATGTTTCAAATGTAATCGAGAAAGTTAAATGCATTTTAAAAACACCAGGAAAGATTA 

ATTGCCTAAGGAATTGCAAAACCTATCAAGCCAGAAAACCTTTGTGGTTTTATAACACTTCCCTCAAGTTTTTCC 

TTAATAAGCCGATGCTTGCCGATGTTGTCTTCGAAATTCAAGGTACGACAGTGCCAGCCCACAGGGCCATCCTGG 

TGGCCCGTTGTGAAGTGATGGCAGCCATGTTTAATGGTAATTACATGGAAGCAAAGAGTGTCCTGATTCCCGTTT 

ATGGTGTTTCCAAAGAGACTTTCTTGTCATTTTTAGAATACCTGTACACAGACTCCTGCTGCCCAGCTGGCATAT 

TCCAGGCCATGTGTCTCCTGATCTGTGCCGAGATGTACCAAGTGTCCAGACTGCAGCACATCTGTGAGCTGTTCA 

TCATTACCCAGCTGCAGAGCATGCCAAGCAGGGAACTGGCATCCATGAACCTTGATATAGTTGACCTGCTTAAAA 

AGGCCAAGTTTCACCACTCTGATTGCCTTTCAACCTGGCTACTTCATTTCATTGCTACTAACTACCTCATCTTCA 

GTCAAAAGCCTGAATTTCAGGATCTTTCAGTGGAAGAACGCAGTTTTGTTGAAAAGCACAGATGGCCGTCGAATA 

TGTACTTGAAGCAGCTTGCGGAATACAGGAAGTATATTCACTCCCGGAAATGTCGTTGCTTAGTAATGTAACCTG 

GAGCTTTTATACACTACATTTCTTTTTTATTATTATGAAGAATGGGATACCTCCAGGTTCCAGTAAAATTCTTCT 

GACCGAAACCAATGTGGGTGTTAGAAAAATTACCATATAGCTTAATATGTTTATTAGTTCTCTTTGGAAAAAAAC 

TACCACTGTGGTCTTAAAAGGGAACAAAATATACCATAGGCTAAAACTAAGGCTTTCACTCTAGAATGCAAAGCT 

GTTTTGCAGCTGTTTTCCCTTAAAGATGTCCTGTTGCTTTAGTGATATTTAGACCCCTCTCAGTTAAGAAATGCT 

TAGATTAAAAAAAAAAAATTACGTAGGATTAATACAGAAATTTAATCATGTCTGATTAATTGCTCTATTAAAATA 

AGGGGCATTTAAAGACCCAGCATAACCATTTGTATAATGAGAAATCTAGGGGAAAACCAATCAGTCCAACATGAG 

ATTTTAGGAATAGAAATTTGCCGGCCATTTGGAAAGTGAAATGCCACTTAGTTCTCAATTGATGACAGTGTTTGA 

ATCATCATAAAAAAAATACCTGCTTTTCATCTGGACAACCCAATTGAGCCACTTTATCTCCTTTTGGCAATCTGA 

GTAGGCGGGGAACCTAGGCAGGGCTGGCTTTCTTAGCGTGTAACTTGTGTAGCAGCACAGGGCCCACACTTAGAA 

GGACCCCACACTTGGTTCAAGGCTCTGCTATAGCGGAAATTCTTAATAATGTTTGAAGAAGGGCCCCATGATTTC 

ATTTTGTGCTGAGCCCTCAAAATTATGTCTGTTTCGTGGTGGGAAATATCCTATGTTTTCTTGCTCAAACACCTT 

TCTCTCTGAAAGCAGAAAAAGGCACTGATATAAAGGGAAGAGAAGGAGGCTCACCGGAGGGAAGAGAACATAGTG 

AAGATTCCCGCCTTTGGGGAGGTCTGGACCACCCAGGGCCTCCACXGCCACCTTGGCTGGCAAGGGAGAAATGTG 

TTGTGTTGTCTTAGCTTTAAAACAGTCACAGTTCTTGCTCTATCATAGATGAACAAATACTTTCTTGATCATTCT 

GTAAGACCAGGAGGTTGGTAAGAGTGACTAACCAGCCXAACTTTAATACACATGTATAAAGATGTTCACAGAGAA 

AGATGCTCTGTAGAGAATTTGCTACCGAAGTTGGCTCAAGAATTTGTTTTTAGTGTTATTTACCAAGATTAGGAC 

GTCAGTGGCTTAAATTCTTTGAATTCTTTTCAAGGACTGCAAGATTATTTGATAAAGAGTAGCATGAATCTTGTG 

CTCTAATATTACACAGTAAGTTCAAAGAAAGGATGTAAGTCAAAGACTTGTTACATAGAGGGAAAATGGACTGGG 

ATAGAGGACAGACTGATAGTTTCTTTCTTTCATATCACATGTATAGAGAAATAATTATATCAGAAACTCACA2UVC 
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FIGURE 275B 

CTAGACATGGAAAAACAGATTACTGTCTATTGTCAGCATCATTTTCATCTGTAAGTCACTACTGGAATATATTTT 
TCTTTTAATTTCCAGTGACTTTAGAATACACACAGTTTTTCCGACTTTTCAAAAATTTGATTAAATGGTTTTATA 
GTATAATATTGGGACCCCATACCGTTAGCCCTTGTATGTATACCAACACTGCCAAAGTAAAACATTAGGTCAGGC 
ATGGTGGCTCAGGCCTGTAATCCCAGCATTTTGGGAGGCTGAGGCAAGTGGATAACTTGAGGTCATGAGTTCGAA 
ACCAGCCTGGCCAAAACAGTGAAACCCCGTCTCTACTAAAAATACAAAATTAGCCAGATGTGGTGGCGCACACCT 
GTAATCCCAGCTACTCAGGAAGCTGAGGCAGGAAAATCGCTTGAACCTGGGAGGTGGAAGTTGCAGTGAGCCGAG 
ATCGCACCACTGCACTCCAGCCTGGGTGACAAGAGCGAAACTCCATCTC 
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FIGURE 276 

MSIHIVALGNEGDTFHQDNRPSGLIRTYLGRSPI/VSGDESSLLLNAASTVARPVFTEYQASAFGNVKLVVHDCPV 

WDIFDSDWYTSRNLIGGADIIVIKYNVNDKFSFHEVKDNYIPVIKRALNSVPVIIAAVGTRQNEELPCTCPLCTS 

DRGSCVSTTEGIQLAKELGATYLELHSLDDFYIGKYFGGVLEYFMIQALNQKTSEKMKKRKMSNSFHGIRPPQLE 

QPEKMPVLKAEASHYNSDLNNLLFCCQCVDWFYNPDLKKVVEAHKIVLCAVSHVFMLLFNVKSPTDIQDSSIIR 

TTQDLFAINRDTAFPGASHESSGNPPLRVIVKDALFCSCLSDILRFIYSGAFQWEELEEDIRKKLKDSGDVSNVI 

EKVKCILKTPGKINCLRNCKTYQARKPLWFYNTSLKFFLNKPMLADVVFEIQGTTVPAHRAILVARCEV^1AA^IFN 

GNYMEAKSVLIPVYGVSKETFLSFLEYLYTDSCCPAGIFQAMCLLICAEMYQVSRLQHICELFIITQLQSMPSRE 

LASMNLDIVDLLKKAKFHHSDCLSTWLLHFIATNYLIFSQKPEFQDLSVEERSFVEKHRWPSNMYLKQLAEYRKY 
I HSRKCRCLVM 
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FIGURE 277 

GCGGCCGCCGTGGCCAGGCAACCTATGGGTACCACCGGGTTCTCGCGGGTCTTGCGAACGAACTTTTCCTTGAAA 

CTCTCTGGATTCCTGTAAACAGTGGGGCTCAGCCCCTCAATGACTGGAGGCTTCGATGGTTCAAAGGGGACCTCC 

GGAATCACAGGGCCGGGAGTCGCCATGTCCGGGCCACAGCAGCAGGAGAAAATCGGGACTCCGACCTCAGCCTCC 

CGGTGAAGGTCATGAAAGGGGCGGGGAAACGAATAAATTGAGCCTTGTACGCAGGCGCAAATGCTCGTTGCATCC 

TGGGAGTCGTAGTGCTCAGCACGGTAGTGCTACAAAAGGACTACATTTCCCCAAATGCCCGCAAAGCCTTGTGCA 

CGCCTTCCGGAAGGAGTTTGTTACACGAGGTCTGAGAGACAGAGGCAGCGTGTTTGAGCTGCTGGTGCGGTGGTC 

AGCGCGATGCCCAAGGCCAAGGGCAAAACCCGGAGGCAGAAGTTTGGTTACAGTGTCAACCGAAAGCGTCTGAAC 

CGGAATGCTCGACGGAAGGCAGCGCGCGGAATCGAATGCTCCCACATCCGACATGCCTGGGACCACGCTAAATCG 

GTACGGCAGAACCTGGCCGAGATGGGGTTGGCTGTGGACCCCAACAGGGCGGTGCCCCTCCGTAAGAGAAAGGTG 

AAGGCCATGGAGGTGGACATAGAGGAGAGGCCTAAAGAGCTTGTACGGAAGCCCTATGXGCTGAATGACCTGGAG 

GCAGAAGCCAGCCTTCCAGAAAAGAAAGGAAATACTCTGTCTCGGGACCTCATTGACTATGTACGCTACATGGTA 

GAGAACCACGGGGAGGACTATAAGGCCATGGCCCGTGATGAGAAGAATTACTATCAAGATACCCCAAAACAGATT 

CGGAGTAAGATCAACGTCTATAAACGCTTTTACCCAGCAGAGTGGCAAGACTTCCTCGATTCTTTGCAGAAGAGG 

AAGATGGAGGTGGAGTAACTGGTTTACATCACAGCTGCCCCAGGCTGAGGCGTCCCCCGGACCAGTGAAGCTGGA 

GCCAGGGTGTAAGGCAAGGAGGTGCTGTGTGGCTCCAGAGGGGCTGGCCAGGTCCCATGGAATCAGAAGGTTACA 

CACACACGTGCACACTCCCCGCTCTGGGGAAGGAACTGTTCTCAGAGGCTCCAATrTATATTCATCTGGGGGTTC 

ACGGAAAAGCCAGAACCTGCTGTTXTCAGGGTGGGTGATGTAAArATAGrGTGTACATAATAAAGCAAATATATT 
TTAAA 
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FIGURE 278 

MPKAKGKTRRQKFG YS VNRKRLNRNARRKAARG I EC S H I RHAWD HAKS VRQNLAEMGLAVDPNRAVP LRKRKVKA 
MEVDIEERPKELVRKPYVLNDLEAEASLPEKKGNTLSRDLIDYVRYMVENHGEDYKAMARDEKNYYQDTPKQIRS 
KINVYKRFYPAEWQDFLDSLQKRKMEVE 
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FIGURE 279A 

CGXCCACCGIGGAGICICICCXIGCIIXGGGXCCACXGAGCCCCACACAXIGXXGAGXGXCXGAIIGXCXCCXXG 

CCCTTACAGGACAGGAAAGCGAAATCTCTGTXCCTTTGTAGGGACCTTTCTTTTGTAGGTGAAAGGGACAGAAAT 

ATGATTCTGGCCTCCTTGATGGTGAATACAGGAACACTTTCAGATAAATTACAATAGAGAGGAGTCAGCTTATTT 

AAACAAACTGAGGTTAAGCCAGAGATTGCAGTTAACAGTGAAAAAATTTAAAGCAAGTACCTGGATGGATGCAAA 

GCAGTGCCCAGGAGACCCAACTTACGTGACAGAGATGATCATTGTCACTCATTCATTAXGTTTTGAGCACCAGCC 

ATGTGCCAGGTCCAGAACTAGAAGAAACTTGGGTGTAGGTGAGATCATAGGAACAGTCCCTGCCCCAGCTGAACA 

TCAGGAAGCCAGACTGGGAGCACATGCCGTGGCTGACTAGGACTCCAGCAGGGACCTGGGGTTCCATCAGATCAG 

TGXAAAGCGAIGGXIICCCAAAXGAGACCXCXCCAGAGAXGGXICAXICCACCCCGCAAIGGCCACCAGAAACAX 

TGTGCTGACCAGAGGGCTTCACTGCCCCAAACCCCAAAATCACACTCCAGGATGAGAAACCTAAAAGTCTATCTT 

GATGAGGCTTCATAGCTGGAAACCACCCCTCATGGATCCACAGGCTGCATTTGATGAAAGGAGACXCCAGGAAGT 

CGAGCCATTCCAGGCAGACATGTAGCAAAAGCCCGAGCTGGGGTCCGCCCTCATGCAATAAATAACACCTGTGCA 

CATAAGAGAGGTGACAGGCAGGGCATCCCTGGGGACCTGGGCCTGTGGCACGTGAAGAAACACCCAAGAGAGCAC 

GAAGTCCCAATGCCATGACCAGATATTTCGGTGCCAGGCATGCTTCTGGGTCCCAGCAAAAGACACACAAATCCG 

TGTCCTTGGGGACCCACAGTCTAGTGACCTAGGGCTGGCCGGGTCGCACGCTTCTTTTCAAGGGCXCGAAAGCCT 

CXGCATGGAIGCAACXIIGGGGGAAAAGXAACCCIAACCCICXGCXXCXCXCAXCCXCCCCXCIICIGIGXAXAX 

GXCIGICICIXXCICXCXGIGXGXGCCCXXCCCCACXCCCAXCCCCAXXCCXIXXIXXAIXIAXIAXAIXIXGGX 

GGXGXGXGGCXCGGXIXCIGIXGGXCCCCXCGXGXGGCCCCXCCCCXGCIGCAGAACICGICCAGCICGGCCXCC 

XCCGAAGCCICGGAAACCIGCCAGXCAGIGAGCGAGIGCAGCICCCCCACCICXGICAGCXCGGGCXCCACCAXG 

GGIGCCXGGGXGICCACAGAGAAGGXGACCGCCCGGGXGGCAGCCACAGCGGCCCCACXCICCCXGGICCCCCIG 

CCIGCIGCXCAGACAGCCCICACAGCCGCGGCAACCXGGAAGCICAGAAICGACACCAAGAGXGGGGCXCCXCII 

GGGGACAGAGGGIGGGACAAGGCXGAGAGCAIXXICIAGAAXGAGIGCCIGGCXGCIGGACAAIGACCACAIGGX 

XGXCICAAGGGAGAGGAAGGGGIAIGGGGAAIIXGGAGGIGXGAAGGCXIXCXCCCAGACCAGGXGIIGCGXGCC 

XGICCAICCICCXCCCICCCIXCCCGAGCCACCCACCAGACCGXXGGAIGAGCCAIGXCACXGIGXCAGAGGCIG 

XGIGCIIIICCGCXIIXIAGIXIGCACCCCCACCCCCCIGCCCIXGAXIGAGAAXGXGCICCXGAGCAAIGCGAC 

GAXITTGGAAACCXAGAAIGAACAGAXICAXIXGAAGAXGCXIXGGAAIXIXXAAAIIXGCAXAAXGAAAIGAGC 

AAAICACXAICACCAXXAAAXGAGGCXXCAXIAGXXACAXIAXCAAAAACCAXXGACAAGGCCACAAAXIGAGGG 

CACXGAICAAXXICCAAACXICXAAAACGIAGGICAAACAIAGAIGCXIAIXXGCXGICAAACICAXGIGCAIXC 

XIXGCACCCCGGCXCXIIXCICXXGCAXCACAGAXCAICCGXGAGCAGCAGAGCCCCAAXGXXIGXIIXAIIXAI 

AAAIATICAGGIXXCCCCXCCCIIGAAXGXCAAXGCCAIXIXGIAICICCGCACICAXCCIGIIAXAIIAAXXXI 

IXXXCCIIICCCCCCCCXXXIXIXGIIXGXXICCAGIIGXCXAACGGGIXXXCXCACIAXAGXXXAICAAGXGAG 

XCCCACGXGGGGCCCACGGGXGCAGGCCXXXICCCXCAIIGCCIGCCXGCCXCCCGCCIGCICCCXCGGGICACC 

XCIGXCCACCXXCCAGACXACGCXCAXXAXIACACCAXIGGGCCCGGCATGIXCCCGXCAXCXCAGAXCCCIAGC 

XGGAAGGACIGGGCXAAGCCXGGGCCCXAXGACCAGCCICXGGXGAACACCCXGCAGCGCCGCAAAGAGAAGCGA 

GAACCGGACCCCAACGGGGGAGGACCCACXACCGCCAGCGGCCCACCXGCAGCAGCXGAGGAGGCXCAGAGACCA 

CGGAGCAIGACXGXAICGGCIGCCACCAGGCCXGGXGAGGAGAXGGAGGCXIGIGAGGAGCXGGCCCIGGCCCIG 

XCXCGGGGCCXGCAGCIGGACACCCAGAGGAGCAGCCGGGACXCGCXICAGIGCXCCAGCGGCXACAGCACCCAG 

ACAACCACCCCCIGCXGCXCXGAGGACACCAXCCCIXCCCAAGIXXCAGAIIAXGAXIAXXICICXGIAAGIGGI 

GACCAGGAGGCAGAXCAGCAGGAGXXCGACAAGICCXCCACCAIICCAAGAAACAGCGACAXCAGCCAGICCIAC 

CGACGGAXGXXCCAAGCCAAGCGICCAGCCICAACXGCIGGCCICCCCACCACCCIGGGACCXGCXAIGGXCACX 

CCAGGGGIIGCAACIAXCCGACGGACCCCXICCACCAAGCCXICXGICCGCCGGGGAACCAIIGGAGCIGGICCC 

AICCCCAXCAAGACACCCGIGAICCCIGICAAGACCCCAACCGICCCAGACCXCCCAGGGGXGIIGCCAGCCCCX 

CCAGAIGGGCCAGAAGAGCGGGGGGAGCACAGCCCXGAGICGCCAXCXGXGGGIGAGGGCCCCCAAGGXGICACC 

AGCAXGCCCICCICAAIGIGGAGCGGCCAAGCIICCGXIAACCCXCCACXICCAGGCCCGAAGCCCAGXAXCCCX 

GAGGAGCACAGACAGGCAAXICCAGAAAGXGAAGCXGAAGACCAGGAACGGGAACCCCCAAGXGCCACXGXCICC 

CCAGGCCAGAIXCCAGAGAGIGACCCIGCAGACCXGAGCCCAAGGGAXACICCACAAGGAGAAGACAXGCXGAAC 

GCCAICCGAAGGGGCGIGAAACXGAAGAAGACCACGACAAACGAXCGCXCAGCCCCICGCXXIICXTAGGIICAC 

AAGAAAIGCGCCGGXGGGGAAXGAACXGIXICAIIAAXAAAACCXAAXXXGXCIXGAXCCAIXCCACXCIAXAAI 

AAAACAAAAGAIXXXGIAGGCAACXCGGAAIAIAGCICIXXIGAAAGXACICGACACCIIXAGAXAAGAAIXAAA 
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FIGURE 279B 

ACCAACCTATGTAACTGACATAATCTTGATCTTTTAATTTGTAAATATTGACAATTTTCTTTCTGCACATTTTAA 

TCXXAGXXTCCCXXXXGAXXXXXCXGAAGGXGCCAAAXXCCAXXXAACXXXXXXACAAGXCXXXGXAAAAXXXXA 

AATGCATAAAGGGGGTTGGGGCAGGGGAACCACGAAGTAGTTAATTTTAGAAAAGGATTTACTATACTTCACTCT 

TCTTTTTTTTTCCCCACAAGCTTTTGTAGATGCATTGTAGTAGTCTAGCTTAGAAGCAAATGCAAGTTATTTTAA 

TGTACAAACTAAATGGGTAAGAGGTAAAATCTTCATTTAAATATACTATGTTCTGGATGAAAAGAGCAGGAGTAA 

CAATTGATGAGCAATATTCAGAGTGAAGTAAATCTGGAAATGGTAGACTGTGTTGGGATTGGGGGGAGGGCCATG 

GGAGGGGTACATCGTCAACATAGCCGATCCTGTTACATTTAAGAGTAGCCTCGTAGGTTGAATTTCTTCTGGTAG 

CTTCATGGTAAATGCATCCGAATAAGCCATACTGGATTGCAGTGTTTGTTTCTGTAGGGTGTTTAAGGACTTGAC 

TTCCTTTCTCCCATGATTCCTCTGGACTGCACACAGCACCCACAACCAGCCCCATGCATGCTGCTGCCTCTGGGC 

AGTCGTAGAATCTCCCACTTCAGTTTCTCGTTGATTGTACTCACCTTTATGGAATCCAAATACATCCAAAAGGGT 

AAGGCAGTTTTAAAAATGTGAAAACATTTAAAAATGATAATAGCAGGGAATTCTTAGATTATAGTAAATGCCTTT 

TACTTAACTGTGCCCAGCAGGCTGGGTGCGTTAAAAAGCCCAAGTATTTTGAAAAAACTCGAACAGATTTGACAA 

GGGTAGCCAGCTTGGAGTCTAGCAACTTGCCAATGTGTTTACCAATCTGGGGGCTTGTTTTTCTTTTCTTCTTTC 

AAATAAATGGCAGTTAACTGGCTTTACAGTAAACATTGAAGAGAGGAGGATTTGTTTATTGTCACTGGGAATCTG 

ACCACTATACTGTCCTTTTTTTGTATTCXGGGTAATGTTTTTTGGAAAAGATTTGTCTTTTCTAAGTGGAAGTTA 

AATTTGTTATACTGCCCATCCCCTAAAGCCAACAGAGATTTGTAGATTTAAAGGGATCACATTTGAAGACAATAG 

TGTTTl^AGAAAGCAAGCAAGTCCCTTAGCAGTCAGGTCATAACAGGGCACATTTCTGACCGAACCCTCTCAAGGC 

AGAGGAGGAGTTTGGTGGGTTTCATACACCCTGCAGAXTCCTGrTGGCTCTAACCCTCAATTACCrAATCTTATG 

CTTTAACACATAACTGCATTGGATGrGAGAGTAACGTACCGTATGGTCATTGTTCTATATATTAACATTGAACAC 

TGCTGCGATTGCrCAAGGACATTTTATGTTACGGCTTTAAAGCAAAGGCAXGATTATTAGAAACTATTTAAGCTT 

TTTTCTrTGAAAAACAAGCTrCTTTTACAGAATATAAACAACAGTAGTGCCTGTGGTTTAGCCCACCAATCTTGA 

XGACXAAAAGXAGCXGAXGCAXXGTGCAXAXGAXGCXXGAGAXGGXXXXXGCAAAAGCAGAAAXCGCXGCAAGGX 

AAXCACAAXAGAXAAAAGXGGXAXXXXAAACCXXXGAAAXAAAXGGAXGXAACXGXACCXXGGXACAGCXXXXCA 

CXXGXXXAGXXXXXAAACGXXAGXAXAAXCXGAAXAAAXAAAATGXXGCCAAAXXCAAXGXAGAAAGAAXGXGAC 

AACACACCXXGGGXAGXTCXGCXXGXGXXXXXGCAXAXXGXAAAAGCAGXGXCACAGCXAAAAAGAAAGAAAXCG 

XXXCXAACAGXAAAXXAXXGTGCXXXAGXXGCXAGXXXGXACXGAGAGXXGACCXCTCCCXGTGCAGXXXXXXGX 

XCXAAACXXGXAXAAAXAACAAXXGXGXAAXGXGXCXCCCXCCXACAXXGXAACAAXXGCXXCAGCCXACGXXAX 
AAAXAAAGAACCACXAGAXX 
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FIGURE 280 

MFPSSQIPSWKDWAKPGPYDQPLVNTLQRRKEKREPDPNGGGPTTASGPPAAAEEAQRPRSMTVSAATRPGEEME 
ACEELALALSRGLQLDTQRSSRDSLQCSSGYSTQTTTPCCSEDTIPSQVSDYDYFSVSGDQEADQQEFDKSSTIP 
RNSDISQSYRRMFQAKRPASTAGLPTTLGPAMVTPGVATIRRTPSTKPSVRRGTIGAGPIPIKTPVIPVKTPTVP 
DLPGVLPAPPDGPEERGEHSPESPSVGEGPQGVTSMPSSMWSGQASVNPPLPGPKPSIPEEHRQAIPESEAEDQE 
REPPSATVSPGQIPESDPADLSPRDTPQGEDMLNAIRRGVKLKKTTTNDRSAPRFS 
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FIGURE 281 

CGTCCTTCCTCAGCCGCGGGTGATCGTAGCTCGGAAATGGCGGGATTTGGTGCTATGGAGAAATTTTTGGTAGAA 
TATAAGAGTGCAGTGGAGAAGAAACTGGCAGAGTACAAATGTAACACCAACACAGCAATTGAACTAAAATTAGTT 
CGTTTTCCTGAAGATCTTGAAAATGACATTAGAACTTTCTTTCCTGAGTATACCCATCAACTCTTTGGGGATGAT 
GAAACTGCTTTTGGTTACAAGGGTCTAAAGATCCTGTTATACTATATTGCTGGTAGCCTGTCAACAATGTTCCGT 
GTTGAATATGCATCTAAAGTTGATGAGAACTTTGACTGTGTAGAGGCAGATGATGTTGAGGGCAAAATTAGACAA 
ATCATTCCACCTGGATTTTGCACAAACACGAATGATTTCCTTTCTTTACTGGAAAAGGAAGTTGATTTCAAGCCA 
TTCGGAACCTTACTTCATACCTACTCAGTTCTCAGTCCAACAGGAGGAGAAAACTTTACCTTTCAGATATATAAG 
GCTGACATGACATGTAGAGGCTTTCGAGAATATCATGAAAGGCTTCAGACCTTTTTGATGTGGTTTATTGAAACT 
GCTAGCTTTATTGACGTGGATGATGAAAGATGGCACTACTTTCTAGTATTTGAGAAGTATAATAAGGATGGAGCT 
ACGCTCTTTGCGACCGTAGGCTACATGACAGTCTATAATTACTATGTGTACCCAGACAAAACCCGGCCACGTGTA 
AGTCAGATGCTGATTTTGACTCCATTTCAAGGTCAAGGCCATGGTGCTCAACTTCTTGAAACAGTTCATAGAXAC 
TACACTGAATTTCCTACAGTTCTTGATATTACAGCGGAAGATCCATCCAAAAGCTATGTGAAATTACGAGACTTT 
GXGCTTGTGAAGCTTTGTCAAGATTTGCCCTGTTTTTCCCGGGAAAAATTAATGCAAGGATTCAATGAAGATATG 
GCGATAGAGGCACAACAGAAGTTCAAAATAAATAAGCAACACGCTAGAAGGGTTTATGAAATTCTTCGACTACTG 
GTAACTGACATGAGTGATGCCGAACAATACAGAAGCTACAGACTGGATATTAAAAGAAGACTAATTAGCCCATAT 
AAGAAAAAGCAGAGAGATCTTGCTAAGATGAG2UU\ATGTCTCAGACCAGAAGAACTGACAAACCAGATGAACCAA 
ATAGAAATAAGCATGCAACATGAACAGCTGGAAGAGAGTTTTCAGGAACTAGTGGAAGATTACCGGCGTGTTATT 
GAACGACTTGCTCAAGAGTAAAGATTATACTGCTCTGTACAGGAAGCTTGCAAATTTTCTGTACAATGTGCTGTG 
AAAAATCTGATGACTTTAATTTTAAAATCTTGTGACATTTTGCTTATACTAAAAGTTATCTATCTTTAGTTGAAT 
ATTTTCTTTTGGAGAGATTGTATATTTTAAAATACTGTTTAGAGTTTATGAGCATATATTGCATTTAAAGAAAGA 
TAAAGCTTCTGAAATACTACTGCAATTGCTTCCCTTCTTAAACAGTATAATAAATGCTTAGTTGTGAT 
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FIGURE 282 

MAGFGAMEKFLVEYKS AVEKKLAE YKCNTNXAI ELKLVRFPEDLEND I RTFFPE YTHQLFGDDETAFGYKGLKIL 
LYYIAGSLSTMFRVEYASKVDENFDCVEADDVEGKIRQIIPPGFCTNTNDFLSLLEKEVDFKPFGTLLHTYSVLS 
PTGGENFTFQIYKADMTCRGFREYHERLQTFLMWFIETASFIDVDDERWHYFLVFEKYNKDGATLFATVGYMTVY 
NYYVYPDKTRPRVSQMLILTPFQGQGHGAQLLETVHRYYTEFPTVLDITAEDPSKSYVKLRDFVLVKLCQDLPCF 
SREKLMQGFNEDMAI EAQQKFKINKQHARRVYE I LRLLVTDMSD AEQYRS YRLD I KRRL I SP YKKKQRDLAKMRK 
CLRPEELTNQMNQIEISMQHEQLEESFQELVEDYRRVIERLAQE 
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FIGURE 283A 

GAATTCGGCACGAGGCCATTGAATCCCAGTCCTAACAGAAGTACTGCGAATCTTGTGGCCTCATTCTGAACAAAA 
GGGATTAGAGAAGAAAAATCTCTTGATATAAGGCTTGAAAGCAAGGGCAGGCAATCTTGGTTGTGAATATTTTCT 
GATTTTTCCAGAAATCAAGCAGAAGATTGAGCTGCTGATGTCAGTTAACTCTGAGAAGTCGTCCTCTTCAGAAAG 
GCCGGAGCCTCAACAGAAAGCTCCTTTAGTTCCtCCTCCTCCACCGCCACCACCACCACCACCGCCACCTTTGCC 
AGACCCCACACCCCCGGAGCCAGAGGAGGAGATCCTGGGATCAGATGATGAGGAGCAAGAGGACCCTGCGGACTA 
CTGCAAAGGTGGATATCATCCAGTGAAAATTGGAGACCTCTTCAATGGCCGGTATCATGTTATTAGAAAGCTTGG 
ATGGGGGCACTTCTCTACTGTCTGGCTGTGCTGGGATATGCAGGGGAAAAGATTTGTTGCAATGAAAGTTGTAAA 
AAGTGCCCAGCATTATACGGAGACAGCCTTGGATGAAATAAAATTGCTCAAATGTGTTCGAGAAAGTGATCCCAG 
TGACCCAAACAAAGACATGGTGGTCCAGCTCATTGACGACTTCAAGATTTCAGGCATGAATGGGATACATGTCTG 
CATGGTCTTCGAAGTACTTGGCCACCATCTCCTCAAGTGGATCATCAAATCCAACTATCAAGGCCTCCCAGTACG 
TTGTGTGAAGAGTATCATTCGACAGGTCCTTCAAGGGTTAGATTACTTACACAGTAAGTGCAAGATCATTCATAC 
TGACATAAAGCCGGAAAATATCTTGATGTGTGTGGATGATGCATATGTGAGAAGAATGGCAGCTGAGCCTGAGTG 
GCAGAAAGCAGGTGCTCCTCCTCCTTCAGGGTCTGCAGTGAGTACGGCTCCACAGCAGAAACCTATAGGAAAAAT 
ATCTAAAAACAAAAAGAAAAAACTGAAAAAGAAACAGAAGAGGCAGGCTGAGTTATTGGAGAAGCGCCTGCAGGA 
GATAGAAGAATTGGAGCGAGAAGCTGAAAGGAAAATAATAGAAGAAAACATCACCTCAGCTGCACCTTCCAATGA 
CCAGGATGGCGAATACTGCCCAGAGGTGAAACTAAAAACAACAGGATTAGAGGAGGCGGCTGAGGCAGAGACTGC 
AAAGGACAATGGTGAAGCTGAGGACCAGGAAGAGAAAGAAGATGCTGAGAAAGAAAACATTGAAAAAGATGAAGA 
TGATGTAGATCAGGAACTTGCGAACATAGACCCTACGTGGATAGAATCACCTAAAACCAATGGCCATATTGAGAA 
TGGCCCATTCTCACTGGAGCAGCAACTGGACGATGAAGATGATGATGAAGAAGACTGCCCAAATCCTGAGGAATA 
TAATCTTGATGAGCCAAATGCAGAAAGTGATTACACATATAGCAGCTCCTATGAACAATTCAATGGTGAATTGCC 
AAATGGACGACATAAAATTCCCGAGTCACAGTTCCCAGAGTTTTCCACCTCGTTGTTCTCTGGATCCTTAGAACC 
TGTGGCCTGCGGCTCTGTGCTTTCTGAGGGATCACCACTTACTGAGCAAGAGGAGAGCAGTCCATCCCATGACAG 
AAGCAGAACGGTTTCAGCCTCCAGTACTGGGGATTTGCCAAAAGCAAAAACCCGGGCAGCTGACTTGTTGGTGAA 
TCCCCTGGATCCGCGGAATCGAGATAAAATTAGAGTAAAAATTGCTGACCTGGGAAATGCTTGTTGGGTGCATAA 
ACACTTCACGGAAGACATCCAGACGCGTGAGTACCGCTCCATAGAGGTTTrAATAGGAGCGGGGTACAGCACCCC 
TGCGGACATCTGGAGCACGGCGTGTATGGCATTTGAGCTGGCAACGGGAGATTATTTGTTTGAACCACATTCTGG 
GGAAGACTATTCCAGAGACGAAGACCACATAGCCCACATCATAGAGCTGCTAGGCAGTATTCCAAGGCACTTTGC 
TCTATCTGGAAAATATTCTCGGGAATTCTTCAATCGCAGAGGAGAACTGCGACACATCACCAAGCTGAAGCCCTG 
GAGCCTCTTTGATGTACTTGTGGAAAAGTATGGCTGGCCCCATGAAGATGCTGCACAGTTTACAGATTTCCTGAT 
CCCGATGTTAGAAATCjGTTCCAGAAAAACGAGCCTCAGCTGGCGAATGTCGGCATCCTTGGTTGAATTCTTAGCA 
AATTCTACCAATATTGCATTCTGAGCTAGCAAATGTTCCCAGTACATTGGACCTAAACGGTGACTCTCATTCTTT 

aacaggattacaagtgagctggcttcatcctcagacctttattttgctttgaggtactgttgtttgacattttgc 

TTTTTGTGCACTGTGATCCTGGGGAAGGGTAGTCTTTTGTCTTCAGCTAAGTAGTTTACTGACCATTTTCTTCTG 
GAAACAATAACATGTCTCTAAGCATTGTTTCTTGTGTTGTGTGACATTCAAATGTCATTTTTTTGAATGAAAAAT 
ACTTTCCCCTTTGTGTTTTGGCAGGTTTTGTAACTATTTATGAAGAAATATTTTAGCTGAGTACTATATAATTTA 
CAATCTTAAGAAATTATCAAGTTGGAACCAAGAAATAGCAAGGAAATGTACAATTTTATCTTCTGGCAAAGGGAC 
ATCATTCCTGTATTATAGTGTATGTAAATGCACCCTGTAAATGTTACTTTCCATTAAATATGGGAGGGGGACTCA 
AATTTCAGAAAAGCTACCAAGTCTTGAGTGCTTTGTAGCCTATGTTGCATGTAGCGGACTTTAACTGCTCCAAGG 
AGTTGTGCAAACTTTTCATTCCATAACAGTCTTTTCACATTGGATTTTAAACAAAGTGGCTCTGGGTTATAAGAT 
GTCATTCTCTATATGGCACTTTAAAGGAAGAAAAGATATGTTTCTCATTCTAAAATATGCATTATAATTTAGCAG 
TCCCATTTGTGATTTTGCATATTTTTAAAAGTACTTTTAAAGAAGAGCAATTTCCCTTTAAAAATGTGATGGCTC 
AGTACCATGrCATGTTGCCTCCTCTGGGCGCTGTAAGTTAAGCTCTACATAGATTAAATTGGAGAAACGTGTTAA 
TTGTGTGGAATGAAAAAATACATATATTTTTGGAAAAGCATGATCATGCTTGTCXAGAACACAAGGTATGGTATA 
TACAATTTGCAGTGCAGTGGGCAGAATACTTCTCACAGCTCAAAGATAACAGTGATCACATTCATTCCATAGGTA 
GCTTTACGTGTGGCTACAACAAATTTXACTAGCTTTTTCATTGTCTTTCCATGAAACGAAGTTGAGAAAATGATT 
TTCCCTTTGCAGGTTGCACACAGTTTTGTTTATGCATTTCCTTAAAATTAATTGTAGACTCCAGGATACAAACCA 
TAGTAGGCAATACAATTTAGAATGTAATATATAGAGGTATATTAGCCTCTTTAGAAGTCAGTGGATTGAATGTCT 
TTTTATTTTAAATTTTACATTCATTAAGGTGCCTCGTTTTTGACTTTGTCCATTAACATrTATCCATATGCCTTT 
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FIGURE 283B 

GCAATAACTAGATTGTGAAAAGCTAACAAGTGTTGTAACAATAATCCATTGTTTGAGGTGCTTGCAGTTGTCTTA 
AAAATTAAAGTGTTTTGGTTTTTTTTTTTCCAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAATTCCTGC 
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MSVNSEKSSSSERPEPQQKAPLVPPPPPPPPPPPPPLPDPTPPEPEEEILGSDDEEQEDPADYCKGGYHPVKIGD 
LFNGRYHVIRKLGWGHFSTVWLCWDMQGKRFVAMKVVKSAQHYTETALDEIKLLKCVRESDPSDPNKDMVVQLID 
DFKISGMNGIHVCMVFEVLGHHIiLKWI IKSNYQGLPVRCVKSI IRQVLQGLDYLHSKCKI IHTDIKPENILMCVD 
DAYVRRMAAEPEWQKAGAPPPSGSAVSTAPQQKPIGKISKNKKKKLKKKQKRQAELLEKRLQEIEELEREAERKI 
IEENITSAAPSNDQDGEYCPEVKLKTTGLEEAAEAETAKDNGEAEDQEEKEDAEKENIEKDEDDVDQELANIDPT 
WIESPKTNGHIENGPFSLEQQLDDEDDDEEDCPNPEEYNLDEPNAESDYTYSSSYEQFNGELPNGRHKIPESQFP 
EFSTSLFSGSLEPVACGSVLSEGSPLTEQEESSPSHDRSRTVSASSTGDLPKAKTRAADLLVNPLDPRNRDKIRV 
KIADLGNACWVHKHFTEDIQTRQYRSIEVLIGAGYSTPADIWSTACMAFELATGDYLFEPHSGEDYSRDEDHIAH 
IIELLGSIPRHFALSGKYSREFFNRRGELRHITKLKPWSLFDVLVEKYGWPHEDAAQFTDFLIPMLEMVPEKRAS 
AGECRHPWLNS 
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CCGGTGCGCCCGGCGGAGCGCGCGTGCGTGGCCAGCGCGCTCCCCGCTTCTGCTTGGCTTTCCGGCTTAATTTTC 
CTCGGCGGGATTAAAGTTGGAAATTGACCGGAGAATTGAGTTGCCGGGGAACAGAGCCCCGGCCGCCGCCAGAGC 
G ATG TTCCCGCAGAGCCGGCACCCGACGCCGCACCAGGCTGCAGGCCAGCCCTTCAAGTTCACTATCCCGGAGTC 
CCTGGACCGGATTAAAGAGGAATTCCAGTTCCTGCAGGCGCAGTATCACAGCCTTAAATTGGAATGTGAGAAACT 
GGCAAGTGAAAAGACAGAAATGCAGAGGCACTATGTGATGTATTATGAAATGTCATATGGATTAAACATTGAAAT 
GCACAAACAGACTGAAATCGCCAAGAGATTGAATACGATTTGTGCACAAGTCATCCCATTTCTGTCTCAGGAACA 
TCAACAACAGGTGGCCCAGGCTGTTGAACGTGCCAAACAGGTGACCATGGCAGAGTTGAATGCCATCATCGGGCA 
GCAGCAGTTGCAAGCTCAGCATCTTTCTCATGGCCACGGACCCCCAGTTCCCCTTACGCCTCACCCTTCGGGACT 
TCAGCCTCCTGGAATCCCGCCCCTCGGGGGCAGTGCCGGCCTTCTTGCGCTGTCCAGTGCTCTGAGTGGGCAGTC 
TCACTTGGCAATAAAAGATGACAAGAAGCACCACGATGCAGAGCACCACAGAGACAGAGAGCCGGGCACAAGTAA 
TTCCCTCCTGGrCCCAGACAGTCTAAGAGGCACAGATAAACGCAGAAATGGACCTGAATTTTCCAATGACATCAA 
GAAAAGGAAGGTGGATGATAAGGACTCCAGCCACTATGACAGTGATGGTGACAAAAGCGATGACAACTTAGTTGT 
GGATGTGTCTAATGAGGACCCTTCTTCTCCGCGAGCAAGCCCTGCCCACXCGCCCCGGGAAAATGGAATCGACAA 
AAATCGCCTGCTAAAGAAGGATGCTTCTAGCAGTCCAGCTTCCACGGCCTCCTCGGCAAGTTCCACTTCTTTGAA 
ATCCAAAGAAArGAGCTTGCATGAAAAAGCCAGCACGCCTGTTCTGAAATCCAGCACACCAACGCCTCGGAGCGA 
CATGCCAACGCCGGGCACCAGCGCCACTCCAGGCCTCCGTCCAGGTCTCGGCAAGCCTCCAGCCATAGACCCCCT 
CGTTAACCAAGCGGCAGCTGGCTTGAGGACACCCCTGGCAGTGCCCGGCCCATATCCTGCTCCTTTTGGGATGGT 
CCCCCACGCTGGCATGAACGGCGAGCTGACCAGCCCAGGCGCTGCCTACGCCAGTTTACACAACATGTCGCCCCA 
GATGAGCGCCGCAGCCGCCGCGGCCGCCGTGGTGGCCTACGGGCGCTCCCCCATGGTGGGGTTTGATCCTCCCCC 
TCACATGAGAGTACCTACCATTCCTCCAAACCTGGCAGGAATCCCTGGGGGGAAACCTGCATACTCCTTCCACGT 
TACTGCAGACGGTCAGATGCAGCCTGTCCCTTTTCCCCCCGACGCCCTCATCGGACCCGGAATCCCCCGGCATGC 
TCGCCAGATCAACACCCTCAACCACGGGGAGGTGGTGTGCGCTGTGACCATCAGCAACCCCACGAGACACGTGTA 
CACAGGCGGGAAGGGCTGCGTCAAGGTCTGGGACATCAGCCACCCTGGCAATAAGAGCCCTGTCTCCCAGCTCGA 
CTGTCTGAACAGAGACAATTATATCCGTTCCTGTAAATTGCTACCCGATGGCTGCACTCTCATAGTGGGAGGGGA 
AGCCAGTACTTTGTCCATTTGGGACCTGGCGGCTCCAACCCCGCGCATCAAGGCGGAGCTGACGTCCTCGGCCCC 
CGCCTGCTACGCCCTGGCCATCAGCCCCGATTCCAAGGTCTGCTTCTCATGCTGCAGCGACGGCAACATCGCTGT 
GTGGGATCTGCACAACCAGACACTAGTGAGGCAATTCCAGGGCCACACAGACGGAGCCAGCTGTATTGACATTTC 
TAATGATGGCACCAAGCTCTGGACGGGTGGTTTGGACAACACAGTCAGGTCCTGGGACCTGCGCGAGGGGCGGCA 
GCTGCAGCAGCACGACTTCACCTCCCAGATCTTCTCCCTGGGGTACTGCCCCACCGGGGAGTGGCTGGCAGTGGG 
CATGGAGAGCAGCAATGTGGAGGTGCTGCACGTGAACAAGCCTGACAAGTACCAGCTGCACCTGCATGAGAGCTG 
CGTGCTGTCCCTGAAATTTGCTTACTGTGGTAAATGGTTTGTGAGTACTGGAAAAGATAACCTCCTCAATGCTTG 
GCGGACCCCCTATGGAGCCAGCATATTCCAGTCCAAAGAGTCCTCGTCAGTGCTTAGCTGTGACATCTCTGTGGA 
TGATAAGTACATAGTCACTGGCTCGGGGGACAAGAAGGCTACAGTCTATGAAGTCATCTAC TGAA AACATTATGT 
GGTTTAACGTTTATAGTTGAATTGGGCCAAAATGTTTCGAATTTATAGAAATAGAAAAGTTGTAACTTTAAAAGA 
GAAAAAAAATTACAAACACCTGTTTCCAAACCTTGACAGAAAACTACTTTGAGTCTACAAAGAGGAGGCGACAAG 
TCCATCAGCAGAAAGTCACCTGTCTACATAGACCAAATGGAGCACCAAGGCCAAGCGGACAGAGGGGCCATGGGT 
TGTAGGATTGAGGAACGGAATCTGCCGACTCACATGACAGCCCATTCTTTCTTTCTGGGTGATCTGGGGATCACG 
CCTTGCCCAAGTGTGAGATTACCTTTCTGTTCCTTGCAGTTCACCTCACTTTCCGTCCTTTGTAGAGCAGTGGTG 
TCTCCAATGAACTTGTTTCCTGGTTTTGCATCTTGTGAAATGTTTTTTXGTATTTTTGTTGAAGGTTAAACATTT 
GTATAAATTGTAAATATATTTGGTTTATTACAGTAAAGGCTTTAGTACCAATAAAAAAAAAAAAAAAAAAAAAAA 
AAAAAAAAAAAAAAA 
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FIGURE 286 

MFPQSRHPTPHQAAGQPFKFTIPESLDRIKEEFQFLQAQYHSLKLECEKLASEKTEMQRHYVMYYEMSYGLNIEM 

HKQTEIAKRLNTICAQVIPFLSQEHQQQVAQAVERAKQVTMAELNAIIGQQQLQAQHLSHGHGPPVPLTPHPSGL 

QPPGIPPLGGSAGLLALSSALSGQSHLAIKDDKKHHDAEHHRDREPGTSNSLLVPDSLRGTDKRRNGPEFSNDIK 

KRKVDDKDSSHYDSDGDKSDDNLWDVSNEDPSSPRASPAHSPRENGIDKNRLLKKDASSSPASTASSASSTSLK 

SKEMSLHEKASTPVLKSSTPTPRSDMPTPGTSATPGLRPGLGKPPAIDPLVNQAAAGLRTPLAVPGPYPAPFGMV 

PHAGMNGELTSPGAAYASLHNMSPQMSAA2\AAAAVVAYGRSPMVGFDPPPHMRVPTIPPNLAGIPGGKPAYSFHV 

TADGQMQPVPFPPDALIGPGIPRHARQINTLNHGEWCAVTISNPTRHVYTGGKGCVKVWDISHPGNKSPVSQLD 

CLNRDNYIRSCKLLPDGCTLIVGGEASTLSIWDLAAPTPRIKAELTSSAPACYALAISPDSKVCFSCCSDGNIAV 

WDLHNQTLVRQFQGHTDGASCIDISNDGTKLWTGGLDNTVRSWDLREGRQLQQHDFTSQIFSLGYCPTGEWLAVG 

MESS1WEVLHVNKPDKYQLHLHESCVLSLKFAYCGKWFVSTGKDNLLNAWRTPYGASIFQSKESSSVLSCDISVD 
DKY I VTGSGDKKATVYEVI Y 
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GGCACGAGGAGGAGAAGAGCAAAGAAZVAGCAGTCCGTCTGGATTTGTTTGCCCAGGACTGGCGCCGCGCACGCGG 
ATCGCCGAGGGGAGTGCGGTCGGAGTCACCGCGCCCCCGCCTCCCCGCCCGGGCAGCrGAGGCCGGGGGTTGGAG 
CGCTGCCCCCGCGCACAGTCCCCGAGCGCCCGACGTCTCCGCGCAGGTTCTTGAAGCAGCTGGGCCTGGGGCGCC 
CACTAATGTGGCCCTGAGGGCCGGAGCCCGCACCGACGGGAGCGGGAGCCGGAGCAGCTGCGGGCGCCGAGTGGC 
CGGTGCGCCCGGCGGAGCGCGCGTGCGTGGCCAGCGCGCTCCCCGCTTCTGCTTGGCTTTCCGGCTTAATTTTCC 
TCGGCGGGATTAAAGTXGGAAATTGACCGGAGAATTGAGTTGCCGGGGAACAGAGCCCCGGCCGCCGCCAGAGCG 
ATGTTCCCGCAGAGCCGGCACCCGACGCCGCACCAGGCTGCAGGCCAGCCCTTCAAGTTCACTATCCCGGAGTCC 
CTGGACCGGATTAAAGAGGAATTCCAGTTCCTGCAGGCGCAGTATCACAGCCTTAAATTGGAATGTGAGAAACTG 
GCAAGTGAAAAGACAGAAATGCAGAGGCACTATGTGATGTATTATGAAATGTCATATGGATTAAACATTGAAATG 
CACAAACAGACTGAAATCGCCAAGAGATTGAATACGATTTGTGCACAAGTCATCCCATTTCTGTCTCAGGAACAT 
CAACAACAGGTGGCCCAGGCTGTTGAACGTGCCAAACAGGTGACCATGGCAGAGTTGAATGCCATCATCGGGCAG 
CAGCAGTTGCAAGCTCAGCATCTTTCTCATGGCCACGGACCCCCAGTTCCCCTTACGCCTCACCCTTCGGGACTT 
CAGCCTCCTGGAATCCCGCCCCTCGGGGGCAGTGCCGGCCTTCTTGCGCTGTCTAGTGCTCTGAGTGGGCAGTCT 
CACTTGGCAATAAAAGATGACAAGAAGCACCACGATGCAGAGCACCACAGAGACAGAGAGCCGGGCACAAGTAAT 
TCCCTCCTGGTCCCAGACAGTCTAAGAGGCACAGATAAACGCAGAAATGGACCTGAATTTTCCAATGACATCAAG 
AAAAGGAAGGTGGATGATAAGGACTCCAGCCACTATGACAGTGATGGTGACAAAAGCGATGACAACTTAGTTGTG 
GATGTGTCTAATGAGGACCCTTCTTCTCCGCGAGCAAGCCCTGCCCACTCGCCCCGGGAAAATGGAATCGACAAA 
AATCGCCTGCTAAAGAAGGATGCTTCTAGCAGTCCAGCTTCCACGGCCTCCTCGGCAAGTTCCACTTCTTTGAAA 
TCCAAAGAAATGAGCTTGCATGAAAAAGCCAGCACGCCTGTTCTGAAATCCAGCACACCAACGCCTCGGAGCGAC 
ATGCCAACGCCGGGCACCAGCGCCACTCCAGGCCTCCGTCCAGGTCTCGGCAAGCCTCCAGCCATAGACCCCCTC 
GTTAACCAAGCGGCAGCTGGCTTGAGGACACCCCTGGCAGTGCCCGGCCCATATCCTGCTCCTTTTGGGATGGTC 
CCCCACGCTGGCATGAACGGCGAGCTGACCAGCCCAGGCGCTGCCTACGCCAGTTTACACAACATGTCGCCCCAG 
ATGAGCGCCGCAGCCGCCGCGGCCGCCGTGGTGGCCTACGGGCGCTCCCCCATGGTGGGGTTTGATCCTCCCCCT 
CACATGAGAGTACCTACCATTCCTCCAAACCTGGCAGGAATCCCTGGGGGGAAACCTGCATACTCCTTCCACGTT 
ACTGCAGACGGTCAGATGCAGCCTGTCCCTTTTCCCCCCGACGCCCTCATCGGACCCGGAATCCCCCGGCATGCT 
CGCCAGATCAACACCCTCAACCACGGGGAGGTGGTGTGCGCTGTGACCATCAGCAACCCCACGAGACACGTGTAC 
ACAGGCGGGAAGGGCTGCGTCAAGGTCTGGGACATCAGCCACCCTGGCAATAAGAGCCCTGTCTCCCAGCTCGAC 
TGTCTGAACAGAGACAATTATATCCGTTCCTGTAAATTGCTACCCGATGGCTGCACTCTCATAGTGGGAGGGGAA 
GCCAGTACTTTGTCCATTTGGGACCTGGCGGCTCCAACCCCGCGCATCAAGGCGGAGCTGACGTCCTCGGCCCCC 
GCCTGCTACGCCCTGGCCATCAGCCCCGATTCCAAGGTCTGCTTCTCATGCTGCAGCGACGGCAACATCGCTGTG 
TGGGATCTGCACAACCAGACACTAGTGAGGCAATTCCAGGGCCACACAGACGGAGCCAGCTGTATTGACATTTCT 
AATGATGGCACCAAGCTCTGGACGGGTGGTTTGGACAACACAGTCAGGTCCTGGGACCTGCGCGAGGGGCGGCAG 
CTGCAGCAGCACGACTTCACCTCCCAGATCTTCTCCCTGGGGTACTGCCCCACCGGGGAGTGGCTGGCAGTGGGC 
ATGGAGAGCAGCAATGTGGAGGTGCTGCACGTGAACAAGCCTGACAAGTACCAGCTGCACCTGCATGAGAGCTGC 
GTGCTGTCCCTGAAATTTGCTTACTGTGGTAAATGGTTTGTGAGTACTGGAAAAGATAACCTCCTCAATGCTTGG 
CGGACCCCCTATGGAGCCAGCATATTCCAGTCCAAAGAGTCCTCGTCAGTGCTTAGCTGTGACATCTCTGTGGAT 
GATAAGTACATAGTCACTGGCTCGGGGGACAAGAAGGCTACAGTCTATGAAGTCATCTACTGAAAACATTATGTG 
GTTTAACGTTTATAGTTGAATTGGGCCAAAATGTTTCGAATTTATAGAAATAGAAAAGTTGTAACTTTAAAAGAG 
AAAAAAAATTACAAACACCTGTTTCCAAACCTTGACAGAAAACTACTTTGAGTCTACAAAGAGGAGGCGACAAGT 
CCATCAGCAGAAAGTCACCTGTCTACATAGACCAAATGGAGCACCAAGGCCAAGCGGACAGAGGGGCCATGGGTT 
GTAGGATTGAGGAACGGAATCTGCCGACTCACATGACAGCCCATTCTTTCTTTCTGGGTGATCTGGGGATCACGC 
CTTGCCCAAGTGTGAGATTACCTTTCTGTTCCTTGCAGTTCACCTCACTTTCCGTCCTTTGTAGAGCAGTGGTGT 
CTCCAATGAACTTGTTTCCTGGTTTTGCATCTTGTGAAATGTTTTTTTGTATTTTTGTTGAAGGTTAAACATTTG 
TATAAATTGTAAATATATTTGGTTTATTACAGTAAAGGCTTTAGTACCAATAAAAAAAAAAAAAAAA 
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MFPQSRHPTPHQAAGQPFKFTIPESLDRIKEEFQFLQAQYHSLKLECEKLASEKTEMQRHYVMYYEMSYGLNIEM 
HKQTEIAKRLNTICAQVIPFLSQEHQQQVAQAVERAKQVTMAELNAIIGQQQLQAQHLSHGHGPPVPLTPHPSGL 
QPPGIPPLGGSAGLLALSSALSGQSHLAIKDDKKHHDAEHHRDREPGTSNSLLVPDSLRGTDKRRNGPEFSNDIK 
KRKVDDKDSSHYDSDGDKSDDNLWDVSNEDPSSPRASPAHSPRENGIDKNRLLKKDASSSPASTASSASSTSLK 
SKEMSLHEKASTPVLKSSTPTPRSDMPTPGTSATPGLRPGLGKPPAIDPLVNQAAAGLRTPLAVPGPYPAPFGMV 
PHAGMNGELTSPGAAYASLHNMSPQMSAAAAAAAWAYGRSPMVGFDPPPHMRVPTIPPNLAGIPGGKPAYSFHV 
TADGQMQPVPFPPDALIGPGIPRHARQINTLNHGEVVCAVTISNPTRHVYTGGKGCVKVWDISHPGNKSPVSQLD 
CLNRDNYIRSCKLLPDGCTLIVGGEASTLSIWDLAAPTPRIKAELTSSAPACYALAISPDSKVCFSCCSDGNIAV 
WDLHNQTLVRQFQGHTDGASCIDISNDGTKLWTGGLDNTVRSWDLREGRQLQQHDFTSQIFSLGYCPTGEWLAVG 
MESSNVEVLHVNKPDKYQLHLHESCVLSLKFAYCGKWFVSTGKDNLLNAWRTPYGASIFQSKESSSVLSCDISVD 
DKYIVTGSGDKKATVYEVIY 
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CTACXACAGIGGCGGACGIACAGGACCIGIIICACXGCAGGGGGAICCAAAACAAGCCCCGXGGAGCAACAGCCA 

GAGCAACAGCAGCTGCAAGACATTGTTTCTCTCCCTCTGCCCCCCCTTCCCCACGCAACCCCAGATCCATTTACA 

CTTTACAGTXTTACCTCACAAAAACXACTACAAGCACCAAGCTCCCTGATGGAAAGGAGCATCGTGCATCAAGTC 

ACCAGGGTGGTCCAXTCAAGCTGCAGATTTGTTTGTCATCCTTGTACAGCAATCTCCTCCTCCACTGCCACTACA 

GGGAAGTGCATCACATGTCAGCATACTGGAGCATAGTGAAAGAGTCTATTTTGAAGCTTCAAACTTAGTGCTGCT 

GCAGACCAGGAACAAGAGAGAAAGAGTGGAXTTCAGCCTGCACGGATGGTCTTGAAACACAAATGGTTTTTGGTC 

TAGGCGTTTTACACTGAGATTCTCCACTGCCACCCTTTCTACTCAAGCAAAATCTTCGTGAAAAGATCTGCTGCA 

AGGAACTGATAGCTTATGGTTCTCCATTGTGATGAAAGCACATGGTACAGTTTTCCAAAGAAATTAGACCATTTT 

CTXCGTGAGAAAGAAATCGACGTGCTGTTTTCATAGGGTATTTCTCACTTCTCTGTGAAAGGAAGAAAGAACACG 

CCTGAGCCCAAGAGCCCTCAGGAGCCCTCCAGAGCCTGTGGGAAGTCTCCATGGTGAAGTATAGGCTGAGGCTAC 

CTGTGAACAGTACGCAGTGAATGTTCATCCAGAGCTGCTGTTGGCGGATTGTACCCACGGGGAGATGATTCCTCA 

TGAAGAGCCTGGATCCCCTACAGAAATCAAATGTGACTTTCCGTTTATCAGACTAAAATCAGAGCCATCCAGACA 

GTGAAACAGTCACCGTGGAGGGGGGACGGCGAAAAATGAAATCCAACCAAGAGCGGAGCAACGAATGCCTGCCTC 

GCAAGAAGCGCGAGATCCCCGCCACCAGCCGGTCCTCCGAGGAGAAGGCCCCTACCCTGCCCAGCGACAACCACC 

GGGTGGAGGGCACAGCATGGCTCCCGGGCAACCCXGGTGGCCGGGGCCACGGGGGCGGGAGGCATGGGCCGGCAG 

GGACCTCGGTGGAGCTTGGTTTACAACAGGGAATAGGTTTACACAAAGCArTGTCCACAGGGCTGGACTACTCCC 

CGCCCAGCGCTCCCAGGTCTGTCCCCGTGGCCACCACGCTGCCTGCCGCGTACGCCACCCCGCAGCCAGGGACCC 

CGGTGTCCCCCGTGCAGXACGCTCACCTGCCGCACACCXTCCAGTTCATTGGGTCCTCCCAATACAGTGGAACCT 

ATGCCAGCrTCATCCCArCACAGCTGATCCCCCCAACCGCCAACCCCGTCACCAGTGCAGTGGCCTCGGCCGCAG 

GGGCCACCACXCCAXCCCAGCGCXCCCAGCXGGAGGCCXAXICCACXCXGCIGGCCAACAIGGGCAGXCXGAGCC 

AGACGCCGGGACACAAGGCXGAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAICAGCAXCAGCAGC 

AGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCACCICAGCAGGGCXCCGGGGCXCAXCACCCCGGGGI 

CCCCCCCACCAGCCCAGCAGAACCAGIACGXCCACAXXXCCAGXXCXCCGCAGAACACCGGCCGCACCGCCXCXC 

CXCCGGCCAXCCCCGXCCACCICCACCCCCACCAGACGAXGAXCCCACACACGCXCACCCIGGGGCCCCCCXCCC 

AGGXCGXCAIGCAAXACGCCGACXCCGGCAGCCACXXXGXCCCXCGGGAGGCCACCAAGAAAGCXGAGAGCAGCC 

GGCIGCAGCAGGCCAICCAGGCCAAGGAGGXCCXGAACGGIGAGAXGGAGAAGAGCCGGCGGXACGGGGCCCCGI 

CCTCAGCCGACCTGGGCCTGGGCAAGGCAGGCGGCAAGTCGGTTCCTCACCCGXACGAGTCCAGGCACGTGGTGG 

TCCACCCGAGCCCCTCAGACTACAGCAGTCGTGAICCTTCGGGGGTCCGGGCCTCTGTGATGGTCCTGCCCAACA 

GCAACACGCCCGCAGCTGACCTGGAGGTGCAACAGGCCACTCATCGTGAAGCCTCCCCTTCTACCCTCAACGACA 

AAAGTGGCCTGCATTTAGGGAAGCCTGGCCACCGGTCCTACGCGCTCTCACCCCACACGGTCATTCAGACCACAC 

ACAGTGCTTCAGAGCCACTCCCGGTGGGACTGCCAGCCACGGCCTTCTACGCAGGGACTCAACCCCCTGTCATCG 

GCTACCTGAGCGGCCAGCAGCAAGCAATCACCTACGCCGGCAGCCTGCCCCAGCACCTGGTGATCCCCGGCACAC 

AGCCCCTGCTCATCCCGGTCGGCAGCACTGACATGGAAGCGTCGGGGGCAGCCCCGGCCATAGTCACGTCATCCC 

CCCAGTTTGCTGCAGTGCCTCACACGTTCGTCACCACCGCCCTTCCCAAGAGCGAGAACTTCAACCCTGAGGCCC 

XGGTCACCCAGGCCGCCTACCCAGCCATGGTGCAGGCCCAGATCCACCTGCCTGTGGrGCAGTCCGTGGCCTCCC 

x^^^^^^^^^^^^^^^^^^^^^^^^^^^^^^^^^^^^^^'CCAGrrGGCCAACGGGGAGCXAA 

AGAAGGTGGAAGACTTAAAAACAGAAGATTTCATCCAGAGTGGAGAGATAAGCAACGACCTGAAGATCGACTCCA 

GCACCGTAGAGAGGATXGAAGACAGCCATAGCCCGGGCGTGGCCGTGATACAGTTCGCCGTCGGGGAGCACCGAG 

CCCAGGXCAGCGXXGAAGXIXXGGXAGAGXAXCCXIIIXIXGIGXIXGGACAGGGCIGGXCAXCCIGCIGICCGG 

AGAGAACCAGCCAGCXCXXIGAXXIGCCGXGIXCCAAACXCICAGXIGGGGAIGICIGCAXCXCGCIIACCCICA 

AGAACCXGAAGAACGGCXCXGXXAAAAAGGGCCAGCCCGXGGAXCCCGCCAGCGXCCXGCXGAAGCACXCAAAGG 

CCGACGGCCXGGCGGGCAGCAGACACAGGXAIGCCGAGCAGGAAAACGGAAXCAACCAGGGGAGXGCCCAGAXGC 

XCXCXGAGAAXGGCGAACXGAAGXXICCAGAGAAAAXGGGAXIGCCXGCAGCGCCCXXCCXCACCAAAAXAGAAC 

CCAGCAAGCCCGCGGCAACGAGGAAGAGGAGGXGGXCGGCGCCAGAGAGCCGCAAACXGGAGAAGXCAGAAGACG 

AACCACCXIXGACXCXXCCIAAGCCXXCXCXAAXICCXCAGGAGGIXAAGAXXXGCAXXGAAGGCCGGXCXAAXG 

XAGGCAAGTAGAGGCAGCGXGGGGGAAAGGAAACGXGGCXCXCCCXIAXCAXXXGXAXCCAGAXXACXGXACXGX 

AGGCIAAAAXAACACAGXAXXXACAIGIXAICXICXXAAXIIXAGGXXXCIGXXCXAACCXTGXCAXXAGAGXXA 

CAGCAGGXGXGXCGCAGGAGACXGGXGCAXAXGCXXTXXCCACGAGXGXCXGXCAGXGAGCGGGCGGGAGGAAGG 
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GCACAGCAGGAGCGGTCAGGGCTCCAGGCATCCCCGGGGAAGAAAGGAACGGGGCTTCACAGTGCCTGCCTTCTC 
TAGCGGCACAGAAGCAGCCGGGGGCGCTGACTCCCGCTAGTGTCAGGAGAAAAGTCCCGTGGGAAGAGTCCTGCA 
GGGGTGCAGGGTTGCACGCATGTGGGGGTGCACAGGCGCTGTGGCGGCGAGTGAGGGTCTCTTTTTCTCTGCCTC 
CCTCTGCCTCACTCTCTTGCTATCGGCATGGGCCGGGGGGGTTCAGAGCAGTGTCCTCCTGGGGTTCCCACGTGC 
AAAATCAACATCAGGAACCCAGCTTCAGGGCATCGCGGAGACGCGTCAGATGGCAGATTTGGAAAGTTAACCATT 
TAAAAGAACATTTTTCTCTCCAACATATTTTACAATAAAAGCAACTTTTAATTGTATAGATATATATTTCCCCCT 
ATGGGGCCTGACTGCACTGATATATATTTTTTTTAAAGAGCAACTGCCACATGCGGGATTTCATTTCTGCTTTTT 
ACTAGTGCAGCGATGTCACCAGGGTGTTGTGGTGGACAGGGAAGCCCCTGCTGTCATGGCCCCACATGGGGTAAG 
GGGGGTTGGGGGTGGGGGAGAGGGAGAGAGCGAACACCCACGCTGGTTTCTGTGCAGTGTTAGGAAAACCAATCA 
GGTTATTGCATTGACTTCACTCCCAAGAGGTAGATGCAAACTGCCCTTCAGTGAGAGCAACAGAAGCTCTTCACG 
TTGAGTTTGCGAAATCTTTTTGTCTTTGAACTCTAGTACTGTTTATAGTTCATGACTATGGACAACTCGGGTGCC 
ACTTTTTTTTTTTTCAGATTCCAGTGTGACATGAGGAATTAGATTTTGAAGATGAGCATATATTACTATCTTTAA 
GCATTTAAAAATACTGTTCACACTTTATTACCAAGCATCTTGGTCTCTCATTCAACAAGTACTGTATCTCACTTT 
AAACTCTTTGGGGAAAAAACAAAAACAAAAAAAACTAAGTTGCTTTCTTTTTTTCAACACTGTAACTACATTTCA 
GCTCTGCAGAATTGCTGAAGAGCAAGATATTGAAAGTTTCAATGTGGTTTAAAGGGATGAATGXGAATTATGAAC 
TAGTATGTGACAATAAATGACCACCAAGTACTACCTGACGGGAGGCACTTTTCACTTTGATGTCTGAGAATCAGT 
TCAAGGCATATGCAGAGTTGGCAGAGAAACTGAGAGAAAAGGGATGGAGAAGAGAATACTCATTTTTGTCCAGTG 
TTTTTCTTTTTAAGATGAACTTTTAAAGAACCTTGCGATTTGCACATATTGAGTTTATAACTTGTGTGATATTCC 
TGCAGTTTTTATCCAATAACATTGTGGGAAAGGTTTGGGGGACTGAACGAGCATAAATAAATGTAGCAAAATTTC 
TTTCTAACCTGCCTAAACTCTAGGCCATTTTATAAGGTTATGTTCCTTTGAAAATTCATTTTGGTCTTTTTACCA 
CATCTGTCACAAAAAGCCAGGTCTTAGCGGGCTCTTAGAAACTCTGAGAATTTTCTTCAGATTCATTGAGAGAGT 
TTTCCATAAAGACATTTATATATGTGAGCAAGATTTTTTTTAAACAATTACTTTATTATTGTTGTTATTAATGTT 
ATTTTCAGAATGGCTTTTTTTTTCTATTCAAAATCAAATCGAGATTTAATGTTTGGTACAAACCCAGAAAGGGTA 
TTTCATAGTTTTTAAACCTTTCATTCCCAGAGATCCGAAATATCATTTGTGGGTTTTGAATGCATCTTTAAAGTG 
CTTTAAAAAAAAGTTTTATAAGTAGGGAGAAATTTTTAAATATTCTTACTTGGATGGCTGCAACTAAACTGAACA 
AATACCTGACTTTTCTTTTACCCCATTGAAAATAGTACTTTCTTCGTTTCACAAATTAAAAAAAAAATCTGGTAT 
CAACCCACATTTTGGCTGTCTAGTATTCATTTACATTTAGGGTTCACCAGGACTAATGATTTTTATAAACCGTTT 
TCTGGGGTGTACCAAAAACATTTGAATAGGTTTAGAATAGCTAGAATAGTTCCTTGACTTTCCTCGAATTTCATT 
ACCCTCTCAGCATGCTTGCAGAGAGCTGGGTGGGCTCATTCTTGCAGTCATACTGCTTATTTAGTGCTGTATTTT 
TTAAACGTTTCTGTTCAGAGAACTTGCTTAATCTTCCATATATTCTGCTCAGGGCACTTGCAATTATTAGGTTTT 
GTTTTTCTTTTTGTTTTTTAGCCTTTGATGGTAAGAGGAATACGGGCTGCCACATAGACTTTGTTCTCATTAATA 
TCACTATTTACAACTCATGTGGACTCAGAAAAACACACACCACCTTTTGGCTTACTTCGAGTATTGAATTGACTG 
GATCCACTAAACCAACACTAAGATGGGAAAACACACATGGTTTGGAGCAATAGGAACATCATCATAATTTTTGTG 
GTTCTATTTCAGGTATAGGAATTATAAAATAATTGGTTCTTTCTAAACACTTGTCCCATTTCATTCTCTTGCTTT 
TTTAGCATGTGCAATACTTTCTGTGCCAATAGAGTCTGACCAGTGTGCTATATAGTTAAAGCTCATTCCCTTTTG 
GCTTTTTCCTTGTTTGGTTGATCTTCCCCATTCTGGCCAGAGCAGGGCTGGAGGGAAGGAGCCAGGAGGGAGAGA 
GCCTCCCACCTTTCCCCTGCTGCGGATGCTGAGTGCTGGGGCGGGGAGCCTTCAGGAGCCCCGTGCGTCTGCCGC 
CACGTTGCAGAAAGAGCCAGCCAAGGAGACCCGGGGGAGGAACCGCAGTGTCCCCTGTCACCACACGGAATAGTG 
AATGTGGAGTGTGGAGAGGAAGGAGGCAGATTCATTTCTAAGACGCACTCTGGAGCCATGTAGCCTGGAGTCAAC 
CCATTTTCCACGGTCTTTTCTGCAAGTGGGCAGGCCCCTCCTCGGGGTCTGTGTCCTTGAGACTTGGAGCCCTGC 
CTCTGAGCCTGGACGGGAAGTGTGGCCTGTTGTGTGTGTGCGTTCTGAGCGTGTTGGCCAGTGGCTGTGGAGGGG 
ACCACCTGCCACCCACGGTCACCACTCCCTTGTGGCAGCTTTCTCTTCAAATAGGAAGAACGCACAGAGGGCAGG 
AGCCTCCTGTTTGCAGACGTTGGCGGGCCCCGAGGCTCCCAGAGCAGCCTCTGTCACCGCTTCTGTGTAGCAAAC 
ATTAACGATGACAGGGGTAGAAATTCTTCGGTGCCGTTCAGCTTACAAGGATCAGCCATGTGCCTCTGTACTATG 
TCCACTTTGCAATATTTACCGACAGCCGTCTTTTGTTCTTTCTTTCCTGTTTTCCATTTTTAAACTAGTAACAGC 
AGGCCTTTTGCGTTTACAATGGAACACAATCACCAAGAAATTAGTCAGGGCGAAAAGAAAAAAATAATACTATTA 
ATAAGAAACCAACAAACAAGAACCTCTCTTTCTAGGGATTTCTAAATATATAAAATGACTGTTCCTTAGAATGTT 
TAACTTAAGAATTATTTCAGTTTGTCTGGGCCACACTGGGGCAGAGGGGGGAGGGAGGGATACAGAGATGGATGC 
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CACXXACCXCAGATCXTXXAAAGXGGAAAXCCAAAXXGAAXXXXCAXXXGGACXXTCAGGAXAAXXTXCXAXGXX 

GGTCAACTTTTCGTTTTCCCTAACTCACCCAGTTTAGTTTGGGATGATTTGATTTCTGTTGTTGTTGATCCCATT 

TCTAACTTGGAATTGTGAGCCTCTATGTTTTCTGTTAGGTGAGTGTGTTGGGTTTTTTCCCCCCACCAGGAAGTG 

GCAGCATCCCTCCTTCTCCCCTAAAGGGACTCTGCGGAACCTTTCACACCTCTTTCTCAGGGACGGGGCAGGTGT 

GTGTGTGGTACACTGACGTGTCCAGAAGCAGCACTTTGACTGCTCTGGAGTAGGGTTGTACAATTTCAAGGAATG 

TTTGGATTTCCTGCATCTTGTGGATTACTCCTTAGATACCGCATAGATTGCAATATAATGCTGCATGTTCAAGAT 

GAACAGTAGCTCCTAGTAATCATAAAATCCACTCTTTGCACAGTTTGATCTTTACTGAAATATGTTGCCAAAATT 

TATTTTTGTTGTTGTAGCTCTGGATTTTGTTTTGTTTTGTTTTTTAAGGAAACGATTGACAATACCCTTTAACAT 

CXGXGACXACTAAGGAAACCXAXXXCXXXCAXAGAGAGAAAAAXCXCCAAXGCXXXXGAAGACACXAAXACCGXG 

CXAXXXCAGAXAXGGGXGAGGAAGCAGAGCXCTCGGXACCGAAGGCCGGGCXXCXXGAGCXGXGXXGGXXGXCAX 

GGCTACTGTTTCATGAACCACAAGCAGCTCAACAGACTGGTCTGrTGCCTTCTGAAACCCTTXGCACTTCAATTT 

GCACCAGGTGAAAACAGGGCCAGCAGACTCCATGGCCCAATTCGGTTTCTTCGGTGGTGATGTGAAAGGAGAGAA 

TTACACTTTTTTTTTTTTTAAGTGGCGTGGAGGCCXTTGCTTCCACATTTGXTTTTAACCCAGAATTTCTGAAAT 

AGAGAAXXXAAGAACACAXCAAGXAAXAAAXAXACAGAGAAXAXACXXXXXXATAAAGCACAXGCAXCTGCTAXT 

GXGXXGGGXXGGXXXCCXCXCXXXXCCACGGACAGXGXXGXGXXXCXGGCATAGGGAAACXCCAAACAACXXGCA 

CACCXCXACXCCGGAGCXGAGAXXXCXXXXACAXAGAXGACCXCGCXXCAAAXACGXXACCTXACXGAXGAXAGG 

AXCXXXXCTXGXAGCACXAXACCTXGXGGGAATXXXTXTXXAAAXGXACACCXGATXXGAGAAGCXGAAGAAAAC 

AAAAXXXXGAAGCACXCACXXXGAGGAGXACAGGTAATGXXXXAAAAAATXGCACAAAAGAAAAATGAAXGXCGA 

AAXGAXXCAXXCAGXGTXXGAAAGAXAXGGCXCXGXXGAAACAAXGAGTXXCAXACXXXGXXXGXAAAAAAAAAA 

AGCAGAGAAGGGXXGAAAGXTACAXGXXTXTXTGXATATAGAAAXXXGTCATGTCTAAATGATCAGAXXTGXAXG 

GXTATGGCCTGGAAGAAXXACXACGXAAAAGGCXCXXAAACXAXACCXAXGCTXATXGTXAXTXXTGTXACAXAT 

AGCCCXCGXCXGAGGGAGGGGAACTCGGTAXXCXGCGAXTXGAGAAXACXGXXCATXCCXAXGCXGAAAGXACTX 

CXCXGAGCXCCCXXCXXAGXCXAAACXCXXAAGCCAXXGCAACXXCXXTXXCXTCAGAGAXGAXGXXXGACAXXX 

XCAGCACXXCCXGXTCCXAXAAACCCAAAGAATAXAAXCXXGAACACGAAGXGTXXGXAACAAGGGAXCCAGGCX 

ACCAAXCAAACAGGACXCAXXAXGGGGACAAAAAAAAAAAAAAXXAXTXCACCXXCXXXCCCCCCACACCXCAXX 

TAAAXGGGGGGAGXAAAAACAXGAXXXCAAXGTAAAXGCCTCAXXTXAXXXXAGXXXXAXXXXGAXXXXXAXXXA 

AXAXAAAGAGGCCAGAAXAAAXACGGAGCAXCTXCXCAGAAXAGXAXXCCXGXCCAAAAAXCAAGCCGGACAGXG 

GAAACXGGACAGCXGXGGGGATATTAAGCACCCCCACXXACAAXXCXTAAAXTCAGAAXCXCGXCCCCXCCCXXC 

XCGXTGAAGGCAACXGXXCXGGXAGCXAACXXXCXCCXGXGXAAXGGCGGGAGGGAACACCGGCXXCAGXXXXXC 

AXGXCCCCAXGACXTGCATACAAATGGXXCAACXGXAXXAAAAXXAAGXGCAXXXGGCCAAXAGGXAGXAXCXAX 

ACAATAACAACAAXCXCXAAGAATXTCCAXAACXXXXCXXAXCXGAAAGGACXCAAGXCXXCCACXGCAGAXACA 

XXGGAGGCXXCACCCACGXXXTCTTXCCCXXXAGXXXGXXXGCXGXCXGGATGGCCAAXGAGCCTGXCXCCXXXX 

CXGXGGCCAAXCXGAAGGCCXXCGXXGGAAGXGXXGXXCACAGXAAXCCXXACCAAGAXAACAXACXGXCCXCCA 

GAAXACCAAGXAXXAGGXGACACXAGCXCAAGCXGXXGXCXXCAGAGCAGXXACCAAGAAGCXCGGTGCACAGGX 

XXXCTCXGGXXCXXACAGGAACCACCXACXCXTXCAGTXXXCTGGCCCAGGAGXGGGGXAAAXCCXXXAGXTAGX 

GCAXXXGAACXXGGXACCXGXGCAXXCAGXXCXGXGAAXACXGCCCTXXXXGGCGGGGXXXCCXCAXCXCCCCAG 

CCXGAACXGCXCAACXCXAAACCCAAAXXAGXGXCAGCCGAAAGGAGGXXXCAAGAXAGXCCTGTCAGTAXTXGX 

GGXGACCXXCAGAXXAGACAGXCXXCAXXXCCAGCCAGTGGAGXCCXGGCXCCAGAGCCAXCXCXGAGACXCCGX 

ACXACXGGAXGXXXXAAXAXCAGAXCAXXACCCACCAXATGCCXCCCACAGGCCAAGGGAAAACAGACACCAGAA 

CXXGGGXXGAGGGCACXACCAGACXGACAXGGCCAGXACAGAGGAGAACXAGGGAAGGAAXGAXGXXXTGCACCT 

XAXXGAAAAGAAAAXXXXAAGTGCAXACAXAAXAGXXAAGAGCXXXXAXXGXGACAGGAGAACXXXXXTCCAXAX 

GCGXGCAXACXCXCXGXAAXXCCAGXGXAAAATAXXGXACXXGCACXAGCXXXXXXAAACAAAXAXXAAAAAAXG 

GAAGAAXXCAXAXXCXAXXXXCXAAXCGXGGXGXGXCXAXXXGTAGGAXACACXCGAGXCXGXXXAXXGAAXXTX 

AXGGXCCCXXXCXXXGAXGGXGCXXGCAGGXXXXCXAGGXAGAAAXXAXXTCATXAXTAXAAXAAAACAAXGXXX 

GAXXCAAAAXXXGAACAAAAIXGTXXXAAAXAAAXXGXCXGXAXACCAGXACAAGXXXAXXGXXTCAGTAXACXC 

GXACXAAXAAAAXAACAGXGCCAAXXGCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAAAAAAAAA 
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MKSNQERSNECLPPKKREIPATSRSSEEKAPTLPSDNHRVEGTAWLPGNPGGRGHGGGRHGPAGTSVELGLQQGI 
GLHKALSTGLDYSPPSAPRSVPVATTLPAAYATPQPGTPVSPVQYAHLPHTFQFIGSSQYSGTYASFIPSQLIPP 
TANPVTSAVASAAGATTPSQRSQLEAYSTLLANMGSLSQTPGHKAEQQQQQQQQQQQQHQHQQQQQQQQQQQQQQ 
QHLSRAPGLITPGSPPPAQQNQYVHISSSPQNTGRTASPPAIPVHLHPHQTMIPHTLTLGPPSQWMQYADSGSH 
FVPREATKKAESSRLQQAIQAKEVLNGEMEKSRRYGAPSSADLGLGKAGGKSVPHPYESRHVWHPSPSDYSSRD 
PSGVRASVMVLPNSNTPAADLEVQQATHREASPSTLNDKSGLHLGKPGHRSYALSPHTVIQTTHSASEPLPVGLP 
ATAFYAGTQPPVIGYLSGQQQAITYAGSLPQHLVIPGTQPLLIPVGSTDMEASGAAPAIVTSSPQFAAVPHTFVT 
TALP KS ENFNP E ALVTQ AAYP AMVQ AQ I HLPWQ S VAS PAAAP PTLPP YFMKGS 1 1 QL ANGELKKVED LKTEDFI 
QSAEISNDLKIDSSTVERIEDSHSPGVAVIQFAVGEHRAQVSVEVLVEYPFFVFGQGWSSCCPERTSQLFDLPCS 
KLSVGDVCISLTLKNLKNGSVKKGQPVDPASVLLKHSKADGLAGSRHRYAEQENGINQGSAQMLSENGELKFPEK 
MGLPAAPFLTKIEPSKPAATRKRRWSAPESRKLEKSEDEPPLTLPKPSLIPQEVKICIEGRSNVGK 
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CTACTACAGTGGCGGACGTACAGGACCTGTTTCACTGCAGGGGGATCCAAAACAAGCCCCGTGGAGCAACAGCCA 

GAGCAACAGCAGCTGCAAGACATTGTTTCTCTCCCTCTGCCCCCCCTTCCCCACGCAACCCCAGATCCATTTACA 

CTTTACAGTTTTACCTCACAAAAACTACTACAAGCACCAAGCTCCCTGATGGAAAGGAGCATCGTGCATCAAGTC 

ACCAGGGTGGTCCATTCAAGCXGCAGATTTGTXTGTCATCCTTGTACAGCAATCTCCTCCTCCACTGCCACTACA 

GGGAAGTGCATCACATGTCAGCATACTGGAGCATAGTGAAAGAGTCTATTTTGAAGCTTCAAACTTAGTGCTGCT 

GCAGACCAGGAACAAGAGAGAAAGAGTGGATTTCAGCCTGCACGGATGGTCTTGAAACACAAATGGTTTTTGGTC 

TAGGCGTTTTACACTGAGATTCTCCACTGCCACCCTTTCTACTCAAGCAAAATCTTCGTGAAAAGATCTGCTGCA 

AGGAACTGATAGCTTATGGTTCTCCATTGTGATGAAAGCACATGGTACAGTTTTCCAAAGAAATTAGACCATTTT 

CTTCGTGAGAAAGAAATCGACGTGCTGTTTTCATAGGGTATTTCTCACXTCTCTGTGAAAGGAAGAAAGAACACG 

CCTGAGCCCAAGAGCCCTCAGGAGCCCTCCAGAGCCTGTGGGAAGTCTCCATGGTGAAGTATAGGCTGAGGCXAC 

CXGIGAACAGIACGCAGIGAAXGXXCAXCCAGAGCXGCXGXXGGCGGAIIGIACCCACGGGGAGAXGAXXCCXCA 

XGAAGAGCCXGGAICCCCIACAGAAAXCAAAIGIGACXIICCGIIXAICAGACIAAAAICAGAGCCAXCCAGACA 

GTGAAACAGTCACCGTGGAGGGGGGACGGCGAAAAATGAAATCCAACCAAGAGCGGAGCAACGAATGCCTGCCTC 

CCAAGAAGCGCGAGATCCCCGCCACCAGCCGGTCCTCCGAGGAGAAGGCCCCTACCCTGCCCAGCGACAACCACC 

GGGTGGAGGGCACAGCATGGCTCCCGGGCAACCCTGGTGGCCGGGGCCACGGGGGCGGGAGGCATGGGCCGGCAG 

GGACCTCGGTGGAGCTTGGTTTACAACAGGGAATAGGTTTACACAAAGCATTGTCCACAGGGCTGGACTACTCCC 

CGCCCAGCGCTCCCAGGTCTGTCCCCGTGGCCACCACGCTGCCTGCCGCGTACGCCACCCCGCAGCCAGGGACCC 

CGGTGTCCCCCGTGCAGTACGCTCACCTGCCGCACACCTTCCAGTTCATTGGGTCCTCCCAATACAGTGGAACCT 

ATGCCAGCTTCATCCCAXCACAGCTGATCCCCCCAACCGCCAACCCCGTCACCAGTGCAGTGGCCTCGGCCGCAG 

GGGCCACCACTCCATCCCAGCGCTCCCAGCTGGAGGCCTATTCCACTCTGCTGGCCAACATGGGCAGTCTGAGCC 

AGACGCCGGGACACAAGGCTGAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCATCAGCATCAGCAGC 

AGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCACCTCAGCAGGGCTCCGGGGCTCAXCACCCCGGGGT 

CCCCCCCACCAGCCCAGCAGAACCAGTACGTCCACATTTCCAGTTCTCCGCAGAACACCGGCCGCACCGCCTCTC 

CTCCGGCCATCCCCGTCCACCTCCACCCCCACCAGACGATGATCCCACACACGCTCACCCTGGGGCCCCCCTCCC 

AGGXCGTCATGCAATACGCCGACTCCGGCAGCCACTTTGTCCCTCGGGAGGCCACCAAGAAAGCTGAGAGCAGCC 

GGCTGCAGCAGGCCATCCAGGCCAAGGAGGTCCTGAACGGTGAGATGGAGAAGAGCCGGCGGTACGGGGCCCCGT 

CCTCAGCCGACCTGGGCCTGGGCAAGGCAGGCGGCAAGTCGGTTCCTCACCCGTACGAGTCCAGGCACGTGGTGG 

TCCACCCGAGCCCCTCAGACTACAGCAGTCGTGATCCTTCGGGGGTCCGGGCCTCTGTGATGGTCCTGCCCAACA 

GCAACACGCCCGCAGCTGACCTGGAGGTGCAACAGGCCACTCATCGTGAAGCCTCCCCTTCTACCCTCAACGACA 

AAAGTGGCCTGCATTTAGGGAAGCCTGGCCACCGGTCCTACGCGCTCTCACCCCACACGGTCATTCAGACCACAC 

ACAGTGCTTCAGAGCCACTCCCGGTGGGACTGCCAGCCACGGCCTTCTACGCAGGGACTCAACCCCCTGTCATCG 

GCTACCTGAGCGGCCAGCAGCAAGCAATCACCTACGCCGGCAGCCTGCCCCAGCACCTGGTGATCCCCGGCACAC 

AGCCCCTGCTCATCCCGGTCGGCAGCACTGACATGGAAGCGXCGGGGGCAGCCCCGGCCATAGXCACGTCATCCC 

CCCAGTTTGCXGCAGTGCCTCACACGTTCGTCACCACCGCCCTTCCCAAGAGCGAGAACTTCAACCCTGAGGCCC 

TGGTCACCCAGGCCGCCTACCCAGCCATGGTGCAGGCCCAGATCCACCTGCCTGTGGTGCAGTCCGTGGCCTCCC 

CGGCGGCGGCTCCCCCTACGCTGCCTCCCTACTTCATGAAAGGCTCCATCATCCAGTTGGCCAACGGGGAGCTAA 

AGAAGGTGGAAGACTTAAAAACAGAAGATTTCATCCAGAGTGCAGAGATAAGCAACGACCTGAAGATCGACTCCA 

GCACCGTAGAGAGGATTGAAGACAGCCATAGCCCGGGCGTGGCCGTGATACAGTTCGCCGTCGGGGAGCACCGAG 

CCCAGGTCAGCGTTGAAGTTTTGGTAGAGTATCCTTTTTTTGTGTTTGGACAGGGCTGGTCATCCTGCTGTCCGG 

AGAGAACCAGCCAGCTCTTTGATTTGCCGTGTTCCAAACTCTCAGTTGGGGATGTCTGCATCTCGCTTACCCTCA 

AGAACCTGAAGAACGGCTCTGTTAAAAAGGGCCAGCCCGTGGATCCCGCCAGCGTCCTGCTGAAGCACTCAAAGG 

CCGACGGCCTGGCGGGCAGCAGACACAGGTATGCCGAGCAGGAAAACGGAATCAACCAGGGGAGTGCCCAGATGC 

TCTCTGAGAATGGCGAACTGAAGTTTCCAGAGAAAATGGGATTGCCTGCAGCGCCCTTCCTCACCAAAATAGAAC 

CCAGCAAGCCCGCGGCAACGAGGAAGAGGAGGTGGTCGGCGCCAGAGAGCCGCAAACTGGAGAAGTCAGAAGACG 

AACCACCTTTGACTCTTCCTAAGCCTTCTCTAATTCCTCAGGAGGTTAAGATTTGCATTGAAGGCCGGTCTAATG 

TAGGCAAGTAGAGGCAGCGTGGGGGAAAGGAAACGTGGCTCTCCCTTATCATTTGXATCCAGATTACTGTACTGT 

AGGCTAAAATAACACAGTATTTACATGTTATCTTCTTAATTTTAGGTTTCTGTTCTAACCTTGTCATTAGAGTTA 

CAGCAGGTGTGTCGCAGGAGACTGGTGCATATGCTTTTTCCACGAGTGTCTGTCAGTGAGCGGGCGGGAGGAAGG 
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GCACAGCAGGAGCGGTCAGGGCTCCAGGCATCCCCGGGGAAGAAAGGAACGGGGCTTCACAGTGCCTGCCTTCTC 
TAGCGGCACAGAAGCAGCCGGGGGCGCTGACTCCCGCTAGTGTCAGGAGAAAAGTCCCGTGGGAAGAGTCCTGCA 
GGGGTGCAGGGTTGCACGCATGTGGGGGTGCACAGGCGCTGTGGCGGCGAGTGAGGGTCTCTTTTTCTCTGCCTC 
CCTCTGCCTCACTCTCTTGCTATCGGCATGGGCCGGGGGGGTTCAGAGCAGTGTCCTCCTGGGGTTCCCACGTGC 
AAAATCAACATCAGGAACCCAGCTTCAGGGCATCGCGGAGACGCGTCAGATGGCAGATTTGGAAAGTTAACCATT 
TAAAAGAACATTTTTCTCTCCAACATATTTTACAATAAAAGCAACTTTTAATTGTATAGATATATATTTCCCCCT 
ATGGGGCCTGACTGCACTGATATATATTTXTTTTAAAGAGCAACTGCCACATGCGGGATTTCATTTCTGCTTTTT 
ACTAGTGCAGCGATGTCACCAGGGTGTTGTGGTGGACAGGGAAGCCCCTGCTGTCATGGCCCCACATGGGGTAAG 
GGGGGTTGGGGGTGGGGGAGAGGGAGAGAGCGAACACCCACGCTGGTTTCTGTGCAGTGTTAGGAAAACCAATCA 
GGTTATTGCATTGACTTCACTCCCAAGAGGTAGATGCAAACTGCCCTTCAGTGAGAGCAACAGAAGCTCTTCACG 
TTGAGTTTGCGAAATCTTTTTGTCTTTGAACTCTAGTACTGTTTATAGTTCATGACTATGGACAACTCGGGTGCC 
ACTTTTTTTTTTTTCAGATTCCAGTGTGACAXGAGGAATTAGATTTTGAAGATGAGCATATATTACTATCTTTAA 
GCATTTAAAAATACTGTTCACACTTTATTACCAAGCATCTTGGTCTCTCATTCAACAAGTACTGTATCTCACTTT 
AAACTCTTTGGGGAAAAAACAAAAACAAAAAAAACTAAGTTGCTTTCTTTTTTTCAACACTGTAACTACATTTCA 
GCTCTGCAGAATTGCTGAAGAGCAAGATATTGAAAGTTTCAATGTGGTTTAAAGGGAXGAATGTGAATTATGAAC 
TAGTATGTGACAATAAATGACCACCAAGTACTACCTGACGGGAGGCACTTTTCACTTTGATGTCTGAGAATCAGT 
TCAAGGCATATGCAGAGTTGGCAGAGAAACTGAGAGAAAAGGGATGGAGAAGAGAATACTCATTTTTGTCCAGTG 
TTTTTCTTTTTAAGATGAACTTTTAAAGAACCTTGCGATTTGCACATATTGAGTTTATAACTTGTGTGATATTCC 
TGCAGTTTTTATCCAATAACATTGTGGGAAAGGTTTGGGGGACTGAACGAGCATAAATAAATGTAGCAAAATTTC 
TTTCTAACCTGCCTAAACTCTAGGCCATTTTATAAGGTTATGTTCCTTTGAAAATTCATTTTGGTCTTTTTACCA 
CATCTGTCACAAAAAGCCAGGTCTTAGCGGGCTCTTAGAAACTCTGAGAATTTTCTTCAGATTCATTGAGAGAGT 
TTTCCATAAAGACATTTATATATGTGAGCAAGATTTTTTTTAAACAATTACTTTATTATTGTTGTTATTAATGTT 
ATTTTCAGAATGGCTTTXTTTTTCTATTCAAAATCAAATCGAGATTTAATGTTTGGTACAAACCCAGAAAGGGTA 
TTTCATAGTTTTTAAACCTTTCATTCCCAGAGATCCGAAATATCATTTGTGGGTTTTGAATGCATCTTTAAAGTG 
CTTTAAAAAAAAGTTTTATAAGTAGGGAGAAATTTTTAAATATTCTTACTTGGATGGCTGCAACTAAACTGAACA 
AATACCTGACTTTTCTTTTACCCCATTGAAAATAGTACTXTCTTCGTTTCACAAATTAAAAAAAAAATCTGGTAT 
CAACCCACATTTTGGCTGTCTAGTATTCATTTACATTTAGGGTTCACCAGGACTAATGATTTTTATAAACCGTTT 
TCTGGGGTGTACCAAAAACATTTGAATAGGTTTAGAATAGCTAGAATAGTTCCTTGACTTTCCTCGAATTTCATT 
ACCCTCTCAGCATGCTTGCAGAGAGCTGGGTGGGCTCATTCTTGCAGTCATACTGCTTATTTAGTGCTGTATTTT 
TTAAACGTTTCTGTTCAGAGAACTTGCTTAATCTTCCATATAT1CTGCTCAGGGCACTTGCAATTATTAGGTTTT 
GTTTTTCTTTTTGTTTTTTAGCCTTTGATGGTAAGAGGAATACGGGCTGCCACATAGACTTTGTTCTCATTAATA 
TCACTATTTACAACTCATGTGGACTCAGAAAAACACACACCACCTTTTGGCTTACTTCGAGTATTGAATTGACTG 
GATCCACTAAACCAACACTAAGATGGGAAAACACACATGGTTTGGAGCAATAGGAACATCATCATAATTTTTGTG 
GTTCTATTTCAGGTATAGGAAXTATAAAATAATTGGTTCTTTCTAAACACTTGTCCCATTTCATTCTCTTGCTTT 
TTTAGCATGTGCAATACXTTCTGTGCCAATAGAGTCTGACCAGTGTGCTATATAGTTAAAGCTCATTCCCTTTTG 
GCTTTTTCCTTGTTTGGTTGATCTTCCCCATTCTGGCCAGAGCAGGGCTGGAGGGAAGGAGCCAGGAGGGAGAGA 
GCCTCCCACCTTTCCCCTGCTGCGGATGCTGAGTGCTGGGGCGGGGAGCCTTCAGGAGCCCCGTGCGTCTGCCGC 
CACGTTGCAGAAAGAGCCAGCCAAGGAGACCCGGGGGAGGAACCGCAGTGTCCCCTGTCACCACACGGAATAGTG 
AATGTGGAGTGTGGAGAGGAAGGAGGCAGATTCATTTCTAAGACGCACTCTGGAGCCATGTAGCCTGGAGTCAAC 
CCATTTTCCACGGTCTTTTCTGCAAGTGGGCAGGCCCCTCCTCGGGGTCTGTGTCCTTGAGACTTGGAGCCCTGC 
CTCTGAGCCTGGACGGGAAGTGTGGCCTGTTGTGTGTGTGCGTTCTGAGCGTGTTGGCCAGTGGCTGTGGAGGGG 
ACCACCTGCCACCCACGGTCACCACTCCCTTGTGGCAGCTTTCTCTTCAAATAGGAAGAACGCACAGAGGGCAGG 
AGCCTCCTGTTTGCAGACGTTGGCGGGCCCCGAGGCTCCCAGAGCAGCCTCTGTCACCGCTTCTGTGTAGCAAAC 
ATTAACGATGACAGGGGTAGAAATTCTTCGGTGCCGTTCAGCTTACAAGGATCAGCCATGTGCCTCXGTACTATG 
TCCACTTTGCAAXATTTACCGACAGCCGTCTTTTGTTCTTTCTTTCCTGTTTTCCATTTTTAAACTAGTAACAGC 
AGGCCTTTTGCGTTTACAATGGAACACAATCACCAAGAAATTAGTCAGGGCGAAAAGAAAAAAATAATACTATTA 
ATAAGAAACCAACAAACAAGAACCTCTCTTTCTAGGGATTTCTAAATATATAAAATGACTGTTCCTTAGAATGTX 
TAACTTAAGAATTATTTCAGTTTGTCTGGGCCACACTGGGGCAGAGGGGGGAGGGAGGGATACAGAGATGGATGC 
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CACTTACCTCAGATCTTTTAAAGTGGAAATCCAAATTGAATTTTCATTTGGACTTTCAGGATAATTTTCTATGTT 

GGTCAACTTTTCGTTTTCCCTAACTCACCCAGTTTAGTTTGGGATGATTTGATTTCTGTTGTTGTTGATCCCATT 

TCTAACTTGGAATTGTGAGCCTCTATGTTTTCTGTTAGGTGAGTGTGTTGGGTTTTTTCCCCCCACCAGGAAGTG 

GCAGCATCCCTCCTTCTCCCCTAAAGGGACTCTGCGGAACCTTTCACACCTCTTTCTCAGGGACGGGGCAGGTGT 

GTGTGTGGTACACTGACGTGTCCAGAAGCAGCACTTTGACTGCTCTGGAGTAGGGTTGTACAATTTCAAGGAATG 

XXXGGAXXXCCXGCAXCXXGXGGAXXACTCCXXAGAXACCGCAXAGAXXGCAAXAXAAXGCXGCAXGXXCAAGAX 

GAACAGTAGCTCCTAGTAATCATAAAATCCACTCTTTGCACAGTTTGATCTTTACTGAAATATGTTGCCAAAATT 

TATTTTTGTTGTTGTAGCTCTGGATTTTGTTTTGTTTTGTTTTTTAAGGAAACGATTGACAATACCCTTTAACAT 

CTGTGACTACTAAGGAAACCTATTTCTTTCATAGAGAGAAAAATCTCCAATGCTTTTGAAGACACTAATACCGTG 

CTATTTCAGATATGGGTGAGGAAGCAGAGCTCTCGGTACCGAAGGCCGGGCTTCTTGAGCTGTGTTGGTTGTCAT 

GGCTACTGTTTCATGAACCACAAGCAGCTCAACAGACTGGTCTGTTGCCTTCTGAAACCCTTTGCACTTCAATTT 

GCACCAGGTGAAAACAGGGCCAGCAGACTCCATGGCCCAATTCGGTTTCTTCGGTGGTGATGTGAAAGGAGAGAA 

TTACACTTTTTTTTTTTTTAAGTGGCGTGGAGGCCTTTGCTTCCACATTTGTTTTTAACCCAGAATTTCTGAAAT 

AGAGAATTTAAGAACACATCAAGTAATAAATATACAGAGAATATACTTTTTTATAAAGCACATGCATCTGCTATT 

GTGTTGGGTTGGTTTCCTCTCTTTTCCACGGACAGTGTTGTGTTTCTGGCATAGGGAAACTCCAAACAACTTGCA 

CACCTCTACTCCGGAGCTGAGATTTCTTTTACATAGATGACCTCGCTTCAAATACGTTACCTTACTGATGATAGG 

ATCTTTTCTTGTAGCACTATACCTTGTGGGAATTTTTTTTTAAATGTACACCTGATTTGAGAAGCTGAAGAAAAC 

AAAATTTTGAAGCACTCACTTTGAGGAGTACAGGTAATGTTTTAAAAAATTGCACAAAAGAAAAATGAATGTCGA 

AATGATTCATTCAGTGTTTGAAAGATATGGCTCTGTTGAAACAATGAGTTTCATACTTTGTTTGTAAAAAAAAAA 

AGCAGAGAAGGGXXGAAAGXTACAXGXXXXXXXGXAXAXAGAAAXXTGXCAXGXCTAAATGAXCAGATTTGXAXG 

GXXAXGGCCXGGAAGAAXXACXACGXAAAAGGCXCTXAAACXATACCXAXGCXTAXXGXXAXXXXXGXXACAXAX 

AGCCCTCGTCTGAGGGAGGGGAACTCGGTATTCTGCGATTTGAGAATACTGTXCATTCCTATGCTGAAAGTACTT 

CTCTGAGCTCCCTTCTTAGTCTAAACTCTTAAGCCATTGCAACTTCTTTTTCTTCAGAGATGATGTTTGACATTT 

TCAGCACTTCCTGTTCCTATAAACCCAAAGAATATAATCTTGAACACGAAGTGTTTGTAACAAGGGATCCAGGCT 

ACCAATCAAACAGGACTCATTATGGGGACAAAAAAAAAAAAAATTATTTCACCTTCTTTCCCCCCACACCTCATT 

TAAATGGGGGGAGTAAAAACATGATTTCAATGTAAATGCCTCATTTTATTTTAGTTTTATTTTGATXTTTATTTA 

ATATAAAGAGGCCAGAATAAATACGGAGCATCTTCTCAGAATAGTATTCCTGTCCAAAAATCAAGCCGGACAGTG 

GAAACTGGACAGCTGTGGGGATATTAAGCACCCCCACTTACAATTCTTAAATTCAGAATCTCGTCCCCTCCCTTC 

TCGTTGAAGGCAACTGTTCTGGTAGCTAACTTTCTCCTGTGTAATGGCGGGAGGGAACACCGGCTTCAGTTTTTC 

ATGTCCCCATGACTTGCATACAAATGGTTCAACTGTATTAAAATTAAGTGCATTTGGCCAATAGGTAGTATCTAT 

ACAATAACAACAATCTCTAAGAATTTCCATAACTTTTCTTATCTGAAAGGACTCAAGTCTTCCACTGCAGATACA 

TTGGAGGCTTCACCCACGXTTTCTTTCCCTTTAGTTTGTTTGCTGTCTGGATGGCCAATGAGCCTGTCTCCTTTT 

CTGTGGCCAATCTGAAGGCCTTCGTTGGAAGTGTTGTTCACAGTAATCCTTACCAAGATAACATACTGTCCTCCA 

GAATACCAAGTATTAGGTGACACTAGCTCAAGCTGTTGTCTTCAGAGCAGTTACCAAGAAGCTCGGTGCACAGGT 

TTTCTCTGGTTCTTACAGGAACCACCTACTCTTTCAGTTTTCTGGCCCAGGAGTGGGGTAAATCCTTTAGTTAGT 

GCATTTGAACTTGGTACCTGTGCATTCAGTTCTGTGAATACTGCCCTTTTTGGCGGGGTTTCCTCATCTCCCCAG 

CCTGAACTGCTCAACXCTAAACCCAAATTAGTGTCAGCCGAAAGGAGGTTTCAAGATAGTCCTGTCAGTATTTGT 

GGTGACCTTCAGATTAGACAGTCTTCATTTCCAGCCAGTGGAGXCCTGGCTCCAGAGCCArCTCTGAGACTCCGT 

ACXACXGGAXGXTXXAAXAXCAGAXCAXXACCCACCAXAXGCCXCCCACAGGCCAAGGGAAAACAGACACCAGAA 

CTXGGGXXGAGGGCACXACCAGACXGACAXGGCCAGXACAGAGGAGAACXAGGGAAGGAATGAXGXXXXGCACCX 

XAXXGAAAAGAAAAXXXXAAGXGCAXACAXAAXAGXXAAGAGCTTXTAXXGXGACAGGAGAACXXXXXXCCAXAX 

GCGXGCAXACXCTCXGXAAXXCCAGXGXAAAAXAXXGXACXXGCACTAGCXXXXXXAAACAAAXAXXAAAAAATG 

GAAGAAXXCAXAXXCXAXXXXCXAAXCGTGGXGXGXCXAXTXGTAGGATACACXCGAGXCXGTXXAXXGAATXXX 

AXGGXCCCXXXCXXXGAXGGXGCTXGCAGGTTTXCXAGGTAGAAAXXAXXXCAXXAXXATAAXAAAACAATGXXX 

GAXXCAAAAXXXGAACAAAAXXGXTXXAAAXAAAXXGXCXGXAXACCAGXACAAGTXXAXXGXXXCAGTAXACXC 

GXACXAAXAAAAXAACAGXGCCAAXXGCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAA 
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MKSNQERSNECLPPKKREIPATSRSSEEKAPTLPSDNHRVEGTAWLPGNPGGRGHGGGRHGPAGTSVELGLQQGI 
GLHKALSTGLDYSPPSAPRSVPVATTLPAAYATPQPGTPVSPVQYAHLPHTFQFIGSSQYSGTYASFIPSQLIPP 
TANPVTSAVASAAGATTPSQRSQLEAYSTLLANMGSLSQTPGHKAEQQQQQQQQQQQQHQHQQQQQQQQQQQQQQ 
QHLSRAPGLITPGSPPPAQQNQYVHISSSPQNTGRTASPPAIPVHLHPHQTMIPHTLTLGPPSQWMQYADSGSH 
FVPREATKKAESSRLQQAIQAKEVLNGEMEKSRRYGAPSSADLGLGKAGGKSVPHPYESRHVWHPSPSDYSSRD 
PSGVRASVMVLPNSNTPAADLEVQQATHREASPSTLNDKSGLHLGKPGHRSYALSPHTVIQTTHSASEPLPVGLP 
ATAFYAGTQPPVIGYLSGQQQAITYAGSLPQHLVIPGTQPLLIPVGSTDMEASGAAPAIVTSSPQFAAVPHTFVT 
TALPKSENFNPEALVTQAAYPAMVQAQIHLPVVQSVASPAAAPPTLPPYFMKGSIIQLANGELKKVEDLKTEDFI 
QSAEISNDLKIDSSTVERIEDSHSPGVAVIQFAVGEHRAQVSVEVLVEYPFFVFGQGWSSCCPERTSQLFDLPCS 
KLSVGDVCISLTLKNLKNGSVKKGQPVDPASVLLKHSKADGLAGSRHRYAEQENGINQGSAQMLSENGELKFPEK 
MGLPAAPFLTKIEPSKPAATRKRRWSAPESRKLEKSEDEPPLTLPKPSLIPQEVKICIEGRSNVGK 
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GGCGAATGGAGCAGGGGCGCGCAGATAATTAAAGATTTACACACAGCTGGAAGAAATCATAGAGAAGCCGGGCGT 

GGTGGCTCATGCCTATAATCCCAGCACTTTTGGAGGCTGAGGCGGGCAGATCACTTGAGATCAGGAGTTCGAGAC 

CAGCCTGGTGCCTTGGCATCTCCCAATGGGGTGGCTTTGCTCTGGGCTCCTGTTCCCTGTGAGCTGCCTGGTCCT 

GCTGCAGGTGGCAAGCTCTGGGAACATGAAGGTCTTGCAGGAGCCCACCTGCGTCTCCGACTACATGAGCATCTC 

TACTTGCGAGTGGAAGATGAATGGTCCCACCAATTGCAGCACCGAGCTCCGCCTGTTGTACCAGCTGGTTTTTCT 

GCTCTCCGAAGCCCACACGTGTATCCCTGAGAACAACGGAGGCGCGGGGTGCGTGTGCCACCTGCTCATGGATGA 

CGTGGTCAGTGCGGATAACTATACACTGGACCTGTGGGCTGGGCAGCAGCTGCTGTGGAAGGGCTCCTTCAAGCC 

CAGCGAGCATGTGAAACCCAGGGCCCCAGGAAACCTGACAGTTCACACCAATGTCTCCGACACTCTGCTGCTGAC 

CTGGAGCAACCCGTATCCCCCTGACAATTACCTGTATAATCATCTCACCTATGCAGTCAACATTTGGAGTGAAAA 

CGACCCGGCAGATTTCAGAATCTATAACGTGACCTACCTAGAACCCTCCCTCCGCATCGCAGCCAGCACCCTGAA 

GTCTGGGATTTCCTACAGGGCACGGGTGAGGGCCTGGGCTCAGTGCTATAACACCACCTGGAGTGAGTGGAGCCC 

CAGCACCAAGTGGCACAACTCCTACAGGGAGCCCTTCGAGCAGCACCTCCTGCTGGGCGTCAGCGTTTCCTGCAT 

TGTCATCCTGGCCGTCTGCCTGTTGTGCTATGTCAGCATCACCAAGATTAAGAAAGAATGGTGGGATCAGATTCC 

CAACCCAGCCCGCAGCCGCCTCGTGGCTATAATAATCCAGGATGCTCAGGGGTCACAGTGGGAGAAGCGGTCCCG 

AGGCCAGGAACCAGCCAAGTGCCCACACTGGAAGAATTGTCTTACCAAGCTCTTGCCCTGTTTTCTGGAGCACAA 

CATGAAAAGGGATGAAGATCCTCACAAGGCTGCCAAAGAGATGCCTTTCCAGGGCTCTGGAAAATCAGCAIGGTG 

CCCAGXGGAGATCAGCAAGACAGTCCTCTGGCCAGAGAGCATCAGCGTGGTGCGATGTGTGGAGXTGTTTGAGGC 

CCCGGTGGAGTGTGAGGAGGAGGAGGAGGTAGAGGAAGAAAAAGGGAGCTTCTGTGCATCGCCTGAGAGCAGCAG 

GGATGACTTCCAGGAGGGAAGGGAGGGCATTGTGGCCCGGCTAACAGAGAGCCTGTTCCTGGACCTGCTCGGAGA 

GGAGAATGGGGGCTTTTGCCAGCAGGACATGGGGGAGTCATGCCTTCTTCCACCTTCGGGAAGXACGAGTGCTCA 

CATGCCCTGGGATGAGTTCCCAAGTGCAGGGCCCAAGGAGGCACCTCCCTGGGGCAAGGAGCAGCCTCTCCACCT 

GGAGCCAAGTCCTCCTGCCAGCCCGACCCAGAGTCCAGACAACCTGACTTGCACAGAGACGCCCCTCGTCATCGC 

AGGCAACCCTGCTTACCGCAGCTTCAGCAACTCCCTGAGCCAGTCACCGTGTCCCAGAGAGCTGGGTCCAGACCC 

ACTGCTGGCCAGACACCTGGAGGAAGTAGAACCCGAGATGCCCTGTGTCCCCCAGCTCTCTGAGCCAACCACXGT 

GCCCCAACCTGAGCCAGAAACCTGGGAGCAGATCCTCCGCCGAAATGTCCTCCAGCATGGGGCAGCTGCAGCCCC 

CGTCTCGGCCCCCACCAGTGGCTATCAGGAGTTTGTACATGCGGTGGAGCAGGGTGGCACCCAGGCCAGTGCGGT 

GGTGGGCTTGGGTCCCCCAGGAGAGGCXGGTTACAAGGCCTTCTCAAGCCTGCTTGCCAGCAGTGCTGTGTCCCC 

AGAGAAAXGIGGGXIIGGGGCIAGCAGXGGGGAAGAGGGGXAXAAGCCXIICCAAGACCICAIXCCXGGCIGCCC 

IGGGGACCCIGCCCCAGXCCCIGICCCCIIGIICACCIXIGGACIGGACAGGGAGCCACCXCGCAGICCGCAGAG 

CTCACAXCXCCCAAGCAGCTCCCCAGAGCACCTGGGTCTGGAGCCGGGGGAAAAGGTAGAGGACATGCCAAAGCC 

CCCACIICCCCAGGAGCAGGCCACAGACCCCCIXGXGGACAGCCIGGGCAGIGGCAXXGXCXACICAGCCCIIAC 

CTGCCACCTGTGCGGCCACCTGAAACAGTGTCATGGCCAGGAGGATGGTGGCCAGACCCCTGTCATGGCCAGTCC 

TTGCTGTGGCTGCTGCTGTGGAGACAGGTCCTCGCCCCCTACAACCCCCCTGAGGGCCCCAGACCCCTCTCCAGG 

TGGGGTTCCACTGGAGGCCAGTCTGTGTCCGGCCTCCCTGGCACCCTCGGGCATCTCAGAGAAGAGTAAATCCTC 

ATCATCCTTCCATCCTGCCCCTGGCAATGCTCAGAGCTCAAGCCAGACCCCCAAAATCGTGAACTTTGTCTCCGT 

GGGACCCACATACATGAGGGTCTCTTAGGTGCATGTCCTCTTGTTGCTGAGTCTGCAGATGAGGACTAGGGCTTA 

TCCATGCCTGGGAAATGCCACCTCCTGGAAGGCAGCCAGGCTGGCAGATTTCCAAAAGACTTGAAGAACCATGGT 

ATGAAGGTGATTGGCCCCACTGACGTTGGCCTAACACTGGGCTGCAGAGACTGGACCCCGCCCAGCATTGGGCTG 

GGCTCGCCACATCCCATGAGAGTAGAGGGCACTGGGTCGCCGTGCCCCACGGCAGGCCCCTGCAGGAAAACTGAG 

GCCCTTGGGCACCTCGACTTGTGAACGAGTTGTTGGCTGCTCCCTCCACAGCTTCTGCAGCAGACTGTCCCTGTT 

GTAACTGCCCAAGGCATGTTTTGCCCACCAGATCATGGCCCACGTGGAGGCCCACCTGCCTCTGTCTCACTGAAC 

TAGAAGCCGAGCCTAGAAACTAACACAGCCATCAAGGGAATGACTTGGGCGGCCTTGGGAAATCGATGAGAAATT 

GAACTTCAGGGAGGGTGGTCATTGCCTAGAGGTGCTCATTCATTTAACAGAGCTXCCTTAGGTTGATGCTGGAGG 

CAGAATCCCGGCTGTCAAGGGGTGTTCAGTTAAGGGGAGCAACAGAGGACATGAAAAATTGCTATGACTAAAGCA 

GGGACAATTTGCTGCCAAACACCCATGCCCAGCTGTATGGCTGGGGGCTCCTCGTATGCATGGAACCCCCAGAAT 

AAATATGCTCAGCCACCCTGTGGGCCGGGCAATCCAGACAGCAGGCATAAGGCACCAGTTACCCTGCATGTTGGC 

CCAGACCTCAGGTGCTAGGGAAGGCGGGAACCTTGGGTTGAGTAATGCTCGTCTGTGTGTTTTAGTTTCATCACC 

TGTTATCTGTGTTTGCTGAGGAGAGTGGAACAGAAGGGGTGGAGTTTTGTATAAATAAAGTTTCTTTGTCTC 
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MGWLCSGLLFPVSCLVLLQVASSGNMKVLQEPTCVSDYMSISTCEWKMNGPTNCSTELRLLYQLVFLLSEAHTCI 
PENNGGAGCVCHLLMDDVVSADNYTLDLWAGQQLLWKGSFKPSEHVKPRAPGNLTVHTNVSDTLLLTWSNPYPPD 
NYLYNHLTYAVNIWSENDPADFRIYNVTYLEPSLRIAASTLKSGISYRARVRAWAQCYNTTWSEWSPSTKWHNSY 
REPFEQHLLLGVSVSCIVILAVCLLCYVSITKIKKEWWDQIPNPARSRLVAIIIQDAQGSQWEKRSRGQEPAKCP 
HWKNCLTKLLPCFLEHNMKRDEDPHKAAKEMPFQGSGKSAWCPVEISKTVLWPESISVVRCVELFEAPVECEEEE 
EVEEEKGSFCASPESSRDDFQEGREGIVARLTESLFLDLLGEENGGFCQQDMGESCLLPPSGSTSAHMPWDEFPS 
AGPKEAPPWGKEQPLHLEPSPPASPTQSPDNLTCTETPLVIAGNPAYRSFSNSLSQSPCPRELGPDPLLARHLEE 
VEPEMPCVPQLSEPTTVPQPEPETWEQILRRNVLQHGAAAAPVSAPTSGYQEFVHAVEQGGTQASAWGLGPPGE 
AGYKAFSSLLASSAVSPEKCGFGASSGEEGYKPFQDLIPGCPGDPAPVPVPLFTFGLDREPPRSPQSSHLPSSSP 
EHLGLEPGEKVEDMPKPPLPQEQATDPLVDSLGSGIVYSALTCHLCGHLKQCHGQEDGGQTPVMASPCCGCCCGD 
RSSPPTTPLRAPDPSPGGVPLEASLCPASLAPSGISEKSKSSSSFHPAPGNAQSSSQTPKIVNFVSVGPTYMRVS 
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ATTCGAGTGCTCCGGAGAACAGACCCGCGCCCCGCCGTCCGCGAGCCTCCCGAGAGCCGTCCCTTCGTCCGGCCC 
TGGAGCATTGCGTTTGTCGCCGGTGTCGCAGTGCGAGGATGGCGCCGCGGGTGTAGCGGCTCTCTGCGCAGGCCG 
AGTGGGCCCAGAGAAGCGAGGAACTCCCCAGATCGCCGACACGTCTCGTCTCCTGTCCCAATTCAGGGCTTGGTG 
AGGXGACTCGCGGTCGCGGGTGACTCGCCGGCAGGACACTGCCTGGAACGCCTGGAGCGCCTCCCACTGCAGACG 
TCTGTCCGCCTCCAGCCGCTCTCCTCTGACGGGTCCTGCCTCAGTTGGCGGAATQ3CGGCCACGGGAGCCAATGC 
AGAGAAAGCTGAAAGTCACAATGATTGCCCCGTCAGACTTTTAAATCCAAACATAGCAAAAATGAAAGAAGATAT 
TCTCTATCATTTCAATCTCACCACTAGCAGACACAATTTCCCAGCCTTGTTTGGAGATGTGAAGTTTGTGTGTGT 
TGGTGGAAGCCCCTCCCGGATGAAAGCCTTCATCAGGTGCGTTGGTGCAGAGCTGGGCCTTGACTGCCCAGGTAG 
AGACTATCCCAACATCTGTGCGGGAACTGACCGCTATGCCArGTATAAAGTAGGACCGGTGCTGTCTGTCAGTCA 
TGGTATGGGCATTCCTTCTATCTCAATCATGTTGCATGAGCTCATAAAGCTGCTGTACTATGCCCGGTGCTCCAA 
CGTCACTATCATCCGCATTGGCACTTCTGGTGGGATAGGTCTGGAGCCCGGCACTGTGGTCATAACAGAGCAGGC 
AGTGGATACCTGCTTCAAGGCAGAGTTTGAGCAGATTGTCCTGGGGAAGCGGGTCATCCGGAAAACGGACCTTAA 
CAAGAAGCTGGTGCAGGAGCTGTTGCTGTGTTCTGCAGAGCTGAGCGAGTTCACCACAGTGGTGGGGAACACCAT 
GTGCACCTTGGACTTCrATGAAGGGCAAGGCCGTCTGGATGGGGCTCTCTGCTCCTACACGGAGAAGGACAAGCA 
GGCGTATCTGGAGGCAGCCTATGCAGCCGGCGTCCGCAATATCGAGATGGAGTCCTCGGTGTTTGCCGCCATGTG 
CAGCGCCTGCGGCCTCCAAGCGGCCGTGGTGTGTGTCACCCTCCTGAACCGCCTGGAAGGGGACCAGATCAGCAG 
CCCTCGCAATGTGCTCAGCGAGTACCAGCAGAGGCCGCAGCGGCTGGTGAGCTACTTCATCAAGAAGAAACTGAG 
CAAGGCCTGAGCGCTGCCCTGCACCTCCGCAGACCTGCTGTGATGACTTGCCATTAAAAGCATTGTCCAAACCC 
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MAATGANAEKAESHNDCPVRLLNPNIAKMKEDILYHFNLTTSRHNFPALFGDVKFVCVGGSPSRMKAFIRCVGAE 
LGLDCPGRDYPNICAGTDRYAMYKVGPVLSVSHGMGIPSISIMLHELIKLLYYARCSNVTIIRIGTSGGIGLEPG 
TWITEQAVDTCFKAEFEQIVLGKRVIRKTDLNKKLVQELLLCSAELSEFTTWGNTMCTLDFYEGQGRLDGALC 
SYTEKDKQAYLEAAYAAGVRNIEMESSVFAAMCSACGLQAAVVCVTLLNRLEGDQISSPRNVLSEYQQRPQRLVS 
YFIKKKLSKA 



WO 2004/043361 



PCTYUS2003/035268 



334/1629 

FIGURE 297 

GGCACGAGGGCGCGCAAGGCACCGGTGGCAGCGGCGACGGCAGCTGCGACAGCAACCCCTGCTGGGCCGAAACTG 
GGCAGAGCGGAGCAGACGTCTGAAGCAGCGCGAGTGAGGCGCGAGGGTAGCGCCCGCGCCCGGGAAGACCCCTCG 
GCGCGAACCGGCAGCCCAGCCCCGGGTCCCGGTTCCCAAGGCCCCGCCTCTAGGGCCTGGGGACTAATCGGATTG 
AGAGCGCGCCGGCCCGGGCCGCGAACTCGCCAATTGCGGAGGGCGGTGGCCACCGCCCAATCCGGAGCAGACAGG 
TGCGAGGTCCGGAAGGCGGAGGCCAATCGGCGGCGGTTGCGACCTGCTGGGGCAGGTCTCGGCCAATAAGGAGGC 
TCGAGTGACATCTTCGCGCACCAATCGGGAGTGAGGGAGCATTCGTGCCCGCTCGCCCTTCCGGCCAGACCTCTA 
TTTACCAGGGGCGTGCAGCCCGCTTGCCAATCAGAGCGCGGCTGAGCGGCCCCGCAGCCAACCCCCGAGGAGCGG 
CCGGCTGGCGTCCGCCGCGCCCAGGAGTTGGGG ATGT CCTACAAACCCATCGCCCCTGCTCCCAGCAGCACCCCT 
GGCTCCAGCACCCCTGGGCCGGGCACCCCGGTCCCTACAGGAAGCGTCCCGTCGCCGTCGGGCTCAGTGCCAGGA 
GCCGGCGCTCCTTTCAGACCGCTGTTTAACGACTTTGGACCGCCTTCCATGGGCTACGTGCAGGCGATGAAGCCA 
CCCGGCGCCCAGGGCTCCCAGAGCACCTACACGGACCTGCTGTCAGTCATAGAGGAGATGGGCAAAGAGATCCGG 
CCTACCTATGCTGGCAGCAAGAGCGCCATGGAGCGCCTGAAGAGAGGTATCATCCATGCCCGGGCCCTAGTCAGA 
GAGTGCCTGGCAGAGACAGAGCGGAACGCCCGCACG TAAC AGGAAGCGCCTCGGCCTCAGCGTCTGGACCTATCC 
GGCCACTGCAGAGCACCCGCTTCTCCCTGGCCTTCATCCCGAGTTGCACTAACCATCCTGGGCTTCCTGTCCTGT 
GTCCCTTGGTGGGTCCCCTCCAGGAACCAAGGAGTGGCCCTCCAGGTGGCAGCACTAAGGACACCCCCCCACAAC 
AAGAGTTAGCAGCGAGGTCCCCATGAGTCCCACCCATGACCTGCCGACAGTGTTGCCCACCGGAACTTTTGTGGC 
CCCTACCGCTCAGCCCTTCCCAGCACTTCTCCCACTTTGTCCCGAGCCTCCTTCTCCCCCAGCAGGGGCACAGGC 
CTGGCACCTCCCTGCCTTGTGTCCTGAGCCATAGTGACTCTTTTATCTGTGTGTCTTTTGCTAAATATGCCCTTT 
TTATATTAATAAAAGATGATTTGGAGTTGTGCTCTCAAAAAAAAAAAAAAAAAAAA 
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msykpiapapsstpgsstpgpgtpvptgsvpspsgsvpgagapfrplfndfgppsmgyvOamkppgaqgsqstyt 

DLLSVIEEMGKEIRPTYAGSKSAMERLKRGIIHARALVRECLAETERNART 
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FIGURE 299 

ATGGCGACTGCGACCCCCGTGCCGCCGCGGATGGGCAGCCGCGCTGGCGGCCCCACCACGCCGCTGAGCCCCACG 
CGCCTGTCGCGGCTCCAGGAGAAGGAGGAGCTGCGCGAGCTCAATGACCGGCTGGCGGTGTACATCGACAAGGTG 
CGCAGCCTGGAGACGGAGAACAGCGCGCTGCAGCTGCAGGTGACGGAGCGCGAGGAGGTGCGCGGCCGTGAGCTC 
ACCGGCCTCAAGGCGCTCTACGAGACCGAGCTGGCCGACGCGCGACGCGCGCTCGACGACACGGCCCGCGAGCGC 
GCCAAGCTGCAGATCGAGCTGGGCAAGTGCAAGGCGGAACACGACCAGCTGCTCCTCAACTATGCTAAGAAGGAA 
TCTGATCTTAATGGCGCCCAGATCAAGCTTCGAGAATATGAAGCAGCACTGAATTCGAAAGATGCAGCTCTTGCT 
ACTGCACTTGGTGACAAAAAAAGTTTAGAGGGAGATTTGGAGGATCTGAAGGATCAGATTGCCCAGTTGGAAGCC 
XCCXXAGCXGCAGCCAAAAAACAGXTAGCAGATGAAACXXXACTXAAAGXAGAXXXGGAGAAXCGXTGXCAGAGC 
CXXACXGAGGACTXGGAGXXXCGCAAAAGCAXGXATGAAGAGGAGAXXAACGAGACCAGAAGGAAGCATGAAACG 
CGCXXGGTAGAGGXGGAXTCTGGGCGXCAAAXTGAGTAXGAGTACAAGCXGGCGCAAGCCCXXCATGAGAXGAGA 
GAGCAACATGATGCCCAAGTGAGGCTGTATAAGGAGGAGCTGGAGCAGACTTACCATGCCAAACTTGAGAATGCC 
AGACTGTCATCAGAGATGAATACTTCTACTGTCAACAGTGCCAGGGAAGAACTGATGGAAAGCCGCATGAGAATT 
GAGAGCCTTTCATCCCAGCTTTCTAATCTACAGAAAGAGTCTAGAGCATGTTTGGAAAGGATTCAAGAATTAGAG 
GACTTGCTTGCTAAAGAAAAAGACAACTCTCGTCGCATGCTGACAGACAAAGAGAGAGAGATGGCGGAAATAAGG 
GATCAAATGCAGCAACAGCTGAATGACTATGAACAGCTTCTTGATGTAAAGTTAGCCCTGGACATGGAAATCAGT 
GCTTACAGGAAACTCTTAGAAGGCGAAGAAGAGAGGTTGAAGCTGTCTCCAAGCCCTTCTTCCCGTGTGACAGTA 
TCCCGAGCATCCTCAAGTCGTAGTGTACGTACAACTAGAGGAAAGCGGAAGAGGGXTGATGTGGAAGAATCAGAG 
GCGAGTAGTAGTGTTAGCATCTCTCATTCCGCCTCAGCCACTGGAAATGTTTGCATCGAAGAAATTGATGTTGAT 
GGGAAAXXXAXCCGCXXGAAGAACACXXCXGAACAGGAXCAACCAATGGGAGGCXGGGAGAXGAXCAGAAAAAXX 
GGAGACACATCAGTCAGTTATAAATATACCTCAAGATATGTGCTGAAGGCAGGCCAGACTGTTACAATTTGGGCT 
GCAAACGCTGGTGTCACAGCCAGCCCCCCAACTGACCTCATCTGGAAGAACCAGAACTCGTGGGGCACTGGCGAA 
GAXGTGAAGGXXAXATXGAAAAAXXCXCAGGGAGAGGAGGXXGCXCAAAGAAGXACAGXCTTXAAAACAACCAXA 
CCTGAAGAAGAGGAGGAGGAGGAAGAAGCAGCTGGAGTGGTTGTTGAGGAAGAACTTTTCCACCAGCAGGGAACC 
CCAAGAGCATCCAATAGAAGCTGTGCAATTATGTAA2UVTTTTCAACTGTCTTCCTCAAAATAAAGAAGTArGGTA 
ATCTTTACCTGTATACAGTGCAGAGCCTTCTCAGAAGCACAGAATATTTTTATATTTCCTTTATGTGAATTTTTA 
AGCTGCAAATCTGATGGCCTTAATTTCCTTTTTGACACTGAAAGTTTTGTAAAAGAAATCATGTCCATACACTTT 
GTTGCAAGATGTGAATTATTGACACTGAACTTAATAACTGTGTACTGTTCGGAAGGGGTTCCTCAAATTTTTTGA 
CTTTTTTTGTATGTGTGTTTTTTCTTTTTTTTTAAGTTCTTATGAGGAGGGGAGGGTAAATAAACCACTGTGCGT 
CTTGGTGTAATTTGAAGATTGCCCCATCTAGACTAGCAATCTCTTCATTATTCTCTGCTATATATAAAACGGTGC 
XGTGAGGGAGGGGAAAAGCATXTXTCAATATATXGAACXXXXGXACTGAAXXTXXXXGTAAXAAGCAAXCAAGGT 
XAXAATTTXTXXXAAAAXAGAAAXXXXGTAAGAAGGCAAXAXTAACCXAAXCACCAXGTAAGCACXCXGGAXGAX 
GGATXCCACAAAACTXGGTTXXAXGGXTACXXCXXCTCXXAGATXCXXAAXXCAXGAGGAGGGXGGGGGAGGGAG 
GTGGAGGGAGGGAAGGGXXXCXCXAXXAAAAXGCAXXCGXXGTGXXTTTXAAGAXAGXGTAACXXGCXXAAATXT 
CTXAXGXGACAXXAACAAAXAAAAAAGCXCXXTX 
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MATATPVPPRMGSRAGGPTTPLSPTRLSRLQEKEELRELNDRLAVYIDKVRSLETENSALQLQVTEREEVRGREL 
TGLKALYETELADARRALDDTARERAKLQIELGKCKAEHDQLLLNYAKKESDLNGAQIKLREYEAALNSKDAALA 
TALGDKKSLEGDLEDLKDQIAQLEASLAAAKKQLADETLLKVDLENRCQSLTEDLEFRKSMYEEEINETRRKHET 
RLVEVDSGRQIEYEYKLAQALHEMREQHDAQVRLYKEELEQTYHAKLENARLSSEMNTSTVNSAREELMESRMRI 
ESLSSQLSNLQKESRACLERIQELEDLLAKEKDNSRRMLTDKEREMAEIRDQMQQQLNDYEQLLDVKLALDMEIS 
AYRKLLEGEEERLKLSP SP S SRVTVSRAS SSRSVRTTRGKRKRVDVEE SE AS S S VS I SHS ASATGNVC IEE I DVD 
GKFIRLKNTSEQDQPMGGWEMIRKIGDTSVSYKYTSRYVLKAGQTVTIWAANAGVTASPPTDLIWKNQNSWGTGE 
DVKVILKNSQGEEVAQRSTVFKTTIPEEEEEEEEAAGVWEEELFHQQGTPRASNRSCAIM 
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FIGURE 301A 

ATCAAATGTGGGGTTTGTTACATTCCGCTGCCGCCGCGGACAGTTCTTAAAGGGCCAGCCGCCGGCTGCCGCGCA 
GACCCAGCTGCGTCCTGCGCCGCCTCCCGCTCCCTGAGGGCCTGGGCCGAGAGAGACTGATCGCGCGTGGGCCTC 
GCGAGGCAGACGCCGTCGGGCGGACAACAAAGAGAGAGGCCCCGGAAGGAGCCGGGCTGCCCCCGGACCCGGGGG 
TGGGGAGGGGAGCACATTGTTCCGCAGGGCGGGAGCTCTTAAAGGATCCAGACAGGCACCCCCCCCCTCCCCCGC 
CCCCTGCCCAGTTTGGCCGTCCTAGATCGGGAACAAAGGAGTCAACGTGTGGCCGGGCGGCCAAAGGGTTGTGAG 
TCCCGGCCCAGCCCCTCCACCCCCCTGCCCCCCCGATGCGACCATGGGCTCTGGCAGTGACTAGGTGGCCACCCT 
CCGCCCCC6TGGGCCAGCGGCGATTCTCTGCGGGACCTGGCAGCACCCCGGGCCAGCTCTGGGGAAGCCCTGGCC 
TCGAGGGCCCCCTGGCCAGCCCGCCTGCCCGGGATGAGCGCTTACCCTCCCAGCAGCCGCCGTCCCGACCTCCAC 
ACCTCCCCGTAGAGGAGCGCCGAGCCTCGGCTCCTGCCGGCGGGAGCCCCCGAATGCTGCACCCAGCCACCCAGC 
AGAGCCCGTTCATGGTTGATCTCCACGAGCAGGTGCACCAGGGACCTGTCCCTCTGTCCTACACGGTCACCACAG 
TGACGACCCAAGGCTTCCCCTTGCCTACAGGCCAGCACATCCCTGGCTGCAGTGCCCAGCAGCTCCCAGCATGCT 
CrGTGATGTTCAGTGGGCAGCATTACCCCCTCTGCTGCCTCCCGCCCCCGCTTATCCAGGCGTGCACCATGCAGC 
AGCTGCCTGTGCCCTATCAGGCCTACCCCCACCTCATCTCCAGTGACCACTACATCCTGCACCCCCCACCACCGG 
CCCCACCCCCCCAGCCCACCCACATGGCGCCCCTGGGGCAGXTTGTGTCTCTGCAGACCCAGCACCCTCGGATGC 
CCCTCCAGCGGCTCGACAACGACGTGGACCTGCGTGGGGACCAGCCCTCCCTGGGCAGCTTCACCTACTCCACCT 
CTGCGCCTGGCCCAGCCCTTTCCCCGTCGGTGCCCCTGCACTACCTGCCCCACGATCCGCTGCACCAGGAGCTGT 
CCTTTGGTGTGCCATATTCTCACATGATGCCACGGAGACTGAGCACCCAGAGATACCGCCTGCAGCAGCCACTGC 
CCCCGCCGCCCCCACCCCCACCCCCACCACCCTACTACCCCAGCTTCCTGCCCTACTTCCTCTCGATGCTGCCAA 
TGTCACCAACAGCAATGGGGCCCACCATCAGCCTGGACCTGGACGTGGATGATGTGGAGATGGAGAACTATGAGG 
CCCTCCTGAACCTGGCCGAGCGGCTGGGAGATGCCAAGCCCCGGGGTCTCACCAAAGCAGACATAGAGCAGCTCC 
CGTCGTACCGCTTTAACCCGGACAGCCATCAGTCGGAGCAGACGCTGTGTGTGGTCTGCTTCAGTGACTTCGAGG 
CGCGGCAGCTGCTCCGAGTCCTCCCCTGCAACCATGAGTTCCACACCAAGTGTGTTGACAAGTGGTTGAAGGCCA 
ACCGGACGTGTCCCATCTGCCGGGCCGACGCCTCCGAGGTGCCCAGGGAGGCTGAGTGAGGCCACGCAGCCGCCT 
GCCCGGGAGAACCCTGCCTGAAGCTCTGGAAACTTGTGGGTGGGGCCCAGGGAGGATGGGGAGGGAGTGGCCCAG 
GCCTGCCCCTTCGCTCCTGCCTGCATTTCCAGAGCTGGTGCCAGGGTCAGCCCAGCGAGGAGTCCCTGCAATAAG 
CCCCTGCATTTGCCAAGCTCCAAAGACTCCCTCCCTAGTCTGCCTGCCCGCCCGCCCGCCACGGAGCTGCCTGAG 
TGTCCCTGATCGGGTCTCCCTCCTGTGCACCCTCAGGTCCCTCCTTTTCCTGCTGGCACTGAGTGCCAGGGGTCC 
GCTCCCTCAGTGGGGCCGGTGGAGATCCTTGGCCCCAGGATGGGCAGACAGAGCACCATCCTGGGTCAGAAGGTC 
TCATGCTCTGAAATGGCGTGCCCTCTGCCCAGGTGGCACTGCCAGGTGCGTAGACAGACGGTGTCACGAGCCATT 
TCCTGAGCCCCAGGGCTGAATCCCCCCTCCTTGACCCCGAACAGTGAACTCAGGCAGCTGGCTCTGTGTTGGCTG 
CTGTGAGGGCTGAGTCTGGTTCCCTAGGGGACCCTCATCCCAGGAACAACATTCCAGCCCCACCCTCAGGCTGGA 
GGGCGTCCCAGCCTAATCCCGAGCTGGGGCACACGTATCCTGAGGGGCTTGGGCCATACGGGGAGAGGGAGCCCT 
GTGTTCCCGGTGGTTGTCCCTCCCAGGGATGCAGCCAGACCCGTGCCCAATCTCCTCTCCCTCTGTTGTTTTGCA 
TGAACGTGAGGAGCAGCAGTTTTTGTTCATTCATTTGGCCCAAAATCACGTGTAGGATTTGGGGATGTGGATATT 
TAAGACAATTTCTTTTTTCTTTTGGTTTAATAGGGGCGGGTATAGGGACCAACTGGGACCGAGTGCCCAGGGGGC 
CGAGCACGGTCATGCTGGCCGGCCTGCATGCATGCGTGTGCCGGGCTGGGCTGGGCGGCCGGCGGTCGTGGGGCA 
GGGTTGGGGGTCTGTGCTCAGCTGATAACTGCCATGCACTGTACTGCACACGTCCCTAGAGCCTACCGGGACCCG 
ACGCTTTTCAGGGCATTTCTCCCTCCAGCCAGGGCCCAACTCCCACCTGCCTGGGCGAATCTCCTCCAAGGAAGT 
CCCAGGAGGATGGGGACCAGGAAGGCTGTGGACCCCCATCTCCAGGGGGCCTTCCCAGCCTGATCCCTGTCCTCC 
AAGTTCTGGAGGAGGCCGCTGTAGGGTCTGGCTGAGCTTCCCACCCACTTTCCCTGGTCCCAATCCTTTCTTGTC 
CTATACCCAGCTGGGGTTGCTGCCCTGAACGAACTGCGTGTGGGGCCGGCACATCCTAGCAGGCAGCCCCTGGCG 
CCTGCTGCCTCAGGGATGCTCCAACCACCCTCGTTCTCCTCGCAGTGGCCCTGGCTCCCACCTCCCGCCCCAGCC 
TGCCGTGGGGCCCGTCAGCCTGGTCCCACCCCCATGGAGAACCCAAAGTCTTACTGTATATAACTCCAGGTGACG 
TTTCTATATTTATAGCAGTGTTGAAAACCCACGTGTTTTACACAGAACCACCCTCTCCAACCCCTCCCTTCCCGA 
CCCCAACAAAACGTTTTCAAACCCCTTACAGTTCCTGGGGCAGGCGGAAACAGGCTCACAGATTGTGTGTCGGCT 
GCAGCAGTGATTCCAACAAGCAGCTATTGGGGGGGAAACACAGCATTTAAAAAGATCATCATTAAAAAACAAGAT 
TTATACAACAATTACTTAGGATGTTTGTGATCCGCCGACCTTGCTATAGATGCCATGTTACCAATGATTTCCTGT 
GGTGGGGGCTTGCCATTGTTTACTCTCTTATTTACCAACTTCTGGCCTAGGCATGACAGTGGGCACCTTCCCCCA 
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FIGURE 301B 

GCCCTGGCTGGGCCCAGCGCCTGTGTTCTGTGTTAGAAAGGTTTTATATATATATAAAATTACATATATATGTAG 
AAATATATGTAATTTTGGGGGCCCTGTTCCTTGCACATTTTACAGTTACCTCATTTTTCCCATGTATGTATTTGA 
GAAAATGCTAATATATAGAGAAAAAAATGGTTCTTAAAGCTTAAATGTGTGGTTTTTTCCATTCCATGGGATTCA 
CATTGGTTTGTAGCATTTAACATAACTAGTATGTTGTATTATATATATGTGTATACTGATTGAAATTTTTAACAG 
ATTTGTACTTTTTTTAAAATGAAAGTTGCTAGTTCTGCTTGACCAAGTAGTGCAATCATTATTTTTTTTAATATT 
GTTGCTGATTTCAGAGGGATATTCACTAATAAATGTATGATGTATACC 
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FIGURE 302 

MRPWALAVTRWPPSAPVGQRRFSAGPGSTPGQLWGSPGLEGPLASPPARDERLPSQQPPSRPPHLPVEERRASAP 
AGGSPRMLHPATQQSPFMVDLHEQVHQGPVPLSYTVTTVTTQGFPLPTGQHIPGCSAQQLPACSVMFSGQHYPLC 
CLPPPLIQACTMQQLPVPYQAYPHLISSDHYILHPPPPAPPPQPTHMAPLGQFVSLQTQHPRMPLQRLDNDVDLR 
GDQPSLGSFTYSTSAPGPALSPSVPLHYLPHDPLHQELSFGVPYSHMMPRRLSTQRYRLQQPLPPPPPPPPPPPY 
YPSFLPYFLSMLPMSPTAMGPTISLDLDVDDVEMENYEALLNLAERLGDAKPRGLTKADIEQLPSYRFNPDSHQS 
EQTLCWCFSDFEARQLLRVLPCNHEFHTKCVDKWLKANRTCPICRADASEVPREAE 
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FIGURE 303 

CGCACCATACCGGCGCGGGCACCTGGGGAGAAATGGATGGAGAAGGGACCTGGCTGGAAAGCTTTGCCCCGCTGC 

TCTGCTCCGCCCATAAGAGGACCCCTGAAATGTCCCGTGCAGTTTGTTCAAGTCCCCTGTGTGATGAAATGTGCC 

TCTCGCCTTACCCGTGTGAGAATACCTGTGGTGTGGCAGCGAGTATTTTGGTATTTGACCTGTCCAAAGACGACT 

TGATACCTCTATAATGTAACAGAAAAGGTCAGAAAATATTAAGCAAGTAGAAGTGTGGAGCATATTAAGCAAGAT 

GAACATCTCGGGAAGCAGCTGTGGAAGCCCTAACTCTGCAGATACATCTAGTGACTTTAAGGACCTTTGGACAAA 

ACTAAAAGAATGTCATGATAGAGAAGTACAAGGTTTACAAGTAAAAGTAACCAAGCTAAAACAGGAACGAArCTT 

AGATGCACAAAGACTAGAAGAATTCTTCACCAAAAATCAACAGCTGAGGGAACAGCAGAAAGTCCTTCATGAAAC 

CATTAAAGTTTTAGAAGATCGGTTAAGAGCAGGCTTATGTGATCGCTGTGCAGXAACTGAAGAACATATGCGGAA 

AAAACAGCAAGAGTTTGAAAATATCCGGCAGCAGAATCTTAAACTTATTACAGAACTTATGAATGAAAGGAATAC 

TCTACAGGAAGAAAATAAAAAGCTTTCTGAACAACTCCAGCAGAAAATTGAGAATGATCAACAGCATCAAGCAGC 

TGAGCTTGAATGTGAGGAAGACGTTATTCCAGATTCACCGATAACAGCCTTCTCATTTXCTGGCGTTAACCGGCT 

ACGAAGAAAGGAGAACCCCCATGTCCGATACATAGAACAAACACATACTAAATTGGAGCACTCTGTGTGTGCAAA 

TGAAATGAGAAAAGTTTCCAAGTCTTCAACTCATCCACAACATAATCCTAATGAAAATGAAATTCTAGTAGCTGA 

CACTTATGACCAAAGTCAATCTCCAATGGCCAAAGCACATGGAACAAGCAGCTATACCCCTGATAAGTCATCTTT 

TAATTTAGCTACAGTTGTTGCTGAAACACTTGGACTTGGTGTTCAAGAAGAATCTGAAACTCAAGGTCCCATGAG 

CCCCCTTGGTGATGAGCTCTACCACTGTCTGGAAGGAAATCACAAGAAACAGCCTTTTGAGGAATCTACAAGAAA 

TACTGAAGATAGTTTAAGATTTTCAGATTCTACTTCAAAGACTCCTCCTCAAGAAGAATTACCTACTCGAGTGTC 

ATCTCCTGTATTTGGAGCTACCTCTAGTATCAAAAGTGGTTTAGATTTGAATACAAGTTTGTCCCCTTCTCTTTT 

ACAGCCTGGGAAAAAAAAACATCTGAAAACACTCCCTTTTAGCAACACTTGTATATCTAGATTAGAAAAAACTAG 

ATCAAAATCTGAAGATAGTGCCCTTTTCACACATCACAGTCTTGGGTCTGAAGTGAACAAGATCATTATCCAGTC 

ATCTAATAAACAGATACTTATAAATAAAAATATAAGTGAATCCCTAGGTGAACAGAATAGGACTGAGXACGGTAA 

AGATTCTAACACTGATAAACATTTGGAGCCCCTGAAATCATTGGGAGGCCGAACATCCAAAAGGAAGAAAACTGA 

GGAAGAAAGTGAACATGAAGTAAGCTGCCCCCAAGCTTCTTTTGAXAAAGAAAATGCTrTCCCTTITCCAATGGA 

TAATCAGTTTTCCATGAATGGAGACTGTGTGATGGAXAAACCTCTGGATCTGTCTGATCGATTTTCAGCTATTCA 

GCGTCAAGAGAAAAGCCAAGGAAGTGAGACTTCTAAAAACAAATTTAGGCAAGTGACTCTTTATGAGGCTTTGAA 

GACCATTCCAAAGGGCTTTTCCTCAAGCCGTAAGGCCTCAGATGGCAACTGCACGTTGCCCAAAGATTCCCCAGG 

GGAGCCCTGTTCACAGGAATGCATCATCCTTCAGCCCTTGAATAAATGCTCTCCAGACAATAAACCATCATTACA 

AATAAAAGAAGAAAATGCTGTCTTTAAAATTCCTCTACGTCCACGXGAAAGTTTGGAGACTGAGAATGTTTTAGA 

TGACATAAAGAGTGCTGGTTCTCATGAGCCAATAAAAATACAAACCAGGTCAGACCATGGAGGATGTGAACTTGC 

ATCAGTTCTTCAGTTAAATCCATGTAGAACTGGTAAAATAAAGTCTCTACAAAACAACCAAGATGTATCCTTTGA 

AAATATCCAGTGGAGTATAGATCCGGGAGCAGACCTTTCTCAGTATAAAATGGATGTTACTGTAATAGATACAAA 

GGATGGCAGTCAGTCAAAATTAGGAGGAGAGACAGTGGACATGGACTGTACATTGGTTAGTGAAACCGTTCTCTT 

AAAAATGAAGAAGCAAGAGCAGAAGGGAGAAAAAAGTTCAAATGAAGAAAGAAAAATGAATGATAGCTTGGAAGA 

TATGTXTGATCGGACAACACATGAAGAGTATGAATCCXGTTTGGCAGACAGTTTCTCCCAAGCAGCAGATGAAGA 

GGAGGAATTGTCTACTGCCACAAAGAAACXACACACTCATGGTGATAAACAAGACAAAGTCAAGCAGAAAGCGTT 

TGTGGAGCCGTATTTTAAAGGTGATGAAAGAGAGACTAGCTTGCAAAATTTTCCTCATATTGAGGTGGTTCGGAA 

AAAAGAGGAGAGAAGAAAACTGCTTGGGCACACGTGTAAGGAATGTGAAATTTATTATGCAGATATGCCAGCAGA 

AGAAAGAGAAAAGAAATTGGCTTCCTGCTCAAGACACCGATTCCGCTACATTCCACCCAACACACCAGAGAATTT 

TTGGGAAGTTGGTTTTCCTXCCACTCAGACTTGTATGGAAAGAGGTTATATTAAGGAAGATCTTGATCCTTGTCC 

XCGTCCAAAAAGACGTCAGCCTTACAACGCAATATTTTCTCCAAAAGGCAAGGAGCAGAAGACATAGACGTTGAA 

ACAGAAACAGAAGGATGAAGGACAGTTTTTTCCTTCTTAGTTATTTATAGTTAAAGTTGGTACTAAACATTGATT 

TTTTTGATCTTCTGTAAATGGATTTATAAATCAGTTTTCTATTGAAAATGTTTGTGATATTTTGCTTTTGCACCT 

TTAAAACAATAAGGCGCTTTCATTrTGCACTCTAACTTAAGAGTTTTTACTXTATGTAGTGATACCTAATACAAT 
TTTGAAAATACAAAAAAAAAA 
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MNISGSSCGSPNSADTSSDFKDLWTKLKECHDREVQGLQVKVTKLKQERILDAQRLEEFFTKNQQLREQQKVLHE 
TIKVLEDRLRAGLCDRCAVTEEHMRKKQQEFENIRQQNLKLITELMNERNTLQEENKKLSEQLQQKIENDQQHQA 
AELECEEDVIPDSPITAFSFSGVNRLRRKENPHVRYIEQTHTKLEHSVC2^EMRKVSKSSTHPQHNPNENEILVA 
DTYDQSQSPMAKAHGTSSYTPDKSSFNLATWAETLGLGVQEESETQGPMSPLGDELYHCLEGNHKKQPFEESTR 
NTEDSLRFSDSTSKTPPQEELPXRVSSPVFGATSSIKSGLDLNTSLSPSLLQPGKKKHLKTLPFSNTCISRLEKT 
RSKSEDSALFTHHSLGSEVNKIIIQSSNKQILINKNISESLGEQNRTEYGKDSNTDKHLEPLKSLGGRTSKRKKT 
EEESEHEVSCPQASFDKENAFPFPMDNQFSMNGDCVMDKPLDLSDRFSAIQRQEKSQGSETSKNKFRQVTLYEAL 
KTIPKGFSSSRKASDGNCTLPKDSPGEPCSQECIILQPLNKCSPDNKPSLQIKEENAVFKIPLRPRESLETENVL 
DDIKSAGSHEPIKIQTRSDHGGCELASVLQLNPCRTGKIKSLQNNQDVSFENIQWSIDPGADLSQYKMDVTVIDT 
KDGSQSKLGGETVDMDCTLVSETVLLKMKKQEQKGEKSSNEERKMNDSLEDMFDRTTHEEYESCLADSFSQAADE 
EEELSTATKKLHTHGDKQDKVKQKAFVEPYFKGDERETSLQNFPHIEWRKKEERRKLLGHTCKECEIYYADMPA 
EEREKKLASCSRHRFRYIPPNTPENFWEVGFPSTQTCMERGYIKEDLDPCPRPKRRQPYNAIFSPKGKEQKT 
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GGGAAGTGCTGTTGGAGCCGCTGTGGTTGCTGTCCGCGGAGTGGAAGCGCGTGCTTTTGTTTGTGTCCCTGGCCA 
TGGCGCTGCAGCTCTCCCGGGAGCAGGGAATCACCCTGCGCGGGAGCGCCGAAATCGTGGCCGAGTTCTTCTCAT 
TCGGCATCAACAGCATTTTATATCAGCGTGGCATATATCCATCTGAAACCTTTACTCGAGTGCAGAAATACGGAC 
TCACCTTGCTTGTAACTACTGATCTTGAGCTCATAAAATACCTAAATAATGTGGTGGAACAACTGAAAGATTGGT 
TATACAAGTGTTCAGTTCAGAAACTGGTTGTAGTTATCTCAAATATTGAAAGTGGTGAGGTCCTGGAAAGATGGC 
AGTTTGATATTGAGTGTGACAAGACTGCAAAAGATGACAGTGCACCCAGAGAAAAGTCTCAGAAAGCTATCCAGG 
ATGAAATCCGTTCAGTGATCAGACAGATCACAGCTACGGTGACATTTCTGCCACTGTTGGAAGTTTCTTGTTCAT 
TTGATCTGCTGATTTATACAGACAAAGATTTGGTTGTACCTGAAAAATGGGAAGAGTCGGGACCACAGTTTATTA 
CCAATTCTGAGGAAGTCCGCCTTCGTTCATTTACTACTACAATCCACAAAGTAAATAGCATGGTGGCCTACAAAA 
TTCCTGTCAATGACTGAGGATGACATGAGGAAAATAATGTAATTGTAATTTTGAAATGTGGTTTTCCTGAAATCA 
GGTCATCTATAGTTGATATGTTTTATTTCATTGGTTAATTTTTACATGGAGAAAACCAAAATGATACTTACTGAA 
CTGTGTGTAATTGTTCCTTTATTTTTTTGGTACCTATTTGACTTACCATGGAGTTAACATCATGAATTTATTGCA 
CATTGTTCAAAAGGAACCAGGAGGTTTTTTTGTCAACATTGTGATGTATATTCCTTTGAAGATAGTAACTGTAGA 
TGGAAAAACTTGTGCTATAAAGCTAGATGCTTTCCTAAATCAGATGTTTTGGTCAAGTAGTTTGACTCAGTATAG 
GTAGGGAGATATTTAAGTATAAAATACAACAAAGGAAGTCTAAATATTCAGAATCTTTGTTAAGGTCCTGAAAGT 
AACTCATAATCTATAAACAATGAAATATTGCTGTATAGCTCCTTTTGACCTTCATTTCATGTATAGTTTTCCCTA 
TTGAATCAGTTTCCAATTATTTGACTTTAATTTATGTAACTTGAACCTATGAAGCAATGGATATTTGTACTGTTT 
AATGTTCTGTGATACAGAACTCTTAAAAATGTTTTTTCAJGTGTTTTATAAAATCAAGTTTTAAGTGAAAGTGAG 
GAAATAAAGTTAAGTTTGTTTTAAAAAAAAAAAAAAAAAA 
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FIGURE 306 

MALQLSREQGITLRGSAEIVAEFFSFGINSILYQRGIYPSETFTRVQKYGLTLLVTTDLELIKYLNNVVEQLKDW 
LYKCSVQKLVWISNIESGEVLERWQFDIECDKTAKDDSAPREKSQKAIQDEIRSVIRQITATVTFLPLLEVSCS 
FDLLIYXDKDLWPEKWEESGPQFITNSEEVRLRSFTTTIHKVNSMVAYKIPVND 
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AGCCGCGGCCTCAACTAAAAGTGGCCATTGACCTTTCAAGCTTTCGAGCAGTGATGCAATAGAATAGTATTTCAA 
AGAAAAATGCTTATCGAAATTTTGGATCCGGTTTTCCCGTGATTGTTAAGGGTTTCTTTTAAAAAGTAGGTCACA 
TTTCAAGTAGGTCATATTTCGGGGGCGGGTGCGCAGACAAGGAGATGAGTTTCCACTAAGGCCAGGGGGCCTCCA 
ACGGGGTTGGAGGTGAGAATCCCAGGTAGGGTAGAGGTGCCGAGATCCTTCCGAATCCCAGCCCTGGGGCGTCAG 
CCCTGCAGGGAATGGCAGAGACACTCTCCGGACTGAGGGAACCGAGGCCAGTCACCAAGCCCCTTCCGGGCGCGC 
AGGCGATCAGTGGGTGACCGCGGCTGCGAGGGACTTTGTCATCCGTCCTCCAGGATCTGGGGAGAAAGAGCCCCA 
TCCCTTCTCTCTCTGCCACCATTTCGGACACCCCGCAGGGACTCGTTTTGGGATTCGCACTGACTTCAAGGAAGG 
ACGCGAACCCTTCTCTGACCCCAGCTCGGGCGGCCACCTGTCTTTGCCGCGGTGACCCTTCTCTCATGACCCTGC 
GGTGCCTTGAGCCCTCCGGGAATGGCGGGGAAGGGACGCGGAGCCAGTGGGGGACCGCGGGGTCGGCGGAGGAGC 
CATCCCCGCAGGCGGCGCGTCTGGCGAAGGCCCTGCGGGAGCTCGGTCAGACAGGATGGTACTGGGGAAGTATGA 
CTGTTAATGAAGCCAAAGAGAAATTAAAAGAGGCACCAGAAGGAACTTTCTTGATTAGAGATAGCTCGCATTCAG 
ACTACCTACTAACAATATCTGTTAAAACATCAGCTGGACCAACTAATCTTCGAATCGAATACCAAGACGGAAAAT 
TCAGATTGGACTCTATCATATGTGTCAAATCCAAGCTTAAACAATTTGACAGTGTGGTTCATCTGATCGACTACT 
ATGXTCAGATGTGCAAGGATAAGCGGACAGGTCCAGAAGCCCCCCGGAACGGCACTGTTCACCTTTATCTGACCA 
l^ACCGCTCTACACGTCAGCACCATCTCTGCAGCATCTCTGTAGGCTCACCATTAACAAATGTACCGGTGCCATCT 
GGGGACXGCCTTTACCAACAAGACTAAAAGATTACTTGGAAGAATATAAATTCCAGGTATAAATGTTTCTCTTTT 
TTTAAACATGTCTCACATAGAGXATCTCCGAATGCAGCTATGTAAAAGAGAACCAAAACTTGAGTGCTCTGGATA 
ACTATATGGAATGCTTTCTAAGAACAGCTGAAGCTAATCTAATTTAAATTTAACAGCTTGAAGAGGTAGCTAGGT 
GTTTAAAGTTCCTCCAGATACTTTTACCTGAGTGATGCTTCCCTTCCTAAGGCTGACCAAGACCTGTTGATCCTT 
TTAGATTAAAAATAAAATGTCGCATGTAAAGGCTGAAGTCGCGTTTTATCAGAATGCCTTGCCTTCTTAGGTTCT 
TTTCCATTATGTCAAAGGTCCAGGCTCCAGTAGGAGAGAAAGAACTCCTCATAGGAATACTGAAGAAGTGGGAAG 
GAACCAAGCTGACACAGGCCTCACTGCAATTTGATATGCCTGCTGATCAGAGTCTCTTGGGCATTTTATATTTTG 
CATTCTGATGTACCTAGGAGTTTTGTTAAACAGATGATGTATGTGAGTATTTATCCCATTTTATGCAATTAACCA 
AATCAACCAAAAAAAGTGACCATGAAGTCCTGTATTTGTCTTTTTACTACATGTAGGAACTCTCATGTGAATGAG 
TACTGTAGTAATCCATTCTATGGGAGCCTTATTTCAGAAATATTTCAAACTGGTGCAAATGGAAAAGACTTTCTC 
TTTTCCTTTAAAGCTAAAGACAAGAATATCATGCTATACAGGTGCAACTCAATCCCCGTTAATAAAAACCAATGT 
AGGTATAGGCATTCTACCGTTTGAAATAGCTGTGTCCCAACCTGTTGCCATTGATTTTTTGGAAATGGCTTTAGA 
AATATCCAAGTTGTCCTTGAATTGTCTAACCATGGACATAAACAGTTGTCTCCCTTCTACTGTGTAGAATACTTT 
GACTTAATTTTCTTCCAGATACAGGGGGATACCTGCCTGTTTTTCAAAGTGTTTATTTACTGCTGTTACTATTTG 
AT T AG AAT G TAT T AAAT AAAAAAAAC C T GAT T T C T 
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FIGURE 308 

MTLRCLEPSGNGGEGTRSQWGTAGSAEEPSPQAARLAKALRELGQTGWYWGSMTVNEAKEKLKEAPEGTFLIRDS 
SHSDYLLTISVKTSAGPTNLRIEYQDGKFRLDSIICVKSKLKQFDSWHLIDYYVQMCKDKRTGPEAPRNGTVHL 
YLTKPLYTSAPSLQHLCRLTINKCTGAIWGLPLPTRLKDYLEEYKFQV 
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FIGURE 309 

AGCCGCGGCCTCAACTAAAAGTGGCCATTGACCTTTCAAGCTTTCGAGCAGTGATGCAATAGAATAGTATTTCAA 
AGAAAAATGCTTATCGAAATTTTGGATCCGGTTTTCCCGTGATTGTTAAGGGTTTCTTTTAAAAAGTAGGTCACA 
TTTCAAGTAGGTCATATTTCGGGGGCGGGTGCGCAGACAAGGAGATGAGTTTCCACTAAGGCCAGGGGGCCTCCA 
ACGGGGTTGGAGGTGAGAATCCCAGGTAGGGTAGAGGTGCCGAGATCCTTCCGAATCCCAGCCCTGGGGCGTCAG 
CCCTGCAGGGAATGGCAGAGACACTCTCCGGACTGAGGGAACCGAGGCCAGTCACCAAGCCCCTTCCGGGCGCGC 
AGGCGATCAGTGGGTGACCGCGGCTGCGAGGGACTTTGTCATCCGTCCTCCAGGATCTGGGGAGAAAGAGCCCCA 
TCCCTTCTCTCTCTGCCACCAXTTCGGACACCCCGCAGGGACTCGTTTTGGGATTCGCACTGACTTCAAGGAAGG 
ACGCGAACCCTTCTCTGACCCCAGCTCGGGCGGCCACCTGTCTTTGCCGCGGTGACCCTTCTCTC ATGA CCCTGC 
GGTGCCTTGAGCCCTCCGGGAATGGCGGGGAAGGGACGCGGAGCCAGTGGGGGACCGCGGGGTCGGCGGAGGAGC 
CATCCCCGCAGGCGGCGCGTCTGGCGAAGGCCCTGCGGGAGCTCGGTCAGACAGGATGGTACTGGGGAAGTATGA 
CTGTTAATGAAGCCAAAGAGAAATTAAAAGAGGCACCAGAAGGAACTTTCTTGATTAGAGATAGCTCGCATTCAG 
ACTACCTACTAACAATATCTGTTAAAACATCAGCTGGACCAACTAATCTTCGAATCGAATACCAAGACGGAAAAT 
TCAGATTGGACTCTATCATATGTGTCAAATCCAAGCTTAAACAATTTGACAGTGTGGTTCATCTGATCGACTACT 
ATGTTCAGATGTGCAAGGATAAGCGGACAGGTCCAGAAGCCCCCCGGAACGGCACTGTTCACCTTTATCTGACCA 
AACCGCTCTACACGTCAGCACCATCTCTGCAGCATCTCTGTAGGCTCACCATTAACAAATGTACCGGTGCCATCT 
GGGGACTGCCTTTACCAACAAGACTAAAAGATTACTTGGAAGAATATAAATTCCAGGT ATAAA TGTTTCTCTTTT 
TTTAAACATGTCTCACATAGAGTATCTCCGAATGCAGCTATGTAAAAGAGAACCAAAACTTGAGTGCTCTGGATA 
ACTATATGGAATGCTTTCTAAGAACAGCTGAAGCTAATCTAATTTAAATTTAACAGCTTGAAGAGGTAGCTAGGT 
GTTTAAAGTTCCTCCAGATACTTTTACCTGAGTGATGCTTCCCTTCCTAAGGCTGACCAAGACCTGTTGATCCTT 
TTAGATTAAAAATAAAATGTCGCATGTAAAGGCTGAAGTCGCGTTTTATCAGAATGCCTTGCCTTCTTAGGTTCT 
TTTCCATTATGTCAAAGGTCCAGGCTCCAGTAGGAGAGAAAGAACTCCTCATAGGAATACTGAAGAAGTGGGAAG 
GAACCAAGCTGACACAGGCCTCACTGCAATTTGATATGCCTGCTGATCAGAGTCTCTTGGGCATTTTATATTTTG 
CATTCTGATGTACCTAGGAGTTTTGTTAAACAGATGATGTATGTGAGTATTTATCCCATTTTATGCAATTAACCA 
AATCAACCAAAAAAAGTGACCATGAAGTCCTGTATTTGTCTTTTTACTACATGTAGGAACTCTCATGTGAATGAG 
TACTGTAGTAATCCATTCTATGGGAGCCTTATTTCAGAAATATTTCAAACTGGTGCAAATGGAAAAGACTTTCTC 
TTTTCCTTTAAAGCTAAAGACAAGAATATCATGCTATACAGGTGCAACTCAATCCCCGTTAATAAAAACCAATGT 
AGGTATAGGCATTCTACCCTTTGAAATAGCTGTGTCCCAACCTGTTGCCATTGATTTTTTGGAAATGGCTTTAGA 
AATATCCAAGTTGTCCTTGAATTGTCTAACCATGGACATAAACAGTTGTCTCCCTTCTACTGTGTAGAATACTTT 
GACTTAATTTTCTTCCAGATACAGGGGGATACCTGCCTGTTTTTCAAAGTGTTTATTTACrGCTGTTACTATTTG 
AT X AG AAT GT A T T AAAT AAAAAAAAC C T GAT T TC T 
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FIGURE 310 

MTLRCLEPSGNGGEGTRSQWGTAGSAEEPSPQAARLAKALRELGQTGWYWGSMTVNEAKEKLKEAPEGTFLIRDS 
SHSDYLLTISVKTSAGPTNLRIEYQDGKFRLDSIICVKSKLKQFDSWHLIDYYVQMCKDKRTGPEAPRNGTVHL 
YLTKPLYTSAPSLQHLCRLTINKCTGAIWGLPLPTRLKDYLEEYKFQV 
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FIGURE 311 

GGGTGAGCAAAGGGGCGGGTCCCTGGCTGCTGTGGCCTCCCCTGACCCCCTCCCCCCGCTGCTGGGGTCCTCGGC 
CAAGCCCCCTTCTCACTGGACTGAGACMQVGGCTGAGCTGGTTCCGGGTCCTGACAGTACTGTCCATCTGCCTG 
AGCGCCGTGGCCACGGCCACGGGGGCCGAGGGCAAAAGGAAGCTGCAGATCGGGGTCAAGAAGCGGGTGGACCAC 
TGTCCCATCAAATCGCGCAAAGGGGATGTCCTGCACATGCACTACACGGGGAAGCTGGAAGATGGGACAGAGTXT 
GACAGCAGCCTGCCCCAGAACCAGCCCTTTGTCTTCTCCCTTGGCACAGGCCAGGTCATCAAGGGCTGGGACCAG 
GGGCTGCTGGGGATGTGTGAGGGGGAAAAGCGCAAGCTGGTGATCCCATCCGAGCTAGGGTATGGAGAGCGGGGA 
GCTCCCCCAAAGATTCCAGGCGGTGCAACCCTGGTGTTCGAGGTGGAGCTGCTCAAAATAGAGCGACGAACTGAG 
CTG TAA CCAGACTGGGGAGGGGCAGGGGGAGAGGCCCCCATCAGGGACCAGACTGTTCCAAAAAAAAAACAAAAA 
ACAAAAACAAACAAAAAAACACTTAAAAGCCCAAGGAGTAAGCCTGTGTGTTTGTGGGCCCTGAGAGACTCAGAG 
ACCTCAGCTCCAGCATACCCCACCACCTTCTCCTTTCCC 
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FIGURE 312 

MRLSWFRVLTVLSICLSAVATATGAEGKRKLQIGVKKRVDHCPIKSRKGDVLHMHYTGKLEDGTEFDSSLPQNQP 
FVFSLGTGQVIKGWDQGLLGMCEGEKRKLVIPSELGYGERGAPPKIPGGATLVFEVELLKIERRTEL 
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FIGURE 313 

ACTCAGTGTTCGCGGGAGCCGCACCTACACCAGCCAACCCAGATCCCGAGGTCCGACAGCGCCCGGCCCAGATCC 
CCACGCCTGCCAGGAGCAAGCCGAGAGCCAGCCGGCCGGCGCACTCCGACTCCGAGCAGTCTCTGTCCTTCGACC 
CGAGCCCCGCGCCCTTTCCGGGACCCCTGCCCCGCGGGCAGCGCTGCCAACCTGCCGGCCATGGAGACCCCGTCC 
CAGCGGCGCGCCACCCGCAGCGGGGCGCAGGCCAGCTCCACTCCGCTGTCGCCCACCCGCATCACCCGGCTGCAG 
GAGAAGGAGGACCTGCAGGAGCTCAATGATCGCTTGGCGGTCTACATCGACCGTGTGCGCTCGCTGGAAACGGAG 
AACGCAGGGCTGCGCCTTCGCATCACCGAGTCTGAAGAGGTGGTCAGCCGCGAGGTGTCCGGCATCAAGGCCGCC 
TACGAGGCCGAGCTCGGGGATGCCCGCAAGACCCTTGACTCAGTAGCCAAGGAGCGCGCCCGCCTGCAGCTGGAG 
CTGAGCAAAGTGCGTGAGGAGTTTAAGGAGCTGAAAGCGCGCAATACCAAGAAGGAGGGTGACCTGATAGCTGCT 
CAGGCTCGGCTGAAGGACCTGGAGGCTCTGCTGAACTCCAAGGAGGCCGCACTGAGCACTGCTCTCAGTGAGAAG 
CGCACGCTGGAGGGCGAGCTGCATGATCTGCGGGGCCAGGTGGCCAAGCTTGAGGCAGCCCTAGGTGAGGCCAAG 
AAGCAACTTCAGGATGAGATGCTGCGGCGGGTGGATGCTGAGAACAGGCTGCAGACCATGAAGGAGGAACTGGAC 
TTCCAGAAGAACATCTACAGTGAGGAGCTGCGTGAGACCAAGCGCCGTCATGAGACCCGACTGGTGGAGATTGAC 
AATGGGAAGCAGCGTGAGTTTGAGAGCCGGCTGGCGGATGCGCTGCAGGAACTGCGGGCCCAGCATGAGGACCAG 
GTGGAGCAGTATAAGAAGGAGCTGGAGAAGACTTATTCTGCCAAGCTGGACAATGCCAGGCAGTCTGCTGAGAGG 
AACAGCAACCTGGTGGGGGCTGCCCACGAGGAGCTGCAGCAGTCGCGCATCCGCATCGACAGCCTCTCTGCCCAG 
CTCAGCCAGCTCCAGAAGCAGCTGGCAGCCAAGGAGGCGAAGCTTCGAGACCTGGAGGACTCACTGGCCCGTGAG 
CGGGACACCAGCCGGCGGCTGCTGGCGGAAAAGGAGCGGGAGATGGCCGAGATGCGGGCAAGGATGCAGCAGCAG 
CTGGACGAGTACCAGGAGCTTCTGGACATCAAGCTGGCCCTGGACATGGAGATCCACGCCTACCGCAAGCTCTTG 
GAGGGCGAGGAGGAGAGGCTACGCCTGTCCCCCAGCCCTACCTCGCAGCGCAGCCGTGGCCGTGCTTCCTCTCAC 
TCATCCCAGACACAGGGTGGGGGCAGCGTCACCAAAAAGCGCAAACTGGAGTCCACTGAGAGCCGCAGCAGCTTC 
TCACAGCACGCACGCACTAGCGGGCGCGTGGCCGTGGAGGAGGTGGATGAGGAGGGCAAGTTTGTCCGGCTGCGC 
AACAAGTCCAATGAGGACCAGTCCATGGGCAATTGGCAGATCAAGCGCCAGAATGGAGATGATCCCTTGCTGACT 
TACCGGTTCCCACCAAAGTTCACCCTGAAGGCTGGGCAGGTGGTGACGATCTGGGCTGCAGGAGCTGGGGCCACC 
CACAGCCCCCCTACCGACCTGGTGTGGAAGGCACAGAACACCTGGGGCTGCGGGAACAGCCTGCGTACGGCTCTC 
ATCAACTCCACTGGGGAAGAAGTGGCCATGCGCAAGCTGGTGCGCTCAGTGACTGTGGTTGAGGACGACGAGGAT 
GAGGATGGAGATGACCTGCTCCATCACCACCATGTGAGTGGTAGCCGCCGCTGAGGCCGAGCCTGCACTGGGGCC 
ACCCAGCCAGGCCTGGGGGCAGCCTCTCCCCAGCCTCCCCGTGCCAAAAATCTTTTCATTAAAGAATGTTTGGAA 
CTTT 
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FIGURE 314 

METPSQRRATRSGAQASSTPLSPTRITRLQEKEDLQELNDRLAVYIDRVRSLETENAGLRLRITESEEWSREVS 
GIKAAYEAELGDARKTLDSVAKERARLQLELSKVREEFKELKARNTKKEGDLIAAQARLKDLEALLNSKEAALST 
ALSEKRTLEGELHDLRGQVAKLEAALGEAKKQLQDEMLRRVDAENRLQTMKEELDFQKNIYSEELRETKRRHETR 
LVEIDNGKQREFESRLADALQELRAQHEDQVEQYKKELEKTYSAKLDNARQSAERNSNLVGAAHEELQQSRIRID 
SLSAQLSQLQKQLAAKEAKLRDLEDSLARERDTSRRLLAEKEREMAEMRARMQQQLDEYQELLDIKLALDMEIHA 
YRKLLEGEEERLRLSPSPTSQRSRGRASSHSSQTQGGGSVTKKRKLESTESRSSFSQHARTSGRVAVEEVDEEGK 
FVRLRNKSNEDQSMGNWQIKRQNGDDPLLTYRFPPKFTLKAGQWTIWAAGAGATHSPPTDLVWKAQISrTWGCGNS 
LRTALINSTGEEVAMRKLVRSVTWEDDEDEDGDDLLHHHHVSGSRR 
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FIGURE 315 

CCAAGCCCATGAGGGCCGCGCGCCCGGCCGCCGGTGCTGACGAGACGGAGCTCCTGGCCCCCGAGGAGGAGCAGA 
GGATCA ATG CGGTTCAAGAATCGATTCCAGCGGTTCATGAACCATCGAGCTCCAGCCAATGGCCGCTACAAGCCA 
ACTTGCTATGAACATGCTGCTAACTGTTACACACACGCATTCCTCATTGTTCCGGCCATCGTGGGCAGTGCCCTC 
CTCCATCGGCTGTCTGATGACTGCTGGGAAAAGATAACAGCATGGATTTATGGAATGGGACTCTGTGCCCTCTTC 
ATCGCTXCTACAGTATTTCACATTGTATCATGGAAAAAGAGCCACTTAAGGACAGCGGAGCATTGTTTTCACATG 
TGTGATAGAATGGTTAXCTATTTCTTCATTGCTGCTTCTTATGCTCCATGGTTAAATCTTCGTGAACTTGGACCC 
CTGGCATCTCATATGCGTTGGTTTATCTGGCTCATGGCAGCTGGAGGAACCATTTATGTATTTCTCTACCATGAA 
AAATATAAGGTGGTTGAACTCTTTTTCTATCTCACAATGGGATTCTCTCCAGCCTTGGTGGTGACATCAATGAAC 
AACACCGATGGACTTCAGGAACTTGCCTGTGGGGGCTTAATTTATTGCTTGGGAGTTGTGTTCTTCAAGAGTGAT 
GGCATCATTCCATTTGCCCACGCCATCTGGCACCTGTTTGTGGCCACGGCAGCTGCAGTGCATTACTACGCCATT 
TGGAAATACCTTTACCGAAGTCCTACGGACTTTATGCGGCATTTA TGAC CAATCTGTACTAATTCTCCAAACCAG 
TATTATTTCAATTATGGCACTTGGGAGTGGGGTGAGAGCTAAACATTGCACAGGGCAAAGAAAAAAAATAACTGC 
ACTGACTTTATATCTTTTGAATATAATTACTGTGAAAGTATAAAGGCTGTGTTCTGGAATTTTCTGCCTCACAGC 
AAATAAATAAGGTAGTGAATTAATTATTCATTCCATTCCACTATCATGAAGGACTCTGAATAGACTTGGCCAACT 
GATGTTTACAAACCAGACTTTTATATTTTAATTTTACAGATTTTACTACATGATTTTTCTAAATTACTATGTCAG 
GTTGTAAAAGTCAGTGCAATAACAAACCTTCCTTTTTAAGAAGAAAATTGTTTCTATTACTTTCCCATTCACTAG 
GTAAAGAATCATGGACAGAACTTACACTACTTTTTACCATGTTTCATCTTGGCATAACATGGTTCTTTTTTAAAT 
AGAAACTTTAGTTTTTTGTAAATTTTTAAAAAAATATTTCATTGATATGCATCTCTGCAGGTCCTCATTCATGTT 
GTAAATTTTTGGAGCAAGCAGTCAACATTCCACAAACGAACAAACATTATACCTCTTCTGATAGTTTTATTAAGC 
ATGGAGAAATTGCCAATTTTTAAAAACTGCAGTTTTCCAAACTTTTCTGCCAACCTCTTACTCTGAATTCAGTGC 
TGCTTTGGGACATATACTTGACCTAGCTTGGTTTACCAGTGATGGAAAAGTATTTTGATATCATTAACTTTTTCA 
AAAGATCCAACTTTTTCTCTATGCCTTTGCCACATTCTCTTCAGGGTCTCTTTCCACAGCGGATAAATGTTTTTT 
CTGTATTATGACAGTATTGTTGTGATGGCCATCTGCTGGAAACTCCTGAAGAGCATTATGTATTACAGTGAGCAG 
TTGTATTGCCTGTTTGGTGCCCAATGGTTAAGTCATTGTCACTTAGCTTTATATTGTCAGTTTGATATTTATTTT 
AAATTGTGGAACTAGATGCATAAATTCACATTTCTGCCTTTCCTTTGCATCTTCTCATATATTGTGTTTTTTTTT 
TTTTTCCTAGAAAAAATATTTAAAGCATTGTTTGACAGGTAGAAACTCATGTATCTGTAGTCCATGAGTTATATC 
CXGGCXCAGXGGAGXGAXATTXAXGXATXATXXXXACTTTXCTCXCAGXGXCTTAXAXTAAGAXXAACAXGXXGX 
TAATAGTTGCXTTGTTGATTAATCTCTCTTGTTGGTGTTTTAATAAATGAAATAGGCTTGCCTTTAGATCGGGTG 
CTGATATTGCCTGTTXCCTAGTAATGGGCTGATCAAATGATCAGTGGAATTCTTGGTTTGATGATAACCTTATTA 
AXXGAAATXTXTXACXGAXGTGGCXTTAAAAGAGGXXTAXXXXGXAXATGTXTAGAACXCTCXGATXXXGAXGAA 
XXAXAXGGGAGTGAGAAACAGAAGAAGXGGXAXTXGCTGGCGAGXXAAAXAGGCAAGGXACCCAGTGAXAACACC 
AACCAAACCACXCCTAXCXGCATGAXXCXGAACATCTGGAXGCCXGXTGXXXTACXGXGXATATXXXATTTTXAA 
XAXATXAACXXXGXGGAXTCAXXXAAGGXCXACXCAAAAGXAACACXGXCCAAACCACTAAXAXGTAXGXAAAAA 
XTGTGCXGXATACXACAAXAAAGTXGXXACXXGGAXXXGXXCCAAAAAAAAAAAAAAA 
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FIGURE 316 

MRFKNRFQRFMNHRAP ANGRY KP TCYEHAANCY 

STVFHIVSWKKSHLRTAEHCFHMCDRMVIYFFIAASYAPWLNLRELGPLASHMRWFIWLMAAGGTIYVFLYHEKY 
KVVELFFYLTMGFSPAIjVVTSMNNTDGLQELACGGLIYCLGVVFFKSDGIIPFAHAIWHLFVATAAAVHYYAIWK 
YLYRSPTDFMRHL 



WO 2004/043361 



PCT/US2003/035268 



355/1629 

FIGURE 317A 

GGGGGAGGGAAACGGAGCAGTAACAAGTATCCCAGAGGGTGCTGCTGAGGCGACGATGGCCGAGGGGCCCGAGGA 
AGCCCGAGGCCACCCTCCCGGGCAGGACGATGGCGGGGGGGACCACGAGCCCGTCCCTTCCCTGAGAGGCCCTCC 
TACCACCGCCGTCCCATGCCCCCGCGACGACCCCCAGGCCGAACCCCAGGCCCCGGGCCGGCCCACAGCCCCGGG 
CCTCGCGGCTGCCGCCGCAGCCGACAAATTGGAGCCGCCGCGCGAGCTCAGGAAGCGCGGGGAGGCGGCCTCCGG 
CTCCGGTGCAGAGCTGCAGGAGCAGGCGGGCTGCGAGGCGCCCGAAGCCGCGGCGCCACGAGAGAGACCAGCTCG 
GCTGAGCGCCCGCGAGTACTCCCGGCAAGTGCACGAGTGGCTGTGGCAGTCCTACTGCGGCTACCXCACCTGGCA 
CAGCGGCCTGGCCGCCTTCCCAGCCTACTGCAGCCCCCAGCCCTCCCCGCAAAGCTTCCCTTCGGGCGGCGCTGC 
AGTCCCCCAGGCCGCGGCGCCGCCGCCCCCGCAGCTGGGCTATTACAACCCCTTCTACTTCCTGAGCCCCGGGGC 
CGCGGGGCCTGACCCGCGGACAGCTGCCGGCATCAGCACCCCTGCTCCAGTCGCGGGCCTGGGACCCCGGGCTCC 
TCACGTGCAGGCGTCGGTCCGGGCCACTCCAGTGACGAGGGTAGGATCCGCAGCCCCTTCGCGAAGCCCGAGCGA 
GACCGGGCGACAGGCAGGCAGAGAATATGTTATTCCATCCTTGGCCCACAGATTTATGGCAGAGATGGTGGATTT 
CTTTATTCTCTTCTTTATAAAAGCAACCATTGTCTTAAGCATTATGCACCTCAGTGGGATAAAGGATATCTCTAA 
GTTTGCTATGCATTATATAATAGAAGAAATAGATGAAGACACATCAATGGAAGACTTGCAGAAAATGATGGTTGT 
GGCACTTATATACAGATTATTAGTTTGTTTCTATGAGATAATTTGCATTTGGGGAGCAGGTGGAGCTACCCCAGG 
GAAGTTCCTGCTGGGGCTTCGAGTTGTGACATGTGATACATCAGTGCTTATTGCACCAAGTCGGGTTTTAGTGAT 
TCCTTCCTCAAATGTTAGCATTACAACGTCCACTATCCGAGCTTTGATCAAGAATTTTTCAATTGCTTCTTTTTT 
CCCTGCTTTCATCACACTGCTGTTTTTTCAGCATAATCGAACAGCTTATGACATTGTAGCAGGAACCATTGTGGT 
AAAAAGAAATGGGGTCAGAT^TGCCCCCCAAAACCCTGATTTCCACACACTAAGACTAAATTATGTATCAAGGC 
CATCAGTATCCCTGGGTTACACTAATTGATGATTTAGAAATTAAAGCAGTCACTCCAGTGTGATGCAGGTGACTA 
CTCTGAAAGTATTGATTATACTTGAATGCCAAAGAACTTGTCCAGAAGAAAAACCTGTTAAATTCAAGTATTAAA 
ATTTTTAGATCAAAAAGGCAAATGATTTTATAAACAATGGACAATATATACTTTCTTAAGATCTAAGGTACTTTC 
TTAAGATCTAAGAATTTGCTGAAAGCATTTTCAGCTTTGAAATCTCCAAATGAAACTTTAAAATTTATTTTGGTT 
TATCCCAAAATAATGGAAAATGTCCAGTTGTGTTTTGTAAACACCTATGTAACTCATCTTTTAGTTTACACTTCC 
TGGGGAAATTGTCTTTGGTGTTTAGAGGAGGGAATGAGAACACAAATTGGATAATCCACTGTCTCCCATCCCAGG 
AGGTGGTGAGTTGGCTACAAGAGAAAGGGACAAGTGAGGCAGGCCTAGCAGTTCCCTTACCTGAAGTTTTCAAAT 
CCATACTGCAGTTCCCTCTCGTAATGATGTAACTTTACAACTATTCTTAATGCTTGAACATGTATTTAGGGGCAA 
GTTTCTCATGATGATGAAAAAGTATCAAGTCATATTGCTATGTTAATTGGTTTTTTTTTTTAAAAGGTAAGTTAG 
TGATTACTGTTAATGGTGGGGGAGTAAGTTTTCACTGTAAATTGAACTTATAATTTATGTGCAAGTGTTTTCAGT 
GCCCTGAATCAAACTATAAATGTGGGGAGAAATCACCTCCATCAAACAGTTGCATATTTACTGTAAAAGTATTCC 
CAGTATGTGTGCAGCATG-AAGAAAGTATTAGTGCTTCTCAGTGTTCTCAGTGTAAATTCTATTTATATACAGCAT 
ATTCACATACTACTTTCCTTATATTTTATATAGTTCTATGACTGTTGAAACATCAAGGAGTTAAAAAAATCTTAA 
TATTTCATGATTAACTCTAAGTACTATTAATAGCTTGCGAAATATTAGCAATTTTCCCATTATGGACrATCTCTC 
TAAAGCAAGAGAGACTAGCATTCCCAGACATCATTCTAGGGTCTTTAAGCTCATTTTGGGTCTGCTAAAGTTTGG 
GGGGAAATGTTACGCAAAGTGATACTGTGTATGTTGCCATTTTGCTTTATTCTTCTGTTGAAGCAAAATTGTGGG 
GTTTTATTATGTGTGTGTGCTTTTCCTAGATGTCCCAGTTAGCTGTGCTGAGATATACCTGTACTATTTATGGTT 
TAAGTTTTGATTCTTAGGTATTTTCTCCAGCTCTGACATTGTTTTCCAAAGACACACTAAACTGCATTGCACAGT 
TCAAAATTTGATTACTTAAGGGATCAATCTAGGTGGTGTTCTTGGTCTTAAATTTAACAGCAAACACAGCACATA 
TCTAXTATCACTATATTAATTTTCAAAGGTTTTTCTGTGACGTTTAAAACTGTGACAACAGATATTCACATTTGA 
TTATAGAAACTTAATGTCTATTAATAATTTTAGTACAAAATTTCATAAACCGTGTTTTTCAAAATAAGTTTATGT 
CAAATCCAGCTTCCCAGAAACACTAATAATTAAGTACATCAATGTACTAAATAAATCATTCAGTTGCACCCATGG 
GGAAGATTGTGTTACTGCCCTTCACAGTGAAAAAAAGAAAAATCTTTCATTTTTAAAATTAGGAGATGTTACGTA 
ACTTGGCACTTTAGTAGTGTATACACTAGCATTAGTTTATACACCACTTTTGCCGCTGGGGATTCAAGTTGAAAT 
GTCCCTCAATCATATAGGTCTGGAATACATCTTTCATTCATAATTTCTGCTCAGATAATTGAATAGTTTGCCATC 
GAGATTATTTTCATTTATACTATAAAACAAAAGCAAACTAGTCCAGTTTAATTTTTTGTACTTAGAATATTGCAC 
ATTTTCTATATATGAGTTATTCAGATTAGTATCTATGTAGGTTCAGTCAGATCCAACCATGGATTCGAGGTATTA 
TACTGTATAACCCTACAAAATACATAGAAGTATTATTTGCCTTCATAATAGAACCCAAGAGTCTGTTXCAATTTA 
TGAATTCAGTATTTGCACCGAGATTTTGATTCCCAAAGTTTGGAAAAAAATGACAAAACAACGAGGGAAGAAGGA 
ACCAGACCTTAGTGCCACATATTTTTCTCTTGGGGTTGTAAGGTAGrCTCCTGCTTTCCAGAACACTTTATTATA 
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FIGURE 317B 

TTTCACTTATAGACCTGATTTTCTGTGTCAAAGTATAATTCTCATGCTGAAGCTGTAGCCTAAAAAGCCAAAAGA 
AAGTTGTCTTCATTGTACAAACATATTCATCACTTTAACAATAAGGGAACAAAATTTAGTATTCAAGCTGAGTGA 
GAATACTGGTTCAATGGACATGTCCCTAAGATAAACCAGAATTGGCAGTTAATTTAGGCGTCTAGAAAATCTCAG 
TTCCCACCAGTAAAATTATCCTGAGTAGCTAATGCACCTTGAGAAAT^ATCTGGCATACTGAATAAGTAACATTAA 
CTTGGGAGCCAAGAGCTGGGTAAGCCTTACCTTTAGACTACTCTGTGACTACAGAAATAAAGCCAGCACTTTTGG 
AACTAATAAGCCTTCACTTGTCAGTATCATAAAGAGTATTGCCCAACTGAACTTTGCTCCCACTGGTTTAATAGT 
TACTTATTTCTGCCTAAGCACTCACCTTCCGATTTTACCCAAGTATATATATAGGATAGAAAAAAATGCATTATA 
TTTGAGAGCTCACTTCGCCCGAATTACAAAATGAGTGTTTTTAGATTCAAGTGACGGTAAl^AGGATTTGTTCCCT 
TCAGTGACTTGAGTGTTTTAGTTATGCATAAGTATTTCTAGCAAAGGAAGGGTAGAAAGGAATTGAAAATTAATT 
TACACTAGTTGCTACTTGGGAATAAAGGGCTTTTTGAGGGGGGTATGGATATTAAATGTTTTCGTTATATACTTA 
TCCCTATTAAAACAGGCAGTTGXTTCTTTGAATATGCCTAAATAACAGTATTCTTAAAATCTGACAGACAAGTAA 
CATGTCAATTACTTGATATTCCTTGTCTCCAGTACCACAGGCCACTCTTGACATCCCATGTTTGCCTGGATAAAG 
TTCCTCATTTCAAACAGTATACATACTTCTTTGCAGTTCATTATAGTAAGGCTTAACCTGTAAACAGTATCTGAT 
GGCCCACCTATAAATAAAATTCAGCATTCTATTTTTAATAATTTGTATGCCACCAATTTGTATTATTTGTCTCAA 
TAAATACTTAGTCATCGATGCAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 318 

MAEGPEEARGHPPGQDDGGGDHEPVPSLRGPPTTAVPCPRDDPQAEPQAPGRPTAPGLAAAAAADKLEPPRELRK 
RGEAASGSGAELQEQAGCEAPEAAAPRERPARLSAREYSRQVHEWLWQSYCGYLTWHSGLAAFPAYCSPQPSPQS 
FPSGGAAVPQAAAPPPPQLGYYNPFYFLSPGAAGPDPRTAAGISTPAPVAGLGPRAPHVQASVRATPVTRVGSAA 
PSRSPSETGRQAGREYVIPSLAHRFMAEMVDFFILFFIKATIVLSIMHLSGIKDISKFAMHYIIEEIDEDTSMED 
LQKMMWALIYRLLVCFYEIICIWGAGGATPGKFLLGLRVVTCDTSVLIAPSRVLVIPSSNVSITTSTIRALIKN 
FS I ASFFP AF ITLLFFQHNRTAYD I VAGT I WKRNGVR 
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FIGURE 319A 

GGTAATGCTTAAACTTCCTGCCTCTTTTGCCTCTACAGGAAAGAAGAAAGAACACAAGAAAGTGAAGTCCACTAG 

GGATATTGTTCCTTTTTCTGAACTTGGAACTACTCCCTCTGGTGGTGGATTTTTTCAGGGTATTTCTTTTCCTGA 

AATCTCCACCCGTCCTCCTTTGGGCAGTACCGAACTACAGGCAGCTAAGAAAGTACATACTTCTAAGGGAGACCT 

ACCTAGGGAGCCTCTTGTTGCCACAAACTTGCCTGGCAGGGGACAGTTGCAGAAGTTAGCCTCTGAAAGGAATTT 

GTTTATTTCATGCAAGTCTAGCCATGATAGGTGTTTAGAGAAAAGTTCTTCGTCATCTTCTCAGCCTGAACACAG 

TGCCATGTTGGTCTCTACTGCAGCTTCTCCTTCACTGATTAAAGAAACCACCACTGGTTACTATAAAGACATAGT 

AGAAAATATTTGCGGTAGAGAGAAAAGTGGAATTCAACCATTATGTCCTGAGAGGTCCCATATTTCAGATCAATC 

GCCTCTCTCCAGTAAAAGGAAAGCACTAGAAGAGTCTGAGAGCTCACAACTAATTTCTCCGCCACTTGCCCAGGC 

AATCAGAGATTATGTCAATTCTCTGTTGGTCCAGGGTGGGGTAGGTAGTTTGCCTGGAACTTCTAACTCTATGCC 

CCCACTGGATGTAGAAAACATACAGAAGAGAATTGATCAGTCTAAGTTTCAAGAAACTGAATTCCTGTCTCCTCC 

AAGAAAAGTCCCTAGACTGAGTGAGAAGTCAGTGGAGGAAAGGGATTCAGGTTCCTTTGTGGCATTTCAGAACAT 

ACCTGGATCCGAACTGATGTCTTCTTTTGCCAAAACTGTTGTCTCTCATTCACTCACTACCTTAGGTCTAGAAGT 

GGCTAAGCAATCACAGCATGATAAAATAGATGCCTCAGAACTATCTTTTCCCTTCCATGAATCTATTTTAAAAGT 

AATTGAAGAAGAATGGCAGCAAGTTGACAGGCAGCTGCCTTCACTGGCATGCAAATATCCAGTTTCTTCCAGGGA 

GGCAACACAGATATTATCAGTTCCAAAAGTAGATGATGAAATCCTAGGGTTTATTTCTGAAGCCACTCCACTAGG 

AGGTATTCAAGCAGCCTCCACTGAGTCTTGCAATCAGCAGTTGGACTTAGCACTCTGTAGAGCATATGAAGCTGC 

AGCATCAGCATTGCAGATTGCAACTCACACTGCCTTTGTAGCTAAGGCTATGCAGGCAGACATTAGTGAAGCTGC 

ACAGATTCTTAGCTCAGATCCTAGTCGTACCCACCAAGCGCTTGGGATTCTGAGCAAAACATATGATGCAGCCTC 

ATATATTTGTGAAGCTGCATTTGATGAAGTGAAGATGGCTGCCCATACCATGGGAAATGCCACTGTAGGTCGTCG 

ATACCTCTGGCTGAAGGATTGCAAAATTAATTTAGCTTCTAAGAATAAGCTGGCTTCCACTCCCTTTAAAGGTGG 

AACATTATTTGGAGGAGAAGTATGCAAAGTAATTAAAAAGCGTGGAAATAAACACTAGTAAAATTAAGGACAAAA 

AGACATCTATCTTATCTTTCAGGTACTTTATGCCAACATTTTCTTTTCTGTTAAGGTTGTTTTAGTTTCCAGATA 

GGGCTAATTACAAAATGTTAAGCTTCTACCCATCAAATTACAGTATAAAAGTAATTGCCTGTGTAGAACTACTTG 

TCTTTTCTAAAGATTTGCGTAGATAGGAAGCCTGGTACAAACAATTTAACGCTTTCTAGATCACATATTAGTCTC 

TAAGTTGTTTTCTGTTTCCTGCTTTACTTATGTTTTTACAATTCTCCAAAACTAAGAAAATTCTAATTAGGATAT 

AAGGAGTATTTACTGTTCAATAGAATAATATGCATCCTCCTTTATACCTAGGACAGAATTAAACATTTGTTACAC 

ATTCAGAACAGTGATGTTGTTCTTTTTGATACTTTTATCTCAGTATCTTTTCACGTTCCATAACTTGTCCATATT 

TTTGCTCATATTTTCTTACTTTTCTTTGTTATTTATTCATGTCTGCAACATCAATCATAGTAGTCTAGATCAATG 

CAACTCAAAGCACCAGTCTACAAACTGTTACTTATCCACAGGCAAGATAAGCATGCACAAGAATTTAAATCTAGA 

GATACTTTTTAGGTCAATGACAGGATTTGATTTTTTAGCAAAATTTTATTAATAGCTAAAGCAATGTATTGATTT 

ACACTCTGATGCAAGTAATTTATCTCTTCATTGACTGGTAGCAACCAATTCATGGACCAGTACCATGGACCACAC 

TTTGAGAAACACTTCTTTGGATAATAATAGATATCCTGGGATAGTGCATGTTCACCATCTATTTTGTCAGATAAT 

GGGGCCTTTTAAAAAATAATACTXTGCTTTCATGATATATTGTATTTTGTGGAAAGTTAAGTTTAGCAATATAGA 

CTCTAAAAGCAAATTAAATTTTTXTAAGCCATAAGAAATTATACTATATCCCAGTATCTGTATGTCTGTATAAAG 

CAGTGTATTATCATGTTTTCATTTCTGTGATTGTAAGTTAAGAGTCTTAACTGCAGAGGTATTGTGGAAAGTAGT 

AGCCTTAAGCATAATAAAATATGGTCTCTTGGGTACTCCCTCTGGCCATTACCACATTCTTAGATTATATGTGTC 

CATCTTTGCAGCTTTCTGAGAGTAATTTTATTTGTTGTCTTCTGAAATGTACATGTATACATGTACCTACTGAGT 

GCTATGTGATTTTTAAAAATGTATTACTGTAGAATGCTTCTGCAAATTCAATAAAGTTGTTAAATTTGAACAGTG 

TTGTGTGGTCTCCAGAAACATGTTGTTCTGTGTGCTTTATTCTTGGAGTTGCAACAAGTTAAATATTTGTATATG 

AACACCCCTTTTCCATTTCATCATTGAAACTCACTTTGACATTTCAGTGGTATAATTGAAAATATTCTGATTATG 

GTATGGTTTTTCTTCTGTTTGAGGACCATGTTTTTATTGACrGTTGGAATCTAAATTTATAAGAGGAATTlUVTCT 

GTAACCAGATACCTTATTCGTTTAACCGATTTCTATTCCACTACTAATGGTTTTTTTTACTTTGTGCTTTCTAGT 

TCTTAGATTCTGAGTTAACAAAGCATAiyVATAGATTTTATATTGCTGGGGGTTGTACCAAACATAGATACATTGA 

CAGATCCATTGATAGAAGXGTTGGGAGATGGACTTGAAATCTTAGTCCTAAATAAAGACTGAACTGTTTAAACTA 

ACTTGATAAAAATCACTGTTCGTTTTTGGGAACCTGCAAGTATTAAATAGATTCTGTACTAACTAGTATTAACAC 

TGGAAAGTTAGCAAGACACATATAGATGTCTTGACCACTTTTTCACACAAGTTCAGAGTTCATGTAAAACTTTAG 

AATTGACTTCCTTTCTGTCTCTTCAGTAAGAAAGTAATCTAACTTAAATTTTTGGTAGTAGAAGTTTTAGAAATA 

ACAACTGACTAATTTTGCTATACCATGATAAATGTCTACAAAAAGGGATTTTTTTTTTTTTGAAATGAAGTTTCG 
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CXCTTGTCCCCAAAGCTGGAGTGCAATGGTGTGATCTCAGCTCGCTGCAACCTCCGCCTCCCAGGTTCAAGCAAT 

TCTCCTGCCTTAGCCTCCTGAGTAGCTGGGATTACAGGTGTCTGCCACCAACCCTGGCTAATGTTTGTATTTTTA 

GTAGAGACGGGGTTTCACCATGTTGGCCAGGATGGTCTTAAGCTGACCTCAGGTGATCCGCCCACCTCGGCCTTC 

CAAAGTGCTGGGATTACAAGCGTGAGCCACCATGCCCTGCCAGGGATGTTAACTAAAATCAGTCTTTTCAAAACC 

TAGATCTTCAAATGATGATGAATTTAAGACTAGGAGACTGGAATATTGAAGCCTATTAAAAAATACATATCCTTG 

CGTTGTTAGGTTAATAACTATCATGGTGACAAGTGTATAAGTATTGGCTTCTTTTCAAAGAAATGTTATTTTTAT 

TATAAGGACTGGGACGAGAAGTGACCTGTGATTGGTCGTATTTTTCTGTGAACAAGATTCCTTCTTTACCTGAGT 

TGTACCTAGGTTTTTTATAACTACATCAAAAAAGCTTTTATATTGTACTTATTAATGTTATGGCAGTTACTTATA 

GAAGCTTGGTACTATATGGATTTTTTTCATTTTTAAACTTTCCCTTCTATGTTCCAAATTTTAATTTAGTAAGTC 

AACCTTTGCTGTACAGTAGTAGTATACTGTATGGACAAAACAATGGTAACAATTGTGTTATTTTAAATGGCCTTT 

TTCCACATCTAAATTGTTCTTACTGAAAAGCTTTCGTGGGAGCATTTTGAACTCACTTCATGTTCAAAGCTATGA 

GTCCCAGATAAAGGAAAGGAGAATAGGTAGGAAGAAGTGGTTGTCAGATGAAAGGGTAAGGGAGATAAGCAAAAA 

TGGGATAAATAATGAAACAGTTTTCAAGACAAATTGCAGTTAAACAATTTTGGACTAGTGAGGTATTACCAGTAG 

ACTTGTTTTTCACCTTTTAATGTGCCTAAAACCAGGGTTCCCGATTAATATTAGGATAACATCATCATTTATTGA 

GTGTTTCAGAGAGTAATGGTTTCTCCAATGTTATTTCCAGACTCTAAAATAGAGCTCAAGCTTGAGAAGAGAGAA 

CCACTAAAGGGCAGAGCAAAGACTCCAGTAACACTCAAGCAAAGAAGAGTTGAGCACAATCAGGTATCTTTAGTT 

TTATTACCACCGTGTACAGGTATAAATAACCTCCTGACAACACTAATCCATGTTTTAGCCTTTAATGGTTGACAC 

CCAGATTCCAGCACGCTCAATAAACTTAATTCTGTTGTTAAATGATACTAAAAATCTAAACTTTGTGGGTTTTGT 

CAGTAGTGTAGCCTGTGATTACAGCAAAAGCAAATTTTTAATGTCTCATTTGTGTTTGAGTCTGTGCTAGATGTA 

GTTCAAAGCCAGTTATATGGTGTTTTGAAAGAAATATTTTAAAAGGTGGAAATATCTAGACACTTTTGATACAAT 

TTCTTTAAAAGGCAATGGAAGGGTTTTATATTXGTGTCTTTGTCTCTAGATTTCTGACTTTGATTTTATGTTTGC 

CTGTCTTGTCTTCTGCGATTCTTTCCTAAACTCAGAAGCTAGTCTGGTCCTAAGACTACAGTTTTCTTTCCTTAT 

TTCAGATGAAAATTTACCTTTTCTATTGTGGGAGAGGCGTTTCAGTTTTTCAAAAGGGAAATGTAGGAAACTAAG 

GAGAAAATAAGCATAGGTATAAATGAACAGAGAACAAATTATTGACTAACCTAGTATTGTTTACAGAGAACAAAT 

TATTGACTAACCTAGTATTGTTTACAGAGAACAAATTATTGACTAACCTAGTATTGTTTACAGAGAACAAATTAT 

TGACTAATGCAGCATTGATTTGGCTGATGCTTTATAAGACAGCTATTCCTAGAGTCATTTTCCTTACCCCTGCTA 

TGTCTAGCTGGATGATTTGTCTAGTTGGTTATCTTTTCCATCTCCTATTTGTCACTTTGTGTGTTTGTTTGTGAC 

GGAGTTTTGCTCTTGTCACCCGGGCTGGAGTGCAGTGGCGTGATCCCATCTCATTGCAACCTCCACCCTGCTGGG 

CTCAAGCGATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGATTACAGGCACATGCCACCACGCTCAGCTAATTTT 

TGTATTTTTAGTAGAGACGGGGTTTCACCGTGTTGGCCAGGCTGGTCTCAAACTCCTGACCTCAGGTGATCCACC 

TGCATTGGCCTCCGAAAGTGCTGGGATTACAGGTGTGAGCCACCGCGCCCAGCCTGTTTGTCGTTTTAAAATCAA 

ATCCTTAGAGGAATTATTCTTGATTCCTTAAGGCAAGTCAGTCTCTCTCTTCATTTGATGTAGTTGATAAGTTGA 

ATTTCAGAACGATTTGTTAGAAATGAGCTTTGTGACAAGAACATACAGAGCATTGAATGAATGAAGACTTTGTTA 

ACATAGAACCAAATACTGGAATACATGTTTTATXGCCCTTTTATGTAGTAGTCCTAACAAATAGCTTCAGGAGCA 

TGCTGAAGAATAAGGAAATAGGCCGGGCGCAGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGG 

GCGGATCACCTGAGGTCCGGAGTTCGAGACGAGCCTGACCAACATGGAGAAACCCTGTCTCTACTAAAAATACAA 

AATTAGCCAGGCATGGTGGTGCATGCCTGTAATCCTAGCTACTCCGGAGGCTGAGGCAGGAGAATCGCTTGAACC 

TTGGAGGCGGAGGTTGCTGTGAGCCGAGATCGCGCCATTGCACTCTAGCCTGGGCAACAAGAGCGAAACTCTGTC 

TCAAAAATAAATAAATAAATAAATAAATAATAAAGATGGTCTAAGGGATAATTGAGTTGGAGGAATCTAAACTGA 

GGAGCAGAATAAATAGTCAAAGGAGTGTAGGTTTAGATGACAGGCAGAATTAGACAGTGGCTTTATTGCAGAAAA 

TTTAAAACATGTAGAAGAGTGGAGGGAAGAGTTTAATGACCCTCCAGTCATAGATGTGCCACAGTTGTCAGTGTT 

TTACCAGTTTGGTTTCATCACCCCACACCCTCCAGCTTTTTAAATTACTTTTTTTTTTTTTTTTTTTTTGAGACA 

GAATCTCACTCTGTCGCCCAGGTTGGAGTGCAGTGGCACAATCTCGGCTCACTTGCAACCTCCGCCTCCTGGGTT 

CAAGCAGTTCTCCTGCTTCAGCCTCCTGAGTAGCTGGGATTACAGGTTCCCGCCACCATGCCCAGCTAGTTTTTG 

AATTC 
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GCCATTTCCTCCTCTTGTTTTCACTCCGGATTCTCCATGTTGGACCCAAACTGAGGAGCCCGGAGCTGCCGCTGG 
GGGATCGGGGCCGGGGGCACCCGGGGGAGCCGCTGCCCGGGCCGCCCGCCCTTTGTACAGGCCGCCTCCCTTCCC 
GGTCCGGGGAGGAAACGAGAGGGGGGATGTGAACAGCTGTGGAAGTCGGAGTCTCGGGAGCCGGAGCGGGCCCCC 
GCCCAGGCCCCCCAGCCCAGCCCAGCCCGCGCGCCCGCCCGTCCTCCCGTCCAGCCAGCCCGGGCCCGCGGGATT 
GTTAGATGGAACACGGCTCCATCATCACCCAGGCGCGGAGGGAAGACGCCCTGGTGCTCACCAAGCAAGGCCTGG 
TCTCCAAGTCCTCTCCTAAGAAGCCTCGTGGACGTAACATCTTCAAGGCCCTTTTCTGCTGTTTTCGCGCCCAGC 
ATGTTGGCCAGTCAAGTTCCTCCACTGAGCTCGCTGCGTATAAGGAGGAAGCAAACACCATTGCTAAGTCGGATC 
TGCTCCAGTGTCTCCAGTACCAGTTCTACCAGATCCCAGGGACCTGCCTGCTCCCAGAGGTGACAGAGGAAGATC 
AAGGAAGGATCTGTGTGGTCATTGACCTCGATGAAACCCTTGTGCATAGCTCCTTTAAGCCAATCAACAATGCTG 
ACTTCATAGTGCCTATAGAGATTGAGGGGACCACTCACCAGGTGTATGTGCTCAAGAGGCCTTATGTGGATGAGT 
TCCTGAGACGCATGGGGGAACTCTTTGAATGTGTTCTCTTCACTGCCAGCCTGGCCAAGTATGCCGACCCTGTGA 
CAGACCTGCTGGACCGGTGTGGGGTGTTCCGGGCCCGCCTATTCCGTGAGTCTTGCGTGTTCCACCAGGGCTGCT 
ACGTCAAGGACCTCAGCCGCCTGGGGAGGGACCTGAGAAAGACCCTCATCCTGGACAACTCGCCTGCTTCTTACA 
TATTCCACCCCGAGAATGCAGTGCCTGTGCAGTCCTGGTTTGATGACATGGCAGACACTGAGTTGCTGAACCTGA 
TCCCAATCTTTGAGGAGCTGAGCGGAGCAGAGGACGTCTACACCAGCCTTGGGGCAGCTGCGGGCCCCTTAGCCT 
GCCCTGCTTCCAAGCGACGGCCATCCCAGTAGGGGACTTTCCCACACTGTGCCTTTACGATCAGCGTGACAGAGT 
AGAAGCTGGAGTGCCTCACCACACGGCCCGGAAACAGCGGGAAGTAACTGGAAAGAGCTTTAGGACAGCTTAGAT 
GCCGAGTGGGCGAATGCCAGACCAATGATACCCAGAGCTACCTGCCGCCAACTTGTTGAGATGTGTGTTTGACTG 
TGAGAGAGTGTGTGTTTGTGTGTGTGTTTTGCCATGAACTGTGGCCCCAGTGTATAGTGTTTCAGTGGGGGAGAA 
GCTGAAAGACCAAGACTCTTCCCAAGTTAGCTTGTCTCCTCTCCTGTCACCCTAAGAGCCACTGAGTTGTGTAGG 
GATGAARACTATTGAAGACTCCATTGCCAAACCATGGCCTTTCCTCAGTGTTGTAAGGCCTATGCCAAGGATAAA 
GGAAGGGTATGCCTTTGGGTACTCCAGGCATACACCTTTCTGAAATCCTTCTCCAGCCAGCTGCTGCAGACAAAA 
GATCACATTTCTGGGAAGATGAGAACTTGTTTCCAGACCAGCATCCAGTGGCCATCAGGTCTTGTGGCCCAAAGG 
CTATGCTTGCCTCCGGCTGAGTGCCTGGGATAGGCCTTTTCTATGTCTCCCCAAGGCTGGGGTGCTGAGCCTGCC 
TTCCTCACCACCTAGCCATAGTCTCAAACCTGTGGGGAAGGAGGTTTTCTCCCTGCCCGGGAAGAGGACAGATAA 
CTGATTTCCGTTCTTTTGACTGTGTTTTAAAATTCTCTTTCTAAACACAGAGTGTTGGGCCTGGTTTGTTTCTGA 
CAAAGTTACAGTCCTGGGCCTGTAATGAATGTCGGCGGCGCTGGGGTTGCAGGGAAAAGACAAATCCTCAAAGCG 
TGGACGTGTGTCCCCATGGCTTGTGGATCAGCTAAGCTCGGGATCATTTCCATAAGTCTGCTTTTCAGGGATTCT 
CTGCTGGTGCTGGTGCAAGGACTTCTGTTCCAAAGGCTGGGAAAAACTAAGCTGTCCCAGCCCCTCCCATTTCTT 
GGGCAGGGCTCTTTTCCTGTTGTGTCTTCCCCCAGGGCCTGTCCTGTACCGAGCTCTGTCTGTTCCAGCCTACAT 
CCTTCCTGGGTGTTGCTTTTCCTCTTAAGGGCCTCAGAACTCTTGCTCTTCCTGGGGTGAGGGGGAATGAGTGTT 
CTTGACATGTGACAGCCTAATGCGCATGCTTTCTGCCTCTGGTAACAGGAGTGAGTGAGCCCCTCAGACCTGCAC 
TCTGGGTGTCTCCTGCTTACAAAGGTTCTTAATAGTGAATGCTTTAAAATTAAAGTCATCACGAAATGGAAGTTT 
TCCCAGGGTGGAAAATAAGAGGAAGTGCTGCTGTAATTGGGAGCACAAGGGGCCTCCCAAAAAGGAGCCCCACCT 
CAGCATCACTGCCTTAATCGTGGCCTCCCTGGGGTGGGTGGGGTTCTCTCCTCCCTCCCTCCCTCCTCCTGGGGT 
GGGAGGGCGCTCCTGTTCCCATCTCTGTGTTCCCTGGAGGCAGGTATCACAAAGCATTTGTGAATTGCTTTAGGT 
GCAGGGACACCACCCACTCAGGACTCTTCCCCATCATCCCTTCCATTGCCACACCCTAGATCCAGCCTCAGGAAC 
TAACAAGTTKTGAGAAAAGCAGGTGGTAGAGCAGCAGCTTCGTGCTCTCAGCGGTGGCTGGCTGGCATTTTTCTC 
TAGCGTTGTGGTGCCACCTTCCCTTCTTGTCCCAAGGTTATAAGGCCTTGTCTTTCTCTTTGGAATCATAAAGTG 
GAACAGAGTCCCCAGAACTCATGTGGHCATTTCCGACAGCATCACTCCCCGGTGCCTATGGGGTCCCGGTGTACC 
TAAAGGGAGAAGGACCCCATGTGCTAGCCAGAAATATACTGTCTCTTGAAGGAAAGCAGGAGCTCAGACTCTTAG 
AGCCAGCTGTGGCTTCGGACCCAAGGCCTGACCTAGGCTGCTATCCTAATATTGGAGGAGGGGCCTCTCTTCCAA 
GCCCCACCCTAAGGGTTAGCCCTTGGACAAATCTTGTGCCGTCTAGGCCCAGCCAGGCTTTTCTGACTAAATAAG 
CAATAAGAGGCTCTAAGCTGACTGAGTTGCAAGGACCCTTTCCGCCCTCCCTTGGATCTCCATGTTTCTCCAGAT 
GGCGGAAGAGCATGTGCCACCCCCTTTCCTAACAGACTTGTCCAAGTGCTTGGCGTGGGACCCATGACCAAAGCC 
CAGGATGGCTTGGTGGGAGTGTCCCTGCTGCATCTGCATGAAGCCCCTGCTTTTTAGGCCTCACTCCCATCAGAA 
CCCTGCCTGCCCACCTGCAACTCCCCCCCAACAATGCCATTCCCACTTGCCCCAGAGAAGCTACTCGGCCAAACC 
TAGCCAGGGTCTGTTCTTGTGGACCAGAGCCAGCCTAGTCATTATTTGCTGTCGGGTTTCCAGTTTCACCGTGTG 
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TTAGGGTGAGGGATGATTGTAAAATTTGCTCCTCAAAGGAATCAGGCCAGACTCAATTTTGGGAGGGCAAGACAG 
GGAGGAGGCCGCTTCATCCCAGACTCTCTTCTAGGGCTTCCCACCATCAGCCCCTCCCACTTGAGACTGGTCTTT 
GGGAGGCAATAGGCCACCATGCCTGGTCAGCACCAATTCAAGCCATGCCAGGAATCTGCCTACCTGCCAGGTTCA 
GTTCTTTTAAGGTGCCTCTTCAGGGACACAGTGTGTCXCTCTGATTGGGCTTCTAAATCAAAAGCCTGATGTTCG 
TGTCCCTCTCATAGGGGGAGCTTTGGACACAGGACCAGTTTGGAAAAGGGTCAGGTAAGGGTTTCCACTCTGCAC 
ATTGTAGAGGGAACACTCTGTAGGCCCATGGGTCCCTTACTAGAGAGGTTGAGTGAATTTGCCTTCAGTTAACAT 
GGGACCTTCTGTTTAGCTTCCTCTTGCTTCCCAAAGATTTTAAGCATTTTGTAAATGTATAAACTCACCTCTGGT 
AACAGTGGCCCAGACGCTGCTTTGTGCTAAAAGCATGGGAAATGTAAAGGCAGTCTTTCTCTGGGAAATGGATGC 
TATTCTATTCTGCTGCCCCTACCTGTTCCTGAGGCCTCATTTAGAAAGAAAATCCCCTCAGAAGGCTGTCTGGCA 
CCCAGTGTCCTAGCCAGGCCAAGTATATGAGAAAGGTAAGTCCATTTTCCCCTTCAGGTCCTCAGTGGATTACTT 
AACCACTGCTGTCCCTCGGTCCCTTTTTCCTAAACGGGTTTAGTTCTGTCTTTTTTCTCCTTTTTTCTAAATGCT 
GGTAAATATTTACATTCAGCCAGGGAAGAGGAGGCCAGAGGTCGGGCCAGCTGCCCCATTCTTTTAACGTTGTAG 
GGCCTGCCCATGGAGCGGACCCTCCTCTTTGGGCCTCGTGAGCTTTTTTGCTTATCATGTTCCATTTCGTGCCGC 
TTTCCCCCTTCAAGATGCCATTTGGAGGGTAGGGGATCTGCTTCCCACTGTGACTGGGCTATGGGATTCTGACTA 
CCTTGCTTACAGATTCATGGXTTGATAAATTTGTTGTATTCCAAAACTTGAAATGCAGGACGCCATTAAGTGTCT 
GTTTATATTTTTGGAATATTTGTATTACTTACAATTAATTAATAAAAGTGGGTTTAAAAAACCTTTCCAGGAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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MEHGSIITQARREDALVLTKQGLVSKSSPKKPRGRNIFKALFCCFRAQHVGQSSSSTELAAYKEEANTIAKSDLL 
QCLQYQFYQIPGTCLLPEVTEEDQGRICWIDLDETLVHSSFKPINNADFIVPIEIEGTTHQVYVLKRPYVDEFL 
RRMGELFECVLFTASLAKYADPVTDLLDRCGVFRARLFRESCVFHQGCYVKDLSRLGRDLRKTLILDNSPASYIF 
HPENAVPVQSWFDDMADTELLNLIPIFEELSGAEDVYTSLGAAAGPLACPASKRRPSQ 
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CGTCTGGTTCAGGGGCTAGAAAAGAGCGTCGATGCCGGCGGCAGTGATGAGTCCTAGGAGGCGCTGGCTCTTTGG 
CGGCTCGGAGGAGCGGCTGCTGCTGCTGCTGCTGCTGCXGGTGGCCCCTTTGCAGATGTATTGCTGTCCTTGAAT 
ATTAGCCCATTTGAAAACGCCTGGGAAGTTCAGCCATCAGT ATGT CCAAGTACAAACTTATTATGTTAAGACATG 
GAGAGGGTGCTTGGAATAAGGAGAACCGTTTTTGTAGCTGGGTGGATCAGAAACTCAACAGCGAAGGAATGGAGG 
AAGCTCGGAACTGTGGGAAGCAACTCAAAGCGTTAAACTTTGAGTTTGATCTTGTATTCACATCTGTCCTTAATC 
GGTCCATTCACACAGCCTGGCTGATCCTGGAAGAGCTAGGCCAGGAATGGGTGCCTGTGGAAAGCTCCTGGCGTC 
TAAATGAGCGTCACTATGGGGCCTTGATCGGTCTCAACAGGGAGCAGATGGCTTTGAATCATGGTGAAGAACAAG 
TGAGGCTCTGGAGAAGAAGCTACAATGTAACCCCGCCTCCCATTGAGGAGTCTCATCCTTACTACCAAGAAATCT 
ACAACGACCGGAGGTATAAAGTATGCGATGTGCCCTTGGATCAACTGCCACGGTCGGAAAGCTTAAAGGATGrTC 
TGGAGAGACTCCTTCCCTATTGGAATGAAAGGATTGCTCCCGAAGTATTACGTGGCAAAACCATTCTGATATCTG 
CTCATGGAAATAGCAGTAGGGCACTCCTAAAACACCTGGAAGGTATCTCAGATGAAGACATCATCAACATTACTC 
TTCCTACTGGAGTCCCCATTCTTCTGGAATTGGATGAAAACCTGCGTGCTGrrGGGCCTCATCAGTTCCTGGGTG 
ACCAAGAGGCGATCCAAGCAGCCATTAAGAAAGTAGAAGATCAAGGAAAAGTGAAACAAGCTAAAAA ATAGT CTT 
TCTCAACTGTTGGCTAAGAAGAAATGCAAAAGAAGTGGCATAGGAGTGTGTTATGGGTGCTGAACTCTCTCTCTT 
TTTCCCCGATTTTCCAGAGCTAGGCTGTGGAGTAGAGTTTGTATAGGTAACTAGGTAACTTATTGTGGCCCAGAT 
AAGGCTTTAGGATGCCTCAGTGCTTATGTCATAGCCTTATGAGTTAGCTTTCTTGCTAGCCCCCTAGTCGGTCAC 
CAAACTAGTAACTAGTGGGGCTTAATGAAGGTCATAAGXTTCTGAGATGGGAGAGCAACAAGTAGAGATGAAGTT 
AAAGGTATTTATCATTCAAGAAATCATTATTGAGTCACCATTGACAGGCACTATTCTAATCAGTAGTTCACTTTA 
ATArTTAATAAGATTTTCTGGGATAACAGTAAGGGATATTAGATAATATACCGTATGTATTTATTACTAGTCTTT 
TCCTCTAGGAAAAGGGATACTTTGATAATTAAGGCCAGAGGCCCATTAGTTG'AGAAAGTCACAGATATATTTCTC 
CAAGAAAGCCAACAACCACCACCACAATGACAGAAATGACAACAAGGCCCTTTAACTTGTCTTCTAGTTTAGAGA 
CATCCTTCATTTGACATTTAGTAGAATTCCTCTTTGGCCACAAGAATAAGCAGCAAATAAACAACTATGGCTGTT 
GAGGTTCTCATTTTGGTTTGTTTTAATTTTTTGAACTTTGGGTACCTGTAATTAGTTTAAA2\ATAAAGTTCCTGA 
T AATAAAGT G AC T G AAAAT GGC AAAAAAAAAAAAAAAAA 
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MSKYKLIMLRHGEGAWNKENRFCSWVDQKLNSEGMEEARNCGKQLPCALNFEFDLVFTSVLNRSIHTAWLILEELG 
QEWVPVESSWRLNERHYGALIGLNREQMALNHGEEQVRLWRRSYNVTPPPIEESHPYYQEIYNDRRYKVCDVPLD 
QLPRSESLKDVLERLLP YWNERI APEVLRGKT I LIS AHGNS SRALLKHLEGI SDEDI INI TLP TGVP I LLELDEN 
LRAVGPHQFLGDQEAIQAAIKKVEDQGKVKQAKK 
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GGCGCGGGCGGCCIGGAGCCCCGGGAGCGGCGCGCGCGGICCCGGCCCAGCCGGCXCICCXGGCCXCGCGCXGCA 

CATTCTCTCCTGGCGGCGGCGCCACCTGCAGTAGCGTTCGCCCGAACATGGCGACACGGAGCAGCAGGAGGGAGT 

CGCGACTCCCGTTCCTATTCACCCTGGTCGCACTGCTGCCGCCCGGAGCTCTCTGCGAAGTCTGGACGCAGAGGC 

TGCACGGCGGCAGCGCGCCCTTGCCCCAGGACCGGGGCTTCCTCGTGGTGCAGGGCGACCCGCGCGAGCTGCGGC 

TGTGGGCGCGCGGGGATGCCAGGGGGGCGAGCCGCGCGGACGAGAAGCCGCTCCGGAGGAAACGGAGCGCTGCCC 

TGCAGCCCGAGCCCATCAAGGTGTACGGACAGGTTAGTCTGAATGATTCCCACAATCAGATGGTGGTGCACTGGG 

CTGGAGAGAAAAGCAACGTGATCGTGGCCTTGGCCCGAGATAGCCTGGCATTGGCGAGGCCCAAGAGCAGTGATG 

TGTACGTGTCTTACGACTATGGAAAATCATTCAAGAAAATTTCAGACAAGTTAAACTTTGGCTTGGGAAATAGGA 

GTGAAGCTGTTATCGCCCAGTTCTACCACAGCCCTGCGGACAACAAGCGGTACATCTTTGCAGACGCTTATGCCC 

AGTACCTCXGGATCACGTTTGACTTCTGCAACACTCTTCAAGGCTTTTCCATCCCATTTCGGGCAGCTGATCTCC 

TCCTACACAGTAAGGCCTCCAACCTTCTCTTGGGCTTTGACAGGTCCCACCCCAACAAGCAGCTGTGGAAGTCAG 

ATGACTTTGGCCAGACCTGGATCATGATTCAGGAACATGTCAAGTCCTTTTCTTGGGGAATTGATCCCTATGACA 

AACCAAAXACCAICIACAIIGAACGACACGAACCCXCIGGCIACXCCACXGXCIXCCGAAGIACAGAXIXCIXCC 

AGTCCCGGGAAAACCAGGAAGTGATCCTTGAGGAAGTGAGAGATTTTCAGCTTCGGGACAAGTACATGTTTGCTA 

CAAAGGTGGTGCATCTCTTGGGCAGTGAACAGCAGTCTTCTGTCCAGCTCTGGGTCTCCTTTGGCCGGAAGCCCA 

TGAGAGCAGCCCAGTTTGTCACAAGACATCCTATTAATGAATArTACATCGCAGATGCCTCCGAGGACCAGGTGT 

TTGTGTGTGTCAGCCACAGTAACAACCGCACCAATTTATACATCTCAGAGGCAGAGGGGCTGAAGTTCTCCCTGT 

CCTTGGAGAACGTGCTCTAXTACAGCCCAGGAGGGGCCGGCAGTGACACCTTGGXGAGGTATTTTGCAAATGAAC 

CAXIXGCXGACIXCCACCGAGXGGAAGGAIXGCAAGGAGICIACAXIGCXACXCXGAXXAATGGXICXAXGAAIG 

AGGAGAACAIGAGAXCGGICAXCACCXIXGACAAAGGGGGAACCIGGGAGIIXCIICAGGCICCAGCCXXCACGG 

GAXAXGGAGAGAAAAXCAAIIGXGAGCIXICCCAGGGCIGIICCCIXCAICIGGCXCAGCGCCXCAGXCAGCXCC 

TCAACCTCCAGCTCCGGAGAATGCCCATCCTGTCCAAGGAGTCGGCTCCAGGCCTCATCATCGCCACTGGCTCAG 

TGGGAAAGAACTTGGCTAGCAAGACAAACGTGTACATCTCTAGCAGTGCTGGAGCCAGGTGGCGAGAGGCACTTC 

CTGGACCTCACTACTACACATGGGGAGACCACGGCGGAATCATCACGGCCATTGCCCAGGGCATGGAAACCAACG 

AGCTAAAATACAGTACCAATGAAGGGGAGACCTGGAAAACATTCATCTTCTCTGAGAAGCCAGTGTTTGTGTATG 

GCCTCCTCACAGAACCTGGGGAGAAGAGCACTGTCTTCACCATCTTTGGCTCGAACAAAGAGAATGTCCACAGCT 

GGCTGATCCTCCAGGTCAATGCCACGGATGCCTTGGGAGTTCCCXGCACAGAGAATGACTACAAGCTGTGGTCAC 

CATCTGATGAGCGGGGGAATGAGTGTXTGCTGGGACACAAGACTGTTTTCAAACGGCGGACCCCCCATGCCACAT 

GCTTCAATGGAGAGGACTTIGACAGGCCGGTGGTCGTGTCCAACTGCTCCTGCACCCGGGAGGACTATGAGTGTG 

ACTTCGGTTTCAAGATGAGTGAAGATTTGTCATTAGAGGTTTGTGTTCCAGATCCGGAATTTTCTGGAAAGTCAT 

ACTCCCCTCCTGTGCCTTGCCCTGTGGGTTCTACTTACAGGAGAACGAGAGGCTACCGGAAGATTTCTGGGGACA 

CTTGTAGCGGAGGAGATGTXGAAGCGCGACTGGAAGGAGAGCTGGTCCCCTGTCCCCTGGCAGAAGAGAACGAGT 

TCATTCTGTATGCTGTGAGGAAATCCATCTACCGCTATGACCTGGCCTCGGGAGCCACCGAGCAGTTGCCTCTCA 

CCGGGCTACGGGCAGCAGTGGCCCTGGACTTTGACTATGAGCACAACTGTTTGTATTGGTCCGACCTGGCCTrGG 

ACGTCATCCAGCGCCTCTGTTTGAATGGAAGCACAGGGCAAGAGGTGATCATCAATTCrGGCCTGGAGACAGTAG 

AAGCTTTGGCTTTTGAACCCCTCAGCCAGCTGCTTTACTGGGTAGATGCAGGCTTCAAAAAGATTGAGGTAGCTA 

ATCCAGAXGGCGACXICCGACXCACAAICGICAAIXCCICIGXGCIIGAXCGXCCCAGGGCICIGGICCXCGXGC 

CCCAAGAGGGGGTGATGTTCTGGACAGACTGGGGAGACCTGAAGCCTGGGATTTATCGGAGCAATATGGATGGTT 

CTGCIGCCXAICACCIGGIGXCXGAGGAXGIGAAGIGGCCCAAXGGCAICXCIGIGGACGACCAGIGGAXXIACI 

GGACGGATGCCTACCTGGAGTGCATAGAGCGGATCACGTTCAGTGGCCAGCAGCGCTCTGTCAXTCTGGACAACC 

TCCCGCACCCCTATGCCATTGCTGTCTTTAAGAATGAAATCTACTGGGATGACTGGTCACAGCTCAGCATATTCC 

GAGCTTCCAAATACAGTGGGTCCCAGATGGAGATTCTGGCAAACCAGCTCACGGGGCTCATGGACATGAAGATTT 

TCTACAAGGGGAAGAACACTGGAAGCAATGCCTGTGTGCCCAGGCCATGCAGCCTGCTGTGCCTGCCCAAGGCCA 

ACAACAGTAGAAGCXGCAGGTGTCCAGAGGATGTGTCCAGCAGTGTGCTXCCATCAGGGGACCTGATGTGTGACT 

GCCCTCAGGGCTATCAGCTCAAGAACAATACCTGTGTCAAAGAAGAGAACACCTGTCTTCGCAACCAGTATCGCT 

GCAGCAACGGGAACTGTATCAACAGCATTTGGTGGTGTGACTTTGACAACGACTGTGGAGACATGAGCGATGAGA 

GAAACTGCCCTACCACCATCTGTGACCTGGACACCCAGTTTCGTTGCCAGGAGTCXGGGACTTGTATCCCACXGT 

CCIAXAAAXGIGACCIXGAGGAXGACIGIGGAGACAACAGXGAXGAAAGXCAIXGIGAAAXGCACCAGXGCCGGA 
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GTGACGAGTACAACTGCAGTTCCGGCATGTGCATCCGCTCCTCCTGGGTATGTGACGGGGACAACGACTGCAGGG 

ACTGGTCTGATGAAGCCAACTGTACCGCCATCTATCACACCTGTGAGGCCTCCAACTTCCAGTGCCGAAACGGGC 

ACTGCATCCCCCAGCGGTGGGCGXGTGACGGGGATACGGACTGCCAGGATGGTTCCGATGAGGATCCAGTCAACT 

GTGAGAAGAAGTGCAATGGATTCCGCTGCCCAAACGGCACTTGCATCCCATCCAGCAAACATTGTGATGGTCTGC 

GTGATTGCTCTGATGGCTCCGATGAACAGCACTGCGAGCCCCTCTGTACGCACTTCATGGACTTTGTGTGTAAGA 

ACCGCCAGCAGTGCCTGTTCCACTCCATGGTCTGTGACGGAATCATCCAGTGCCGCGACGGGTCCGATGAGGATG 

CGGCGTTTGCAGGATGCTCCCAAGATCCTGAGTXCCACAAGGTATGTGATGAGTTCGGTTTCCAGTGTCAGAATG 

GAGTGTGCATCAGTTTGATTTGGAAGTGCGACGGGATGGATGATTGCGGCGATTATTCTGATGAAGCCAACTGCG 

AAAACCCCACAGAAGCCCCAAACTGCTCCCGCTACTTCCAGTTTCGGTGTGAGAATGGCCACTGCATCCCCAACA 

GATGGAAATGTGACAGGGAGAACGACTGTGGGGACTGGTCTGATGAGAAGGATTGTGGAGATTCACATATTCTTC 

CCTTCTCGACTCCTGGGCCCTCCACGTGTCTGCCCAATTACTACCGCTGCAGCAGTGGGACCTGCGTGATGGACA 

CCTGGGTGTGCGACGGGTACCGAGATXGTGCAGATGGCTCTGACGAGGAAGCCTGCCCCTTGCTTGCAAACGTCA 

CTGCTGCCTCCACTCCCACCCAACTTGGGCGATGTGACCGATTTGAGTTCGAATGCCACCAACCGAAGACGTGTA 

TTCCCAACTGGAAGCGCTGTGACGGCCACCAAGATTGCCAGGATGGCCGGGACGAGGCCAATTGCCCCACACACA 

GCACCTTGACTTGCATGAGCAGGGAGTTCCAGTGCGAGGACGGGGAGGCCTGCATTGTGCTCTCGGAGCGCTGCG 

ACGGCTTCCTGGACTGCTCGGACGAGAGCGATGAAAAGGCCTGCAGTGATGAGTTGACTGTGTACAAAGTACAGA 

ATCTTCAGTGGACAGCTGACTTCTCTGGGGATGTGACTTTGACCTGGATGAGGCCCAAAAAAATGCCCTCTGCTT 

CTTGTGTATATAATGTCTACTACAGGGTGGTTGGAGAGAGCATATGGAAGACTCTGGAGACCCACAGCAATAAGA 

CAAACACTGTATrAAAAGTCTTGAAACCAGATACCACGTATCAGGTTAAAGTACAGGTTCAGTGTCTCAGCAAGG 

CACACAACACCAAXGACXXTGXGACCCXGAGGACCCCAGAGGGAXXGCCAGAXGCCCCXCGAAATCXCCAGCXGX 

CACXCCCCAGGGAAGCAGAAGGXGXGAXXGXAGGCCACXGGGCXCCXCCCAXCCACACCCAXGGCCXCAXCCGXG 

AGTACATXGXAGAAXACAGCAGGAGXGGXTCCAAGAXGXGGGCCXCCCAGAGGGCXGCXAGXAACXXXACAG7UVA 

XCAAGAACTXATXGGXCAACACXCXAXACACCGXCAGAGXGGCXGCGGXGACXAGXCGXGGAAXAGGAAACXGGA 

GCGAXTCXAAATCCAXXACCACCAXAAAAGGAAAAGXGAXCCCACCACCAGAXAXCCACAXXGACAGCXAXGGTG 

AAAAXXAXCXAAGCXXCACCCXGACCAXGGAGAGXGAXAXCAAGGXGAAXGGCXAXGXGGXGAACCXXXXCXGGG 

CATXXGACACCCACAAGCAAGAGAGGAGAACXXXGAACXXCCGAGGAAGCAXAXXGTCACACAAAGXXGGCAATC 

XGACAGCXCAXACAXCCXAXGAGAXXXCXGCCXGGGCCAAGACXGACXXGGGGGAXAGCCCXCXGGCAXXXGAGC 

AXGXXAXGACCAGAGGGGXXCGCCCACCXGCACCXAGCCXCAAGGCCAAAGCCAXCAACCAGACXGCAGXGGAAX 

GXACCXGGACCGGCCCCCGGAAXGXGGXXXAXGGXAXXXXCXAXGCCACGXCCXXXCXXGACCTCTAXCGCAACC 

CGAAGAGCXXGACXACXXCACXCCACAACAAGACGGXCAXXGXCAGXAAGGAXGAGCAGXAXXXGXXXCTGGXCC 

GXGXAGXGGXACCCXACCAGGGGCCAXCCXCXGACXACGXXGXAGXGAAGAXGAXCCCGGACAGCAGGCXXCCAC 

CCCGTCACCXGCAXGXGGXXCAXACGGGCAAAACCXCCGXGGXCAXCAAGTGGGAATCACCGXAXGACXCXCCXG 

ACCAGGACXXGXXGXAXGCAAXXGCAGXCAAAGAXCTCAXAAGAAAGACXGACAGGAGCXACAAAGXAAAAXCCC 

GXAACAGCACXGXGGAAXACACCCXXAACAAGXXGGAGCCXGGCGGGAAAXACCACAXCAXXGXCCAACXGGGGA 

ACAXGAGCAAAGAXXCCAGCAXAAAAAXXACCACAGXXXCAXXAXCAGCACCXGAXGCCXXAAAAAXCAXAACAG 

AAAAXGAXCAXGXXCXXCXGXXXXGGAAAAGCCXGGCXXXAAAGGAAAAGCAXXXXAAXGAAAGCAGGGGCXAXG 

AGAXACACAXGXXXGAXAGXGCCAXGAATAXCACAGCXXACCXXGGGAAXACXACXGACAAXXXCXXXAAAAXXX 

CCAACCXGAAGAXGGGXCAXAAXXACACGXXCACCGXCCAAGCAAGAXGCCXXXXXGGCAACCAGAXCXGXGGGG 

AGCCTGCCAXCCXGCXGXACGAXGAGCXGGGGXCXGGXGCAGAXGCAXCXGCAACGCAGGCXGCCAGATCXACGG 

AXGXXGCXGCXGXGGTGGXGCCCAXCXXAXXCCXGAXACXGCXGAGCCXGGGGGXGGGGXXXGCCAXCCXGTACA 

CGAAGCACCGGAGGCXGCAGAGCAGCXXCACCGCCXXCGCCAACAGCCACXACAGCXCCAGGCXGGGGXCCGCAA 

XCXXCXCCXCXGGGGAXGACCXGGGGGAAGAXGAXGAAGAXGCCCCXATGAXAACXGGAXXXXCAGAXGACGXCC 

CCAXGGXGAXAGCCXGAAAGAGCXXXCCXCACXAGAAACCAAAXGGXGXAAAXAXXXXAXXXGAXAAAGAXAGXX 

GAXGGTTXAXTXXAAAAGAXGCACXXXGAGXXGCAAXAXGXXAXXXXXAXAXGGGCCAAAAACAAAAAACAAAAA 
AAAAAA 
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^4ATRSSRRESRLPFLFTLVAI,LPPGALCEVWTQRLHGGSAPLPQDRGFLVVQGDPRELRLWARGDARGASRADEK 

PLRRKRSAALQPEPIKVYGQVSLNDSHNQMVVHWAGEKSNVIVALARDSLALARPKSSDVYVSYDYGKSFKKISD 

KLNFGLGNRSEAVIAQFYHSPADNKRYIFADAYAQYLWITFDFCNTLQGFSIPFRAADLLLHSKASNLLLGFDRS 

HPNKQLWKSDDFGQTWIMIQEHVKSFSWGIDPYDKPNTIYIERHEPSGYSTVFRSTDFFQSRENQEVILEEVRDF 

QLRDKYMFATKWHLLGSEQQSSVQLWVSFGRKPMRAAQFVTRHPINEYYIADASEDQVFVCVSHSNNRTNLYIS 

EAEGLKFSLSLENVLYYSPGGAGSDTLVRYFANEPFADFHRVEGLQGVYIATLINGSMNEENMRSVITFDKGGTW 

EFLQAPAFTGYGEKINCELSQGCSLHLAQRLSQLLNLQLRRMPILSKESAPGLIIATGSVGKNLASKTNVYISSS 

AGARWREALPGPHYYTWGDHGGIITAIAQGMETNELKYSTNEGETWKTFIFSEKPVFVYGLLTEPGEKSTVFTIF 

GSNKENVHSWLILQVNATDALGVPCTENDYKLWSPSDERGNECLLGHKTVFKRRTPHATCFNGEDFDRPVWSNC 

SCTREDYECDFGFKMSEDLSLEVCVPDPEFSGKSYSPPVPCPVGSTYRRTRGYRKISGDTCSGGDVEARLEGELV 

PCPLAEENEFILYAVRKSIYRYDLASGATEQLPLTGLRAAVALDFDYEHNCLYWSDLALDVIQRLCLNGSTGQEV 

IINSGLETVEALAFEPLSQLLYWVDAGFKKIEVANPDGDFRLTIVNSSVLDRPRALVIiVPQEGVMFWTDWGDLKP 

GIYRSNMDGSAAYHLVSEDVKWPNGISVDDQWIYWTDAYLECIERITFSGQQRSVILDNLPHPYAIAVFKNEIYW 

DDWSQLSIFRASKYSGSQMEILANQLTGLMDMKIFYKGKNTGSNACVPRPCSLLCLPKANNSRSCRCPEDVSSSV 

LPSGDLMCDCPQGYQLKNNTCVKEENTCLRNQYRCSNGNCINSIWWCDFDNDCGDMSDERNCPTTICDLDTQFRC 

QESGTCIPLSYKCDLEDDCGDNSDESHCEMHQCRSDEYNCSSGMCIRSSWVCDGDNDCRDWSDEANCTAIYHTCE 

ASNFQCRNGHCIPQRWACDGDTDCQDGSDEDPVNCEKKCNGFRCPNGTCIPSSKHCDGLRDCSDGSDEQHCEPLC 

THFMDFVCKNRQQCLFHSMVCDGIIQCRDGSDEDAAFAGCSQDPEFHKVCDEFGFQCQNGVCISLIWKCDGMDDC 

GDYSDEANCENPTEAPNCSRYFQFRCENGHCIPNRWKCDRENDCGDWSDEKDCGDSHILPFSTPGPSTCLPNYYR 

CSSGTCVMDXWVCDGYRDCADGSDEEACPLLANVTAASTPTQLGRCDRFEFECHQPKTCIPNWKRCDGHQDCQDG 

RDEANCPTHSTLTCMSREFQCEDGEACIVLSERCDGFLDCSDESDEKACSDELTVYKVQNLQWTADFSGDVTLTW 

MRPKKMPSASCVYNVYYRWGESIWKTLETHSNKTNTVLKVLKPDTTYQVKVQVQCLSKAHNTNDFVTLRTPEGL 

PDAPRNLQLSLPREAEGVIVGHWAPPIHTHGLIREYIVEYSRSGSKMWASQRAASNFTEIKNLLVNTLYTVRVAA 

VTSRGIGNWSDSKSITTIKGKVIPPPDIHIDSYGENYLSFTLTMESDIKVNGYWNLFWAFDTHKQERRTLNFRG 

SILSHKVGNLTAHTSYEISAWAKTDLGDSPIiAFEHVMTRGVRPPAPSLKAKAINQTAVECXWTGPRNVVYGIFYA 

TSFLDLYRNPKSLTTSLHNKTVIVSKDEQYLFLVRVVVPYQGPSSDYVVVKMIPDSRLPPRHLHVVHTGKTSVVI 

KWESPYDSPDQDLLYAIAVKDLIRKTDRSYKVKSRNSTVEYTLNKLEPGG 
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CACGTTGGGTGACATAATGGGGTTTTTTTAATTATAGATTCACACTGCATTTATTCATCACCCCTGTCCTCTCAT 

CCATAACTCAAATTTACTACCAGCAACACAAAATACAAAGATGTGTCCAGTTTCACTACAGCTCTTCGCGTTTAC 

AAGTGXCGAGCGCTTGCTTTCGGAACGCCCTTGTGATTGGCCGAGCCAATGCCAGTGACATCAACCAACTTACTT 

TTGAXTGGAAGGCTGGTTGCTGGGACTGTAGCGTTTGCAGGAAGTCACTTAACTGTTTGGGAGCTGGAAAACCGA 

AGCXGAAGTTCTCTTTTGCCATAGGAACGAGCGCAACTGACTAGGAAAGATGTGTCCCAAAGCTCCGCAAGCTGG 

AACGXGAGCCAGGAGGCCCGGACCGGCCACGGGACCGCGAGGCACXCCGAAAGXGXGCGGCXGCCCCXXCCCIGC 

CXCCCAGCXGXXACCCIIXXAAAXGXCAGXGXXCGAGGCXGXAGGGGXAGCACGAGGCAGCGAAACGGAACAGXC 

GGAIIGGCCGCACGCCXCAGIXCIAGACGCACCXCICCACCGAAGCCGXXCIGACXGGCAGGGGGAGAAAGXAAA 

CAGAGXXGAAICACCCICCCCACXGGCCAAXXGGAGGGGGIIIGGXXIGIGACGXGAXGGGAIICIGCGAAAXXG 

XXACXGAGCAAGAGAAXGCCGGAACGXGCGGACCGGCCGGAGCAGGGGIXCAGAAGCCGICAGIGGACXCGGGAA 

AAAGIGXCXCIIAGACCXGGCGCXCGGCGGGGCCCICGCCACCCGCGXCGGGGXGAICGGGIGAAIGXCCXGGGG 

CXIXGGCICGACGGCGAGGCGGCCGAGGGCGXGCACCXCICXIGCAGXIXCCXCICCCAGCGCCICGGGGGCGXI 

XXCAGICGAAXAAACXIGCGACCGCCACGIGXGGCAXCXXICCAAGGGAGCCGGCXCAGAGGGGCCGGCGCGCCC 

GICGGGGGAXCGCGGCCGGCGCGGGGCAGGGGCGGCGGCXAGAGGCGGCGGCGCGGCGGAGCCCGGGGCCGXGGA 

IGCXGCGXGCGGAGGCGCXGCCGGXXACGXAAAGAIGAGGGGCXGAGGXCGCCICGGCGCICCXGCGAGXCGGAA 

GCGCCCCGCGCCCCCGCCCCCXIGGCCGCCGCGCCGXGCCGGGCGGGCGGGICGICGXCCGAGGCCAGGGAGGGC 

GAGCCGAACCXCCGCAGCCACCGCCAAGXXIGXCCGCGCCGCCIGGGCXGCCGXCGCCCGCACCATGICCGCGGC 

CGCCXACAIGGACXXCGXGGCIGCCCAGXGXCXGGXXICCAXXXCGAACCGCGCXGCGGXGCCGGlicAXGGGGI 

CGCTCCGGACGCCGAGCGGCTGCGACTACCTGAGCGCGAGGTGACCAAGGAGCACGGTGACCCGGGGGACACCTG 

GAAGGATTACTGCACACTGGTCACCATCGCCAAGAGCTTGTTGGACCTGAACAAGTACCGACCCATCCAGACCCC 

CTCCGTGTGCAGCGACAGXCTGGAAAGTCCAGATGAGGATATGGGATCCGACAGCGACGTGACCACCGAATCTGG 

GTCGAGTCCTTCCCACAGCCCGGAGGAGAGACAGGATCCTGGCAGCGCGCCCAGCCCGCTCTCCCTCCTCCATCC 

TGGAGTGGCTGCGAAGGGGAAACACGCCTCCGAAAAGAGGCACAAGXGCCCCTACAGTGGCTGTGGGAAAGTCTA 

XGGAAAAICCICCCAXCXCAAAGCCCAXIACAGAGXGCAXACAGGIGAACGGCCCIICCCCIGCACGXGGCCAGA 

CXGCCXXAAAAAGXXCXCCCGCXCAGACGAGCIGACCCGCCACXACCGGACCCACACXGGGGAAAAGCAGXICCG 

CXGXCCGCXGIGXGAGAAGCGCXXCAIGAGGAGXGACCACCXCACAAAGCACGCCCGGCGGCACACCGAGXICCA 

CCCCAGCAIGAICAAGCGAICGAAAAAGGCGCIGGCCAACGCIXIGTGAGGXGCIGCCCGXGGAAGCCAGGGAGG 

GAXGGACCCCGAAAGGACAAAAGXACXCCCAGGAAACAGACGCGXGAAAACXGAGCCCCAGAAGAGGCACACXXG 

ACGGCACAGGAAGICACIGCICXXXGGICAAXAIXCXGAXIIXCCXCXCCCXGCAIIGXXXXXAAAAAGCACAXI 

GXAGCCXAAGAXCAAAGICAACAACACXCGGXCCCCXXGAAGAGGCAACICXCXGAACCCGICICIGACXGXXGG 

AGGGAAGGCAAAXGCXIIIGGGIIIITXGGXTXIXGXXXIXGXXIXXIXIICXCCIXXXAXXXXXXIGCGGGGGA 

GGGTAGGGAGTGGGTGGGGGGGAGGGGGTAAGGCCAAGACTGGGTAGATTTTAAAGATTCAACACTGGTGTACAT 

ATGTCCGCTGGGTGAGTTGACCTGTGGCCTCGCACAGTGATTCTAGGCCCTTTATGCTTGCTGTCTCTCAGAATT 

GTTTTCTTACCTTXTAATGTAATGACGAGTGTGCTTCAGTTTGTTTAGCAAAACCACTCTCTTGAATCACGTTAA 

CTTTTGAGATIAAAAAAAAAAACGCCATAGCACAGCTGTCTTTATGCAAGCAAGAGCACATCTACTCCAGCATGA 

TCTGTCATCTAAAGACTTGAAAACAAAAAACAGTXACTTATAGTCAATGGGTAAGCAGAGTCTGAATTTATACTA 

ATCAAGACAAACCTTTGAAAGGTTACACTAAGTACAGAACTTTTAAACCTTGCTTTGTATGAGTTGTACXTTTTG 

AACAIAAGCXGCACIIIXAXIXXCXAAXGCAGAGGAXGAAIAAGXXAAAXACAXGCXIXGAGGAIAGAAGCAGAX 

GXTCTGXXTGGCACCACGXTATAArCTGCTTATTTTACAATATACACGTXTCCCTAAGAAATCATGCGCAGAGAT 

GXGAGGGCAGAAIAIACACAACAGAXGCXGAAGGAGAAGGAGGGXAGIGXIIIGCAAAAGAAAAAGAAAAGAACC 

AACAGAAXIirAACICIAIIAACXIXXCCAAAXXIXCCIATGCIIIXAGXIAACAXCAIXAXXGXAXCCXAAXGC 

CACIAGGGGAGAGAGCIIXXGACXCXGXXGGGIXXIAXIIGAAXGXGIGCAXAACAGXAAXGAGAXCIGGAAACA 

CCXAXXXIIXGGGGAAAAAGGXXXGIIGGICICCIICCXGIGXXCCXACAAAACICCCACXCXCAGGXGCAAGAG 

IIAXGIAGAAGGAAAGGGAGCIGAAAXAGGAACAGAAAAAXCAACCCCXAIAACIAGIGAACACCAAGGGAAAAX 

ACCACAAIGAIXICAGAGGAGACICIGCAAAAXCGXCCCXIGXGGAGAAXGCAGGCAACAXGGAAXACXACGAAI 

GAAAXCACAXCACIGIAICIIXXACAXCAAXAGCCICACCACIAAXAIAXCIXGIAICXAGGXGICIAXAAXGGC 

IGAAACCACIACAXCCAICXAXGCCAIXXACCXGAAAACXXAACXGIGGCCIIIAIGAGGCCAGAAAAGXGAACI 

GAGIXIXGIAGXIAAGACCICAAAIGAGGGGAGICAGCAGIGAICAXGGGGGAAAXGXXIACAIIXIIIIIXXCX 
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TCAGAAGTAACGCTTTCTGATGATTTTATCTGATATTTAAAACAGGGAGCTATGGTGCACTCTAGTTTATACTTG 
CGCTCTGAAATGTGTAAACATAGGGTGCCTACCTATTTCACCTGACCCATACTCGTTTCTGATTCAGAATCAGTG 
TGGGCTCCTGCAGTGGGCGCGGGTCACGGCTGACTCCAACTTCCAATACAACAGCCATCACTAGCACAGTGTTTT 
TTTGTTTAACCAACGTAGTGTTATTAGTAGTTCTATAAAGAGAACTGCTTTTAACATTAGGGACTGGGAGCAGTC 
CATGGGATAAAAAGGAAAGTGTTTTCTCACGAGAAAACATGTCAGGAAAAATAAAGAACACTTTCTACCTCTGTT 
TCAGATTTTTGAAACACTTATTTTAAACCAAATTTTAATTTCTGTGTCCAAAATAAGTTTTAAGGACATCTGTTC 
TTCCATACGAAATAGGTTAGGCTGCCTATTTCTCACTGAGCTCATGGAATGGTTCTGCTTATGATACTCTGCACG 
CTGCCTTTTAGTGAGTGAGGAGTTTGGGGTTGCCTAGCACTTGCTAACTTGTAAAAAGTCATCTTTCCCTCACAG 
AAAGAAACGAAAGAAAGCAAAGCAAAGTCAGTGAAAGACAATCTTTATAGTTTCAGGAGTAAATCTAAATGTGGC 
TTTTGTCAAGCACTTAGATGGATATAAATGCAGCAACTTGTTTTAAAAAAATGCACATTTACTTCCCAAAAAAGT 
TGTTACTTGCCTTTTCAAGTGTGACAAACTCACATTTGATATTCTCTTATATGTTATAGTAATGTAACGTATAAA 
CTCAAGCCTTTTTATTCTTTGTGATTAAATCCTGTTTTAAAATGTCACAAAACAGGAACCAGCATTCTAATTAGA 
TTTACTATATCAAGATATGGTTCAAATAGGACTACTAGAGTTCATTGAACACTAAAACTATGAAACAATTACTTT 
TTATATTAAAAAGACCATGGATTTAACTTATGAAAATCCAAATGCAGGATAGTAATTTTTGTTTACTTTTTTAAC 
CAAACTGAATTTTTGAAAGACTATTGCAGGTGTTTAAAAAGAAAGAAAAGTTGTTTTATCTAATACTGTAAGTAG 
TTGTCATATTCTGGAAAATTTAATAGTTTTAGAGTTAAGATATCTCCTCTCTTTGGTTAGGGAAGAAGAAAGCCC 
TTCACCATTGTGGAATGATGCCCTGGCTTTAAGGTTTAGCTCCACATCATGCTTCTCTT 
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MSAAAYMDFVAAQCLVS I SNRAAVPEHGVAPDAERLRLPEREVTKEHGDPGDTWKDYCTLVTIAKSLLDLNKYRP 
IQTPSVCSDSLESPDEDMGSDSDVTTESGSSPSHSPEERQDPGSAPSPLSLLHPGVAAKGKHASEKRHKCPYSGC 
GKVYGKSSHLKAHYRVHTGERPFPCTWPDCLKKFSRSDELTRHYRTHTGEKQFRCPLCEKRFMRSDHLTKHARRH 

TEFHPSMIKRSKKALANAL 
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CACGTTGGGTGACATAATGGGGTXTTTTTAATTATAGAXTCACACTGCATTTATTCATCACCCCTGTCCTCTCAT 

CCATAACTCAAATTXACTACCAGCAACACAAAATACAAAGATGTGTCCAGTTTCACTACAGCTCTTCGCGTTTAC 

AAGTGTCGAGCGCTTGCTTTCGGAACGCCCTTGTGATTGGCCGAGCCAATGCCAGTGACATCAACCAACTTACTT 

TTGATXGGAAGGCTGGTTGCTGGGACTGTAGCGTTTGCAGGAAGTCACTTAACTGTTTGGGAGCTGGAAAACCGA 

AGCIGAAGXXCXCIIXIGCCAXAGGAACGAGCGCAACXGACXAGGAAAGAXGIGXCCCAAAGCXCCGCAAGCIGG 

AACGXGAGCCAGGAGGCCCGGACCGGCCACGGGACCGCGAGGCACXCCGAAAGXGXGCGGCXGCCCCIICCCXGC 

CICCCAGCXGXXACCCXXXXAAAXGICAGXGXICGAGGCXGXAGGGGXAGCACGAGGCAGCGAAACGGAACAGXC 

GGAXXGGCCGCACGCCXCAGXXCIAGACGCACCXCXCCACCGAAGCCGIICXGACXGGCAGGGGGAGAAAGXAAA 

CAGAGIXGAAXCACCCICCCCACXGGCCAAXXGGAGGGGGXXIGGIIIGIGACGXGAIGGGAIICXGCGAAAIIG 

TTACTGAGCAAGAGAATGCCGGAACGTGCGGACCGGCCGGAGCAGGGGTTCAGAAGCCGTCAGTGGACTCGGGAA 

AAAGTGTCTCTTAGACCTGGCGCTCGGCGGGGCCCTCGCCACCCGCGTCGGGGTGATCGGGTGAATGTCCTGGGG 

CTTTGGCTCGACGGCGAGGCGGCCGAGGGCGTGCACCTCTCTTGCAGTTTCCTCTCCCAGCGCCTCGGGGGCGTT 

TTCAGTCGAAXAAACXTGCGACCGCCACGTGTGGCATCTTTCCAAGGGAGCCGGCTCAGAGGGGCCGGCGCGCCC 

GTCGGGGGATCGCGGCCGGCGCGGGGCAGGGGCGGCGGCTAGAGGCGGCGGCGCGGCGGAGCCCGGGGCCGrGGA 

TGCTGCGTGCGGAGGCGCTGCCGGTTACGTAAAGATGAGGGGCTGAGGTCGCCTCGGCGCTCCTGCGAGTCGGAA 

GCGCCCCGCGCCCCCGCCCCCXTGGCCGCCGCGCCGTGCCGGGCGGGCGGGTCGTCGTCCGAGGCCAGGGAGGGC 

GAGCCGAACCTCCGCAGCCACCGCCAAGTTTGTCCGCGCCGCCTGGGCTGCCGTCGCCCGCACCATGTCCGCGGC 

CGCCTACATGGACXTCGTGGCTGCCCAGTGXCXGGTTTCCATTTCGAACCGCGCTGCGGTGCCGGlicATGGGGT 

CGCXCCGGACGCCGAGCGGCIGCGACXACCXGAGCGCGAGGXGACCAAGGAGCACGGIGACCCGGGGGACACCXG 

GAAGGAXXACXGCACACXGGICACCAXCGCCAAGAGCXXGIXGGACCXGAACAAGXACCGACCCAXCCAGACCCC 

CTCCGTGTGCAGCGACAGTCTGGAAAGTCCAGATGAGGATATGGGATCCGACAGCGACGTGACCACCGAATCTGG 

GTCGAGTCCTTCCCACAGCCCGGAGGAGAGACAGGATCCTGGCAGCGCGCCCAGCCCGCTCTCCCTCCTCCATCC 

TGGAGTGGCTGCGAAGGGGAAACACGCCTCCGAAAAGAGGCACAAGTGCCCCTACAGTGGCTGTGGGAAAGTCTA 

TGGAAAATCCTCCCATCTCAAAGCCCATTACAGAGTGCATACAGGTGAACGGCCCTTCCCCTGCACGTGGCCAGA 

CTGCCTTAAAAAGTTCTCCCGCTCAGACGAGCTGACCCGCCACTACCGGACCCACACTGGGGAAAAGCAGTTCCG 

CTGTCCGCTGTGTGAGAAGCGCTTCATGAGGAGTGACCACCTCACAAAGCACGCCCGGCGGCACACCGAGTTCCA 

CCCCAGCATGATCAAGCGATCGAAAAAGGCGCTGGCCAACGCTTTGTGAGGTGCTGCCCGTGGAAGCCAGGGAGG 

GATGGACCCCGAAAGGACAAAAGTACTCCCAGGAAACAGACGCGTGAAAACTGAGCCCCAGAAGAGGCACACTTG 

ACGGCACAGGAAGTCACTGCTCTTTGGTCAATATTCTGATTTTCCTCTCCCTGCATTGXTTTTAAAAAGCACATT 

GTAGCCTAAGATCAAAGTCAACAACACTCGGTCCCCTTGAAGAGGCAACTCTCTGAACCCGTCXCTGACTGTTGG 

AGGGAAGGCAAATGCTTTTGGGTTTTTTGGTTTTTGTTTTTGTTTTTTTTTCTCCTXTTATTTTTTTGCGGGGGA 

GGGTAGGGAGTGGGTGGGGGGGAGGGGGTAAGGCCAAGACTGGGTAGATTTTAAAGATTCAACACTGGTGTACAT 

ATGTCCGCTGGGTGAGTTGACCTGTGGCCTCGCACAGTGATTCTAGGCCCXTTATGCTXGCTGTCrCTCAGAATT 

GTTTTCTTACCTTXTAATGTAATGACGAGTGTGCTTCAGTTTGTTTAGCAAAACCACrCTCTTGAATCACGTTAA 

CTTTTGAGATTAAAAAAAAAAACGCCArAGCACAGCTGTCTTTATGCAAGCAAGAGCACATCTACXCCAGCAXGA 

TCTGTCATCTAAAGACTTGAAAACAAAAAACAGXTACXTATAGTCAATGGGTAAGCAGAGTCTGAATTTATACTA 

ATCAAGACAAACCTTTGAAAGGTTACACTAAGTACAGAACTXTTAAACCTTGCTTTGXATGAGTTGTACTTTTTG 

AACAXAAGCXGCACXXXXAIXXXCXAAXGCAGAGGAXGAAXAAGXXAAAXACAIGCIIIGAGGAXAGAAGCAGAX 

GXXCXGTXXGGCACCACGXIAXAAXCXGCXXAXXXXACAAXAXACACGXXXCCCXAAGAAAXCAXGCGCAGAGAX 

GXGAGGGCAGAAXAIACACAACAGAXGCIGAAGGAGAAGGAGGGXAGIGXXIXGCAAAAGAAAAAGAAAAGAACC 

AACAGAATXXXAACXCXAIIAACXIXXCCAAAXXXXCCIAIGCXXIXAGIIAACAXCAXXAIIGXAICCXAAIGC 

^^^^^^^^^^^^^^^^^^^^^^^^^^^^^•^•^ATGTGTGCATAACAGTAATGAGATCTGGAAACA 

CCTATTTTTTGGGGAAAAAGGTTTGTTGGTCTCCTTCCTGTGTTCCTACAAAACTCCCACTCTCAGGTGCAAGAG 

TTAXGTAGAAGGAAAGGGAGCTGAAATAGGAACAGAAAAATCAACCCCTATAAC^^^^ 

ACCACAAXGATTTCAGAGGAGACTCTGCAAAATCGTCCCTTGTGGAGAATGCAGGCAACATGGAATACTACGAAT 

^^"f ATCCATCTATGCCATTT ACCTGAAAACTTAACTGTGGCCTTTATGAGGCCAGAAAAGTGAACT 
GAGTTTTGTAGTTAAGACCTCAAATGAGGGGAGXCAGCAGTGATCATGGGGGAAATGTTTACATTTTTTTTTTCT 
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FIGURE 32SB 

TCAGAAGTAACGCTTTCTGATGATTTTATCTGATATTTAAAACAGGGAGCTATGGTGCACTCTAGTTTATACTTG 
CGCTCTGAAATGTGTAAACATAGGGTGCCTACCTATTTCACCTGACCCATACTCGTTTCTGATTCAGAATCAGTG 
TGGGCTCCTGCAGTGGGCGCGGGTCACGGCTGACTCCAACTTCCAATACAACAGCCATCACTAGCACAGTGTTTT 
TTTGTTTAACCAACGTAGTGTTATTAGTAGTTCTATAAAGAGAACTGCTTTTAACATTAGGGACTGGGAGCAGTC 
CATGGGATAAAAAGGAAAGTGTTTTCTCACGAGAAAACATGTCAGGAAAAATAAAGAACACTTTCTACCTCTGTT 
TCAGATTTTTGAAACACTTATTTTAAACCAAATTTTAATTTCTGTGTCCAAAATAAGTTTTAAGGACATCTGTTC 
TTCCATACGAAATAGGTTAGGCTGCCTATTTCTCACTGAGCTCATGGAATGGTTCTGCTTATGATACTCTGCACG 
CTGCCTTTTAGTGAGTGAGGAGTTTGGGGTTGCCTAGCACTTGCTAACTTGTAAAAAGTCATCTTTCCCTCACAG 
AAAGAAACGAAAGAAAGCAAAGCAAAGTCAGTGAAAGACAATCTTTATAGTTTCAGGAGTAAATCTAAATGTGGC 
TTTTGTCAAGCACTTAGATGGATATAAATGCAGCAACTTGTTTTAAAAAAATGCACATTTACTTCCCAAAAAAGT 
TGTTACTTGCCTTTTCAAGTGTGACAAACTCACATTTGATATTCTCTTATATGTTATAGTAATGTAACGTATAAA 
CTCAAGCCTTTTTATTCTTTGTGATTAAATCCTGTTTTAAAATGTCACAAAACAGGAACCAGCATTCTAATTAGA 
TTTACTATATCAAGATATGGTTCAAATAGGACTACTAGAGTTCATTGAACACTAAAACTATGAAACAATTACTTT 
TTATATXAAAAAGACCATGGATTTAACTTATGAAAATCCAAATGCAGGATAGTAATTTTTGTrTACTrTTTTAAC 
CAAACTGAATTTTTGAAAGACTATTGCAGGTGTTTAAAAAGAAAGAAAAGTTGTTTTATCTAATACTGTAAGTAG 
TTGTCATATTCTGGAAAATTTAATAGTTTTAGAGTTAAGATATCTCCTCTCTTTGGTTAGGGAAGAAGAAAGCCC 
TTCACCATTGTGGAATGATGCCCTGGCrTrAAGGTTTAGCTCCACATCAXGCTTCTCTT 
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FIGURE 329 

MSAAAYMDFVAAQCLVSISNRAAVPEHGVAPDAERLRLPEREVTKEHGDPGDTWKDYCTLVTIAKSLLDLNKYRP 
IQTPSVCSDSLESPDEDMGSDSDVTTESGSSPSHSPEERQDPGSAPSPLSLLHPGVAAKGKHASEKRHKCPYSGC 
GKVYGKSSHLKAHYRVHTGERPFPCTWPDCLKKFSRSDELTRHYRTHTGEKQFRCPLCEKRFMRSDHLTKHARRH 
TEFHP SMI KRSKKAL ANAL 
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FIGURE 330 

CACCGCGCAAGCGCATCCTGGCCTTTCTTCAGTCCCCACGTGCGATCCTTCCCGGCAACTTTTTCGAGAAAAATG 
CCCAAATTCAAGGCGGCCCGTGGGGTGGGGGGTCAGGAAAAACATGCGCCCCTGGCCGATCAGATCCTGGCTGGG 
AATGCGGTGCGGGCGGGGGTCCGGGAGAAGCGGCGGGGTCGCGGGACAGGAGAAGCGGAGGAAGAGTATGTGGGG 
CCCCGGCTGAGCCGACGGATTTTGCAGCAAGCACGGCAGCAACAGGAGGAACTCGAGGCCGAGCATGGGACTGGG 
GACAAGCCCGCGGCGCCGCGGGAACGCACCACGCGGCTGGGTCCAAGAATGCCTCAGGATGGATCAGATGACGAG 
GACGAGGAGTGGCCCACCCTGGAGAAGGCTGCCACAATGACAGCAGCGGGCCATCATGCAGAGGTGGTTGTGGAC 
CCTGAGGATGAGCGTGCCATAGAGATGTTCATGAACAAGAACCCTCCTGCCAGGCGCACCCTGGCTGACATCATC 
ATGGAGAAGCTGACTGAGAAGCAGACAGAGGTTGAGACAGTCATGTCAGAGGTGTCGGGCTTCCCTATGCCCCAG 
CTGGACCCCCGGGTCCTAGAAGTGTACAGGGGGGTCCGGGAGGTATTATCTAAGTACCGCAGTGGAAAACTGCCC 
AAGGCATTTAAGATCATCCCTGCACTCTCCAACTGGGAGCAAATCCTCTACGTCACAGAGCCGGAGGCCTGGACT 
GCAGCTGCCATGTACCAGGCCACCAGGATTTTTGCCTCTAACCTGAAGGAACGCATGGCCCAGCGCTTCTACAAC 
CTTGTCCTGCTCCCTCGAGTACGAGATGACGTTGCTGAATACAAACGACTCAACTTCCATCTCTACATGGCTCTC 
AAGAAGGCCCTTTTCAAACCTGGAGCCTGGTTCAAAGGGATCCTGATTCCACTGTGCGAGTCTGGCACTTGTACC 
CTCCGGGAAGCCATCATTGTGGGTAGCATCATCACCAAGTGCTCCATCCCTGTGTTGCACTCCAGTGCGGCCATG 
CTGAAAATTGCTGAGATGGAATACAGCGGTGCCAACAGCATCTTCCTGCGACTGCTGCTGGATAAGAAGTATGCA 
CTGCCTTACCGGGTGCTGGATGCCCTAGTCTTCCACTTCCTGGGGTTCCGGACAGAGAAGCGTGAACTGCCTGTG 
CTGTGGCACCAGTGCCTCCTGACTTTGGTCCAGCGCTACAAGGCCGACTTGGCCACAGACCAGAAAGAGGCCCTC 
TTAGAACTGCTCCGGCTGCAGCCCCATCCACAGCTATCGCCCGAAATCAGGCGTGAGCTTCAGAGTGCAGTCCCC 
CGCGATGTGGAAGATGTTCCCATCACCGTGGAGTGAGGAAAACAGTCAGCTGTCCTGGCCAAAGGGGTTTGGAAG 
GACACCAAGACCCCCGTTGGTGACTGAAGATGACACTGAGCTTTAATGGCTGAAGACCCAGATCAGGGCAGTGAC 
AGATCACAGGGACATCTGTGGCTCCCAGTCCAGGACAGGAAGGACTGAGGGTCTGGCTGGTTCCCTCTTCCATTC 
TAGGCCCTTATCCCTGTTTAGTTCTGAGAGCCAACTTGAGATACCATATGCTAGCATTCCCAGTCCCCAGCTGGG 
GCTTGGTGTGAGTACTTTTTCTATGGCTATTGTGTCAGGTCACTGTGGATAAAGGCAAAGACAGATATTTATTGA 
AAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 331 

MNKNPPARRTLADI IMEKLTEKQTEVETVMS 
NWEQILYVTEPEAWTAAAMYQATRIFASNLKERMA 

FKGILIPLCESGTCTLREAIIVGSIITKCSIPVLHSSAAMLKIAEMEYSGANSIFLRLLLDKKYALPYRVLDALV 
FHFLGFRTEKRELPVLWHQCLLTLVQRYKADLATDQKEALLELLRLQPHPQLSPEIRRELQSAVPRDVEDVPITV 
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FIGURE 332A 

GTTGGCCCCCGTTACTTTTCCTCTGGGAAATATGGCGCACGCTGGGAGAACAGGGTACGATAACCGGGAGATAGT 

GATGAAGTACATCCATTATAAGCTGTCGCAGAGGGGCTACGAGTGGGATGCGGGAGATGTGGGCGCCGCGCCCCC 

GGGGGCCGCCCCCGCGCCGGGCATCTTCTCCTCGCAGCCCGGGCACACGCCCCATACAGCCGCATCCCGGGACCC 

GGTCGCCAGGACCTCGCCGCTGCAGACCCCGGCTGCCCCCGGCGCCGCCGCGGGGCCTGCGCTCAGCCCGGTGCC 

ACCTGTGGTCCACCTGACCCTCCGCCAGGCCGGCGACGACTTCTCCCGCCGCTACCGCCGCGACTTCGCCGAGAT 

GTCCAGGCAGCTGCACCTGACGCCCTTCACCGCGCGGGGACGCTTTGCCACGGTGGTGGAGGAGCTCTTCAGGGA 

CGGGGTGAACTGGGGGAGGATTGXGGCCTTCTTTGAGTTCGGXGGGGTCATGTGTGTGGAGAGCGTCAACCGGGA 

GATGTCGCCCCTGGTGGACAACATCGCCCTGTGGATGACTGAGTACCTGAACCGGCACCTGCACACCTGGATCCA 

GGATAACGGAGGCTGGGATGCCTTTGTGGAACTGTACGGCCCCAGCATGCGGCCTCTGTTTGATTTCTCCTGGCT 

GTCTCTGAAGACTCTGCTCAGTTTGGCCCTGGTGGGAGCTTGCATCACCCTGGGTGCCTATCTGGGCCACAAGTG 

AAGTCAACATGCCTGCCCCAAACAAATATGCAAAAGGTTCACTAAAGCAGTAGAAATAATATGCATTGTCAGTGA 

TGTTCCATGAAACAAAGCTGCAGGCTGTTTAAGAAAAAATAACACACATATAAACATCACACACACAGACAGACA 

CACACACACACAACAATTAACAGTCTTCAGGCAAAACGTCGAATCAGCTATTTACTGCCAAAGGGAAATATCATT 

TATTTTTTACATTATTAAGAAAAAAAGATTTATTTATTTAAGACAGTCCCArCAAAACTCCTGTCTTTGGAAATC 

CGACCACTAATTGCCAAGCACCGCTTCGTGTGGCTCCACCTGGATGTTCTGTGCCTGTAAACATAGATTCGCTTX 

CCATGTTGTTGGCCGGATCACCArCTGAAGAGCAGACGGATGGAAAAAGGACCXGATCATTGGGGAAGCTGGCTT 

XCXGGCXGCXGGAGGCXGGGGAGAAGGXGXICAXXCACXXGCAXIICXXXGCCCXGGGGGCXGIGAXAIXAACAG 

AGGGAGGGIXCCXGXGGGGGGAAGXCCAXGCCICCCXGGCCXGAAGAAGAGACICXXXGCAXAXGACICACAIGA 

XGCAXACCXGGXGGGAGGAAAAGAGXXGGGAACXXCAGAXGGACCXAGXACCCACXGAGAIXXCCACGCCGAAGG 

ACAGCGATGGGAAAAATGCCCTTAAATCATAGGAAAGTATTTTTTTAAGCTACCAATTGTGCCGAGAAAAGCATT 

TTAGCAATTTATACAATATCATCCAGTACCTTAAGCCCTGATTGTGTATATTCATATATTXTGGATACGCACCCC 

CCAACTCCCAATACTGGCTCTGTCTGAGTAAGAAACAGAATCCTCTGGAACTTGAGGAAGTGAACATTTCGGTGA 

CTTCCGCATCAGGAAGGCTAGAGXTACCCAGAGCATCAGGCCGCCACAAGTGCCTGCTTTTAGGAGACCGAAGTC 

CGCAGAACCTGCCTGTGTCCCAGCTTGGAGGCCTGGTCCTGGAACTGAGCCGGGGCCCTCACTGGCCTCCTCCAG 

GGATGATCAACAGGGCAGTGTGGTCTCCGAATGTCTGGAAGCTGATGGAGCTCAGAATTCCACTGTCAAGAAAGA 

GCAGTAGAGGGGTGTGGCTGGGCCTGTCACCCTGGGGCCCTCCAGGTAGGCCCGTTTTCACGTGGAGCATGGGAG 

CCACGACCCTTCTTAAGACATGTATCACXGTAGAGGGAAGGAACAGAGGCCCTGGGCCCTTCCTATCAGAAGGAC 

ATGGTGAAGGCTGGGAACGTGAGGAGAGGCAAXGGCCACGGCCCATTTTGGCTGTAGCACATGGCACGTTGGCTG 

TGTGGCCTTGGCCCACCTGTGAGTXTAAAGCAAGGCTTTAAATGACTTTGGAGAGGGTCACAAATCCTAAAAGAA 

GCATTGAAGTGAGGTGTCATGGATTAATTGACCCCTGTCTATGGAATTACATGTAAAACATTATCTTGTCACrGT 

AGTTTGGTTTTATTTGAAAACCTGACAAAAAAAAAGTTCCAGGTGTGGAATATGGGGGTTATCTGTACATCCTGG 

GGCATTAAAAAAAAAATCAATGGTGGGGAACTATAAAGAAGTAACAAAAGAAGTGACATCTTCAGCAAATAAACT 

AGGAAATTTTTTTTTCTTCCAGTTTAGAATCAGCCTTGAAACATXGATGGAATAACTCXGTGGCATTATTGCATT 

ATATACCATTTATCTGTATTAACTTTGGAATGTACTCTGTTCAATGTrTAAXGCTGTGGTTGATATTTCGAAAGC 

TGCTTTAAAAAAATACATGCATCTCAGCGTTTTTTXGTTTTTAAXTGTATTTAGTTATGGCCTATACACTATrTG 

AGCCCTGAGTCTCAGCTACCTAAGAAAAACCTGGATGTCACTGGCCACTGAGGAGCTTTGTTTCAACCAAGTCAT 
GTGCATTrCCACGTCAACAGAATTGXTTATTGTGACAGTTATATCTGTTGTCCCTTTGACCTTGTTTCTTGAAGG 
XXXCCXCGXCCCXGGGCAAXXCCGCAXXIAAXXCAXGGXAXXCAGGAXIACAXGCAXGXIXGGXXAAACCCAXGA 
GAXICAXXCAGXIAAAAAXCCAGAXGGCAAAIGACCAGCAGAXXCAAAXCXAXGGXGGXIIGACCXIXAGAGAGX 
IGCXXXACGXGGCCXGXIICAACACAGACCCACCCAGAGCCCICCXGCCCXCCXICCGCGGGGGCXXXCXCAXGG 
CIGXCCITCAGGGICXXCCIGAAAIGCAGXGGXGCXIACGCXCCACCAAGAAAGCAGGAAACCIGXGGXAXGAAG 
CCAGACCICCCCGGCGGGCCICAGGGAACAGAAXGAICAGACCIXXGAAIGAXXCXAAIIIXXAAGCAAAAXAIX 
AXIIIAXGAAAGGXITACAIXGXCAAAGXGAXGAAXAXGGAAIAXCCAAXCCXGIGCIGCXAICCIGCCAAAAIC 
ATTTTAATGGAGTCAGTXIGCAGTATGCTCCACGTGGTAAGATCCTCCAAGCTGCTTTAGAAGTAACAATGAAGA 
ACGTGGACGCTTTTAATATAAAGCCTGTTTTGTCTTCTGXTGTTGTTCAAACGGGATTCACAGAGTATTTGAAAA 
AIGXAXAIAXAIIAAGAGGICACGGGGGCIAAIIGCXGGCIGGCXGCCXIXIGCXGIGGGGIIIIGIIACCIGGX 
TTTAATAACAGTAAATGTGCCCAGCCTCTTGGCCCCAGAACTGTACAGTATTGTGGCTGCACTTGCTCTAAGAGT 
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FIGURE 332B 

AGTTGATGTTGCATTTTCCTTATTGTTAAAAACATGTTAGAAGCAAXGAATGTATATAAAAGCCTCAACTAGTCA 

TTTTTTTCTCCTCTTCTTTTTTTTCATTATATCTAATTATTTTGCAGTTGGGCAACAGAGAACCATCCCTATTTT 

GTATTGAAGAGGGATTCACATCTGCATCTTAACTGCTCTTTATGAATGAAAAAACAGTCCTCTGTATGTACTCCT 

CTTTACACTGGCCAGGGTCAGAGTTAAATAGAGTATATGCACTTTCCAAATTGGGGACAAGGGCTCTAAAAAAAG 

CCCCAAAAGGAGAAGAACATCTGAGAACCTCCTCGGCCCTCCCAGTCCCTCGCTGCACAAATACTCCGCAAGAGA 

GGCCAGAATGACAGCTGACAGGGTCTATGGCCATCGGGTCGTCTCCGAAGATTTGGCAGGGGCAGAAAACTCTGG 

CAGGCTTAAGATTTGGAATAAAGTCACAGAATCAAGGAAGCACCTCAATTTAGTTCAAACAAGACGCCAACATTC 

TCTCCACAGCTCACTTACCTCTCTGTGTTCAGATGTGGCCTTCCATTTATATGTGATCTTTGTTTTATTAGTAAA 

TGCTTATCATCTAAAGATGTAGCTCTGGCCCAGTGGGAAAAATTAGGAAGTGATTATAAATCGAGAGGAGTTATA 

ATAATCAAGATTAAATGTAAATAATCAGGGCAATCCCAACACATGTCTAGCTTTdACCTCCAGGATCTATTGAGT 

GAACAGAATTGCAAATAGTCTCTATTTGTAATTGAACTTATCCTAAAACAAATAGTTXATAAATGTGAACTTAAA 

CTCTAATTAATTCCAACTGTACTTTTAAGGCAGTGGCTGTTTTTAGACTTTCTTATCACTTATAGTTAGTAATGT 

ACACCTACTCTATCAGAGAAAAACAGGAAAGGCTCGAAATACAAGCCATTCTAAGGAAATTAGGGAGTCAGTTGA 

AATTCTATTCTGATCTTATTCTGTGGTGTCTTTTGCAGCCCAGACAAATGTGGTTACACACTXTTTAAGAAArAC 

AATTCTACATTGTCAAGCTTAXGAAGGTTCCAATCAGATCTTTATTGTTATTCAATTTGGATCTTTCAGGGATTT 

IIIXIIXAAAXXAXXAXGGGACAAAGGACAXIIGXIGGAGGGGXGGGAGGGAGGAACAAIXIIIAAAIAXAAAAC 

AXXCCCAAGIXIGGAXCAGGGAGIXGGAAGXIIXCAGAAXAACCAGAACXAAGGGXAXGAAGGACCIGIAIIGGG 

GXCGAIGIGAXGCCXCXGCGAAGAACCXXGXGIGACAAAIGAGAAACAIXIIGAAGIXXGIGGXACGACCXXXAG 

ATTCCAGAGACATCAGCATGGCTCAAAGTGCAGCTCCGTTTGGCAGTGCAATGGTATAAATTTCAAGCTGGATAT 

GTCTAATGGGTATTTAAACAATAAATGTGCAGTTTTAACTAACAGGATATTTAATGACAACCTTCTGGTTGGTAG 

GGACATCTGTTTCTAAATGTTTATTATGTACAATACAGAAAAAAATTTTATAAAATTAAGCAATGTGAAACTGAA 

TTGGAGAGTGATAATACAAGTCCTTTAGTCTTACCCAGTGAATCATTCTGTTCCATGTCTTTGGACAACCATGAC 

CTTGGACAATCATGAAATATGCATCTCACTGGATGCAAAGAAAATCAGATGGAGCATGAATGGTACTGTACCGGX 

TCATCTGGACTGCCCCAGAAAAATAACTTCAAGCAAACATCCTATCAACAACAAGGTTGTTCTGCATACCAAGCT 

GAGCACAGAAGATGGGAACACTGGTGGAGGATGGAAAGGCTCGCTCAATCAAGAAAATTCTGAGACTATTAATAA 

ATAAGACTGTAGTGTAGATACTGAGTAAATCCATGCACCTAAACCTTTTGGAAAATCTGCCGTGGGCCCTCCAGA 

TAGCTCATTTCATTAAGTTTTTCCCTCCAAGGTAGAATTTGCAAGAGTGACAGTGGATTGCATTTCTTTTGGGGA 

AGCTTTCTTTTGGTGGXTTTGTTTATTATACCTTCTTAAGTTTTCAACCAAGGTTTGCTTTTGTTTTGAGTTACT 

GGGGTTATTTTTGTTTTAAATAAAAATAAGTGTACAATAAGTGTTTTTGTATTGAAAGCTTTTGTTATCAAGATT 

TTCATACTTTTACCTTCCATGGCTCTTTTTAAGATTGATACTTTTAAGAGGTGGCTGATATTCTGCAACACTGTA 

CACATAAAAAATACGGTAAGGATACTTTACATGGTTAAGGTAAAGTAAGTCTCCAGTTGGCCACCATXAGCrATA 

ATGGCACTTTGTTTGTGTTGTTGGAAAAAGTCACATTGCCATTAAACTTTCCTTGTCTGTCTAGTXAATATrGTG 
AAGAAAAATAAAGTACAGTGTGAGATACTG 
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FIGURE 333 

MAHAGRTGYDNREIVMKYIHYKLSQRGYEWDAGDVGAAPPGAAPAPGIFSSQPGHTPHPAASRDPVARTSPLQTP 

AAPGAAAGPALSPVPPWHLALRQAGDDFSRRYRGDFAEMSSQ 

FEFGGVMCVESVNREMSPLVDNIALWMTEYLNRHLHTWIQDNGGWVGASGDVSLG 
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FIGURE 334 

GAGTGACTCCACCGCCCGGAGCAGCGGTGCAGGACGCGCGTCTCCGCCGCCCGCGGTGACTTCTGCCTGCGCTCC 
TTCTCTGAACGCTCACTTCCGAGGAGACGCCGACGATGAAGACACCGTGGAAGGTTCTTCTGGGACTGCTGGGTG 
CTGCTGCGCTTGTCACCATCATCACCGTGCCCGTGGTTCTGCTGAACAAAGGCACAGATGATGCTACAGCTGACA 
GTCGCAAAACXTACACTCXAACTGATTACTTAAAAAATACTTATAGACTGAAGTTATACTCCTTAAGATGGATTT 
CAGATCATGAATATCTCTACAAACAAGAAAATAATATCTTGGTATTCAATGCTGAATATGGAAACAGCTCAGTTT 
TCTTGGAGAACAGTACATTTGATGAGTTTGGACATTCTATCAATGATTATTCAATATCTCCTGATGGGCAGTTTA 
TTCTCTTAGAATACAACTACGTGAAGCAATGGAGGCATTCCTACACAGCTTCATAXGACATTTATGATTTAAATA 
AAAGGCAGCTGATTACAGAAGAGAGGATTCCAAACAACACACAGTGGGTCACATGGTCACCAGTGGGTCATAAAT 
TGGCATATGTTTGGAACAATGACATTTATGTTAAAATTGAACCAAATTTACCAAGTTACAGAATCACATGGACGG 
GGAAAGAAGAXATAATATATAATGGAATAACTGACTGGGTTTATGAAGAGGAAGTCTTCAGTGCCTACTCTGCTC 
XGXGGIGGXCXCCAAACGGCACXIIIXXAGCAXAXGCCCAAXXXAACGACACAGAAGICCCACIXAXXGAAIACX 
CCTTCTACTCTGATGAGTCACTGCAGTACCCAAAGACTGTACGGGTTCCATATCCAAAGGCAGGAGCTGTGAATC 
CAACTGTAAAGTTCTTTGTTGTAAATACAGACTCTCTCAGCTCAGTCACCAATGCAACTTCCATACAAATCACTG 
CTCCTGCTTCTATGTTGATAGGGGATCACTACXTGTGTGATGTGACATGGGCAACACAAGAAAGAATTrCTTTGC 
AGTGGCTCAGGAGGATTCAGAACXATTCGGTCATGGATATTTGTGACTATGATGAATCCAGTGGAAGATGGAACT 
GCXIAGXGGCACGGCAACACAXXGAAAXGAGXACXACXGGCXGGGXXGGAAGAXIXAGGCCIXCAGAACCXCAXI 
XIACCCIXGAXGGXAAXAGCXICXACAAGAICAXCAGCAAXGAAGAAGGIIACAGACACAIXIGCXAIXXCCAAA 
IAGAIAAAAAAGACIGCACAXIIAXXACAAAAGGCACCIGGGAAGXCAXCGGGAXAGAAGCICXAACCAGIGAII 
AICXAXACXACAXIAGXAAIGAAXAXAAAGGAAXGCCAGGAGGAAGGAAICXXXAIAAAAXCCAACXIAGXGACI 
AXACAAAAGIGACAXGCCXCAGXIGIGAGCXGAAICCGGAAAGGXGICAGXACIAIXCXGIGICAXXCAGIAAAG 

aggcgaagiaxiaxcagcxgagaxgxxccggiccxggxcigccccxcxaxacxciacacagcagcgxgaaIgaia 

AAGGGCIGAGAGXCCXGGAAGACAAXXCAGCXXXGGAIAAAAIGCXGCAGAAXGXCCAGAIGCCCXCCAAAAAAC 

IGGACIICAIXAIIXXGAAXGAAACAAAAXXXXGGXAXCAGAXGAXCIXGCCXCCXCAIIXIGAXAAAXCCAAGA 

AAXAICCXCXACXAIIAGAIGIGIAXGCAGGCCCAXGIAGXCAAAAAGCAGACACIGXCXXCAGACXGAAeXGGG 

CCACTTACCTTGCAAGCACAGAAAACATTATAGTAGCTAGCTTTGATGGCAGAGGAAGTGGTTACCAAGGAGATA 

AGATCATGCATGCAATCAACAGAAGACTGGGAACATTTGAAGTTGAAGATCAAATTGAAGCAGCCAGACAAXTTT 

CAAAAATGGGATTTGTGGACAACAAACGAATTGCAATXTGGGGCTGGTCATATGGAGGGTACGTAACCTdAATGG 

TCCTGGGATCGGGAAGTGGCGTGTTCAAGTGTGGAATAGCCGTGGCGCCTGTATCCCGGTGGGAGTACTATGACT 

CAGTGTACACAGAACGTTACATGGGTCTCCCAACTCCAGAAGACAACCTTGACCATTACAGAAATTCAACAGTCA 

TGAGCAGAGCTGAAAATTTTAAACAAGTTGAGTACCTCCTTATTCATGGAACAGCAGAXGATAACGTTCACTTTC 

AGCAGTCAGCTCAGATCTCCAAAGCCCTGGTCGATGTTGGAGTGGATTTCCAGGCAATGTGGTATACTGATGAAG 

ACCATGGAATAGCTAGCAGCACAGCACACCAACATATATATACCCACATGAGCCACTTCATAAAACAATGTTTCT 

CTTTACCTTAGCACCTCAAAATACCATGCCATTTAAAGCTTATTAAAACTCATTTTTGTTTTCATTATCTCAAAA 

CTGCACTGTCAAGATGATGATGATCTTTAAAATACACACTCAAATCAAGAAACTTAAGGTTACCTTTGTTCCCAA 

ATTTCATACCTATCATCTTAAGTAGGGACTXCTGTCTTCACAACAGATrATTACCTTACAGAAGTTTGAATTATC 

CGGTCGGGTTTXATTGTTTAAAATCATTTCTGCATCAGCTGCrGAAACAACAAArAGGAATTGTTTTrATGGAGG 

CTTTGCATAGATTCCCTGAGCAGGATrrTAATCTTTXTCTAACXGGACTGGTTCAAATGTTGTTCTCXTCTTTAA 

AGGGATGGCAAGAXGXGGGCAGXGAXGICACXAGGGCAGGGACAGGAIAAGAGGGAXXAGGGAGAGAAGAIAGCA 

GGGCATGGCIGGGAACCCAAGXCCAAGCAXACCAACACGAGCAGGCXACXGXCAGCXCCCCICGGAGAAGAGCXG 

XXCACAGCCAGACIGGCACAGXXXXCXGAGAAAGACXAXXCAAACAGICICAGGAAAXCAAAXAXGCAAAGCACI 

GACIICIAAGIAAAACCACAGCAGIIGAAAAGACICCAAAGAAAXGXAAGGGAAACXGCCAGCAACGCAGGCCCC 

CAGGIGCCAGXXAIGGCIAIAGGXGCXACAAAAACACAGCAAGGGIGAIGGGAAAGCAXXGIAAAIGIGCXXXIA 

AAAAAAAAXACIGAIGXICCXAGIGAAAGAGGCAGCXIGAAACXGAGAIGIGAACACAXCAGCXXGCCCXGIIAA 

AAGAIGAAAAIAIIXGXAICACAAAICXXAACXXGAAGGAGXCCIIGCAXCAAXXIXXCXXAIITCAIIXCIXXG 

AGTGTCTTAATTAAAAGAATATTTTAACTTCCTTGGACTCATTTTAAAAAATGGAACATAAAATACAATGTTATG 

TATTATTATTCCCATTCTACATACTATGGAATTTCTCCCAGTCATTTAATAAATGTGCCTTCATTTTTTC 
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FIGURE 335 

MKTP WKVLLGLLGAAALVTI I TVPV^ 

ILVFNAEYGNSSVFLENSTFDEFGHSINDYSISPDGQFILLEYNYVKQWRHSYTASYDIYDLNKRQLITEERIPN 

NTQWTWSPVGHKLAYVX^NNDIYVKIEPNLPSYRITWTGKEDIIYNGITDWVYEEEWSAYSALWWSPNGTFLAY 

AQFNDTEVPLIEYSFYSDESLQYPKTVRVPYPKAGAVNPTVKFFVVNTDSLSSVTNATSIQITAPASMLIGDHYL 

CDVTWATQERISLQWLRRIQNYSVMDICDYDESSGRWNCLVARQHIEMSTTGWVGRFRPSEPHFTLDGNSFYKII 

SNEEGYRHICYFQIDKKDCTFITKGTWEVIGIEALTSDYLYYISNEYKGMPGGRNLYKIQLSDYTKVTCLSCELN 

PERCQYYSVSFSKEAKYYQLRCSGPGLPLYTLHSSVNDKGLRVLEDNSALDKMLQNVQMPSKKLDFIILNETKFW 

YQMILPPHFDKSKKYPLLLDVYAGPCSQKADTVFRLNWATYLASTENIIVASFDGRGSGYQGDKIMHAINRRLGT 

FEVEDQIEAARQFSKMGFVDNKRIAIWGWSYGGYVTSMVLGSGSGVFKCGIAVAPVSRWEYYDSVYTERYMGLPT 

PEDNLDHYRNSTVMSRAENFKQVEYLLIHGTADD1WHFQQSAQISKALVDVGVDFQAMWYTDEDHGIASSTAHQH 
IYTHMSHFIKQCFSLP 
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FIGURE 336 

CGCGCGTCTCCGCCGCCCGCGTGACTTCTGCCTGCGCTCCTTCTCTGAACGCTCACTTCCGAGGAGACGCCGACG 

ATGAAGACACCGTGGAAGATTCTTCTGGGACTGCTGGGTGCTGCTGCGCTTGTCACCATCATCACCGTGCCCGTG 

GTXCTGCTGAACAAAGGCACAGATGATGCTACAGCTGACAGTCGCAAAACTTACACTCTAACTGATTACTTAAAA 

AATACTTATAGACTGAAGTTATACTCCTTAAGATGGATTTCAGATCATGAATATCTCTACAAACAAGAAAATAAT 

ATCTTGGTATTCAATGCTGAATATGGAAACAGCTCAGTTTTCTTGGAGAACAGTACATTTGATGAGTTTGGACAT 

TCTATCAATGATTATTCAATATCTCCTGATGGGCAGTTTATTCXCTTAGAATACAACTACGTGAAGCAATGGAGG 

CATTCCTACACAGCTTCATATGACATTTATGATXTAAATAAAAGGCAGCTGATTACAGAAGAGAGGATTCCAAAC 

AACACACAGIGGGICACAXGGXCACCAGIGGGICAIAAAIXGGCAIAIGXXXGGAACAAXGACAIIIAXGIIAAA 

AXXGAACCAAAIXXACCAAGXXACAGAAXCACAXGGACGGGGAAAGAAGAXAXAAXAXAXAAXGGAAXAACIGAC 

IGGGIIIAIGAAGAGGAAGICXXCAGXGCCXACXCIGCICXGIGGIGGICXCCAAACGGCACIXXXXXAGCAXAX 

GCCCAAXXIAACGACACAGAAGXCCCACXIAXXGAAXACXCCXICIACICIGAXGAGICACXGCAGIACCCAAAG 

ACXGIACGGGXICCAIAXCCAAAGGCAGGAGCIGXGAAXCCAACIGXAAAGXXCXXXGXXGXAAAIACAGACXCX 

CXCAGCICAGICACCAAXGCAACIICCAXACAAAXCACXGCXCCIGCIXCXAXGXXGAIAGGGGAXCACIACIXG 

TGTGATGTGACATGGGCAACACAAGAAAGAATTTCTTTGCAGTGGCrCAGGAGGATTCAGAACTATTCGGTCATG 

GATATTTGTGACTATGATGAATCCAGTGGAAGATGGAACTGCTTAGTGGCACGGCAACACATTGAAATGAGTACT 

ACTGGCTGGGTTGGAAGATTTAGGCCTTCAGAACCTCATTTTACCCTTGATGGTAATAGCTTCTACAAGATCATC 

AGCAATGAAGAAGGTTACAGACACATTTGCTATTTCCAAATAGATAAAAAAGACTGCACATXTATTACAAAAGGC 

ACCTGGGAAGTCATCGGGATAGAAGCTCTAACCAGTGATXATCTATACTACATTAGTAATGAATATAAAGGAATG 

CCAGGAGGAAGGAATCTTTATAAAATCCAACTTATTGACTATACAAAAGTGACATGCCTCAGTTGTGAGCTGAAT 

CCGGAAAGGTGTCAGTACTATTCTGTGTCATTCAGTAAAGAGGCGAAGTATTATCAGCTGAGATGTTCCGGTCCT 

GGTCTGCCCCTCTATACTCTACACAGCAGCGTGAATGATAAAGGGCTGAGAGTCCTGGAAGACAATTCAGCTTTG 

GATAAAATGCTGCAGAATGTCCAGATGCCCTCCAAAAAACTGGACTTCATTATTTTGAATGAAACAAAATTTTGG 

TATCAGATGATCTTGCCTCCTCATTTTGATAAATCCAAGAAATATCCTCTACTATTAGATGTGTATGCAGGCCCA 

TGTAGTCAAAAAGCAGACACTGTCTTCAGACTGAACTGGGCCACTTACCTTGCAAGCACAGAAAACATTATAGTA 

GCTAGCTTTGATGGCAGAGGAAGTGGTTACCAAGGAGATAAGATCATGCATGCAATCAACAGAAGACTGGGAACA 

TTTGAAGTTGAAGATCAAATTGAAGCAGCCAGACAATTTTCAAAAATGGGATTTGTGGACAACAAACGAATTGCA 

ATTTGGGGCTGGTCATATGGAGGGTACGTAACCTCAATGGTCCTGGGATCGGGAAGTGGCGTGTTCAAGTGTGGA 

ATAGCCGTGGCGCCTGTATCCCGGTGGGAGTACTATGACTCAGTGTACACAGAACGTTACATGGGTCTCCCAACT 

CCAGAAGACAACCTTGACCATTACAGAAATTCAACAGTCATGAGCAGAGCTGAAAATTXTAAACAAGTTGAGTAC 

CTCCTTATTCATGGAACAGCAGATGATAACGTXCACTTTCAGCAGTCAGCTCAGATCTCCAAAGCCCTGGTCGAT 

GTTGGAGTGGATTTCCAGGCAATGTGGTATACTGATGAAGACCATGGAATAGCTAGCAGCACAGCACACCAACAT 

ATATATACCCACATGAGCCACTTCATAAAACAATGTTTCTCTTTACCTTAGCACCTCAAAATACCATGCCATTTA 

AAGCTTATTAAAACTCATTTTTGTTTTCATTATCTCAAAACTGCACTGTCAAGATGATGATGATCTTTAAAATAC 

ACACTCAAATCAAGAAACTTAAGGTTACCTTTGTTCCCAAATTTCATACCXATCATCTTAAGTAGGGACTTCTGT 

CTTCACAACAGATTATTACCTXACAGAAGTTTGAATTATCCGGrCGGGTTTTATXGTTTAAAATCATTTCTGCAT 

CAGCXGCTGAAACAACAAATAGGAATTGrTTTTATGGAGGCTTTGCATAGATTCCCTGAGCAGGATTTTAATCTT 

TTTCXAACrGGACTGGTTCAAATGTTGrTCTCTTCXTTAAAGGGATGGCAAGATGTGGGCAGTGATGTCACTAGG 

GCAGGGACAGGAIAAGAGGGAIIAGGGAGAGAAGAXAGCAGGGCAIGGCIGGGAACCCAAGXCCAAGCAXACCAA 

CACGAGCAGGCXACTGICAGCICCCCICGGAGAAGAGCIGIXCACCACGAGACXGGCACAGXIXXCXGAGAAAGA 

CXAIICAAACAGXCXCAGGAAAICAAAIAXCGAAAGCACXGACIICXAAGXAAACCACAGCAGXXGAAAGACICC 

AAAGAAAXGIAAGGGAAACXGCCAGCAACGCAGCCCCCAGGXGCCAGXXAXGGCIAXAGGXGCXACAAAAACACA 

GCAAGGGIGAXGGGAAAGCAXIGXAAAXGXGCXIIIAAAAAAAAAXACXGAXGIXCCIAGXGAAAGAGGCAGCIX 

GAAACTGAGATGTGAACACATCAGCTTGCCCTGTTAAAAGATGAAAATATTTGTATCACAAATCTTAACTTGAAG 

GAGTCCTTGCATCAATTTTTCTTATTTCATTTCTTTGAGTGTCTTAATTAAAAGAATATTTTAACTTCCTTGGAC 

TCATTTTAAAAAATGGAACATAAAATACAATGTTATGTATTATTATTCCCATTCTACATACTATGGAATTTCTCC 
CAGTCATTTAATAAATGTGCCTTCATTTTTTC 
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FIGURE 337 

MKTPWKILLGLLGAAALVTIITVPVVLLNKGTDDATADSRKTYTLTDYLKNTYRLKLYSLRWISDHEYLYKQENN 
ILVFNAEYGNSSVFLENSTFDEFGHSINDYSISPDGQFILLEYNYVKQWRHSYTASYDIYDLNKRQLITEERIPN 
NTQWVTWSP VGHKLAY VWNND I YVK I EP NLP S YRI T WTGKED 1 1 YNG I TD WVYE EE VF SAY S AL WWS PNGTFLAY 
AQFNDTEVPLIEYSFYSDESLQYPKTVRVPYPKAGAVNPTVKFFWNTDSLSSVTNATSIQITAPASMLIGDHYL 
CDVTWATQERISLQWLRRIQNYSVMDICDYDESSGRWNCLVARQHIEMSTTGWVGRFRPSEPHFTLDGNSFYKII 
SNEEGYRHICYFQIDKKDCTFITKGTWEVIGIEALTSDYLYYISNEYKGMPGGRNLYKIQLIDYTKVTCLSCELN 
PERCQYYSVSFSKEAKYYQLRCSGPGLPLYTLHSSVNDKGLRVLEDNSALDKMLQNVQMPSKKLDFIILNETKFW 
YQMILPPHFDKSKKYPLLLDVYAGPCSQKADTVFRLNWATYLASTENIIVASFDGRGSGYQGDKIMHAINRRLGT 
FEVEDQIEAARQFSKMGFVDNKRIAIWGWSYGGYVTSMVLGSGSGVFKCGIAVAPVSRWEYYDSVYTERYMGLPT 
PEDNLDHYRNSTVMSRAENFKQVEYLLIHGTADDNVHFQQSAQISKALVDVGVDFQAMWYTDEDHGIASSTAHQH 
IYTHMSHFIKQCFSLP 
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FIGURE 338 

AAGTGCTGCGAGCCCTGGGCCACGCTGGCCGTGCTGGCAGTGGGCCGCCTCGATCCCTCTGCAGTCTTTCCCTTG 
AGGCTCCAAGACCAGCAGGTGAGGCCTCGCGGCGCTGAAACCGTGAGGCCCGGACCACAGGCTCCAGATGGACCC 
TGGGAAGGACAAAGAGGGGGTGCCCCAGCCCTCAGGGCCGCCAGCAAGGAAGAAAITTGTGATACCCCTCGACGA 
GGATGAGGTCCCTCCTGGAGTGGCCAAGCCCTTATTCCGATCTACACAGAGCCTTCCCACTGTGGACACCTCGGC 
CCAGGCGGCCCCTCAGACCTACGCCGAATATGCCATCTCACAGCCTCTGGAAGGGGCTGGGGCCACGTGCCCCAC 
AGGGTCAGAGCCCCTGGCAGGAGAGACGCCCAACCAGGCCCTGAAACCCGGGGCAAAATCCAACAGCATCATTGT 
GAGCCCTCGGCAGAGGGGCAATCCCGTACTGAAGTTCGTGCGCAACGTGCCCTGGGAATTTGGCGACGTAATTCC 
CGACTATGTGCTGGGCCAGAGCACCTGTGCCCTGTTCCTCAGCCTCCGCTACCACAACCTGCACCCAGACTACAT 
CCATGGGCGGCTGCAGAGCCTGGGGAAGAACTTCGCCTTGCGGGTCCTGCTTGTCCAGGTGGATGTGAAAGATCC 
CCAGCAGGCCCTCAAGGAGCTGGCTAAGATGTGTATCCTGGCCGACTGCACATTGATCCTCGCCTGGAGCCCCGA 
GGAAGCTGGGCGGTACCTGGAGACCTACAAGGCCTATGAGCAGAAACCAGCGGACCTCCTGATGGAGAAGCTAGA 
GCAGGACTTCGTCTCCCGGGTGACTGAATGXCTGACCACCGTGAAGTCAGTCAACAAAACGGACAGTCAGACCCT 
CCTGACCACATTTGGATCTCTGGAACAGCTCATCGCCGCATCAAGAGAAGATCTGGCCTTATGCCCAGGCCTGGG 
CCCTCAGAAAGCCCGGAGGCTGTTTGATGTCCTGCACGAGCCCTTCTTGAAAGTACCCTGATGACCCCAGCTGCC 
AAGGAAACCCCCAGTGTAATAATAAATCGTCCTCCCAGGCCAGGCTC 
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FIGURE 339 

MDPGKDKEGVPQPSGPPARKKFVIPLDEDEVPPGVAKPLFRSTQSLPTVDTSAQAAPQTYAEYAISQPLEGAGAT 
CPTGSEPLAGETPNQALKPGAKSNSIIVSPRQRGNPVLKFVRNVPWEFGDVIPDYVLGQSTCALFLSLRYHNLHP 
DYIHGRLQSLGKNFALRVLLVQVDVKDPQQALKELAKMCILADCTLILAWSPEEAGRYLETYKAYEQKPADLLME 
KLEQDFVSRVTECLTTVKSVNKTDSQTLLTTFGSLEQLIAASREDLALCPGLGPQKARRLFDVLHEPFLKVP 
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FIGURE 340A 

GCCAGCGATCAGAGCAGCGCTGGGTGTTCAGGGGCCAAGATGGCGGCGCGCCGGGGACGGAGAGACGGAGTCGCG 
CCGCCCCCGAGTGGGGGCCCCGGTCCGGACCCTGGCGGGGGAGCCCGCGGCAGTGGTTGGCGAAGTCGAAGCCAA 
GCGCCGTATGGGACTTTGGGCGCTGTGAGCGGCGGCGAGCAGGTGCTGCTGCATGAGGAGGCGGGTGATTCTGGC 
TTTGTCAGTCTCTCTCGGCAGGGCCCATCTCTGAGGGACAAGGACCTGGAAATGGAGGAGCTAATGCTGCAGGAT 
GAGACACTGCTGGGGACCATGCAGAGCTACATGGATGCCTCCCTTATCTCCCTCATTGAGGATTTTGGGAGCCTT 
GGAGAGAGCAGGTTATCTCTGGAGGACCACAATGAAGTGTCGCTGCTCACGGCTCTGACGGAGATCTTGGACAAT 
GCAGATTCTGAGAACCTTTCTCCATTTGACAGCATTCCTGATTCGGAGCTGCTTGTGTCACCCCGGGAGGGCTCC 
TCTCTGCACAAGCTGCTTACTCTCTCTCGGACACCCCCAGAACGTGACCTCATCACCCCAGTTGACCCACTGGGG 
CCCAGTACGGGCAGCAGTAGAGGGAGTGGGGTTGAAATGTCTCTTCCAGATCCCTCTTGGGACTTCTCCCCACCC 
TCTTTCTTAGAGACCTCTTCCCCCAAGCTTCCTAGCTGGAGACCCCCAAGATCAAGACCACGCTGGGGCCAATCC 
CCACCTCCCCAGCAGCGCAGTGATGGAGAAGAAGAGGAGGAGGTGGCCAGCTTCAGTGGCCAGATTCTTGCCGGG 
GAGCTTGACAACTGTGTGAGCAGTATCCCGGACTTCCCCATGCATTTGGCCTGCCCTGAGGAGGAAGATAAAGCA 
ACAGCAGCAGAGATGGCAGTGCCAGCAGCTGGTGATGAGAGCATCTCCTCCCTGAGTGAGCTGGTGCGGGCCATG 
CACCCATACTGCCTGCCCAACCTCACCCACCTGGCATCACTTGAGGATGAGCTTCAGGAGCAGCCAGATGATTTG 
ACACTGCCTGAGGGCTGCGTAGTGCTGGAGATTGTGGGGCAGGCAGCCACAGCTGGCGATGACCTGGAGATCCCA 
GTTGTGGTGCGACAGGTCTCTCCTGGACCCCGGCCTGTGCTCCTGGATGACTCGCTAGAGACTAGTTCTGCCTTG 
CAGCTGCTTATGCCTACACTGGAGTCAGAGACAGAGGCTGCTGTGCCCAAGGTAACCCTCTGCTCTGAGAAAGAG 
GGGTTGTCATTGAACTCAGAGGAGAAGCTGGACTCAGCCTGCTTATTGAAGCCCAGGGAGGTCGTGGAGCCGGTG 
GTGCCCAAGGAGCCTCAGAACCCACCTGCCAATGCAGCACCAGGTTCCCAGAGAGCTCGAAAGGGCAGGAAGAAG 
AAGAGCAAGGAGCAGCCAGCAGCCTGTGTGGAAGGCTATGCCAGGAGGCTGAGGTCATCTTCTCGCGGGCAGTCT 
ACTGTAGGTACAGAAGTGACCTCTCAGGTAGACAACTTGCAGAAACAGCCTCAGGAAGAACTTCAAAAAGAGTCT 
GGGCCTCTCCAGGGTAAGGGGAAGCCCCGGGCTTGGGCTCGGGCCTGGGCAGCTGCCTTGGAGAATTCTAGCCCT 
AAGAACTTGGAGAGAAGTGCTGGACAAAGTAGTCCTGCTAAAGAAGGCCCTCTAGACCTCTACCCAAAGCTGGCT 
GACACTATCCAAACCAATCCTATACCAACCCATCTCTCATTGGTCGACTCTGCCCAAGCCAGCCCCATGCCAGTT 
GACTCTGTTGAAGCTGATCCCACTGCAGTTGGCCCTGTTCTAGCTGGCCCTGTACCTGTTGACCCTGGGTTGGTT 
GACCTTGCTTCAACCAGCTCAGAACTGGTTGAGCCTCTCCCGGCTGAGCCAGTGCTGATCAACCCAGTCCTGGCT 
GACTCAGCAGCAGTTGACCCTGCAGTGGTTCCCATCTCAGATAACTTGCCACCAGTTGATGCTGTCCCGTCTGGC 
CCAGCACCAGTTGATCTAGCACTGGTTGACCCTGTTCCTAATGACCTGACTCCAGTTGACCCAGTGCTAGTTAAG 
TCCAGACCAACTGATCCCAGACGTGGTGCAGTGTCATCAGCCCTGGGGGGTTCAGCACCCCAGCTCCTCGTGGAG 
TCAGAGTCCTTGGACCCACCAAAGACCATCATCCCTGAAGTCAAAGAGGTTGTGGATTCTCTGAAAATTGAAAGT 
GGTACCAGTGCTACAACCCATGAAGCCAGACCTCGGCCTCTCAGCTTATCTGAGTACCGGCGACGAAGGCAGCAA 
CGCCAAGCAGAAACAGAAGAGAGAAGTCCACAGCCCCCAACTGGGAAGTGGCCTAGCCTTCCAGAGACTCCCACA 
GGGCTGGCAGACATCCCTTGTCTTGTCATCCCACCAGCCCCAGCCAAGAAGACAGCTCTGCAGAGAAGCCCTGAA 
ACACCCCTTGAGATTTGCCTTGTGCCTGTAGGTCCCAGCCCTGCTTCTCCTAGTCCTGAGCCACCTGTAAGCAAA 
CCTGTGGCCTCATCTCCCACTGAGCAGGTGCCATCCCAGGAGATGCCACTGTTGGCGAGACCTTCCCCTCCTGTG 
CAGTCTGTGTCCCCTGCTGTGCCCACACCTCCCTCGATGTCTGCTGCCCTGCCTTTCCCTGCAGGTGGGCTTGGC 
ATGCCCCCCAGTCTGCCCCCACCTCCCTTGCAGCCTCCTAGTCTTCCATTGTCTATGGGGCCAGTACTACCTGAT 
CCGTTTACTCACTATGCCCCCTTGCCATCCTGGCCTTGTTATCCTCATGTGTCCCCTTCTGGCTATCCTTGCCTG 
CCCCCCCCACCAACGGTGCCCCTAGTGTCTGGTACTCCTGGTGCCTAXGCCGTGCCTCCCACTTGCAGTGTGCCT 
TGGGCACCCCCTCCTGCCCCAGTCTCACCTTACAGTTCCACATGTACCTATGGGCCCTTGGGATGGGGCCCAGGG 
CCTCAACATGCTCCATTCTGGTCTACTGTTCCCCCACCTCCTTTGCCTCCAGCCTCCATTGGGAGAGCTGTTCCC 
CAACCTAAAATGGAGTCTAGGGGCACTCCAGCTGGCCCTCCTGAAAATGTACTTCCCTTGTCGATGGCTCCTCCC 
CTCAGTCTTGGGCTACCTGGCCATGGAGCTCCTCAGACAGAGCCTACCAAGGTGGAGGTCAAGCCAGTGCCTGCA 
TCTCCCCATCCGAAACACAAGGTGTCTGCCCTGGTGCAAAGTCCCCAGATGAAGGCTCTAGCATGTGTGTCTGCT 
GAAGGTGTGACTGTTGAGGAGCCTGCATCAGAGAGGCTAAAGCCTGAGACCCAAGAGACCAGGCCCAGGGAGAAG 
CCCCCCTTGCCTGCTACCAAGGCTGTTCCCACACCAAGGCAGAGCACTGTCCCCAAGCTGCCTGCTGTCCACCCA 
GCCCGTCTAAGGAAGCTGTCCTTCCTGCCTACCCCACGTACTCAGGGTTCTGAAGATGTGGTACAGGCTTTCATC 
AGTGAGATTGGAATTGAGGCATCGGACCTGTCCAGTCTGCTGGAGCAGTTTGAGAAATCAGAAGCCAAAAAGGAG 
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FIGURE 340B 

TGTCCTCCTCCGGCTCCTGCTGACAGCTTGGCTGTAGGAAACTCAGGCGGCGTTGACATTCCCCAGGAGAAGAGG 
CCCCTAGACCGGTTACAAGCCCCAGAACTGGCCAACGTGGCAGGGCTCACCCCTCCAGCTACCCCTCCCCACCAG 
TTATGGAAGCCCCTGGCTGCTGTCTCACTGCTGGCCAAAGCCAAATCTCCTAAGTCCACCGCCCAGGAGGGAACC 
CTGAAGCCTGAAGGAGTTACGGAGGCCAAACATCCAGCTGCAGTTCGCCTCCAAGAAGGGGTCCATGGCCCTAGT 
CGAGTCCATGTGGGCTCTGGGGACCATGACTATTGTGTCCGGAGCAGGACCCCCCCAAAAAAGATGCCTGCCCTA 
GTCATTCCAGAGGTGGGCTCCCGATGGAATGTCAAGCGCCATCAGGACATCACCATCAAACCTGTCTTGTCCTTG 
GGCCCAGCTGCCCCTCCGCCCCCATGCATAGCTGCCTCCCGGGAGCCGCTTGATCACAGGACTAGCAGTGAGCAG 
GCAGATCCCTCAGCACCCTGCCTTGCCCCATCCAGCTTGCTGTCCCCTGAGGCCTCACCCTGCCGGAATGACATG 
AACACTAGGACTCCCCCTGAACCCTCAGCCAAGCAGCGGTCAATGCGCTGTTACCGAAAAGCCTGCAGGTCAGCC 
AGCCCCTCAAGCCAGGGCTGGCAGGGCCGCCGAGGCCGCAACAGCCGTTCTGTCAGCTCTGGGTCCAACCGGACT 
AGCGAAGCATCTTCCTCATCCTCATCATCGTCTTCCXCATCCCGATCTCGGTCCAGGTCCCTCTCCCCCCCACAC 
AAGAGGTGGCGAAGGTCCAGCTGTAGTTCCTCTGGACGTTCTCGAAGATGCTCTTCCTCTTCTTCGTCATCATCT 
TCCTCTTCGTCTTCCTCATCCTCATCATCCAGTTCTCGAAGCCGCTCACGATCCCCATCCCCCCGCCGGAGAAGT 
GACAGGAGGCGGCGGTACAGCTCTTATCGTTCACATGACCATTACCAAAGGCAAAGAGTGCTACAAAAGGAGCGT 
GCAATAGAAGAAAGAAGGGTGGTCTTCATTGGAAAGATACCTGGCCGCATGACTCGATCAGAGCTGAAACAGAGG 
TTCTCCGTTTTTGGAGAGATTGAGGAGTGCACCATCCACTTCCGTGTCCAAGGGGACAACTACGGCTTCGTCACT 
TATCGCTATGCTGAGGAGGCATTTGCAGCCATTGAGAGTGGCCACAAGCTGCGGCAGGCAGATGAGCAGCCCTTT 
GATCTCTGCTTTGGGGGCCGAAGGCAGTTCTGCAAGAGGAGCTATTCTGATCTTGACTCCAACCGGGAAGACTTT 
GACCCAGCACCTGTAAAGAGCAAATTTGATTCTCTTGACTTTGACACATTGTTGAAACAGGCCCAGAAGAACCTC 
AGGAGG TAA CCTTGGGCCCTTCCCTGCTATCCTTTTTCTCCTTTGGAGGTGCCCAACCTCCTCCACCCCCTTCCC 
CTACTCTAGGGGAGAGAGCTGCTAGTGAGATGACTGTTTTATAAAGAAATGGAAAAAAGTGAAATAAAAAATATG 
TTGAATCAGATTTTTTAAAAGGGGTATTTGTTTTTTTATAACAGGTATTGAAACAAGTTAACTTGCATTCCTATG 
TAAGATAGGAGGGGCTGAGGGGATCCCCAGTGTTTGGAACATAAGTCACTATGCAGACTAATAAACATCAACTAG 
AGAGAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 341 

M7VARRGRRDGVAPPPSGGPGPDPGGGARGSGWRSRSQAPYGTLGAVSGGEQVLLHEEAGDSGFVSLSRQGPSLRD 
KDLEMEELMLQDETLLGTMQSYMDASLISLIEDFGSLGESRLSLEDHNEVSLLTALTEILDNADSENLSPFDSIP 
DSELLVSPREGSSLHKLLTLSRTPPERDLITPVDPLGPSTGSSRGSGVEMSLPDPSWDFSPPSFLETSSPKLPSW 
RPPRSRPRWGQSPPPQQRSDGEEEEEVASFSGQILAGELDNCVSSIPDFPMHLACPEEEDKATAAEMAVPAAGDE 
SISSLSELVRAMHPYCLPNLTHLASLEDELQEQPDDLTLPEGCWLEIVGQAATAGDDLEIPVWRQVSPGPRPV 
LLDDSLETSSALQLLMPTLESETEAAVPKVTLCSEKEGLSLNSEEKLDSACLLKPREWEPWPKEPQNPPANAA 
PGSQRARKGRKKKSKEQPAACVEGYARRLRSSSRGQSTVGTEVTSQVDNLQKQPQEELQKESGPLQGKGKPRAWA 
RAWAAALENSSPKNLERSAGQSSPAKEGPLDLYPKLADTIQTNPIPTHLSLVDSAQASPMPVDSVEADPTAVGPV 
LAGPVPVDPGLVDLASTSSELVEPLPAEPVLINPVLADSAAVDPAWPISDNLPPVDAVPSGPAPVDLALVDPVP 
NDLTPVDPVLVKSRPTDPRRGAVSSALGGSAPQLLVESESLDPPKTIIPEVKEWDSLKIESGTSATTHEARPRP 
LSLSEYRRRRQQRQAETEERSPQPPTGKWPSLPETPTGLADIPCLVIPPAPAKKTALQRSPETPLEICLVPVGPS 
PASPSPEPPVSKPVASSPTEQVPSQEMPLLARPSPPVQSVSPAVPTPPSMSAALPFPAGGLGMPPSLPPPPLQPP 
SLPLSMGPVLPDPFTHYAPLPSWPCYPHVSPSGYPCLPPPPTVPLVSGTPGAYAVPPTCSVPWAPPPAPVSPYSS 
TCTYGPLGWGPGPQHAPFWSTVPPPPLPPASIGRAVPQPKMESRGTPAGPPENVLPLSMAPPLSLGLPGHGAPQT 
EPTKVEVKPVPASPHPKHKVSALVQSPQMKALACVSAEGVTVEEPASERLKPETQETRPREKPPLPATKAVPTPR 
QSTVPKLPAVHPARLRKLSFLPTPRTQGSEDWQAFISEIGIEASDLSSLLEQFEKSEAKKECPPPAPADSLAVG 
NSGGVDIPQEKRPLDRLQAPELANVAGLTPPATPPHQLWKPLAAVSLLAKAKSPKSTAQEGTLKPEGVTEAKHPA 
AVRLQEGVHGPSRVHVGSGDHDYCVRSRTPPKKMPALVIPEVGSRWNVKRHQDITIKPVLSLGPAAPPPPCIAAS 
REP LDHRTSSEQADP SAP CLAP SSLLSPE ASP CRNDMNTRTPPEPSAKQRSMRCYRKACRS ASP SSQGWQGRRGR 
NSRSVSSGSNRTSEASSSSSSSSSSSRSRSRSLSPPHKRWRRSSCSSSGRSRRCSSSSSSSSSSSSSSSSSSSSR 
SRSRSPSPRRRSDRRRRYSSYRSHDHYQRQRVLQKERAIEERRWFIGKIPGRMTRSELKQRFSVFGEIEECTIH 
FRVQGDNYGFVTYRYAEEAFAAIESGHKLRQADEQPFDLCFGGRRQFCKRSYSDLDSNREDFDPAPVKSKFDSLD 
FD TLLKQ AQKNLRR 
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FIGURE 342 



CCGGAAGTGACTGCGGACGAATCGGCGTTTGCCGAGGCTGGCATAGATTTGGCTGTCTCCGCTCATAGCTGCTTT 
TGGCGCGAAAGATGCCGGGTCTGGTTGACTCAAACCCTGCCCCGCCTGAGTCTCAGGAGAAGAAGCCGCTGAAGC 
CCTGCTGCGCTTGCCCGGAGACCAAGAAGGCGCGCGATGCGTGTATCATCGAGAAAGGAGAAGAACACTGTGGAC 
ATCTAATTGAGGCCCACAAGGAATGCATGAGAGCCCTAGGATTTAAAATATGAAATGGTGGTCTGCTGTGTGAAX 
AAATAATTCCTGAAGAATGAAGAAGATTAATTTTGGGAGTTCTTTGACGAACTTTGATATGTGGAAAAAGTATTT 
ATAATTTATTGTAAGAAGAAAGTAAAATATTACTAGTGGAAGATCTTC 
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FIGURE 343 

MPGLVDSNPAPPESQEKKPLKPCCACPETKKARDACIIEKGEEHCGHLIEAHKECMRALGFKI 
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FIGURE 344 

ATCCAATACAGGAGTGACTTGGAACTCCATTCTATCACT ATGZ ^AGAAAAGTGGTGTTCTTTTCCTCTTGGGCATC 
ATCTTGCTGGTTCTGATTGGAGTGCAAGGAACCCCAGTAGTGAGAAAGGGTCGCTGTTCCTGCATCAGCACCAAC 
CAAGGGACTATCCACCTACAATCCTTGAAAGACCTTAAACAATTTGCCCCAAGCCCTTCCTGCGAGAAAATTGAA 
ATCATTGCTACACTGAAGAATGGAGTTCAAACATGTCTAAACCCAGATTCAGCAGATGTGAAGGAACTGATTAAA 
AAGTGGGAGAAACAGGTCAGCCAAAAGAAAAAGCAAAAGAATGGGAAAAAACATCAAAAAAAGAAAGTTCTGAAA 
GTTCGAAAATCTCAACGTTCTCGTCAAAAGAAGACTACA TAAG AGACCACTTCACCAATAAGTATTCTGTGTTAA 
AAATGTTCTATTTTAATTATACCGCTATCATTCCAAAGGAGGATGGCATATAATACAAAGGCTTATTAATTTGAC 
TAGAAAATTTAAAACATTACTCTGAAATTGTAACTAAAGTTAGAAAGTTGATTTTAAGAATCCAAACGTTAAGAA 
TTGTTAAAGGCTATGATTGTCTTTGTTCTTCTACCACCCACCAGTTGl^ATTTCATCATGCTTAAGGCCATGATTT 
TAGCAATACCCATGTCTACACAGATGTTCACCCAACCACATCCCACTCACAACAGCTGCCTGGAAGAGCAGCCCT 
AGGCTTCCACGTACTGCAGCCTCCAGAGAGTATCTGAGGCACATGTCAGCAAGTCCTAAGCCTGTTAGCATGCTG 
GTGAGCCAAGCAGTTTGAAATTGAGCTGGACCTCACCAAGCTGCTGTGGCCATCAACCTCTGTATTTGAATCAGC 
CTACAGGCCTCACACACAATGTGTCTGAGAGATTCATGCTGATTGTTATTGGGTATCACCACTGGAGATCACCAG 
TGTGTGGCTTTCAGAGCCTCCTTTCTGGCTTTGGAAGCCATGTGATTCCATCTTGCCCGCTCAGGCTGACCACTT 
TATTTCTTTTTGTTCCCCTTTGCTTCATTCAAGTCAGCTCTTCTCCATCCTACCACAAXGCAGTGCCTTTCTTCT 
CTCCAGTGCACCTGTCATATGCTCTGATTTATCTGAGTCAACTCCTTTCTCATCTTGTCCCCAACACCCCACAGA 
AGTGCTTTCTTCTCCCAATTCATCCTCACTCAGTCCAGCTTAGTTCAAGTCCTGCCTCTTAAATAAACCTTTTTG 
GACACACAAATTATCTTAAAACTCCTGTTTCACTTGGTTCAGTACCACATGGGTGAACACTCAATGGTTAACTAA 
TTCTTGGGTGXTTATCCTATCTCTCCAACCAGATTGTCAGCTCCTTGAGGGCAAGAGCCACAGTATATTTCCCTG 
TTTCTTCCACAGTGCCTAATAATACTGTGGAACTAGGTTTTAATAATTTTTTAATTGATGTTGTTATGGGCAGGA 
TGGCAACCAGACCATTGTCTCAGAGCAGGTGCTGGCTCTTTCCTGGCTACTCCATGTTGGCTAGCCTCTGGTAAC 
CTCTTACTTATTATCTTCAGGACACTCACTACAGGGACCAGGGATGATGCAACATCCTTGTCTTTTTATGACAGG 
ATGTTTGCTCAGCTTCTCCAACAATAAGAAGCACGTGGTAAAACACTTGCGGATATTCTGGACTGTTTTTAAAAA 
ATATACAGTTTACCGAAAATCATATAATCTTACAATGAAAAGGACTTTATAGATCAGCCAGTGACCAACCTTTTC 
CCAACCATACAAAAATTCCTTTTCCCGAAGGAAAAGGGCTTTCTCAATAAGCCTCAGCTTTCTAAGATCTAACAA 
GATAGCCACCGAGATCCTTATCGAAACTCATTTTAGGCAAATATGAGTTTTATTGTCCGTTTACTTGTTTCAGAG 
TTTGTATTGTGATTATCAATTACCACACCATCTCCCATGAAGAAAGGGAACGGTGAAGTACTAAGCGCTAGAGGA 
AGCAGCCAAGTCGGTTAGTGGAAGCATGATTGGTGCCCAGTTAGCCTCTGCAGGATGTGGAAACCTCCTTCCAGG 
GGAGGTTCAGTGAATTGTGTAGGAGAGGTTGTCTGTGGCCAGAATTTAAACCTATACTCACTTTCCCAAATTGAA 
TCACTGCTCACACTGCTGATGATTTAGAGTGCTGTCCGGTGGAGATCCCACCCGAACGTCTTATCTAATCATGAA 
ACTCCCTAGTTCCTTCATGTAACTTCCCTGAAAAATCTAAGTGTTTCATAAATTTGAGAGTCTGTGACCCACTTA 
CCTTGCATCTCACAGGTAGACAGTATATAACTAACAACCAAAGACTACATATTGTCACTGACACACACGTTATAA 
TCATTTATCATATATATACATACATGCATACACTCTCAAAGCAAATAATTTTTCACTTCAAAACAGTATTGACTT 
GTATACCTTGTAATTTGAAATATTTTCTTTGTTAAAATAGAATGGTATCAATAAATAGACCATTAATCAG 
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FIGURE 345 

MKKSGVLFLLGIILLVLIGVQGTPWRKGRCSCISTNQGTIHLQSLKDLKQFAPSPSCEKIEIIATLKNGVQTCL 
NPDSADVKELIKKWEKQVSQKKKQKNGKKHQKKKVLKVRKSQRSRQKKTT 
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FIGURE 346 

GAGCGCGGCTGGAGTTTGCTGCTGCCGCTGTGCAGTTTGTTCAGGGGCTTGTGGTGGTGAGTCCGAGAGGCTGCG 

TGTGAGAGACGTGAGAAGGATCCTGCACTGAGGAGGTGGAAAGAAGAGGATTGCTCGAGGAGGCCTGGGGTCTGT 

GAGGCAGCGGAGCTGGGTGAAGGCTGCGGGTTCCGGCGAGGCCTGAGCTGTGCTGTCGTCATGCCTCAAACCCGA 

XCCCAGGCACAGGCTACAATCAGTTTTCCAAAAAGGAAGCTGTCTCGGGCATTGAACAAAGCTAAAAACXCCAGT 

GATGCCAAACTAGAACCAACAAATGTCCAAACCGTAACCTGTTCTCCTCGTGTAAAAGCCCTGCCTCTCAGCCCC 

AGGAAACGTCTGGGCGATGACAACCTATGCAACACTCCCCATTTACCTCCTTGTTCTCCACCAAAGCAAGGCAAG 

AAAGAGAATGGTCCCCCTCACTCACATACACTTAAGGGACGAAGATTGGTATTTGACAATCAGCTGACAATTAAG 

TCTCCTAGCAAAAGAGAACTAGCCAAAGTTCACCAAAACAAAATACXTTCTTCAGTTAGAAAAAGTCAAGAGATC 

ACAACAAATTCTGAGCAGAGATGTCCACTGAAGAAAGAATCTGCATGTGTGAGACTATTCAAGCAAGAAGGCACT 

TGCTACCAGCAAGCAAAGCTGGTCCTGAACACAGCTGTCCCAGATCGGCTGCCTGCCAGGGAAAGGGAGATGGAT 

GTCATCAGGAATTTCTTGAGGGAACACATCTGTGGGAAAAAAGCTGGAAGCCTTTACCTTTCTGGTGCTCCTGGA 

ACTGGAAAAACTGCCTGCTTAAGCCGGATTCTGCAAGACCTCAAGAAGGAACTGAAAGGCXTXAAAACTArCATG 

CIGAAXXGCAXGICCXIGAGGACXGCCCAGGCIGIAIICCCAGCXAXIGCICAGGAGAITIGICAGGAAGAGGXA 

ICCAGGCCAGCIGGGAAGGACAXGAIGAGGAAAXXGGAAAAACAXAXGACIGCAGAGAAGGGCCCCAIGAXXGIG 

IXGGIAIIGGACGAGAXGGAXCAACXGGACAGCAAAGGCCAGGAIGIAXIGIACACGCXAITIGAAIGGCCAXGG 

CXAAGCAAIXCXCACIIGGTGCXGAXIGGIAXXGCIAAIACCCIGGAICICACAGAXAGAATXCXACCXAGGCXI 

CAAGCIAGAGAAAAAXGIAAGCCACAGCIGIIGAACIICCCACCXIAXACCAGAAAICAGAXAGICACIAIXITG 

CAAGAICGACXIAAXCAGGIAICXAGAGAICAGGXICXGGACAAIGCTGCAGXICAAXXCIGIGCCCGCAAAGIC 

ICXGCIGIXICAGGAGAXGIXCGCAAAGCACIGGAIGXXIGCAGGAGAGCXAIXGAAAXIGIAGAGXCAGAXGXC 

AAAAGCCAGACIAIICICAAACCACIGXCXGAAXGIAAAXCACCIXCTGAGCCXCIGAXXCCCAAGAGGGIXGGI 

CITAXICACAXAICCCAAGICAXCTCAGAAGXXGAXGGIAACAGGAIGACCIIGAGCCAAGAAGGAGCACAAGAI 

ICCXXCCCICXICAGCAGAAGAXCXXGGIIIGCICIIXGAXGCICXXGAXCAGGCAGIXGAAAAXCAAAGAGGIC 

ACICXGGGGAAGIXAXAXGAAGCCIACAGIAAAGXCXGXCGCAAACAGCAGGIGGCGGCXGXGGACCAGICAGAG 

XGXIXGXCACXXICAGGGCICXXGGAAGCCAGGGGCAITXIAGGAXXAAAGAGAAACAAGGAAACCCGIIXGACA 

AAGGXGTIIIXCAAGAXIGAAGAGAAAGAAAIAGAACAXGCXCIGAAAGAIAAAGCXXXAAXIGGAAATAXCXXA 

GCIACIGGAIXGCCXTAAAITCXXCICXIACACCCCACCCGAAAGXAXICAGCIGGCAIXXAGAGAGCIACAGIC 

XXCAIIXIAGXGCIIXACACAIICGGGCCXGAAAACAAAXAXGACCXIXXIIACXXGAAGCCAAXGAAXIXXAAI 

CTAXAGAITCXTIAAXATIAGCACAGAAXAAXAXCIXXGGGXCXXACXATXXIIACCCAXAAAAGXGACCAGGIA 

GACCCIXIIIAAXXACAIICACXACIXCXACCACIIGXGIAXCXCIAGCCAAXGXGCIXGCAAGIGIACAGAXCX 

GTGTAGAGGAATGTGTGTATATTTACCTCTTCGTTTGCTCAAACATGAGTGGGTATTTTTTTGTTTGTTTTTTTT 

GTTGTTGTTGTTTTTGAGGCGCGTCTCACCCTGTTGCCCAGGCTGGAGTGCAATGGCGCGTTCTCTGCTCACTAC 

AGCACCCGCTTCCCAGGTTGAAGTGAXTCTCTTGCCTCAGCCTCCCGAGTAGCTGGGATTACAGGTGCCCACCAC 

CGCGCCCAGCTAATTTTTTAATTTTTAGTAGAGACAGGGTTTTACCATGTTGGCCAGGCTGGTCTTGAACTCCTG 

ACCCTCAAGTGATCTGCCCACCTTGGCCTCCCTAAGTGCTGGGATTATAGGCGTGAGCCACCATGCTCAGCCATT 

AAGGTATTTTGTTAAGAACTTTAAGXrTAGGGTAAGAAGAATGAAAATGArCCAGAAAAATGCAAGCAAGTCCAC 
ATGGAGATTTGGAGGACACTGGTTAAAG 
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MPQTRSQAQATISFPKRKLSRALNKAKNSSDAKLEPTNVQTVTCSPRVKALPLSPRKRLGDDNLCNTPHLPPCSP 
PKQGKKENGPPHSHTLKGRRLVFDNQLTIKSPSKRELAKVHQNKILSSVRKSQEITTNSEQRCPLKKESACVRLF 
KQEGTCYQQAKLVLNTAVPDRLPAREREMDVIRNFLREHICGKKAGSLYLSGAPGTGKTACLSRILQDLKKELKG 
FKTIMLNCMSLRTAQAVFPAIAQEICQEEVSRPAGKDMMRKLEKHMTAEKGPMIVLVLDEMDQLDSKGQDVLYTL 
FEWPWLSNSHLVLIGIANTLDLTDRILPRLQAREKCKPQLLNFPPYTRNQIVTILQDRLNQVSRDQVLDNAAVQF 
CARKVSAVSGDVRKALDVCRRAIEIVESDVKSQTILKPLSECKSPSEPLIPKRVGLIHISQVISEVDGNRMTLSQ 
EGAQDSFPLQQKILVCSLMLLIRQLKIKEVTLGKLYEAYSKVCRKQQVAAVDQSECLSLSGLLEARGILGLKRNK 
ETRLTKVFFKIEEKEIEHALKDKALIGNILATGLP 
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GAGCGCGGCTGGAGTTTGCTGCTGCCGCTGTGCAGTTTGTTCAGGGGCTTGTGGTGGTGAGTCCGAGAGGCTGCG 

TGTGAGAGACGTGAGAAGGATCCTGCACTGAGGAGGTGGAAAGAAGAGGATTGCTCGAGGAGGCCTGGGGTCTGT 

GAGGCAGCGGAGCTGGGTGAAGGCTGCGGGTTCCGGCGAGGCCTGAGCTGTGCTGTCGTCATGCCTCAAACCCGA 

TCCCAGGCACAGGCTACAATCAGTTTTCCAAAAAGGAAGCTGTCTCGGGCATTGAACAAAGCTAAAAACTCCAGT 

GATGCCAAACTAGAACCAACAAATGTCCAAACCGTAACCTGTTCTCCTCGTGTAAAAGCCCTGCCTCTCAGCCCC 

AGGAAACGTCTGGGCGATGACAACCTATGCAACACTCCCCATTTACCTCCTTGTTCTCCACCAAAGCAAGGCAAG 

AAAGAGAATGGTCCCCCTCACTCACATACACTTAAGGGACGAAGATTGGTATTTGACAATCAGCTGACAATTAAG 

TCTCCTAGCAAAAGAGAACTAGCCAAAGTTCACCAAAACAAAATACTTTCTTCAGTTAGAAAAAGTCAAGAGATC 

ACAACAAATTCTGAGCAGAGATGTCCACTGAAGAAAGAATCTGCATGTGTGAGACTATTCAAGCAAGAAGGCACT 

TGCTACCAGCAAGCAAAGCTGGTCCTGAACACAGCTGTCCCAGATCGGCTGCCTGCCAGGGAAAGGGAGATGGAT 

GTCATCAGGAATTTCTTGAGGGAACACATCTGTGGGAAAAAAGCTGGAAGCCTTTACCTTTCTGGTGCTCCTGGA 

ACTGGAAAAACTGCCTGCTTAAGCCGGATTCTGCAAGACCTCAAGAAGGAACTGAAAGGCTTTAAAACTATCATG 

CTGAATTGCATGTCCTTGAGGACTGCCCAGGCTGTATTCCCAGCTATTGCTCAGGAGATTTGTCAGGAAGAGGTA 

TCCAGGCCAGCTGGGAAGGACATGATGAGGAAATTGGAAAAACATATGACTGCAGAGAAGGGCCCCATGATTGTG 

TTGGTATTGGACGAGATGGATCAACTGGACAGCAAAGGCCAGGATGTATTGTACACGCTATTTGAATGGCCATGG 

CTAAGCAATTCTCACTTGGTGCTGATTGGTATTGCTAATACCCTGGATCTCACAGATAGAATTCTACCTAGGCTT 

CAAGCTAGAGAAAAATGTAAGCCACAGCTGTTGAACTTCCCACCTTATACCAGAAATCAGATAGTCACTATTTTG 

CAAGATCGACTTAATCAGGTATCTAGAGATCAGGTTCTGGACAATGCTGCAGTTCAATTCTGTGCCCGCAAAGTC 

TCTGCTGTTTCAGGAGATGTTCGCAAAGCACTGGATGTTTGCAGGAGAGCTATTGAAATTGTAGAGTCAGATGTC 

AAAAGCCAGACTAT1CTCAAACCACTGTCTGAATGTAAATCACCTTCTGAGCCTCTGATTCCCAAGAGGGTTGGT 

CTTATTCACATATCCCAAGTCATCTCAGAAGTTGATGGTAACAGGATGACCTTGAGCCAAGAAGGAGCACAAGAT 

TCCTTCCCTCTTCAGCAGAAGATCTTGGTTTGCTCTTTGATGCTCTTGATCAGGCAGTTGAAAATCAAAGAGGTC 

ACTCTGGGGAAGTTATATGAAGCCTACAGTAAAGTCTGTCGCAAACAGCAGGTGGCGGCTGTGGACCAGTCAGAG 

TGTTTGTCACTTTCAGGGCTCTTGGAAGCCAGGGGCATTTTAGGATTAAAGAGAAACAAGGAAACCCGTTTGACA 

AAGGTGTTTTTCAAGATTGAAGAGAAAGAAATAGAACATGCTCTGAAAGATAAAGCTTTAATTGGAAATATCTTA 

GCTACTGGATTGCCTTAAATTCTTCTCTTACACCCCACCCGAAAGTATTCAGCTGGCATTTAGAGAGCTACAGTC 

TTCATTTTAGTGCTTTACACATTCGGGCCTGAAAACAAATATGACCTTTTTTACTTGAAGCCAATGAATTTTAAT 

CTATAGATTCTTTAATATTAGCACAGAATAATATCTTTGGGTCTTACTATTTTTACCCATAAAAGTGACCAGGTA 

GACCCTTTTTAATTACATTCACTACTTCTACCACTTGTGTATCTCTAGCCAATGTGCTTGCAAGTGTACAGATCT 

GTGTAGAGGAATGTGTGTATATTTACCTCTTCGTTTGCTCAAACATGAGTGGGTATTTTTTTGTTTGTTTTTTTT 

GTTGTTGTTGTTTTTGAGGCGCGTCTCACCCTGTTGCCCAGGCTGGAGTGCAATGGCGCGTTCTCTGCTCACTAC 

AGCACCCGCTTCCCAGGTTGAAGTGATTCTCTTGCCTCAGCCTCCCGAGTAGCTGGGATTACAGGTGCCCACCAC 

CGCGCCCAGCTAATTTrTTAATTTTTAGTAGAGACAGGGTTTTACCATGTTGGCCAGGCTGGTCTTGAACTCCTG 

ACCCTCAAGTGATCTGCCCACCTTGGCCTCCCTAAGTGCTGGGATTATAGGCGTGAGCCACCATGCTCAGCCATT 

AAGGTATTTTGTTAAGAACTTTAAGTTTAGGGTAAGAAGAATGAAAATGATCCAGAAAAATGCAAGCAAGTCCAC 

ATGGAGATTTGGAGGACACTGGTTAAAG 
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MPQTRSQAQATISFPKRKLSRALNKAKNSSDAKLEPTNVQTVTCSPRVKALPLSPRKRLGDDNLCNTPHLPPCSP 
PKQGKKENGPPHSHTLKGRRLVFDNQLTIKSPSKRELAKVHQNKILSSVRKSQEITTNSEQRCPLKKESACVRLF 
KQEGTCYQQAKLVLNTAVPDRLPAREREMDVIRNFLREHICGKKAGSLYLSGAPGTGKTACLSRILQDLKKELKG 
FKTIMLNCMSLRTAQAVFPAIAQEICQEEVSRPAGKDMMRKLEKHMTAEKGPMIVLVLDEMDQLDSKGQDVLYTL 
FEWPWLSNSHLVLIGIANTLDLTDRILPRLQAREKCKPQLLOTPPYTRNQIVTILQDRLNQVSRDQVLDNAAVQF 
CARKVSAVSGDVRKALDVCRRAIEIVESDVKSQTILKPLSECKSPSEPLIPKRVGLIHISQVISEVDGNRMTLSQ 
EGAQDSFPLQQKILVCSLMLLIRQLKIKEVTLGKLYEAYSKVCRKQQVAAVDQSECLSLSGLLEARGILGLKRNK 
ETRLTKVFFKIEEKEIEHALKDKALIGNILATGLP 
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GGAGTGCGGGGCGCCCGGCGCCAGGGGAGCCGCCACAGCC ATGG ATTGCAAAGATAGACCAGCTTTTCCAGTTAA 

GAAGTTAATACAAGCCCGTCTGCCGTTTAAGCGCCTGAATCTTGTCCCAAAGGGGAAAGCCGATGACATGTCAGA 

CGATCAGGGTACTTCTGTGCAAAGTAAAAGCCCCGATTTAGAGGCCTCTTTGGACACCTTGGAAAACAACTGTCA 

TGTGGGTTCTGACATAGACTTTAGACCGAAACTTGTCAACGGGAAGGGTCCCTTAGATAACTTTTTAAGAAATAG 

AATCGAAACCAGTATTGGCCAGAGCACAGTCATCATTGATTTGACAGAGGACTCGAATGAGCAGCCAGACAGTCT 

TGTGGACCACAATAAACTAAATTCTGAAGCCTCTCCCTCCAGGGAGGCAATAAATGGCCAGCGAGAAGACACTGG 

GGATCAGCAGGGGTTGTTGAAGGCCATTCAGAACGACAAGTTGGCATTTCCTGGAGAGACCCTTTCAGACATTCC 

TTGCAAAACAGAGGAGGAGGGTGTTGGCTGTGGAGGTGCAGGGAGGAGAGGCGACTCCCAGGAATGTTCGCCACG 

GAGCTGCCCGGAGCTGACGAGTGGCCCGAGAATGTGCCCCAGAAAGGAGCAGGACAGTTGGAGTGAAGCTGGGGG 

CATCCTGTTCAAAGGGAAGGTGCCTATGGTGGTCTTGCAGGACATCTTGGCTGTGAGACCACCGCAAATCAAGTC 

CCTTCCAGCCACACCCCAAGGCAAGAACATGACCCCTGAGAGTGAGGTGCTGGAATCTTTCCCCGAAGAAGACTC 

TGTACTCAGCCATTCGTCCCTGAGCTCTCCCTCTTCCACCAGCTCGCCCGAGGGGCCGCCTGCTCCCCCAAAGCA 

GCACAGCAGTACCAGTCCCTTCCCCACCTCCACGCCCCTCCGCAGAATAACTAAGAAATTCGTCAAAGGCTCTAC 

AGAGAAGAACAAGCTCAGACTGCAAAGAGATCAGGAGCGTCTGGGCAAGCAGCTCAAGTTACGTGCAGAAAGGGA 

AGAAAAGGAGAAGCTGAAAGAGGAGGCCAAGCGGGCCAAGGAGGAGGCCAAGAAGAAGAAGGAGGAAGAGAAGGA 

GCTTAAGGAAAAGGAGAGGCGGGAGAAGCGGGAGAAGGATGAGAAGGAGAAGGCGGAGAAGCAGCGGCTCAAGGA 

GGAGCGGCGCAAGGAGAGACAGGAAGCCCTGGAGGCTAAACTTGAGGAAAAAAGGAAAAAGGAAGAAGAGAAACG 

GTTAAGAGAAGAAGAGAAGCGCATTAAAGCAGAGAAGGCCGAAATCACGAGGTTCTTCCAGAAACCAAAGACTCC 

ACAGGCCCCCAAGACCCTGGCCGGCTCCTGTGGGAAGTTTGCCCCCTTTGAAATTAAAGAGCACATGGTCCTGGC 

CCCTCGGCGTCGGACCGCTTTCCATCCAGACCTCTGCAGTCAGCTGGACCAGCTCCTCCAGCAGCAGAGCGGCGA 

GTTCTCCTTCTTGAAAGACCTCAAAGGCCGGCAGCCCCTGAGGTCCGGACCCACGCACGTTTCCACCCGGAATGC 

AGATATTTTTAACAGTGATGTCGTCATCGTGGAGCGTGGGAAGGGCGACGGTGTTCCCGAGAGGAGGAAGTTTGG 

CAGGATGAAGCTCCTGCAGTTCTGTGAGAACCACCGGCCTGCCTACTGGGGTACCTGGAATAAGAAGACGGCACT 

CATCCGCGCGCGAGACCCCTGGGCCCAGGACACGAAGCTCCTGGACTATGAGGTGGACAGTGATGAGGAGTGGGA 

AG2VAGAGGAGCCTGGGGAGTCCCTGTCCCACAGTGAGGGGGATGATGATGACGACATGGGAGAGGATGAAGATGA 

GGACGATGGTTTCTTTGTGCCCCATGGGTACCTGTCTGAGGACGAAGGTGTGACAGAGGAGTGTGCCGACCCTGA 

GAACCATAAGGTCCGCCAGAAACTGAAGGCCAAGGAGTGGGACGAGTTCCTGGCTAAGGGGAAGCGCTTTCGCGT 

CCTGCAACCTGTGAAGATCGGCTGCGTGTGGGCGGCTGACAGAGACTGCGCAGGCGATGACCTGAAGGTACTGCA 

GCAGTTCGCAGCCTGCTTCCTGGAGACCCTGCCGGCCCAGGAGGAGCAGACGCCCAAGGCCTCCAAGCGGGAGAG 

GAGAGACGAGCAGATCCTGGCCCAGCTGCTGCCGCTCCTGCACGGCAATGTGAACGGGAGCAAGGTCATCATCCG 

GGAGTTCCAGGAGCACTGCCGCCGGGGACTGCTCAGCAACCACACCGGCAGCCCGCGGACGCCCTCCACCACCTA 

CCTGCACACCCCCACCCCCAGCGAGGATGCCGCCATCCCCTCTAAGTCCCGGCTCAAGCGGCTCATTTCCGAGAA 

CTCAGTGTATGAGAAGCGGCCTGACTTCAGGATGTGCTGGTACGTGCACCCGCAGGTGCTACAGAGCTTCCAGCA 

GGAGCACCTGCCCGTGCCGTGCCAGTGGAGCTATGTGACATCGGTGCCCTCGGCCCCCAAAGAGGACAGTGGCAG 

CGTCCCCTCCACGGGGCCCAGCCAGGGCACTCCCATCTCGCTGAAGAGGAAGTCAGCGGGCAGCATGTGCATCAC 

CCAATTCATGAAGAAGCGCAGGCACGACGGCCAGATTGGTGCTGAAGACATGGACGGCTTCCAGGCAGACACGGA 

GGAGGAGGAAGAGGAGGAGGGCGACTGTATGATCGTGGATGTCCCGGATGCTGTGGAGGTCCAAGCCCCGTGTGG 

AGCCGCTTCCGGAGCTGGGGGTGGTGTGGGGGTGGACACCGGCAAGGCCACCCTGACCGCGAGCCCACTGGGTGC 

ATCC TGAG AGCAGGGGTGACGTATGTAGAACGCTTAGGGTGTCCTCCCCACAGAGCAGATACTTGAACCGACTCA 

ATTCCTGTGTAAAGAGCACTTTGTCCTGCTTCACGGACCTCCCCAAAGTGTGCAGAGTTCTATATAGGATGCTGG 

ATTAGTTCCTTTGATATTTGTAAAAATTCCCCCAAGAGCCGCATATGAATCTGCCCTTTAATAAAGCATTATTGA 

GATTGCTGGCCTATTGGGGAAGCTGCGGGCACAGGA 
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FIGURE 351 

MDCKDRPAFPVKKLIQARLPFKRLNLVPKGKADDMSDDQGTSVQSKSPDLEASLDTLENNCHVGSDIDFRPKLVN 
GKGPLDNFLRNRIETSIGQSTVIIDLTEDSNEQPDSLVDHNKLNSEASPSREAINGQREDTGDQQGLLKAIQNDK 
LAFPGETLSDIPCKTEEEGVGCGGAGRRGDSQECSPRSCPELTSGPRMCPRKEQDSWSEAGGILFKGKVPMWLQ 
DILAVRPPQIKSLPATPQGKNMTPESEVIiESFPEEDSVLSHSSLSSPSSTSSPEGPPAPPKQHSSTSPFPTSTPL 
RRITKKFVKGSTEKNKLRLQRDQERLGKQLKLRAEREEKEKLKEEAKRAKEEAKKKKEEEKELKEKERREKREKD 
EKEKAEKQRLKEERRKERQEALEAKLEEKRKKEEEKRLREEEKRIKAEKAEITRFFQKPKTPQAPKTLAGSCGKF 
APFEIKEHMVLAPRRRTAFHPDLCSQLDQLLQQQSGEFSFLKDLKGRQPLRSGPTHVSTRNADIFNSDWIVERG 
KGDGVPERRKFGRMKLTjQFCENHRPAYWGTWNKKTALIRARDPWAQDTKLLDYEVDSDEEWEEEEPGESLSHSEG 
DDDDDMGEDEDEDDGFFVPHGYLSEDEGVTEECADPENHKVRQKLKAKEWDEFLAKGKRFRVLQPVKIGCVWAAD 
RDCAGDDLKVLQQFAACFLETLPAQEEQTPKASKRERRDEQILAQLLPLLHGNVNGSKVIIREFQEHCRRGLLSN 
HTGSPRTPSTTYLHTPTPSEDAAIPSKSRLKRLISENSVYEKRPDFRMCWYVHPQVLQSFQQEHLPVPCQWSYVT 
SVPSAPKEDSGSVPSTGPSQGTPISLKRKSAGSMCITQFMKKRRHDGQIGAEDMDGFQADTEEEEEEEGDCMIVD 
VPDAVEVQAPCGAASGAGGGVGVDTGKATLTASPLGAS 
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GCAGTTCAGACCCCCCCACACCCATCAAAGAGCCGCTCCTCCCCCCCGCAGGCGCCTTCGCCGCCTCCCTCCCTT 
CCTTTCCTTTCCGCTCCTCTTCCGACCTGTCCACCCGGGAGGAAGGGAGCTGGAAAGGGGGCGGAAACCTCTCCC 
CTCCAAAAAGCACAACAAAACTGTTCAGTGCGGAGGAGCCGGGTTCGCCCCTGCCGGACAGCGGGGGGCTTTGTT 
CCCCGCAGTTGTTTCCTGCCCATTTGACCTGTCAGCTGCTGGGGAAACGCTGCTGTTGACCTTTGGTTGAACTGC 
TAAGGCGATTTTGCTGATTTTTCTTTCTTTTTCCGCGAGGGCTGTCTTTTGCTCCTCCAAATGAGCCCAGTCCCC 
CTCCCTTCTCCCCAAAGCGCTCCAAGAGAAAGTGCCAGGAAGGGGCTTGTCCCGGAAGGCCTGGCGGCTGAGCGG 
GGCCAGGTCCTGGTTAGGCCACCAGGGTGGGCGTCCGCGCCATTGTTTGAGCTTGTCGGCGCTGGTGGGAGAGAT 
GAGGGCAATTCCTCTGGGACGCAAGTCCCCTCGAATGGCCGGGGCTGGCCGGGATGTTCCCCGCACGGCGCTGCC 
CTCGAGTCCCCCCGATGGAGAGCGCGGGCGCGCCTTCCTTCGCTGGCGTCCAAACCCGGGACCAGCTAGAACACA 
GCAGGGCXGGGACXGGGXXCCAGCCCCACGXGGAGXCXGGAXXXGXXXXGXXGXGXXXXGCXXXCCXXCCXGGAA 
GAAATCCCGAGGGGACCGCCCTAGAGCGGCAGCTCCAGGACCTCGGCCCTTGGGCTTCCGGGGGTGCAGCCACTT 
AGGCCCCGCTCCCGGGGAGAGAGGGATTATTTTTTAAGATTTATCCCCAGGGCGCGCGGCATTTCCCTGTCCCTC 
GTGAATCCCGTTGAGAGTCCTCCCTCCCCAACCTCCTCCATTTCCCCAGCCAGACCGATTCGAGAGCCCTGGAGA 
TTCTGGGCGAGGCTAGTGACTGGGTAGTACAGGCCTCTAGCCCCACCATTGCTCTCTCTGTCTTCAGTTCCCCAG 
GAGGGCAATGGCATCAAACAGCACAGCTCTGGGGGATGTCAATATTGCATACCTTTTCTACCTAAAGGGAAAATG 
ACTCGCTTTTCTGCTTGCT^AATATGGTAGTTTCTGCTTACAAATGTAATACAATGCCCATGACAGCCAAGGACTG 
GAAGCATAAGTTGCTAGGTCTTACAGGTGATTTTTTACAATGAAGCAAACTCACTATGTTAGACACCATTTACAT 
TGGATGTCTCCAACTAACAAAAGTAACTAAAGACAGATGTAGGTGTAAATTGAGAGTGAAATTTGACCCTTTAGA 
CCGTCACAACTTCCTTGGGCTTATCCTGGGTGCTTATAGGAGAGGTGGGCTCCACCCACAAAAATGGACTGCTCA 
GAAAAATGAGGGAGAGAGAAAGGGTGGCCACTTTCCCGAGCCAAGAAAXTCCTTGAAAAAAAATCAGAACATCTG 
AAACCAGAGAGCCGATTTCCTTACCGGGAGGCAGTTCCTGGCTAACGAAGAGGAAGCACGATGGGAAGAAAAGTT 
CACTCCAACGGAAGCCAGTTTGCTGAACATAGCAGATCGCCCAGGAGGACTGGGAGAGACTGCAAACCAGTTCGA 
GCCCCCAGCATGGCGTTAGGTGTCAGCCAGCTGGCAGGAAGGTCCAGGTGTCTGTGTTCAGAGTCTCAAGGCGGC 
TATGAGAGGTTTTCCTCCGAGTACCCAGAATTCTGTTCTAAAACCAAGGCCCTGGCAGCCATCCCACCCCCGGTT 
CCCCCCAGTGCCACAGAGCCCTTGGACCTGGGCTGCAGCTCCTGTGGGACCCCACTACACGACCAGGGGGGTCCT 
GTGGAGATCCTTCCCTTCCTCTACCTCGGCAGTGCCTACCATGCTGCCCGGAGAGACATGCTGGACGCCCTGGGC 
ATCACGGCTCTGTTGAATGTCTCCTCGGACTGCCCAAACCACTXTGAAGGACACTATCAGTACAAGTGCATCCCA 
GTGGAAGATAACCACAAGGCCGACATCAGCTCCTGGTXCATGGAAGCCATAGAGTACATCGATGCCGTGAAGGAC 
TGCCGTGGGCGCGTGCTGGTGCACTGCCAGGCGGGCATCTCGCGGTCGGCCACCATCTGCCTGGCCTACCTGATG 
ATGAAGAAACGGGTGAGGCTGGAGGAGGCCTTCGAGTTCGTTAAGCAGCGCCGCAGCATCATCTCGCCCAACTTC 
AGCTTCATGGGGCAGCTGCTGCAGTTCGAGTCCCAGGTGCTGGCCACGTCCTGTGCTGCGGAGGCTGCTAGCCCC 
TCGGGACCCCTGCGGGAGCGGGGCAAGACCCCCGCCACCCCCACCTCGCAGTTCGTCTTCAGCTTTCCGGTCTCC 
GTGGGCGTGCACTCGGCCCCCAGCAGCCTGCCCTACCTGCACAGCCCCATCACCACCTCTCCCAGCTGT TAGA GC 
CGCCCTGGGGGCCCCAGAACCAGAGCTGGCTCCCAGCAAGGGTAGGACGGGCCGCATGCGGGCAGAAAGTTGGGA 
CTGAGCAGCTGGGAGCAGGCGACCGAGCTCCTTCCCCATCATTTCTCCTTGGCCAACGACGAGGCCAGCCAGAAT 
GGCAATAAGGACTCCGAATACATAATAAAAGCAAACAGAACACTCCAACTTAGAGCAATAACGGCTGCCGCAGCA 
GCCAGGGAAGACCTTGGTTTGGTTTATGTGTCAGTTTCACTTTTCCGATAGAAATTTCTTACCTCATTTTTTTAA 
GCAGTAAGGCTTGAAGTGATGAAACCCACAGATCCTAGCAAATGTGCCCAACCAGCTTTACTAAAGGGGGAGGAA 
GGGAGGGCAAAGGGATGAGAAGACAAGTTTCCCAGAAGTGCCTGGTTCTGTGTACTTGTCCCTTTGTTGTCGTTG 
TTGTAGTTAAAGGAATTTCATTTTXTAAAAGAAATCTTCGAAGGTGTGGTTTTCATTTCTCAGTCACCAACAGAT 
GAAXAAXXAXGCXXAAXAAXAAAGXAXXXAXXAAGACXXXCXXCAGAGXAXGAAAGXACAAAAAGXCXAGTXACA 
GXGGAXXXAGAAXAXAXXXAXGXXGAXGXCAAACAGCXGAGCACCGXAGCAXGCAGATGXCAAGGCAGXTAGGAA 
GXAAAXGGXGXCXXGXAGAXAXGXGCAAGGXAGCAXGAXGAGCAACXXGAGXTXGXXGCCACXGAGAAGCAGGCG 
GGXXGGGXGGGAGGAGGAAGAAAGGGAAGAAXXAGGXXXGAAXXGCXXXXXAAAAAAAAAAGAAAAGAAAAAGAC 
AGCAXCXCACXAXGXXGCCAAGGCXCAXCXXGAGAAGCAGGCGGGXXGGGXGGGAGGAGGAAGAAAGGGAAGAAX 
XAGGXXXGAAXXGCXXXXXXAAAAAAAAA 
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FIGURE 353 

MGRKVHSNGSQFAEHSRSPRRTGRDCKPVRAPSMALGVSQLAGRSRCLCSESQGGYERFSSEYPEFCSKTKALAA 
IPPPVPPSATEPLDLGCSSCGTPLHDQGGPVEILPFLYLGSAYHAARRDMLDALGITALLNVSSDCPNHFEGHYQ 
YKC I P VEDNHKAD I S S WFMEAI E Y ID AVKD CRGRVLVHCQAG I S RS AT I CLAYLMMKKRVRLEE AFEF VKQRRS I 
ISPNFSFMGQLLQFESQVLATSCAAEAASPSGPLRERGKTPATPTSQFVFSFPVSVGVHSAPSSLPYLHSPITTS 

PSC 
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CTGCCATTTAGGACAAGCTGGATGATGATGGTTTGATAGCTCCAGGGGTTCGTGTATAGGAGATGATGAATCTGC 
TTCATCCAGAATCACAATCTTAAAAGGCGGGAACTGAGGCGACTGTGGGGACATCAGTGATCGTAAGTCTCCTGG 
GCCCGTTATTCTCAGATTAGGTGACGGAGCTAAGACTTCGAGACCATCTCGTCCTTTTTGTATCGCGGAAACCTG 
AGGAACGAGCCGGCGGCGGTGACCTGCACGAGAAGCCAGGCTAACTGGGTGAAGTACCATGCAAGCATTTCTTAA 
AGGTACATCCATCAGTACTAAACCCCCGCTGACCAAGGATCGAGGAGTAGCTGCCAGTGCGGGAAGTAGCGGAGA 
GAACAAGAAAGCCAAACCCGTTCCCTGGGTGGAAAAATATCGCCCAAAATGTGTGGATGAAGTTGCTTTCCAGGA 
AGAAGTGGTTGCAGTGCTGAAAAAATCTTTAGAAGGAGCAGATCTTCCTAATCTCTTGTTTTACGGACCACCTGG 
AACTGGAAAAACATCCACTATTTTGGCAGCAGCTAGAGAACTCTTTGGGCCTGAACTTTTCCGATTAAGAGTTCT 
TGAGTTAAATGCATCTGATGAACGTGGAATACAAGTAGTTCGAGAGAAAGTGAAAAATTTTGCTCAATTAACTGT 
GTCAGGAAGTCGCTCAGATGGGAAGCCGTGTCCGCCTTTTAAGATTGTGATTCTGGATGAAGCAGATTCTATGAC 
CTCAGCTGCTCAGGCAGCTTTAAGACGTACCATGGAGAAGGAGTCGAAAACCACCCGATTCTGTCTTATCTGTAA 
CTATGTCAGTCGAATAATTGAACCCCTGACCTCTAGATGTTCAAAATTCCGCTTCAAGCCTCTGTCAGATAAAAT 
TCAACAGCAGCGATTACTAGACATTGCCAAGAAGGAAAATGTCAAAATXAGTGATGAGGGAATAGCTTATCTTGT 
TAAAGTGTCAGAAGGAGACTTAAGAAAAGCCATTACATTTCTTCAAAGCGCTACTCGATTAACAGGTGGAAAGGA 
GATCACAGAGAAAGTGATTACAGACATTGCTGGGGTAATACCAGCTGAGAAAATTGATGGAGTATTTGCTGCCTG 
TCAGAGTGGCTCTTTTGACAAACTAGAAGCTGTGGTCAAGGATTTAATAGATGAGGGTCATGCAGCAACTCAGCT 
CGTCAATCAACTCCATGATGTGGTTGTAGAAAATAACTTATCTGATAAACAGAAGTCTATTATCACAGAAAAACT 
TGCCGAAGTTGACAAATGCCTAGCAGATGGTGCTGATGAACATTTGCAACTCATCAGCCTTTGTGCAACTGTGAT 
GCAGCAGTTATCTCAGAATTGTTAACGTGATATATCTGGATGGGGGGTTTTGTAAATAATGAAGTTGTAATAAAA 
AT AAAAT G ACC AAAAGC AC C G 
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FIGURE 355 

MQAFLKGTSISTKPPLTKDRGVAASAGSSGENKKAKPVPWVEKYRPKCVDEVAFQEEVVAVLKKSLEGADLPNLL 
FYGPPGTGKTSTILAAARELFGPELFRLRVLELNASDERGIQWREKVKNFAQLTVSGSRSDGKPCPPFKIVILD 
EADSMTSAAQAALRRTMEKESKTTRFCLICNYVSRIIEPLTSRCSKFRFKPLSDKIQQQRLLDIAKKENVKISDE 
GIAYLVKVSEGDLRKAITFLQSATRLTGGKEITEKVITDIAGVIPAEKIDGVFAACQSGSFDKLEAWKDLIDEG 
HAATQLWQLHDVWENNLSDKQKSIITEKLAEVDKCLADGADEHLQLISLCATVMQQLSQNC 
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FIGURE 356 

GGCACGAGCTCGGCTCCTGGAAAG ATGG AGGCAGCGGA6ACAGAGGCGGAAGCTGCAGCCCTAGAGGTCCTGGCT 
GAGGTGGCAGGCATCTTGGAACCTGTAGGCCTGCAGGAGGAGGCAGAACTGCCAGCCAAGATCCTGGTTGAGTTT 
GTGGTGGACTCTCAGAAGAAAGACAAGCTGCTCTGCAGCCAGCTTCAGGTAGCGGATTTCCTGCAGAACATCCTG 
GCTCAGGAGGACACTGCTAAGGGTCTCGACCCCTTGGCTTCTGAAGACACGAGCCGACAGAAGGCAATTGCAGCT 
AAGGAACAATGGAAAGAGCTGAAGGCCACCTACAGGGAGCACGTAGAGGCCATCAAAATTGGCCTCACCAAGGCC 
CTGACTCAGATGGAGGAAGCCCAGAGGAAACGGACACAACTCCGGGAAGCCTTTGAGCAGCTCCAGGCCAAGAAA 
CAAATGGCCATGGAGAAACGCAGAGCAGTCCAGAACCAGTGGCAGCTACAACAGGAGAAGCATCTGCAGCATCTG 
GCGGAGGTTTCTGCAGAGGTGAGGGAGCGTAAGACAGGGACTCAGCAGGAGCTTGACAGGGTGTTTCAGAAACTT 
GGAAACCTGAAGCAGCAGGCAGAACAGGAGCGGGACAAGCTGCAGAGGTATCAGACCTTCCTCCAGCTTCTGTAT 
ACCCTGCAGGGTAAGCTGTTGTTCCCTGAGGCTGAGGCTGAGGCAGAGAATCTTCCAGATGATAAACCCCAGCAG 
CCGACTCGACCCCAGGAGCAGAGTACAGGAGACACCATGGGGAGAGACCCTGGTGTGTCCTTCAAGGCTGTTGGT 
CTACAACCTGCTGGAGATGTAAATTTGCCATGACTTCCTGGAGGACAGCAGCATGGAGAAAGATCCTAGAAAAGG 
CCTCTGACTTCCCTCACCTCCCAACCATCATTACAGGAAAGACTGTGAACTCCTGAGTTCAGCTTGATTTCTGAC 
TACATCCCAGCAAGCTCTGGCATCTGTGGATTAAAATCCCTGGATCTCTCTCAGTTGTGTATTTGTTCATCTTCA 
TATGCTGGCAGGAACAACTATTAATACAGATACTCAGAAGCCAATAACATGACAGGAGCTGGGACTGGTTTGAAC 
ACAGGGTGTGCAGATGGGGAGGGGGTACTGGCCTTGGGCCTCCTATGATGCAGACATGGTGAATTTAATTCAAGG 
AGGAGGAGAATGTTTTAGGCAGGTGGTTATATGTGGGAAGATAATTTTATTCATGGATCCAAATGTTTGTTGAGT 
CCTTTCTTTGTGCTAAGGTTCTTGCGGTGAACCAGAATTATAACAGTGAGCTCATCTGACTGTTTTAGGATGTAC 
AGCCTAGTGTTAACATTCTTGGTATCTTTTTGTGCCTTATCTAAAACATTTCTCGATCACTGGTTTCAGATGTTC 
ATTTATTATATTCTTTTCAAAGATTCAGAGATTGGCTTTTGTCATCCACTATTGTATGTTTTGTTTCATTGACCT 
CTAGTGATACCTTGATCTTTCCCACTTTCTGTTTTCGGATTGGAGAAGATGTACCTTTTTTGTCAACTCTTACTT 
TTATCAGATGATCAACTCACGTATTTGGATCTTTATTTGTTTTCTCAAATAAATATTTAAGGTTAAAAAAAAAAA 
AAAAAAAA 
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FIGURE 357 

MEAAETEAEAAALEVLAEVAGILEPVGLQEEAELPAKILVEFVVDSQKKDKLLCSQLQVADFLQNILAQEDTAKG 
LDPLASEDTSRQKAIAAKEQWKELKATYREHVEAIKIGL^ 

AVQNQWQLQQEKHLQHLAEVSAEVRERKTGTQQELDRVFQKLGNLKQQAEQERDKLQRYQTFLQLLYTLQGKLLF 
PEAEAEAENLPDDKPQQPTRPQEQSTGDTMGRDPGVSFKAVGLQPAGDVNLP 
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FIGURE 358 

CCTTCAGCATAAAAGCTGATCCACAAACAAGAGGAGCACCAGACCTCCTCTTGGCTTCGAGATGGCTTCGCCACA 
CCAAGAGCCCAAACCTGGAGACCTGATTGAGATTTTCCGCCTTGGCTATGAGCACTGGGCCCTGTATATAGGAGA 
TGGCTACGTGATCCATCTGGCTCCTCCAAGTGAGTACCCCGGGGCTGGCTCCTCCAGTGTCTTCTCAGTCCTGAG 
CAACAGTGCAGAGGTGAAACGGGGGCGCCTGGAAGATGTGGTGGGAGGCTGTTGCTATCGGGTCAACAACAGCTT 
GGACCATGAGTACCAACCACGGCCCGTGGAGGTGATCATCAGTTCTGCGAAGGAGATGGTTGGTCAGAAGATGAA 
GTACAGTATTGTGAGCAGGAACTGTGAGCACTTTGTCGCCCAGCTGAGATATGGCAAGTCCCGCTGTAAACAGGT 
GGAAAAGGCCAAGGTTGAAGTCGGTGTGGCCACGGCGCTTGGAATCCTGGTTGTTGCTGGATGCTCTTTTGCGAT 
TAGGAGATACCAAAAAAAAGCAACAGCC TGAA GCAGCCACAAAATCCTGTGTTAGAAGCAGCTGTGGGGGTCCCA 
GTGGAGATGAGCCTCCCCCATGCCTCCAGCAGCCTGACCCTCGTGCCCTGTCTCAGGCGTTCTCTAGATCCTTTC 
CTCTGTTTCCCTCTCTCGCTGGCAAAAGTATGATCTAATTGAAACAAGACTGAAGGATCAATAAACAGCCATCTG 
CCCCTTCAAAAAAAAAAA 
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FIGURE 359 

MASPHQEPKPGDLIEIFRLGYEHWALYIGDGYVIHLAPPSEYPGAGSSSVFSVLSNSAEVKRGRLEDVVGGCCYR 
VNNSLDHEYQPRPVEVI I SSAKEIWGQKMKYSIVSRNCEHFVAQLRYGKSRCKQVEKAKVEVGVATAIjGILVVAG 
CSFAIRRYQKKATA 
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FIGURE 360A 

AGGGGGCGGCGCTCCCGGCCCATCCCTTAGCCCCGCGGCGGCCGTGTGGGCCGGAGGCTGCCTGCACCGCGTCAG 

GGAGGCCGGCCTAGAAACCCTCCCTCCCAGAAGAAAGCCGATCCCAGTTCAGGTGGGGTCTTCCTCGGTTGCGTA 

CCTGGCTGGAGCCGAGCTGGTGGGCGGCCGGCAGCCGGCGTTTCTGGTGATGACAGCCCCGAAATGAAAGCAGCG 

CGGCCGCCGCCTCCGAGGGCTGCAGGGAGATCAGCGTCCAGCAAATAAGAAGCAAGTCCTGGACCCGGAGGAGGA 

GGAGCGGCCGAGCATCTCTCTCTGCTCCGCCGTGTCCTTTAGATGAGCACTCCCGGCCGGAGCCGGAGGTGGATC 

CGCAGAGCTGCCTCTGGGCGCCTGACCCCGCGCTGACATCACAACCTGTGACAGGCGCATCACGCCCGGTACCTG 

CTCCCGGCCGCTGCCCGTCCTCCCAGCCTCTTTGTATGCCGCAGACATGjGCCAGCCAGCAGGATTCGGGCTTCTT 

TGAGATCAGTATCAAATATTTACTGAAATCCTGGAGTAATACTTCTCCCGTTGGCAACGGTTACATCAAGCCTCC 

GGTTCCACCTGCTTCTGGCACGCACAGGGAGAAAGGGCCGCCAACCATGCTACCCATCAATGTGGACCCAGACAG 

TAAACCAGGAGAATATGTCCTCAAAAGTTTATTTGTCAACTTCACCACTCAGGCTGAACGCAAGATTCGTATCAT 

TATGGCAGAGCCCCTGGAAAAGCCATTGACGAAATCTCTGCAACGTGGAGAAGACCCCCAATTTGATCAGGTCAT 

CAGCTCAATGAGCTCCCTTTCTGAGTACTGCCTGCCTTCCATTCTACGTACATTATTTGACIGGTATAAAAGGCA 

AAATGGCATTGAGGATGAATCACATGAATACAGACCAAGAACAAGCAATAAATCAAAAAGCGATGAACAACAGCG 

AGATTATTTAATGGAAAGACGGGACCTCGCCATTGATTTTATTrTTTCTTTAGTATTAATAGAAGTTTTGAAACA 

GATXCCACTTCATCCTGTAATAGACAGTTTAATACATGATGTXATTAACTTGGCITTCAAGCACTTTAAATACAA 

AGAAGGGTACCTTGGTCCCAACACTGGCAATATGCATATTGTGGCAGACCTGTATGCAGAAGTCATTGGAGTGTT 

GGCACAAGCCAAATTCCCTGCTGXAAAGAAGAAATTTATGGCGGAGCTAAAAGAATTACGGCACAAAGAGCAGAA 

CCCATATGTGGTTCAAAGCATTATCAGCTTAATAATGGGCATGAAATTCTTTCGAAXTAAGATGTATCCAGTGGA 

GGAXIXIGAGGCCXCXCXICAGXIXAIGCAGGAAXGXGCACAXIACIXCCXCGAGGXCAAAGACAAAGAIAXCAA 

GCAXGCCXXGGCXGGGCXXXIXGIIGAAAXACXXGXXCCAGXXGCXGCXGCXGXXAAAAAXGAAGXAAAXGXICC 

CIGCCXTAGAAAXXTIGXGGAAAGCCXGIAXGACACCACGCXGGAACIIXCXXCXCGAAAGAAGCAXXCCXXGGC 

CXXGIACCCCCXGGXGACCIGXXXGCXCXGIGXCAGXCAGAAGCAGCXGXICCXGAACAGGIGGCACAIXXXCCX 

CAACAACIGCXXGXCCAACCXXAAAAACAAAGAXCCCAAGAXGGCICGAGXIGCACIGGAAXCICXCXACAGAXI 

ACIXXGGGXXXACAXGAXXCGAAIIAAAXGXGAAAGCAACACAGCXACXCAGAGCCGACXIAXAACCAXCAXCAC 

AACACXTIICCCCAAAGGGXCCCGCGGXGXGGXACCAAGGGACAXGCCXCXGAACAXCXTXGXGAAAAXCAICCA 

GXXCAXIGCCCAGGAACGXXIAGAXIXXGCAAXGAAAGAAAICAXXXXCGAXXXXCXXXGXGXGGGAAAACCAGC 

AAAAGCAXICAGICICAACCCAGAGAGAAXGAACAXXGGXXXACGGGCAXXCXIGGXCATAGCIGAXAGCXIGCA 

GCAGAAAGAXGGGGAACCXCCCAXGCCGGXXACAGGAGCCGXICIXCCXXCAGGAAACACGXXAAGAGXAAAGAA 

AACAXAXITGAGXAAAACACXAACXGAAGAGGAAGCCAAAAXGAIAGGCAXGXCCXIAXAXIACXCXCAAGXACG 

AAAAGCIGXAGACAACAXXXIAAGGCACCXIGAXAAAGAAGIAGGAAGGXGXAXGAXGCXGACXAAIGXACAGAX 

GTXAAACAAAGAACCGGAAGACAIGAXCACGGGIGAGAGAAAGCCAAAAAXAGAXCIXXXCAGGACCIGXGXXGC 

XGCXAXXCCXCGACIGCIICCXGAXGGGAXGXCAAAACXXGAACIXAXXGACXIACXGGCIAGGCXCICTAXXCA 

XAXGGATGAIGAAIXGCGACAXAXXGCACAAAAXICICIXCAGGGXXXACIXGXXGACXTCXCAGAXIGGAGGGA 

AGAXGXACIAXXIGGCXXXACCAACXXCCXGCXCCGGGAAGXAAAXGAXAXGCAXCACACACXCCXXGAIICGIC 

CCXGAAGXIGCTGCXGCAGCXGCXCACCCAGTGGAAACXAGXCAXCCAGACACAAGGAAAAGICXAXGAACAAGC 

CAACAAAAICAGAAAXICAGAGCXCAICGCAAAIGGCXCCAGXCACAGAAIICAGICGGAACGAGGXCCCCACXG 

CAGXGIACXCCACGCXGIAGAAGGIIIXGCICXGGIXXXACXCTGCAGIITCCAGGXGGCCACACGCAAACXGXC 

CGTIXXAAXACXCAAGGAAAXXCGAGCGIXGXXIAIIGCCCIGGGGCAGCCXGAGGAXGACGACAGGCCGAXGAX 

XGAXGICAXGGAICAGCXAAGIXCIXCCAXICXAGAAAGXIXXATXCAXGXAGCAGXXXCGGAXICAGCAACAXI 

ACCACICACCCACAAXGIGGAXCIGCAGXGGTIGGXGGAAXGGAACGCAGXCCIGGICAAXAGCCAXIAXGAIGX 

GAAAAGCCCIICCCAIGICIGGAIAIXXGCACAGXCIGXCAAAGACCCCXGGGICCXCIGCCXCIICAGCIICCI 

CCGGCAGGAGAACIXACCCAAGCACIGCCCCACAGCCCXCAGCXAIGCCIGGCCXXAXGCCXXCACICGGCICCA 

GXCGGIGAIGCCXCXGGIGGACCCAAAIAGCCCAAIIAATGCCAAGAAAACCAGCACIGCCGGCAGCGGAGACAA 

CXATGXXACXIXGIGGAGAAAXXACCXAAXXCXXXGIIXXGGAGXXGCAAAACCCAGXAXXAXGAGCCCAGGACA 

CXIAAGAGCXXCCACXCCAGAAAXAAIGGCGACCACACCXGAXGGXACAGIGAGCIACGAXAACAAGGCCAXAGG 

CACCCCAICGGXGGGAGTICXGXXAAAGCAGXIGGXGCCXIIGAXGAGACIAGAGAGCATXGAGAXCACAGAGXC 

CXXAGITXXAGGAXXXGGAAGAACAAAIXCCCXIGXXXICAGAGAAXXGGXAGAAGAACXXCAICCAXXAAXGAA 

AGAAGCICXGGAAAGAAGACCAGAGAACAAGAAACGCCGAGAACGGCGAGACXXGXXAAGGCIACAACXACXICG 
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FIGURE 360B 

AATTTTTGAACTTTTGGCTGATGCTGGTGTAATAAGTGACAGCACAAATGGAGCCCTAGAGCGGGATACTTTAGC 

CCTGGGAGCTTTGTTCTTAGAATATGTGGACTTGACCCGCATGCTCCTAGAAGCTGAAAATGACAAAGAAGTTGA 

AATTCTTAAAGATATCCGGGCACATTTTAGTGCAATGGTGGCCAACTTGATTCAGTGTGTTCCAGTTCACCACCG 

AAGATTTCTCTTCCCCCAGCAAAGTCTGAGGCACCACCTTTTCATCTTATTCAGCCAGTGGGCAGGACCCTTCAG 

CATTATGTTCACTCCTCTGGATCGTTACAGTGACAGAAATCATCAGATTACAAGATATCAGTATTGTGCATTAAA 

AGCAATGTCAGCAGTACTGTGCTGTGGCCCTGTCTTTGACAATGTGGGCCTTTCCCCAGATGGCTACCTATATAA 

ATGGCTTGACAACATTCTGGCTTGTCAAGATTTACGAGTTCATCAACTTGGCTGCGAAGTTGTTGTCTTGCTACT 

GGAACTTAATCCTGACCAAATAAATCTTTTTAACTGGGCAATTGACCGATGCTACACAGGTTCCTACCAACTTGC 

ATCTGGCTGCTTCAAAGCCATAGCAACTGTGTGTGGAAGCAGGAACTATCCCTTCGACATAGTGACATTGTTAAA 

CCTTGTTCTATTCAAGGCCTCTGACACCAACAGAGAGATTTATGAAATCTCCATGCAGCTCATGCAGATCCTTGA 

AGCAAAGCTTTTTGTATACTCAAAGAAAGTCGCTGAGCAAAGACCGGGAAGTATTCTCTATGGAACACACGGCCC 

GCTGCCACCCCTCTACAGCGTGTCACTCGCCCTCTTGTCATGTGAGCTGGCCAGGATGTACCCTGAGCTCACACT 

CCCCCTCTTCTCAGGTAAGCCAGCGATTCCCCACAACACACCCCAACGGGCGCCAGATCATGCTTACCTACCTGC 

TGCCCTGGCTGCACAACATCGAGCTGGTGGACAGCAGGCTCCTCCTCCCGGGTCGAGCCCCAGCAGCCCAGAGGA 

CGAAGTCAAGGACCGGGAAGGTGACGTGACTGCTTCTCACGGGCTGAGAGGT^AATGGCTGGGGCTCTCCAGAAGC 

CACGTCACTGGTCCTGAACAACCTCATGTACATGACGGCCAAGTATGGAGATGAAGTTCCTGGGCCAGAAATGGA 

AAATGCTTGGAATGCTTTAGCCAACAATGAGAAATGGAGCAACAACCTGAGGATCACCTTGCAGTTCCTGATTAG 

CCTCTGTGGGGTCAGCAGCGACACAGTTCTCCTACCCTATATTAAAAAAGTGGCAATATACTTGTGCCGTAACAA 

CACCATTCAAACCATGGAAGAGCTTCTCTTTGAGCTGCAGCAGACAGAACCCGTGAACCCCATCGTCCAGCATTG 

TGACAACCCGCCCTTCTACCGCTTCACGGCCAGTAGCAAGGCTTCCGCAGCAGCCTCAGGAACCACCTCTAGCAG 

CAATACAGTGGTTGCTGGCCAGGAAAATTTCCCAGATGCTGAGGAGAACAAGATATTGAAAGAATCTGATGAAAG 

GTTTAGTAATGTCATCAGAGCCCACACTCGCCTCGAGTCAAGATACAGCAATAGCTCTGGAGGATCCTACGATGA 

AGATAAAAATGATCCAATTTCTCCCTACACGGGCTGGTTGCTGACTATTACAGAGACCAAGCAGCCGCAGCCCTT 

ACCGATGCCTTGTACTGGAGGATGCTGGGCCCCCCTGGTTGACTATCTCCCGGAGACCATCACTCCCCGGGGGCC 

ACTCCACAGGTGCAATATTGCTGTAATTTTTATGACTGAAATGGTGGTGGATCACAGTGTACGAGAAGACTGGGC 

GCTTCATCTACCATTATTACTTCATGCTGTCTTCTTAGGTTTAGACCACTACCGGCCTGAAGTCTTTGAACACAG 

CAAAAAACTGCTTCTTCACCTCTTGATTGCCCTCTCTTGCAACAGCAATTTCCATTCCATTGCTTCCGTGCTCCT 

GCAGACCCGAGAGATGGGTGAAGCTAAGACTCTAACCGTGCAGCCAGCCTACCAACCTGAATATCTCTATACAGG 

TGGCTTTGACTTCCTGAGAGAGGACCAGTCATCCCCGGTGCCTGACTCAGGGCTTAGTTCAAGCTCCACCTCCTC 

TAGCATCAGTCTGGGAGGCAGCAGTGGAAACCTCCCACAGATGACCCAGGAGGTAGAAGATGTGGACACAGCTGC 

TGAAACAGATGAGAAGGCAAACAAGCTCATTGAGTTTCTCACGACCAGGGCATTTGGTCCACTTTGGTGCCATGA 

AGACATCACACCTAAAAATCAAAATTCAAAGAGTGCTGAACAGCTCACTAATTTTCTACGTCACGTTGTATCTGT 

ATTTAAAGATTCCAAATCAGGCTTCCATCTGGAGCACCAGTTGAGTGAAGTTGCATTGCAGACAGCCCTCGCAAG 

CTCTTCAAGGCACTATGCTGGTCGGTCCTTCCAGATATTCCGGGCCCTCAAGCAACCTCTGTCAGCACATGCCTT 

ATCTGACCTTCTCTCAAGATTGGTGGAGGTGATAGGAGAACATGGAGATGAGATTCAGGGTTATGTAATGGAAGC 

GCTCCTAACCTTGGAGGCGGCTGTGGATAACTTGTCTGACTGCTTGAAGAACAGTGACCTCCTAACTGTATTGTC 

CCGCTCTTCCTCACCAGATTTAAGCTCCAGCAGTAAACTAACAGCAAGCAGAAAGAGCACAGGACAACTAAACAT 

GAACCCGGGAACCACCAGCGGCAACACCGCAACTGCCGAACGGAGCCGGCATCAACGAAGCTTCTCTGTGCCCAA 

GAAGTTTGGTGTCATCGACCGATCCTCTGACCCACCTCGAAGTGCCACACTGGACAGAATTCAGGCTTGTACCCA 

ACAAGGCCTCTCCTCAAAAACCAGAAGCTCATCCTCCTTGAAGGACAGTCTCACGGACCCATCCCACATAAACCA 

TCCCACCAACCTGCTGGCCACCATATTCTGGGTCACAGTGGCCTTGATGGAGTCTGATTTTGAGTTTGAATACTT 

AATGGCCTTAAGGCTGTTGAGCAGACTACTGGCACATATGCCACTCGATAAGGCTGAGAACCGAGAAAAGCTTGA 

GAAACTCCAGGCACAGCTGAAGTGGGCCGACTTCTCCGGGCTGCAGCAGCTGCTGCTGAAAGGATTCACATCCCT 

CACCACCACAGACCTGACCCTGCAGCTCTTCAGTCTGCTGACACCAGTGTCCAAAATATCCATGGTGGATGCATC 

CCACGCTATTGGGTTTCCACTGAATGTCTTGTGTCTCCTGCCTCAGCTGATTCAGCATTTTGAAAATCCCAATCA 

GTTCTGTAAGGATATAGCCGAAAGGATTGCTCAGGTTTGTTTAGAAGAGAAGAACCCCAAACTTTCAAATCTTGC 

ACATGXCATGACTCTTTATAAAACGCACAGCTACACGAGGGACTGTGCCACGTGGGTCAATGTGGTCTGTCGATA 

CCTTCATGAAGCATATGCTGACATTACCTTGAATATGGTTACCTACCTGGCAGAGCTGCTGGAGAAGGGCCTCCC 
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FIGURE 360C 

TAGTGTGCAGCAGCCCCTGCTCCAGGTGATCTACAGTCTTCTCAGCTACATGGACCTTTCTGTCGTTCCTGTCAA 

ACAGTTCAATGTGGAAGTTCTGAAGACAATTGAAAAATATGTGCAAAGTGTTCACTGGAGAGAAGCTCTGAATAT 

CTTGAAGCTGGTAGTTTCTCGGTCAGCCAGCCTTGTTTTACCTTCATACCAGCACAGTGACCTCTCAAAAATAGA 

AATACATCGAGTGTGGACTAGTGCTTCCAAGGAATTACCTGGGAAAACCCTGGACTTCCACTTCGATATTTCGGA 

GACTCCAATCATCGGGAGGCGGTATGATGAGCTGCAGAATTCTTCTGGGCGTGATGGGAAGCCCAGGGCCATGGC 

CGTCACCCGGAGCACATCTTCCACTTCCTCAGGCTCCAACTCCAACGTCCTTGTTCCAGTGAGCTGGAAAAGGCC 

CCAGTATTCTCAGAAGAGAACAAAAGAGAAGTTGGTACATGTCCTXTCTCTGTGTGGCCAAGAAGTAGGATTGAG 

CAAAAATCCATCAGTGATTTTTTCATCGTGTGGGGATCTGGATCTGCTTGAGCACCAGACAAGCTTGGTATCTTC 

TGAGGACGGTGCCCGAGAGCAGGAGAACATGGATGACACAAACAGCGAGCAGCAGTTTAGAGTCTTCAGAGACTT 

CGACTTCCTAGATGTGGAGCTGGAGGATGGAGAGGGTGAGAGTATGGACAATTTCAACTGGGGAGTGCGCAGACG 

TTCTCTGGACAGCCTGGATAAGTGTGATATGCAGATTCTGGAGGAGCGCCAACTGTCAGGAAGCACTCCTAGCCT 

GAATAAAATGCACCATGAGGACTCCGATGAATCATCCGAGGAGGAGGACCTCACAGCCAGCCAGATCCTGGAGCA 

CTCAGACCTAATCATGACTCTCTCCCCCTCTGAAGAGACGAATCCCATGGAGCTGCTCACCACAGCCTGTGACTC 

GACCCCTGCAGAACCTCATTCCTTTAACACCAGAATGTCCAGCTTTGATGCTTCCTTGCCTGATATGAATAATCT 

GCAGATTTCTGAGGGTTCAAAGGCTGAAGCTGTTCGTGAGGAGGAGGACACCACCGTGCATGAGGATGATCTTTC 

TAGTTCCATCAATGAACTCCCAGCAGCTTTTGAATGCAGCGACAGCTTTAGCCTGGACATGACTGAGGGGGAAGA 

AAAAGGCAATCGGGCACTGGACCAGTTTACCCTGGCGAGCTTTGGAGAAGGTGACAGGGGAGTCTCTCCCCCTCC 

CTCGCCCTTCTTCTCAGCCATCCTTGCCGCCTTTCAGCCCGCAGCCTGTGACGATGCCGAGGAGGCCTGGCGCAG 

CCACATCAACCAGCTTATGTGTGACTCAGATGGCTCCTGTGCTGTGTATACATTTCATGTGTTCTCCTCCTTGTT 

TAAGAATATTCAGAAAAGGTTCTGCTTCCTAACCTGTGATGCAGCCAGTTACCTTGGAGATAACCTCCGGGGAAT 

CGGATCCAAATTTGTCAGCTCTTCCCAGATGCTCACCTCCTGCTCTGAATGTCCTACACTTTTTGTGGATGCCGA 

GACTCTCCTTTCATGTGGACTTCTGGACAAGCTCAAGTTCAGTGTGTTAGAACTGCAAGAATATTTGGATACCTA 

CAACAACAGGAAAGAGGCCACACTCTCTTGGCTTGCAAATTGTAAGGCAACATTTGCAGGGGGATCAAGAGATGG 

AGTAATTACCTGTCAACCAGGGGACTCCGAAGAAAAGCAATTGGAACTGTGTCAGAGATTATATAAGCTACACTT 

CCAGCTGCTATTGCTTTTTCAGTCCTACTGTAAGCTCATCGGCCAGGTGCACGAAGTTAGCTCCATGCCAGAGCT 

GCTGAATATGTCCAGGGAACTGAGTGACCTAAAGAAACACCTGAAGGAAGCCAGTGCAGTCATTGCAGCTGACCC 

TCTCTATTCAGACGGCGCGTGGTCCGAGCCCACCTTCACGTCCACTGAAGCAGCCATCCAGTCCATGCTGGAGTG 

CCTGAAGAACAACGAACTCGGCAAAGCTTTGCGGCAGATCAGGGAGTGCAGAAGTCTGTGGCCCAATGACATCTT 

TGGAAGCAGTTCTGATGATGAGGTCCAGACACTACTGAATATTTATTTCCGTCACCAAACTCTGGGACAGACGGG 

TACTTATGCCCTGGTGGGGTCTAACCAGAGCCTGACCGAGATCTGCACCAAGCTGATGGAGCTGAACATGGAGAT 

CCGGGACATGATCCGCAGGGCCCAGAGTTACCGAGTCCTCACTACTTTTCTTCCAGACTCCAGTGTTTCTGGCAC 

TAGTCTCTGACAGGAGCCTCCTGTCCCCACTGGGTTCCAAACTGCAGTGCTGCCATGCTGGGGCAACGTCATTCA 

GTGTCTTCTCGGCCTTCAAAAGGCTTGGACAGACTGTTCTCCCTCTTGTTACCTGTAGGGCTTTTTCTAAAGAGG 

ATGGCAGAACTTCCAACGTGTAGCAATACTATAAGAACCAAGGTAGCTTAGAACGTCCTGGACAGACTCCACTCA 

TCATGCTGTGTGGCACAAATGTGTTACATTTGACCGAGCATATGCAACTCGCTACTGAAGAAGTGACTTCCGTTG 

CATACCAAAGCCGACTACACTGAACAGTACCTTCCTTTCTAGAAACAATTTTAGATTGGCAAAAGTGCAATGTTT 

TCTTCACTCAAAAAATTTTATATTCTCAAACATGTATATTCTTTCCCTGTCTTGTTCCATTTTCTTTTCTTTTTT 

CTTTTTTCTTTTTCCTTTCTTTCGTGGGCTGAGAAAGGGGCAGGCAAAATGAAGCTGGCCACTGAAAACTGTAAG 

ATGGTCAAAAGCTGACAGCCTGTGTATGTGAAAAGGGAATTGTAAATGGACTGCAATGTAATGTACACTGTAATT 

TGAATACAATTACTGTATCTAAAAGGAGCTGCTATGAAGTACCTTTCTTATGTTGCTAGGCTACTGTTTCTGAAA 

GCCCTGGATCTCTTTGCACCAAAAATGGTCCAGATAGACTCTTTTTAAGGATCTTGGCTGCTTTTTACTAGAAGG 

TTGCTTTTATGAGCATATTTATACTGCTGAAGGATGAGTGTTAATTTTAATTAACTTTGCCGTTTTGTAGAGAAA 

ACTATTCACAAGATAAATTCCAAGTCTTTTCACCTGTCAGGCATGCATATTTTAATATCTGTTTGGATAGTCAGA 

AGTAGAATCATAAAGGTAAAATATGAGTTGTTACTTTGTTTCXTCGATGTCATATTTTATGTGTAATATATATGT 

AAAGGGCCATTCTTAAGTTCTCTCCTTAAACTTAATGCTGTCAAGTGTTAGATGTGTGCATGTGAACTTGTTGCA 

CTGCAGAAACATATTCAGAGTTTATCTATGTAACTTATTCACTCTGTAAATACATTTAAAGTTTTTGTGATGTAA 

GCTTAATTGATATTCTGTTCAGAACTTTCTTTAGACTAAAAAAAAAAAAAAAAGACAAA 
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FIGURE 361 

MASQQDSGFFEISIKYLLKSWSNTSPVGNGYIKPPVPPASGTHREKGPPTMLPINVDPDSKPGEYVLKSLFVNFT 
TQAERKIRIIMAEPLEKPLTKSLQRGEDPQFDQVISSMSSLSEYCLPSILRTLFDWYKRQNGIEDESHEYRPRTS 
NKSKSDEQQRDYLMERRDLAIDFIFSLVLIEVLKQIPLHPVIDSLIHDVINLAFKHFKYKEGYLGPNTGNMHIVA 
DLYAEVIGVLAQAKFPAVKKKFMAELKELRHKEQNPYVVQSIISLIMGMKFFRIKMYPVEDFEASLQFMQECAHY 
FLEVKDKDIKHALAGLFVEILVPVAAAVKNEVNVPCLRNFVESLYDTTLELSSRKKHSLALYPLVTCLLCVSQKQ 
LFLNRWHIFLNNCLSNLKNKDPKMARVALESLYRLLWVYMIRIKCESNTATQSRLITIITTLFPKGSRGWPRDM 
PLNIFVKIIQFIAQERLDFAMKEIIFDFLCVGKPAKAFSLOT 

PSGNTLRVKKTYLSKTLTEEEAKMIGMSLYYSQVRKAVDNILRHLDKEVGRCMMLTNVQMLNKEPEDMITGERKP 
KIDLFRTCVAAIPRLLPDGMSKLELIDLLARLSIHMDDELRHIAQNSLQGLLVDFSDWREDVLFGFTNFLLREVN 
DMHHTLLDSSLKLLLQLLTQWKLVIQTQGKVYEQANKIRNSELIANGSSHRIQSERGPHCSVLHAYEGFALVLLC 
SFQVATRKLSVLILKEIRALFIALGQPEDDDRPMIDVMDQLSSSILESFIHVAVSDSATLPLTHNVDLQWLVEWN 
AVTjWSHYDVKSPSHWIFAQSVKDPWVLCLFSFLRQENLPKHCPTALSYAWPYAFTRLQSVMPLVDPNSPINAK 
KTSTAGSGDNYVTLWRNYLILCFGVAKPSIMSPGHLRASTPEIMATTPDGTVSYDNKAIGTPSVGVLLKQLVPLM 
RLESIEITESLVLGFGRTNSLVFRELVEELHPLMKEALERRPENKKRRERRDLLRLQLLRIFELLADAGVISDST 
NGALERDTLALGALFLEYVDLTRMLLEAENDKEVEILKDIRAHFSAMVANLIQCVPVHHRRFLFPQQSLRHHLFI 
LFSQWAGPFSIMFTPLDRYSDRNHQITRYQYCALKAMSAVLCCGPVFDNVGLSPDGYLYKWLDNILACQDLRVHQ 
LGCEVWLLLELNPDQINLFNWAIDRCYTGSYQLASGCFKAIATVCGSRNYPFDIVTLLNLVLFKASDTNREIYE 
ISMQLMQILEAKLFVYSKKVAEQRPGSILYGTHGPLPPLYSVSLALLSCELARMYPELTLPLFSGKPAIPHNTPQ 
RAPDHAYLPAALAAQHRAGGQQAPPPGSSPSSPEDEVKDREGDVTASHGLRGNGWGSPEATSLVLNNLMYMTAKY 
GDEVPGPEMENAWNALAKnSTEKWSNNL^ 

EPVNPIVQHCDNPPFYRFTASSKASAAASGTTSSSNTWAGQENFPDAEENKILKESDERFSNVIRAHTRLESRY 
SNSSGGSYDEDKNDPISPYTGWLLTITETKQPQPLPMPCTGGCWAPLVDYIiPETITPRGPLHRCNIAVIFMTEMV 
VDHSVREDWALHLPLLLHAVFLGLDHYRPEVFEHSKKLLLHLLIALSCNSNFHSIASVLLQTREMGEAKTLTVQP 
AYQPEYLYTGGFDFLREDQSSPVPDSGLSSSSTSSSISLGGSSGNLPQMTQEVEDVDTAAETDEKANKLIEFLTT 
RAFGPLWCHEDITPKNQNSKSAEQLTNFLRHWSVFKDSKSGFHLEHQLSEVALQTALASSSRHYAGRSFQIFRA 
LKQPLSAHALSDLLSRLVEVIGEHGDEIQGYVMEALLTLEAAVDNLSDCLKNSDLLTVLSRSSSPDLSSSSKLTA 
SRKSTGQLNMNPGTTSGNTATAERSRHQRSFSVPKKFGVIDRSSDPPRSA 
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FIGURE 362 

TTCCCCCCCCCCCCCCCCCCCCCCGCCCGAGCACAGGACACAGCTGGGTTCTGAAGCTTCTGAGTTCTGCAGCCT 
CACCTCTGAGAAAACCTCTTTTCCACCAATACC ATGfi AGCTCTGCGTGACTGTCCTGTCTCTCCTCATGCTAGTA 
GCTGCCTTCTGCTCTCCAGCGCTCTCAGCACCAATGGGCTCAGACCCTCCCACCGCCTGCTGCTTTTCTTACACC 
GCGAGGAAGCTTCCTCGCAACTTTGTGGTAGATTACTATGAGACCAGCAGCCTCTGCTCCCAGCCAGCTGTGGTA 
TTCCAAACCAAAAGAAGCAAGCAAGTCTGTGCTGATCCCAGTGAATCCTGGGTCCAGGAGTACGTGTATGACCTG 
GAACTGAACTGAGCTGCTCAGAGACAGGAAGTCTTCAGGGAAGGTCACCTGAGCCCGGATGCTTCTCCATGAGAC 
ACATCTCCTCCATACTCAGGACTCCTCTCCGCAGTTCCTGTCCCTTCTCTTAATTTAATCTTTTTTATGTGCCGT 
GTTATTGTATTAGGTGTCATTTCCATTATTTATATTAGTTTAGCCAAAGGATAAGTGTCCTATGGGGATGGTCCA 
CTGTCACTGTTTCTCTGCTGTTGCAAATACATGGATAACACATTTGATTCTGTGTGTTTTCCATAATAAAACTTT 
AAAATAAAATGCAGACAGTTA 
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FIGURE 363 

MKLCVTVLSLLMLVAAFCSPALSAPMGSDPPTACCFSYTARKLPRNFWDYYETSSLCSQPAVVFQTKRSKQVCA 
DPSESWVQEYVYDLELN 
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FIGURE 364 

GGCACGAGGCCTCGTGCCGCCGGGCTCTTGGTACCTCAGCGCGAGCGCCAGGCGTCCGGCCGCCGTGGCTATGTT 

CGTGTCCGATTTCCGCAAAGAGTTCTACGAGGTGGTCCAGAGCCAGAGGGTCCTTCTCTTCGTGGCCTCGGACGT 

GGATGCTCTGTGTGCGTGCAAGATCCTTCAGGCCTTGTTCCAGTGTGACCACGTGCAATATACGCTGGTTCCAGT 

TTCTGGGTGGCAAGAACTTGAAACTGCATTTCTTGAGCATAAAGAACAGTTTCATTATTTTATTCTCATAAACTG 

TGGAGCTAATGTAGACCTATTGGATATTCTTCAACCTGATGAAGACACTATATTCTTTGTGTGTGACACCCATAG 

GCCAGTCAATGTCGTCAATGTATACAACGATACCCAGATCAAATTACTCATTAAACAAGATGATGACCTTGAAGT 

TCCCGCCTATGAAGACATCTTCAGGGATGAAGAGGAGGATGAAGAGCATTCAGGAAATGACAGTGATGGGTCAGA 

GCCTTCTGAGAAGCGCACACGGTTAGAAGAGGAGATAGTGGAGCAAACCATGCGGAGGAGGCAGCGGCGAGAGTG 

GGAGGCCCGGAGAAGAGACATCCTCXTTGACTACGAGCAGTATGAATATCATGGGACATCGTCAGCCATGGTGAT 

GTTTGAGCTGGCTTGGATGCTGTCCAAGGACCTGAATGACATGCTGTGGTGGGCCATCGTTGGACTAACAGACCA 

GTGGGTGCAAGACAAGATCACTCAAATGAAATACGTGACIGATGTTGGTGTCCTGCAGCGCCACGTTTCCCGCCA 

CAACCACCGGAACGAGGATGAGGAGAACACACTCTCCGTGGACTGCACACGGATCTCCTTTGAGrATGACCXCCG 

CCTGGTGCTCTACCAGCACTGGTCCCTCCATGACAGCCTGTGCAACACCAGCTATACCGCAGCCAGGTTCAAGCT 

GTGGTCTGTGCATGGACAGAAGCGGCTCCAGGAGTTCCTXGCAGACATGGGTCTXCCCCTGAAGCAGGTGAAGCA 

GAAGIICCAGGCCAXGGACAXCXCCXXGAAGGAGAAIIXGCGGGAAAIGAIXGAAGAGXCIGCAAAXAAAIXIGG 

GAXGAAGGACAXGCGCGIGCAGACIIICAGCAIXCAIXXIGGGXXCAAGCACAAGIIICIGGCCAGCGACGXGGX 

CIXIGCCACCAXGXCIXXGAXGGAGAGCCCCGAGAAGGAXGGCXCAGGGACAGAICACIXCAICCAGGCICXGGA 

CAGCCXCICCAGGAGIAACCIGGACAAGCIGIACCAIGGCCIGGAACXCGCCAAGAAGCAGCIGCGAGCCACCCA 

GCAGACCAXXGCCAGCIGCCIIIGCACCAACCXCGXCAXCICCCAGGGGCCIIICCXGXACIGCXCICXCAXGGA 

GGGCACICCAGAXGXCAXGCXGXICICXAGGCCGGCAICCCIAAGCCXGCICAGCAAACACCIGCTCAAGXCCXX 

XGIGIGIICGACAAAGAACCGGCGCXGCAAACXGCIGCCCCXGGXGAXGGCXGCCCCCCXGAGCAIGGAGCAXGG 

CACAGXGACCGXGGXGGGCAXCCCCCCAGAGACCGACAGCICGGACAGGAAGAACIXXXXXGGGAGGGCGXXIGA 

GAAGGCAGCGGAAAGCACCAGCICCCGGAIGCXGCACAACCAXIXIGACCICXCAGIAAXXGAGCXGAAAGCIGA 

GGAXCGGAGCAAGIXXCIGGACGCACIIAXXXCCCXCCIGXCCTAGGAAXIXGAXICXXCCAGAAIGACCXICXI 

ATTTATGTAACTGGCTTTCATTTAGATTGTAAGTTATGGACATGATTTGAGATGTAGAAGCCATTTTITATTAAA 

TAAAATGCTTATTTTAGGCTCCGTCCCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 365 

MFVSDFRKEFYEWQSQRVLLFVASDVDALCACKILQALFQCDHVQYTLVPVSGWQELETAFLEHKEQFHYFILI 
NCGANVDLLDILQPDEDTIFFVCDTHRPVNVVNVYNDTQIKLLIKQDDDLEVPAYEDIFRDEEEDEEHSGNDSDG 
SEP SEKRTRLEEE I VEQTMRRRQRREWEARRRD I LFD YEQ YE YHGTS S AMVMFELAWMLSKDLNDMLWWAI VGLT 
DQWVQDKITQMKYVTDVGVLQRHVSRHNHRNEDEENTLSVDCTRISFEYDLRLVLYQHWSLHDSLCNTSYTAARF 
KLWSVHGQKRLQEFLADMGLPLKQVKQKFQAMDISLKENLREMIEESANKFGMKDMRVQTFSIHFGFKHKFLASD 
WFATMSLMESPEKDGSGTDHFIQALDSLSRSNLDKLYHGLELAKKQLRATQQTIASCLCTNLVISQGPFLYCSL 
MEGTPDVMLFSRPASLSLLSKHLLKSFVCSTKNRRCKLLPLVMAAPLSMEHGTVTWGIPPETDSSDRKNFFGRA 
FEKAAESTSSRMLHNHFDLSVIELBCAEDRSKFLDALISLLS 
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FIGURE 366 

gcgggattttcaagcgtaggcccccgggaactcgagctgccat^vgcctctgggtggacaagtatcggccctgct 
ccttgggacggctggactatcacaaggagcaggcggcccagctgcggaacctggtgcagtgtggtgactttcctc 
atctgttagtgtacggaccatcaggtgctggaaaaaagacaagaattatgtgtattctacgtgaactttatggtg 
ttggagtggaaaaattgagaattgaacatcagaccatcacaactccatctaaaaaaaaaattgaaattagcacca 
ttgcaagtaactaccaccttgaagttaatcctagtgatgctggaaatagtgaccgagtagtcattcaggagatgt 
tgaaaacagtggcacaatcacaacaacttgaaacaaactctcaaagggattttaaagtggtattattgacagaag 
ttgacaaactcaccaaagatgctcagcatgccttgcgaagaaccatggaaaaatatatgtctacctgcagattga 
tcttgtgctgcaattctacatctaaagtgatcccacctattcgtagtaggtgcttggcggttcgtgtgcctgctc 
ccagcattgaagatatttgccacgtgttatctactgtgtgtaagaaggaaggtctgaatcttccttcacaactgg 
ctcatagacttgcagagaagtcttgtagaaatctcagaaaagccctgcttatgtgtgaagcctgcagagtgcaac 
aatatccttttactgcagatcaagaaatccctgagacagattgggaggtgtatctgagggagactgcaaatgcta 
ttgtcagtcagcaaactccacaaaggctccttgaagttcgtggaaggctgtatgagcttctaactcattgtattc 
ctcctgagataataatgaagggccttctctcagaactgttacataattgtgatggacaactgaaaggggaggtgg 
cacaaatggcagcttactatgagcatcgtctacagctgggtagcaaagccatttatcacttggaagcgtttgtgg 
ccaAattcatggcactttataagaagttcatggaggatggattggaaggcatgatgttc tgac ttctgtcagtta 
ttcttgcaaagatttctcagtatcagtatttacatacagcttatattaaaagagctgtgggtaaattaactgaac 
ttaatcatgtcgtatttgcgtttttttggtaataacttctctgtgaactattaatcatcctctgagttaaataat 
tgctcctatactattgaagtatgtagttttgtacataacttagagactttagagtctaagaaaatgatcttaatt 
tactttaagcattggttattcaagtattcattgttgatcctcctattctcttccgtctaatctctcacctgctaa 
aggagatttacacattagaaagcaaagattattttcatttatccagatgaccattttctgccacaggtaacatga 

TTGTTTGACACACCATTATATTTAATTCTAGTTTCTCTCAATGAATAATTGTATTTTTGTAGGAAATGTAAGATT 
TCATTCTGAAACATAATTATTGGTATGGACAAAATTGCAGATACCATTTCTGTTGAGGCTGCAGATTTCCAACTT 
TTATTTCAGTGGTTCAGATTAGTATTAGGTCGGTACTAAGAAATAAGCATGTTTTCACTAATTTAAGTACTTGAG 
ACTCTTGAAGAAAATTCAGAATGAAGTTCTGGAGAAAGGTATGTTACTGTAGTAATTACTCTTTGAACAGGTTTT 
GTGTTTTGTCATTAGCTCTGCCCTTTTTAATTAAATATTTTGGTTCATGGACCAAAGGGTTTACTTGACAAATTT 
GTGTGACAGACTCCGAACAATTCCTTTACTACGAAGTATAATTTATAAAATAAAATATACCCATTTTAAGGGTAC 
AGTTTGATTTTTGACCAGTGAAACTATGATCCCAATCAAGGTATAGATGCCGTCACCCCAAAAAGTTCCCTCCAT 
ATCCCTTTGCAGTCAGXTCATCCCTACCCTGGCCCAGATGATCACTGATCTTGTCATTATAGATGAGTTTTGCCA 
GTTCAAGAATTTAATGGAATCAGATATTGTAAGCATTCTTGTGTAATACTTCATTCrCTCTCATTATTGAGATTC 
ATCCATATTGTTGAATGTTTCACTAGTTAATGTTTATTGTTCAATATTTTTGTATATACTTrTAAAGCCTATTCA 
CTTGCTGATGGATCTTTGGTTTGTTTCCAGGTTTGGTTATTATGAATAAAGTTGCTGTGAATAAAAAAAAAAAAA 
AAAAAA 
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FIGURE 367 

MSLWVDKYRPCSLGRLDYHKEQAAQLRNLVQCGDFPHLLVYGPSGAGKKTRIMCILRELYGVGVEKLRIEHQTIT 
TPSKKKIEISTIASNYHLEVNPSDAGNSDRWIQEMLKTVAQSQQLETNSQRDFKWLLTEVDKLTKDAQHALRR 
TMEKYMSTCRLILCCNSTSKVIPPIRSRCLAVRVPAPSIEDICHVLSTVCKKEGLNLPSQLAHRLAEKSCRNLRK 
ALLMCEACRVQQYPFTADQEIPETDWEVYLRETANAIVSQQTPQRLLEVRGRLYELLTHCIPPEIIMKGLLSELL 
HNCDGQLKGEVAQMAAYYEHRLQLGSKAIYHLEAFVAKFMALYKKFMEDGLEGMMF 
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FIGURE 368 

CGAGCTGCC ATGA GCCTCTGGGTGGACAAGTATCGGCCCTGCTCCTTGGGACGGCTGGACTATCACAAGGAGCAG 
GCGGCCCAGCTGCGGAACCTGGTGCAGTGTGGTGACTTTCCTCATCTGTTAGTGTACGGACCATCAGGTGCTGGA 
AAAAAGACAAGAATTATGTGTATTTTACGTGAACTTTATGGTGTTGGAGTGGAAAAATTGAGAATTGAACATCAG 
ACCATCACAACTCCATCTAAAAAAAAAATTGAAATTAGCACCATTGCAAGTAACTACCACCTTGAAGTTAATCCT 
AGTGATGCTGGAAATAGTGACCGAGTAGTCATTCAGGAGATGTTGAAAACAGTGGCACAATCACAACAACTTGAA 
ACAAACTCTCAAAGGGATTTTAAAGTGGTATTATTGACAGAAGTTGACAAACTCACCAAAGATGCTCAGCATGCC 
TTGCGAAGAACCATGGAAAAATATATGTCTACCTGCAGATTGATCTTGTGCTGCAATTCTACATCTAAAGTGATC 
CCACCTATTCGTAGTAGGTGCTTGGCGGTTCGTGTGCCTGCTCCCAGCATTGAAGATATTTGCCACGTGTTATCT 
ACTGTGTGTAAGAAGGAAGGTCTGAATCTTCCTTCACAACTGGCTCATAGACTTGCAGAGAAGTCTTGTAGAAAT 
CTCAGAAAAGCCCTGCTTATGTGTGAAGCCTGCAGAGTGCAACAATATCCTTTTACTGCAGATCAAGAAATCCCT 
GAGACAGATTGGGAGGTGTATCTGAGGGAGACTGCAAATGCTATTGTCAGTCAGCAAACTCCACAAAGGCTCCTT 
GAAGTTCGTGGAAGGCTGTATGAGCTTCTAACTCATTGTATTCCTCCTGAGATAATAATGAAGGGCCTTCTCTCA 
GAACTGTTACATAATTGTGATGGACAACTGAAAGGGGAGGTGGCACAAATGGCAGCTTACTATGAGCATCGTCTA 
CAGCTGGGTAGCAAAGCCATTTATCACTTGGAAGCGTTTGTGGCCAAATTCATGGCACTTTATAAGAAGTTCATG 
GAGGATGGATTGGAAGGCATGATGTTCTGACTTCTGTCAGTTATTCTTGCAAAGATTTCTCAGTATCAGTATTTA 
CATACAGCTTATATTAAAAGAGCTGTGGGTAAATTAACTGAACTTAATCATGTCGTATTTGGGTTTTTTTGGTAA 
TAACTTCTCTGTGAACTATTAATCATCCTCTGAGTTAAATAATTGCTCCTATACTATTGAAGTATGTAGTTTTGT 
ACATAACTTAGAGACTTTAGAGTCTAAGAAAATGATCTTAATTTACTTTAAGCATTGGTTATTCAAGTATTCATT 
GTTGATCCTCCTATTCTCTTCCGTCTAATCTCTCACCTGCTAAAGGAGATTTACACATTAGAAAGCAAAGATTAT 
TTTCATTTATCCAGATGACCATTTTCTGCCACAGGTAACATGATTGTTTGACGG 
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FIGURE 369 

MSLWVDKYRPCSLGRLDYHKEQAAQLRNLVQCGDFPHLLVYGPSGAGKKTRIMCILRELYGVGVEKLRIEHQTIT 
TPSKKKIEISTIASNYHLEVNPSDAGNSDRWIQEMLKTVAQSQQLETNSQRDFKWLLTEVDKLTKDAQHALRR 
TMEKYMSTCRLILCCNSTSKVIPPIRSRCLAVRVPAPSIEDICHVLSTVCKKEGLNLPSQLAHRLAEKSCRNLRK 
ALLMCEACRVQQYPFTADQEIPETDWEVYLRETANAIVSQQTPQRLLEVRGRLYELLTHCIPPEIIMKGLLSELL 
HNCDGQLKGEVAQMAAYYEHRLQLGSKAIYHLEAFVAKFMALYKKFMEDGLEGMMF 
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FIGURE 370 

AGTCTCCGGCGAGTTGTTGCCTGGGCTGGACGTGGTTTTGTCTGCTGCGCCCGCTCTTCGCGCTCTCGTTTCATT 
TTCTGCAGCGCGCCACGAGGMGGCCCACAAGCAGATCTACTACTCGGACAAGTACTTCGACGAACACTACGAGT 
ACCGGCATGTTATGTTACCCAGAGAACTTTCCAAACAAGTACCTAAAACTCATCTGATGTCTGAAGAGGAGTGGA 
GGAGACTTGGTGTCCAACAGAGTCTAGGCTGGGTTCATTACATGATTCATGAGCCAGAACCACATATTCTTCTCT 
TTAGACGACCTCTTCCAAAAGATCAACAAAAATGAAGTTTATCTGGGGATCGTCAAATCTTTTTCAAATTTAATG 
TATATGTGTATATAAGGTAGTATTCAGTGAATACTTGAGAAATGTACAAATCTTTCATCCATACCTGTGCATGAG 
CTGTATTCTTCACAGCAACAGAGCTCAGTTAAATGCAACTGCAAGTAGGTTACTGTAAGATGTTTAAGATAAAAG 
TTCTTCCAGTCAGTTTTTCTCTTAAGTGCCTGTTTGAGTTTACTGAAACAGTTTACTTTTGTTCAATAAAGTTTG 
TATGTTGCATTTAAAAAAAAAAAAAAA 
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FIGURE 371 

MAHKQIYYSDKYFDEHYEYRHVMLPRELSKQVPKTHLMSEEEWRRLGVQQSLGWVHYMIHEPEPHILLFRRPLPK 
DQQK 



i 
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FIGURE 372 

GAATTCCCAAACGTGCACAGGGGAGTGAGGGCAGGGCGCTCGCAGGGGGCACGCAGGGAGGGCCCAGGGCGCCAG 
GGAGGCCGCGCCGGGCTAATCCGAAGGGGCTGCGAGGTCAGGCTGTAACCGGGTCAATGTGTGGAATATTGGGGG 
GCTCGGCTGCAGACTTGGCCAAATGGACGGGACTATTAAGGAGGCTCTGTCGGTGGTGAGCGACGACCAGTCCCT 
CTTTGACTCAGCGTACGGAGCGGCAGCCCATCTCCCCAAGGCCGACATGACTGCCTCGGGGAGTCCTGACTACGG 
GCAGCCCCACAAGATCAACCCCCTCCCACCACAGCAGGAGTGGATCAATCAGCCAGTGAGGGTCAACGTCAAGCG 
GGAGTATGACCACATGAATGGATCCAGGGAGTCTCCGGTGGACTGCAGCGTTAGCAAATGCAGCAAGCTGGTGGG 
CGGAGGCGAGTCCAACCCCATGAACTACAACAGCTATATGGACGAGAAGAATGGCCCCCCTCCTCCCAACATGAC 
CACCAACGAGAGGAGAGTCATCGTCCCCGCAGACCCCACACTGTGGACACAGGAGCATGTGAGGCAATGGCTGGA 
GTGGGCCATAAAGGAGTACAGCTTGATGGAGATCGACACATCCTTTTTCCAGAACATGGATGGCAAGGAACTGTG 
TAAAATGAACAAGGAGGACTTCCTCCGCGCCACCACCCTCTACAACACGGAAGTGCTGTTGTCACACCTCAGTTA 
CCTCAGGGAAAGTTCACTGCTGGCCTATAATACAACCTCCCACACCGACCAATCCTCACGATTGAGTGTC2^AAGA 
AGACCCTTCTTATGACTCAGTCAGAAGAGGAGCTTGGGGCAATAACATGAATTCTGGCCTCAACAAAAGTCCTCC 
CCTTGGAGGGGCACAAACGATCAGTAAGAATACAGAGCAACGGCCCCAGCCAGATCCGTATCAGATCCTGGGCCC 
GACCAGCAGTCGCCTAGCCAACCCTGGAAGCGGGCAGATCCAGCTGTGGCAATTCCTCCTGGAGCTGCTCTCCGA 
CAGCGCCAACGCCAGCTGTATCACCTGGGAGGGGACCAACGGGGAGTTCAAAATGACGGACCCCGATGAGGTGGC 
CAGGCGCTGGGGCGAGCGGAAAAGCAAGCCCAACATGAATTACGACAAGCTGAGCCGGGCCCTCCGTTATTACTA 
TGATAAAAACATTATGACCAAAGTGCACGGCAAAAGATATGCTTACAAATTTGACTTCCACGGCATTGCCCAGGC 
TCTGCAGCCACATCCGACCGAGTCGTCCATGTACAAGTACCCTTCTGACATCTCCTACATGCCTTCCTACCATGC 
CCACCAGCAGAAGGTGAACTTTGTCCCTCCCCATCCATCCTCCATGCCTGTCACTTCCTCCAGCTTCTTTGGAGC 
CGCATCACAATACTGGACCTCCCCCACGGGGGGAATCTACCCCAACCCCAACGTCCCCCGCCATCCTAACACCCA 
CGTGCCTTCACACTTAGGCAGCTACTACTA^AGCTTCTTCTAGCTGAAGCCCATCCTGCACACTTACTGGATGC 
TTTGGACTCAACAGGACATATGTGGCCTTGAAGGGAAGACAAAACTGGATGTTCTTTCTTGTTGGATAGAACCTT 
TGTATTTGTTCTTTAAAAACATTTTTTTTAATGTTGGTAACTTTTGCTTCCTCTACCTGAACAAAGAGArGAATA 
ATTCCATGGGCCAGTATGCCAGTTTGAATTCTCAGTCTCCTAGCATCTTGTGAGTTGCATATTAAGATTACTGGA 
ATGGTTAAGTCATGGTTCTGAGAAAGAAGCTGTACGTTTTCTTTATGTTTTTATGACCAAAGCAGTTTCTTGTCA 
ATACACGGGGTTCAGTATGACACAGAATCATGGACTTAACCCGTCATGTTCTGGTTTGAGATTTAGTGACAAATA 
GAGGTGGGAAGCTTATAATCTAATTTTAGGAGGACCAAATTCAGCGGATGGCAACTGGAACATTGATTGTAAGGC 
CAGTGAAGTTTTCACCCAACTGGAATTTGATGGAAAGAAGGTTTGTGTGTTTAAGACGCCAAGGGCATTGCAGAA 
TCCCTCTCAGTGGACAGTATGCACTCAGCTGACCACTCTCTCTAGAAATAGTCAAGATATGAACTAAGAAATTTT 
AATGCAAATACATACATTCCTGAAAGACGGGGAATTAAATTACTAAXTTTTTTTTTTTAAATGATGACAGTGGTC 
CCAGAACTTGGAAAAGTTGTAGGGATTTCTAAACTCAAGCAGATTCGCAAGTGCTGTGCGCTTGTCAGACCATCA 
GACCAGGGCCAACCAATCAGAAGGCAACTTACTGTATAAATTATGCAGAGTTATTTTCCTATATCTCACAGTATT 
AAAAAATAAATAATTAAAAATTAAGAATAAATAAACGAGTTGACCTCGGTCACAAAAGCAGTTTTACTATCGAAT 
CAATCGCTGTTATTTTTTTTTAATGTAATTTGTACATCTTTTTTCAATCTGTACATTTGGGCTGTCTTGTATGTT 
TTTATGCTCCTTTTTAAAAAGCATAATATGCCTATAGCTGAAAAGGAAACAGGGCTGTTTAAGTCACTGACTTAT 
GAGAAAGCAAAGCACTGGTACAGTTATTTAACAGGCATACACAAGCAGGGAAAAGATAATCCATTTAGATCTTTA 
ATGCTTTGGAAATGCGTGTAACAGTACTGCAATAATCACAGCTCTGGGAAAAACAACGAAACTTTCCCTTGTGGA 
GAGGAGGGATTTTCCTGCTCTATATAAGCAACATATTTTTAGACATTAAAATATATATAATTTTGCAGGTAATTG 
TTGACTTTTTTAACTATATTAAGTGTTAAGCTGACAACTGTCAAAGAAGACCATGTTGTAAAATAATTTGACTAA 
ATAAATGGTTCCTTCTCTCAAAAAAAAAAAAA 
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FIGURE 373 

MDGTIKEALSVVSDDQSLFDSAYGAAAHLPKADMTASGSPDYGQPH 

SRESPVDCSVSKCSKLVGGGESNP^5NYNSYMDEKNGPPPP1^TTNERRVIVPADPTLWTQEHVRQWLEWAIKEY^ 
LMEIDTSFFQNiynDGKELCKMNKEDFLRATTLYNTEVLLSHLSYLRESSLLAYNTTSHTDQSSRLSVKEDPSYDSV 
RRGAWGNNMNSGLNKSPPLGGAQTISKNTEQRPQPDPYQILGPTSSRLANPGSGQIQLWQFLIiELLSDSANASCI 
TWEGTNGEFKMTDPDEVARRWGERKSKPNMNYDKLSRALRYYYDKNIMTKVHGKRYAYKFDFHGIAQALQPHPTE 
SSMYKYPSDISYMPSYHAHQQKVNFVPPHPSSMPVTSSSFFGAASQYWTSPTGGIYPNPNVPRHPNTHVPSHLGS 
YY 
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FIGURE 374A 

CGGCGCGGGTGTTGAGAGCGGTGTGGTAGGTGTTGTAGCCGCTATGGTGAAGTTCGCTTTGTAGCGGCCCCGGCT 
AGAGAGTTGGCCTGTTCCCTGCCTTTGTGACCCGGAGGAGCTTTTGGGGGTGCGTCAAGCCCCTGGCCTGAGGCA 
GCGAACTGGTTTGTGGCCTGTTTGATTCCTGTCAGAGGTTTGCTGACCCAAGACAGTATCGAAAATGCATATTAA 
GTCAATTATTCTAGAGGGATTCAAGTCCTATGCTCAGAGGACCGAAGTCAATGGTTTTGACCCCCTCTTCAATGC 
TATCACTGGCTTAAATGGTAGTGGGAAATCCAACATATTGGACTCCATCTGCTTTTTACTGGGCATCTCCAACCT 
GTCTCAGGTTCGGGCTTCTAATTTACAAGATTTAGTTTACAAAAATGGGCAGGCTGGTATTACCAAAGCCTCTGT 
GTCAATCACTTTTGATAATTCTGACAAAAAGCAAAGTCCTTTAGGATTTGAGGTTCATGATGAAATCACAGTAAC 
AAGGCAGGTGGTTATTGGTGGTAGAAATAAATATTTAATCAATGGAGTCAATGCCAACAACACCAGAGTACAGGA 
TCTCTTCTGTTCTGTTGGCCTTAATGTTAACAACCCTCACTTTCTCATCATGCAGGGCCGAATTACAAAAGTATT 
GAATATGAAACCACCAGAGATTTTATCCATGATAGAAGAAGCAGCTGGAACCAGGATGTATGAATACAAAAAAAT 
AGC TGC AC AG AAAAC TATAGAAAAAAAGGAG GC T AAGC T GAAAGAAAT TAAG AC GATAC T TGAAGAAGAGAT T AC 

TCCAACCATTCAAAAATTAAAAGAGGAAAGATCGTCCTACTTGGAGTACCAAAAAGTAATGAGAGAAATAGAACA 
TTTGAGTCGTTTATATATTGCTTATCAGTTTTTGCTGGCTGAAGATACCAAAGTACGCTCAGCTGAGGAATTAAA 
AGAAATGCAAGATAAAGTTATAAAGC T TCAGGAAGAATTGTC TGAGAATGATAAAAAAATAAAAGC ACTTAATCA 
TGAAATAGAAGAATTGGAAAAAAGAAAAGATAAGGAAACTGGAGTTATACTTCGATCTTTAGAAGATGCTCTTGC 
AGAGGCTCAGCGAGTTAATACTAAATCTCAAAGCGCATTTGATCTCAAGAAGAAAAATCTGGCATGTGAGGAAAG 
CAAACGCAAAGAGCTGGAAAAAAATATGGTTGAGGACTCAAAAACTTTAGCAGCAAAGGAAAAAGAGGTTAAAAA 
GATAACAGATGGACTGCATGCCCTTCAAGAAGCAAGTAATAAAGATGCTGAAGCTCTGGCAGCTGCACAGCAGCA 
CTTCAATGCTGTTTCCGCTGGCCTGTCCAGTAATGAAGATGGAGCAGAAGCAACTCTTGCTGGTCAAATGATGGC 
CTGTAAAAATGATATAAGTAAAGCTCAGACAGAAGCCAAACAGGCTCAGATGAAGTTGAAGCATGCTCAACAGGA 
AT TAAAGAATAAAC AAGC TGAAGT TAAG AAGATGGATAGTGGCTACAGGAAGGATCAAGAAGCTCTAGAAGCTGT 
AAAAAGACTTAAAGAAAAACTTGAAGCTGAAATGAAAAAGCTAAATTATGAAGAAAATAAAGAGGAAAGCCTTTT 
GGAAAAGCGCAGGCAGCTGTCTCGTGATATTGGTAGATTGAAAGAAACATATGAAGCTCTATTAGCCAGATTTCC 
CAATCTTCGATTTGCATACAAGGATCCAGAGAAGAACTGGAATAGAAATTGTGTGAAAGGACTTGTGGCTTCTCT 
GATTAGTGTGAAAGACACTTCTGCAACCACAGCTTTAGAATTAGTGGCTGGAGAACGACTCTACAATGTTGTAGT 
AGACACAGAAGTTACTGGTAAAAAGCTACTAGAAAGGGGGGAACTGAAACGTCGATACACTATAATTCCACTCAA 
TAAAATTTCAGCCAGATGTATTGCACCAGAAACTCTGAGAGTTGCTCAGAATCTTGTTGGCCCTGACAACGTTCA 
TGTGGCTCTTTCCTTGGTTGAATATAAACCAGAACTTCAGAAAGCAATGGAGTTTGTCTTTGGAACAACATTTGT 
TTGTGACAATATGGATAATGCCAAAAAAGTGGCCTTTGATAAGAGGATAATGACTAGAACTGTAACTCTCGGAGG 
TGATGTGTTTGATCCTCATGGGACATTGAGTGGAGGTGCTCGATCCCAGGCAGCTTCCATTTTAACCAAGTTTCA 
AGAACTCAAAGATGTTCAGGATGAACTGAGAATCAAAGAGAATGAGCTGCGGGCTCTAGAAGAGGAATTAGCAGG 
TCTTAAAAACACTGCTGAAAAGTATCGCCAACTAAAACAGCAGTGGGAGATGAAAACTGAAGAGGCAGATTTATT 
ACAAACCAAGCTCCAGCAAAGCTCATATCACAAGCAACAAGAAGAATTAGATGCCCTTAAAAAAACCATTGAGGA 
AAGTGAGGAGACTTTGAAAAACACTAAAGAAATCCAAAGAAAAGCAGAAGAAAAATATGAAGTATTGGAAAATAA 
AATGAAAAATGCAGAAGCTGAAAGAGAGCGAGAACTGAAAGATGCTCAGAAAAAACTGGATTGTGCC AAAAC AAA 
GGCAGATGCATCTAGCAAGAAGATGAAAGAAAAACAACAGGAAGTTGAAGCTATCACTCTGGAACTGGAAGAGCT 
CAAGAGAGAGCATACATCTTACAAACAACAGCTTGAAGCTGTAAATGAAGCTATCAAATCCTATGAAAGTCAGAT 
TGAAGTAATGGCAGCTGAGGTGGCTAAAAATAAGGAGTCAGTAAATAAAGCTCAAGAAGAGGTGACCAAGCAAAA 
AGAGGTGAT AACAGCCCAAGAC AC TGTAATTAAGCTAAATATGCAGAAGTGGC AAAAC AC AAGGAGC AAAAC AAT 
GATTCTCAGCCTTAAAATTAAGGAATTAGACCACCACATCAGCAAACATAAACGGGAGGCTGAAGATGGTGCTGC 
AAAGGTATCCAAAATGTTGAAAGATTATGACTGGATTAATGCAGAGAGACACCTCTTTGGCCAACCCAATAGTGC 
CTATGATTTCAAAACTAACAACCCTAAAGAAGCTGGTCAGAGACTTCAGAAGTTGCAAGAAATGAAGGAGAAACT 
AGGAAGAAATGTCAATATGAGAGCTATGAATGTATTGACAGAAGCTGAAGAGCGATGCAATGACTTGATGAAGAA 
GAAGAGAATT G T AGAAAATGAC AAATC CAAAAT TC T TACAAC TAT AGAAGAC C T TGAC CAGAAGAAAAACC AAGC 

CCTAAATATTGCATGGCAAAAGGTGAACAAGGACTTTGGGTCTATTTTTTCTACTCTTTTGCCTGGTGCTAATGC 
TATGCTTGCACCACCAGAGGGTCAAACTGTTTTGGATGGTCTGGAGTTCAAGGTTGCCTTAGGAAATACCTGGAA 
AGAAAACCTAACTGAACTTAGTGGTGGTCAGAGGTCTTTAGTGGCCTTGTCATTAATACTGTCCATGCTTCTCTT 
CAAACCTGCTCCAATTTATATCCTTGATGAGGTAGATGCAGCCTTGGATCTTTCTCATACCCAAAACATTGGACA 
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FIGURE 374B 

GATGCTGCGTACTCATTTCACACATTCTCAGTTCATTGTGGTGTCACTAAAAGAAGGTATGTTCAACAATGCAAA 
CGTTCTTTTCAAAACCAAGTTTGTGGATGGTGTTTCTACAGTAGCCAGATTTACTCAATGTCAAAATGGAAAGAT 
TTCAAAGGAAGCAAAATCCAAGGCAAAACCACCCAAAGGAGCACATGTGGAAGTTTAAACTACAAAGTTATTTCT 
TCATCTTGACCTGTTTTTTTAAATGTAAACTTTTAAGGACTTGAGATAACTAATTTGTTTATATACAAAAATTAA 
TGTTACTGTGTTACTTAACCCATGTTTTCTCTTTATATAATCACTTATCGCTTACAAATGAGCATATATTCCTCA 
TCTCTTAACTAGTCTAATTATGGTCCAATTATTGTGGTTGTGATTTTATGCATATCCATCAAAATGTTTTTTTTC 
TTATGCGGGTCTTTTATATATTAGGGATCCTGAGATACCCGATTCTATATGTAAAAGCTAATATACAAAAAAGCA 
GATTAAATTACATGATAAATGTAGCTGAAAAAAAAAAAAAA 
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FIGURE 375 

MHIKSIILEGFKSYAQRTEVNGFDPLFNAITGLNGSGKSNILDSICFLLGISNLSQVRASNLQDLVYKNGQAGIT 
KASVS I TFDNSDKKQSPLGFE VHDE I TVTRQWI GGRNKYLINGVNANNTRVQDLFCS VGLNVNNPHFL IMQGRI 
TKVLNMKPPEILSMIEEAAGTRMYEYKKIAAQKTIEKKEAKLKEIKTILEEEITPTIQKLKEERSSYLEYQKVMR 
EIEHLSRLYIAYQFLLAEDTKVRSAEELKEMQDKVIKLQEELSENDKKIKALNHEIEELEKRKDKETGVILRSLE 
DALAEAQRVNTKSQSAFDLKKKNLACEESKRKELEKNMVEDSKTLAAKEKEVKKITDGLHALQEASNKDAEALAA 
AQQHFNAVSAGLSSNEDGAEATLAGQMMACKNDISKAQTEAKQAQMKLKHAQQELKNKQAEVKKMDSGYRKDQEA 
LEAVKRLKEKLEAEMKKLNYEENKEESLLEKRRQLSRDIGRLKETYEALLARFPNLRFAYKDPEKNWNRNCVKGL 
VASLISVKDTSATTALELVAGERLYNVWDTEVTGKKLLERGELKRRYTIIPLNKISARCIAPETLRVAQNLVGP 
DNVHVALSLVEYKPELQKAl^FVFGTTFVCDNMDNAKKVAFDKRIMTRTVTLGGDVFDPHGTLSGGARSQAASIL 
TKFQELKDVQDELRIKENELRALEEELAGLKNTAEKYRQLKQQWEMKTEEADLLQTKLQQSSYHKQQEELDALKK 
TIEESEETLKNTKEIQRKAEEKYEVLENKMKNAEAERERELKDAQKKLDCAKTKADASSKKMKEKQQEVEAITLE 
LEELKREHTSYKQQLEAVNEAIKSYESQIEVMAAEVAKNKESWKAQEEVTKQKEVITAQDTVIKLNMQKWQNTR 
SKTMILSLKIKELDHHISKHKREAEDGAAKVSKMLKDYDWINAERHLFGQPNSAYDFKTNNPKEAGQRLQKLQEM 
KEKLGRNVNMRAMNVLTEAEERCNDLMKK^ 

GANAMLAPPEGQTVLDGLEFKVALGNTWKENLTELSGGQRSLVALSLILSMLLFKPAPIYILDEVDAALDLSHTQ 
NIGQMLRTHFTHSQFIWSLKEGMFNNANVLFKTKFVDGVSTVARFTQCQNGKISKEAKSKAKPPKGAHVEV 
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FIGURE 376 

ACTAAGACCGCAAGGCATTCATTTCCTCCTACGGTGGATGCGGACGCCGGGAGGAGGAGAGCCCCAGAGAGAGGA 

GCTGGGAGCGGAGGCGCAGGCAATGCTCAGCCCTGGATGTAGCTGAGAGGCTGGGAGAAGAGACGACCGCTGGAG 

ACCGAGCGGCGTGGGGAAGACCTAGGGGGGTGGGTGGGGGAAGCAGACAGGAGAACACTCGAAATCAAGCGCTTT 

ACAGATTATTTTATTTTGTATAGAGAACACGTAGCGACTCCGAAGATCAGCCCCAATGAACATGTCAGTGTTGAC 

TTTACAAGAATATGAATTCGAAAAGCAGTTCAACGAGAATGAAGCCATCCAATGGATGCAGGAAAACTGGAAGAA 

ATCTTTCCTGTTTTCTGCTCTGTATGCTGCCTTTATATTCGGTGGTCGGCACCTAATGAATAAACGAGCAAAGTT 

TGAACTGAGGAAGCCATTAGTGCTCTGGTCTCTGACCCTTGCAGTCTTCAGTATATTCGGTGCTCTTCGAACTGG 

TGCTXATATGGTGTACATTTTGATGACCAAAGGCCTGAAGCAGTCAGTXTGTGACCAGGGTTTTTACAATGGACC 

TGTCAGCAAATTCTGGGCTTATGCATTTGTGCTAAGCAAAGCACCCGAACTAGGAGATACAATATTCATTATTCT 

GAGGAAGCAGAAGCTGATCTTCCTGCACTGGTATCACCACATCACTGTGCTCCTGTACTCTTGGTACTCCTACAA 

AGACATGGTTGCCGGGGGAGGTTGGTTCATGACTATGAACTATGGCGTGCACGCCGTGATGTACTCTTACTATGC 

CTTGCGGGCGGCAGGTTTCCGAGTCTCCCGGAAGTTTGCCATGTTCATCACCTTGTCCCAGATCACTCAGATGCT 

GATGGGCTGTGTGGTTAACTACCTGGTCTTCTGCTGGATGCAGCATGACCAGTGTCACTCTCACTTTCAGAACAT 

CTTCTGGTCCTCACTCATGTACCTCAGCTACCTTGTGCTCTTCTGCCATTTCTTCTTTGAGGCCTACATCGGCAA 

AATGAGGAAAACAACGAAAGCTGAATAGTGTTGGAACTGAGGAGGAAGCCATAGCTCAGGGTCATCAAGAAAAAT 

AATAGACAAAAGAAAATGGCACAAGGAATCACACGTGGTGCAGCTAAAACAAAACAAAACATGAGCAAACACAAA 

ACCCAAGGCAGCTTAGGGATAATTAGGTTGATTTAACCCAGTAAGTTTATGATCCTTTTAGGGTGAGGACTCACT 

GAGTGCACCTCCATCTCCAAGCACTGCTGCTGGAAGACCCCATTCCCTCTTTATCTATCAACTCTAGGACAAGGG 

AGAACAAAAGCAAGCCAGAAGCAGAGGAGACTAATCAAAGGCAAACAAAGGCTATTAACACATAGGAAAATATGT 

ATTTACTAAGTGTCACATTTCTCTAAGATGAAAGATTTTTACTCTAGAAACTGTGCGAGCACAACACACACAATC 

CTTTCTAACTTTATGGACACTAAACTGGAGCCAATAGAAAAGACAAAAATGAAAGAGACACAGGGTGTATATCTA 

GAACGATAATGCTTTTGCAGAAACTAAAGCCTTTTTAAGAAATGCCAGCTGCTGTAGACCCCATGAGAAAAGATG 

TCTTAATCATCCTTATGAAAACAGATGTAAACAACTATATXTCAACTAACTTCATCTTCACTGCATAGCCXCAGG 

CXAGIGAGXXXGCCAAAACCAAAGGGGGXGAAXACXXCCCCAAGAIICXXCCIGGGAGGAXGGAAACAGIGCAGC 

CCAGGICCCAXGGGGGCAGCXCCAICCCAGAGCAXXXCXGAXAGXIGAACXGIAAXIXCXACICXIAAGIGAGAI 

AIGAAGIAXIAXCCXIXTGXICAGXXGCCCCGGGCIXIIGAACAGAAGAGXAAAXACAGAAXXGAAAAAGAXAAA 

CACICAACCAAACAAIGXGAAAACGGGXXCXGIAGIAXXIGIAAAAAGGCCCGGCCCAGGACCACIGXGAGCXGG 

AAAAGGGAGAAAGGCAGXGGGAAAAGAGGIGAGCCGAAGAXCAAIICGACAGACAGACGGIGXGXAXGCCCCICC 

CXGIXIGACXICACACACACXCAIAACXIICCAAAIGAAACCCCACAGXAIAGCGCAXAIIXICGAIAXXXIXGI 

GAAIXCCAAAAGGAAAXCACAGGGCXGXICGAAAIAIIGGGGGAACACXGIGXIXCXGCAXCAICXGCAXXIGCX 

CCCCAAGCAAXGXAGAGGXGXXXAAAGGGCCCICXGCIGGCIGAGXGGCAAIACXACAACAAACXICAAGGCAAG 

IIIGGCXGAAAACAGXIGACAACAAAGGGCCCCCAXACACIIAICCCICAAAXXIXAAGIGAIAXGAAAXACIXG 

XCAXGXCIIIGGCCAAAICAGAAGAXAXXCAICCIGCIICAAGXCAGCIICAGAAAIGXXIXAAAAGGGACXIXA 

GCXCXGGAACICAAAAXCAAIIXAXIAAGAGCCAXAXICXXXAAAAAAAAAAGCXGGAIAAIAIXAICIGIAAXA 

TXTCAGTCCTTTACAAGCCAAATACATGTGTCAATGTTTCTAGTATTTCAAAGAAGCAATTATGTAAAGTTGTTC 

AATGTGACATAATAGTATTATAArTGGTTAAGTAGCTTAATGATTAGGCAAACTAGATGAAAAGATTAGGGGCTT 

CCACACTGCATAGATCACACGCACAXAGCCACGCATACACACACAGACACACAGATGTGGGGTACACTGAATTTC 

AAAGCCCAAATGAATAGAAACACATTTTCTGGCTAGCAGAAAAAAACAAAACAAAACTGTTGTTTCTCTTXCTTG 

CTTTGAGAGTGTACAGTAAAAGGGATTTTTTCGAATTATTTTTATATTATTXTAGCTTTAATTGTGCTGTCGTTC 

ATGAAACAGAGCTGCTCTGCTTTTCTGTCAGAGATGGCAAGGGCTTTTTCAGCATCTCGTTTATGTGTGGAATTT 

AAAAAGAATAAAGTTTTATTCCATTCTGAAAAAAAAAAAAAAAAA 
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FIGURE 377 

MNMSVLTLQEYEFEKQFNENEAIQWMQENWKKSFLFSALYAAFIFGGRHLMNKRAKFELRKPLVLWSLTLAVFSI 
FGALRTGAYMVYILMTKGLKQSVCDQGFYNGPVSKFWAYAFVLSKAPELGDTIFIILRKQKLIFLHWYHHITVLL 
YSWYSYKDMVAGGGWFMTMNYGVHAVMYSYYALRA^ 
HSHFQNIFWSSLMYLSYLVLFCHFFFEAYIGKMRKTTKAE 
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FIGURE 378 

CGGGCACTCACCGTGTGTAGTTGGCATCTCCGCGCGTCCGGACACCCGATCCCAGCATCCCTGCCTGCAGGACTG 
TTCGTGTTCAGCTCGCGTCCTGCAGCTGTCCGAGGTGCTCCAGTTGGAGGCTGAGGTTCCCGGGCTCTGTCGCTG 
AGTGGGCGGCGGCACCGGCGGAG ATGC CTGGGAAGAAGGCGCGCAAGAACGCTCAACCGAGCCCCGCGCGGGCTC 
CAGCAGAGCTGGAAGTCGAGTGTGCTACTCAACTCAGGAGATTTGGAGACAAACTGAACTTCCGGCAGAAACTTC 
TGAATCTGATATCCAAACTCTTCTGCTCAGGAACCTGACTGCATCAAAAACTTGCATGAGGGGACTCCTTCAAAA 
GAGXXXXCXCAGGAGGXGCACGXXXCAXCAAXXXGAAGAAAGACXGCAXXGXAAXXGAGAGGAAXGXGAAGGXGC 
ATTCATGGGTGCCCTTGGAAACGGAAGATGGAATACATCAAAGTGAATTTCTGTTCAAGTTTTCCCAGATTATCA 
TTCTTTGGGATGAGAGAACATTATAAAACCACTTTGTTTATTTTAAAGCAAGAATGGAAGACCCTTGAAAATAAA 
GAAGTAATTATTGACACATTTCTTTTTTACTTAGAGAATCGTTCTAGTGTTTXTGCCGAAGATTACCGCTGGCCT 
ACTGTGAAGGTAGATGACCTGTGATTAGACTGGGCGGCTGGGGAGAAACAGTTCAGTGCATTGTTGTTGTTGCTG 
TTTTTGGTGTTTTGCTTTTCAGTGCCAACTCAGCACATTGTATATGATTCGGTTTATACATATTACCTTGTTATA 
A1GAAAAAACTCATTCTGAGAACACTGAAATGTTATACTCAGTGTTGATTTCTTCGGTCACTACACAACGTAAAA 
TCATTTGTTTCTTTTGACTCAAATTGTATTGCTTCTGTTCAGATGATCTTTCATTCAATGTGTTCCTGTTGGGCG 
XXAC XAGAAAC XAXGGAAAACXGGAAAAXAAC XX XGAAAAAAXXGGAXAAAGXAXAGGAGGG XX AC XX GGGGCC A 
GXAAAXCAGXAGACXGAACAXXCAAXAXAAXAAAAGAACAXGGGGAXXXXGXAXAACCAGGGAXAAXAAAAAGAA 
AAAGAAGXXAAXXXXXAAXXGAXGXXXXXGAAACXXAGXAGAACAAAXAXXCAGAAGXAACXXGAXAAGAXAXGA 
AXGXXXCXAAAGAGXXXCXAAAGGXXCGAAAXGCTCCXXGXCACAXXAGXGXGCAXCCXACAAAAAGXGAXCXCX 
XAAXGXAAAXXAAGAAXAXXXXCAXAAXXGGAAXAXACXXXXCXXAAAAAAAAGGAACAGXXAGXXCXCAXCXAG 
AAXGAAAGXXCCAXAXAXGCAXXGGXGAAXAXAXAXGXAXACACAXACXXACAXACXXAXAXGGGXAXCXGXAXA 
GAXAAXXXGXAXXAGAGTAXXAXAXAGCXXCXXAGXAGGGTCXCAAGXAAGXXCAXXXXXXXXAXCXGGGCXAXA 
XACAGXCCXCAAAXAAAXAAXGXCXXGAXXXXAXXXCAGCAGGAAXAAXXXXAXXXAXXXXGCCXAXXXAXAAXX 
AAAGXAXXXXXCXXXAGXXXGAAAXGXGXAXXAAAGXXACAXXXXXGAGTXACAAGAGXCXXAXAACXACXXGAA 
XXXXXAGTXAAAAXGXCXXAAXGXAGGXXGXAGXCACXXXAGAXGGAAAAXXACCXCACAXCXGXXXXCXXCAGX 
AXXACXXAAGAXXGXXXAXXXAGXGGXAGAGAGAXXXXXXXXXXCAGCCXAGAGGCAGCXAXXXXACCAXCXGGX 
AXXXAXGGXCXAAXXXGXAXXXAAACAXAXGCACACAXAXAAAAGXXGAXACXGXGGCAGXAAACXAXXAAAAGX 
XXXCACXGXX 
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FIGURE 379 

MPGKKARKNAQPSPARAPAELEVECATQLRRFGDKLNFRQKLLNLISKLFCSGT 
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FIGURE 380 

CGGGCACTCACCGTGTGTAGTTGGCATCTCCGCGCGTCCGGACACCCGATCCCAGCATCCCTGCCTGCAGGACTG 
TTCGTGTTCAGCTCGCGTCCTGCAGCTGTCCGAGGTGCTCCAGTTGGAGGCTGAGGTTCCCGGGCTCTGTCGCTG 
AGTGGGCGGCGGCACCGGCGGAG ATGC CTGGGAAGAAGGCGCGCAAGAACGCTCAACCGAGCCCCGCGCGGGCTC 
CAGCAGAGCTGGAAGTCGAGTGTGCTACTCAACTCAGGAGATTTGGAGACAAACTGAACTTCCGGCAGAAACTTC 
TGAATCTGATATCCAAACTCTTCTGCTCAGGAACCTGACTGCATCAAAAACTTGCATGAGGGGACTCCTTCAAAA 
GAGTTTTCTCAGGAGGTGCACGTTTCATCAATTTGAAGAAAGACTGCATTGTAATTGAGAGGAATGTGAAGGTGC 
ATTCATGGGTGCCCTTGGAAACGGAAGATGGAATACATCAAAGTGAATTTCTGTTCAAGTTTTCCCAGATTATCA 
TTCTTTGGGATGAGAGAACATTATAAAACCACTTTGTTTATTTTAAAGCAAGAATGGAAGACCCTTGAAAATAAA 
GAAGTAATTATTGACACATTTCTTTTTTACTTAGAGAATCGTTCTAGTGTTTTTGCCGAAGATTACCGCTGGCCT 
ACTGTGAAGGTAGATGACCTGTGATTAGACTGGGCGGCTGGGGAGAAACAGTTCAGTGCATTGTTGTTGTTGCTG 
TTTTTGGTGTTTTGCTTTTCAGTGCCAACTCAGCACATTGTATATGATTCGGTTTATACATATTACCTTGTTATA 
ATGAAAAAACTCATTCTGAGAACACTGAAATGTTATACTCAGTGTTGATTTCTTCGGTCACTACACAACGTAAAA 
TCATTTGTTTCTTTTGACTCAAATTGTATTGCTTCTGTTCAGATGATCTTTCATTCAATGTGTTCCTGTTGGGCG 
TTACTAGAAACTATGGAAAACTGGAAAATAACTTTGAAAAAATTGGATAAAGTATAGGAGGGTTACTTGGGGCCA 
GTAAATCAGTAGACTGAACATTCAATATAATAAAAGAACATGGGGATTTTGTATAACCAGGGATAATAAAAAGAA 
AAAGAAGTTAATTTTTAATTGATGTTTTTGAAACTTAGTAGAACAAATATTCAGAAGTAACTTGATAAGATATGA 
ATGTTTCTAAAGAGTTTCTAAAGGTTCGAAATGCTCCTTGTCACATTAGTGTGCATCCTACAAAAAGTGATCTCT 
TAATGTAAATTAAGAATATTTTCATAATTGGAATATACTTTTCTTAAAAAAAAGGAACAGTTAGTTCTCATCTAG 
AATGAAAGTTCCATATATGCATTGGTGAATATATATGTATACACATACTTACATACTTATATGGGTATCTGTATA 
GATAATTTGTATTAGAGTATTATATAGCTTCTTAGTAGGGTCTCAAGTAAGTTCATTTTTTTTATCTGGGCTATA 
TACAGTCCTCAAATAAATAATGTCTTGATTTTATrTCAGCAGGAATAATTTTATTTATTTTGCCTATTTATAATT 
AAAGTATTTTTCTTTAGTTTGAAATGTGTATTAAAGTTACATTTTTGAGTTACAAGAGTCTTATAACTACTTGAA 
TTTTTAGTTAAAATGTCTTAATGTAGGTTGTAGTCACTTTAGATGGAAAATTACCTCACATCTGTTTTCTTCAGT 
ATTACTTAAGATTGTTTATTTAGTGGTAGAGAGATTTTTTTTTTCAGCCTAGAGGCAGCTATTTTACCATCTGGT 
ATTTATGGTCTAATTTGTATTTAAACATATGCACACATATAAAAGTTGATACTGTGGCAGTAAACTATTAAAAGT 
TTTCACTGTT 
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FIGURE 381 

MPGKKARKNAQP SPARAPAELEVECATQLRRFGDKLNFRQKLLNLI SKLFCSGT 
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FIGURE 382 

AGCCTGCCCTTGGGGCTGCCCACGCCCCCTTCAGATCCTTTGCTCCGGAGAGAGACCTGTCCGAGCAGAGGCCTG 
GACTACATCTCCCGGCGTGCCTGGCAGTGTGGTGGCCTCTGTGCGCCGTCTGCACTCGTTGCAGGCGACGATGCA 
GAGGGCTGTAAGTGTGGTGGCCCGTCTGGGCTTTCGCCTGCAGGCATTCCCCCCGGCCTTGTGTCGTCCACTTAG 
TTGCGCACAGGAGGTGCTCCGCAGGACACCGCTCTATGACTTCCACCTGGCCCACGGCGGGAAAATGGTGGCGTT 
TGCGGGTTGGAGTCTGCCAGTGCAGTACCGGGACAGTCACACTGACTCGCACCTGCACACACGCCAGCACTGCTC 
GCTCTTTGACGTGTCTCATATGCTGCAGACCAAGATACTTGGTAGTGACAGGTGTAAGCTGATGGAGAGTCTAGT 
GGTTGGAGACATTGCAGAGCTAAGACCAAACCAGGGGACACTGTCGCTGTTTACCAACGAGGCTGGAGGCATCTT 
AGATGACTTGATTGTAACCAATACTTCTGAGGGCCACCTGTATGTGGTGTCCAACGCTGGCTGCTGGGAGAAAGA 
TTTGGCCCTCATGCAGGACAAGGTCAGGGAGCTTCAGAACCAGGGCAGAGATGTGGGCCTGGAGGTGTTGGATAA 
TGCCCTGCTAGCTCTGCAAGGCCCCACTGCAGCCCAGGTACTACAGGCCGGCGTGGCAGATGACCTGAGGAAACT 
GCCCTTCATGACCAGTGCTGTGATGGAGGTGTTTGGCGTGTCTGGCTGCCGCGTGACCCGCTGTGGCTACACAGG 
AGAGGATGGTGTGGAGATCTCGGTGCCGGTAGCGGGGGCAGTTCACCTGGCAACAGCTATTCTGAAAAACCCAGA 
GGTGAAGCTGGCAGGGCTGGCAGCCAGGGACAGCCTGCGCCTGGAGGCAGGCCTCTGCCTGTATGGGAATGACAT 
TGATGAACACACTACACCTGTGGAGGGCAGCCTCAGTTGGACACTGGGGAAGCGCCGCCGAGCTGCTATGGACTT 
CCCTGGAGCCAAGGTCATTGTTCCCCAGCTGAAGGGCAGGGTGCAGCGGAGGCGTGTGGGGTTGATGTGTGAGGG 
GGCCCCCATGCGGGCACACAGTCCCATCCTGAACATGGAGGGTACCAAGATTGGTACTGTGACTAGTGGCTGCCC 
CTCCCCCTCTCTGAAGAAGAATGTGGCGATGGGTTATGTGCCCTGCGAGTACAGTCGTCCAGGGACAATGCTGCT 
GGTAGAGGTGCGGCGGAAGCAGCAGATGGCTGTAGTCAGCAAGATGCCCTTTGTGCCCACAAACTACTATACCCT 
CAA GTGAA GCTGGCTCAGGGTGGGGCTGTCCCTTCCAGGAGTTTTGCCCCTACAAGGGGTTAGTCAAGAAGCTGA 
GGCAGAACTCACTGGGGGTGGGCAGTTAAGGTGGAGGCTGATTCTAATTGTCTGGTTGAGGGGCCACACCACCTA 
TTCCCCCCACCTAACTCATGCCATTCCAGCTTCCTTCAGGACCCTGCTTCTGAGTGACGGACGAGCTCACACAAT 
GTCTTGTTTCAGTCCATGATCCCACXGACCTACTCTTGCCTGCTGGAGGGTAATGAGAAGCTTTGGTTCTGCCAT 
CTCTCCCACTCTGCCAGGTGCTGGCTGTGGAGCAAAGGCTCACCTTTGTGGAGAGGATAAAACCTKCCCAACCTA 
CCTCACCATGGTTTTTCACATTGCAAAGGGTAATAACATGGGCAGTGCGGACTTAGGCTACCCCCTCCAGTTTGC 
TTTCCGTAAATGCAAATTGTCCTTACTGCAAGTCAGGAATGATTGCTGACTCACAGTAGGGCTGCTAXGCCTGTG 
TGTAAACTTGGGGATGGCTGAGGGAACATAGACTCACTCTTCCACATTCCCAAGTTGGTCTAGTGTGCTGCCCAG 
TAGCAAACCATGGCAGACTCACCACCTATTCTGAGTTCCAGGGCTGCTGTAGGGCAGGGTGGGCTTCCTCCCAGA 
CTTGCCTTACCCTGGGCTGATCTTTGCCCCTGGTATGCATTAAXGGACTCCACTGAATCCTGAAAAAAAAATTAA 
ACTTCCTTCTTACTTGCCA 
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FIGURE 383 

MQRAVSVVARLGFRLQAFPPALCRPLSCAQEVLRRTPLYDFHLAHGGKMVAFAGWSLPVQYRDSHTDSHLHTRQH 
CSLFDVSHMLQTKILGSDRCKLMESLWGDIAELRPNQGTLSLFTNEAGGILDDLIVTNTSEGHLYWSNAGCWE 
KDLALMQDKVRELQNQGRDVGLEVLDNALLALQGPTAAQVLQAGVADDLRKLPFMTSAVMEVFGVSGCRVTRCGY 
TGEDGVEISVPVAGAVHLATAILKNPEVKLAGLAARDSLRLEAGLCLYGNDIDEHTTPVEGSLSWTLGKRRRAAM 
DFPGAKVIVPQLKGRVQRRRVGLMCEGAPMRAHSPILNMEGTKIGTVTSGCPSPSLKKNVAMGYVPCEYSRPGTM 
LLVEVRRKQQMAWSKMPFVPTNYYTLK 
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FIGURE 384 

AGCGCAGCACTCCCCGCTCGTTGGCCCGGGTATCCCAGCGCGGACCCACGCGATACGCTGACGCCCCGACGCCGA 
TCCGGCCGAGCCAAGTAAGGGGGACGGCCCGAGACGGAGAAGGGAGAGAGTGGGAGTTTCCCAGCCCGCAGAACT 
TTCGAAGTTGAGAAGAGAACCCCTGGAACGTGCGCTCAGCACTGGGATTTTCTGGACTCAAC GATGA CTCTGAAT 
AATGTCACCATGCGCCAGGGCACTGTGGGCATGCAGCCACAGCAGCAGCGCTGGAGCATCCCAGCTGATGGCAGG 
CATCTGATGGTCCAGAAAGAGCCCCACCAGTACAGCCACCGCAACCGCCATTCTGCTACCCCTGAGGACCACTGC 
CGCCGAAGCTGGTCCTCTGACTCCACAGACTCAGTCATCTCCTCTGAGTCAGGGAACACCTACTACCGAGTGGTG 
CTCATAGGGGAGCAGGGGGTGGGCAAGTCCACTCTGGCCAACATCTTTGCAGGTGTGCATGACAGCATGGACAGC 
GACTGCGAGGTGCTGGGAGAAGATACATATGAACGAACCCTGATGGTTGATGGGGAAAGTGCAACGATTATACTC 
CTGGATATGTGGGAAAATAAGGGGGAAAATGAATGGCTCCATGACCACTGCATGCAGGTCGGGGACGCATACCTG 
ATTGTCTACTCAATCACAGACCGAGCGAGCTTCGAGAAGGCATCTGAGCTGCGAATCCAGCTCCGCAGGGCCCGG 
CAGACAGAGGACATTCCCATAATTTTGGTTGGCAACAAAAGTGACTTAGTGCGGTGCCGAGAAGTGTCTGTATCA 
GAAGGGAGAGCCTGTGCAGTGGTGTTTGACTGCAAGTTCATCGAGACCTCTGCAGCTGTCCAGCACAACGTGAAG 
GAGCTGTTTGAGGGCATTGTGCGACAGGTGCGCCTTCGGCGGGACAGCAAGGAGAAGAATGAACGGCGGCTGGCC 
TACCAGAAAAGGAAGGAGAGCATGCCCAGGAAAGCCAGGCGCTTCTGGGGCAAGATCGTGGCCAAAAACAACAAG 
AATATGGCCTTCAAGCTCAAGTCCAAATCCTGCCATGACCTCTCTGTACTCTAGGAACCCAGGGTCACCCAGATG 
TCCCTTTGATGGCCCTTGTTGAAGGCCATTGGGACCAATAATCTATATTAGATTGAATACTTAAGTTAGATGTGG 
TTTCCCCCATTGTAGCAGGGAGCTAGCGXATTAGCCTTGTGGGCAACATGATGCATGGGAAATGAAAGATTTTTG 
TAAAAAGTCAGTATTTATTTCCAGGAAAAGCCTGACCTTGCTATTTGAACACCCAAGACTCTTTAGAGGATGTGT 
TTGGTGTTCACATGTGTTTCTTCTATTTTGGATAGTAGGGAAGTAAAGCTTACAAAGAATGCCTAGAACAAGAAC 
TTTTCATCATTAAAAATTTTTCCCAGTGTTCTGATATGTGACTTTGAGGCCAATGAGTCATAAACAAATATAAGA 
AAGCTGTCAATGAGTTTCTTCAAAGGAGGGAAAACTTTCTACGAATCTAAGATCCATGGAGCTAGAATTGTAGAA 
CTAGGCTCATCAGAATCGTGACTATTATTGCTCCATCAAACTGTGAAAAGAAATGATGTGGACCTTGCTGGAAAC 
AAAGGCTTAGCAAACAATTTTTGTTCAATGCCCACCGAGACATATAGAATTGGGAACTGATACATGTGTCCCTTA 
TAGGCTCAAAAATTATATCTTACAATTTCTTATTTAGGGGGAAATTATTTGAATCAGATTCTATTTAGTCAAACC 
ACCTTTTATGTTTTATTATTTTTGAATTCATGGAGCCATCATAAAAATATTTTTAAAATCAGAATTATTGATACC 
CTGTAGTGCAAAATGTCAATTTTTAATGTATAATCAGAAGTCTGAATTTTCATAAAACATATAGCATAAAAACCT 
CCAGTACTTTGGTTGACCCTTGTATGTCACAGCTCTGCTCTATTTATTATTATTTTGCAAAATAACCATTTTAAC 
ATTTGATAAAGCATATTTATGAACATATTTCTTAATAAGAAAAATATCCATTTTATTACCATTTTCTATCTTTTT 
CAAAATATGCAAGTTTTTACCTATATGTCTTATAATAAAAGAAATAAAATATTTGA 
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MTLNWTMRQGTVGMQPQQQRWSIPADGRHLMVQKEPHQYSHRNRHSATPEDHCRRSWSSDSTDSVISSESGNTY 
YRWLIGEQGVGKSTLANIFAGVHDSMDSDCEVLGEDTYERTLMVDGESATIILLDMWENKGENEWLHDHCMQVG 
DAYL I VYS I TDRASFEKASELRIQLRRARQTED I P 1 1 LVGNKSDLVRCRE VS VSEGRAC AWFDCKF IETSAAVQ 
HNVKELFEGIVRQVRLRRDSKEKNERRLAYQKRKESb^RKARRFWGKIVAKNNKNMAFKLKSKSCHDLSVL 
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ACGTTGCCCGGGATGCGGACAGGTTCCGCCGCCTCCAGCGCCCCATCCT6AGCCGATTATCTGCAATTATGAAAT 
GAAGTAACTCAAGAT6AGCAAGTTAAAAGTGATACCAGAAAAAAGCCTTACCAATAATTCTAGGATCGTAGGACT 
CCTGGCTCAACTGGAGAAGATCAATGCTGAGCCTTCAGAATCAGACACTGCCCGATATGTTACATCAAAAATTCT 
TCATCTGGCTCAGAGTCAAGAAAAAACAAGGAGAGAAATGACAGCCAAAGGTTCTACAGGAATGGAAATTCTGCT 
GTCAACATTAGAGAACACAAAAGATCTTCAAACTACACTTAATATCTTAAGCATTCTTGTTGAGCTGGTGTCAGC 
TGGTGGAGGTCGAAGAGTGAGTTTCTTAGTCACCAAAGGTGGTTCACAAATATTGTTGCAGTTACTTATGAATGC 
CAGCAAAGAATCTCCCCCACATGAGGACTTAATGGTACAGATTCATTCTATTCTTGCAAAGATTGGACCAAAAGA 
TAAAAAATTTGGAGTAAAGGCTAGAATTAATGGGGCTCTGAATATAACCCTGAATTTGGTCAAGCAGAATTTGCA 
GAATCATCGCTTGGTTCTACCTTGCCTTCAGCTTTTACGAGTATATTCTGCCAACTCTGTGAATTCAGTATCCTT 
AGGGAAAAATGGAGTTGTGGAACTGATGTTTAAAATCATTGGACCATTTAGTAAGAAGAATTCCAGTCTTATAAA 
GGTTGCTTTAGACACTCTTGCTGCATTGCTAAAATCAAAAACAAATGCCAGGAGAGCTGTAGACAGAGGATATGT 
CCAAGTGCTTTTAACAATTTATGTAGATTGGCACCGCCATGATAACCGGCATAGAAACATGCTCATTCGGAAAGG 
AATTTTACGGAGTTTAAAAAGTGTTACAAACATCAAGTTGGGAAGAAAAGCATTTATTGATGCCAATGGGATGAA 
AATTCTGTATAATACTTCGCAATTGCCTGTTATTCCTGTGACTGGTCCTGTGGCTCAGCTCTACAGCTTACCTCC 
TGAAGTGGATGACGTAGTAGATGAAAGTGATGACAACGATGATATTGATGTAGAAGCTGAAAACGAAACTGAGAA 
TGAAGATGACCTAGATCAAAATTTTAAGAATGATGATATTGAAACAGATATTAACAAACTAAAACCCCAGCAAGA 
ACCGGGACGAACAATAGAAGATCTAAAAATGTATGAACACCTTTTCCCTGAGCTTGTTGATGATTTTCAGGACTA 
TGATTTAATCTCCAAAGAACCAAAGCCTTTTGTATTTGAGGGAAAAGTACGTGGTCCTATTGTTGTTCCTACGGC 
AGGCGAGGGAACATCTGGGAATTCTGGCAATTTAAGAAAAGTTGTAATGAAGGAGAACATATCTTCTAAAGGAGA 
TGAAGGTGAAAAGAAGTCTACCTTTATGGATCTAGCAAAAGAAGATATTAAAGATAATGATAGAACATTACAACA 
GCAGCCAGGTGATCAAAATAGAACTATTTCATCAGTCCATGGTTTAAACAATGATATTGTAAAGGCCTTGGACCG 
AATTACATTGCAGAATATTCCTTCTCAAACAGCCCCAGGTTTTACTGCAGAAATGAAGAAGGACTGCAGTCTTCC 
TCTTACTGTCCTTACCTGTGCTAAAGCATGTCCACACATGGCTACTTGTGGAAATGTTCTGTTTGAGGGAAGAAC 
AGTTCAGCTAGGGAAGCTTTGCTGCACTGGAGTTGGAACTGAAGATGATG^LAGATACTGAGTCAAATTCATCGGT 
AGAACAAGCATCGGTTGAAGTACCTGATGGACCAACACTCCATGACCCAGACCTCTATATTGAGATTGTGAAAAA 
TACGAAGTCTGTCCCAGAATATTCAGAGGTGGCTTATCCCGATTATTTTGGTCACATTCCGCCTCCATTCAAAGA 
GCCTATTTTAGAAAGGCCTTATGGTGTACAAAGGACAAAAATTGCTCAAGATATTGAAAGGCTAATACATCAGAG 
TGATATCATAGATCGTGTGGTATATGACTTGGATAACCCAAATTACACCATTCCAGAAGAGGGAGATATTTTGAA 
ATTTAACTCCAAATTTGAGTCTGGGAATCTGCGCAAAGTAATTCAAATTAGAAAAAATGAATATGATCTTATTCT 
GAACTCAGACATAAACAGCAATCATTATCATCAGTGGTTTTACTTTGAAGTCAGTGGAATGCGACCAGGTGTTGC 
TTACAGGTTTAACATCATTAACTGTGAAAAGTCCAACAGTCAGTTTAATTATGGTATGCAACCACTCATGTATTC 
GGTTCAGGAAGCATTAAATGCCAGACCATGGTGGATTCGTATGGGGACTGACATTTGTTACTATAAAAATCATTT 
CTCAAGAAGTTCAGTTGCTGCAGGTGGGCAAAAGGGAAAATCCTACTATACAATTACATTTACTGTCAATTTTCC 
ACATAAAGATGATGTTTGCTACTTTGCTTATCACTATCCATATACGTATTCAACTTTACAGATGCATCTTCAAAA 
ATTGGAATCAGCACACAAXCCTCAGCAAATCTATTTTCGGAAAGATGTGTTATGTGAAACCCTGTCTGGAAACAG 
CTGCCCCTTGGTGACTATAACAGCAATGCCAGAGTCTAATTATTATGAACATATCTGCCATTTCAGAAATCGCCC 
TTACGTTTTCTTGTCTGCTCGGGTACATCCTGGAGAAACTAATGCAAGTTGGGTTATGAAAGGAACGTTGGAATA 
TCTCATGAGCAATAACCCCACTGCTCAGAGCTTACGAGAATCTTATATTTTTAAAATTGTCCCTATGTTAAATCC 
AGATGGTGTCATCAATGGAAATCATCGCTGTTCTTTAAGTGGAGAGGATTTGAATAGGCAGTGGCAAAGTCCAAG 
TCCGGATTTACATCCTACAATTTACCATGCTAAGGGGCTGTTGCAATACTTGGCTGCAGTGAAGCGTTTACCCTT 
GGTTTATTGTGATTATCATGGCCATTCCCGAAAGAAGAATGTATTTATGTATGGTTGCAGCATCAAAGAGACAGT 
GTGGCATACCAATGATAATGCAACTTCATGTGATGTTGTGGAGGATACGGGATACAGGACATTGCCTAAGATACT 
GAGCCATATCGCCCCAGCATTTTGCATGAGCAGCTGTAGCTTCGTAGTGGAAAAATCTAAAGAATCCACAGCACG 
TGTTGTAGTTTGGAGGGAAATAGGAGTACAAAGAAGTTATACCATGGAGAGTACTTTATGTGGCTGTGATCAGGG 
AAAATACAAGGGTTTACAGATTGGTACCCGAGAACTGGAAGAGATGGGAGCAAAATTTTGTGTTGGTCTTTTACG 
TTTGAAAAGACTGACCTCTCCATTGGAGTATAATCTGCCTTCCAGCCTGCTTGACTTTGAAAATGATTTAATTGA 
ATCAAGCTGCAAAGTAACTAGCCCTACCACTTATGTCTTGGATGAAGATGAACCTCGATTCCTTGAAGAAGTTGA 
TTACAGTGCAGAAAGTAATGATGAGTTAGATATTGAGTTGGCTGAAAATGTAGGAGATTATGAACCTTCTGCTCA 
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AGAAGAAGTACTTTCTGACTCTGAATTATCAAGAACATACCTACCTTGAGCCCGCTGCCATCTCTTGTTAACTGC 
AAAGAATAAATGAAATATCTTGGTTTTTATTTCCCAGGAAGCTTGAGAGAAATGAGTTTATACAGAGCTGACTCA 
AAAAGACAAAAAGTAACTTGGGCCAGTTTGGTTTCAAGATAATAAATGTGTTATTAATTAATGATAAAATTGGCG 
CTTGTTTTATTTTCGATATTCAATGCACTTTATGTAGCATTGAATGATCAAATATTGGATTTACCTTTAAAAAAA 
AAAAACCTGAGTATCATTGCATGAATTTTTATCTCCCTATGGTTATATCCTGCATCAAGTGGATAATTTTGAAGT 
GTGTTCAGAATATAAAATTGAAATTTTAGAGTTGTTGAAAATCCTGACTTGTTGAAAACTAATATATATGTACAT 
GGATTTCTATAGATGTGTTTGTTTAGAAGTGGGTAGATATTGCAGATAAGACTGTTCTTCAGAATCATGTTAACT 
ATTGGGTTGTGACTGAAGTAGTGCAGGGTTTGCCTTG7VAACCATTACATTCTACATTTACCAAATTAAACAAATA 
AAAACTGTATTAAATGTTGC 
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MSKLKVIPEKSLTmSRIVGLLAQLEKINAEPSESDTARYVTSKILHLAQSQEKTRREMTAKGSTGMEILLSTLE 
NTKDLQTTLNILSILVELVSAGGGRRVSFLVTKGGSQILLQLLMNASKESPPHEDLMVQIHSILAKIGPKDKKFG 
VKARINGALNITLNLVKQNLQNHRLV^^ 

TLAALLKSKTNARRAVDRGYVQVLLTIYVDWHRHDNRHRNMLIRKGILRSLKSVTNIKLGRKAFIDANGMKILYN 
TSQLPVIPVTGPVAQLYSLPPEVDDWDESDDNDDIDVEAENETENEDDLDQNFKNDDIETDINKLKPQQEPGRT 
IEDLKMYEHLFPELVDDFQDYDLISKEPKPFVFEGKVRGPIWPTAGEGTSGNSGNLRKWMKENISSKGDEGEK 
KSTFMDLAKEDIKDNDRTLQQQPGDQNRTISSVHGLl^DIVKALDRITLQNIPSQTAPGFTAEMKKDCSLPLTVL 
TCAKACPHMATCGNVLFEGRTVQLGKLCCTGVGTEDDEDTESNSSVEQASVEVPDGPTLHDPDLYIEIVKNTKSV 
PEYSEVAYPDYFGHIPPPFKEPILERPYGVQRTKIAQDIERLIHQSDXIDRWYDLDNPNYTIPEEGDILKFNSK 
FESGNLRKVIQIRKNEYDLILNSDINSNHYHQWFYFEVSGMRPGVAYRFNIINCEKSNSQFNYGMQPLMYSVQEA 
LNARPWWIRMGTDICYYKNHFSRSSVAAGGQKGKSYYTITFTVNFPHKDDVCYFAYHYPYTYSTLQMHLQKLESA 
HNPQQIYFRKDVLCETLSGNSCPLVTITAMPESNYYEHICHFRNRPYVFLSARVHPGETNASWVMKGTLEYLMSN 
NPTAQSLRESYIFKIVPMLNPDGVINGNHRCSLSGEDLNRQWQSPSPDLHPTIYHAKGLLQYLAAVKRLPLVYCD 
YHGHSRKKtT^MYGCSIKETVWHTNDNATSCDVVEDTGYRTL^ 

REIGVQRSYTMESTLCGCDQGKYKGLQIGTRELEEMGAKFCVGLLRLKRLTSPLEYNLPSSLLDFENDLIESSCK 
VTSPTTYVLDEDEPRFLEEVDYSAESNDELDIELAENVGDYEPSAQEEVLSDSELSRTYLP 
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j 

GGCGGACGCTGGAAAGCGCCGTTCCTGACTCTAATGTACTTAGACACTTGAAGCCACAAAAGGATTTATCCCCGA 
GGTTCCTCATCTGCTCGCGAGGATGCCTTTTCTCTTCTGCCTTGCGAAATAACAGCAGCCTAGCTGTTGCCCGTG 
ACCAGTGAGAAAGGCAGCGTCGCGGGCTGATTAGGTTTCACCCAAAGGGTGCCGGCGCCGAATTGGTTTCTAACG 
AGAACTTTTAAAATGATCCGTTCCAAAAAAGGGTAGGAGCCGCGAGACCCTCCAACTGCCCAGAGAAAACAAGTC 
TCGTCTGGCAAAGTTCTCGGCCCACGCGGTCCGCGGCCAAGGGCCAACGGTCCCTCGCCCCACGTTGCCGCAGCA 
CTGCGCGTGCGCGAGCCGCTGTCAAACGCGCTGACGGAGGCCGAGAAGAAAAAAAGGCGGGAGCCGTCAATCCCG 
GGTTGAGCAAAATGGCGCGGGAGAAGGAGATGCAGGAGTTCACCCGTAGCTTCTTCCGAGGCCGCCCGGACCTCA 
GCACGCTTACGCATTCCATCGTGCGGCGGAGGTACTTAGCTCACTCGGGCCGCAGCCACCTGGAGCCCGAGGAGA 
AGCAGGCACTGAAGCGGCTGGTGGAGGAGGAGCTGCTGAAGATGCAGGTGGATGAAGCCGCTTCCAGGGAAGACA 
AACTGGACCTTACCAAGAAGGGCAAGAGGCCTCCCACCCCTTGTAGCGACCCGGAGAGAAAAAGGTTCCGCTTCA 
ATTCAGAGTCGGAGTCCGGCTCTGAAGCCTCCAGCCCAGACTACTTTGGACCCCCAGCAAAGAATGGGGTGGCAG 
CAGAAGTCAGCCCAGCCAAAGAGGAGAATCCAAGGCGAGCCTCAAAGGCAGTTGAGGAGAGCAGTGATGAGGAAC 
GGCAGAGGGACCTGCCCGCACAGAGGGGAGAGGAGAGCAGTGAGGAGGAGGAAAAGGGGTACAAGGGGAAGACTA 
GGAAGAAACCTGTGGTAAAGAAGCAGGCACCAGGCAAGGCCTCAGTCAGTAGGAAGCAGGCCAGGGAAGAAAGTG 
AGGAGAGCGAGGCAGAACCCGTTCAGAGGACAGCAAAGAAGGTGGAGGGAAATAAAGGAACTAAAAGCCTGAAGG 
AAAG T GAACAGGAG AGT GAAGAGGAGATC C T AGC CC AGAAGAAAGAGC AGAGAGAGGAGGAAGTGGAG GAGGAAG 
AGAAAGAAGAGGATGAGGAAAAGGGGGATTGGAAACCCAGAACCAGGAGCAATGGCCGGAGAAAGTCAGCTAGGG 
AGGAGAGGAGCTGTAAGCAGAAAAGCCAGGCAAAGAGGCTCTTGGGAGACTCAGACAGCGAGGAAGAGCAGAAAG 
AGGCAGCCAGCAGTGGGGATGACAGTGGGAGAGATAGAGAACCCCCAGTGCAGAGGAAGAGTGAGGACAGGACCC 
AGCTTAAGGGTGGGAAGAGGTTGAGTGGAAGCAGCGAGGACGAGGAAGACAGTGGGAAGGGGGAACCCACAGCTA 
AAGGCTCTAGAAAGATGGCCAGACTGGGCAGCACCAGTGGTGAGGAAAGTGACTTGGAGAGGGAGGTAAGTGACA 
GCGAGGCAGGGGGAGGCCCCCAGGGGGAGAGGAAGAACCGCTCTTCCAAGAAGAGCTCCAGGAAAGGCAGGACAC 
GAAGCTCCTCTTCCTCCTCAGATGGAAGTCCAGAGGCCAAAGGAGGGAAGGCTGGCTCAGGTCGCCGTGGAGAGG 
ACCACCCGGCTGTGATGAGGCTGAAGCGCTACATTCGGGCCTGTGGTGCCCATCGAAACTACAAGAAGCTGTTGG 
GCTCCTGTTGCTCACACAAGGAGCGCCTGAGTATCCTCCGGGCAGAACTGGAAGCGCTAGGCATGAAGGGTACCC 
CTTCCCTAGGGAAGTGTCGGGCCCTGAAGGAGCAGAGGGAGGAGGCAGCTGAGGTGGCCTCCTTGGATGTTGCGA 
ACATCATCAGTGGCTCGGGCCGGCCACGCAGACGTACAGCCTGGAACCCTTTAGGAGAAGCAGCACCCCCAGGGG 
AGCTGTACCGACGGACCCTGGACTCAGATGAAGAGCGGCCCCGTCCCGCACCCCCAGACTGGTCACATATGCGTG 
GCATCATCAGCAGTGATGGCGAGAGTAACTGA3CTCTGCCACCCCCAGGAGGGACCCTTGATACATGTACAAAGC 
ATACATAGCACCCCTTGCCCTGTGTCTGTGGAACAGAAGCAGCTTCCTTCAGAGAAGACTGCAGCTCCCAAGGAC 
ACAAGCTGTTGGGATGCTACTTCTCAGCTTCACGCTGTCCCTTTAAGGTGTTTATTTTTTAAGACTCAATAAAGG 
AGXGTTTTTAATCACCTCAAAAAAAAA 
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FIGURE 389 

MAREKEMQEFTRSFFRGRPDLSTLTHSIVRRRYLAHSGRSHLEPEEKQALKRLVEEELLKMQVDE2^SREDKLDL 
TKKGKRPPTPCSDPERKRFRFNSESESGSEASSPDYFGPPAKNGVAAEVSPAKEENPRRASKAVEESSDEERQRD 
LPAQRGEESSEEEEKGYKGKTRKKPWKKQAPGKASVSRKQAREESEESEAEPVQRTAKKVEGNKGTKSLKESEQ 
ESEEEILAQKKEQREEEVEEEEKEEDEEKGDWKPRTRSNGRRKSAREERSCKQKSQAKRLLGDSDSEEEQKEAAS 
SGDDSGRD REPP VQRKSEDRTQLKGGKRLSGSSEDEEDSGKGEPTAKGSRKMARLGSTS GEE SDLEREVSDSEAG 
GGPQGERKNRSSKKSSRKGRTRSSSSSSDGSPEAKGGKAGSGRRGEDHPAVMRLKRYIRACGAHRNYKKLLGSCC 
SHKERLSILRAELEALGMKGTPSLGKCRALKEQREEAAEVASLDVANIISGSGRPRRRTAWNPLGEAAPPGELYR 
RTLDSDEERPRPAPPDWSHMRGIISSDGESN 
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CTCCCTTTGGGCAAGGACCTGAGACCCTTGTGCTAAGTCAAGAGGCTCAATGGGCTGCAGAAGAACTAGAGAAGG 
ACCAAGCAAAGC CATGA TATTTCCATGGAAATGTCAGAGCACCCAGAGGGACTTATGGAACATCTTCAAGTTGTG 
GGGGTGGACAATGCTCTGTTGTGATTTCCTGGCACATCATGGAACCGACTGCTGGACTTACCATTATTCTGAAAA 
ACCCATGAACTGGCAAAGGGCTAGAAGATTCTGCCGAGACAATTACACAGATTTAGTTGCCATACAAAACAAGGC 
GGAAATTGAGTATCTGGAGAAGACTCTGCCTTTCAGTCGTTCTTACTACTGGATAGGAATCCGG2VAGATAGGAGG 
AATATGGACGTGGGTGGGAACCAACAAATCTCTTACTGAAGAAGCAGAGAACTGGGGAGATGGTGAGCCCAACAA 
CAAGAAGAACAAGGAGGACTGCGTGGAGATCTATATCAAGAGAAACAAAGATGCAGGCAAATGGAACGATGACGC 
CTGCCACAAACTAAAGGCAGCCCTCTGTTACACAGCTTCTTGCCAGCCCTGGTCATGCAGTGGCCATGGAGAATG 
TGTAGAAATCATCAATAATTACACCTGCAACTGTGATGTGGGGTACTATGGGCCCCAGTGTCAGTTTGTGATTCA 
GTGTGAGCCTTTGGAGGCCCCAGAGCTGGGTACCATGGACTGTACTCACCCTTTGGGAAACTTCAGCTTCAGCTC 
ACAGTGTGCCTTCAGCTGCTCTGAAGGAACAAACTTAACTGGGATTGAAGAAACCACCTGTGGACCATTTGGAAA 
CTGGTCATCTCCAGAACCAACCTGTCAAGTGATTCAGTGTGAGCCTCTATCAGCACCAGATTTGGGGATCATGAA 
CTGTAGCCATCCCCTGGCCAGCTTCAGCTTTACCTCTGCATGTACCTTCATCTGCTCAGAAGGAACTGAGTTAAT 
TGGGAAGAAGAAAACCATTTGTGAATCATCTGGAATCTGGTCAAATCCTAGTCCAATATGTCAAAAATTGGACAA 
AAGTTTCTCAATGATTAAGGAGGGTGATTATAACCCCCTCTTCATTCCAGTGGCAGTCATGGTTACTGCATTCXC 
TGGGTTGGCATTTATCATTTGGCTGGCAAGGAGATTAAAAAAAGGCAAGAAATCCAAGAGAAGTATGAATGACCC 
ATATTAAATCGCCCTTGGTGAAAGAAAATTCTTGGAATACTAAAAATCATGAGATCCTTTAAATCCTTCCATGAA 
ACGTTTTGTGTGGTGGCACCTCCTACGTCAAACATGAAGTGTGTTTCCTTCAGTGCATCTGGGAAGATTTCTACC 
TGACCAACAGTTCCTTCAGCTTCCATTTCGCCCCTCATTTATCCCTCAACCCCCAGCCCACAGGTGTTTATACAG 
CTCAGCTTTTTGTCTTTTCTGAGGAGAAACAAATAAGACCATAAAGGGAAAGGATTCATGTGGAATATAAAGATG 
GCTGACTTTGCTCTTTCTTGACTCTTGTTTTCAGTTTCAATTCAGTGCTGTACTTGATGACAGACACTTCTAAAT 
GAAGTGCAAATTTGATACATATGTGAATATGGACTCAGTTTTCTTGCAGATCAAATTTCACGTCGTCTTCTGTAT 
ACTGTGGAGGTACACTCTTATAGAAAGTTCAAAAAGTCTACGCTCTCCTTTCTTTCTAACTCCAGTGAAGTAATG 
GGGTCCTGCTCAAGTTGAAAGAGTCCTATTTGCACTGTAGCCTCGCCGTCTGTGAATTGGACCATCCTATTTAAC 
TGGCTTCAGCCTCCCCACCTTCTTCAGCCACCTCTCTTTTTCAGTTGGCTGACTTCCACACCTAGCATCTCATGA 
GTGCCAAGCAAAAGGAGAGAAGAGAGAAATAGCCTGCGCTGTTTTTTAGTTTGGGGGTTTTGCTGTTTCCTTTTA 
TGAGACCCATTCCTATTTCTTATAGTCAATGTTTCTTTTATCACGATATTATTAGTAAGAAAACATCACTGAAAT 
GCTAGCTGCAAGTGACATCTCTTTGATGTCATATGGAAGAGTTAAAACAGGTGGAGAAATTCCTTGATTCACAAT 
GAAATGCTCTCCTTTCCCCTGCCCCCAGACCTTTTATCCACTTACCTAGATTCTACATATTCTTTAAATTTCATC 
TCAGGCCTCCCTCAACCCCACCACTTCTTTTATAACTAGTCCTTTACTAATCCAACCCATGATGAGCTCCTCTTC 
CTGGCTTCTTACTGAAAGGTTACCCTGTAACATGCAATTTTGCATTTGAATAAAGCCTGCTTTTTAAGTGTTAA 
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MIFPWKCQSTQRDLWNIFKLWGWTMLCCDFLAHHGTDCWTYHYSEKPMNWQRARRFCRDNYTDLVAIQNKAEIEY 
LEKTLPFSRSYYWIGIRKIGGIWTWVGTNKSLTEEAENWGDGEPNNKKNKEDCVEIYIKRNKDAGKWNDDACHKL 
KAALCYTASCQPWSCSGHGECVEIINNYTCNCDVGYYGPQCQFVIQCEPLEAPELGTMDCTHPLGNFSFSSQCAF 
SCSEGTNLTGIEETTCGPFGNWSSPEPTCQVIQCEPLSAPDLGIMNCSHPLASFSFTSACTFICSEGTELIGKKK 
T I CE S SGIWSNP SP I CQKLDKSFSMIKEGD YNP LF IP VAVMVTAFSGLAF 1 I WLARRLKKGKKSKRSMNDP Y 
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AACTCATGCGGCCAGAGCGGGAAAGAGACTCGTCTTTGCGTCCGAGTTCTGGAGCCGCCGCACCCCGACTCCTGG 
GGCCGCGGCAGCGGCTGCGAGGGGACGGGCGTCCGCTGTCTCCTGGGTTCCCCTCGTAGCGACCCGCGGGATCGG 
AAAAAAAGGAGAAC^TGGAGGAGGAGGGTGGCAGCAGCGGCGGCGCCGCGGGGACCAGCGCGGACGGCGGCGACG 
GAGGAGAGCAGCTCCTCACTGTCAAGCACGAGCTGCGGACTGCTAATTTGACAGGACATGCTGAGAAGGTGGGAA 
TAGAAAATTTTGAGCTCCTGAAGGTCCTAGGAACTGGAGCTTATGGAAAAGTATTTCTAGTTCGrAAAATAAGTG 
GCCATGATACTGGAAAGCTGTATGCCATGAAAGTTTTGAAAAAGGCAACAATCGTTCAAAAGGCCAAAACCACAG 
AGCATACAAGGACAGAACGACAAGTCCTGGAACACATTAGGCAGTCGCCATTTTTGGTAACATTACATTATGCTT 
TCCAGACAGAAACCAAACTTCATCTCATTTTAGATTATATAAATGGTGGTGAACTTTTTACTCATCTTTCTCAAA 
GAGAGCGTTTCACAGAGCATGAGGTGCAGATTTATGTTGGAGAGATTGTGCTTGCCCTCGAACATCTCCACAAGT 
TGGGGATTATATATCGTGATATTAAGCTTGAGAATATTCTACTTGATTCTAATGGCCATGTGGTGCTGACAGATT 
TTGGTCTGAGTAAGGAGTTTGTGGCTGATGAAACTGAAAGAGCATATTCCTTTTGTGGAACTATTGAATACATGG 
CACCAGATATTGTCAGAGGGGGAGATTCAGGACATGACAAGGCAGTTGACTGGTGGAGTTTGGGTGTTCTAATGT 
ATGAATTACTAACTGGAGCATCTCCTTTCACTGTTGATGGAGAAAAAAATTCCCAAGCTGAGATATCTAGGAGAA 
TATTAAAAAGTGAGCCTCCATATCCCCAAGAAATGAGTGCTTTAGCGAAAGACCTAATTCAGCGTCTTTTGATGA 
AAGATCCCAAGAAGAGATTGGGATGTGGTCCACGTGATGCAGATGAAATCAAAGAACATCTCTTCTTTCAGAAAA 
TAAATTGGGATGATTTAGCCGCCAAAAAAGTGCCTGCACCATTTAAGCCAGTCATTCGAGATGAATTAGATGTGA 
GTAACTTTGCAGAAGAGTTCACAGAAATGGATCCCACTTATTCTCCCGCAGCCCTGCCCCAGAGTTCTGAGAAGC 
TGTTTCAGGGCXATTCCTTTGTTGCTCCTTCCATCCTATTCAAGCGTAATGCAGCTGTCATAGACCCTCTTCAGT 
TTCACATGGGAGTTGAACGTCCTGGAGTGACAAATGTTGCCAGGAGTGCAATGATGAAGGACTCTCCATTCTATC 
AACACTATGACCTAGATTTGAAGGACAAACCCCTGGGAGAAGGTAGTTTTTCAATTTGTCGAAAGTGTGTGCATA 
AAAAAAGTAACCAAGCTTTGCAAGTCAAAATAATCAGCAAAAGGATGGAAGCCAArACTCAAAAGGAAATAACAG 
CTCTGAAACTCTGTGAAGGACACCCCAATATTGTGAAGTTGCATGAAGTTTTTCATGATCAGCTTCACACGTTTC 
TAGTGATGGAACTTCTGAAXGGAGGAGAACTGTTTGACGCATTAAGAAAAAAGAAGCACTTCAGTGAGACGGAAG 
CCAGCTACATCATGAGGAAGCTTGTTTCAGCTCTAAGCCACATGCATGATCTTGGAGTGGTGCACAGGGATCTGA 
AACCTGAGAATTTATTGTTCACCGATGAAAATGACAATTTGGAAATTAAAATAATTGATTTTGGATTTGCACGGC 
TAAAGCCACCGGATAATCAGCCCCTGAAGACTCCATGCTTCACCCTTCATTCATGCCGCCCAGAGCTCTTGAATC 
AGAACGGCTACGATGAGTCCTGTGACCTGTGGAGCTTGGGCGTCATTTTGTACACAATGTTGTCAGGACAGGTTC 
CCTTCCAATCTCATGACCGAAGTTTGACGTGTACCAGCGCGGTGGAAATCATGAAGAAAATTAAAAAGGGAGATT 
TCTCCTTTGAAGGAGAAGCCTGGAAGAATGTATCCCAAGAGGCTAAAGATTTGATCCAAGGACTTCTCACAGTAG 
ATCCAAACAAAAGGCTTAAAATGTCTGGCTTGAGGTACAATGAATGGCTACAAGATGGAAGTCAGCTGTCCTCCA 
ATCCTCTGATGACTCCGGATATTCTAGGATCTTCCGGAGCTGCCGTGCATACCTGTGTGAAAGCAACCTTCCACG 
CCTTTAACAAATACAAGAGAGAGGGGTTTTGCCTTCAGAATGTTGATAAGGCCCCTTTGGCTAAGAGAAGAAAAA 
TGAAAAAGACTAGCACCAGTACCGAGACGCGCAGAGGGTCCAGTGAGAGTTCCCATTCTTCTTCCTCTCATTCTC 
ACGGTAAAACTACACCCACCAAGACACTGCAGCCCAGCAATCCTGCCGACAGCAATAACCCGGAGACCCTCTTCC 
AGTTCTCGGACTCAGAGCTTAGGCATGGTAGGAGTGATCAGTGATCCATTGCACCTTTATTCCCTCAGCATATGC 
CTGAGTCGATCTTTTATGCTTTTAAAAATGTTTCCCGTTGGTCTCATTGGAATCTGCCTCCTAATGATTTTTTTC 
AGGAAAACCTGTTTGGTTATCCTCATTCAAAAGCACTGGACAGAGAATGTTACTGTGAATAGAGCACATATTACT 
CTTTTTACGAACCTAGCATGATGCCAACAAGACTATTCTTGAAAGAGCAAAGGTTCCTGTAAATTTAATTAGGGC 
TAGATTTGAGCTGCTTGTAAGTCACAGGTTTTCCAGATGTCTGCCAACAAGAAATGACTCATACTGTGATGATAC 
CTTTTGCTTTGCCTTGTGGACAATGTGGGTTTTTGAAATTTGCACCCTTCAAACAATGATTTATCAGAGAAAGGG 
GTCTGTTTTCAAAAAAGATTCTGTAATGAATTTTATGTGTGGCATATACTTATTTCTTGAGAGAAGATTTTAACT 
TATTGTTTTTATTTTATGGTTACATATGATGATAACCXGCTATTATTAAACTTTTTCTAAAAAGTGAAAAAAAAT 
AAAAAAGATATAAGAACTCAAGGTCCCATACXCTGTATTCGGGATCCATCTGAGATGCATGCTAAGCTATGTGTA 
TGTTTTTAATTTTGCACTGCTCTTTCCTGGCAATTTGTTTTAATGGTTATTGCAGAATATTAAGGTACATGTCTC 
TCTGTTTTAAGTAATATTGCACTTTATAAAAAAGTATGAATAAAGCAAACTATTTTATAAAGTGCACTGTTTAAA 
GCATTTGCACTGTATTTTTGCCATTTATTTTCATTTTCTACTTTAAATTTGTCCTCACATGCCTCTTCTACTTTG 
TATGCAACAAGTAGAATGGGGCCTTGTTGTGTCATGTAGTCAGCCACTTATGCACCAATGTGAGGAAAACCTAAA 
GGGAAATTAAACTAAACACTGTGCTTCATATTTGTACACTGTGTTGTACTACAGTGAGGAATTTCCTCCTGTAGT 
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FIGURE 392B 

CATATATTATGTACATAATATTTTAGAATCATACCTATGACTTGTTTGGAAATTTTTCTGTTGAATTTTAAATCC 
AGAAAGCATATTTTATAAACTTATGCAGAGCACTTTTATTGCTCAAAAGTTCTGAATTCATACAGAAAACAAGTA 
CTATGTGATGAAAACATTTCATTGAAAGATTGCGGCATTTAAAAATACAATTAATTCGTTCCCTATGCAAAAAAA 
AAAAAA 
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FIGURE 393 

MEEEGGSSGGAAGTSADGGDGGEQLLTVKHELRTANLTGHAEKVGIENFELLKVLGTGAYGKVFLVRKISGHDTG 
KLYAMKVLKKATIVQKAKTTEHTRTERQVLEHIRQSPFLVTLHYAFQTETKLHLILDYINGGELFTHLSQRERFT 
EHEVQIYVGEIVLALEHLHKLGIIYRDIKLENILLDSNGHVVLTDFGLSKEFVADETERAYSFCGTIEYMAPDIV 
RGGDSGHDKAVDWWSLGVLMYELLTGASPFTVDGEKNSQAEISRRILKSEPPYPQEMSALAKDLIQRLLMKDPKK 
RLGCGPRDADEIKEHLFFQKIl^DDLAAKKVPAPFKPVIRDELDVSNFAEEFTEMDPTYSPAALPQSSEKLFQGY 
SFVAPSILFKRNAAVIDPLQFHMGVERPGVTWARSAMMKDSPFYQHYDLDLKDKPLGEGSFSICRKCVHKKSNQ 
ALQWIISKRMEANTQKEITALKLCEGHPNIVKLHEVFHDQLHTFLVMELLNGGELFDALRKKKHFSETEASYIM 
RKLVSALSHMHDLGWHRDLKPENLLFTDENDNLEIKIIDFGFARLKPPDNQPLKTPCFTLHSCRPELLNQNGYD 
ESCDLWSLGVILYTMLSGQVPFQSHDRSLTCTSAVEIMKKIKKGDFSFEGEAWKNVSQEAKDLIQGLLTVDPNKR 
LKMSGLRYNEWLQDGSQLSSNPLMTPDILGSSGAAVHTCVKATFHAFNKYKREGFCLQNVDKAPLAKRRKMKKTS 
TSTETRRGSSESSHSSSSHSHGKTTPTKTLQPSNPADSNNPETLFQFSDSELRHGRSDQ 
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FIGURE 394 

TATATTGGCAGTTATTGAGGGTAAAGCAATATATTGTAACAGAATGTATAAATATTTTTGATAAAACAGTCTATA 
TTTTATTAAAAAATGAATTATAACCCATTTTCAGTTTTGCCTGCATCATAAGAGTGAGCACTCCATTGCTTTCTT 
TCCTGGCCACACTGCTACAATCCAGCACTAACTATCCATGTCCAGGGTAAGGATCGAGATCGAGAAGCCCACACT 
GCCAGTGAAAAAGCTACGTCTTTACTGCATAAATTAGAGGAAGCAATTTCGGAACAACGGAACCTTCAAACTATA 
AATACTGAATTATCGAACACTTGCCAGGCACTTCAGCAGAAGACAAGGAAACTGAAGAAGCTTTTTAGATGAGGA 
ATTTCCTCACTATGATTCCCTGTCCTGCGCAGATGCAATTCAACAACCTCTTCAAGAAAAATTGAAGCAGTGTTG 
CCACAAACTATATGGTGGTCAAGAAGCAAGAATACATCAGACACCCCTGACCTTGAAACATACGTGCTGGTACAC 
ACCTCTGCTGGATGCCTTATCTCTGGATAGTTTTACAGCAGTTCCAACCCTGGAATCAACACCTTTCTCAGGTGT 
AGCCAACCAAATCCACACTCTGTGTGAAAGGCCCACATATGGAGAAGTAAAGGATGGTGCTTTGGATGTAAAAAG 
ACAACACAAGTGCCCAGGCCCCACAAGTGGCCCCAGCCCAGGAACGAATCTCTCAGGCTGCATCAGGATGAATGA 
TGACCCAAGTATGGAAGAGAATGGTGTTGAACGCGTGTGTCCTGAGAGCCTGCTGCAGTCCAGGGGATATTCCTC 
ACTACCATTACCCAGACACACTTCATCGACAGACGGTACTATAACTTCAAGTGATCCTGGATTAGAAATTCTGAA 
TATGGCTTCTTGTGACCTTGACAGAAACTCGCTCTGTAAGAAAGAGGAGGATACAAGATCAGCTTCTCCCACGAT 
AGAGGCCCAAGGCACAAGTCCAGCTCATGATAATATTGCATTCCAAGACTCTACGAGTAAGGATAAAACCATATT 
AAATCTGGAAGCCAAAGAGGAACCAGAAACAATAGAAGAACATAAAAAAGAACATGCTTCAGGAGACTCTGTGGT 
TTCCCCTCTTCCTGTAACCACTGTGAAATCGGTTAACGTTAGACAAAGTGAGAACACTTCTGCTAATGAGAAGGA 
GGTGGAGGCAGAATTTCTCAGATTATCTTTGGGATTTAAGTGTGACTGGTTTACCTTGGAGAAGAGAGTGAAGCT 
TGAAGAGAGGTCCCGTGACTGGGCAGAAGAAAATTTGAAGAAAGAAATCACTAACTCTTTAAAACTATTAGAGTC 
TTTAACACCTCTGTGTGAAGATGACAACCAGGCACAGGAAATCATTAAGAAGCTGGAGAAGAGTATAAAGTTTCT 
TAGCCAGTGTGCAGCACGAGTGGCCAGTAGGGCTGAGATGTTGGGAGCCATCAATCAGGAAAGCCGGGTTAGTAA 
AGCAGTTGAAGTGATGATTCAGCACGTAGAAAACTTGAAGAGGATGTATGCCAAAGAGCACGCTGAATTAGAAGA 
ACTGAAACAGGTTCTTCTGCAGAATGAAAGGTCTTTCAATCCTCTTGAAGATGATGATGACTGCCAAATTAAAAA 
ACGTTCAGCTTCTCTAAACTCCAAGCCATCTTCTCTACGAAGAGTGACTATTGCCTCTTTACCCAGAAATATTGG 
AAATGCAGGAATGGTGGCTGGGATGGAAAATAATGATCGATTCAGTAGAAGGTCAAGCAGTTGGCGTATTTTGGG 
GTCAAAGCAGAGTGAACACCGTCCCTCATTACCTCGATTTATTAGCACCTATTCCTGGGCAGATGCTGAAGAAGA 
AAAATGTGAACTAAAAACTAAAGATGACTCAGAGCCATCTGGAGAAGAAACAGTAGAAAGGACAAGGAAGCCAAG 
TCTTTCTGAAAAGAAAAATAATCCATCAAAGTGGGATGTCTCTTCAGTTTATGACACAATAGCTTCCTGGGCAAC 
AAATCTCAAGTCCTCCATCAGAAAGGCTAATAAGGCCCTCTGGCTCTCTATTGCATTCATTGTACTGTTTGCAGC 
TTTGATGAGCTTCCTCACAGGCCAATTATTCCAGAAGTCTGTGGATGCCGCTCCCACACAGCAAGAGGACTCATG 
GACGTCTCTAGAACATATCTTGTGGCCATTTACCAGACTCCGACACAATGGGCCACCACCAGTG TGAC AGCAGGA 
CATCCTAATATATGGATCTTGATTTTTAAGTTTCAGTATCTGAACTTCGTAAATTAGTAACTTTTAGCTGGGAAA 
GTATAGCATGAAACCAGAGGTTCTCAGAATGACCGTAAGATAGCTTACATTTCCTCTTTTTGCCTTTATCTCCCC 
AACTAAAATACAATGGG 
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FIGURE 395 

LESTPFSGVANQIHTLCERPTYGEVKDGALDVKRQHKCPGPTSGPSPGTNLSGCIRMNDDPSMEENGVERVCPES 

LLQSRGYSSLPLPRHTSSTDGTITSSDPGLEILNMASCDLDRNSLCKKEEDTRSASPTIEAQGTSPAHDNIAFQD 

STSKDKTILNLEAKEEPETIEEHKKEHASGDSWSPLPVTTVKSVNVRQSENTSANEKEVEAEFLRLSLGFKCDW 

FTLEKRVKLEERSRDWAEENLKKEITNSLKLLESLTPLCEDDNQAQEIIKKLEKSIKFLSQCAARVASRAEMLGA 

INQESRVSKAVEVMIQHVENLKRMYAKEHAELEELKQVLLQNERSFNPLEDDDDCQIKKRSASLNSKPSSLRRVT 

IASLPRNIGNAGMVAGMENNDRFSRRSSSWRILGSKQSEHRPSLPRFISTYSWADl^EEEKCELKTKDDSEPSGEE 

TVERTRKPSLSEKKNNPSKWDVSSVYDTIASWATNLK^ 

APTQQEDSWTSLEHILWPFTRLRHNGPPPV 
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FIGURE 396 A 

CGAAAGGCCGGCCTTGGCTGCGACAGCCTGGGTAAGAGGTGTAGGTCGGCTTGGTTTTCTGCTACCCGGAGCTGG 
GCAAGCGGGTGGGAGAACAGCGAAGACAGCGTGAGCCTGGGCCGTTGCCTCGAGGCTCTCGCCCGGCTTCTCTTG 
CCGACCCGCCACGTTTGTTTGGATTTAATCTTCAGGTTGCCGGCGCCCGCCCGCCCGCTGGCCTCGCGGTGTGAG 
AGGGAAGCACCCGTGCCTGTGGCTGGTGGCTGGCGCCTGGAGGGTCCGCACACCCGCCCGGCCGCGCCGCTTTGC 
CCGCGGCAGCCGCGTCCCTGAACCGCGGAGTCGTGTTTGTGTTTGACCCGCGGGCGCCGGTGGCGCGCGGCCGAG 
GCCGGTGTCGGCGGGGCGGGGCGGTCGCGGCGGAGGCAGAGGAAGAGGGAGCGGGAGCTCTGCGAGGCCGGGCGC 
CGCCATGGAACTGGGCCCGAGCCCCGCACCGCGCCGCCTGCTCTTCGCCTGCAGCCCCCCXCCCGCGTCGCAGCC 
CGTCGTGAAGGCGCTATTTGGCGCTTCAGCCGCCGGGGGACTGXCGCCTGTCACCAACCTGACCGTCACTATGGA 
CCAGCTGCAGGGTCTGGGCAGTGATTATGAGCAACCACTGGAGGTGAAGAACAACAGTAATCTGCAGAGAATGGG 
CTCCTCCGAGTCAACAGATTCAGGTTTCTGTCTAGATTCTCCTGGGCCATTGGACAGTAAAGAAAACCTTGAAAA 
TCCTATGAGAAGAATACATTCCCTACCTCAAAAGCTGTTGGGATGTAGTCCAGCTCTGAAGAGGAGCCATTCTGA 
TTCTCTTGACCATGACATCTTTCAGCTCATCGACCCAGATGAGAACAAGGAAAATGAAGCCTTTGAGTTTAAGAA 
GCCAGTAAGACCTGTATCTCGTGGCTGCCTGCACTCTCATGGACTCCAGGAGGGTAAAGATCTCTTCACACAGAG 
GCAGAACICTGCCCAGCTCGGAATGCTTTCCTCAAATGAAAGAGATAGCAGTGAACCAGGGAATTTCATTCCTCT 
TTTTACACCCCAGTCACCTGTGACAGCCACTTTGTCTGAXGAGGATGATGGCTTCGTGGACCTTCTCGATGGAGA 
GAATCTGAAGAATGAGGAGGAGACCCCCTCGTGCATGGCAAGCCTCTGGACAGCTCCTCTCGTCATGAGAACTAC 
AAACCTTGACAACCGATGCAAGCTGTTTGACTCCCCTTCCCTGTGTAGCTCCAGCACTCGGTCAGTGTTGAAGAG 
ACCAGAACGATCTCAAGAGGAGTCTCCACCTGGAAGTACAAAGAGGAGGAAGAGCATGTCTGGGGCCAGCCCCAA 
AGAGTCAACTAATCCAGAGAAGGCCCATGAGACTCTTCATCAGTCTTTATCCCTGGCATCTTCCCCCAAAGGAAC 
CATTGAGAACATTTTGGACAATGACCCAAGGGACCTTATAGGAGACTTCTCCAAGGGTTATCTCTTTCATACAGT 
TGCTGGGAAACATCAGGATTTAAAATACATCTCTCCAGAAATTATGGCATCTGTTTTGAATGGCAAGTTTGCCAA 
CCTCATTAAAGAGTTTGTTATCATCGACTGTCGATACCCATATGAATACGAGGGAGGCCACATCAAGGGTGCAGT 
GAACTTGCACATGGAAGAAGAGGTTGAAGACTXCTTATTGAAGAAGCCCATTGTACCTACTGATGGCAAGCGTGT 
CATTGTTGTGTTTCACTGCGAGTTTTCTTCTGAGAGAGGTCCCCGCATGTGCCGGTATGTGAGAGAGAGAGATCG 
CCTGGGTAATGAATACCCCAAACTCCACTACCCrGAGCTGTATGTCCTGAAGGGGGGATACAAGGAGTTCTTTAT 
GAAATGCCAGTCTTACTGTGAGCCCCCTAGCTACCGGCCCATGCACCACGAGGACTTTAAAGAAGACCTGAAGAA 
GTTCCGCACCAAGAGCCGGACCTGGGCAGGGGAGAAGAGCAAGAGGGAGATGTACAGTCGTCTGAAGAAGCTCTC 
AGGGCGGCAGGACCAGCCAGCAGCAGCCCAAGCTTCCCTCCATCCCCCTTTACCCTCTTTGCTGCAGAGAAACTT 
AAGCAAAGGGGACAGCTGTGTGACATTTGGAGAGGGGGCCTGGGACTTCCATGCCTTAAACCTACCTCCCACACT 
CCCAAGGTTGGAGCCCAGGGCATCTTGCTGGCTACGCCTCTTCTGTCCCTGTTAGACGTCCTCCGTCCATATCAG 
AACTGTGCCACAATGCAGTTCTGAGCACCGTGTCAAGCTGCTCTGAGCCACAGTGGGATGAACCAGCCGGGGCCT 
TATCGGGCTCCAGCCATCTCATGAGGGGAGAGGAGACGGAGGGGAGTAGAGAAGTTACACAGAAATGCTGCTGGC 
CAAATAGCAAAGACAACCTGGGAAGGAAAGGTCTTTGTGGGATAATCCATATGTTTAATTTATTCAACTTCATCA 
ATCACTTTATTTTATTTTTTTTTCTAACTCCTGGAGACTTATTTTACTGCTTCATTAGGTTGAAATACTGCCAXT 
CTAGGTAGGGTTTTATTATCCCAGGGACTACCTCGGCNNNNNNNNNNNNNNNNNNNNNGAAGTGGGTAAGAAAAT 
GCAAACCTGTTATAAGTTATCGGACAGAAAGCTAGGTGCTCTGTCACCCCCAGGAGGCGCTGTGGTACTGGGGCT 
GCTGCTATTTAAGCCAAGAACTGAGGTCCTGGTGAGAGCGTTGGACCCAGGCTTGGCTGCCTGACATAAGCTAAA 
TCTCCCAGACCCACCACTGGCTACCGATATCTATTTGGTGGGAGGTGTGGCCCTGTTCTTCCTCACCCCAGTTCC 
ATGACATTGGCTGGTATAGGAGCCACAGTCAGGAAAGCACTTGAGGCAGCATCTGTTGGGCCACCCCCGGCTCAG 
TGCTGGAATGTTGCAGTGTAGGTTTCCCAGGCAAGGGGGGTGGGGGTAGGTGGGCTCCACAGGAXGGGGGAGGAG 
CATGTCCACTGAGTATCTTCCTTATGTTGCTGTGATATTGATAGCTTTTATTTTCTAATTTTTAAAAAATGGTCA 
TATTATGAGTCAAAGAGTATCAAATCAGTGTTGGATGGACCACCCAAGGGTGAGGAGAGGGGCTGGAAGCCCTGG 
GCATTAGGAGAAGGGAGTGGGTGCTGGCATGGACATGACTGGATAGAATTTTCTCAGGAGGGAGCTTGGTGGATT 
TTGAAGGTAAAACTTTCTGGGTTTATCATGXTTTAATTTTAGAGACAGGGAGTGATGAATCATCACCGGTTGTCC 
CCTTATCTAACTCCATAAAAGTGGGAATTTCAAAAGAACACCTCATCCAAGGAGCTGGGGCAGACTTCATTGATT 
CTAGAGAGACCTGTTTCAGTGCCXACTCATCCCTGCCCTCTGGTGCCAGCCTCCTTACCATCACGGCTTCACTGA 
GGTGTAGGTGGGTTTTTCTTAAACAGGAGACAGTCTCTCCCCTCTTACCTCAACTXCTTGGGGTGGGAATCAGTG 
ATACTGGAGATGGCTAGTTGCTGXGTTACGGGTTTGAGTTACATTTGGCTATAAAACAATCTTGTTGGGAAAAAT 
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FIGURE 396B 

GTGGGGGAGAGGACTTCTTCCTACACGCGCATTGAGACAGATTCCAACTGGTTAATGATATTGTTTGTAAGAAAG 

AGATTCTGTTGGTTGACTGCCTAAAGAGAAAGGTGGGATGGCCTTCAGATTATACCAGCTTAGCTAGCATTACTA 
ACCAACTGTTGGAAGCTCTGAAAATAAAAGATCTTGAACCCAT 
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FIGURE 397 

MELGPSPAPRRLLFACSPPPASQPWKALFGASAAGGLSPVTNLTVTMDQLQGLGSDYEQPLEVKNNSNLQRMGS 
SESTDSGFCLDSPGPLDSKENLENPMRRIHSLPQKLLGCSPALKRSHSDSLDHDIFQLIDPDENKENEAFEFKKP 
VRPVSRGCLHSHGLQEGKDLFTQRQNSAQLGMLSSNERDSSEPGNFIPLFTPQSPVTATLSDEDDGFVDLLDGEN 
LKNEEETPSCMASLWTAPLVMRTTNLDNRCKLFDSPSLCSSSTRSVLKRPERSQEESPPGSTKRRKSMSGASPKE 
STNPEKAHETLHQSLSLAS SPKGT I ENI LDNDPRDL IGDF SKGYLFHTVAGKHQDLKY I SPE IMAS VLNGKFANL 
IKEFVIIDCRYPYEYEGGHIKGAVNLHMEEEVEDFLLKKPIVPTDGKRVIWFHCEFSSERGPRMCRYVRERDRL 
GNEYPKLHYPELYVLKGGYKEFFMKCQSYCEPPSYRPMHHEDFKEDLKKFRTKSRTWAGEKSKREMYSRLKKL 
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FIGURE 398A 

CGGGCAGCGTGGACCCCGGATGAGTTGCTTTTAGGCTTGCTGGCCCGCGGGGCTGTCCAGGCACGCGAGGCCCCT 

CAGGTACGCCCTCTCTTCCCTGCAGGATCCGGCCCTCAAAGACGAGGGTCACGCACGCGTTACAACCCCGAAACA 

GTAGCACAAGATTTAATTTTTAAAAGAGCGTGTTTCTTCGGGGCTTGCCGTTCGTTCGTTTCCAGCCTCAGGAAT 

TTATGGTCGCCTTTTTGAATGAGCAACAAAATGCTTCAACAAGTTCCAGAAAACATAAATTTTCCTGCTGAAGAA 

GAGAAAATCTTGGAGTTTTGGACTGAATTTAATTGTTTTCAGGAATGCTTAAAGCAATCAAAACATAAACCAAAA 

TTTACCTTCTATGATGGTCCTCCTTTTGCAACTGGACTGCCTCACTATGGACATATACTTGCGGGTACAATTAAA 

GATATAGTTACAAGATATGCTCACCAGAGTGGGTTTCATGTTGACAGAAGATTTGGATGGGATTGCCATGGCTTA 

CCTGTGGAATATGAAATTGATAAGACACTGGGAATCAGAGGACCAGAGGATGTGGCCAAAATGGGGATTACAGAG 

TATAACAATCAGTGCCGAGCAATTGTGATGAGATATTCTGCTGAGTGGAAGTCTACTGTTAGCAGACTTGGCCGA 

TGGATTGACTTTGACAATGACTATAAAACTCTGTATCCACAATTCATGGAATCAGTCTGGTGGGTCTTCAAACAA 

CTCTATGATAAAGGCCTTGTTTATAGAGGTGTGAAAGTCATGCCCTTCTCTACGGCATGTAACACTCCACTTTCC 

AACTTCGAGTCACACCAGAATTATAAGGATGTTCAAGATCCTTCAGTATTTGTAACTTTCCCTTTGGAAGAAGAT 

GAAACTGTATCTTXAGTTGCTTGGACAACCACTCCCTGGACTCTACCTAGTAACCTTGCTGTGTGTGTTAATCCA 

GAAATGCAATATGTGl^AAATTAAAGATGTTGCCAGAGGACGATTACTCATTTTAATGGAAGCCAGATTGTCAGCC 

CTCTATAAATTGGAGAGTGACTATGAGATCCTTGAAAGATTTCCTGGTGCCTATCTTAAAGGCAAGAAGTACAGG 

CCCCTGTTTGACTATTTCCTGAAGTGTAAAGAGAATGGCGCTTTCACTGTGCTTGTTGACAACTATGTGAAGGAA 

GAAGAAGGCACAGGGGTTGTCCACCAAGCTCCTTACTTCGGTGCTGAGGACTATCGGGTCTGTATGGACTTTAAC 

ATTATTCGGAAAGACTCACTCCCTGTTTGCCCTGTGGATGCTTCAGGCTGCTTCACAACGGAGGTGACAGATTTC 

GCAGGACAGTATGTGAAGGATGCTGACAAAAGTATCATCAGGACTTTGAAGGAACAAGGCCGACTTCTGGTTGCC 

ACCACCTTCACTCACAGCTACCCTTTTTGCTGGAGATCAGACACTCCTCTAATTTACAAAGCAGTGCCCAGCTGG 

TTTGTGCGAGTGGAGAACATGGTGGACCAGCTCCTAAGGAACAATGACCTGTGCTACTGGGTCCCAGAGTTGGTA 

CGAGAAAAACGATTTGGAAATTGGCTGAAAGATGCACGTGACTGGACAATTTCCAGAAACAGATACTGGGGCACC 

CCCATCCCACTGTGGGTCAGCGATGACTTTGAGGAGGTGGTATGCATTGGGTCAGTGGCGGAACTTGAAGAACTG 

TCAGGAGCAAAGATCTCAGATCTCCACAGAGAGAGTGTTGACCACCTGACCATTCCTTCACGCTGTGGGAAGGGA 

TCCTTGCACCGCATCTCTGAAGTGTTTGACTGTTGGTTTGAGAGTGGCAGCATGCCCTATGCTCAGGTTCATTAC 

CCGTTTGAAAACAAGAGGGAGTTTGAGGATGCTTTTCCTGCAGATTTCATTGCCGAGGGCATCGACCAAACCAGA 

GGATGGTTTTATACCCTGCTGGTGCTGGCCACGGCCCTCTTTGGACAACCGCCTTTCAAGAACGTAATTGTGAAT 

GGGCTTGTCCTGGCAAGTGATGGCCAAAAAATGAGCAAACGGAAAAAGAATTATCCAGATCCAGTTTCCATCATC 

CAGAAGTATGGTGCTGATGCCCTCAGATTATATCTGATTAACTCCCCTGTGGTGAGAGCAGAAAACCTCCGCTTT 

AAAGAAGAGGGTGTGCGGGACGTCCTTAAGGATGTACTGCTCCCATGGTACAATGCCTATCGCTTCTTAATCCAG 

AACGTTCTGAGGCTCCAGAAGGAGGAAGAAATAGAATTTCTCTACAATGAGAACACGGTTAGAGAAAGCCCCAAC 

ATTACAGACCGGTGGATCCTGTCCTTCATGCAGTCTCTCATTGGCTTCTTTGAGACTGAAATGGCAGCTTATAGG 

CTTTATACTGTGGTGCCTCGCCTGGTCAAGTTTGTAGATATTCTGACCAATTGGTATGTTAGAATGAACCGCAGA 

AGATTAAAGGGTGAAAATGGGATGGAGGATTGTGTCATGGCCCTAGAAACCTTGTTTAGTGTTCTGCTTTCTCTT 

TGCAGACTTATAGCTCCCTACACACCTTTTCTCACTGAATTGATGTACCAGAATCTAAAGGTGCTGATTGACCCT 

GTTTCTGTTCAGGACAAGGACACACTCAGCATTCACTACCTCATGCTGCCCCGTGTTCGAGAAGAATTGATTGAC 

AAGAAAACAGAGAGTGCAGTATCTCAGATGCAGTCTGTGATTGAACTTGGAAGAGTGATCAGAGACCGAAAAACT 

ATTCCCATAAAGTATCCTTTGAAAGAAATTGTGGTTATCCATCAAGATCCAGAAGCTCTTAAAGATATCAAGTCT 

TTGGAGAAGTATATCATTGAGGAACTCAATGTTCGAAAAGTTACACTGTCTACAGATAAAAACAAGTATGGCATT 

CGGCTAAGGGCAGAACCAGATCACATGGTCCTGGGGAAGCGTCTGAAGGGAGCCTTTAAGGCAGTGATGACGTCC 

ATCAAGCAGTTGAGCAGTGAGGAGCTGGAGCAGTTCCAGAAGACTGGGACCATTGTTGTGGAAGGCCATGAATTG 

CACGATGAAGACATCCGCCTCATGTACACCTTTGATCAGGCCACAGGTGGGACTGCGCAATTTGAAGCACACTCA 

GATGCTCAGGCTTTGGTCCTCTTAGATGTCACTCCTGACCAGTCAATGGTAGATGAAGGAATGGCTCGGGAAGTC 

ATCAATCGCATACAGAAACTTCGCAAAAAGTGCAATCTGGTTCCAACTGATGAAATCACAGTGTACTATAAAGCA 

AAGTCTGAAGGAACATATCTGAATAGTGTTATTGAAAGCCACACAGAGTTCATATTTACCACCATAAAGGCTCCC 

TTGAAACCATATCCAGTTTCTCCATCGGATAAAGTCCTTATTCAAGAAAAAACACAGTTGAAGGGATCTGAACTG 

GAAATTACACTCACCAGAGGATCTTCCCTTCCTGGTCCTGCTTGTGCATATGTCAATCTTAACATTTGTGCAAAT 

GGCAGTGAACAAGGTGGAGTATTGCTCCTGGAAAATCCAAAAGGTGACAATAGGTTGGACCTTTTAAAGCTGAAG 
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FIGURE 398B 

AGTGTTGTCACTAGCATTTTTGGTGTGAAAAATACAGAGCTGGCTGTCTTCCATGATGAAACAGAAATACAAAAC 
CAAACTGACTTACTGAGTCTTAGTGGAAAAACACTTTGTGTGACTGCAGGATCGGCTCCCTCTCTGATCAACAGT 
TCTAGTACTCTTCTTTGTCAGTATATCl^ACCTACAGCTCCTGAATGCAAAGCCACAAGAGTGTTTAATGGGGACA 
GTGGGCACTCTCCTGCTTGAAAACCCACTTGGGCAGAATGGACTCACCCACCAAGGTCTTCTGTATGAAGCAGCC 
AAGGTGTTTGGCCTTCGGAGCAGGAAGCTAAAGCTGTTTCTGAATGAGACCCAAACGCAGGAAATTACAGAAGAC 
ATCCCCGTGAAGACTTTGAATATGAAGACTGTGTATGTTTCTGTGTTACCAACAACAGCAGACTTCTAGCATGTA 
CTTATCAATGTTGTTCGGTCAGCCCTTCCCTAATTACACCTATCCCCTACACATACATGCACATAGACACACACA 
TGAACACACTGAAGATATTTCCTTCAGGTGTGTGTl^AAATATGCTGCTTGGATTGAAATTCAAATGGGATTGATT 
AGTCAAGTAACTTGAGACCTCACAGTAATCTTCACACTTAACCTTAGACACCTATGCAGTCATGTTGGGAGCAGG 
TTACAATGTTACTTCAGCCCACAGTTTATTTCTATTCTTGAGTTCTTAAGTACAGAAGATAGAAGTGATTTAAAT 
GGCATAGTATATATATCATTTTCTGGCCTTTTAAAATTTATTTGAGACCTCTTGATGAAATGGACATATTATATA 
TTTCTGCCACCTGGATTTTCCTGGATAATTTGATGGAATATTTTAAGTTTCAGTAAATCAGAACAATAAACAAAC 
TCAGATAT 
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FIGURE 399 

MLQQVPENINFPAEEEKILEFWTEFNCFQECLKQSKHKPKFTFYDGPPFATGLPHYGHILAGTIKDIVTRYAHQS 
GFHVDRRFGWDCHGLPVEYEIDKTLGIRGPEDVAKMGITEYl^ 

LYPQFMESWWWKQLYDKGLVYRGVKVMPFSTACNTPLSNFESHQNYKDVQDPSVFVTFPLEEDETVSLVAWTX 
TPWTLPSNLAVCVNPEMQYVKIKDVARGRLLILb4EARLSALYKLESDYEILERFPGAYLKGKKYRPLFDYFLKCK 
ENGAFTVLVDNYVKEEEGTGWHQAPYFGAEDYRVCMDFNIIRKDSLPVCPVDASGCFTTEVTDFAGQYVKDADK 
SIIRTLKEQGRLLVATTFTHSYPFCWRSDTPLIYKAVPSWFVRVENMVDQLLRNNDLCYWVPELVREKRFGNWLK 
DARDWTISRNRYWGTPIPLWVSDDFEEWCIGSVAELEELSGAKISDLHRESVDHLTIPSRCGKGSLHRISEVFD 
CWFESGSMPYAQVHYPFENKREFEDAFPADFIAEGIDQTRGWFYTLLVLATALFGQPPFKNVIVNGLVLASDGQK 
MSKRKKNYPDPVSIIQKYGADALRLYLINSPWRAENLRFKEEGVRDVLKDVLLPWYNAYRFLIQNVLRLQKEEE 
IEFLYNENTVRESPNITDRWILSFMQSLIGFFETEMAAYRLYTWPRLVKFVDILTNWYVRMNRRRLKGENGMED 
CVMALETLFSVLLSLCRLIAPYTPFLTELMYQNLKVLIDPVSVQDKDTLSIHYLMLPRVREELIDKKTESAVSQM 
QSVIELGRVIRDRKTIPIKYPLKEIWIHQDPEALKDIKSLEKYIIEELNVRKVTLSTDKNKYGIRLRAEPDHMV 
LGKRLKGAFKAVMTS IKQLSSEELEQFQKTGT I WEGHELHDED IRLMYTFDQATGGTAQFEAHSDAQALVLLDV 
TPDQSMVDEGMAREVINRIQKLRKKCNLVPTDEITVYYKAKSEGTYLNSVIESHTEFIFTTIKAPLKPYPVSPSD 
KVLIQEKTQLKGSELEITLTRGSSLPGPACAYVNLNICANGSEQGGVLLLENPKGDNRLDLLKLKSWTSIFGVK 
NTELAVFHDETEIQNQTDLLSLSGKTLCVTAGSAPSLINSSSTLLCQYINLQLLNAKPQECLMGTVGTLLLENPL 
GQNGLTHQGLLYEAAKVFGLRSRKLKLFLNETQTQEITEDIPVKTLNMKTVYVSVLPTTADF 
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FIGURE 400 

GAAAAGCGCGCGCGGGGATTCCAGGAGTCGTGGTTTCTTGCCTTGATGTACTGGAGCAATCAGATCACACGGCGG 
CTTGGAGAGTGAGTGCAAGGTTTT ATGA GTGGAATTAGCCCTCAGCAGATGGGGGAGCCAGAAGGCAGTTGGAGT 
GGGAAGAACCCAGGGACCATGGGCGCCTCCAGGCTCTATACCCTGGTGCTGGTCCTGCAGCCTCAGCGAGTTCTC 
CTGGGCATGAAAAAGCGAGGCTTCGGGGCCGGCCGGTGGAATGGCTTTGGGGGCAAAGTGCAAGAAGGAGAGACC 
ATCGAGGATGGGGCTAGGAGGGAGCTGCAGGAGGAGAGCGGTCTGACAGTGGACGCCCTGCACAAGGTGGGCCAG 
ATCGTGTTTGAGTTCGTGGGCGAGCCTGAGCTCATGGACGTGCATGTCTTCTGCACAGACAGCATCCAGGGGACC 
CCCGTGGAGAGCGACGAAATGCGCCCATGCTGGTTCCAGCTGGATCAGATCCCCTTCAAGGACATGTGGCCCGAC 
GACAGCTACTGGTTTCCACTCCTGCTTCAGAAGAAGAAATTCCACGGGTACTTCAAGTTCCAGGGTCAGGACACC 
ATCCTGGACTACACACTCCGCGAGGTGGACACGGTCTAGCGGGAGCCCAGGGCAGCCCCTGGGCAGGAGACGTGG 
CTGCTGAACAGCTGCAAACCATCTTCACCTGGGGGCATTGAGTGGCGCAGAGCCGGGTTTCATCTGGAATTAACT 
GGATGGAAGGGAAAATAAAGCTATCTAGCGGTGAAAAA 
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FIGURE 401 

MSGISPQQMGEPEGSWSGKNPGTMGASRLYTLVLVLQPQRVLLGMKKRGFGAGRWNGFGGKVQEGETIEDGARRE 
LQEESGLTVDALHKVGQIVFEFVGEPELMDVHVFCTDSIQGTPVESDEMRPCWFQLDQIPFKDMWPDDSYWFPLL 
LQKKKFHGYFKFQGQDTILDYTLREVDTV 



i 
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FIGURE 402 

GGCACGAGGCAGGCCACCCGCCGCTAAGCTGAGAAGGGAGAGCGAGCTTAGGACCGCCTGCCCGGGGCAACCCCG 

AACCAAGCTTTAGCCGCCGAGGCCGCGTGTCCCAAAGGCCAGTCATCCCTCCTCTGTGTTGCCATQ3GAATTCAA 

GGCCTGGCCAAACTAATTGCTGATGTGGCCCCCAGTGCCATCCGGGAGAATGACATCAAGAGCTACTTTGGCCGT 

AAGGTGGCCATTGATGCCTCTATGAGCATTTATCAGTTCCTGATTGCTGTTCGCCAGGGTGGGGATGTGCTGCAG 

AATGAGGAGGGTGAGACCACCAGCCACCTGATGGGCATGTTCTACCGCACCATTCGCATGATGGAGAACGGCATC 

AAGCCCGTGTATGTCTTTGATGGCAAGCCGCCACAGCTCAAGXCAGGCGAGCTGGCCAAACGCAGTGAGCGGCGG 

GCTGAGGCAGAGAAGCAGCTGCAGCAGGCTCAGGCTGCTGGGGCCGAGCAGGAGGTGGAAAAATTCACTAAGCGG 

CTGGTGAAGGTCACTAAGCAGCACAATGATGAGTGCAAACATCTGCTGAGCCTCATGGGCATCCCTTATCTTGAT 

GCACCCAGTGAGGCAGAGGCCAGCTGTGCTGCCCTGGTGAAGGCTGGCAAAGTCTATGCTGCGGCTACCGAGGAC 

ATGGACTGCCTCACCTTCGGCAGCCCTGTGCTAATGCGACACCTGACTGCCAGTGAAGCCAAAAAGCTGCCAATC 

CAGGAATTCCACCTGAGCCGGATTCTGCAGGAGCTGGGCCTGAACCAGGAACAGTTTGXGGATCTGTGCATCCTG 

CTAGGCAGTGACXACTGTGAGAGTATCCGGGGTATTGGGCCCAAGCGGGCTGTGGACCTCATCCAGAAGCACAAG 

AGCATCGAGGAGATCGTGCGGCGACTTGACCCCAACAAGTACCCTGTGCCAGAAAATTGGCTCCACAAGGAGGCT 

CACCAGCTCTTCTTGGAACCTGAGGTGCTGGACCCAGAGTCTGTGGAGCTGAAGTGGAGCGAGCCAAAXGAAGAA 

GAGCXGAXCAAGIXCAIGXGIGGIGAAAAGCAGXXCXCXGAGGAGCGAAICCGCAGIGGGGXCAAGAGGCXGAGI 

AAGAGCCGCCAAGGCAGCACCCAGGGCCGCCXGGAXGATXICIICAAGGXGACCGGCXCACXCICIICAGCXAAG 

CGCAAGGAGCCAGAACCCAAGGGAICCACXAAGAAGAAGGCAAAGACXGGGGCAGCAGGGAAGIIIAAAAGGGGA 

AAATAAAXGXGXIXCCCCAIXAXACCICCIICACCCCAGAAIAIIXGCCGICXXGIACCCXXAAGAGCXACAGCI 

AGAGAAACCXICACGGGGXGGAGAGAGGAIXCXAAGGCXXXXCXAGCGXGACCCXXIXCAGXAGIGCIAGXCCCI 

XXIIIACIIGAICIXAAIGGCAAGAAGGCCACAGAGGXACIXXXCCIXIIXIAGCICAGGAAAAIAXGXCAGGCI 

CAAACCACIICICAGGCAGXIXAAXGGACACXAAGXCCAXIGXXACAXGAAAGXGAXAGAIAGCAACAAGXXIIG 

GAGAAGAGAGAGGGAGAIAAAAGGGGGAGACAAAAGAIGXACAGAAAXGAXIXCCIGGCXGGCCAACXGGIGGCC 

AGXGGGAGGXGAIGGXGGACCXAGACXGXGCIIIXCXGXCIXGIICAGCCIIGACCCACCXIGAGAGAGAGCCAC 

CAGGAAGGCGCATCTTAGCAGATGGGAGGAACTGCTGAGAGAAGATGGGCAGAAAGCTGGAGCCCCTGGAGTTGG 

CTGTGTCTGTGTTTGTGACTGATTACTGGCTGTGTCTTGGGTGGGCAGAAACTCGAACTTGCTATGTAATTTGTG 

TCTAGTTATTCAGAGGAGTAAGATGGTGATGTTCACCTGGCAATCAGCTGAGTTGAGACTTTGGAATAAGACACT 

GGTTTTCATGCGCTGTTTTTGTTTTAAAGTTATGAAGAAAAAAGTCAATAAAATTCTAAAAGTAAAAAAAAAAAA 
AAAAAA 
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FIGURE 403 

MGIQGLAKLIADVAPSAIRENDIKSYFGRKVAIDASMSIYQFLIAVRQGGDVLQNEEGETTSHLMG^IFYRTIR^3M 
ENGI KP VYVFD GKPP QLKS GEL AKRSERRAE AEKQLQQAQ AAGAEQE VEKF TKRL VKVTKQHNDECKHLL S LMG I 
PYLDAPSEAEASCAALVKAGKVYAAATEDMDCLTFGSPVLMRHLTASEAKKLPIQEFHLSRILQELGLNQEQFVD 
LCILLGSDYCESIRGIGPKRAVDLIQKHKSIEEIVRRLDPNKYPWENWLHKEAHQLFLEPEVLDPESVELKWSE 
PNEEELIKFMCGEKQFSEERIRSGVKRLSKSRQGSTQGRLDDFFKVTGSLSSAKRKEPEPKGSTKKKAKTGAAGK 
FKRGK 
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FIGURE 404 

AGTCCTGCGATTTCGGGTGTAGAGGGAGCAGGGGCCTGCGGGGACCTGGTGTGGGTGGAGTGGGGACAAGCGGTG 
GAGAAGGGTACGCCAGGGTCGCTGAGAGACTCTGTTCTCCCTGGAGGGACTGGTTGCCATGAGAGCAGCCGTCTG 
AGGGGACGCAGCCTGCACTACGCGCCCCAAGAGGCTGTGCGTGGCGAGCAGGTCACGTGACGGGAGCGCGGGCTT 
TGGAAGGCGGCTGAACGTCAGGCCACCCGCCGCTAAGCTGAGAAGGGAGAGCGAGCTTAGGACCGCCTGCCCGGG 
GCAACCCCGAACCAAGCTTTAGCCGCCGAGGCCGCGTGTCCCAAAGGCCAGTCATCCCTCCTCTGTGTTGCCATG 

GGAATTCAAGGCCTGGCCAAACTAATTGCTGATGTGGCCCCCAGTGCCATCCGGGAGAATGACATCAAGAGCTAC 
TTTGGCCGTAAGGTGGCCATTGATGCCTCTATGAGCATTTATCAGTTCCTGATTGCTGTTCGCCAGGGTGGGGAT 
GTGCTGCAGAATGAGGAGGGTGAGACCACCAGCCACCTGATGGGCATGTTCTACCGCACCATTCGCATGATGGAG 
AACGGCATCAAGCCCGTGTATGTCTTTGATGGCAAGCCGCCACAGCTCAAGTCAGGCGAGCTGGCCAAACGCAGT 
GAGCGGCGGGCTGAGGCAGAGAAGCAGCTGCAGCAGGCTCAGGCTGCTGGGGCCGAGCAGGAGGTGGAAAAATTC 
AC7AAGCGGCTGGTGAAGGTCACTAAGCAGCACAATGATGAGTGCAAACATCTGCTGAGCCTCATGGGCATCCCT 
TATCTTGATGCACCCAGTGAGGCAGAGGCCAGCTGTGCTGCCCTGGTGAAGGCTGGCAAAGTCTATGCTGCGGCT 
ACCGAGGACATGGACTGCCTCACCTTCGGCAGCCCTGTGCTAATGCGACACCTGACTGCCAGTGAAGCCAAAAAG 
CTGCCAATCCAGGAATTCCACCTGAGCCGGATTCTGCAGGAGCTGGGCCTGAACCAGGAACAGTTTGTGGATCTG 
TGCATCCTGCTAGGCAGTGACTACTGTGAGAGTATCCGGGGTATTGGGCCCAAGCGGGCTGTGGACCTCATCCAG 
AAGCACAAGAGCATCGAGGAGATCGTGCGGCGACTTGACCCCAACAAGTACCCTGTGCCAGAAAATTGGCTCCAC 
AAGGAGGCTCACCAGCTCTTCTTGGAACCTGAGGTGCTGGACCCAGAGTCTGTGGAGCTGAAGTGGAGCGAGCCA 
AATGAAGAAGAGCTGATCAAGTTCATGTGTGGTGAAAAGCAGTTCTCTGAGGAGCGAATCCGCAGTGGGGTCAAG 
AGGCTGAGTAAGAGCCGCCAAGGCAGCACCCAGGGCCGCCTGGATGATTTCTTCAAGGTGACCGGCTCACTCTCT 
TCAGCTAAGCGCAAGGAGCCAGAACCCAAGGGATCCACTAAGAAGAAGGCAAAGACTGGGGCAGCAGGGAAGTTT 
AAAAGGGGAAA ATAAA TGTGTTTCCCCATTATACCTCCTTCACCCCAGAATATTTGCCGTCTTGTACCCTTAAGA 
GCTACAGCTAGAGAAACCTTCACGGGGTGGAGAGAGGATTCTAAGGCTTTTCTAGCGTGACCCTTTTCAGTAGTG 
CTAGTCCCTTTTTTACTTGATCTTAATGGCAAGAAGGCCACAGAGGTACTTTTCCTTTTTTAGCTCAGGAAAATA 
TGTCAGGCTCAAACCACTTCTCAGGCAGTTTAATGGACACTAAGTCCATTGTTACATGAAAGTGATAGATAGCAA 
CAAGTTXTGGAGAAGAGAGAGGGAGATAAAAGGGGGAGACAAAAGATGTACAGAAATGATTTCCTGGCTGGCCAA 
CTGGTGGCCAGTGGGAGGTGATGGTGGACCTAGACTGTGCTTTTCTGTCTTGTTCAGCCTTGACCCACCTTGAGA 
GAGAGCCACCAGGAAGGCGCATCTTAGCAGATGGGAGGAACTGCTGAGAGAAGATGGGCAGAAAGCTGGAGCCCC 
TGGAGTTGGCTGTGTCTGTGTTTGTGACTGATTACTGGCTGTGTCTTGGGTGGGCAGAAACTCGAACTTGCTATG 
TAATTTGTGTCTAGTTATTCAGAGGAGTAAGATGGTGATGTTCACCTGGCAATCAGCTGAGTTGAGACTTTGGAA 
TAAGACACTGGTTTTCATGCGCTGTTTTTGTTTTAAAGTTATGAAGAAAAAAGTCAATAAAATTCTAAAAGTAAA 
AAAAAAAAAAAAAAA 
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FIGURE 405 

MGIQGLAKLIADVAPSAIRENDIKSYFGRKVAIDASMSIYQFLIAVRQGGDVLQNEEGETTSHLMGMFYRTIRMM 
ENGIKPVYVFDGKPPQLKSGELAKRSERRAEAEKQLQQAQAAGAEQEVEKFTKRLVKVTKQHNDECKHLLSLMGI 
PYLDAPSEAEASCAALVKAGKVYAAATEDMDCLTFGSPVLMRHLTASEAKKLPIQEFHLSRILQELGLNQEQFVD 
LCILLGSDYCESIRGIGPKRAVDLIQKHKSIEEIVRRLDPNKYPVPENWLHKEAHQLFLEPEVLDPESVELKWSE 
PNEEELIKFMCGEKQFSEERIRSGVKRLSKSRQGSTQGRLDDFFKVTGSLSSAKRKEPEPKGSTKKKAKTGAAGK 
FKRGK 
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FIGURE 406 

GCACGCCCAGCGAGTTCCAGAGGCGCCAGTGGAAGCTGCGGCGGCGGTGTCTCGCGTTCGGCGGGATTTCTCTTC 
GCTCCGGCTCGGCCTAGGTCTACGTCCCCAGCTCCAGCCGCCGGCTCGGACTCGGTCTCTGACCCCCAACTCGGT 
CCCCTAGTCCGGCCCCGGCTCCGGGCCCCCCAACCCTCGCTCCGGCCCGGCCCGGCCCCCACCCCAGCCCTGCCG 
CCCGGCCCCAGGCCCGGCCGCGGCCGCTCCCGCCTGGAGCCGCCGCGCGCCCCCAGCCCCCCTGCACCCCCTCGG 
CCCCTCGCCTTCCTCTTCCCGGCGCGGCCCCCCGGCTTCCGCGCGCCGCCCGCCACCAATCCTCTTGCTACCATG 

TCCGTGGAGCTCGAGGAGGCCCTGCCAGTGACGACCGCCGAGGGAATGGCCAAGAAGGTGACCAAGGCTGGCGGC 
TCGGCGGCGTTGTCCCCATCTAAGAAGAGGAAGAATAGCAAGAAGAAGAACCAGCCGGGCAAGTACAGCCAGCTG 
GTGGTGGAGACCATCCGTAGGCTGGGCGAGCGCAACGGCTCGTCGCTGGCCAAGATCTACACCGAGGCCAAGAAG 
GTTCCGTGGTTCGACCAGCAGAATGGGCGCACCTACCTCAAGTACTCGATCAAGGCGCTGGTGCAGAACGACACG 
CTTCTGCAGGTGAAGGGCACCGGCGCCAACGGTTCCTTCAAGCTCAACCGCAAGAAGCTGGAGGGCGGCGGGGAG 
CGGCGCGGAGCCCCGGCGGCCGCCACCGCCCCGGCCCCCACCGCGCACAAAGCGAAGAAGGCAGCCCCGGGCGCG 
GCCGGCTCCCGGCGCGCGGACAAGAAGCCCGCCAGGGGCCAGAAGCCGGAGCAGCGCTCGCACAAGAAGGGCGCT 
GGCGCCAAGAAGGACAAAGGCGGCAAGGCCAAGAAGACGGCGGCCGCCGGGGGCAAGAAGGTGAAGAAGGCGGCC 
AAGCCCAGCGTCCCCAAAGTGCCCAAGGGCCGCAAG TGAG CGTGTCGGCCGGTCAGAGCGGCCGGCGTGGGCTTT 
TCGGTGTTTTTGTTTTTCTACCCCAAGTGACGTAGATTTTGTACGGCTCACGCCGGCCGGGGCCGCGAGGCCTGG 
TCTGAGCCTCAGGGAGGGGCCCCGGGTCCTCTCAGTCTTTCCCCTCCCCCAACGATGTAGCGTTTTTCGTTGTTT 
GCTTTAGGTTTTTGAAACAGCCCCGGCGACGCCTCTATTGGCTCTCGGCCTTGGCAACGGCCGTCGTCATGGTTA 
CTGGCCCCTAGGCGCCGATGGCCGAGGCCGCGCCTGCCCACCGGGCGGGGTCGCTGGTTGGCCGGGCCCAGGCGC 
GCGGGGACGCGGAGGCCGCGCATCCTTTCCCAGCTCCCCACCCTCCTTGCCTTTGGGTGCGCGACAAACAATCGC 
TCCGGGCTCAGGGCTGCGCGGCTCTTCCCTTCATTCCATGGGCCTTTTTTTGGGCACAATAAAGCGTTTAAACCT 
TTC 
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FIGURE 407 

MSVELEEALPVTTAEGMAKKVTKAGGSAALSPSKKRKNSKKKNQPGKYSQLVVETIRRLGERNGSSLAKIYTEAK 
KVPWFDQQNGRTYIiKYSIKALVQNDTLLQVKGTGANGSFKLNRKKLEGGGERRGAPAAATAPAPTAHKAKKAAPG 
AAGSRRADKKP ARGQKPEQRSHKKGAGAKKDKGGKAKKTAAAGGKKVKKAAKP S VPKVP KGRK 
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FIGURE 408 

ACGCGTCCGCTTCGGAATGAGAGACTCAACCATAATAGAAAGAATGGAGAACTATTAACCACCATTCTTCAGTGG 
GCTGTGATTTTCAGAGGGGAATACTAAGAAATGGTTTTCCATACTGGAACCCAAAGGTAAAGACACTCAAGGACA 
GACATTTTTGGCAGAGCATAGATGAAAATGGCAAGTTCCCTGGCTTTCCTTCTGCTCAACTTTCATGTCTCCCTC 
TTCTTGGTCCAGCTGCTCACTCCTTGCTCAGCTCAGTTTTCTGTGCTTGGACCCTCTGGGCCCATCCTGGCCATG 
GTGGGTGAAGACGCTGATCTGCCCTGTCACCTGTTCCCGACCATGAGTGCAGAGACCATGGAGCTGAGGTGGGTG 
AGTTCCAGCCTAAGGCAGGTGGTGAACGTGTATGCAGATGGAAAGGAAGTGGAAGACAGGCAGAGTGCACCATAT 
CGAGGGAGAACTTCGATTCTGCGGGATGGCATCACTGCAGGGAAGGCTGCTCTCCGAATACACAACGTCACAGCC 
TCTGACAGTGGAAAGTACTTGTGTTATTTCCAAGATGGTGACTTCTACGAAAAAGCCCTGGTGGAGCTGAAGGTT 
GCAGCATTGGGTTCTGATCTTCACATTGAAGTGAAGGGTTATGAGGATGGAGGGATCCATCTGGAGTGCAGGTCC 
ACTGGCTGGTACCCCCAACCCCAAATAAAGTGGAGCGACACCAAGGGAGAGAACATCCCGGCTGTGGAAGCACCT 
GTGGTTGCAGATGGAGTGGGCCTGTATGCAGTAGCAGCATCTGTGATCATGAGAGGCAGCTCTGGTGGGGGTGTA 
TCCTGCATCATCAGAAATTCCCTCCTCGGCCTGGAAAAGACAGCCAGCATATCCATCGCAGACCCCTTCTTCAGG 
AGCGCCCAGCCCTGGATCGCGGCCCTGGCAGGGACCCTGCCTATCTCGTTGCTGCTTCTCGCAGGAGCCAGTTAC 
TTCTTGTGGAGACAACAGAAGGAAAAAArTGCTCTGTCCAGGGAGACAGAAAGAGAGCGAGAGATGAAAGAAATG 
GGATACGCTGCAACAGAGCAAGAAATAAGCCTAAGAGAGAAGCTCCAGGAGGAACTCAAGTGGAGGAAAATCCAG 
TACATGGCTCGTGGAGAGAAGTCTTTGGCCTATCATGAATGGAAAATGGCCCTCTTCAAACCTGCGGATGTGATT 
CTGGATCCAGACACGGCAAACGCCATCCTCCTTGTTTCTGAGGACCAGAGGAGTGTGCAGCGTGCTGAAGAGCCG 
CGGGATCTGCCAGACAACCCTGAGAGATTTGAATGGCGTTACTGTGTCCTTGGCTGTGAAAACTTCACATCAGGG 
AGACATTACTGGGAGGTGGAAGTGGGGGACAGAAAAGAGTGGCATATTGGGGTATGTAGTAAGAACGTGGAGAGG 
AAAAAAGGTTGGGTCAAAATGACACCGGAGAACGGATACTGGACTATGGGCCTGACTGATGGGAATAAGTATCGG 
GCTCTCACTGAGCCCAGAACCAACCTGAAACTTCCTGAGCCTCCTAGGAAAGTGGGGATCTTCCTGGACTATGAG 
ACTGGAGAGATCTCGTTCTATAATGCCACAGATGGATCTCATATCTACACCTTTCCGCACGCCTCTTTCTCTGAG 
CCTCTATATCCTGTTTTCAGAATTTTGACCTTGGAGCCCACTGCCCTGACCATTTGCCCAATACCAAAAGAAGTA 
GAGAGTTCCCCCGATCCTGACCTAGTGCCTGATCATTCCCTGGAGACACCACTGACCCCGGGCTTAGCTAATGAA 
AGTGGGGAGCCTCAGGCTGAAGTAACATCTCTGCTTCTCCCTGCCCACCCTGGAGCTGAGGTCTCCCCTTCTGCA 
ACAACCAATCAGAACCATAAGCTACAGGCACGCACTGAAGCACTTTACTGATATTCATTCCATTATTCCATATGA 
CAGTTGTTTTGAGTTTCGTACCACCTTATTGTCCCCTTATACAGATAAGGAAACTGGGGTGCAGAAAGGTGAATT 
AAC X T TACAAAG TAGAC ATGACAAGT GAAC AGC AGAGC TGGGATCTAAAC AGC AAT AAC T AAC AT TAAC AGAGAA 
TTTAAAATGTTCTTAGTGCTGTGTTATAAGCTTTGGTGGATGTCACTCCTTTAATCCTCACAACACCCTGTCGGG 
TAGTCATATTTTGCAAGTATGGAAGCTGAGGCAGGGCAACATGAAGTAACTTACATAATTCATACAGTAATTTGT 
GCAGTTGGGAGATGTTCAGCCTTAGTCCCTGGCTAATTGCCTGTTCTTTTCCAGCCTGATTTTTTTTCCCACAGG 
AAGAGCCCACATGTAGCCCTGAGGTTTCCTTCCCAGGACAGCTGCAGGGTAGAGATCATTTTAAGTGCTTGTGGA 
GTTGACATCCCTATTGACTCTTTCCCAGCTGATATCAGAGACTTAGACCCAGCACTCCTTGGATTAGCTCTGCAG 
AGTGTCTTGGTTGAGAGAATAACCTCATAGTACCAACATGACATGTGACTTGGAAAGAGACTAGAGGCCACACTT 
GATAAATCATGGGGCACAGATATGTTCCCACCCAACAAATGTGATAAGTGATTGTGCAGCCAGAGCCAGCCTTCC 
TTCAATCAAGGTTTCCAGGCAGAGCAAATACCCTAGAGATTCTCTGTGATATAGGAAATTTGGATCAAGGAAGCT 
AAAAGAATTACAGGGATGTTTTTAATCCCACTATGGACTCAGTCTCCTGGAAATAGGTCTGTCCACTCCTGGTCA 
TTGGTGGATGTTAAACCCATATTCCTTTCAACTGCTGCCTGCTAGGGAAAACTGCTCCTCATTATCATCACTATT 
ATTGCTCACCACTGTATCCCCTCTACTTGGCAAGTGGTTGTCAAGTTCTAGTTGTTCAATAAATGTGTTAATAAT 
GAAAAAAAAAAA 
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FIGURE 409 

MKMASSLAFLLLNFHVSLFLVQLLTPCSAQFSVLGPSGPILAMVGEDADLPCHLFPTMSAETMELRWVSSSLRQV 
VNVYADGKEVEDRQSAPYRGRTSILRDGITAGKAALRIHNVTASDSGKYLCYFQDGDFYEKALVELKVAALGSD^ 
HIEVKGYEDGGIHLECRSTGWYPQPQIKWSDTKGENIPAVEAPWADGVGLYAVAASVIMRGSSGGGVSCIIRNS 
LLGLEKTAS I S I ADPFFRSAQPWIAALAGTLP I SLLLLAGAS YFLWRQQKEKI ALSRETEREREMKEMGYAATEQ 
EISLREKLQEELKWRKIQYMARGEKSLAYHEWKMALFKPADVILDPDTANAILLVSEDQRSVQRAEEPRDLPDNP 
ERFEWRYCVLGCENFTSGRHYWEVEVGDRKEWHIGVCSKNVERKKGWVKMTPENGYWTMGLTDGNKYRALTEPHT 
NLKLPEPPRKVGIFLDYETGEISFYNATDGSHIYTFPHASFSEPLYPVFRILTLEPTALTICPIPKEVESSPDPD 
LVPDHSLETPLTPGLANESGEPQAEVTSLLLPAHPGAEVSPSATTNQNHKLQARTEALY 
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FIGURE 410 

CGCACTCCCTGCTGGGTGAGCAGCACTGTAAA GATG? ^AGCTGGCTAACTGGTACTGGCTGAGCTCAGCTGTTCTT 
GCCACTTACGGTTTTTTGGTTGTGGCAAACAATGAAACAGAGGAAATTAAAGATGAAAGAGCAAAGGATGTCTGC 
CCAGTGAGACTAGAAAGCAGAGGGAAATGCGAAGAGGCAGGGGAGTGCCCCTACCAGGTAAGCCTGCCCCCCTTG 
ACTATTCAGCTCCCGAAGCAATTCAGCAGGATCGAGGAGGTGTTCAAAGAAGTCCAAAACCTCAAGGAAATCGTA 
AATAGTCTAAAGAAATCTTGCCAAGACTGCAAGCTGCAGGCTGATGACAACGGAGACCCAGGCAGAAACGGACTG 
TTGTTACCCAGTACAGGAGCCCCGGGAGAGGTTGGTGATAACAGAGTTAGAGAATTAGAGAGTGAGGTTAACAAG 
CTGTCCTCTGAGCTAAAGAATGCCAAAGAGGAGATCAATGTACTTCATGGTCGCCTGGAGAAGCTGAATCTTGTA 
AATATGAACAACATAGAAAATTATGTTGACAGCAAAGTGGCAAATCTAACATTTGTTGTCAATAGTTTGGATGGC 
AAATGTTCAAAGTGTCCCAGCCAAGAACAAATACAGTCACGTCCAGTTCAACATCTAATATATAAAGATTGCTCT 
GACTACTACGCAATAGGCAAAAGAAGCAGTGAGACCTACAGAGTTACACCTGATCCCAAAAATAGTAGCTTTGAA 
GTTTACTGTGACATGGAGACCATGGGGGGAGGCTGGACAGTGCTGCAGGCACGTCTCGATGGGAGCACCAACTTC 
ACCAGAACATGGCAAGACTACAAAGCAGGCTTTGGAAACCTCAGAAGGGAATTTTGGCTGGGGAACGATAAAATT 
CATCTTCTGACCAAGAGTAAGGAAATGATTCTGAGAATAGATCTTGAAGACTTTAATGGTGTCGAACTATATGCC 
TTGTATGATCAGTTTTATGTGGCTAATGAGTTTCTCAAATATCGTTTACACGTTGGTAACTATAATGGCACAGCT 
GGAGATGCATTACGTTTCAACAAACATTACAACCACGATCTGAAGTTTTTCACCACTCCAGATAAAGACAATGAT 
CGATATCCTTCTGGGAACTGTGGGCTGTACTACAGTTCAGGCTGGTGGTTTGATGCATGTCTTTCTGCAAACTTA 
AATGGCAAATATTATCACCAAAAATACAGAGGTGTCCGTAATGGGATTTTCTGGGGTACCTGGCCTGGTGTAAGT 
GAGGCACACCCTGGTGGCTACAAGTCCTCCTTCAAAGAGGCTAAGATGATGATCAGACCCAAGCACTTTAAGCCA 
TAAA TCACTCTGTTCATTCCTCCAGGTATTCGTTATCTAATAGGGCAATTAATTCCTTCAGCACTTTAGAATATG 
CCTTGTTTCATATTTTTCATAGCTAAAAAATGTTTGACATCCTTTGAGATATTTTATTACTAAAATCTGCC 
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FIGURE 411 

MKLANWYWLSSAVLATYGFLVVAJ^ETEEIKDERAKDVCPVRLESRGKCEEAGECPYQVSLPPLTIQLPKQFSRI 
EEVFKEVQNLKEIVNSLKKSCQDCKLQADDNGDPGRNGLLLPSTGAPGEVGDNRVRELESEVNKLSSELKNAKEE 
INVLHGRLEKLNLVNMNNIENYVDSKVANLTFVVNSLDGKCSKCPSQEQIQSRPVQHLIYKDCSDYYAIGKRSSE 
TYRVTPDPKNSSFEVYCDMETMGGGWTVLQARLDGSTNFTRTWQDYKAGFGNLRREFWLGNDKIHLLTKSKEMIL 
RIDLEDFNGVELYALYDQFYVANEFLKYRLHVGNYNGTAGDALRFNKHYNHDLKFFTTPDKDNDRYPSGNCGLYY 
SSGWWFDACLSANLNGKYYHQKYRGVRNGIFWGTWPGVSEAHPGGYKSSFKEAKMMIRPKHFKP 
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FIGURE 412 

TCCCAGCTGCGCGTCGCAGTCCCGACGCGAGAAGGGCTGGAGTCGGCGTCCAGCCTAGAGCCCCCGGTGGGAGCC 
AGGCCGGGACGCGTGCACC ATGC CCTACCTGCTCATCAGCACCCAGATCCGCATGGAGGTGGGCCCCACTATGGT 
GGGCGATGAACAGTCGGATCCAGAGCTGATGCAGCATCTGGGGGCTTCAAAGAGAAGAGCCTTGGGAAACAACTT 
TTATGAATACTACGTCGATGACCCTCCCCGCATAGTCCTGGACAAGCTGGAACGCAGGGGCTTCCGTGTGCTGAG 
CATGACGGGGGTGGGCCAGACGCTGGTGTGGTGTCTGCACAAGGAGTG^rCTTCTCATGCTGATTTGCAGACGGG 
GCACCCCTGTGGAGGGGCTGCTGTGGGCCCTGACCTCCAAGCTCCTGCCTCACCGTCTGCCTTGCTCCTCTCTTC 
CCAAATCATCACCGCCATGGGCCCAGCCCCAAAGGGCAGTGAATGGCCTTCTCTGAAACCCTGCGTCAAGCAGTG 
GGAGAGGGCAGTGCCCGGTGCCCTGGTGCTCCCAGCTGCCCTCCTGCTTCGGGCCTGGGCCGAGGGCCTTGTGTA 
GGCCATGTTCCTCGGGCAGCTGCCCCGGGCCGGAGCTGGGCACTCCAGCGGCCCTGGCGCGTGGCTCCTGCATAG 
CTAGCCCAAGCCAATAAAGGGCTGTGATGAGTGGCTGC 
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FIGURE 413 

l^YLLISTQIRMEVGPTMVGDEQSDPELMQHLGASKRRALGl^FYEYYVDDPPRIVLDKLERRGFRVLSMTGVGQ 
TLVWCLHKE 
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FIGURE 414 

GCGTCTGCCAGGAGCTACGGCCGGAAGATGGCGGCGGCCGCAGAGTTGTCGCTACTGGAGAAGTCCCTGGGACTG 
AGTAAGGGGAATAAATACAGTGCTCAGGGCGAGCGACAGATTCCAGTTCTTCAGACAAACAATGGTCCAAGTCTA 
ACAGGATTGACTACTATAGCAGCTCATCTAGTCAAGCAAGCCAACAAAGAATATTTGCTGGGGAGTACTGCAGAA 
GAAAAAGCAATCGTTCAGCAGTGGTTAGAATACAGGGTCACTCAAGTAGATGGGCACTCCAGTAAAAATGACATC 
CACACACTGTTGAAGGATCTTAATTCATATCTTGAAGATAAAGTCTACCTTACAGGGTATAACTTTACATTAGCA 
GATATACTATTGTACTATGGACTTCATCGCTTTATAGTTGACCTGACAGTTCAAGAAAAGGAGAAATATCTTAAT 
GTGTCTCGCTGGTTTTGTCACATTCAGCATTATCCAGGCATCAGGCAACATCTGTCTAGTGTTGTCTTCATCAAG 
AACAGACTATATACTAATTCCCACTAGAAGCTGTCCATGCCATACAGAAGATCTATTAAAAGTGTTTTAAATGGA 
AAATGTACTCTAGACCACAGGACTAATGTAAATTAATATACAGTCATTCATTATTTGTTGAAGTTGATAGAATTT 
TTGAAGTGTAAACTTGTGTCTGAATGTTTTATTTGTTCTTTAGCTGAAGTTTTGCAATTTTTATGTCAAAATTCA 
ATXGCTATTAAACAAGTTGAGATCCAGTTATAAATTAACCTTGTTTTTAGTAGATGACATTTATTTCAATAAAAG 
TTGCAAATCGGGCTTAATCTTAAAATTGGTGGTCATTTCAATGGTTGACATATTTGGCTATTTATTAACCTCTCT 
TTCATATTCTAAAATTCATTTTCCCCTTATGGATATTTATGGTAGTTTGTTAAGAACTGATAAATTGTGCCAAGG 
AAGCCAAAAGGGAAGACAGATGGATTTGTTTTAAAATGTTTATGTGAGCTAGTAAATGTGGGAAAAAAAAAAAAA 
AAAAAAAAAAAAAAAAA 
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FIGURE 415 

MAAAAELSLLEKSLGLSKGNKYSAQGERQIPVLQTNNGPSLTGLTTIAAHLVKQANKEYLLGSTAEEKAIVQQWL 
EYRVTQVDGHSSKNDIHTLLKDLNSYLEDKVYLTGYNFTLADILLYYGLHRFIVDLTVQEKEKYLNVSRWFCHIQ 
HYPGIRQHLSSWFIKNRLYTNSH 
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FIGURE 416 

CCGGGACTTTGCAGGCAGCGGCGGCCGGGGGCGGAGCGGGATCGAGCCCTCGCCGAGGCCTGCCGCCATGGGCCC 

GCGCCGCCGCCGCCGCCrGTCACCCGGGCCGCGCGGGCCGTGAGCGTCATQGCCTTGGCCGGGGCCCCTGCGGGC 

GGCCCATGCGCGCCGGCGCTGGAGGCCCTGCTCGGGGCCGGCGCGCTGCGGCTGCTCGACTCCTCGCAGATCGTC 

ATCATCTCCGCCGCGCAGGACGCCAGCGCCCCGCCGGCTCCCACCGGCCCCGCGGCGCCCGCCGCCGGCCCCTGC 

GACCCTGACCTGCTGCTCTTCGCCACACCGCAGGCGCCCCGGCCCACACCCAGTGCGCCGCGGCCCGCGCTCGGC 

CGCCCGCCGGTGAAGCGGAGGCTGGACCTGGAAACTGACCATCAGTACCTGGCCGAGAGCAGTGGGCCAGCTCGG 

GGCAGAGGCCGCCATCCAGGAAAAGGTGXGAAATCCCCGGGGGAGAAGTCACGCTATGAGACCTCACTGAATCTG 

ACCACCAAGCGCTTCCTGGAGCTGCTGAGCCACTCGGCTGACGGTGTCGTCGACCTGAACTGGGCTGCCGAGGTG 

CTGAAGGTGCAGAAGCGGCGCATCTATGACATCACCAACGTCCTTGAGGGCATCCAGCTCATTGCCAAGAAGTCC 

AAGAACCACATCCAGTGGCTGGGCAGCCACACCACAGTGGGCGTCGGCGGACGGCTTGAGGGGTTGACCCAGGAC 

CTCCGACAGCTGCAGGAGAGCGAGCAGCAGCTGGACCACCTGATGAATATCTGTACTACGCAGCTGCGCCTGCTC 

TCCGAGGACACTGACAGCCAGCGCCTGGCCTACGTGACGTGTCAGGACCTTCGTAGCATTGCAGACCCTGCAGAG 

CAGATGGTTATGGTGATCAAAGCCCCTCCTGAGACCCAGCTCCAAGCCGTGGACTCTTCGGAGAACTTTCAGATC 

TCCCTTAAGAGCAAACAAGGCCCGATCGATGTTTTCCTGTGCCCTGAGGAGACCGTAGGTGGGATCAGCCCTGGG 

AAGACCCCATCCCAGGAGGTCACTTCTGAGGAGGAGAACAGGGCCACTGACTCTGCCACCATAGTGTCACCACCA 

CCATCATCTCCCCCCTCATCCCTCACCACAGATCCCAGCCAGTCTCTACTCAGCCTGGAGCAAGAACCGCTGTTG 

TCCCGGATGGGCAGCCTGCGGGCTCCCGTGGACGAGGACCGCCTGTCCCCGCTGGTGGCGGCCGACTCGCTCCTG 

GAGCATGTGCGGGAGGACTTCTCCGGCCTCCTCCCTGAGGAGTTCATCAGCCTTrCCCCACCCCACGAGGCCCTC 

GACTACCACTTCGGCCTCGAGGAGGGCGAGGGCATCAGAGACCTCTTCGACTGTGACTTTGGGGACCTCACCCCC 

CTGGATTTCTGACAGGGCTTGGAGGGACCAGGGTTTCCAGAGTAGCTCACCrTGTCTCTGCAGCCCTGGAGCCCC 

CTGTCCCTGGCCGTCCTCCCAGCCTGTTTGGAAACATTTAATTTATACCCCTCTCCTCTGTCTCCAGAAGCTTCT 

AGCTCTGGGGTCTGGCTACCGCTAGGAGGCTGAGCAAGCCAGGAAGGGAAGGAGTCTGTGTGGTGTGTATGTGCA 

TGCAGCCTACACCCACACGTGTGTACCGGGGGTGAATGTGTGTGAGCATGTGTGTGTGCATGTACCGGGGAATGA 

AGGTGAACATACACCTCTGTGTGTGCACTGCAGACACGCCCCAGTGTGTCCACATGTGTGTGCATGAGTCCATCT 

CTGCGCGXGGGGGGGCTCTAACTGCACTTTCGGCCCTTTTGCTCGTGGGGTCCCACAAGGCCCAGGGCAGTGCCT 

GCTCCCAGAATCTGGTGCTCTGACCAGGCCAGGTGGGGAGGCTTTGGCTGGCTGGGCGTGTAGGACGGTGAGAGC 

ACTTCTGTCTTAAAGGTTTTTTCTGATTGAAGCTTTAATGGAGCGTTATTTATTXATCGAGGCCTCTTXGGTGAG 

CCIGGGGAAXCAGCAAAAGGGGAGGAGGGGXGXGGGGXXGAIACCCCAACXCCCXCIACCCXXGAGCAAGGGCAG 

GGGICCCIGAGCXGIXCXXCXGCCCCAXACXGAAGGAACIGAGGCCIGGGXGAIIIAIXXAIXGGGAAAGXGAGG 

GAGGGAGACAGACTGACTGACAGCCATGGGTGGTCAGATGGTGGGGTGGGCCCTCTCCAGGGGGCCAGTTCAGGG 

CCCAGCTGCCCCCCAGGATGGATATGAGATGGGAGAGGTGAGTGGGGGACCTTCACTGATGTGGGCAGGAGGGGT 

GGTGAAGGCCTCCCCCAGCCCAGACCCTGTGGTCCCTCCTGCAGTGTCTGAAGCGCCTGCCTCCCCACTGCTCTG 

CCCCACCCTCCAATCTGCACTTTGATTTGCTXCCTAACAGCTCTGTTCCCTCCTGCTTTGGTTTTAATAAATATT 
TTGATGACGTT 
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FIGURE 417 

MALAGAPAGGPCAPALEALLGAGALRLLDSSQIVIISAAQDASAPPAPTGPAAPAAGPCDPDLLLFATPQAPRPT 
PSAPRPALGRPPVKRRLDLETDHQYLAESSGPARGRGRHPGKGVKSPGEKSRYETSLNLTTKRFLELLSHSADGV 
VDLNWAAEVLKVQKRRIYDITNVLEGIQLIAKKSKNHIQWLGSHTTVGVGGRLEGLTQDLRQLQESEQQLDHLMN 
ICTTQLRLLSEDTDSQRLAYVTCQDLRSIADPAEQMVMVIKAPPETQLQAVDSSENFQISLKSKQGPIDVFLCPE 
ETVGGISPGKTPSQEVTSEEENRATDSATIVSPPPSSPPSSLTTDPSQSLLSLEQEPLLSRMGSLRAPVDEDRLS 
PLVAADSLLEHVREDFSGLLPEEFISLSPPHEALDYHFGLEEGEGIRDLFDCDFGDLTPLDF 
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FIGURE 418 

CCTTGCTATAGAAGACCTGGGACAGAGGACTGCTGTCTGCCCTCTCTGGTCACCCTGCCTAGCTAGAGGATCTGT 
GACCCCAGCCATGAGGACCCTCGCCATCCTTGCTGCCATTCTCCTGGTGGCCCTGCAGGCCCAGGCTGAGCCACT 
CCAGGCAAGAGCTGATGAGGTTGCTGCAGCCCCGGAGCAGATTGCAGCGGACATCCCAGAAGTGGTTGTTTCCCT 
TGCATGGGACGAAAGCTTGGCTCCAAAGCATCCAGGCTCAAGGAAAAACATGGACTGCTATTGCAGAATACCAGC 
GTGCATTGCAGGAGAACGTCGCTATGGAACCTGCATCTACCAGGGAAGACTCTGGGCATTCTGCTGCTGAGCTTG 
CAGAAAAAGAAAAATGAGCTCAAAATTTGCTTTGAGAGCTACAGGGAATTGCTATTACTCCTGTACCTTCTGCTC 
AATTTCCTTTCCTCATCTCAAATAAATGCCTTGTTAC 
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FIGURE 419 

MRTLAILAAILLVALQAQAEPLQARADEVAAAPEQIAADIPEVVVSLAWDESLAPKHPGSRKNMDCYCRIPACIA 
GERRYGTCIYQGRLWAFCC 
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FIGURE 420 

AGCGGGTGCGGGGCGGGACCGGCCCGGCCTATATATTGGGTTGGCGCCGGCGCCAGCTGAGCCOAGCGGTAGCTG 
GTCTGGCGAGGTTTTATACACCTGAAAGAAGAGA ATG TCAAGACGAAGTAGCCGTTTACAAGCTAAGCAGCAGCC 
CCAGCCCAGCCAGACGGAATCCCCCCAAGAAGCCCAGATAATCCAGGCCAAGAAGAGGAAAACTACCCAGGATGT 
CAAAAAAAGAAGAGAGGAGGTCACCAAGAAACATCAGTATGAAATTAGGAATTGTTGGCCACCTGTATTATCTGG 
GGGGATCAGTCCTTGCATTATCATTGAAACACCTCACAAAGAAATAGGAACAAGTGATTTCTCCAGATTTACAAA 
TTACAGATTTAAAAATCTTTTTATTAATCCTTCACCTTTGCCTGATTTAAGCTGGGGATGTTCAAAAGAAGTCTG 
GCTAAACATGTTAAAAAAGGAGAGCAGATATGTTCATGACAAACATTTTGAAGTTCTGCATTCTGACTTGGAACC 
ACAGATGAGGTCCATACTTCTAGACTGGCTTTTAGAGGTATGTGAAGTATACACACTTCATAGGGAAACATTTTA 
TCTTGCACAAGACTTTTTTGATAGATTTATGTTGACACAAAAGGATATAAATAAAAATATGCTTCAACTCATTGG 
AATTACCTCATTATTCATTGCTTCCAAACTTGAGGAAATCTATGCTCCTAAACTCCAAGAGTTTGCTTACGTCAC 
TGATGGTGCTTGCAGTGAAGAGGATATCTTAAGGATGGAACTCATTATATTAAAGGCTTTAAAATGGGAACTTTG 
TCCTGTAACAATCATCTCCTGGCTAAATCTCTTTCTCCAAGTTGATGCTCTTAAAGATGCTCCTAAAGTTCTTCT 
ACCTCAGTATTCTCAGGAAACATXCATTCAAATAGCTCAGCTTTTAGATCTGTGTATTCTAGCCATTGATTCATT 
AGAGTTCCAGTACAGAATACTGACTGCTGCTGCCTTGTGCCATTTTACCTCCATTGAAGTGGTTAAGAAAGCCTC 
AGGTTTGGAGTGGGACAGTATXTCAGAATGTGTAGATTGGATGGTACCTTTTGTCAATGTAGTAAAAAGTACTAG 
TCCAGTGAAGCTGAAGACTTTTAAGAAGATTCCTATGGAAGACAGACATAATATCCAGACACATACAAACTATTT 
GGCTATGCTGGAGGAAGTAAATTACATAAACACCTTCAGAAAAGGGGGACAGTTGTCACCAGTGTGCAATGGAGG 
CATTATGACACCACCGAAGAGCACTGAAAAACCACCAGGAAAACAC TAAA GAAGATAACTAAGCAAACAAGTTGG 
AATTCACCAAGATTGGGTAGAACTGGTATCACTGAACTACTAAAGTTTTACAGAAAGTAGTGCTGTGATTGATTG 
CCCTAGCCAATTCACAAGTTACACTGCCATTCTGATTTTAAAACTTACAATTGGCACTAAAGAATACATTTAATT 
ATTTCCTATGTTAGCTGTTAAAGAAACAGCAGGACTTGTTTACAAAGATGTCTTCATTCCCAAGGTTACTGGATA 
GAAGCCAACCACAGTCTATACCATAGCAATGTTTTTCCTTTAATCCAGTGTTACTGTGTTTATCTTGATAAACTA 
GGAATTTTGTCACTGGAGTTTTGGACTGGATAAGTGCTACCTTAAAGGGTATACTAAGTGATACAGTACTTTGAA 
TCTAGTTGTTAGATTCTCAAAATTCCTACACTCTTGACTAGTGCAATTTGGTTCTTGAAAATTAAATTTAAACTT 
GTTTACAAAGGTTTAGTTTTGTAATAAGGTGACTAATTTATCTATAGCTGCTATAGCAAGCTATTATAAAACTTG 
AATTTCTACAAATGGTGAAATTTAATGTTTTTTAAACTAGTTTATTTGCCTTGCCATAACACATTTTTTAACTAA 
TAAGGCTTAGATGAACATGGTGTTCAACCTGTGCTCTAAACAGTGGGAGXACCAAAGAAATTATAAACAAGATAA 
ATGCTGTGGCTCCTTCCTAACTGGGGCTTTCTTGACATGTAGGTTGCTTGGTAATAACCTTTTTGTATATCACAA 
TTTGGGTGAAAAACTTAAGTACCCTTTCAAACTATTTATATGAGGAAGTCACTTTACTACTCTAAGATATCCCTA 
AGGAATTTTTTTTTTTAATTTAGTGTGACTAAGGCTTTATTTATGTTTGTGAAACTGTTAAGGTCCTTTCTAAAT 
TCCTCCATTGTGAGATAAGGACAGTGTCAAAGTGATAAAGCTTAACACTTGACCTAAACTTCTATTTTCTTAAGG 
AAGAAGAGTATTAAATATATACTGACTCCTAGAAATCTATTTATTAAAAAAAGACATGAAAACTTGCTGTACATA 
GGCTAGCTATTTCTAAATATTTTAAATTAGCTTTTCTAAAAAAAAAATCCAGCCTCATAAAGTAGATTAGAAAAC 
TAGATTGCTAGTTTATTTTGTTATCAGATATGTG2\ATCTCTTCTCCCTTTGAAGAAACTATACATTTATTGTTAC 
GGTATGAAGTCTTCTGTATAGTTTGTTTTTAAACTAATATTTGTTTCAGTATTTTGTCTGAAAAGAAAACACCAC 
TAATTGTGTACATATGTATTATATAAACTTAACCTTTTAATACTGTTTATTTTTAGCCCATTGTTTAAAAAATAA 
AAGTTAAAAAAATTTAACTGCTTAAAAGTAAAAAAAAAAAAAAAAAAA 
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FIGURE 421 

MSRRSSRLQAKQQPQPSQTESPQEAQIIQAKKRKrTQDVKKRREEVTKKHQYEIRNCWPPVLSGGISPCIIIETP 

HKEIGTSDFSRFTNYRFKNLFINPSPLPDLSWGCSKEVWLNMLKKESRYVHDKHFEVLHSDLEPQMRSILLDWLL 

EVCEVYTLHRETFyLAQDFFDRFMLTQKDINKNMLQLIGITSLFIASKLEEiyAPKLQEFAYVTDGACSEEDILR 

MELIILKALKWELCPVXIISWLNLFLQVDALKDAPKVLLPQYSQETFIQIAQLLDLCILAIDSLEFQYRILTAAA 

LCHFTSIEWKKASGLEWDSISECVDWMVPFVNWKSXSPVKLKTFKKIPMEDRHNIQTHTNYLAMLEEVNYINT 
FRKGGQLSPVCNGGIMTPPKSTEKPPGKH 
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FIGURE 422 

AAACTTCCCGCACGCGTTACAGGAGCCAGGTCGGTATAAGCGCCAGCGGCCTCGCCGCCCGTCAAGCTGTCCACA 
TCCC TGGCC TC AGC C CGC C ACATC AC CCTGACCTGCTT AC GCCCAGATTTTCTTCAATCACATCTGAATAAATC A 
CTTGAAGAAAGCTTATAGCTTCATTGCACCATGTGTGGCATTTGGGCGCTGTTTGGCAGTGATGATTGCCTTTCT 
GTTCAGTGTCTGAGTGCTATGAAGATTGCACACAGAGGTCCAGATGCATTCCGTTTTGAGAATGTCAATGGATAC 
ACCAACTGCTGCTTTGGATTTCACCGGTTGGCGGTAGTTGACCCGCTGTTTGGAATGCAGCCAATTCGAGTGAAG 
AAATATCCGTATTTGTGGCTCTGTTACAATGGTGAAATCTACAACCATAAGAAGATGCAACAGCATTTTGAATTT 
GAATACCAGACCAAAGTGGATGGTGAGATAATCCTTCATCTTTATGACAAAGGAGGAATTGAGCAAACAATTTGT 
ATGTTGGATGGTGTGTTTGCATTTGTTTTACTGGATACTGCCAATAAGAAAGTGTTCCTGGGTAGAGATACATAT 
GGAGTCAGACCTTTGTTTAAAGCAATGACAGAAGATGGATTTTTGGCTGTATGTTCAGAAGCTAAAGGTCTTGTT 
ACATTGAAGCACTCCGCGACTCCCTTTTTAAAAGTGGAGCCTTTTCTTCCTGGACACTATGAAGTTTTGGATTTA 
AAGCCAAATGGCAAAGTTGCATCCGTGGAAATGGTTAAATATCATCACTGTCGGGATGAACCCCTGCACGCCCTC 
TATGACAATGTGGAGAAACTCTTTCCAGGTTTTGAGATAGAAACTGTGAAGAACAACCTCAGGATCCTTTTTAAT 
AATGCTGTAAAGAAACGTTTGATGACAGACAGAAGGATTGGCTGCCTTTTATCAGGGGGCTTGGACTCCAGCTTG 
GTTGCTGCCACTCTGTTGAAGCAGCTGAAAGAAGCCCAAGTACAGTATCCTCTCCAGACATTXGCAATTGGCATG 
GAAGACAGCCCCGATTTACTGGCTGCTAGAAAGGTGGCAGATCATATTGGAAGTGAACATTATGAAGTCCTTTTr 
AACTCTGAGGAAGGCAXXCAGGCXCXGGAXGAAGXCAXAXXXXCCXXGGAAACXXAXGACAXXACAACAGXXCGX 
GCXXCAGXAGGXAXGXAXXTAAXTXCCAAGXAXAXXCGGAAGAACACAGAXAGCGXGGXGAXCXXCXCXGGAGAA 
GGATCAGAXGAACXXACGCAGGGXXACAXAXAXXXXCACAAGGCXCCXXCXCCXGAAAAAGCCGAGGAGGAGAGX 
GAGAGGCXXCXGAGGGAACXCTAXXXGXXXGAXGXXCXCCGCGCAGAXCGAACXACXGCXGCCCAXGGXCXTGAA 
CXGAGAGXCCCAXXXCXAGAXCAXCGAXXXXCXXCCXAXXACXXGXCXCXGCCACCAGAAAXGAGAAXXCCAAAG 
AAXGGGAXAGAAAAACAXCXCCXGAGAGAGACGXXXGAGGAXXCCAAXCXGAXACCCAAAGAGAXXCXCXGGCGA 
CCAAAAGAAGCCXXCAGXGAXGGAAXAACXXCAGTXAAGAAXXCCXGGXXXAAGAXXTTACAGGAAXACGXTGAA 
CAXCAGGXXGAXGAXGCAAXGAXGGCAAAXGCAGCCCAGAAAXXXCCCXXCAAXACXCCXAAAACCAAAGAAGGA 
XAXXACXACCGXCAAGXCXXXGAACGCCAXXACCCAGGCCGGGCXGACXGGCXGAGCCAXXACXGGAXGCCCAAG 
XGGAXCAAXGCCACTGACCCXXCXGCCCGCACGCXGACCCACXACAAGXCAGCXGXCAAAGCXXAGGXGGXCTXX 
AXGCXGXAAXGXGAAAGCAAAXAXXXCXXCGTGTXGGAXGGGGACTGXGGGTAGAXAGGGGAACAAXGAGAGXCA 
ACXCAGGCXAACXXGGGTGXGAAAAAAATAAAAGXCCXAAAXCT 
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FIGURE 423 

MCGIWALFGSDDCLSVQCLSAMKIAHRGPDAFRFENVNGYTNCCFGFHRLAVVDPLFGMQPIRVKKYPYLWLCYN 

GEIYNHKKMQQHFEFEYQTKVDGEIILHLYDKGGIEQTICMLDGVFAFVLLDTANKKVFLGRDTYGVRPLFKAMT 

EDGFLAVCSEAKGLVTLKHSATPFLKVEPFLPGHYEVLDLKPNGKVASVEMVKYHHCRDEPLHALYDNVEKL 

FEIETVKNNLRILFNNAVKKRLMTDRRIGCLLSGGLDSSLVAATLLKQLKEAQVQYPLQTFAIGMEDSPDLLAAR 

KVADHIGSEHYEVLFNSEEGIQALDEVIFSLETYDITTVRASVGMYLISKYIRKNTDSWIFSGEGSDELTQGYI 

YFHKAPSPEKAEEESERLLRELYLFDVLRADRTTAAHGLELRVPFLDHRFSSYYLSLPPEMRIPKNGIEKHLLRE 

TFEDSNLIPKEILWRPKEAFSDGITSVKNSWFKILQEYVEHQVDDAMMANAAQKFPFNTPKTKEGYYYRQVFERH 
YPGRADWLSHYWMPKWINATDPSARTLTHYKSAVKA 
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FIGURE 424 

GGCACGAGGCAGCAAAATGGCGCCAGAACTAGTGGCGGGCTGAGGACGCCGTACCCCTCGGAAGGCAGCCCTGCG 
GTCCCTTTGCCGCCCGTTCCCTCCCGGACATGGAGGACGTGGAGGCGCGCTTCGCCCACCTCTTGCAGCCCATCC 
GCGACCTCACCAAGAACTGGGAGGTGGACGTGGCGGCCCAGCTGGGCGAGTATCTGGAGGAGCTGGATCAGATCT 
GCATTTCTTTTGACGAAGGCAAGACCACAATGAACTTCATTGAGGCAGCGTTGTTGATCCAGGGCTCTGCCTGCG 
TCTACAGTAAGAAGGTGGAATACCTCTACTCACTCGTCTACCAGGCCCTTGATTTCATCTCTGGAAAGAGGCGGG 
CCAAGCAGCTCTCTTCGGTGCAGGAGGACAGGGCCAATGGGGTTGCCAGCTCCGGGGTCCCCCAGGAGGCAGAGA 
ATGAGTTCCTGTCGCTGGATGACTTCCCTGACTCCCGGACTAACGTGGATCTCAAGAATGATCAGACGCCCAGTG 
AGGTCCTCATCATCCCCCTCCTGCCCATGGCCCTGGTGGCCCCTGATGAAATGGAGAAGAACAACAATCCCCTGT 
ACAGCCGTCAGGGTGAGGTCCTGGCCAGCCGGAAGGATTTCAGGATGAACACGTGCGTTCCCCACCCCAGAGGGG 
CCTTCATGTTGGAGCCAGAGGGCATGTCCCCCATGGAACCAGCGGGCGTTTCCCCCATGCCAGGGACCCAGAAGG 
ACACCGGGAGGACTGAGGAGCAGCCAATGGAAGTTTCCGTGTGCAGGAGCCCTGTCCCAGCACTCGGCTTCTCCC 
AGGAGCCAGGCCCCTCTCCAGAAGGCCCGATGCCCCTGGGTGGGGGCGAGGACGAGGATGCAGAGGAGGCAGTAG 
AGCTTCCTGAGGCCTCGGCCCCCAAGGCCGCTCTGGAGCCCAAGGAGTCCAGGAGCCCGCAGCAGGTGGGACCCA 
CATGGAGGCCTGCAGAACCTGAGCTGTGAACTGGCAACCCTGGCTCTGGGGCCGAGTCACCTTGCACAAGGAGGA 
CAGTGGTATGGCCTTGGCCCCAGACCACTGGTCTGGGGCAGAAGCCCACCTGTCTTGCAGCCCGTCCTGCAACCA 
GCCCTTTTGAAGAGCAGCTTCTGTGTTCCTCCCCTCTCTGAGCAGAACTGATGCTCCTCAGAGXAGTGGGCTGGC 
GTCCAAGGATTTGAGCCCTGTCGAGCTCACGGCAACCTGGGATGGCCGCCGGTTGCCAAGGCGCCTCTCTGCAGT 
CGGGCTGGTAGGAGGGAGTGTCTGGAGGCCATTGCTGCCTCCCTCAACCCCCGGGGTCAACTGTACCCAGCCTAG 
AGCCAAGAAATCCTTCCTTTTTATTCATTAAAACAAAATCAACCTGAAAAAAAAAAAAAAAAAA 
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FIGURE 425 

MALVAPDEMEKINNPLYSRQGEVLASRKDFRMNTCVPHPRRAFMLEPEGMSPMEPAGVSPMPGTQNDTGRTEEQP 
MEVSVCRSPVPALGFSQEPGPSPERPMPLGGGEDEDAEEAVELPEASAPKAALEPKESRSPQQSAALPRRYML^ 
REGAPEPASCVKETPDLWQSLDPLNSLESKPFKKGRPYSVPPCVEEALGQKRKRKGAAKLQDFHQWYLVAYADHA 
DSRRLRRKGPSFADMEVLYWTHVKEQLETLRKLQRREVAEQWLRPAEEDHLEDSPGRPGGSR 
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FIGURE 426 

TTGGAACCAGAGAGAAGCCGGGATGGAAACICCAAACACCACAGAGGACIAXGACACGACCACAGAGIIIGACXA 

TGGGGAXGCAACXCCGIGCCAGAAGGIGAACGAGAGGGCCIIIGGGGCCCAACXGCXGCCCCCXCXGXACICCII 

GGTATTTGTCATTGGCCTGGTTGGAAACATCCTGGTGGTCCTGGTCCTTGTGCAATACAAGAGGCTAAAAAACAT 

GACCAGCATCTACCTCCTGAACCTGGCCATTTCTGACCTGCTCTTCCTGTTCACGCTTCCCTTCTGGATCGACTA 

CAAGTTGAAGGATGACTGGGTTTTTGGTGATGCCATGTGTAAGATCCTCTCTGGGTTTTATTACACAGGCTTGTA 

CAGCGAGATCTTTTTCATCATCCTGCTGACGATTGACAGGTACCTGGCCATCGTCCACGCCGTGTTTGCCTTGCG 

GGCACGGACCGTCACTTTTGGTGTCATCACCAGCATCATCATTTGGGCCCTGGCCATCTTGGCTTCCATGCCAGG 

CTTATACTTTTCCAAGACCCAATGGGAATTCACTCACCACACCTGCAGCCTTCACTTTCCTCACGAAAGCCTACG 

AGAGTGGAAGCTGTTTCAGGCTCTGAAACTGAACCTCTTXGGGCTGGTATTGCCTTTGTTGGTCATGATCATCTG 

CXACACAGGGAXIAXAAAGAXXCIGCXAAGACGACCAAAXGAGAAGAAATCCAAAGCXGXCCGIXXGAIXXXXGX 

CATCATGATCATCTXTTTTCTCTTTTGGACCCCCTACAATTTGACTATACTTATTTCTGTXTTCCAAGACTTCCT 

GTTCACCCATGAGTGTGAGCAGAGCAGACATTTGGACCTGGCTGTGCAAGXGACGGAGGTGATCGCCTACACGCA 

CTGCTGTGTCAACCCAGTGATCTACGCCTTCGTTGGTGAGAGGTTCCGGAAGTACCTGCGGCAGTTGTTCCACAG 

GCGTGTGGCTGTGCACCTGGTTAAATGGCTCCCCTTCCTCTCCGTGGACAGGCTGGACAGGGTCAGCTCCACATC 

TCCCTCCACAGGGGAGCATGAACTCTCTGCTGGGTTCTGACTCAGACCATAGGAGGCCAACCCAAAATAAGCAGG 

CGTGACCTGCCAGGCACACTGAGCCAGCAGCCTGGCTCTCCCAGCCAGGTTCTGACTCTTGGCACAGCATGGAGT 

CACAGCCACTTGGGATAGAGAGGGAATGXAATGGTGGCCTGGGGCTTCTGAGGCTTCTGGGGCTTCAGTCTTTTC 

CATGAACTTCTCCCCTGGTAGAAAGAAGATGAATGAGCAAAACCAAATATTCCAGAGACTGGGACrAArGTACCA 

GAGAAGGGCXIGGACXCAAGCAAGAIIICAGAITXGIGACCAIIAGCAIIXGXCAACAAAGICACCCACXXCCCA 

CTATTGCTTGCACAAACCAATTAAACCCAGTAGTGGTGACTGTGGGCTCCATTCAAAGTGAGCTCCTAAGCCATG 

GGAGACACXGAIGXAIGAGGAAXXXCIGIICXXCCAXCACCICCCCCCCCCCGCCACCCXCCCACXGCCAAAGAA 

CTTGGAAATAGTGATTTCCACAGTGACTCCACTCTGAGTCCCAGAGCCAATCAGXAGCCAGCATCTGCCTCCCCT 

TCACTCCCACCGCAGATTTGGGCTCTTGGAATCCTGGGGAACATAGAACTCATGACGGAAGAGTTGAGACCTAAC 

GAGAAATAGAAATGGGGAACTACTGCTGGCAGTGGAACTAAGAAAGCCCTTAGGAAGAATTTTTATATCCACXAA 

AAICAAACAAIXCAGGGAGXGGGCXAAGCACGGGCCAIAXGAAIAACAXGGXGXGCXXCIIAAAATAGCCAXAAA 

GGGGAGGGACICAXCAXXXCCAXXIACCCIICIIXXCIGACXAIXXTICAGAAXCTCICXICIXXTCAAGXiGGG 

IGAIAXGXXGGXAGATICIAAXGGCXXXAIXGCAGCGGIXAAIAACAGGCAAAAGGAAGCAGGGXXGGXXXCCCX 

XCXXXIIGIICXXCAXCIAAGCCXXCIGGXIXIAXGGGXCAGAGIICCGACXGCCAXCXIGGACXTGICAGCAAA 

AAAAAAIAAXAAIAAXAAXAAIAAGGCCIGCXGIGXAAGCIGACAGXAXITGXAGCXGAXAGGGGGIIGGGAGGA 
AGIGXCIACXAGGAGGGIGGGIGAGAXCIGIGXXGAIGX 
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FIGURE 427 

METPNTTEDYDTTTEFDYGDATPCQKVNERAFGAQLLPPLYSLVFVIGLVGNILWLVLVQYKRLKNMTSIYIiLN 
LAISDLLFLFTLPFWIDYKLKDDWVFGDAMCKILSGFYYTGLYSEIFFIILLTIDRYLAIVHAVFALRARTVTFG 
VI TS I I I WALAILASMPGLYFSKTQWEFTHHTCSLHFPHESLREWKLFQALKLNLFGLVLPLLVMI ICYTGI IK I 
LLRRPNEKKSKAVRLIFVIMIIFFLFWTPYNLTILISVFQDFLFTHECEQSRHLDLAVQVTEVIAYTHCCVNPVI 
YAF VGERFRKYLRQLFHRRVAVHLVKWLPFLS VDRLDRVS S TSP STGEHELS AGF 
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FIGURE 428 

GGCACGAGCCCAGAAACAAAGACTTCACGGACAAAGTCCCTTGGAACCAGAGAGAAGCCGGGATGGAAACTCCAA 
ACACCACAGAGGACTATGACACGACCACAGAGTTTGACTATGGGGATGCAACTCCGTGCCAGAAGGTGAACGAGA 
GGGCCTTTGGGGCCCAACTGCTGCCCCCTCTGTACTCCTTGGTATTTGTCATTGGCCTGGTTGGAAACATCCTGG 
TGGTCCTGGTCCTTGTGCAATACAAGAGGCTAAAAAACATGACCAGCATCTACCTCCTGAACCTGGCCATTTCTG 
ACCTGCTCTTCCTGTTCACGCTTCCCTTCTGGATCGACTACAAGTTGAAGGATGACTGGGTTTTTGGTGATGCCA 
TGTGTAAGATCCTCTCTGGGTTTTATTACACAGGCTTGTACAGCGAGATCTTTTTCATCATCCTGCTGACGATTG 
ACAGGTACCTGGCCATCGTCCACGCCGTGTTTGCCTTGCGGGCACGGACCGTCACTTTTGGTGTCATCACCAGCA 
TCATCATTTGGGCCCTGGCCATCTTGGCTTCCATGCCAGGCTTATACTTTTCCAAGACCCAATGGGAATTCACTC 
ACCACACCTGCAGCCTTCACTTTCCTCACGAAAGCCTACGAGAGTGGAAGCTGTTTCAGGCTCTGAAACTGAACC 
TCTTTGGGCTGGTATTGCCTTTGTXGGTCATGATCATCTGCTACACAGGGATTAT21AAGATTCTGCTAAGACGAC 
CAAATGAGAAGAAATCCAAAGCTGTCCGTTTGATTTTTGTCATCATGATCATCTTTTTTCTCTTTTGGACCCCCT 
AC7JVTTTGACTATACTTATTTCTGTTTTCCAAGACTTCCTGTTCACCCATGAGTGTGAGCAGAGCAGACATTTGG 
ACCTGGCTGTGCAAGTGACGGAGGTGATCGCCTACACGCACTGCTGTGTCAACCCAGTGATCTACGCCTTCGTTG 
GTGAGAGGTTCCGGAAGTACCTGCGGCAGTTGTTCCACAGGCGTGTGGCTGTGCACCTGGTTAAATGGCTCCCCT 
TCCTCTCCGTGGACAGGCTGGAGAGGGTCAGCTCCACATCTCCCTCCACAGGGGAGCATGAACTCTCTGCTGGGT 
TCTGACTCAGACCATAGGAGGCCAACCCAAAATAAGCAGGCGTGACCTGCCAGGCACACTGAGCCAGCAGCCTGG 
CTCTCCCAGCCAGGTTCTGACTCTTGGCACAGCATGGAGTCACAGCCACTTGGGATAGAGAGGGAATGTAATGGT 
GGCCTGGGGCTTCTGAGGCTTCTGGGGCTTCAGTCTTTTCCATGAACTTCTCCCCTGGTAGAAAGAAGATGAATG 
AGCAAAACCAAATATTCCAGAGACTGGGACTAAGTGTACCAGAGAAGGGCTTGGACTCAAGCAAGATTTCAGATT 
TGTGACCATTAGCATTTGTCAACAAAGTCACCCACTTCCCACTATTGCTTGCACAAACCAATTAAACCCAGTAGT 
GGTGACTGTGGGCTCCATTCAAAGTGAGCTCCTAAGCCATGGGAGACACTGATGTATGAGGAATTTCTGTTCTTC 
CATCACCTCCCCCCCCCCGCCACCCTCCCACTGCCAAGAACTTGGAAATAGTGATTTCCACAGTGACTCCACTCT 
GAGTCCCAGAGCCAATCAGTAGCCAGCATCTGCCTCCCCTTCACTCCCACCGCAGGATTTGGGCTCTTGGAATCC 
TGGGGAACATAGAACTCATGACGGAAGAGTTGAGACCTAACGAGAAATAGAAATGGGGGAACTACTGCTGGCAGT 
GGAACTAAGAAAGCCCTTAGGAAGAATTTTTATATCCACTAAAATCAAACAATTCAGGGAGTGGGCTAAGCACGG 
GCCATATGAAXAACATGGTGTGCTTCTTAAAATAGCCATAAAGGGGAGGGACTCATCATTTCCATTTACCCTTCT 
TTTCTGACTATTTTTCAGAATCTCTCTTCTTTTCAAGTTGGGTGATATGTTGGTAGATTCTAATGGCTTTATTGC 
AGCGATTAATAACAGGCAAAAGGAAGCAGGGTTGGTTTCCCTTCTTTTTGTTCTTCATCTAAGCCTTCTGGTTTT 
ATGGGTCAGAGTTCCGACTGCCATCTTGGACTTGTCAGCAAAAAAAAAAAAAAAAA 
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FIGURE 429 

METPNTTEDYDTTTEFDYGDATPCQKVNERAFGAQLLPPLYSLVFVIGLVGNILVVLVLVQYKRLKNMTSIYLLN 
LAISDLLFLFTLPFWIDYKLKDDWVFGDAMCKILSGFYYTGLYSEIFFIILLTIDRYIiAIVHAVFALRARTVTFG 
VITS 1 1 IWALAILASMPGLYFSKTQWEFTHHTCSLHFPHESLREWKLFQALKLNLFGLVLPLLVMI ICYTGI IKI 
LLRRPNEKKSKAVRLIFVIMIIFFLFWTPYNLTILISVFQDFLFTHECEQSRHLDLAVQVTEVIAYTHCCVNPVI 
YAFVGERFRKYLRQLFHRRVAVHLVKWLPFLSVDRLERVSSTSPSTGEHELSAGF 
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FIGURE 430 

AAGGACACGGGCAGCAGACAGTGGTCAGTCCTTTCTTGGCTCTGCTGACACTCGAGCCCACATTCCGTCACCTGC 

TCAGAATCATGCAGGTCTCCACTGCTGCCCTTGCTGTCCTCCTCTGCACCATGGCTCTCTGCAACCAGTTCTCTG 

CATCACTTGCTGCTGACACGCCGACCGCCTGCTGCTTCAGCTACACCTCCCGGCAGATTCCACAGAAXTTCATAG 

CTGACTACXTTGAGACGAGCAGCCAGTGCTCCAAGCCCGGTGTCATCTTCCTAACCAAGCGAAGCCGGCAGGTCT 

GTGCTGACCCCAGXGAGGAGTGGGTCCAGAAATATGXCAGCGACCTAGAGCTGAGTGCCTGAGGGGTCCAGAAGC 

XXCGAGGCCCAGCGACCXCGGXGGGCCAGTGGGGAGGAGCAGGAGCCXGAGCCXXGGGAAACAXGCGXGXGACCX 

CCACAGCXACCXCXXCXAXGGACTGGXXGXXGCCAAACAGCCACACTGXGGGACXCXXCTXAACXXAAAXXXXAA 

XXXAXXXAXACXAXXXAGXXXXXGXAAXXXAXXXXCGAXTTCACAGXGXGXXXGXGAXXGXXXGCXCXGAGAGXX 

CCCCXGTCCCCXCCCCCXXCCCXCACACCGCGXCXGGXGACAACCGAGXGGCXGXCAXCAGCCXGXGXAGGCAGX 

CAXGGCACCAAAGCCACCAGACXGACAAAXGXGXAXCGGAXGCXXXXGXXCAGGGCXGXGATCGGCCTGGGGAAA 
X AAX AAAGC ACGC X C X X X X AAAAGGX 
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FIGURE 431 

MQVSTAAIAVLLCTMALCNQFSASLAADTPTACCFSYTSRQIPQNFIADYFETSSQCSKPGVIFLTKRSRQVCAD 
PSEEWVQKYVSDLELSA 
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FIGURE 432 

GCTACACTAGAGCAGAGTACGAGTCTGAGGCGGAGGGAGTA ATGG CAGGACAAGCGTTTAGAAAGTTTCTTCCAC 
TCTTTGACCGAGTATTGGTTGAAAGGAGTGCTGCTGAAACTGTAACCAAAGGAGGCATTATGCTTCCAGAAAAAT 
CTCAAGGAAAAGTATTGCAAGCAACAGTAGTCGCTGTTGGATCGGGTTCTAAAGGAAAGGGTGGAGAGATTCAAC 
CAGTTAGCGTGAAAGTTGGAGATAAAGTTCTTCTCCCAGAATATGGAGGCACCAAAGTAGTTCTAGATGACAAGG 
ATTATTTCCTATTTAGAGATGGTGACATTCTTGGAAAGTACGTAGAC TGAA ATAAGTCACTATTGAAATGGCATC 
AACATGATGCTGCCCATTCCACTGAAGTTCTGAAATCTTTCGTCATGTAAATAATTTCCATATTTCTCTTTTATA 
ATAAACTAATGATAACTAATGACATCCAGTGTCTCCAAAATTGTTTCCTTGTACTGATATAAACACTTCCAAATA 
AAAATATGTAAAT 
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FIGURE 433 

MAGQAFRKFLPLFDRVLVERSAAETVTKGGIMLPEKSQGKVLQATWAVGSGSKGKGGEIQPVSVKVGDKVLLPE 
YGGTKWLDDKD YFLFRDGD I LGKYVD 
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FIGURE 434 

CTCCGCTGCTGTCGCCAGGAGTCACTTCACGAGAAGCCAGGTCACAACCGTCGGCCCTTGTCTGGAAAAGTAAAA 
GTGGATCCTGCCACGTTCGGAGCTCCCTGGCGCCTCGCCCGGCTGGAGCTAGAGAACTCGTCCTGXGGCGGCCCC 
CGGCGTGGGGCGGGACAGCGGCCCCCTGGAGGGGGCAGTCCCGGGAGAACCTGCGGCGGCCGGAGCGGTAAAAAT 
AAGTGACTAAAGAAGCAGACCTGGGAATCACCTAACMGTCGAGGAGGAGATTTGATTGCCGAAGTATTTCAGGC 
CTACTAACTACAACTCCTCAAATTCCAATAAAAATGGAAAACTTTAATAATTTCTATATACTTACATCTAAAGAG 
CTAGGGAGAGGAAAATTTGCTGTGGTTAGACAATGTATATCAAAATCTACTGGCCAAGAATATGCTGCAAAATTT 
CTAAAAAAGAGAAGAAGAGGACAGGATTGTCGGGCAGAAATTTTACACGAGATTGCTGTGCTTGAATTGGCAAAG 
TCTTGTCCCCGTGTTATTAATCTTCATGAGGTCTATGAAAATACAAGTGAAATCATTTTGATATTGGAATATGCT 
GCAGGTGGAGAAATTTTCAGCCTGTGTTTACCTGAGTTGGCTGAAATGGTTTCTGAAAATGATGTTATCAGACTC 
ATTAAACAAATACTTGAAGGAGTTTATTATCTACATCAGAATAACAXTGTACACCTTGATTTAAAGCCACAGAAX 
ATATTACTGAGCAGCATATACCCTCTCGGGGACATTAAAATAGTAGATTTTGGAATGTCTCGAAAAATAGGGCAT 
GCGTGTGAACTTCGGGAAATCATGGGAACACCAGAATATTTAGCTCCAGAAATCCTGAACTAXGATCCCATTACC 
ACAGCAACAGATATGTGGAATATTGGTATAATAGCATATATGTTGTTAACTCACACATCACCArTrGTGGGAGAA 
GATAATCAAGAAACATACCTCAATATTTCTCAAGTTAATGTAGATTATTCGGAAGAAACTTTTTCATCAGrTTCA 
CAGCTGGCCACAGACTTTATTCAGAGCCTTTTAGTAAAAAATCCAGAGAAAAGACCAACAGCAGAGATATGCCTT 
TCTCATTCTXGGCTACAGCAGTGGGACTTTGAAAACTTGTTrCACCCrGAAGAAACTTCCAGTTCCTCTCAAACT 
CAGGAXCAXXCXGTAAGGXCCXCXGAAGACAAGACXTCXAAAXCCXCCXGTAAXGGAACCTGXGGXGAXAGAGAA 
GACAAAGAGAATAXCCCAGAGGAXAGCAGCATGGXTXCCAAAAGAXXXCGXXXCGAXGACXCATXACCCAAXCCC 
CAXGAACXXGXXXCAGAXTXGCXCXGXTAGCACXXXXXXCXTXGACXCAXXTGGACXGAAXXXGAAATXXXAXAX 
CCACTCCAGXGAGAXXAXGAXTXGXAGCXXCAXATAXGACAXGXXXAXAXXGXAAAXGCACXXTXCCAXGGAAXA 
AXXXAGGGAAGXGXXXXAAXGTXAAAXXACXAGXXGCXAGCAXGTXAXGAXXXCAXATCCXGAGAXAGCXCXGCA 
GAXAAGAAAAXAXXTAAAXAXAXGACAAAAAGXAAAAXXGXACAXGXGAAAG 
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FIGURE 435 

MSRRRFDCRSISGLLTTTPQIPIKMENFNNFYILTSKELGRGKFAWRQCISKSTGQEYAAKFLKKRRRGQDCRA 
EILHEIAVLELAKSCPRVINLHEVYENTSEIILILEYAAGGEIFSLCLPEIiAEMVSENDVIRLIKQILEGVYYLH 
QNNIVHLDLKPQNILLSSIYPLGDIKIVDFGMSRKIGHACELREIMGTPEYLAPEILNYDPITTATDMWNIGIIA 
YMLLTHTSPFVGEDNQETYLNISQVNVDYSEETFSSVSQLATDFIQSLLVKNPEKRPTAEICLSHSWLQQWDFEN 
LFHPEETSSSSQTQDHSVRSSEDKTSKSSCNGTCGDREDKENIPEDSSMVSKRFRFDDSLPNPHELVSDLLC 
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FIGURE 436 

TAACTGAGCGAGGAGCAATTGATTAATAGCTCGGCGAGGGGACTCACTGACTGTTATAATAACACTACACCAGCA 

ACTCCTGGCTTCCCAGCAGCCGGAACACAGACAGGAGAGAGTCAGTGGCAAATAGACATTTTTCTTATTTCTTAA 

AAAACAGCAACTTGTTTGCTACTTTTATTTCTGTTGATTTTTTTTTCTTGGTGTGTGTGGTGGTTGTTTTTAAGT 

GTGGAGGGCAAAAGGAGATACCATCCCAGGCTCAGTCCAACCCCTCTCCAAAACGGCTTTTCTGACACTCCAGGT 

AGCGAGGGAGTTGGGTCTCCAGGTTGTGCGAGGAGCAAAT^TGACCGCCAAGGCCGTAGACAAAATCCCAGTAA 

CTCTCAGTGGTTTTGTGCACCAGCTGTCTGACAACATCTACCCGGTGGAGGACCTCGCCGCCACGTCGGTGACCA 

TCTTTCCCAATGCCGAACTGGGAGGCCCCTTTGACCAGATGAACGGAGTGGCCGGAGATGGCATGATCAACATTG 

ACATGACTGGAGAGAAGAGGTCGTTGGATCTCCCATATCCCAGCAGCTTTGCTCCCGTCTCTGCACCTAGAAACC 

AGACCTTCACTTACATGGGCAAGTTCTCCATTGACCCTCAGTACCCTGGTGCCAGCTGCTACCCAGAAGGCATAA 

TCAATATTGTGAGTGCAGGCATCTTGCAAGGGGTCACTTCCCCAGCTTCAACCACAGCCTCATCCAGCGTCACCT 

CTGCCTCCCCCAACCCACTGGCCACAGGACCCCTGGGTGTGTGCACCATGTCCCAGACCCAGCCTGACCTGGACC 

ACCTGTACTCTCCGCCACCGCCTCCTCCTCCTTATTCTGGCTGXGCAGGAGACCTCTACCAGGACCCTTCTGCGT 

TCCTGTCAGCAGCCACCACCTCCACCTCTTCCTCTCTGGCCTACCCACCACCTCCTTCCTATCCATCCCCCAAGC 

CAGCCACGGACCCAGGTCTCTTCCCAATGATCCCAGACTATCCTGGATTCTTTCCATCTCAGTGCCAGAGAGACC 

TACATGGTACAGCTGGCCCAGACCGTAAGCCCTTTCCCTGCCCACTGGACACCCTGCGGGTGCCCCCTCCACTCA 

CTCCACTCTCTACAATCCGTAACTTTACCCTGGGGGGCCCCAGTGCTGGGGTGACCGGACCAGGGGCCAGTGGAG 

GCAGCGAGGGACCCCGGCTGCCTGGTAGCAGCTCAGCAGCAGCAGCAGCCGCCGCCGCCGCCGCCTATAACCCAC 

ACCACCTGCCACTGCGGCCCATTCTGAGGCCTCGCAAGTACCCCAACAGACCCAGCAAGACGCCGGTGCACGAGA 

GGCCCTACCCGTGCCCAGCAGAAGGCTGCGACCGGCGGTTCTCCCGCTCTGACGAGCTGACACGGCACATCCGAA 

TCCACACTGGGCATAAGCCCTTCCAGTGTCGGATCTGCATGCGCAACTTCAGCCGCAGTGACCACCTCACCACCC 

ATATCCGCACCCACACCGGTGAGAAGCCCTTCGCCTGTGACTACTGTGGCCGAAAGTTTGCCCGGAGTGATGAGA 

GGAAGCGCCACACCAAGATCCACCTGAGACAGAAAGAGCGGAAAAGCAGTGCCCCCTCTGCATCGGTGCCAGCCC 

CCTCTACAGCCTCCTGCTCTGGGGGCGTGCAGCCTGGGGGTACCCTGTGCAGCAGTAACAGCAGCAGTCTTGGCG 

GAGGGCCGCTCGCCCCTTGCTCCTCTCGGACCCGGACACCTTGAjSATGAGACTCAGGCTGATACACCAGCTCCCA 

AAGGTCCCGGAGGCCCTTTGTCCACTGGAGCTGCACAACAAACACTACCACCCTTTCCTGTCCCTCTCTCCCTTT 

GTTGGGCAAAGGGCTTTGGTGGAGCTAGCACTGCCCCCTTTCCACCTAGAAGCAGGTTCTTCCTAAAACTTAGCC 

CATTCTAGTCTCTCTTAGGTGAGTTGACTATCAACCCAAGGCAAAGGGGAGGCTCAGAAGGAGGTGGTGTGGGGA 

TCCCCTGGCCAAGAGGGCTGAGGTCTGACCCTGCTTTAAAGGGTTGTTTGACTAGGTTTTGCTACCCCACTTCCC 

CTTATTTTGACCCATCACAGGTTTTTGACCCTGGATGTCAGAGTTGATCTAAGACGTTTTCTACAATAGGTTGGG 

AGATGCTGATCCCTTCAAGTGGGGACAGCAAAAAGACAAGCAAAACTGATGTGCACTTTATGGCTTGGGACTGAT 

TTGGGGGACATTGTACAGTGAGTGAAGTATAGCCTTTATGCCACACTCTGTGGCCCTAAAATGGTGAATCAGAGC 

ATATCTAGTTGTCTCAACCCTTGAAGCAATATGTATTATATACTCAGAGAACAGAAGTGCAATGTGATGGGAGGA 

ACGTAGCAATATCTGCTCCTTTTCGAGTTGTTTGAGAAATGTAGGCTATTTTTTCAGTGTATATCCACTCAGATT 

TTGTGTATTTTTGATGTACCCACACTGTTCTCTAAATTCTGAATCTTTGGGAAAAAATGTAAAGCATTTATGATC 

TCAGAGGTTAACTTATTTAAGGGGGATGTACATATTCTCTGAAACTAGGATGCATGCAATTGTGTTGGAAGTGTC 

CTTGGTCGCCTTGTGTGATGTAGACAAATGTTACAAGGCTGCATGTAAATGGGTTGCCTTATTATGGAGAAAAAA 

ATCACTCCCTGAGTTTAGTATGGCTGTATATTTATGCCTATTAATATTTGGAATTTTTTTTAGAAAGTATATTTT 

TGTATGCTTTGTTTTGTGACTTAAAAGTGTTACCTTTGTAGTCAAATTTCAGATAAGAATGTACATAATGTTACC 

GGAGCTGATTTGTTTGGTCATTAGCTCTTAATAGTTGTGAAAAAATAAATCTATTCTAACGCAAAACCACTAACT 

GAAGTTCAGATATAATGGATGGTTTGTGACTATAGTGTAAATAAATACTTTTCAACAAT 
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FIGURE 437 

MMTAKAVDKIPVTLSGFVHQLSDNIYPVEDLAATSVTIFPNAELGGPFDQMNGVAGDGMINIDMTGEKRSLDLPY 
PSSFAPVSAPRNQTFTYMGKFSIDPQYPGASCYPEGIINIVSAGILQGVTSPASTTASSSVTSASPNPLATGPLG 
VCTMSQTQPDLDHLYSPPPPPPPYSGCAGDLYQDPSAFLSAATTSTSSSLAYPPPPSYPSPKPATDPGLFPMIPD 
YPGFFPSQCQRDLHGTAGPDRKPFPCPLDTLRVPPPLTPLSTIRNFTLGGPSAGVTGPGASGGSEGPRLPGSSSA 
AAAAAAAAAYNPHHLPLRPILRPRKYPNRPSKTPVHERPYPCPAEGCDRRFSRSDELTRHIRIHTGHKPFQCRIC 
MRNFSRSDHLTTHIRTHTGEKPFACDYCGRKFARSDERKRHTKIHLRQKERKSSAPSASVPAPSTASCSGGVQPG 
GTLCS SNS S SLGGGPLAPCS SRTRTP 
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FIGURE 438A 

ATGAACCTCTGAAAACTGCCGGCATCTGAGGTTTCCTCCAAGGCCCTCTGAAGTGCAGCCCATAAT^AGGTCTT 

GGCGGCAGGAGTTGTGCCCCTGCTGTTGGTTCTGCACTGGAAACATGGGGCGGGGAGCCCCCTCCCCATCACCCC 

TGICAACGCCACCTGTGCCATACGCCACCCATGTCACAACAACCTCATGAACCAGATCAGGAGCCAACTGGCACA 

GCTCAATGGCAGTGCCAATGCCCTCTTTATTCTCTATTACACAGCCCAGGGGGAGCCGTTCCCCAACAACCTGGA 

CAAGCTATGTGGCCCCAACGTGACGGACTTCCCGCCCTTCCACGCCAACGGCACGGAGAAGGCCAAGCTGGTGGA 

GCTGTACCGCATAGTCGTGTACCTTGGCACCTCCCTGGGCAACATCACCCGGGACCAGAAGATCCTCAACCCCAG 

TGCCCTCAGCCTCCACAGCAAGCTCAACGCCACCGCCGACATCCTGCGAGGCCTCCTTAGCAACGTGCTGTGCCG 

CCTGTGCAGCAAGTACCACGTGGGCCATGTGGACGTGACCTACGGCCCTGACACCTCGGGTAAGGATGTCTTCCA 

GAAGAAGAAGCTGGGCTGTCAACTCCTGGGGAAGTATAAGCAGATCATCGCCGTGTTGGCCCAGGCCTTCTAGCA 

GGAGGTCTTGAAGTGTGCTGTGAACCGAGGGATCTCAGGAGTTGGGTCCAGATGTGGGGGCCTGTCCAAGGGTGG 

CXGGGGCCCAGGGCATCGCTAAACCCAAATGGGGGCTGCTGGCAGACCCCGAGGGTGCCTGGCCAGTCCACTCCA 

CTCTGGGCTGGGCTGTGATGAAGCTGAGCAGAGTGGAAACTTCCATAGGGAGGGAGCTAGAAGAAGGTGCCCCTT 

CCTCTGGGAGATTGTGGACTGGGGAGCGTGGGCTGGACTTCTGCCTCTACTTGTCCCTTTGGCCCCTTGCTCACT 

TTGTGCAGTGAACAAACXACACAAGTCATCTACAAGAGCCCTGACCACAGGGTGAGACAGCAGGGCCCAGGGGAG 

TGGACCAGCCCCCAGCAAATTATCACCATCTGTGCCTTTGCTGCCCCTTAGGTTGGGACTTAGGTGGGCCAGAGG 

GGCTAGGATCCCAAAGGACTCCTTGTCCCCTAGAAGTTTGATGAGTGGAAGATAGAGAGGGGCCTCTGGGATGGA 

AGGCTGTCTTCTTTTGAGGATGATCAGAGAACTTGGGCATAGGAACAATCTGGCAGAAGTTTCCAGAAGGAGGTC 

ACTTGGCATTCAGGCTCTTGGGGAGGCAGAGAAGCCACCTTCAGGCCTGGGAAGGAAGACACTGGGAGGAGGAGA 

GGCCTGGAAAGCTTTGGTAGGTTCTTCGTTCTCTTCCCCGTGATCTTCCCTGCAGCCTGGGATGGCCAGGGTCTG 

ATGGCTGGACCTGCAGCAGGGGTTTGTGGAGGTGGGTAGGGCAGGGGCAGGTTGCTAAGTCAGGTGCAGAGGTTC 

TGAGGGACCCAGGCTCTTCCTCTGGGTAAAGGTCTGTAAGAAGGGGCTGGGGTAGCTCAGAGTAGCAGCTCACAT 

CTGAGGCCCTGGGAGGTCTTGTGAGGTCACACAGAGGTACTTGAGGGGGACTGGAGGCCGTCTCTGGTCCCCAGG 

GCAAGGGAACAGCAGAACTTAGGGTCAGGGTCTCAGGGAACCCTGAGCTCCAAGCGTGCTGTGCGTCTGACCTGG 

CATGATTTCTATTTATTATGATATCCTATTTATATTAACTTATTGGTGCTTTCAGTGGCCAAGTTAATTCCCCTT 

TCCCTGGTCCCTACTCAACAAAATATGATGATGGCTCCCGACACAAGCGCCAGGGCCAGGGCTTAGCAGGGCCTG 

GTCTGGAAGTCGACAATGTTACAAGTGGAATAAGCTTACGGGTGAAGCTCAGAGAAGGGTCGGATCXGAGAGAAT 

GGGGAGGCCTGAGTGGGAGTGGGGGGCCTTGCTCCACCCCCATCCCCTACTGTGACTTGCTTTAGCGTGTCAGGG 

TCCAGGCTGCAGGGGCTGGGCCAATTTGTGGAGAGGCCGGGTGCCTTTCTGTCTTGCTTCCAGGGGGCTGGTTCA 

CACTGTTCTTGGGCGCCCCAGCATTGTGTTGTGAGGCGCACTGTTCCTGGCAGATATTGTGCCCCCTGGAGCAGT 

GGGCAAGACAGTCCTTGTGGCCCACCCTGTCCTTGTTTCTGTGTCCCCATGCTGCCTCTGAAATAGCGCCCTGGA 

ACAACCCTGCCCCTGCACCCAGCATGCTCCGACACAGCAGGGAAGCTCCTCCTGTGGCCCGGACACCCATAGACG 

GTGCGGGGGGCCTGGCTGGGCCAGACCCCAGGAAGGTGGGGTAGACTGGGGGGATCAGCTGCCCATTGCTCCCAA 

GAGGAGGAGAGGGAGGCTGCAGACGCCTGGGACTCAGACCAGGAAGCTGTGGGCCCTCCTGCTCCACCCCCATCC 

CACTCCCACCCATGTCTGGGCTCCCAGGCAGGGAACCCGATCTCTTCCTTTGIGCTGGGGCCAGGCGAGTGGAGA 

AACGCCCTCCAGTCTGAGAGCAGGGGAGGGAAGGAGGCAGCAGAGTTGGGGCAGCTGCTCAGAGCAGTGTTCTGG 

CTTCTTCTCAAACCCTGAGCGGGCTGCCGGCCTCCAAGTTCCTCCGACAAGATGATGGTACTAATTATGGTACTT 

TTCACTCACTTTGCACCTTTCCCTGTCGCTCTCTAAGCACTTTACCTGGATGGCGCGTGGGCAGTGTGCAGGCAG 

GTCCTGAGGCCTGGGGTTGGGGTGGAGGGTGCGGCCCGGAGTTGTCCATCTGTCCATCCCAACAGCAAGACGAGG 

ATGTGGCTGTTGAGATGTGGGCCACACTCACCCTTGTCCAGGATGCAGGGACTGCCTTCTCCTTCCTGCTTCATC 

CGGCTTAGCTTGGGGCTGGCTGCATTCCCCCAGGATGGGCTTCGAGAAAGACAAACTTGTCTGGAAACCAGAGTT 

GCTGATTCCACCCGGGGGGCCCGGCTGACTCGCCCATCACCTCATCTCCCTGXGGACTTGGGAGCTCTGTGCCAG 

GCCCACCTTGCGGCCCTGGCTCTGAGTCGCTCTCCCACCCAGCCTGGACTTGGCCCCATGGGACCCATCCTCAGT 

GCTCCCTCCAGATCCCGTCCGGCAGCTTGGCGTCCACCCTGCACAGCATCACTGAATCACAGAGCCTTTGCGTGA 

AACAGCTCTGCCAGGCCGGGAGCTGGGTTTCTCTTCCCTTTTTATCTGCTGGTGTGGACCACACCTGGGCCTGGC 

CGGAGGAAGAGAGAGTTTACCAAGAGAGATGTCTCCGGGCCCTTATTTATTATTTAAACATTTTTTTAAAAAGCA 

CTGCTAGTTTACTTGTCTCTCCTCCCCATCGTCCCCATCGTCCTCCTTGTCCCTGACTTGGGGCACTTCCACCCT 

GACCCAGCCAGTCCAGCTCTGCCTTGCCGGCTCTCCAGAGTAGACATAGTGTGTGGGGTTGGAGCTCTGGCACCC 

GGGGAGGTAGCATTTCCCTGCAGATGGTACAGATGTTCCTGCCTTAGAGTCATCTCTAGTTCCCCACCTCAATCC 
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FIGURE 438B 

CGGCATCCAGCCTTCAGTCCCGCCCACGTGCTAGCTCCGTGGGCCCACCGTGCGGCCTTAGAGGTTTCCCTCCTT 
CCTTTCCACTGAAAAGCACATGGCCTTGGGTGACAAATTCCTCTTTGATGAATGTACCCTGTGGGGATGTTTCAT 
ACTGACAGATTATTTTTATTTATTCAATGTCATATTTAAAATATTTATTTTTTATACCAAATGAATCACTTTTTT 
TTTTAAGAAAAAAAAGAGAAATGAATAAAGAATCTACTCTTCG 
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FIGURE 439 

MKVLAAGVVPLLLVLHWKHGAGSPLPITPVNATCAIRHPCHNNLMNQIRSQLAQLNGSANALFILYYTAQGEPFP 
NNLDKLCGPNVTDFPPFHANGTEKAKLVELYRIVVYLGTSLGNITRDQKILNPSALSLHSKLNATADILRGLLSN 
VLCRLCSKYHVGHVDVTYGPDTSGKDVFQKKKLGCQLLGKYKQIIAVLAQAF 
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FIGURE 440A 

GCTGGCGGCGGCCGCCCAGGGCCGGGGCCGCGCGCCCAGCCTGAGCCCGCCCCGCCGCCGAGCGTCACCGAACCT 

GCTTGAAATGCAGCCGAGGAGCCGGGGCGGGCGGCAGCGGCGGCGGCGGCGGCGGCGGGGGCAGCGGCAACCCCG 

GCGCCGCGGCAAGGACTCGGAGGGCTGAGACGCGGCGGCGGCGGCGCGGGGAGCGCGGGGCGCGGCGGCCGGAGC 

CCGGGCCCGCCATGGGCCTCCCCGAGCCGGGCCCTCTCCGGCTTCTGGCGCTGCTGCTGCTGCTGCTGCTGCTGC 

TGCTGCTGCGGCTCCAGCATCTTGCGGCGGCAGCGGCTGATCCGCTGCTCGGCGGCCAAGGGCCGGCCAAGGAGT 

GCGAAAAGGACCAATTCCAGTGCCGGAACGAGCGCTGCATCCCCTCTGTGTGGAGATGCGACGAGGACGATGACT 

GCTTAGACCACAGCGACGAGGACGACTGCCCCAAGAAGACCTGTGCAGACAGTGACTTCACCTGTGACAACGGCC 

ACTGCATCCACGAACGGTGGAAGTGTGACGGCGAGGAGGAGTGTCCTGATGGCTCCGATGAGTCCGAGGCCACTT 

GCACCAAGCAGGTGTGTCCTGCAGAGAAGCTGAGCTGTGGACCCACCAGCCACAAGTGTGTACCTGCCTCGTGGC 

GCTGCGACGGGGAGAAGGACTGCGAGGGTGGAGCGGATGAGGCCGGCTGTGCTACCTTGTGCGCCCCGCACGAGT 

TCCAGTGCGGCAACCGCTCGTGCCTGGCCGCCGTGTTCGTGTGCGACGGCGATGACGACTGTGGTGACGGCAGCG 

ATGAGCGCGGCTGTGCAGACCCGGCCTGCGGGCCCCGCGAGTTCCGCTGCGGCGGCGATGGCGGCGGCGCCTGCA 

TCCCGGAGCGCTGGGTCTGCGACCGCCAGTTTGACTGCGAGGACCGCTCGGACGAGGCAGCCGAGCTCTGCGGCC 

GCCCGGGCCCCGGGGCCACGTCCGCGCCCGCCGCCXGCGCCACCGTCTCCCAGTTCGCCTGCCGCAGCGGCGAGT 

GCGTGCACCTGGGCTGGCGCTGCGACGGCGACCGCGACTGCAAAGACAAATCGGACGAGGCCGACTGCCCACTGG 

GCACCTGCCGTGGGGACGAGTTCCAGTGTGGGGATGGGACATGTGTCCTTGCAATCAAGCACTGCAACCAGGAGC 

AGGACTGTCCAGATGGGAGTGATGAAGCTGGCTGCCTACAGGGGCTGAACGAGTGTCTGCACAACAATGGCGGCT 

GCTCACACATCTGCACTGACCTCAAGATTGGGTTTGAATGCACGTGCCCAGCAGGCTTCCAGCTCCTGGACCAGA 

AGACCTGTGGCGACATTGATGAGTGCAAGGACCCAGATGCCTGCAGCCAGATCTGTGTCAATTACAAGGGCTATT 

TTAAGTGTGAGTGCTACCCTGGCTACGAGATGGACCTACTGACCAAGAACTGCAAGGCTGCTGGTGGAAAGAGCC 

CATCCCTAATCTTCACCAACCGGTACGAGGTGCGGAGGATCGACCTGGTGAAGCGGAACTATTCACGCCTCATCC 

CCATGCTCAAGAATGTCGTGGCACTAGATGTGGAAGTTGCCACCAATCGCATCTACTGGTGTGACCTCTCCTACC 

GTAAGATCTATAGCGCCTACATGGACAAGGCCAGTGACCCGAAAGAGCAGGAGGTCCTCATTGACGAGCAGTTGe 

ACTCTCCAGAGGGCCTGGCAGTGGACTGGGTCCACAAGCACATCTACTGGACTGACTCGGGCAATAAGACCATCT 

CAGTGGCCACAGTTGATGGTGGCCGCCGACGCACTCTCTTCAGCCGTAACCTCAGTGAACCCCGGGCCATCGCTG 

TTGACCCCCTGCGAGGGTTCATGTATTGGTCTGACTGGGGGGACCAGGCCAAGATTGAGAAATCTGGGCTCAACG 

GTGTGGACCGGCAAACACTGGTGTCAGACAATATTGAATGGCCCAACGGAATCACCCTGGATCTGCTGAGCCAGC 

GCTTGTACTGGGTAGACXCCAAGCTACACCAACTGTCCAGCATTGACTTCAGTGGAGGCAACAGAAAGACGCXGA 

TCTCCTCCACTGACTTCCTGAGCCACCCTTTTGGGATAGCTGTGTTTGAGGACAAGGTGTTCTGGACAGACCTGG 

AGAACGAGGCCATTTTCAGTGCAAATCGGCTCAATGGCCTGGAAATCTCCATCCTGGCTGAGAACCTCAACAACC 

CACATGACATTGTCATCTTCCATGAGCTGAAGCAGCCAAGAGCTCCAGATGCCTGTGAGCTGAGTGTCCAGCCTA 

ATGGAGGCTGTGAATACCTGTGCCTTCCTGCTCCTCAGATCTCCAGCCACTCTCCCAAGTACACATGTGCCTGTC 

CTGACACAATGTGGCTGGGTCCAGACATGAAGAGGTGCTACCGAGCACCTCAATCTACCTCAACTACGACGTTAG 

CTTCTACCATGACGAGGACAGTACCTGCCACCACAAGAGCCCCCGGGACCACCGTCCACAGATCCACCTACCAGA 

ACCACAGCACAGAGACACCAAGCCTGACAGCTGCAGTCCCAAGCTCAGTTAGTGTCCCCAGGGCTCCCAGCATCA 

GCCCGTCTACCCTAAGCCCTGCAACCAGCAACCACTCCCAGCACTATGCAAATGAAGACAGTAAGATGGGCTCAA 

CAGTCACTGCCGCTGTTATCGGGATCATCGTGCCCATAGTGGTGATAGCCCTCCTGTGCATGAGTGGATACCTGA 

TCTGGAGAAACTGGAAGCGGAAGAACACCAAAAGCATGAATTTTGACAACCCAGTCTACAGGAAAACAACAGAAG 

AAGAAGATGAAGATGAGCTCCATATAGGGAGAACTGCTCAGATTGGCCATGTCTATCCTGCAGCAATCAGCAGCT 

TTGATCGCCCACTGTGGGCAGAGCCCTGTCTTGGGGAGACCAGAGAACCGGAAGACCCAGCCCCTGCCCTCAAGG 

AGCTTTTTGTCTTGCCGGGGGAACCAAGGTCACAGCTGCACCAACTCCCGAAGAACCCTCTTTCCGAGCTGCCTG 

TCGTCAAATCCAAGCGAGTGGCATTAAGCCTTGAAGATGATGGACTACCCTGA3GATGGGATCACCCCCTTCGTG 

CCTCATGGAATTCAGTCCCATGCACTACACTCTGGATGGTGTATGACTGGATGAATGGGTTTCTATATATGGGXC 

TGTGTGAGTGTATGTGTGTGTGTGATTTTTTTTTTAAATTTATGTTGCGGAAAGGTAACCACAAAGTTATGATGA 

ACTGCAAACATCCAAAGGATGTGAGAGTTTTTCTATGTATAATGTTTTATACACTTTTTAACTGGTTGCACTACC 

CATGAGGAATTCGTGGAATGGCTACTGCTGACTAACATGATGCACATAACCAAATGGGGGCCAATGGCACAGTAC 

CTTACTCATCATTTAAAAACTATATTTACAGAAGATGTTTGGTTGCTGGGGGGGCTTTTTTGGGTTTTGGGGCAT 

TTGTTTTTTGTAAATAAGATGATTATGCXTTGTGGCTATCCATCAACATAAGTAAAAAAAAAAAAAAAACACTTC 
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FIGURE 440B 

AACTCCCTCCCCCATTTAGATTATTTATTAACATATTTTAAAAATCAGATGAGTTCTATAAATAATTTAGAGAAG 
TGAGAGTATTTATTTTTGGCATGTTTGGCCCACCACACAGACTCTGTGTGTGTATGTGTGTGTTTATATGTGTAT 
GTGTGTGACAGGAAAATCTGTAGAGAAGAGGCACATCTATGGCTACTGTTCAAATACATAAAGATAAATTTATTT 
TCACACAGTCCACAAGGGGTATATCTTGTAGTTTTCAGAAAAGCCTTTGGAAATCTGGATCAGGAAATAGATACC 
ATGGTTTGTGCAATTATGTAGTAAAAAAGGCAAATCTTTTCACCTCTGGCTATTCCTGAGACCCCAGGAAGTCAG 
GAAAAGCCTTTCAGCTCACCCATGGCTGCTGTGACTCCTACCAGGGCTTTCTTGGCTTTGGCGAAGGTCAGTGTA 
CAGACATTCCATGGTACCAGAGTGCTCAGAAAGTCAAGATAGGATATGCCTCACCCTCAGCTACTCCTTGTTTTA 
AAGTTCAGCTCTTTGAGTAACTTCTTCAATTTCTTTCAGGACACTTGGGTTGAATTCAGTAAGTTTCCTCTGAAG 
CACCCTGAAGGGTGCCATCCTTACAGAGCTAAGTGGAGACGTTTCCAGAXCAGCCCAAGTTTACTATAGAGACTG 
GCCCAGGCACTGAATGTCTAGGACATGCTGTGGATGAAGATAAAGATGGTGGAATAGGTTTTATCACATCTCTTA 
TTTCTCTTTTCCCCTTACTCTCTACCATTTCCTTTATGTGGGGAAACATTTTAAGGTAATAAATAGGTTACTTAC 
CATCATATGTTCATATAGATGAAACTAATTTTTGGCTTAAGTCAGAACAACTGGCCCCCAATTGAAGTCATATTT 
GTGGGGGGAAATGGCATACGCAATATTATATTATATTGGATATTTATGTTCACACAGGAATTTGGTTTACTGCTT 
TGTAAATAAAAGGGAAAACTCCGGGTATATGT 
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FIGURE 441 

MGLPEPGPLRLLALLLLLLLLLLLRLQHLAAAAADPLLGGQGPAKECEKDQFQCRNERCIPSVWRCDEDDDCLDH 
SDEDDCPKKTCADSDFTCDNGHCIHERWKCDGEEECPDGSDESEATCTKQVCPAEKLSCGPTSHKCVPASWRCDG 
EKDCEGGADEAGCATLCAPHEFQCGNRSCLAAVFVCDGDDDCGDGSDERGCADPACGPREFRCGGDGGGACIPER 
WVCDRQFDCEDRSDEAAELCGRPGPGATSAPAACATVSQFACRSGECVHLGWRCDGDRDCKDKSDEADCPLGTCR 
GDEFQCGDGTCVLAIKHCNQEQDCPDGSDEAGCLQGLNECLHNNGGCSHICTDLKIGFECTCPAGFQLLDQKTCG 
DIDECKDPDACSQICVNYKGYFKCECYPGYEMDLLTKNCKAAGGKSPSLIFTNRYEVRRIDLVKRNYSRLIPMLK 
NWALDVEVATNRIYWCDLSYRKIYSAYMDKASDPKEQEVLIDEQLHSPEGLAVDWVHKHIYWTDSGNKTISVAT 
•VDGGRRRTLFSRNLSEPRAIAVDPLRGFMYWSDWGDQAKIEKSGLNGVDRQTLVSDNIEWPNGITLDLLSQRLYW 
VDSKLHQLSSIDFSGGNRKTLISSTDFLSHPFGIAVFEDKVFWTDLENEAIFSANRLNGLEISILAENLNNPHDI 
VIFHELKQPRAPDACELSVQPNGGCEYLCLPAPQISSHSPKYTCACPDTMWLGPDMKRCYRAPQSTSTTTLASTM 
TRTVPATTRAPGTTVHRSTYQNHSTETPSLTAAVPSSVSVPRAPSISPSTLSPATSNHSQHYANEDSKMGSTVTA 
AVIGI IVP I VVI ALLCMSGYL I WRNWKRKNTKSMNFDNP VYRKTTEEEDEDELHI GRTAQIGHVYP AAI S SFDRP 
LWAEPCLGETREPEDPAPALKELFVLPGEPRSQLHQLPKNPLSELPWKSKRVAIiSLEDDGLP 
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FIGURE 442 

TAGGATGGAAAGGCAGATGTAAAGTCCCTCATGGCGAAATATAACACGGGGGGCAACCCGACAGAGGATGTCTCA 
GTCAATAGCCGACCCTTCAGAGTCACAGGGCCAAACTCATCTTCAGGAATACAAGCAAGAAAGAACTTATTCAAC 
AACCAAGGAAATGCCAGCCCTCCTGCAGGACCCAGCAATGTACCTAAGTTTGGGTCCCCAAAGCCACCTGTGGCA 
GTCAAACCTTCTTCTGAGGAAAAGCCTGACAAGGAACCCAAGCCCCCGTTTCTAAAGCCCACTGGAGCAGGCCAA 
AGATTCGGAACACCAGCCAGCTTGACCACCAGAGACCCCGAGGCGAAAGTGGGATTTCTGAAACCTGTAGGCCCC 
AAGCCCATCAACTTGCCCAAAGAAGATTCCAAACCTACATTTCCCTGGCCTCCTGGAAACAAGCCATCTCTTCAC 
AGTGTAAACCAAGACCATGACTTAAAGCCACTAGGCCCGAAATCTGGGCCTACTCCTCCAACCTCAGAAAATGAA 
CAGAAGCAAGCGTTTCCCAAATTGACTGGGGTTAAAGGGAAATTTATGTCAGCATCACAAGATCTTGAACCCAAG 
CCCCTCTTCCCCAAACCCGCCTTTGGCCAGAAGCCGCCCCTAAGTACCGAGAACTCCCATGAAGACGAAAGCCCC 
ATGAAGAATGTGTCTTCATCAAAAGGGTCCCCAGCTCCCCTGGGAGTCAGGTCCAAAAGCGGCCCTTTAAAACCA 
GCAAGGGAAGACTCAGAAAATAAAGACCATGCAGGGGAGATTTCAAGTTTGCCCTTTCCTGGAGTGGTTTTGAAA 
CCTGCTGCGAGCAGGGGAGGCCTAGGTCTCTCCAAAAATGGTGAAGAAAAAAAGGAAGATAGGAAGATAGATGCT 
GCTAAGAACACCTTCCAGAGCAAAATAAATCAGGAAGAGTTGGCCTCAGGGACTCCTCCTGCCAGGTTCCCTAAG 
GCCCCTTCTAAGCTGACAGTGGGGGGGCCATGGGGCCAAAGTCAGGAAAAGGAAAAGGGAGACAAGAATTCAGCC 
ACCCCGAAACAGAAGCCATTGCCTCCCTTGTTTACCTTGGGTCCACCTCCACCAAAACCCAACAGACCACCAAAT 
GTTGACCTGACGAAATTCCACAAAACCTCTTCTGGAAACAGTACTAGCAAAGGCCAGACGTCTTACTCAACAACT 
TCCCTGCCACCACCTCCACCATCCCATCCGGCCAGCCAACCACCATTGCCAGCATCTCACCCATCACAACCACCA 
GTCCCAAGCCTACCTCCCAGAAACATTAAACCTCCGTTTGACCTAAAAAGCCCTGTCAATGAAGACAATCAAGAT 
GGTGTCACGCACXCTGATGGTGCTGGAAATCTAGATGAGGAACAAGACAGTGAAGGAGAAACATATGAAGACATA 
GAAGCATCCAAAGAAAGAGAGAAGAAAAGGGAAAAGGAAGAAAAGAAGAGGTTAGAGCTGGAGAAAAAGGAACAG 
AAAGAGAAAGAAAAGAAAGAACAAGAAATAAAGAAGAAATTTAAACTAACAGGCCCTATTCAAGTCATCCATCTT 
GCAAAAGCTTGTTGTGATGTCAAAGGAGGAAAGAATGAACTGAGCTTCAAGCAAGGAGAGCAAATTGAAATCATC 
CGCATCACAGACAACCCAGAAGGAAAATGGTTGGGCAGAACAGCAAGGGGTTCATATGGCTATATTAAAACAACT 
GCTGTAGAGATTGACTATGATTCTTTGAAACTGAAAAAAGACTCTCTTGGTGCCCCTTCAAGACCTATTGAAGAT 
GACCAAGAAGTATATGATGATGTTGCAGAGCAGGATGATATTAGCAGCCACAGTCAGAGTGGAAGTGGAGGGATA 
TTCCCTCCACCACCAGATGATGACATTTATGATGGGATTGAAGAGGAAGATGCTGATGATGGTTTCCCTGCTCCT 
CCTAAACAATTGGACATGGGAGATGAAGTTTACGATGATGTGGATACCTCTGATTTCCCTGTTTCATCAGCAGAG 
ATGAGTCAAGGAACTAATTTTGGAAAAGCTAAGACAGAAGAAAAGGACCTTAAGAAGCTAAAAAAGCAGGAAAAA 
GAAGAAAAAGACTTCAGGAAAAAATTTAAATATGATGGTGAAATTAGAGTCCTATATTCAACTAAAGTTACAACT 
TCCATAACTTCTAAAAAGTGGGGAACCAGAGATCTACAGGTAAAACCTGGTGAATCTCTAGAAGTTATACAAACC 
ACAGATGACACAAAAGTTCTCTGCAGAAATGAAGAAGGGAAATATGGTTATGTCCTTCGGAGTTACCTAGCGGAC 
AATGATGGAGAGATCTATGATGATATTGCTGATGGCTGCATCTATGACAATGACTAGCACTCAACTTTGGTCATT 
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FIGURE 443 

MAKYNTGGNPTEDVSVNSRPFRVTGPNSSSGIQARKNLFNNQGNASPPAGPSNVPKFGSPKPPVAVKPSSEEKPD 
KEPKPPFLKPTGAGQRFGTPASLTTRDPEAKVGFLKPVGPKPINLPKEDSKPTFPWPPGNKPSLHSVNQDHDLKP 
LGPKSGPTPPTSENEQKQAFPKLTGVKGKFMSASQDLEPKPLFPKPAFGQKPPLSTENSHEDESPMKNVSSSKGS 
PAPLGVRSKSGPLKPAREDSENKDHAGEISSLPFPGWLKPAASRGGLGLSKNGEEKKEDRKIDAAKNTFQSKIN 
QEELASGTPPARFPKAPSKLTVGGPWGQSQEKEKGDKNSATPKQKPLPPLFTLGPPPPKPNRPPNVDLTKFHKXS 
SGNSTSKGQTSYSTTSLPPPPPSHPASQPPLPASHPSQPPVPSLPPRNIKPPFDLKSPVNEDNQDGVTHSDGAGN 
LDEEQDSEGETYEDIEASKEREKKREKEEKKRLELEKBCEQKEKEKKEQEIKKKFKLTGPIQVIHLAKACCDVKGG 
KNELSFKQGEQIEIIRITDNPEGKWLGRTARGSYGYIKTTAVEIDYDSLKLKKDSLGAPSRPIEDDQEVYDDVAE 
QDDISSHSQSGSGGIFPPPPDDDIYDGIEEEDADDGFPAPPKQLDMGDEVYDDVDTSDFPVSSAEMSQGTNFGKA 
KTEEKDLKKLKKQEKEEKDFRKKFKYDGEIRVLYSTKVTTSITSKKWGTRDLQVKPGESLEVIQTTDDTKVLCRN 
EEGKYGYVLRSYLADNDGEIYDDIADGCIYDND 
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FIGURE 444A 

CGGGTAGCGCGCCTGGGAGGGAGAAAGAAGTCGGGGGCCGTGGCGCGCAGCCCGCGGGGCCTGAAGGGATGTTCG 
AGGACAAGCCCCACGCTGAGGGGGCGGCGGTGGTCGCCGCAGCCGGGGAGGCGCTACAGGCCCTGTGCCAGGAGC 
TGAACCTGGACGAGGGGAGCGCGGCCGAAGCCCTGGACGACTTTACTGCCATCCGAGGCAACTACAGCCTAGAGG 
GAGAAGTTACACACTGGTTGGCATGTTCATTATATGTTGCATGCCGCAAAAGCATTATTCCCACGGTTGGAAAGG 
GTATCATGGAAGGCAACTGTGTTTCACTTACCAGAATACTACGTTCAGCTAAATTAAGTTTAATACAATTTTTTA 
GTAAAATGAAGAAATGGATGGACATGTCAAATCTACCACAAGAATTTCGTGAACGTATAGAAAGGCTAGAGAGAA 
ATTTTGAGGTGTCTACTGTAATATTCAAAAAATATGAGCCAATTTTTTTAGATATATTTCAAAATCCATATGAAG 
AACCACCAAAGTTACCACGAAGCCGGAAGCAGAGGAGGATTCCTTGCAGTGTTAAGGATCTGTTTAATTTCTGTT 
GGACACTTTTTGTTTATACTAAGGGTAATTTTCGGATGATTGGGGATGACTTAGTAAACTCTTATCATTTACTTC 
TATGCTGCTTGGATCTGATTTTTGCCAATGCGATTATGTGCCCAAATAGACAAGACTTGCTAAATCCATCATTTA 
AAGGTTTACCATCTGATTTTCATACTGCTGACTTTACGGCTTCTGAAGAGCCACCCTGGCATCATTGCTGTACTG 
TGTGAACTGCATGATGGACTTCTCGTAGAAGCAAAAGGAATAAAGGAGCACTACTTTAAGCCATATATTTCAAAA 
CTCTTTGACAGGAAGATATTAAAAGGAGAATGCCTCCTGGACCTTTCAAGTTTTACTGATAATAGCAAAGCAGTG 
AATAAGGAGTATGAAGAGTATGTTCTAACTGTGGTGATTTTGATGAGAGGATCTTTTGGGAGCAGACGCAGAAGA 
GGAAATGGAACACCTCGAAAGTTCACTCGXGACACCCCATTAGGGAAACTGACAGCACAGGCTAATGTGGAGTAT 
AACCTTCAACAGCACTTTGAAAAAAAAAGGTCATTTGCACCTTCTACCCCACTGACCGGACGGAGATATTTACGA 
GAAAAAGAAGCAGTCATTACTCCTGTTGCATCAGCCACCCAAAGTGTGAGCCGGTTACAGAGTATTGTGGCTGGT 
CTGAAAAATGCACCAAGTGACCAACTTATAAATATTTTTGAATCTTGTGTGCGTAATCCTGTGGAAAACATTATG 
AAAATACTAAAAGGAATAGGAGAGACTTTCTGTCAACACTATACTCAATCAACAGATGAACAGCCAGGATCTCAC 
ATAGACTTTGCTGTAAACAGACTAAAGCTGGCAGAAATTTTGTATTATAAAATACTAGAGACTGTAATGGTTCAG 
GAAACACGAAGACTTCATGGAATGGACATGTCAGTTCTTTTAGAGCAAGATATATTTCATCGTTCCTTGATGGCT 
TGTTGTTTGGAAATTGTGCTCTTTGCCTATAGCTCACCXCGTACTTTTCCTTGGATTATTGAAGTTCTCAACTTG 
CAACCATTTTACTTTTATAAGGTTATTGAGGTGGTGATCCGCTCAGAAGAGGGGCTCTCAAGGGACATGGTGAAA 
CACCTAAACAGCATTGAAGAACAGATTTTGGAGAGTTTAGCATGGAGTCACGATTCTGCACTGTGGGAGGCTCTC 
CAGGTTTCTGCAAACAAAGTTCCTACCTGTGAAGAAGTTATATTCCCAAATAACTTTGAAACAGGAAATGGAGGA 
AATGTGCAGGGACATCTTCCCCTGATGCCAATGTCTCCTCTAATGCACCCAAGAGTCAAGGAAGTTCGAACTGAC 
AGTGGGAGTCTTCGAAGAGATATGCAACCATTGTCTCCAATTTCTGTCCATGAACGCTACAGTTCTCCTACCGCA 
GGGAGTGCTAAGAGAAGACTCTTTGGAGAGGACCCCCCAAAGGAAATGCTTATGGACAAGATCATAACAGAAGGA 
ACAAAATTGAAAATCGCTCCTTCTTCAAGCATTACTGCTGAAAATGTATCAATTTTACCTGGTCAAACTCTTCTA 
ACAATGGCCACAGCCCCAGTAACAGGAACAACAGGACATAAAGTTACAATTCCATTACATGGTGTCGCAAATGAT 
GCTGGAGAGATCACACTGATACCTCTTXCCATGAATACAAATCAGGAGTCCAAAGTCAAGAGTCCTGTATCACTT 
ACTGCTCATTCATTAATTGGTGCTTCTCCAAAACAGACCAATCTGACTAAAGCACAAGAGGTACATTCAACTGGA 
ATAAACAGGCCAAAGAGAACTGGGTCCTTAGCACTATTTTACAGAAAGGTCTATCATTTGGCAAGTGTACGCTTA 
CGTGATCTATGTCTAAAACTGGATGTTTCAAATGAGTTACGAAGGAAGATATGGACGTGTTTTGAATTCACTTTA 
GTTCACTGTCCTGATCTAATGAAAGACAGGCATTTGGATCAGCTCCTCCTTTGTGCCTTTTATATCATGGCAAAG 
GTAACAAAAGAAGAAAGAACTTTTCAAGAAATTATGAAAAGTTATAGGAATCAGCCCCAAGCTAATAGTCACGTA 
TATAGAAGTGTTCTGCTGAAAAGTATTCCAAGAGAAGTTGTGGCATATAATAAAAATATAAATGATGACTTTGAA 
ATGATAGATTGTGACTTAGAAGATGCTACAAAAACACCTGACTGTTCCAGTGGACCAGTGAAAGAGGAAAGAGGT 
GATCTTATAAAATTTTACAATACAATATATGTAGGAAGAGTGAAGTCATTTGCACTGAAATACGACTTGGCGAAT 
CAGGACCATATGATGGATGCTCCACCACTCTCTCCTTTTCCACATATTAAACAACAGCCAGGCTCACCACGCCGC 
ATTTCCCAGCAGCACTCCATTTATATTTCCCCGCACAAGAATGGGTCAGGCCTTACACCAAGAAGCGCTCTGCTG 
TACAAGTTCAATGGCAGCCCTTCTAAGAGTTTGAAAGATATCAACAACATGATAAGGCAAGGTGAGCAGAGAACC 
AAGAAGCGAGTAATAGCCATCGATAGTGATGCAGAATCCCCTGCCAAACGCGTCTGTCAAGAAAATGATGACGTT 
TTACTGAAACGACTACAGGATGTTGTCAGTGAAAGAGCAAATCATTAM'GTTGTTCTTGTTTCTATGATAAAAGC 
ACTTTCAGATTGTTCTGCAGAAAGTTGGAGCTCTGTCCTTCAAACCTTTTAGCCCTATAGATGATAAATATCACT 
GGGTTATAAGAAAAAATTGCACAAAAATTATGTGCTTTTTAAAATATTTATCCAAAATGTAGTTGACAGAGATGT 
ATTTTGAGTTGGATTGGAAAGGAATATTTTAAGTGCCTTTTAAAAATACTAATAGTCCNNNNNNNNNNNNNNNNN 
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NNNNNl^NNNNNNNN^ 

NNNNNNNNNNI^NNNNNNN^^ 

NNNNNNNNNNNNNNNNNNNNNN^ 

AATGTTTGCTCCTTGAGTTTTCAAGATGAAATAAGGAGAAACCCCATAACTTTTTAGCTCTCTTTTAAAAATAAA 

TGTCTCCTTCTGTGTTCTGTAATATGAGGATAAATAATCTACTTTTGATAGCATGCTTTGAGATATTTGTATTCT 

TAATTTAATATTGAAGGAAGGGGTTGGTTCCCATAGTACCTGGCCAGAGGGTTATATACCATCCTGTCTCTGGCC 

CACTGTGGTAATTCCACATCCAGGTACCACCGCCATTCAGAGTTGTCTCACCCCTTCTCGTGCCTTTTCTCTCCT 

TGAGCTTTATAAACAGATTTGTACCTGAGCCCCAGTGCTACACTCATCCTTGCTTTCCAGCCCTAAGCCATCTCA 

GCCTGATGTCACAACCCAATAAATGGGGCACTTTCTTCTTTTGTAAACTATTATCATTTTGGTTTCTGTGACATT 

AACTTAATTATATATGATCGTATTAACTCATGTAGTTCTCAAAATAGGCAGCTGCTTCTGAAGCCAGTAAAATAA 

AATTCAGTTAGTTATTAAAAACTAAATTCCTATTAGTAAGGTAACACCATGATTATGTGTGATATACTGTTTTTG 

AGATCATAGTrATCAGTCATTCTCAATATCTAATTGAGTCCCTAAGAATATTTTAAACCTTTTAAAAATCACATA 

AATATCATCTCATGCCTCATAATTCTAATATATTTAATACATCAGTAAAATAGCTGCTTATTACTTCCCACACTT 

TGTTCTCAGTATTGTTAGTGCATCATGAGTTTCCTGCTAGTGTTTGACCACTGGGTACTCCTGAAGATGTTTTTT 

AGTACTAGGGATGCTTTTCAGTATTAGGGATGCTTTTTTCAGTACTAGGGATGTACTAGGGAGTACTGAGTACTC 

CTGAAGATGTTTTTCAGTACTAGGGATGCTTTTTTCAGTGTTAGGGATGCTTTTCAGTACTAGGGATGCTTTTTT 

CAGTGCTAGGGATGCTTTTCAGTACTAGGGATGCTTTCCAAAATATCACCTCTTTAACGTTTACTTTTTCTAGTG 

TGTGTCTGGAATCCAAAGGACATGAATAAGCCACTCATAATTAATTTTGAGAAGTTTTATCAAATGTTTATGTTT 

CTAACTGCAAACCTTAATTTTGGAAAGGCACAATGTTTAACTCACCTATGTTTAACCATGGCTAATTTAAAATAG 

TCTAAGATTTGGCCGTCACTAATTAGTATrCTCAAGAATTTCATTTTTCAATTTTAAGAAGAAAAGGGATTTTGG 

TCACATTTTGCTTGTAAATGAAAATTACATCCTCATTCTTXGTGTAGTATCTACACAXTGTTATAAGCCAAAAAA 

CAAAGTCTGTCTGGAATCTTTGTACATATTTGTATGTTGCTATAATTGTTATTTTTATCTTCATTATTGTGCAAA 
ATATAAATGAGCATTTGTNKnsnSIN^ 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNN1STNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNT TC T GGAC ATGTTT T TAT C AGT T T T C AGGAC T T G 
GTATCAATGTACATAGAATGGCTAATAAAAATTGGAATTGAGATTATTGAAAAAAA 
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FIGURE 445 

GSAPGREKEVGGRGAQPAGPEGMFEDKPHAEGAAWAAAGEALQALCQELNLDEGSAAEALDDFTAIRGNYSLEG 
EVTHWLACSLYVACRKSIIPTVGKGIMEGNCVSLTRILRSAKLSLIQFFSKMKKWMDMSNLPQEFRERIERLERN 
FEVSTVIFKKYEPIFLDIFQNPYEEPPKLPRSRKQRRIPCSVKDLFNFCWTLFVYTKGNFRMIGDDLVNSYHLLL 
CCLDLIFANAIMCPNRQDLLNIHHLKVYHLIFILLTLRLLKSHPGIIAVLCELHDGLLVEAKGIKEHYFKPYISK 
LFDRKILKGECLLDLSSFTDNSICAVNKEYEEYVLTVVILMRGSFGSRRRRGNGTPRKFTRDTPLGKLTAQANVEY 
NLQQHFEKKRSFAPSTPLTGRRYLREKEAVITPVASATQSVSRLQSIVAGLKNAPSDQLINIFESCVRNPVENIM 
KILKGIGETFCQHYTQSTDEQPGSHIDFAVNRLKLAEILYYKILETVMVQETRRLHGMDMSVLLEQDIFHRSLMA 
CCLEIVLFAYSSPRTFPWIIEVLNLQPFYFYKVIEWIRSEEGLSRDMVKHLNSIEEQILESLAWSHDSALWEAL 
QVSANKVPTCEEVIFPNNFETGNGGNVQGHLPLMPMSPLMHPRVKEVRTDSGSLRRDMQPLSPISVHERYSSPTA 
GSAKRRLFGEDPPKEMLMDKI ITEGTKLKI AP S SS ITAENVS ILPGQTLLTMATAPVTGXTGHKVTIPLHGVAND 
AGEITLIPLSMNTNQESKVKSPVSLTAHSLIGASPKQTNLTKAQEVHSTGINRPKRTGSLALFYRKVYHLASVRL 
RDLCLKLDVSNELRRKIWTCFEFTLVHCPDLMKDRHLDQLLLCAFYIMAKVTKEERTFQEIMKSYRNQPQANSHV 
YRSVLLKSIPREWAYNKNINDDFEMIDCDLEDATKTPDCSSGPVKEERGDLIKFYNTIYVGRVKSFALKYDLAN 
QDHMMDAPPLSPFPHIKQQPGSPRRISQQHSIYISPHKNGSGLTPRSALLYKFNGSPSKSLKDINNMIRQGEQRT 
KKRVI AI D SD AE SPAKRVCQENDDVLLKRLQD WSERANH 
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FIGURE 446 

GGGGCCAGTCGTTCGCCGGAAAGCATTTGTCTCCCACCTCATCATAACAACAATTAATTTCCTCTGGGGCCTGAG 

GAGGGCAGAATTTCAACCTTCGGTGTGCTTGGGAGTGGCGATTGTGATTTACACGACAAAATGCCGAGGTGCTCG 

GTGGAGTCATGGCAGTGCCCTTTGTGGAAGACTGGGACTTGGTGCAAACCCTGGGAGAAGGTGCCTATGGAGAAG 

TTCAACTTGCTGTGAATAGAGTAACTGAAGAAGCAGTCGCAGTGAAGATTGTAGATATGT^AGCGTGCCGTAGACT 

GTCCAGAAAATATTAAGAAAGAGATCTGTATCAATAAAATGCTAAATCATGAAAATGTAGTAAAATTCTATGGTC 

ACAGGAGAGAAGGCAATATCCAATATTTATTTCTGGAGTACTGTAGTGGAGGAGAGCTTTTTGACAGAATAGAGC s 

CAGACATAGGCATGCCTGAACCAGATGCTCAGAGATTCTTCCATCAACTCATGGCAGGGGTGGTTTATCTGCATG 

GTATTGGAATAACTCACAGGGATATTAAACCAGAAAATCTTCTGTTGGATGAAAGGGATAACCTCAAAATCTCAG 

ACTTTGGCTTGGCAACAGTATTTCGGTATAATAATCGTGAGCGTTTGTTGAACAAGATGTGTGGTACTTTACCAT 

ATGTTGCTCCAGAACTTCTGAAGAGAAGAGAATTTCATGCAGAACCAGTTGATGTTTGGTCCTGTGGAATAGTAC 

TTACTGCAATGCTCGCTGGAGAATTGCCATGGGACCAACCCAGTGACAGCTGTCAGGAGTATTCTGACTGGAAAG 

AAAAAAAAACATACCTCAACCCTTGGAAAAAAATCGATTCTGCTCCTCTAGCTCTGCTGCATAAAATCTTAGTTG 

AGAATCCATCAGCAAGAATTACCATTCCAGACATCAAAAAAGATAGATGGTACAACAAACCCCTCAAGAAAGGGG 

CAAAAAGGCCCCGAGTCACTTCAGGTGGTGTGTCAGAGTCTCCCAGTGGATTTTCTAAGCACATTCAATCCAATT 

TGGACTTCTCTCCAGTAAACAGTGCTTCTAGTGAAGAAAATGTGAAGTACTCCAGTTCTCAGCCAGAACCCCGCA 

CAGGTCTTTCCTTATGGGATACCAGCCCCTCATACATTGATAAATTGGTACAAGGGATCAGCTTTTCCCAGCCCA 

CATGTCCTGATCATATGCTTTTGAATAGTCAGTTACTTGGCACCCCAGGATCCTCACAGAACCCCTGGCAGCGGT 

TGGTCAAAAGAATGACACGATTCTTTACCAAATTGGATGCAGACAAATCTTATCAATGCCTGAAAGAGACTTGTG 

AGAAGTTGGGCTATCAATGGAAGAAAAGTTGTATGAATCAGGTTACTATATCAACAACTGATAGGAGAAACAATA 

AACTCATTTTCAAAGTGAATTTGTTAGAAATGGATGATAAAATATTGGTTGACTTCCGGCTTTCTAAGGGTGATG 

GATTGGAGTTCAAGAGACACTTCCTGAAGATTAAAGGGAAGCTGATTGATATTGTGAGCAGCCAGAAGGTTTGGC 

TTCCTGCCACATGATCGGACCATCGGCTCTGGGGAATCCTGGTGAATATAGTGCTGCTATGTTGACATTATTCTT 

CCTAGAGAAGATTATCCTGTCCTGCAAACTGCAAATAGTAGTTCCTGAAGTGTTCACTTCCCTGTTTATCCAAAC 

ATCTTCCAATTXATTTTGTTTGTTCGGCATACAAATAATACCTATATCTTAATTGTAAGCAAAACTTTGGGGAAA 

GGATGAATAGAATTCATTTGATTATTTCTTCATGTGTGTTTAGTATCTGAATTTGAAACTCATCTGGTGGAAACC 

AAGTTTCAGGGGACATGAGTTTTCCAGCTTTTATACACACGTATCTCATTTTTATCAAAACATTTTGTTTAATTC 

AAAAAGTACATATTTCTTCCATGTTGATTTAATTCTAAGATGAACCAATAAAGACATAATTCTTGCAAAAAAAAA 
AAAAAAAAAAAAAAAAA 
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FIGURE 447 

MAVPF VEDWDLVQTLGEGAYGE VQLAVNRVTEEAVAVKIVDMKRAVDCPENI KKE I C INKMLNHENWKF YGHRR 
EGNIQYLFLEYCSGGELFDRIEPDIGMPEPDAQRFFHQLMAGWYLHGIGITHRDIKPENLLLDERDNLKISDFG 
LATVFRYNNRERLLNKMCGTLPYVAPELLKRREFHAB 

XYLNPWKKIDSAPLALLHKILVENPSARITIPDIKKDRWYNKPLKKGAKRPRVTSGGVSESPSGFSKHIQSNLDF 
SPVNSASSEENVKYSSSQPEPRTGLSLWDTSPSYIDKLVQGISFSQPTCPDHMLLNSQLLGTPGSSQNPWQRLVK 
RMTRFFTKLDADKSYQCLKETCEKLGYQWKKSCMNQVTISTTDRR1WKLIFKVNLLEMDDKILVDFRLSKGDGLE 

FKRHFLKIKGKLIDIVSSQKVWLPAT 
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FIGURE 448 

GGGGCCAGTCGTTCGCCGGAAAGCATTTGTCTCCCACCTCATCATAACAACAATTAATTTCCTCTGGGGCCTGAG 

GAGGGCAGAATTTCAACCTTCGGTGTGCTTGGGAGTGGCGATTGTGATTTACACGACAAAATGCCGAGGTGCTCG 

GXGGAGXC ATG GCAGXGCCCXXTGXGGAAGACXGGGACXXGGXGCAAACCCXGGGAGAAGGXGCCXATGGAGAAG 

TTCAACTTGCTGTGAATAGAGTAACTGAAGAAGCAGTCGCAGTGAAGATTGTAGATATGAAGCGTGCCGTAGACT 

GTCCAGAAAATATTAAGAAAGAGATCTGTATCAATAAAATGCTAAATCATGAAAATGTAGTAAAATTCTATGGTC 

ACAGGAGAGAAGGCAATATCCAATATTTATTTCTGGAGTACTGTAGTGGAGGAGAGCTTTTTGACAGAATAGAGC 

CAGACATAGGCATGCCTGAACCAGATGCTCAGAGATTCTTCCATCAACTCATGGCAGGGGTGGTTTATCTGCATG 

GTATTGGAATAACTCACAGGGATATTAAACCAGAAAATCTTCTGTTGGATGAAAGGGATAACCTCAAAATCTCAG 

ACTTTGGCTTGGCAACAGTATTTCGGTATAATAATCGTGAGCGTTTGTTGAACAAGATGTGTGGTACTTTACCAT 

AXGTXGCXCCAGAACXXCXGAAGAGAAGAGAAXXXCATGCAGAACCAGXXGAXGXXXGGXCCXGXGGAAXAGXAC 

TTACTGCAATGCTCGCTGGAGAATTGCCATGGGACCAACCCAGTGACAGCTGTCAGGAGTATTCTGACTGGAAAG 

AAAAAAAAACATACCTCAACCCTTGGAAAAAAATCGATTCTGCTCCTCTAGCTCTGCTGCATAAAATCTTAGTTG 

AGAATCCATCAGCAAGAATTACCATTCCAGACATCAAAAAAGATAGATGGTACAACAAACCCCTCAAGAAAGGGG 

CAAAAAGGCCCCGAGTCACTTCAGGTGGTGTGTCAGAGTCTCCCAGTGGATTTTCTAAGCACATTCAATCCAATT 

TGGACTTCTCTCCAGTAAACAGTGCTTCTAGTGAAGAAAATGTGAAGTACTCCAGTTCTCAGCCAGAACCCCGCA 

CAGGTCTTTCCTTATGGGATACCAGCCCCTCATACATXGATAAATTGGTACAAGGGATCAGCTTTTCCCAGCCCA 

CATGTCCTGATCATATGCTTXTGAATAGTCAGrTACTTGGCACCCCAGGATCCTCACAGAACCCCTGGCAGCGGT 

TGGTCAAAAGAATGACACGATTCTTTACCAAATTGGATGCAGACAAATCTTATCAATGCCTGAAAGAGACTTGTG 

AGAAGTTGGGCTATCAAXGGAAGAAAAGTTGTATGAATCAGGTTACTATATCAACAACTGATAGGAGAAACAATA 

AACTCATTTTCAAAGTGAATTTGTTAGAAATGGATGATAAAATATTGGTTGACTTCCGGCTTTCTAAGGGTGATG 

GATTGGAGTTCAAGAGACACTTCCTGAAGATTAAAGGGAAGCTGATTGATATTGTGAGCAGCCAGAAGGTTTGGC 

TXCCTGCCACATGATCGGACCATCGGCTCTGGGGAATCCTGGTGAATATAGTGCTGCTATGTTGACATTATTCTT 

CCXAGAGAAGAXXAXCCXGTCCTGCAAACXGCAAAXAGXAGTXCCXGAAGTGTXCACXXCCCXGXXXAXCCAAAC 

AXCXXCCAAXTXAXXXXGXXXGXXCGGCAXACAAAXAATACCXATAXCXXAAXXGXAAGCAAAACXXXGGGGAAA 

GGAXGAAXAGAAXXCAXTXGATXAXXTCXXCAXGXGXGXXXAGXATCXGAAXXXGAAACXCAXCTGGXGGAAACC 

AAGXXXCAGGGGACAXGAGTXTTCCAGCXTXTAXACACACGXAXCXCAXXTXXAXCAAAACAXXXXGXXXAAXXC 

AAAAAGXACAXAXXXCXXCCAXGXXGAXTTAAXXCXAAGAXGAACCAAXAAAGACAXAAXXCTXGCAAAAAAAAA 

AAAAAAAAAAAAAAAAA 
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FIGURE 449 

MAVPFVEDWDLVQTLGEGAYGEVQLAVNRVTEEAVAVKIVDMKRAVDCPENIKKEICINKMLNHEm 

EGNIQYLFLEYCSGGELFDRIEPDIGMPEPDAQRFFHQLMAGWYLHGIGITHRDIKPENLLLDERDNLKISDFG 

LATVFRYNNRERLLNKMCGTLPYVAPELLKRREFHA^ 

TYLNPWKKIDSAPLAIiLHKILVENPSARITIPDIKKDRWYNKPLKKGAKRPRVTSGGVSESPSGFSKHIQSNLDF 
SPVNSASSEENVKYSSSQPEPRTGLSLWDTSPSYIDKLVQGISFSQPTCPDHMLLNSQLLGTPGSSQNPWQRLVK 
RMTRFFTKLDADKSYQCLKETCEKLGYQWKKSCMNQVTISTTDRRNNKLIFKVNLLEMDDKILVDFRLSKGDGLE 
FKRHFLK I KGKL I D I VS SQKVWLP AT 
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FIGURE 450 

TTTAAGGCGCCGGGTTTCCGGGGCTCCTGGCCCCGCTTATTCCGCGGGGGTCGGCGGGGTCGGCCTGGGCGCCCG 

CGCCGCCGCTGCGCTTTGTCCGCTGGGCACACTGCTTCTGGGAGGGGCGGGCAGACATGGTGGCGGCCGCCGCCC 

CCTCCTCGGCCCTAGCATGCCGCGGCCGCCTCGCGGCTACCCGGCTTGCCGGTCCCGAGCGGCAGCCCCGGGGTG 

GCGATGGGGTCGCGCCGAGGCAGCGGAGGTTCTGCGGGCGACTGGAGGTTGGCAGTGGGCGGGAGAAAGAGGAAG 

GCAGGCGCGGCTGGGCCTCGGCCTCTGGCGCCGCGGTACCCTTTGTCTCGGCAGCCrGACGGCCCCGCCGGGCTC 

TCCGGAGAGGGGAACGGGCGGCGAGGGTGGCGGGTCCTGGGCGCCCTGTGCrGCGGGGCCGAGAGGCGCTCGGGT 

CGCGGCGGGACCGGCCGGACCAGACAGGGTTAATGGAAGAGCCTGGCCAGTCCCGCGCGGGGCCCCCGCAGCGAC 

AGCCTTGGCCGCGGGGACTGGAGTCCTGAGGGGGAGAAGCCTGCCGTTCTGAAGGCTCGGGACTTCTGCCCCAAA 

GACrTCGCCGCCGAGAACTGCGGGTGCACTGCCTCAGGGAAGAAGTTGAGAATTTTGCCAGGTCATCTCTGCCAG 

GGCACAGTTCATCACTGTGrGTTTAGTGTGTTTCGGTGAAGCXCTCCAAGTGTGTTGAATCAGCGTGCCTAGCCT 

CAAGGGrGCATCGTGAAAACTGAAACCAAAGGAATGATACAGGCCTGCTTTGTGTGTGTCTTCCCACTTTAAGCT 

TGTTTTCAGTACAAATACTCTTGCTTTAAACCTGATTGGACTGTGGCGAGCGGACATCTGTTCAAAGGAGGGGCC 

GAGACCACAGTACTTCTGAAGGGGGCTTGATAATGTGGAAACATTTTAAGTTTTCTCTCCGGACTGTTTTGCTCT 

CTCAATTCAGGCAAGTTACTGAAGTACGTTTTTTATCTAGAAAAAGGTTTGATGTAGTCTGTAAATGGTCCTTGT 

AAAGTACATTGCCATCTCAGAATTAAAAGATCCACTCTCATTTATTATGCAGAAGTTAGTGGTCATTCTTTCCTG 

TAGATAGTTTATCTCATGTAAAGACCCACCCAGCTTGGTTTAAATTTTTTTCTCACTGACGTATAACCATCAGCT 

TTGATACTTCCATTTTCAGGCTCAGACTTTGAATTTAAGGAAACTAAAGATGACTTTATTTTCXTTTCTCTTGGT 

TTTTTTTTCCAAAAACAAAAAATAAATCCATTACATGTTAACATAGATGATAAGAGTGACATCTTGCATTTTTGC 

AAATCTTXTTAATGCCTGGTTTAATAGAAGATTCTCAGATCTACGTCAGACTGTTGTGGTTAGCACACCATGTAA 
CCTCTGGAACACTCCACTGTACACTCATACTTTTTT 



WO 2004/043361 



PCT/US2003/035268 



507/1629 

FIGURE 451 

MPRPPRGYPACRSRAAAPGWRWGRAEAAEVLRATGGWQWAGERGRQARLGLGLWRRGTLCLGSLTAPPGSPERGT 
GGEGGGS WAP CAAGPRGARVAAGP AGP DRVNGRAWP VP RGAPAATALAAGTGVLRGRS LP F 
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FIGURE 452 

ATCCTGTTGTGCCTATCACCTGTTGAAGTTGCCAGTCTTAAGGAAGGGATCAATTTCTTTCGCAATAAGAGCACT 
GGCAAAGACTACGTCTTGTACAAGAATAAGAGCCGACTGAGGGCATGCAAGAATATGTGCAAGCACCAAGGAGGC 
CTGTTCATAAAAGATATCGAGGATTTAGCCGGAAGTTGTTGAA ATGG ATGAAAACAACGGACTTTTGCTTTTAGA 
ACTGAATCCTCCTAACCCTTGGGACTTACAGCCCAGATCTCCTGAAGAGTTGGCTTTTGGAGAAGTACAGATAAC 
ATATCTCACTCATGCCTGCATGGACCTCAAGTTAGGAGACAAGAGAATGGTGTTTGACCCTTGGTTAATCGGTCC 
TGCTTTTGCCCGTGGATGGTGGTTGCTCCATGAGCCTCCATCTGATTGGCTGGAGAGGCTGTGCCAGGCAGACCT 
CGTTTACATCAGTCATCTGCACTCAGACCACCTGAGTTACCCCACACTGAAAAAGCTTGCTGGGAGAAGACCAGA 
TATTCCCATTTATGTTGGAAACACAGAAAGGCCTGTATTTTGGAATCTG2VATCAGAGCGGTGTCCAGTTGACTAA 
TATCAATGTCGTGCCATTTGGAATATGGCAGCAGGTGGACAAAAATCTTCGATTCATGATCTTGATGGATGGTGT 
TCATCCTGAGATGGACACTTGCATTATTGTGGAGTACAAAGGTCATAAAATACTCAATACAGTAGACTGCACCAG 
ACCCAATGGGGGAAGGCTGCCTATGAAGGTTGCTCTAATGATGAGTGATTTTGCTGGAGGAGCATCAGGCTTTCC 
AATGACTTTCAGTGGTGGAAAATTTACGGAGGAATGGAAAGCCCAATTCATTAAAACAGAAAGGAAGAAGCTCCT 
GAACTACAAGGCTTGGCTGGTGAAGAACCTGCAACCCCGAATTTATTGTCCCTTTGCTGGGTATTTTGTGGAATC 
TCACCCATCAGACAAGTACATCAAGGAAACAAACACCAAAAATGACCCAAATGAACTCAACAATCTTATCAAGAA 
AAACTCTGATGTGATAACATGGACCCCTCGACCGGGAGCCACCCTTGATCTGGGAAGAATGCTGAAGGATCCAAC 
AGACAGCAAGGGCATCATAGAGCCTCCAGAGGGGACAAAAATTTACAAGGATTCCTGGGATTTTGAACCTTATTT 
GGAAATCTTGAATGCTGCTCTAGGAGATGAAATATTTCTTCACTCATCCTGGATl^AAAGAATACTTCACTTGGGC 
TGGATTTAAAGATTACAACCTTGTGGTCAGGATGATTGAGACAGATGAGGACTTCAATCCTTTTCCTGGAGGATA 
TGACTATTTGGTTGACTTTTTAGATTTATCCTTCCCAAAAGAAAGACCACAACGAGAACATCCCTATGAGGAAAT 
CCATAGCCGGGTGGATGTCATCAGACACGTGGTGAAGAATGGTCTACTCTGGGATGAGTTGTATATAGGATTCCA 
AACACGGCTCCAGCGGGATCCTGACATATACCATCACCTGTTTTGGAATCATTTTCAAATAAAACTCCCCCTCAC 
ACCACCCAACTGGAAGTCATTCCTGATGTGCTGTGAGCAGAATGGGCCTGCGATTTTGCAAGAATGCAAAACCAC 
ATGAAAATTTCAAGAATTCACTGATCTGATGCAAAATAAAAATTTATCATTACATCTTGAACCCAGGAAGCTTAC 
AGCAAAGAGACTATGCTTTATGACGTCAGCAATAGATAATTCCACGTTGCCTTTGTGATTTGTATATATAGCTTA 
CATTTGTGGACCACTACATAGCCAGATTCAAAAATATTTTACTTGTTCCATCCACAGTTCTCTACAGAAAGAACC 
AATGAACCCAATAGGAACAAATTCTCTGTGGAAAACAAAGCATAGCTGTAGTAGATACGAATCCAATCACAGAGG 
AAACAGGAAGAGAAAAACATCCAAGACTACAGTGAAAACTGGAAATGGTCTGTTTTCGTGATATTCGTATGATTA 
AGATGCAAATTTTTTCTTAGGAAAATGTGATTGTTAACTAGCATTCTGTXTTACATGTTGACATTTCTAACACAC 
ACACCACTGATTTGAACTTCAAAATTTATTTTCTGATTATATATGCTAGGTCTGATTCTGAAGATACAAGAATTC 
AATGGTGGAATTTGTCTCCTGAAATT 
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FIGURE 453 

MDENNGLLLLELNPPNPWDLQPRSPEELAFGEVQITYLTHACMDLKLGDKRMVFDPWLIGPAFARGWWLLHEPPS 

DWLERLCQADLVYISHLHSDHLSYPTLKKLAGRRPDIPiyVGNTERPVFWNLNQSGVQLTNINVVPFGIWQQVDK 

NLRFMIL^GVHPEMDTCIIVEYKGHKILNTVDCTRPNGGPiPMKVALMMSDFAGGASGFPMTFSGGKFXEEWKA 

QFIKTERKKLLNYKAWLVKNLQPRIYCPFAGYFVESHPSDKYIKETNTKNDPNELNNLIKKNSDVITWXPRPGAT 

LDLGRMLKDPTDSKGIIEPPEGTKIYKDSWDFEPYLEILNAALGDEIFLHSSWIKEYFTWAGFKDYNLWRMIET 

DEDFNPFPGGYDYLVDFLDLSFPKERPQREHPYEEIHSRVDVIRHWKNGLLWDELYIGFQTRLQRDPDIYHHLF 
WNHFQIKLPLTPPNWKSFLMCCEQNGPAILQECKTT 
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FIGURE 454 

AGCCGGCCGCTAAGAAGCCGAAA GATGT CCAGGTCGGGCGCGGCGGCTGAGAAGGCGGACTCCAGACAGCGACCC 
CAGATGAAGGTAAATGAATATAAAGAAAATCAAAACATCGCTTATGTGTCTCTGAGACCAGCACAGACTACAGTT 
TTAATAAAAACAGCTAAGGTCTATCTTGCCCCCTTTTCACTCAGTAATTACCAGCTAGACCAGCTTATGTGCCCC 
AAATCCCTATCAGAAAAGAATTCTAACAATGAAGTGGCGTGTAAGAAGACTAAAATAAAGAAAACTTGCAGAAGG 
ATTATACCTCCAAAGATGAAAAACACATCTTCCAAGGCAGAATCCACGCTGCAAAATTCATCCTCAGCTGTTCAT 
ACTGAAAGTAACAAGCTACAACCCAAGAGAACGGCAGATGCGATGAATCTCAGTGTTGATGTGGAAAGTAGTCAG 
GATGGAGACAGTGATGAAGATACCACACCAGCCCTGGATTTTTCGGGATTGTCACCCTACGAAAGGAAGAGACTG 
AAGAACATATCAGAAAACGCAGACTTTTTTGCTTCTCTTCAGTTGTCTGAGTCTGCTGCAAGACTCCGTGAAATG 
ATAGAGAAGAGACAGCCTCCTAAATCCAAAAGAAAGAAGCCTAAGAGAGAAAATGGGATTGGATGTAGAAGGTCA 
ATGCGATTACTAAAAGTTGATCCTTCGGGAGTTTCATTACCAGCAGCTCCAACACCGCCGACATTAGTAGCAGAT 
GAAACTCCTTTGTTACCTCCTGGGCCTTTAGAAATGACTTCTGAAAATCAAGAAGACAACAATGAACGATTTAAA 
GGATTTCTGCACACATGGGCAGGAATGAGCAAGCCAAGTAGTAAGAACACTGAGAAGGGATTATCTAGCATTAAA 
AGCTACAAAGCCAATTTAAATGGCATGGTCATTAGTGAAGATACCGTTTACAAAGTTACCACAGGCCCAATATTC 
TCTATGGCTCTCCATCCATCAGAAACTAGAACTTTGGTAGCAGTTGGGGCCAAATTTGGGCAAGTTGGACTTTGT 
GAXXXGACCCAGCAACCTAAAGAAGAXGGAGTTXAXGXXXXXCACCCCCAXAGXCAGCCAGXXAGCXGXCXXXAC 
TTCTCACCCGCCAATCCGGCCCACATACTGTCACTGAGCTATGATGGCACGTTACGCTGTGGGGATTTTTCCAGG 
GCTATTTTTGAAGAGGTGTATAGAAATGAAAGAAGTAGCTTTTCCTCCTTCGACTTCTTGGCAGAAGATGCCTCC 
ACTTTAATAGTAGGACACrGGGATGGAAATATGTCACTGGTGGATAGACGGACACCTGGAACTTCTTATGAGAAA 
CTTACCAGTTCTXCTATGGGAAAAATAAGAACTGTTCATGTCCACCCAGTGCATAGACAGTATTTTATCACTGCC 
GGAXXGAGGGAXACXCAXAXXXAXGAXGCAAGGCGAXXGAAXXCCAGGAGAAGXCAGCCXXXGAXXXCTXTGACT 
GAACATACAAAGAGCATTGCTTCCGCCTATTTTTCACCTCTTACTGGTAACAGAGTGGTGACCACATGTGCTGAT 
TGTAATCTGAGAATTTTTGACAGCAGCTGTATATCTTCTAAGATTCCGCTCCTCACCACCATCAGGCACAACACT 
TTCACTGGGCGATGGCTGACCAGGTTCCAAGCCATGTGGGATCCTAAACAAGAAGACTGTGTCATAGTTGGCAGC 
ATGGCCCATCCACGACGGGTAGAAATCTTCCATGAGACAGGAAAGAGGGTGCATTCGTTTGGTGGAGAATACCTT 
GTCTCTGTGTGTTCCATCAATGCCATGCACCCAACTCGGTATATTTTGGCTGGAGGTAATTCCAGCGGGAAGATA 
CATGTTTTTATGAATGAAAAAAGCTGC TGAG TTTTTGGTTTAGGAACATCAATTTGTTCAAATTGACCACTGTCT 
AAGGAGCCTAGTAATCGGCGTGCCTTAGTGTGTTTATGTGGTAATGTGTTACATTTAGCAATTATAACATTGTTT 
TATTAATAAGACTATAAGAAGAGTGTACTTTTAGTAAGGGAGAAGTCTTGGAGGGTTGCTTCTGCAGGACGGGGA 
GGGAATTTGAGGGGAGGCTGAGGTGCCGTCAGGACTTTTTTTTTTTTTTTTTTTTTGAGATGGAGTTTTGCTCTT 
GTTGCCCAGGCTGGAGTGCAATAGCGCGATCTTGGCTCACCGCAACCTCCGCCTCCCAGGTTCAAGCGATTCTCC 
TGCCTCAGACTCCTAAGTAGCTGGGATTACAGGCACCTGCCACCACGCCTGGCTATTTTTTTGTATTTTTAGTAG 
AGATGGGGTTTCATCATGTTGGCCAGGCTGGTCTCGAGCTCCTGACCTCAGGTGATCTGCCCGCCTCGGCCTCCA 
AAAGTGCTGGAATTACAGGCGTGAGCCACCATGCCTGGCCArCAGAACTTGXAATCAAGACAGTATGTTGAGAAA 
TTCTAACATTATAAATTACAAAGCTTTGACTATTAAAGTTXTTGXGATCT 
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FIGURE 455 

MSRSGAAAEKADSRQRPQMKVNEYKENQNIAYVSLRPAQTTVLIKTAKVYLAPFSLSNYQLDQLMCPKSLSEKNS 
NNEVACKKTKIKKTCRRIIPPKMKNTSSKAESTLQNSSSAVHTESNKLQPKRTADAMNLSVDVESSQDGDSDEDT 
TPALDFSGLSPYERKRLKNISENADFFASLQLSESAARLREMIEKRQPPKSKRKKPKRENGIGCRRSMRLLKVDP 
SGVSLPAAPTPPTLVADETPLLPPGPLEMTSENQEDNNERFKGFLHTWAGMSKPSSKNTEKGLSSIKSYKANLNG 
MVISEDTVYKVTTGPIFSMALHPSETRTLVAV 

ILSLSYDGTLRCGDFSRAIFEEVYRNERSSFSSFDFLAEDASTLIVGHWDGNMSLVDRRTPGTSYEKLTSSSMGK 
IRTVHVHPVHRQYFITAGLRDTHIYDARRLNSRRSQPLISLTEHTKSIASAYFSPLTGNRWTTCADCNLRIFDS 
SCISSKIPLLTTIRHNTFTGRWLTRFQAMWDPKQEDCVIVGSMAHPRRVEIFHETGKRVHSFGGEYLVSVCSINA 
MHP TRY I LAGGN S S GK I H VFMNEKS C 
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FIGURE 456 

TGGCGGCCGCCGGCGTCGCCGCCATGGACCTAGGACCCTTGAACATCTGTGAAGA7VATGACTATTCTGCATGGAG 

GCTTCTTGCTGGCCGAGCAGCTGTTCCACCCTAAGGCACTGGCAGAATTAACAAAGTCTGACTGGGAACGTGTTG 

GACGGCCCATCGTGGAGGCCTTAAGGGAGATCTCCTCGGCTGCAGCACACTCCCAGCCCTTTGCCTGGAAGAAGA 

AAGCCCTGATCATCATCTGGGCCAAGGTTCTGCAGCCGCACCCCGTGACCCCGTCCGACACAGAGACACGGTGGC 

AGGAAGACCTGTTCTTCTCGGTGGGCAACATGATCCCCACCATCAACCACACCATCCTCTTCGAGCTGCTCAAAT 

CCCTGGAAGCTTCTGGACTCTTTATCCAGCTCCTGATGGCCCTGCCCACCACCATCTGCCATGCAGAACTAGAGC 

GCTTTCTGGAACATGTGACCGTTGACACTTCTGCCGAAGACGTGGCCTTCTTCCTGGACATCTGGTGGGAGGTGA 

TGAAGCACAAGGGTCACCCGCAGGACCCCCTGCTCTCCCAGTTTAGTGCAATGGCCCATAAGTACCTGCCTGCCT 

TAGATGAGTTCCCCCATCCTCCAAAGAGGCTTAGGTCAGACCCAGACGCGTGCCCCACCATGCCCCTGTTGGCCA 

TGCTGCTCCGCGGGCTGACACAGATCCAGAGTCGGATCCTGGGCCCGGGGAGGAAGTGCTGTGCGCTGGCCAACC 

TGGCTGACATGCTGACTGTGTTTGCGCTGACAGAGGACGACCCCCAGGAGGTGTCTGCAACCGTGTATCTGGACA 

AACTGGCCACGGTGATCTCTGTGTGGAACTCGGACACCCAGAATCCCTACCACCAGCAGGCGCXGGCAGAGAAGG 

TGAAGGAGGCAGAACGGGATGTCAGCCTGACCTCGCTGGCCAAACTCCCCAGTGAGACCATTTTCGTGGGCTGCG 

AGTTCCTGCACCACCTGCTGCGGGAGTGGGGGGAGGAGTTGCAGGCCGTGCTCCGCAGCAGCCAGGGGACAAGTT 

ACGACAGCTACCGGCrGTGCGACAGTCTGACTTCCTTCAGCCAGAACGCGACGCTCTACCTGAACCGCACCAGCC 

TGTCCAAGGAGGACAGGCAGGTGGTCTCTGAGCTGGCGGAGTGTGTCAGGGACTTCCTGAGGAAAACGAGCACGG 

TGCTGAAGAACAGGGCCTTGGAGGATATCACAGCTTCCATTGCCATGGCCGXCATCCAGCAGAAGATGGACCGCC 

ATATGGAAGTGTGCTACATTTTTGCCTCTGAGAAGAAGTGGGCCTTCTCGGACGAGTGGGTAGCCTGCCTGGGGA 

GTAACAGGGCCCTCTTCCGAGAGCCAGACTTGGTGTTGAGGCTGCTGGAAACAGTGATAGACGTCAGCACAGCTG 

ACAGAGCCATCCCTGAGTCTCAGATCCGGCAGGTGATCCACCTGATCCTGGAATGTTACGCAGACCTCTCCCTGC 

CAGGTAAAAATAAAGTCCTTGCAGGTATCCTGCGTTCCTGGGGGCGAAAGGGCCTCTCTGAAAAGXTGCTGGCTT 

ATGTGGAGGGTTTTCAGGAAGACCTCAATACAACTTTTAACCAGCTCACTCAGAGTGCCTCCGAACAGGGCTTGG 

CAAAAGCTGTGGCCTCCGTGGCCCGCCTGGTCATAGTGCACCCGGAAGTCACGGTGAAGAAAATGTGCAGCCTGG 

CTGTGGTCAATCTCGGCACCCACAAGTTCCTGGCCCAGATTCTCACTGCCTTCCCTGCCCTTAGGTTTGTGGAAG 

TGCAGGGTCCCAATTCATCTGCCACTTTCATGGTGTCATGCCTCAAAGAAACCGTCTGGATGAAGTTCTCTACAC 

CCAAGGAAGAAAAGCAAITTTTAGAGCTCCTGAACTGCCTGATGAGTCCCGTGAAACCCCAAGGGATTCCAGTGG 

CTGCTCTTCTTGAGCCAGACGAGGTGCTGAAGGAATTTGTCCTGCCTTTCTTGAGGTTAGATGTTGAAGAGGTAG 

ACCTCAGTCTGAGGATCTTCATCCAGACTCTAGAGGCAAACGCGTGCCGAGAGGAATACTGGCTCCAGACCTGCT 

CCCCGTTXCCACTCCTCTTCAGCTTGTGCCAGCTCTTGGACCGCTTTAGCAAAXACTGGCCGCTTCCCAAGGAGA 

AGCGGXGCCXCXCIXIGGAXAGGAAGGAICXAGCGAXCCAXAICCXGGAGCXCCIGXGXGAGAIXGIAXCAGCCA 

AXGCXGAGACCIICXCCCCGGAXGXCXGGAXCAAGICCCIGICCIGGCXCCACCGCAAGIXAGAACAGCXAGACI 

GGACXGIGGGCCIGAGGCXGAAGAGCXICXXCGAGGGGCACIICAAGIGXGAAGIGCCAGCCACACIIXIIGAGA 

XCXGXAAGCXIXCAGAAGACGAGIGGACCICCCAGGCCCACCCAGGGXACGGGGCIGGCACGGGGCICCIGGCCX 

GGAXGGAGIGCXGCIGCGXCXCCAGCGGCAXCICGGAGAGGAXGCXGICXCXCXXGGIGGXGGACGXGGGCAAIC 

CXGAGGAGGICAGACIGXXCAGCAAAGGCIIICXGGXGGCCCIGGIGCAAGXCAIGCCXIGGXGCAGCCCICAGG 

AGXGGCAGCGCCXXCACCAGCIGACCAGGAGACIGCXGGAGAAGCAGCXCCICCAIGICCCIIAXAGCCXGGAAX 

ATATTCAGTTTGTTCCCCTGCTCAACCTGAAGCCCTTTGCCCAGGAGTTGCAACTCTCCGTCCTCTTCCTGAGGA 

CTTTCCAGTTTCTCTGCAGCCATAGCTGTCGTAATTGGCTTCCTCTGGAAGGCTGGAACCACGTGGTCAAACTCC 

TCXGTGGCAGTCTGACCCGCCTCCXGGACTCAGTCAGGGCGATACAGGCAGCTGGCCCTTGGGTTCAAGGACCAG 

AGCAGGACCTGACCCAGGAAGCCCTGTTTGTTTACACCCAGGTGTTCTGCCATGCTCTGCACATCATGGCCATGC 

TCCACCCGGAGGTCTGTGAGCCACTCTACGTTTTAGCCTTGGAAACCCTCACCTGCTATGAGACTTTGAGCAAGA 

CCAACCCTTCTGTCAGCTCCTTGCTCCAGAGGGCACACGAGCAGCGCTTCTTAAAGTCCATTGCTGAGGGCATTG 

GCCCTGAAGAACGGCGCCAAACCCTGTTGCAGAAGATGAGCAGCTTCTGWDTTGGCGTGGGGAGCTGGGCCCCAA 

CATGGCGGGTCTGCAGAAGATCAGCAGCTTCTTACCTGTGCGGGAGCGAAAAAGCTGGGCTTCAACATGGCAGGT 

CXGTAGGGGTCAGACCCGAGCAGCCTGGACTTTACAGTTATGTGAAACTGTCCACAAAAAGTCATGGCAATAATG 

GTGTAAAGAAAATAGTTTCTTGGGTATTTGTAACGTACAAACTATCATAAAAATTCTCCTCTTTCGCATCTCAAA 
AAAAAAAAAAAAAAAAAARAAA 
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FIGURE 457 

MDLGPLNICEEMTILHGGFLLAEQLFHPKALAELTKSDWERVGRPIVEALREISSAAAHSQPFAWKKKALIIIWA 
KVLQPHPVTPSDTETRWQEDLFFSVGNMIPTINHTILFELLKSLEASGLFIQLLMALPTTICHAELERFLEHVTV 
DTSAEDVAFFLDIWWEVMKHKGHPQDPLLSQFSAMAHKYLPALDEFPHPPKRLRSDPDACPTMPLLAMLLRGLTQ 
IQSRILGPGRKCCALANLADMLTVFALTEDDPQEVSATVYLDKLATVISVWNSDTQNPYHQQALAEKVKEAERDV 
SLTSLAKLPSETIFVGCEFLHHLLREWGEELQAVLRSSQGTSYDSYRLCDSLTSFSQNATLYLNRTSLSKEDRQV 
VSELAECVRDFLRKTSTVLKNRALED I TAS I AMAVIQQKMDRHME VCY IFASEKKWAF SDEWVACLGSNRALFRE 
PDLVLRLLETVIDVSTADRAIPESQIRQVIHLILECYADLSLPGKNKVLAGILRSWGRKGLSEKLLAYVEGFQED 
LNTTFNQLTQSASEQGLAKAVASVARLVIVHPEVTVKKMCSLAWNLGTHKFLAQILTAFPALRFVEVQGPNSSA 
TFMVSCLKETVWMKFSTPKEEKQFLELLNCLMSPVKPQGIPVAALLEPDEVLKEFVLPFLRLDVEEVDLSLRIFI 
QTLEANACREEYWLQTCSPFPLLFSLCQLLDRFSKYWPLPKEKRCLSLDRKDLAIHILELLCEIVSANAETFSPD 
VWIKSLSWLHRKLEQLDWTVGLRLKSFFEGHFKCEVPATLFEICKLSEDEWTSQAHPGYGAGTGLLAWMECCCVS 
SGISERMLSLLWDVGNPEEVRLFSKGFLVALVQVMPWCSPQEWQRLHQLTRRLLEKQLLHVPYSLEYIQFVPLL 
NLKPFAQELQLSVLFLRTFQFLCSHSCRNWLPLEGWNHWKLLCGSLTRLLDSVRAIQAAGPWVQGPEQDIiTQEA 
LFVYTQVFCHALHIMAMLHPEVCEPLYVLALETLTCYETLSKTNPSVSSLLQRAHEQRFLKSIAEGIGPEERRQT 
LLQKMSSF 
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FIGURE 458 

CGACGCGGGAGCCGCACGCGCCGGACGAGGCTCGCTGCGCTCCCTGTTGCCCAGCGCGGGCCCGTTGAGGCGGAG 
CCCTCAGTTCCCGGCCAGGACACGGTCTGGGCCGCCGAATCTCCGGCCGAAGAGCGGCGGCGGCAGCGGCGGGAA 
AAAAATGAAGAATGAAATTGCTGCCGTTGTCTTCTTTTTCACAAGGCTAGTTCGAAAACATGATAAGTTGAAAAA 
AGAGGCAGTTGAGAGGTTTGCTGAGAAATTGACCCTAATACTTCAAGAAAAATATAAAAATCACTGGTATCCAGA 
AAAACCATCGAAAGGACAGGCCTACAGATGTATTCGTGTCAATAAATTTCAGAGAGTTGATCCTGATGTCCTGAA 
AGCCTGTGAAAACAGCTGCATCTTGTATAGTGACCTGGGCTTGCCAAAGGAGCTCACTCTCTGGGTGGACCCATG 
TGAGGTGTGCTGTCGTAGAGATGGGGTTTCACCATGTTGGCCAGACTGCTCTCAAACTCCTGACCTCGTGATCCG 
CCCGCCXXGGCCXCCCAAAGCGCTGGAXXACAGGCGTGAGCCACXGCGCCCGGCCXCCXCCXXXXXGAXXAXGXA 
TGGAGAGAAAAACAATGCATTCATTGTTGCCAGCTTTGAAAATAAAGATGAGAACAAGGATGAGATCTCCAGGAA 
AGTTACCAGGGCCCTTGATAAGGTTACCTCTGATTATCATTCAGGATCCTCTTCTTCAGATGAAGAAACAAGTAA 
GGAAATGGAAGTGAAACCCAGTTCGGTGACTGCAGCCGCAAGTCCTGTGTACCAGATTTCAGAACTTATATTTCC 
ACCXCXXCCAAXGXGGCACCCXXXGCCCAGAAAAAAGCCAGGAAXGXAXCGAGGGAAXGGCCAXCAGAAXCACXA 
TCCTCCTCCTGTTCCATTTGGTTATCCAAATCAGGGAAGAAAAAATAAACCATATCGCCCAATTCCAGTGACATG 
GGTACCTCCTCCTGGAATGCATTGTGACCGGAATCACTGGATTAATCCTCACATGTTAGCACCTCAC TAAC TTCG 
XXXXXGAXXGXGXXGGXGXCAXGXXGAGAAAAAGGXAGAAXAAACCXXACXACACAXXAAAAGXXAAAAGXXCTX 
ACXAAXAGXAGXGAAGXXAGAXGGGCCAAACCAXCAAACXXAXXXXXAXAGAAGXXAXXGAGAAXAAXCXXXCXX 
AAAAAAXAXAXGCACXXXAGAXAXXGAXAXAGXXXGAGAAAXXXXAXXAAAGXXAGXCAAGXGCCXAAGXXXXXA 
AXAXXGGACXXGAGXAXXXAXAXAXXGXGCAXCAACXCXGXXGGAXACGAGAACCCXGXAGAAGXGGACGAXXXG 
XXXXAGCCCCXXXGAGAAXXXACXXXATGGAGCGXATGXAAGXXAXXXAXAXACAAGGAAAXCXAXXXXAXGXCG 
XXGXXXAAGAGAAXXGXGXGAAAXCAXGXAGXXGCAAAXAAAAAATAGTXXGAGGCAAAAAAAAAAAAAAAAAAA 
AAAAAAAAAAA 
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FIGURE 459 

MKNEIAAVVFFFTRLVRKHDKLKKEAVERFAEKLTLILQEKYKNHWYPEKPSKGQAYRCIRVNKFQRVDPDVL^ 
CENSCILYSDLGLPKELTLWVDPCEVCCRRDGVSPCWPDCSQTPDLVIRPPWPPKALDYRREPLRPASSFLIMYG 
EKNNAFIVASFENKDENKDEISRKVTRALDKVTSDYHSGSSSSDEETSKEMEVKPSSVTAAASPVYQISELIFPP 
LPMWHPLPRKKPGMYRGNGHQNHYPPPVPFGYPNQGRKNKPYRPIPVTWVPPPGMHCDRNHWINPHMLAPH 
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FIGURE 460 

CAGGCCAGGACTCCACAAGGCTGGTCCCCTGCCCTGGAGCAACTTAAACAGGCCCTCTGGCCAGCCTGGAACCCT 
GAGATGGCCTCCAGCTCAGGCAGCAGTCCTCGCCCGGCCCCTGATGAGAATGAGTTTCCCTTTGGGTGCCCTCCC 
ACCGTCTGCCAGGACCCAAAGGAGCCCAGGGCTCTCTGCTGTGCAGGCTGTCTCTCTGAGAACCCGAGGAATGGC 
GAGGATCAGATCTGCCCCAAATGCAGAGGGGAAGACCTCCAGTCTATAAGCCCAGGAAGCCGTCTTCGAACTCAG 
GAGAAGGCTCACCCCGAGGTGGCTGAGGCTGGAATTGGGTGCCCCTTTGCAGGTGTCGGCTGCTCCTTCAAGGGA 
AGCCCACAGTCTGTGCAAGAGCATGAGGTCACCTCCCAGACCTCCCACCTAAACCTGCTGTTGGGGTTCATGAAA 
CAGTGGAAGGCCCGGCTGGGCTGTGGCCTGGAGTCTGGGCCCATGGCCCTGGAGCAGAACCTGTCAGACCTGCAG 
CTGCAGGCAGCCGTGGAAGTGGCGGGGGACCTGGAGGTCGATTGCTACCGGGCACCCTGCTCCGAGAGCCAGGAG 
GAGCTGGCCCTGCAGCACTTCATGAAGGAGAAGCTTCTGGCTGAGCTGGAGGGGAAGCTGCGTGXGTTTGAGAAC 
ATTGTTGCTGTCCTCAACAAGGAGGTGGAGGCCTCCCACCTGGCCCTGGCCACCTCTATCCACCAGAGCCAGCTG 
GACCGTGAGCGCATCCTGAGCTTGGAGCAGAGGGTGGTGGAGCTTCAGCAGACCCTGGCCCAGAAAGACCAGGCC 
CTGGGCAAGCTGGAGCAGAGCTTGCGCCTCATGGAGGAGGCCTCCTTCGATGGCACTTTCCTGTGGAAGATCACC 
AATGTCACCAGGCGGTGCCATGAGTCGGCCTGTGGCAGGACCGTCAGCCTCTTCTCCCCAGCCXTCTACACTGCC 
AAGTATGGCTACAAGTTGTGCCTGCGGCTGTACCTGAATGGAGATGGCACTGGAAAGAGAACCCATCTGTCGCTC 
TTCATCGTGATCATGAGAGGGGAGXATGATGCGCTGCTGCCGTGGCCTTTCCGGAACAAGGTCACCTTCATGCTG 
CTGGACCAGAACAACCGTGAGCACGCCATTGACGCCTTCCGGCCTGACCTAAGCTCAGCGTCCTTCCAGAGGCCC 
CAGAGTGAAACCAACGTGGCCAGTGGATGCCCACTCTTCTTCCCCCTCAGCAAACTGCAGTCACCCAAGCACGCC 
TACGTGAAGGACGACACAATGTTCCTCAAGTGCATTGTGGAGACCAGCACTTAGGGTGGGCGGGGCTCCTGAGGG 
AGCTCCAACTCAGAAGGGAGCTAGCCAGAGGACTGTGATGCCCTGCCCTTGGCACCCAAGACCTCAGGGCACAAA 
GATGGGTGAAGGCTGGCATGATCCAAGCAAGACTGAGGGGTCGACTTCGGGCTGGCCATCTGGTTAGGATGGCAG 
GACGTGGGCTGGGCCCACAAAGGCAAAGGGTCCAGAAGGAGACAGGCAGAGCTGCTCCCCTCTGCACGGACCATG 
CGACACTGGGAGGCCAGTGAGCCACTCCGGCCCCGAATGTTGAGGTGGACTCTCACCAAATGAGAAGAAAATGGA 
ACCAGGCTTGGAACCGTAGGACCCAAGCAGAGAAGCTCTCGGGCTAGGAAGATCTCTGCAGGGCCGCCAGGGAGA 
CCTGGACACAGGCCTGCTCTCTTTTTCTCCAGGGTCAGAAACAGGACCGGGTGGAAGGGATGGGGTGCCAGTTTG 
AATGCAGTCTGTCCAGGCTCGTCATTGGAGGTGAACAAGCAAACCCAGAGGGCTCCACTAGGACTTCAAATTGGG 
GGTTGGATTTGAAGACTTTTAAGTTTCCTTCCAGCCCAGAAAGTCTCTCATTCTAGGCCTCCTGGCCCAGGTGAG 
TCCTAGAGCTACAGGGGTTCTGGAAACATTCAGGAGCTTCCTGTCCTCCCAGCTCCTCACTCACCTTCAGTAACC 
CCCACTGGACTGACCTGGTCCACAGGGCACCTGCCACCCTGGGCCTGGCAGCTCAGCTTCCCCAACACGCAGGAG 
CACACCCAGCCCCCACATCCTGTGCCTCCATCAGCTAAACACCACGTCACTTCATGCAGGTGAAACCCAGTCACT 
GTGAGCTCCCAGGTGCAGCCAGAGGCACCTCAAGAAGAAGAGGGGCATAAACTTTCCTCTTCCTGCCTAGAGGCC 
CCACCTTTGGTGCTTTCCAGAATCCCGTAACACCTGATTAACTGAGGCATCCACTTCTTTCAGCAGACTGATCAG 
GACCTCCAAGCCACTGAGCAATGTATAACCCCAAAGAAATAATTTTTAGAATCTCTTTCGAAGTTTTCCTAAAAA 
AAAAAAAAAAAA 



/ 
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FIGURE 461 

MASSSGSSPRPAPDENEFPFGCPPTVCQDPKEPRALCCAGCLSENPRNGEDQICPKCRGEDLQSISPGSRLRTQE 

KAHPEVAEAGIGCPFAGVGCSFKGSPQSVQEHEVTSQTSHLNLLLGFMKQWKARLGCGLESGPMALEQNLSDLQL 

QAAVEVAGDLEVDCYRAPCSESQEELAIiQHFMKEKLLAELEGKLRWENIVAVLNKEVEASHLALA 

RERILSLEQRWELQQTLAQKDQALGKLEQSLRLMEEASFDGTFLWKITNVTRRCHESACGRTVSLFSPAFYTAK 

YGYKLCLRLYLNGDGTGKRTHLSLFIVIMRGEYDALLPWPFRNKVTFMLLDQNNREHAIDAFRPDLSSASFQRPQ 

SETNVASGCPLFFPLSKLQSPKHAYVKDDTMFLKCIVETST 
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FIGURE 462 

AGACGCAAGACGCCGGGCCTACAGCGGGAGCGTGAGGAAAGCCGTGCGTTGCGTTCCAAGGCATCTGTGAGCCCG 
CGGAGTATACACCATGAGCAAAGCTCACCCTCCCGAGTTGAAAAAATTTATGGACAAGAAGTTATCATTGAAATT 
AAATGGTGGCAGACATGTCCAAGGAATATTGCGGGGATTTGATCCCTTTATGAACCTTGTGATAGATGAATGTGT 
GGAGATGGCGACTAGTGGACAACAGAACAATATTGGAATGGTGGTAATACGAGGAAATAGTATCATCATGTTAGA 
AGCCTTGGAACGAGTA5PAAATAATGGCTGTTCAGCAGAGAAACCCATGTCCTCTCTCCATAGGGCCTGTTTTACT 
ATGATGTAAAAATTAGGTCATGTACATTTTCATATTAGACTTTTTGTTAAATAAACTTTTGTAATAGTCAAAAAT 
GCTTTCTCAGATGTTCTGAATATAGAATATCAGCTCTCATTCCAGTTTTTTCTAACATGAATTTTCCTGGTTGAC 
AT T GAT T TC AAAGGGT T T TAT G CAT T AAAGTG AAAG AAT C T TAT T AAATGC GAAAAAAAAAAAAAAAAAAAAAAA 
AAAAAA 
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FIGURE 463 

MSKAHPPELKKFMDKKLSLKLNGGRHVQGILRGFDPFMNLVIDECVEMATSGQQNNIGMVVIRGNSIIMLEALER 
V 
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FIGURE 464 

CGGGAGGCGGCAGCGGCTGCAGCGTTGGTAGCATCAGCATCAGCATCAGCGGCAGCGGCAGCGGCCTCGGGCGGG 
GCCGGCCGGACGGACAGGCGGACAGAAGGCGCCAGGGGCGCGCGTCCCGCCCGGGCCGGCC ATGG AGGGCGCCTC 
CTTCGGCGCGGGCCGCGCAGGGGCCGCCCTGGACCCCGTGAGCTTTGCGCGGCGGCCCCAGACCCTGCTCCGGGT 
CGCGTCCTGGGTGTTCTCCATCGCCGTCTTCGGGCCCATCGTCAACGAGGGCTACGTGAACACCGACAGCGGCCC 
CGAGCTGCGCTGCGTGTTCAACGGGAACGCGGGCGCCTGCCGCTTCGGCGTCGCGCTGGGCCTCGGAGCCTTCCT 
CGCCTGCGCCGCCTTCCTGCTGCTCGATGTGCGCTTCCAGCAAATCAGCAGCGTCCGCGACCGCCGGCGCGCGGT 
GTTGCTGGACCTGGGCTTCTCAGGACTCTGGTCCTTCCTGTGGTTCGTGGGCTTCTGCTTCCTCACCAATCAGTG 
GCAGCGCACGGCGCCAGGGCCGGCCACGACGCAGGCGGGGGACGCGGCGCGGGCCGCCATCGCCTTCAGCTTCTT 
CTCCATCCTCAGCTGGGTGGCGCTCACCGTGAAGGCCCTGCAGCGGTTCCGCCTGGGCACCGACATGTCACTCTT 
CGCCACCGAACAGCTGAGCACCGGGGCGAGCCAGGCCTACCCCGGCTATCCGGTGGGCAGCGGCGTGGAGGGCAC 
CGAGACCTACCAGAGCCCGCCCTTCACCGAGACCCTGGACACCAGCCCCAAAGGGTACCAGGTGCCCGCCTACTA 
GCGGCTGGCAGGCACAGACCAGGGCTCCAAGGCCACCCCACCAACGCAGGCCCCAGGGTCTCCGGGACCTCCCTT 
GGGXCCTTCCAGCTCAGTGCCGCGGACAGAGTAGGTGGCCGCTTTGCGCCATCCGGGGCCAAGAGGGGGTGGACC 
CGCGTGTCTGGGCTGCCCCTGCCAAGTTCCCCCAGTCCCTCAGCACCTGGCCCCAGGACTGAGGTCCTGAGAAGG 
GGATAGCACTGCCCAGGACGTGTGTCCCTAGCCTGGAATGGACTGGCCTGGGGAAGGCTTTCCCCTCTTGGGCCA 
CACCTGCTCACTCTGGGGTTGGGGGTCCAGCTGCCCTCTACGATCAGGTGCAGGGGCTGCCCAGGACAAAGCGGG 
GGCAGGGGAAAGACACCACCCTCGCCCCAAGACTGGGGATCCTGGCCACTGTTCCCATCCCATGTCCCTGTGGGT 
AGTGACTGTCTCGTTTCTGTCATGGTGGTGCGTCCCGTCCGGAGCCACTCTCCACTTTCTCTCACAGGCTGCTAG 
AACAGCCCAGCCCTGTCAGTGTTGTGATCATGGTCCAGTCTTCGGGTTTCACCTCCTAGTACTCCACAAGCTGCT 
CCTCTCTCTGTGGCCCCGGCCCCTGCCCAGGTGTGGGTGGTTCTGGCCAGGAAGGCACAAGGTAGCTGTGGGCCA 
AGACACCAGCCCTGTCCTAGCCCTTCAGTAAGACCTTGCCAGGAGAGGAGAAGGATGCCTGGGTGCCAGGCAAGA 
CAAGCCCCTCAGCAGGAGAGAGGCCCAGAGGCTCCAGCTGGCCACCGTGCCCCACAAGATGGCCCCTGTGTGGTT 
CCCTTTACCTTGGCTTCCTGGCCCAGTCCCTGCCTCTCCACCTGCACCCTGCTTCCTGGCCCAGTCCCAGGTTGG 
AGTCCCTCTGCATAGCTGACTACTCATGCATTGCXCAAAGCTGGCTTTTCACATTAAGTCAACACCAAACGTGGT 
TGCCACATTTCATCAGACAGACACCTCCCTCTGGAGATGCAGTTGAGTGACAACCTTGTTACATTGTAGCCTAGA 
CCAATTCTGTGTGGATATTTAAGTGAACATGTTTACAATTTTTGTATATATCACTCTCTCCCTCTCCTGAAAGAC 
CAGAGATTGTGTATTTTCAGTGTCCCATGTTCCGACTGCACCTTCTTTACAATAAAGACTGTAACTGAGCTGACT 
GTGAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 465 

MEGASFGAGRAGAALDPVSFARRPQTLLRVAS WVFS IAVFGP IVNEGYVNTDSGPELRCVFNGNAGACRFGVALG 

LGAFLACAAFLLLDVRFQQISSVRDRRRAVIjLDLGFSGLWSFLWFVGFCFLTNQWQRTAPGPATTQAGDAARAAI 

AFSFFSILSWVALTVKALQRFRLGTDMSLFATEQLSTGASQAYPGYPVGSGVEGTETYQSPPFTETLDTSPKGYQ 
VPAY 
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FIGURE 466 

ATACGACTACACCTGCTCCGGAGCCCGCGGCGGTACCTGCAGCGGAGGAGCTCTGTCTTCCCCTTCATCTCACGC 
GAGCCCGGCGTCCCGCCGCGTGCGCCCCGGCGCAGCCCGCCAGTCCGCCCGGAGCCCGCCCAGTCGCCGCGCTGC 
ACGCCCGGGGTGAACCCTCTGCCCTCGCTGGGACAGAGGGCCCCGCAGCCGTCATGCTTTCCGCCATCTACACAG 
TCCTGGCGGGACTGCTGTTCCTGCCGCTCCTGGTGAACCTCTGCTGCCCATACTTCTTCCAGGACATAGGCTACT 
TCTTGAAGGTGGCCGCCGTGGGCCGGAGGGTGCGCAGCTACGGGCAGCGGCGGCCGGCGCGCACCATCCTGCGGG 
CGTTCCTGGAGAAAGCGCGCCAGACGCCACACAAGCCTTTTCTGCTCTTCCGCGACGAGACTCTCACCTACGCGC 
AGGTGGACCGGCGCAGCAATCAAGTGGCCCGGGCGCTGCACGACCACCTCGGCCTGCGCCAGGGAGACTGCGTGG 
CGCTCCTTATGGGTAACGAGCCGGCCTACGTGTGGCTGTGGCTGGGGCTGGTGAAGCTGGGCTGTGCCATGGCGT 
GCCTCAATTACAACATCCGCGCGAAGTCCCTGCTGCACTGCTTCCAGTGCTGCGGGGCGAAGGTGCTGCTGGTGT 
CGCCAGAACTACAAGCAGCTGTCGAAGAGATACTGCCAAGCCTTAAAAAAGATGATGTGTCCATCTATTATGTGA 
GCAGAACTTCTAACACAGATGGGATTGACTCTTTCCTGGACAAAGTGGATGAAGTATCAACTGAACCTATCCCAG 
AGTCATGGAGGTCTGAAGTCACTTTTTCCACTCCTGCCTTATACATTTATACTTCTGGAACCACAGGTCTTCCAA 
AAGCAGCCATGATCACTCATCAGCGCATATGGTATGGAACTGGCCTCACTTTTGTAAGCGGATTGAAGGCAGATG 
ATGTCATCTATATCACTCTGCCCTTTTACCACAGTGCTGCACTACTGATTGGCATTCACGGATGTATTGTGGCTG 
GTGCTACTCTTGCCTTGCGGACTAAATTTTCAGCCAGCCAGTTTTGGGATGACTGCAGAAAATACAACGTCACTG 
TC AT TC AG TAT ATC GG TGAAC T GCTTCGGT ATT TATGCAACTC AC C AC AGAAACCAAATGACCGTGATC AT AAAG 
TGAGACTGGCACTGGGAAATGGCTTACGAGGAGATGTGTGGAGACAATTTGTCAAGAGATTTGGGGACATATGCA 
TCTATGAGTTCTATGCTGCCACTGAAGGCAATATTGGATTTATGAATTATGCGAGAAAAGTTGGTGCTGTTGGAA 
GAGTAAACTACCTACAGAAAAAAATCATAACTTATGACCTGATTAAATATGATGTGGAGAAAGATGAACCTGTCC 
GTGATGAAAATGGATATTGCGTCAGAGTTCCCAAAGGTGAAGTTGGACTTCTGGTTTGCAAAATCACACAACTTA 
CACCATTTAATGGCTATGCTGGAGCAAAGGCTCAGACAGAGAAGAAAAAACTGAGAGATGTCTTTAAGAAAGGAG 
ACCTCTATTTCAACAGTGGAGATCTCTTAATGGTTGACCATGAAAATTTCATCTATTTCCACGACAGAGTTGGAG 
ATACATTCCGGTGGAAAGGGGAAAATGTGGCCACCACTGAAGTTGCTGATACAGTTGGACTGGTTGATTTTGTCC 
AAGAAGTAAATGTTTATGGAGTGCATGTGCCAGATCATGAGGGTCGCATTGGCATGGCCTCCATCAAAATGAAAG 
AAAACCATGAATTTGATGGAAAGAAACTCTTTCAGCACATTGCTGATTACCTACCTAGTTATGCAAGGCCCCGGT 
TTCTAAGAATACAGGACACCATTGAGATCACTGGAACTTTTAAACACCGCAAAATGACCCTGGTGGAGGAGGGCT 
TTAACCCTGCTGTCATCAAAGATGCCTTGTATTTCTTGGATGACACAGCAAAAATGTATGTGCCTATGACTGAGG 
ACATCTATAATGCCATAAGTGCTAAAACCCTGAAACTC TGAA TATTCCCAGGAGGATAACTCAACATTTCCAGAA 
AGAAACTGAATGGACAGCCACTTGATATAATCCAACTTTAATTTGATTGAAGATTGTGAGGAAATTTTGTAGGAA 
ATTTGCATACCCGTAAAGGGAGACTTTTTTAAATAACAGTTGAGTCTTTGCAAGTAAAAAGATTTAGAGATTATT 
ATTTTTCAGTGTGCACCTACTGTTTGTATTTGCAAACTGAGCTTGTTGGAGGGAAGGCATTATTTTTTAAAATAC 
TTAGTAAATTAAATGAAC 
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FIGURE 467 

MLSAIYTVLAGLLFLPLLVNLCCPYFFQDIGYFLKVAAVGRRVRSYGQRRPARTILRAFLEKARQTPHKPFLLFR 
DETLTYAQVDRRSNQVARALHDHLGLRQGDCVALLMGNEPAYVWLWLGLVKLGCAMACLNYNIRAKSLLHCFQCC 
GAKVLLVSPELQAAVEEILPSLKKDDVSIYYVSRTSNTDGIDSFLDKVDEVSTEPIPESWRSEVTFSTPALYIYT 
SGTTGLPKAAMITHQRIWYGTGLTFVSGLKADDVIYIXLPFYHSAALLIGIHGCIVAGATLALRTKFSASQFWDD 
CRKYNVTVIQYIGELLRYLCNSPQKPNDRDHKVRLALGNGLRGDVWRQFVKRFGDICIYEFYAATEGNIGFMNYA 
RKVGAVGRVNYLQKKIITYDLIKYDVEKDEPVRDENGYCVRVPKGEVGLLVCKITQLTPFNGYAGAKAQTEKKKL 
RDVFKKGDLYFNSGDLLMVDHENFIYFHDRVGDTFRWKGENVATTEVADTVGLVDFVQEVNVYGVHVPDHEGRIG 
MASIKMKENHEFDGKKLFQHIADYLPSYARPRFLRIQDTIEITGTFKHRKMTLVEEGFNPAVIKDALYFLDDTAK 
MYVPMTED I YNAI S AKTLKL 
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FIGURE 468 

ATACGACTACACCTGCTCCGGAGCCCGCGGCGGTACCTGCAGCGGAGGAGCTCTGTCTTCCCCTTCATCTCACGC 

GAGCCCGGCGTCCCGCCGCGTGCGCCCCGGCGCAGCCCGCCAGTCCGCCCGGAGCCCGCCCAGTCGCCGCGCTGC 

ACGCCCGGGGTGAACCCTCTGCCCTCGCTGGGACAGAGGGCCCCGCAGCCGTCATGCTTTCCGCCATCTACACAG 

TCCTGGCGGGACTGCTGTTCCTGCCGCTCCTGGTGAACCTCTGCTGCCCATACTTCTTCCAGGACATAGGCTACT 

TCTTGAAGGTGGCCGCCGTGGGCCGGAGGGTGCGCAGCTACGGGCAGCGGCGGCCGGCGCGCACCATCCTGCGGG 

CGTTCCTGGAGAAAGCGCGCCAGACGCCACACAAGCCTTTTCTGCTCTTCCGCGACGAGACTCTCACCTACGCGC 

AGGTGGACCGGCGCAGCAATCAAGTGGCCCGGGCGCTGCACGACCACCTCGGCCTGCGCCAGGGAGACTGCGTGG 

CGCTCCTTATGGGTAACGAGCCGGCCTACGTGTGGCTGTGGCTGGGGCTGGTGAAGCTGGGCTGTGCCATGGCGT 

GCCTCAATTACAACATCCGCGCGAAGTCCCTGCTGCACTGCTTCCAGTGCTGCGGGGCGAAGGTGCTGCTGGTGT 

CGCCAGAACTACAAGCAGCTGTCGAAGAGATACTGCCAAGCCTTAAAAAAGATGATGTGTCCATCTATTATGTGA 

GCAGAACTTCTAACACAGATGGGATTGACTCTTTCCTGGACAAAGTGGATGAAGTATCAACTGAACCTATCCCAG 

AGTCATGGAGGTCTGAAGTCACTTTTTCCACTCCTGCCTTATACATTTATACTTCTGGAACCACAGGTCTTCCAA 

AAGCAGCCATGATCACTCATCAGCGCATATGGTATGGAACTGGCCTCACTTTTGTAAGCGGATTGAAGGCAGATG 

ATGTCATCTATATCACTCTGCCCTTTTACCACAGTGCTGCACTACTGATTGGCATTCACGGATGTATTGTGGCTG 

GTGCTACTCTTGCCTTGCGGACTAAATTTTCAGCCAGCCAGTTTTGGGATGACTGCAGAAAATACAACGTCACTG 

TCATTCAGTATATCGGTGAACTGCTTCGGTATTTATGCAACTCACCACAGAAACCAAATGACCGTGATCATAAAG 

TGAGACTGGCACTGGGAAATGGCTTACGAGGAGATGTGTGGAGACAATTTGTCAAGAGATTTGGGGACATATGCA 

TCTATGAGTTCTATGCTGCCACTGAAGGCAATATTGGATTTATGAATTATGCGAGAAAAGTTGGTGCTGTTGGAA 

GAGTi\AACTACCTACAGAAAAAAATCATAACTTATGACCTGATTAAATATGATGTGGAGAAAGATGAACCTGTCC 

GTGATGAAAATGGATATTGCGTCAGAGTTCCCAAAGGTGAAGTTGGACTTCTGGTTTGCAAAATCACACAACTTA 

CACCATTTAATGGCTATGCTGGAGCAAAGGCTCAGACAGAGAAGAAAAAACTGAGAGATGTCTTTAAGAAAGGAG 

ACCTCTATTTCAACAGTGGAGATCTCTTAATGGTTGACCATGAAAATTTCATCTATTTCCACGACAGAGTTGGAG 

ATACATTCCGGTGGAAAGGGGAAAATGTGGCCACCACTGAAGTTGCTGATACAGTTGGACTGGTTGATTTTGTCC 

AAGAAGTAAATGTTTATGGAGTGCATGTGCCAGATCATGAGGGTCGCATTGGCATGGCCTCCATCAAAATGAAAG 

AAAACCATGAATTTGATGGAAAGAAACTCTTTCAGCACATTGCTGATTACCTACCTAGTTATGCAAGGCCCCGGT 

TTCTAAGAATACAGGACACCATTGAGATCACTGGAACTTTTAAACACCGCAAAATGACCCTGGTGGAGGAGGGCT 

TTAACCCTGCTGTCATCAAAGATGCCTTGTATTTCTTGGATGACACAGCAAAAATGTATGTGCCTATGACTGAGG 

ACATCTATAATGCCATAAGTGCTAAAAeCCTGAAACTCTGAATATTCCCAGGAGGATAACTCAACATTTCCAGAA 

AGAAACTGAATGGACAGCCACTTGATATAATCCAACTTTAATTTGATTGAAGATTGTGAGGAAATTTTGTAGGAA 

ATTTGCATACCCGTAAAGGGAGACTTTTTTAAATAACAGTTGAGTCTTTGCAAGTAAAAAGATTTAGAGATTATT 

ATTTTTCAGTGTGCACCTACTGTTTGTATTTGCAAACTGAGCTTGTTGGAGGGAAGGCATTATTTTTTAAAATAC 

TTAGTAAATTAAATGAAC 
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FIGURE 469 

MLSAIYTVLAGLLFLPLLVNLCCPYFFQDIGYFLKVAAVGRRVRSYGQRRPARTILRAFLEKARQTPHKPFLLFR 
DETLTYAQVDRRSNQVARALHDHLGLRQGDCVALLMGNEPAYWLWLGLVKLGCAMACLNYNIRAKSLLHCFQCC 
GAKVLLVSPELQAAVEEILPSLKKDDVSIYYVSRTSNTDGIDSFLDKVDEVSTEPIPESWRSEVTFSTPALYIYT 
SGTTGLPKAAMITHQRIWYGTGLTFVSGLKADDVIYITLPFYHSAALLIGIHGCIVAGATLALRTKFSASQFWDD 
CRKYNVTVIQYIGELLRYLCNSPQKPNDRDHKVRLALGNGLRGDVWRQFVKRFGDICIYEFYAATEGNIGFMNYA 
RKVGAVGRVNYLQKKIITYDLIKYDVEKDEPVRDENGYCVRVPKGEVGLLVCKITQLTPFNGYAGAKAQTEKKKL 
RDVFKKGDLYFNSGDLLiyMDHENFIYFHDRVGDTFRWKGENVATTEVADTVGLVDFVQEVNVYGVHVPDHEGRIG 
MASIKMKENHEFDGKKLFQHIADYLPSYARPRFLRIQDTIEITGTFKHRKMTLVEEGFNPAVIKDALYFLDDTAK 
MYVPMTED I YNAI S AKTLKL 
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FIGURE 470 

CTCTCTCTCTATCTCTCTCAGAATGACAATTCTAGGTACAACTTTTGGCATGGTTTTTTCTTTACTTCAAGTCGT 

TTCTGGAGAAAGTGGCTATGCTCAAAATGGAGACTTGGAAGATGCAGAACTGGATGACTACTCATTCTCATGCTA 

TAGCCAGTTGGAAGTGAATGGATCGCAGCATTCACTGACCTGXGCTTTTGAGGACCCAGATGTCAACACCACCAA 

TCTGGAATTTGAAATATGTGGGGCCCTCGTGGAGGTAAAGTGCCTGAATTTCAGGAAACTACAAGAGATATATTT 

CATCGAGACAAAGAAATTCTTACTGATTGGAAAGAGCAATATATGTGTGAAGGTTGGAGAAAAGAGTCTAACCTG 

CAAAAAAATAGACCTAACCACTATAGTTAAACCTGAGGCTCCTTTTGACCTGAGTGTCATCTATCGGGAAGGAGC 

CAATGACTTTGTGGTGACATTTAATACATCACACTTGCAAAAGAAGTATGTAAAAGTTTTAATGCATGATGTAGC 

TTACCGCCAGGAAAAGGATGAAAACAAATGGACGCATGTGAATTTATCCAGCACAAAGCTGACACTCCTGCAGAG 

AAAGCTCCAACCGGCAGCAATGTATGAGATTAAAGTTCGATCCATCCCTGATCACTATTTTAAAGGCTTCTGGAG 

TGAATGGAGTCCAAGTTATTACTTCAGAACTCCAGAGATCAATAATAGCTCAGGGGAGATGGATCCTATCTTACT 

AACCATCAGCATTTTGAGTTTTTTCTCTGTCGCTCTGTTGGTCATCTTGGCCTGTGTGTTATGGAAAAAAAGGAT 

TAAGCCTATCGTATGGCCCAGTCTCCCCGATCATAAGAAGACTCTGGAACATCTTTGTAAGAAACCAAGAAAAAA 

TTTAAATGTGAGTTTCAATCCTGAAAGTTTCCTGGACTGCCAGATTCATAGGGTGGATGACATTCAAGCTAGAGA 

TGAAGTGGAAGGTTTTCTGCAAGATACGTTTCCTCAGCAACTAGAAGAATCrGAGAAGCAGAGGCTTGGAGGGGA 

TGTGCAGAGCCCCAACTGCCCATCTGAGGATGTAGTCGTCACTCCAGAAAGCTTTGGAAGAGATTCATCCCTCAC 

ATGCCTGGCTGGGAATGTCAGTGCATGTGACGCCCCTATTCTCTCCTCTTCCAGGTCCCTAGACTGCAGGGAGAG 

TGGCAAGAATGGGCCTCATGrGTACCAGGACCTCCTGCTTAGCCTTGGGACTACAAACAGCACGCTGCCCCCTCC 

ATTTTCTCTCCAATCTGGAATCCTGACATTGAACCCAGTTGCTCAGGGTCAGCCCATTCXTACTTCCCTGGGATC 

AAATCAAGAAGAAGCATATGTCACCATGTCCAGCTTCTACCAAAACCAGTGAAGTGTAAGAAACCCAGACTGAAC 

TTACCGTGAGCGACAAAGATGATTTAAAAGGGAAGTCTAGAGTTCCTAGTCTCCCTCACAGCACAGAGAAGACAA 

AATTAGCAAAACCCCACTACACAGTCTGCAAGATTCTGAAACATTGCTTTGACCACTCTTCCXGAGTTCAGTGGC 

ACTCAACATGAGTCAAGAGCATCCTGCTTCTACCATGTGGATTTGGTCACAAGGTTTAAGGTGACCCAATGATTC 
AGCTATTT 
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FIGURE 471 

MTILGTTFGMVFSLLQWSGESGYAQNGDLEDAELDDYSFSCYSQLEVNGSQHSLTCAFEDPDVNTTNLEFEICG 

ALVEVKCLNFRKLQEIYFIETKKFLLIGKSNICVKVGEKSLTCKKIDLTTIVKPEAPFDLSVIYREGANDFWTF 

NTSHLQKKYVKVLMHDVAYRQEKDENKWTHVNLSSTKLTLLQRKLQPAAMYEIKVRSIPDHYFKGFWSEWSPSYY 

FRTPEINNSSGEMDPILLTISILSFFSVALLVILACVLWKKRIKPIVWPSLPDHKKTLEHLCKKPRKNLNVSFNP 

ESFLDCQIHRVDDIQARDEVEGFLQDTFPQQLEESEKQRLGGDVQSPNCPSEDWVTPESFGRDSSLTCLAGNVS 

ACDAPILSSSRSLDCRESGKNGPHVYQDLLLSLGTTNSTLPPPFSLQSGILTLNPVAQGQPILTSLGSNQEEAYV 
TMSSFYQNQ 
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FIGURE 472 

GCCCAGACCTATGGATTGAAAGCGTGTGCTTTACCCATCTGCTGTCTTGCTCCATCTGAGACCAGAGCCAAGATC 
TGCCCAGGACTGGAATGCTTTCCCGAGTGGCTTGAGTTGGAGCCTGGGACTAGGAGCAGCCTTATTGAGGTACAA 
TTCATGTGCTTGTGGGTTTGGATGGCACAATCTGTGTCTGGGCTAAGGAAAGCAGACTTGGCACCAACATTAACC 
CTGACAGATCCAGGCATCTATTCCAGGAACTGGAAGCCAAGCGCAACAGGTGCTTGGAGGTCATC ATGA TCAGCC 
CAGACCCCAGGCCCTCCCCTGGCTTGGCCCGGTGGGCTGAGAGCTATGAGGCCAAGTGTGAGCGCAGGCAAGAGA 
TCCGTGAAAGCCGCCGCTGCCGTCCCAATGTGACCACTTGCCGCCAGGTGGGGAAGACGCTGAGGATCCAACAGA 
GAGAGCAGCTCCAGAGAGCTCGACTGCAGCAGTTCTTCAGGAGGAGGAACCTGGAGCTAGAGGAGAAGGGCAAAG 
CGCAGCATCCCCAGGCCAGGGAGCAAGGGCCCTCCAGGCGGCCAGGACAGGTGACAGGCACCAGCTCTGAAGTCT 
TTCCAGCCCAGCATCCTCCTCCCTCAGGCATCTGCAGGGATCTGTCTGACCACCTCTCCTCACAGGCTGGGGGCC 
TTCCTCCACAGGACACTCCCATCAAGAAGCCACCCAAACACCACCGTGGTACTCAGACAAAGGCAGAAGGACCAA 
CAATTAAGAACGATGCCAGTCAGCAAACCAATTACGGAGTTGCAGTTCTGGATAAGGAAATCATCCAGCTTTCTG 
ATTACCTCAAAGAGGCCCTACAAAGGGAGCTGGTCCTAAAACAGAAAATGGTGATTCTCCAAGACCTACTGTCCA 
CTCTGATTCAGGCCTCTGACAGCTCTTGGAAGGGACAGCTTAATGAAGACAAACTGAAGGGGAAACXGAGATCCT 
TAGAAAACCAGCTATACACCTGTACCCAGAAATACTCCCCTTGGGGAATGAAAAAAGTACTACTGGAGATGGAAG 
ACCAGAAAAACAGCTATGAGCAGAAGGCCAAGGAGTCACTGCAGAAAGTGCTGGAGGAGAAAATGAATGCAGAGC 
AGCAACTACAGAGCACACAGCGATCCCTGGCCCTGGCAGAGCAGAAGTGTGAAGAGTGGAGGAGCCAGTATGAGG 
CTCTGAAGGAGGACTGGAGGACCCTTGGGACCCAGCACAGGGAGCTGGAGAGCCAACTCCACGTGCTTCAGTCCA 
AACTGCAGGGAGCAGATAGCAGGGACTTACAGATGAACCAGGCCCTGCGATTTTTGGAAAATGAGCACCAGCAAC 
TGCAGGCCAAGATTGAATGCCTGCAAGGGGACAGAGACCTGTGCAGCTTGGATACCCAGGACCTACAAGATCAAC 
TAAAAAGGTCAGAGGCAGAGAAACTCACCCTGGTGACCAGAGTACAGCAGTTGCAGGGTTTGCTTCAAAATCAAT 
CCTTACAGCTTCAAGAACAGGAGAAACTCTTAACAAAGAAAGATCAGGCTTTGCCCGTGTGGAGTCCAAAGTCCT 
TCCCTAACGAAGrGGAGCCTGAGGGTACAGGGAAGGAGAAAGACTGGGATCTCAGAGACCAGCTGCAAAAGAAGA 
CTTTGCAGCTCCAGGCCAAGGAAAAGGAGTGCAGAGAACTGCATTCAGAATTAGACAACCTCAGTGACGAGTATC 
TCTCCTGCCTGCGTAAGCTGCAGCACTGTCGAGAAGAGCTGAACCAGAGCCAGCAGCTGCCTCCCAGAAGGCAAX 
GTGGGCGATGGCTCCCAGTGCTGATGGTGGTGATTGCTGCAGCACTGGCAGTGTTCCTGGCCAATAAAGACAACC 
TGATGATCTGAATAATTTGTGACAACTGCCTTGGGTGAAAATCAGAAGCAAGCAACTCAGCGAAAAACTCAGAAG 
GTTTGGGTACATTACAGCTTGGGTTTTCCAACTGACTTAGGATTTCTGACTTTTTATTAATTTCTTAACCTACTG 
TAAATAAACTTCACCTGACCAGATTGTTCCTCA 
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FIGURE 473 

MISPDPRPSPGLARWAESYEAKCERRQEIRESRRCRPNVTTCRQVGKTLRIQQREQLQRARLQQFFRRRNLELEE 

KGKAQHPQAREQGPSRRPGQVTGTSSEVFPAQHPPPSGICRDLSDHLSSQAGGLPPQDTPIKKPPKHHRGTQTKA 

EGPTIKNDASQQTNYGVAVLDKEIIQLSDYLKEALQRELVLKQKMVILQDLLSTLIQASDSSWKGQLNEDKLKGK 

LRSLENQLYTCTQKYSPWGMKKVLLEMEDQKNSYEQKAKESLQKVLEEKMNAEQQLQSTQRSLALAEQKCEEWRS 

QYEALKEDWRTLGTQHRELESQLHVLQSKLQGADSRDLQMNQALRFLENEHQQLQAKIECLQGDRDLCSLDTQDL 

QDQLKRSEAEKLTLVTRVQQLQGLLQNQSLQLQEQEKLLTKKDQALPVWSPKSFPNEVEPEGTGKEKDWDLRDQL 

QKKTLQLQAKEKECRELHSELDNLSDEYLSCLRKLQHCREELNQSQQLPPRRQCGRWLPVLMWIAAALAVFLAN 
KDNLMI 
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FIGURE 474A 

ggagcgtcggtgaagcaagagctcagaggggagaggggctggcctggcaxgaccgtcgccagtccccccacSgg 

CTGGGTGATGTCCCCCGGCCCGGGTTCTGGGGCCCCTTGGCAGTACCATQGAGCAACTGACAACCCTCCCA^GGC 
CTGGGGACCCXGGAGCCAXGGAGCCAXGGGCACTGCCCACCrGGCATA^XGGACrCcL^ 

GIICCAAGCCCAAAGGAGACGGGAGCICCAGGCCCGIGGGGGGAACXGACCCXGAAGGAGCAGAGGCXIGXCIGC 

ccagccxgggccagcaagcaxccagcxcxggacccgccxgccagaggc^^ 

xgaaggccaagcxgaaxaxgagcxxxggggacaggcccaaxctggagcxgcxgaggg?ccx^gS 

agcgcxgxgccaxccxxaaggaggaaaaccagatgcxgaggaagagcagcxxcccxgagacagSgag^^^ 

GGAGGCXGAAGCGGAAGAACGCCGAGCXGGCGGXCAXXGCCAAGCGCC^^ 

AAACGAACCTGAGGGXGGIGAGIGCCCCCXIGCCCCGGCCGGGGACCAGCIXGGAGIIGIGXCGG^AGGCCCX 

agcgggagxgcagggagcxgcaggccaggctcacxcxggxgggcaaggagggxccccagtggcxccacgxgcS^ 

acttcgatcggctgctgcgcgagtcccagcgggaggtgctgcggctgcagaggcagatcgcgS^ 

gggagacgcxcccgcxcccgccgtccxggcccccgggcccxgcxcxccaggccagag 

GGGCCCCGGGAGAGGCCACGCCCCAGGAGGATGCGGACAACCXACCCGTGAXXCTAGGGGAGCcS 
AGAGG ^ AGCAGCTGGAATCGGAGCTCAG ^ 

AAAAGCAGAGGCGAIGIGAGGAGCXGGAACIGCAGCIGAGACAAGCGCAGAAXGAGAAIGCCCGCCXGGXGGAGG 

XCCXGGGGGXGACACAGGAGAGGGACXCAGCCCXICGCAAGAGCCAGGGCCXGCAGAGCAAGCXGGAGAGCCTGr 

AGCAAGXGCXGAAGCACAXGCGGGAGGXGGCCCAGCGGCGGCAGCAGCIGGAGGXGGAGC^XGAACAGGCXCG^ 

XCAGCCXACGGGAGAAGCAGGAGGAGGICCGGAGACIGCAGCAGGCCCAGGCXGAAGCCCAGAGGGAACAXGAAG 

GAGCCGIGCAGCIGCIGGAGXCXACCIIGGAXICCAXGCAGGCCCGGGXXCGAGAGCXCGAAGAAC^GXGCCGCA 

T CC ^f CAGTTCAGCCTCCTGGCACAAGAAC ^ 

GCCGGGGGTCXGGCCCCAAAGACCTTGACCTCCCGCCGGGCrCCCCTGGGCGCXGCACCCCAAAGTCTTCCGAGr 
CXGCCCCXGCCACXCXCACXGGGGXCCCXCGAAGGACAGCCAAGAAGGCAGAGXCXCXCXCC^CXcS 
^AGTCCATCCACAAC^GCCCCAAGXCAXGCCCXACACCTGAGGXGGACACAGCcS 
^AGACAGXGXCXCCCXGCXCCCAGCXGCGCCAGAGGGCAGCCGG^^ 

GACG 'r AGCTACAACC ^ 

ACAICTACAXCIAIGGCAACAXGGAXGAGGAIGGCIIIIIIGAAGGAGAGCICAXGGAXGGCCGAAGGGGCCXGG 

XCCCTXCCAATXXXGXAGAGCGTGXGXCGGAXGAXGACCTCCTGACCTCCCXCCCTCCAGAGC^cS 

CCCACAGCXCAGGCCCXGAACXCAGXXXCCXGAGXGXAGGXGGGGGXGGCAGCAGXAGCGGGG^ 

tgggaaggagccagcccagacctgaggaggaggatgcaggggacgagctcagtctgagccStS 

! GGGCGAGCCTCCTGCC ^ 

GC I GGGAGCCGCCTCCTGAGC ^ GTGGAGCT ^GGCXXC^^^ 

xggggcctggggcgccacccaaggccgxgcxggagaaccxggacctgtgggccgggccccxxcacat?™^ 

AGGCCCTGACTAGCCGGGGCAGCTCTGACCCACTGCGCTGTTGCTTGGCGGTGGGTGCCCGGGCCGGAGTGGT^ 

CCAGCCAGCTGCGGGTCCATCGGTTGACAGCCACATCTGCTGAGATCACCTGGGTGCCCGGCAATAGCAACT^ 
CCCATGCCATCTACCTCAATGGGGAAG^ 

TACGGCCTGGCACACCCTATCAGGCCCAAGTGGAGGCTCAGCTCCCACCCCAAGGGCCCTGGGAACCAGGCTGGG 

agaggctggagcagcgggcxgccacccxgcagticaccacactcccagcaggcccaccSa^ 

TGCAGATCGAGCCTGGGCCCTCCCCTGGGATCTTGATCATCAGTTGGCTCCCAGTCACCATCGATGCTGCTGGCA 
^ CC r GGTGTCCGGGTCACAGGCTATGCCATCT ^^ 

TCT CAGG 0 AGTGTACT ^ 

TGTCGCCCCACGGGGAGTCGGCGGACTCCATCCCGGCTCCTATCACTCCCGCCCTGGCTCCGGCCAGCCTGCCAG 

CCCGAGXCXCCTGCCCCXCACCGCACCCAAGCCCAGAGGCCAGAGCGC^ 

^ACCCCAGCXCXCCXCXCCAGCACCCXGCXC^ 
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FIGURE 474B 

CTTCCAGAGAGATGGCAAAAGGGTCCCACGAGGACCCTCCAGCACCTTGCTCCCAGGAGGAGGCTGGGGCAGCAG 
TGCTGGGCACCTCAGAGGAGAGGACAGCCAGCACATCTACCCTGGGTGAGAAGGACCCTGGCCCCGCAGCTCCCT 
CACTGGCCAAGCAGGAGGCCGAGTGGACTGCAGGAGAGGCCTGTCCGGCCTCCAGCTCCACCCAGGGAGCACGGG 
CCCAGCAGGCGCCAAATACCGAGATGTGCCAAGGAGGAGACCCAGGGTCTGGGCTGAGGCCCAGGGCTGAGAAGG 
AGGACACAGCAGAGCTTGGGGTTCATCTGGTGAACTCCCTCGTGGACCACGGCCGCAACTCAGACCTGTCAGACA 
TCCAGGAGGAAGAGGAAGAGGAGGAGGAGGAGGAGGAAGAGGAGCTGGGTTCCAGGACTTGCTCCTTCCAGAAGC 
AGGTTGCTGGCAACAGCATCAGGGAGAATGGGGCCAAGTCCCAGCCCGACCCCTTTTGTGAGACTGACAGCGATG 
AGGAGATCTTGGAGCAGATCCTGGAGCT.GCCCCTCCAGCAGTTCTGTAGCAAGAAGCTCTTTAGCATCCCGGAGG 
AGGAGGAAGAGGAAGAGGAGGACGAGGAGGAGGAGAAGTCTGGGGCAGGCTGTTCTTCCCGAGACCCTGGCCCGC 
CTGAACCTGCATTGCTGGGGCTGGGCTGTGACAGTGGTCAGCCCCGAAGACCTGGCCAGTGTCCCTTGTCTCCTG 
AGTCCTCCAGGGCTGGAGACTGCCTGGAAGACATGCCTGGATTAGTTGGTGGAAGCAGCCGGAGGAGAGGAGGGG 
GCTCCCCTGAGAAGCCCCCAAGCCGCAGGCGGCCTCCAGATCCCCGAGAACACTGCAGCCGACTTCTCAGCAACA 
ATGGGCCCCAGGCCTCTGGACGACTGGGCCCCACACGGGAGAGGGGTGGCCTCCCCGTAATTGAGGGCCCCAGGA 
CTGGACTAGAGGCTAGCGGGAGAGGCCGGCTGGGCCCTTCCCGGAGGTGCTCCCGTGGCCGGGCGCTGGAGCCTG 
GCCTGGCCAGCTGCCTTTCCCCCAAGTGCTTGGAAATCAGCATTGAATATGATTCGGAGGATGAGCAGGAGGCGG 
GCAGCGGGGGCATCAGCATCACCAGCTCCTGCTACCCTGGAGATAGGGAGGCCTGGGGCACAGCAACTGTAGGAA 
GGCCCAGGGGGCCTCCGAAGGCCAATTCAGGCCCCAAGCCCTACCCACGCCTCCCAGCCTGGGAGAAAGGGGAAC 
CAGAGCGGAGAGGCCGCAGTGCGACGGGCAGAGCCAAGGAGCCACTCTCCCGGGCAACAGAGACCGGAGAGGCCA 
GAGGGCAGGACGGCTCTGGGCGGAGGGGCCCCCAGAAGAGAGGTGTCCGAGTCCTCAGGCCAAGCACTGCAGAGC 
TAGTCCCTGCGAGGAGCCCCTCAGAAACACTGGCTTACCAGCACCTACCCGTCAGGATCTTTGTGGCTCTGTTTG 
ACTATGACCCCGTGTCAATGTCGCCCAATCCTGATGCTGGAGAAGAAGAGCTTCCCTTCCGAGAGGGTCAGATCC 
, TGAAGGTGTTTGGGGACAAGGATGCCGATGGCTTCTACCAGGGCGAAGGTGGGGGCCGGACAGGCTACATTCCCT 
GCAACATGGTGGCTGAGGTGGCTGTGGACAGCCCTGCTGGGAGACAGCAACTGCTCCAGCGGGGTTATTTGTCCC 
CAGATATTCTCCTTGAGGGCTCAGGGAATGGTCCGTTTGTGTACTCCACAGCCCACACAACTGGGCCTCCTCCCA 
AGCCCCGCCGCTCCAAGAAAGCTGAGTCGGAAGGCCCTGCCCAGCCCTGTCCAGGCCCCCCTAAGCTGGTCCCCT 
CTGCTGACCTGAAAGCTCCCCACTCCATGGTGGCTGCATTTGACTACAACCCCCAGGAGAGTTCCCCCAATATGG 
ACGTGGAGGCAGAGCTGCCCTTCCGGGCAGGGGATGTCATTACTGTGTTTGGGGGCATGGACGATGACGGTTTCT 
ACTATGGGGAATTAAATGGACAAAGGGGCCTGGTTCCATCCAACTTCCXGGAGGGCCCTGGGCCTGAGGCAGGCG 
GCCTGGACAGGGAACCCAGGACACCCCAGGCTGAGAGTCAGAGAACGAGGAGGAGAAGAGTCCAGTGC TAGA TGG 
AGATAGATATATGTAGAGAGAGCAACATGACTGGGGCTGCACCACACAAGGGTCCCCAGGGCCCCCAGGTGGGCC 
TTGTACCCCCAGCTCTGGCAGCGCCCCCAGGATTGAACGTGGGGAGCCCCAGGGCAGAAGCGAGAAGGTGTGGGT 
TTTTTTCCAAGGGGAAGCAGCTCCTCAGGAGGATGGGCTCTGGGAAGAAGGAGTGAAGCTGTGGCCCATCCTGCA 
GGCAGAAGAGGCCCTGAGAGGCCCCCAGATCACTGTTTTTGCTGAGCAGGGAAGGCTCAGAATGGGCCCAGAGCC 
CCCGTTCTTTTGCGTTAACACTGTGGCATTCAGAGGGAATCAAAGAGCCTTGGTGAAGGTCAGAGCTAAATGGCT 
CCTTAAGGATGAACTTTTTAGAGAAGCACCTTCCTCCTACAGGAGGGGAAACTGAGCCCACAGTGAGTATGTAAC 
TXGACCAAGGTCACXGAGCCAGGACTGGACCCAGGACCCTCGCGTCCTGGTCCACCCACCTCGTCTACTAGTGTC 
CCACAGTGCTGCGCTAGTCCCTTTTGCCACCCTTCCCAGTCCCAGGACGGGCCCTGGAGGGAGAAAGGAGCCTGT 
GCCCCCTGATGGCTCTGGCTGTCCTGATCCTGTCTTCCCTCCCCTGAAGGAAAGTTTGCACTGGATTTTATTGGA 
GCCCCATCTCCCCAGCGGGCAGGCGGGCGGAGCCTGTATATATGTATATACTCAGTGCCTCAGTTCAGCTTCCTC 
CACCTCGCTTCCACTGCACAGGCCCAGGAAGGAGAAAGGCCAAGCCAAAGTGGGCCCCACCCTGCCCCCGTCGTG 
CTCCATCCTTCCCTGCCGGGGCCTGCTGGCCCCTGTAAGGTCCCGCCCCCAAAGACCCTGGGGCCAGCGGGGCCG 
AAAGCGGAGTTGGGTTTGCTTATTTTGCTCATTGGATTCAAGTTCTTTTGCATAGTTTTTTTCTAACCCCTGTTG 
GAGTCCAGGGGCTGGAGAAAAGGACAGATTTATGCAGCTATTTTCATACATTCCCTGTTCAGAGTGGGGTAGGGG 
TTTTCCGCCGTTACCCGATCCAATCCATCCCCCACCCTTTGAGGGGTGAGTGTGTCTTTGCATGTTTCCTTTGCT 
GTGGTGGGAGATAGTTTGACTGAACCCCCACCTTGACCTTGGTCTCCAGGGGTGTGGAATGGTGGGGGAATTTGT 
T T AAAAAGAC AT T TTATT ATAAT AAAGT C TAT TT TCACAAAAAAAAAAAAAAAAAAAA 
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FIGURE 475 

MEQLTTLPRPGDPGAMEPWALPTWHSWTPGRGGEPSSAAPSIADTPPAALQLQELRSEESSKPKGDGSSRPVGGT 
DPEGAEACLPSLGQQASSSGPACQRPEDEEVEAFLKAKLNMSFGDRPNLELLRALGELRQRCAILKEENQMLRKS 
SFPETEEKVRRLKRKNAELAVIAKRLEERARKLQETNLRWSAPLPRPGTSLELCRKALARQRARDLSETASALL 
AKDKQIAALQRECRELQARLTLVGKEGPQWLHVRDFDRLLRESQREVLRLQRQIALRNQRETLPLPPSWPPGPAL 
QARAGAPAPGAPGEATPQEDADNLPVILGEPEKEQRVQQLESELSKKRKKCESLEQEARKKQRRCEELELQLRQA 
QNENARLVEENSRLSGRATEKEQVEWENAELRGQLIiGVTQERDSALRKSQGLQSKLESLEQVLKHMREVAQRRQQ 
LEVEHEQARLSLREKQEEVRRLQQAQAEAQREHEGAVQLLESTLDSMQARVRELEEQCRSQTEQFSLLAQELQAF 
RLHPGPLDLLTSALDCGSLGDCPPPPCCCSIPQPCRGSGPKDLDLPPGSPGRCTPKSSEPAPATLTGVPRRTAKK 
AESLSNSSHSESIHNSPKSCPTPEVDTASEVEELEADSVSLLPAAPEGSRGGARIQVFLARYSYNPFEGPNENPE 
AELPLTAGEYI YIYGNMDEDGFFEGELMDGRRGL VP SNFVERVSDDDLLTSLPPELADLSHSSGPELSFIjS VGGG 
GSSSGGQSSVGRSQPRPEEEDAGDELSLSPSPEGLGEPPAVPYPRRLWLKQLAHSWLAWEPPPEQVELHGFHI 
CVNGELRQALGPGAPPKAVLENLDLWAGPLHISVQALrSRGSSDPLRCCLAVGARAGWPSQLRVHRLTATSAEI 
TWVPGNSNLAHAIYLNGEECPPASPSTYWATFCHLRPGTPYQAQVEAQLPPQGPWEPGWERLEQRAATLQFTTLP 
AGPPDAPLDVQIEPGPSPGILIISWLPVTIDAAGTSNGVRVTGYAIYADGQKIMEVASPTAGSVLVELSQLQLLQ 
VCREWVRTMSPHGESADSIPAPITPALAPASLPARVSCPSPHPSPEARAPLASASPGPGDPSSPLQHPAPLGTQ 
EPPGAPPASPSREMAKGSHEDPPAPCSQEEAGAAVLGTSEERTASTSTLGEKDPGPAAPSLAKQEAEWTAGEACP 
ASSSTQGARAQQAPNTEMCQGGDPGSGLRPRAEKEDTAELGVHLVNSLVDHGRNSDLSDIQEEEEEEEEEEEEEL 
GSRTCSFQKQVAGNSIRENGAKSQPDPFCETDSDEEILEQILELPLQQFCSKKLFSIPEEEEEEEEDEEEEKSGA 
GCSSRDPGPPEPALLGLGCDSGQPRRPGQCPLSPESSRAGDCLEDMPGLVGGSSRRRGGGSPEKPPSRRRPPDPR 
EHCSRLLSNNGPQASGRLGPTRERGGLPVIEGPRTGLEASGRGRLGPSRRCSRGRALEPGLASCLSPKCLEISIE 
YDSEDEQEAGSGGISITSSCYPGDREAWGTATVGRPRGPPKANSGPKPYPRLPAWEKGEPERRGRSATGRAKEPL 
SRATETGEARGQDGSGRRGPQKRGVRVLRPSTAELVPARSPSETLAYQHLPVRIFVALFDYDPVSMSPNPDAGEE 
ELPFREGQILKVFGDKDADGFYQGEGGGRTGYIPCNMVAEVAVDSPAGRQQLLQRGYLSPDILLEGSGNGPFVYS 
TAHTTGPPPKPRRSKKAESEGPAQPCPGPPKLVPSADLKAPHSMVAAFDYNPQESSPNMDVEAELPFRAGDVITV 
FGGMDDDGFYYGELNGQRGLVPSNFLEGPGPEAGGLDREPRTPQAESQRTRRRRVQC 
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FIGURE 476 

ACCACTGCTGGCTTTTTGCTGTAGCTCCACATTCCTGTGCATTGAGGGGTTAACATTAGGCTGGGAAGMffiVCAA 
AACTTGAAGAGCATCTGGAGGGAATTGTCAATATCTTCCACCAATACTCAGTTCGGAAGGGGCATTTTGACACCC 
TCTCTAAGGGTGAGCTGAAGCAGCTGCTTACAAAGGAGCTTGCAAACACCATCAAGAATATCAAAGATAAAGCTG 
TCATTGATGAAATATTCCAAGGCCTGGATGCTAATCAAGATGAACAGGTCGACTTTCAAGAATTCATATCCCTGG 
TAGCCATTGCGCTGAAGGCTGCCCATTACCACACCCACAAAGAGTAGGTAGCTCTCTGAAGGCTTTTTACCCAGC 
AATGTCCTCAATGAGGGTCTTTTCTTTCCCTCACCAAAACCCAGCCTTGCCCGTGGGGAGTAAGAGTTAATAAAC 
ACACTCACGAAAAGTT 
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FIGURE 477 

MTKLEEHLEGIVNIFHQYSVRKGHFDTLSKGELKQLLTKELANTIKNIKDKAVIDEIFQGLDANQDEQVDFQEFI 
SLVAIALKAAHYHTHKE 
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FIGURE 478 

XGAAXXCGGGAAGCGCCGCAGCGGCGGATCCGGCGGCXGCXGCAGCCCGGGCGGCTGCCGAGAAGGAGGGAGGGG 

AAACACAAAGCCGGCTACGCGCTGCGAGATAACAAGAGTAATCCACAGACTTAAAACAT^GCTCAGATGCCAGC 

CAAGGCGTGATTACCACTCCTCCTCCTCCCAGCATGCCTCACAAAGAGAGATATTTTGACCGCATCAATGAAAAT 

GACCCAGAATACATTAGGGAGAGGAACATGTCTCCTGATCTACGACAAGACTTCAACATGATGGAGCAGAGGAAA 

CGAGTTACTCAGATCCTGCAAAGTCCTGCCTTTCGGGAAGACTTGGAATGCCTTATTCAAGAACAGATGAAGAAA 

GGCCACAACCCAACTGGATTACTAGCATTACAGCAGATTGCAGATTACATCATGGCCAATTCTTTCTCGGGTTTT 

TCTTCACCTCCTCTCAGTCTTGGCATGGTCACACCTATCAATGACCTTCCTGGTGCAGATACATCCTCATATGTG 

AAGGGAGAAAAACTTACTCGCTGTAAACTTGCCAGCCTGTACAGACTTGTAGACTTGTTTGGATGGGCACACCTG 

GCAAAXACCXAXAXCXCAGXAAGAAXAAGXAAGGAGCAAGACCACAXXAXAAXAAXXCCCAGAGGCCXAXCXXXX 

TCTGAAGCTACAGCCTCCAATTTGGTGAAAGTCAATATAATAGGAGAAGTGGTTGACCAGGGAAGTACCAATTTG 

AAAATTGACCATACAGGATTCAGTCCCCATGCTGCAATCTATTCAACACGTCCTGATGTTAAGTGTGTGATACAC 

ATCCATACCCTTGCAACAGCAGCTGTATCCTCCATGAAATGTGGGATCCTTCCAATTTCTCAAGAGTCTCTTCTT 

CTGGGAGATGTTGCCTATTATGACTACCAAGGGTCACTTGAAGAACAGGAGGAGAGAATTCAACTGCAGAAGGTT 

CTGGGACCAAGTTGTAAGGTGCTGGTACXCAGGAATCATGGTGTGGTTGCACTTGGAGAAACATTAGAGGAGGCT 

XXXCAXXAXAXXXXXAAXGXGCAACXAGCCXGXGAGAXXCAGGXGCAGGCCCXAGCAGGXGCAGGXGGAGXAGAC 

AATCTCCATGTACTGGACTXTCAGAAGTATAAAGCTTTCACTTACACTGTAGCAGCGTCTGGTGGAGGAGGTGTG 

AAXAXGGGXXCCCAXCCAAAAXGGAAGGXXGGCGAAAXXGAGXXXGAAGGGCXXAXGAGGACXCXGGACAACXXG 

GGGTATAGAACAGGCTATGCTTACAGGCATCCTCTCATTCGAGAGAAGCCTAGGCACAAGAGTGATGTGGAAATC 

CCAGCAACTGTGACTGCTTTTTCCTXTGAAGACGATACAATGCCACTCTCTCCTCTCCAAATACATGGCACAAGA 

GGCAACAAGCGTGAAAAAACAAGATGGCTGAACTCACCAAATACTTACATGAAAGTGAATGTGCCTGAGGAGTCT 

CGGAACGGAGAAACCAGTCCCCGAACCAAAATCACGTGGATGAAAGCAGAAGACTCATCTAAAGTTAGTGGTGGA 

ACACCTATCCAAATTGAAGATCCAAATCAGTTTGTTCCTTTAAACACAAACCCGAATGAGGTACTAGAAAAGAGA 

AATAAGATTCGGGAACAAAATCGATATGACTTGAAAACAGCAGGACCACAATCTCAGTTGCTTGCTGGAATTGTT 

GTGGATAAGCCACCTTCTACTATGCAATTTGAAGATGATGATCATGGCCCACCAGCTCCTCCTAACCCATTTAGT 

CATCTCACAGAAGGAGAACTTGAAGAGTATAAGAGGACAATCGAACGTAAACAACAAGGCCTAGAAGAAAACCAT 

GAGCTGTTTTCCAAGAGCTTCATCTCCATGGAAGTGCCTGXCATGGTAGTAAATGGCAAGGATGATATGCATGAT 

GXXGAAGAXGAGCXXGCXAAGCGAGXGAGXAGGXXAAGCACAAGXACAACCAXAGAAAACAXCGAGAXXACXAXX 

AAGTCXCCAGAGAAAAXCGAAGAAGXCCXGXCACCXGAAGGCXCCCCXXCAAAAXCGCCAXCCAAGAAAAAGAAG 

AAAXXCCGCACXCCXXCXXXXCXGAAAAAGAACAAAAAAAAGGAGAAAGXXGAGGCCTAAAXAAAGXCXXXTXAX 

AAXXAXXAXXAXAACAAXGXGACAXXGCACAXCXAAAXACCACAXXTAAGXXGAXCAXXAAXAXGCAAXGGXAGA 

XCAGAXXGGGGGAXGXAGCAAACXGGACXXXAAGAACXGGAAAGAGGXXXXACAAAAGAAAAACXXCAAGAXXCA 

XCXCXCAXXXXAXAXGXCCAGAAAXGGCXXXGGAAXXXXAAGCAAXXACXAGXXXXAAXXAGCXCXGCCCXCAXG 

AAGXXXAXXAXX 
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FIGURE 479 

MSSDASQGVITTPPPPSMPHKERYFDRINENDPEYIRERNMSPDLRQDFNMMEQRKRVTQILQSPAFREDLECLI 
QEQMKKGHNPTGLLALQQIADYIMANSFSGFSSPPLSLGMVTPINDLPGADTSSYVKGEKLTRCKLASLYRLVDL 
FGWAHIANTYISVRISKEQDHIIIIPRGLSFSEATASNLVKVNIIGEVVDQGSTNLKIDHTGFSPHAAIYSTRPD 
VKCVI H IHTLATAAVS SMKCG I LP I SQESLLLGDVAY YD YQGSLEEQEERI QLQKVLGP SCKVLVLRNHGWALG 
ETLEEAFHYIFWQLACEIQVQALAGAGGVDNLHVLDFQKYKAFTYTVAASGGGGVNMGSHPKWKVGEIEFEGLM 
RTLDNLGYRTGYAYRHPLIREKPRHKSDVEIPATVTAFSFEDDTMPLSPLQIHGTRGNKREKTRWLNSPNTYMKV 
NVPEESRNGETSPRTKITWMKAEDSSKVSGGTPIQIEDPNQFVPLNTNPNEVLEKRNKIREQNRYDLKTAGPQSQ 
LLAGIWDKPPSTMQFEDDDHGPPAPPNPFSHLTEGELEEYKRTIERKQQGLEENHELFSKSFISMEVPVMWNG 
KDDMHDVEDELAKRVSRLSTSTTIENIEITIKSPEKIEEVLSPEGSPSKSPSKKKKKFRTPSFLKKNKKKEKVEA 
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FIGURE 480 

CTTTCCGTCCCCTTGCTTCGTCTTCGCTTTTCTTTCTACTTATTCTTATCTGTGTCTTTCGCTTTGTTTGCCTCT 
CCGTCTGTTTTCCCTCAGGGCCCCCTTCTTTCCTCGACCTTTTCAAATCGCAAATATCGGCGCCGGAGCGGCTGCG 
GAGCCGGGCGCCCTCCGCCTTCAAGTTGCGGGGCTTGCTGCTCCGTGGTGAAGCTATTAAGTACCTCACAGAAGC 
TCTTCAGTCTATCAGTGAATTAGAGCTTGAAGATAAACTGGAAAAGATAATTAATGCAGTTGAGAAGCAACCCTT 
GTCATCAAACATGATTGAACGATCTGTGGTGGAAGCAGCAGTCCAGGAATGCAGTCAGTCTGTTGATGAAACTAT 
AGAGCACGTTTTCAATATCATAGGAGCATTTGATATTCCACGCTTTGTGTACAATTCAGAAAGAAAAAAATTTCT 
TCCTCTGTTAATGACCAACCACCCTGCACCAAATTTATTTGGAACACCAAGAGATAAAGCAGAGATGTTTCGTGA 
GCGATATACCATTTTGCACCAGAGGACCCACAGGCATGAATXATTTACTCCTCCGGTGATAGGTTCTCACCCTGA 
TGAAAGCGGAAGCAAATTCCAGCTTAAAACAATAGAAACCTTATTGGGTAGTACAACCAAAATCGGAGATGCGAT 
TGTTCTTGGAATGATAACGCAGTTAAAAGAGGGAAAATTTTTTCTGGAAGATCCTACTGGAACAGTCCAACTAGA 
CCTTAGTAAAGCTCAGTTCCATAGTGGTTTATACACAGAGGCATGCTTTGTCTTAGCAGAAGGTTGGTTTGAAGA 
TCAAGTGTTTCATGTCAATGCCTTTGGATTTCCACCCACTGAGCCCTCTAGTACTACTAGGGCATACTATGGAAA 
TATTAATTTTTTTGGAGGTCCXTCTAATACATCTGTGAAGACTTCTGCAAAACTAAAACAGCTAGAAGAGGAGAA 
TAAAGATGCTATGTTTGTGTTTTXATCTGATGTTTGGTTGGACCAGGTGGAAGTATTGGAAAAACTTCGCATAAT 
GTTTGCTGGTTATTCACCAGCACCTCCAACCTGCTTTATTCTGTGTGGTAATTTTTCATCTGCACCATATGGAAA 
AAATCAAGTTCAAGCTTTGAAAGATTCCCTAAAAACTTTGGCAGATATAATATGTGAATACCCAGATATTCACCA 
AAGTCGTTTTGTGTTTGTACCTGGTCCAGAGGATCCTGGATTTGGTTCCATCTTACCAAGGCCACCACTTGCTGA 
AAGCATCACTAATGAATTCAGACAAAGGGTACCATTTTCAGTTTTTACTACTAATCCTTGCAGAATTCAGTACTG 
TACACAGGAAATTACTGTCTTCCGTGAAGACTTAGTAAATAAAATGTGCAGAAACTGCGTCCGTTTTCCTAGCAG 
CAATTTGGCTATTCCTAATCACTTTGTAAAGACTATCTTATCCCAAGGACATCTGACTCCCCTACCTCTTTATGT 
CTGCCCAGTGTATTGGGCATATGACTATGCTTTGAGAGTGTATCCTGTGCCCGATCTACTTGTCATTGCAGACAA 
ATATGATCCTTTCACTACGACAAATACCGAATGCCTCTGCATAAACCCTGGCTCTTTTCCAAGAAGTGGATTTTC 
ATTCAAAGTTTTTTATCCTTCTAATAAGACAGTAGAAGATAGCAAACTTCAAGGCTTT TGAG ATTCTTAAAGATC 
ATCTGAAGAAAATTCATCAGTTTTCTGCTTAACTCTATATCTTATGTGATTCTGATATTACAATAAAATTATGGT 
AAACTTT 
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FIGURE 481 

MAPERLRSRAPSAFKLRGLLLRGEAIKYLTEALQSISELELEDKLEKIINAVEKQPLSSNMIERSVVEAAVQECS 
QSVDETIEHVFNIIGAFDIPRFVYNSERKKFLPLLMTNHPAPNLFGTPRDKAEMFRERYTILHQRTHRHELFTPP 
VIGSHPDESGSKFQLKTIETLLGSTTKIGDAIVLGMITQLKEGKFFLEDPTGTVQLDLSKAQFHSGLYTEACFVL 
AEGWFEDQWHVNAFGFPPTEPSSTTRAYYGNINFFGGPSNTSVKTSAKLKQLEEENKDAMFVFLSDVWLDQVEV 
LEKLRIMFAGYSPAPPTCFILCGNFSSAPYGKNQVQALKDSLKTLADIICEYPDIHQSRFVFVPGPEDPGFGSIL 
PRPPLAESITNEFRQRVPFSVFTTNPCRIQYCTQEITVFREDLVNKMCRNCVRFPSSNLAIPNHFVKTILSQGHL 
TPLPLYVCPVYWAYDYALRVYPVPDLLVIADKYDPFTTTNTECLCINPGSFPRSGFSFKVFYPSNKTVEDSKLQG 

F 
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FIGURE 482 

GGCGCGGGGACGCGGGTTTCTGCCiTCAGGCCCTGCCCTGCTCTACTCTGCGCTCTCTGCCCGCGCCGCCGCCGCC 
TCAGCCTCGGCCCTGCGCTGCGCGCCCGGCCCGTGCTGCCATGGCCTGCCGCCCGCGAAGCCCGCCGAGGCATCA 

gagccgctgcgacggtgacgccagcccgccgtcccccgcgcgatggagcctgggacggaagcgcagagccgacgg 
caggcgctggaggcccgaagacgccgaggaggcagagcaccgcggcgccgagcgcagacccgagagctttaccac 
tcctgaaggccctaaaccccgttccagatgctctgactgggcaagtgcagttgaagaagatgaaatgaggaccag 
agttaacaaagaaatggcaagatataaaaggaaactcctcatcaatgactttggaagagagagaaaatcatcatc 
aggaagttctgattcaaaggagtctatgtctactgtgccggctgactttgagacagatgaaagtgtccxaatgag 
gagacagaagcagatcaactatgggaagaacacaattgcctacgatcgttatattaaagaagtcccaagacacct 
tcgacaacctggcattcatcccaagacccctaataaatttaagaagtatagtcgacgttcatgggaccagcaaat 
caaactctggaaggtggctctgcatttttgggatcctccagcggaagaaggatgtgatttgcaagaaatacaccc 
tgtagaccttgaatctgcagaaagcagctccgagccccagaccagctctcaggatgactttgatgtgtactctgg 
cacacccaccaaggtgagacacatggacagtcaagtggaggatgagtttgatttggaagcttgtttaactgaacc 
cxtgagagacttctcagccatgagc3pam:tgccccctggcggccaggaagagaaacagctcctccccgactaggt 
ggaaggctggccaggcaccaagcatgtgtgtgcacttgtacctggtggtttctctgttagcagtccattagctca 
tgcrgaattatttttgccttactttcttaagaaacattaattttatgtatagtgagtatattttgcatgttttaa 
attgtaaatggagctaagtccaagaaagtacttgaagctctcttccagcgagcttaattgcgtaatccctgtxgt 
cctccagggtaagctgacacgtctacataactggttttccacaggcatcttcagttattgcttgtcaggtggact 
gttttggatttaaccatgtaatccatgggaccaattgagagtcagctacttttataggcatcaaagtattctcag 
acacctttaatatctttatggaaacttaatttttggccttttatcaatatgtcataacagcattctgaagtcaga 
cattgttaaattgagctattaaactaatgagttttatgtaagttatatggtcttaatttggtacttgtaaatagc 
actagttagactctttagaatactccaagagttagggcagcagagtggagcgatttagaaagaacattttaaaac 
aatcagttaatttaccatgtaaaattgctgtaaatgataatgtgtacagattttctgttcaaatattcaattgta 
aacttcttgttaagactgttacgtttctattgcttttgtatgggatattgcaaaaataaaaaggaaagaaccctc 
aaaaaaaaaaaaaaaaaa 
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FIGURE 483 

MACRPRSPPRHQSRCDGDASPPSPARWSLGRKRRADGRRWRPEDAEEAEHRGAERRPESFTTPEGPKPRSRCSDW 
ASAVEEDEMRTRVNKEMARYKRKLLINDFGRERKSSSGSSDSKESMSTVPADFETDESVLMRRQKQINYGKNTIA 
YDRYIKEVPRHLRQPGIHPKTPNKFKKYSRRSWDQQIKLWKVALHFWDPPAEEGCDLQEIHPVDLESAESSSEPQ 
TSSQDDFDVYSGTPTKVRHMDSQVEDEFDLEACLTEPLRDFSAMS 
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FIGURE 484 

ATTTAAATTCTGCAGCTCAGAGATTCACACAGAAGTCTGGACACAATTCAGAAGAGCCACCCAGAAGGAGACAAC 
A ATG TCCCTGCTACCCGTGCCATACACAGAGGCTGCCTCTTTGTCTACTGGTTCTACTGTGACAATCAAAGGGCG 
ACCACTTGCCTGTTTCTTGAATGAACCATATCTGCAGGTGGATTTCCACACTGAGATGAAGGAGGAATCAGACAT 
TGTCTTCCATTTCCAAGTGTGCTTTGGTCGTCGTGTGGTCATGAACAGCCGTGAGTATGGGGCCTGGAAGCAGCA 
GGTGGAATCCAAGAATATGCCCTTTCAGGATGGCCAAGAATTTGAACTGAGCATCTCAGTGCTGCCAGATAAGTA 
CCAGGTAATGGTCAATGGCCAATCCTCTTACACCTTTGACCATAGAATCAAGCCTGAGGCTGTGAAGATGGTGCA 
AGTGTGGAGAGATATCTCCCTGACCAAATTTAATGTCAGCTATTTAAAGAGATAACCAGACTTCATGTTGCCAAG 
GAATCCCTGTCTCTACGTGAACTTGGGATTCCAAAGCCAGCTAACAGCATGATCTTTTCTCACTTCAATCCTTAC 
TCCTGCTCATTAAAACTTAATCAAACTTCAAAAAAAAAAAA 
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FIGURE 485 

MSLLPVPYTEAASLSTGSTVTIKGRPLACFLNEPYLQVDFHTEMKEESDIWHFQVCFGRRVVMNSE^EYGAWKQQ 
VESKNMPFQDGQEFELS I SVLPDKYQVMVNGQSS YTFDHRIKPEAVKMVQVWRD I SLTKFNVS YLKR 
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FIGURE 486 

CTCGGCGCGCGCTTGGGGCGAGGCTCGGCGGGCGCGGACGCGCAGCMGGCGGTGGAGGACGAGGGGCTCCGGGT 

CTTCCAGAGCGTGAAGATCAAGATCGGTGAAGCCAAAAACCTTCCCTCTTACCCGGGGCCGAGCAAGATGAGGGA 

TTGCTACTGCACGGTGAACCTGGACCAGGAGGAGGTTTTCAGGACCAAAATTGTGGAAAAGTCACTCTGCCCGTT 

TTACGGAGAAGACTTTTACTGTGAAATTCCTCGGAGCTTTCGTCACCTGTCCTTCTACATTTTCGATAGAGACGT 

TTTCCGGAGGGATTCCATCATAGGGAAGGTGGCCATCCAGAAGGAGGACTTGCAGAAGTACCACAACAGGGACAC 

CTGGTTCCAGCTGCAGCACGTGGACGCTGACTCGGAAGTGCAGGGCAAAGTGCACCTGGAGCTGCGGCTGAGCGA 

GGTCATCACAGACACTGGGGTCGTCTGCCACAAGCTCGCCACACGCATCGTCGAGTGCCAGGGCCTCCCCATCGT 

GAATGGGCAATGTGACCCCTACGCCACCGTGACGCTGGCAGGACCCTTCAGATCAGAAGCAAAGAAGACGAAAGT 

GAAGAGGAAGACCAACAATCCCCAGTTCGATGAAGTGTTTTATTTTGAGGTGACCCGGCCCTGTAGCTACAGCAA 

GAAGTCCCACTTTGACTTTGAGGAGGAAGACGTGGACAAGCTCGAAATCAGAGTTGACCTCTGGAATGCCAGTAA 

CCTGAAGTTTGGAGATGAATTCCTGGGAGAACTAAGGATCCCGTTGAAAGTCCTGCGGCAGTCCAGCTCCTACGA 

GGCGTGGTACTTCCTCCAGCCCCGGGACAATGGTAGCAAGAGCCTAAAGCCAGACGACCTGGGCTCCCTGCGGCT 

GAACGTGGTATACACGGAAGACCACGTGTTTTCTTCTGACTATTACAGCCCTCTGCGGGACCTGCTGTTGAAGTC 

TGCGGATGTGGAGCCCGTGTCAGCGTCTGCGGCCCACATCCTGGGCGAGGTTTGCCGGGAGAAGCAGGAGGCGGC 

CGTCCCGCTGGTGCGGCTCTTCCTACACTATGGCAGGGTGGTGCCATTCATCAGTGCCATCGCCAGCGCGGAGGT 

GAAGCGGACCCAGGACCCCAACACCATCTTCCGAGGAAACTCACTGGCGTCCAAGTGCATTGACGAGACCATGAA 

GCTGGCGGGGATGCATTACCTGCATGTCACCCTGAAGCCCGCCATCGAGGAGATATGCCAGAGCCACAAACCCTG 

TGAAATCGACCCTGTGAAGTTGAAAGACGGAGAAAACCTTGAAAACAACATGGAGAACCTACGGCAGTATGTGGA 

CCGCGTCTTCCACGCCATCACCGAGTCTGGGGTGAGCTGCCCGACCGTCATGTGTGACATCTTCTTCTCCCTCCG 

GGAGGCGGCGGCCAAGCGCTTCCAGGATGACCCGGACGTCAGGTACACTGCAGTGAGCAGCTTCATCTTCCTGAG 

GTTCTTTGCGCCCGCCATTCTCTCCCCCAACCTCTTCCAGCTCACGCCGCACCACACGGACCCCCAGACGTCCAG 

„ GACGCTGACATTGATCTCCAAGACCGTTCAGACCCTCGGCAGCCTGTCCAAGTCCAAATCXGCGAGTTTTAAGGA 

GTCCTACATGGCTACATTTTATGAATTCTTCAATGAGCAGAAATATGCTGATGCGGTGAAGAACTTCTTGGATCT 

GATTTCGTCCTCGGGGAGAAGAGACCCCAAGAGTGTTGAGCAGCCCATCGTGCTTAAAGAAGGGTTCATGATCAA 

GAGGGCCCAAGGACGGAAGCGCTTTGGGATGAAGAATTTTAAGAAGAGATGGTTTCGTTTGACCAACCATGAATT 

TACCTACCACAAAAGCAAAGGGGACCAGCCTCTCTACAGCATTCCCATCGAGAACATCCTGGCAGTGGAGAAGCT 

GGAGGAGGAGTCTTTCAAAATGAAAAACATGTTCCAGGTCATCCAGCCAGAGCGTGCGCTGTACATCCAGGCCAA 

CAACTGCGTGGAGGCCAAGGACTGGATCGACATTCTCACCAAAGTGAGCCAGTGCAACCAGAAGCGCCTCACCGT 

CTACCACCCGTCCGCCTACCTGAGCGGCCACTGGCTGTGCTGTAGGGCGCCATCCGACTCGGCTCCGGGCTGCTC 

GCCCTGCACTGGCGGCCTCCCAGCCAACATCCAGCTGGACATTGATGGGGACCGTGAGACGGAGCGTATCTACTC 

CCTCTTCAACTTGTACATGAGCAAGCTGGAGAAGATGCAGGAGGCCTGTGGGAGCAAATCTGTGTATGACGGCCC 

GGAGCAGGAGGAGTATTCGACGTTCGTCATTGACGACCCCCAGGAGACCTACAAGACGCTAAAGCAAGTCATCCG 

CTGGGTTGGGGCTTTGGAGCAGGAGCACGCCCAGTATAAGAGGGACAAGTTCAAGAAGACGAAATATGGAAGCCA 

GGAGCACCCCATCGGAGACAAGAGCTTCCAGAACTACATCCGGCAGCAGTCCGAGACCTCCACTCATTCCATTTA 
AAGTCTGCGGGACGCGCCC 
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FIGURE 487 

MAVEDEGLRVFQSVKIKIGEAKNLPSYPGPSKMRDCYCTVNLDQEEVFRTKIVEKSLCPFYGEDFYCEIPRSFRH 
LSFYIFDRDVFRRDSIIGKVAIQKEDLQKYHNRDTWFQLQHVDADSEVQGKVHLELRLSEVITDTGWCHKLATR 
IVECQGLPIVNGQCDPYATVTLAGPFRSEAKKTKVKRKTNNPQFDEVFYFEVTRPCSYSKKSHFDFEEEDVDKLE 
IRVDLWNASNLKFGDEFLGELRIPLKVLRQSSSYEAWYFLQPRDNGSKSLKPDDLGSLRLNWYTEDHVFSSDYY 
SPLRDLLLKSADVEPVSASAAHILGEVCREKQEAAVPLVRLFLHYGRWPFISAIASAEVKRTQDPNTIFRGNSL 
ASKCIDETMKLAGMHYLHVTLKPAIEEICQSHKPCEIDPVKLKDGENLENNMENLRQYVDRVFHAITESGVSCPT 
VMCDIFFSLREAAAKRFQDDPDVRYTAVSSFIFLRFFAPAILSPNLFQLTPHHTDPQTSRTLTLISKTVQTLGSL 
SKSKSASFKESYMATFYEFFNEQKYADAVKNFLDLISSSGRRDPKSVEQPIVLKEGFMIKRAQGRKRFGMKNFKK 
RWFRLTNHEFTYHKSKGDQPLYSIPIENILAVEKLEEESFKMKNMFQVIQPERALYIQANNCVEAKDWIDILTKV 
SQCNQKRLTVYHPSAYLSGHWLCCRAPSDSAPGCSPCTGGLPANIQLDIDGDRETERIYSLFNLYMSKLEKMQEA 
CGSKSVYDGPEQEEYSTFVIDDPQETYKTLKQVIRWVGALEQEHAQYKRDKFKKTKYGSQEHPIGDKSFQNYIRQ 
QSETSTHSI 
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FIGURE 488 

GCAGTGTCTCCCGGTCGCGCGTGGAGGXCGGTCGCTCAGAGCTGCTGGGCGCAGTTTCTCCGCCTGCTGCTTCGG 
CGCGGCTGTATCGGCGAGCGAGCGAGTTCCCGCGAGTTCTCGGTGGCGCTCCCCCTTCCTTTCAGTCTCCACGGA 
CTGGCCCCTCGTCCTTCTACTTGACCGCTCCCGTCTTCCGCCGCCTTCTGGCGCTTTCCGTTGGGCCGATTCCCG 
CCCGCTTCCTCCTGCTTCCCATCGAAGCTCTAGAAATGAATGTTTCCATCTCTTCAGAGATGAACCAGATTATGA 
TGCATCATTATCACAGAAGAAATTCGTGTCTATAGCTTTTAAGGACTTGATTACATCATTTTCAAGCCTGATAGT 
TTTGGAATCACCATTAGAGCTTAAGACACACCTGCCTTCATTTCAACCACCTGTCTTCATACCCTGACGAAGTGC 
ACCTTTTAACACTCCTTTGTCCTTGGATTACTTAAGAGTTCCCAGAAATACATTTGCCACCAACAGAGTAGCCAA 
AXXXAXAAGGAAAA ATGA XXCCCAAXGGAXAXXXGAXGXXXGAGGAXGAAAAXXXXAXXGAGXCXXCXGXXGCCA 
AATTAAATGCCCTGAGGAAAAGTGGCCAGTTCTGTGATGTTCGACTTCAGGTCTGTGGCCATGAAATGTTAGCAC 
ACAGAGCAGXGCXAGCXXGCXGCAGXCCCXAXXXAXXXGAAAXCXXXAAXAGXGAXAGXGAXCCXCAXGGAAXXX 
CTCACGTTAAATTTGATGATCTCAATCCAGAAGCTGTTGAAGTCTTGTTGAArTATGCCTACACTGCTCAGTTGA 
AAGCAGAXAAGAAXXGXAAAGAXGXXXAXXCXGCAGCAAAAAAGCXGAAGAXGGAXCGAGXAAAGCAGGXXXGXG 
GTGATTATTTACTGTCTAGAATGGATGTTACCAGCTGCATCTCTTACCGAAATTTTGCAAGTTGTATGGGAGACT 
CCCGXXXGXXGAAXAAGGXTGAXGCXXAXAXXCAGGAGCAXXXGXXACAAAXXXCXGAAGAGGAGGAGXXXCXXA 
AGCTTCCAAGGCTAAAGTTGGAGGTAATGCTTGAAGATAATGTTTGCTTGCCCAGCAATGGCAAATTATATACAA 
AGGTAATCAACTGGGTGCAGCGTAGCATCTGGGAGAATGGAGACAGTCTGGAAGAGCTGATGGAAGAGGTTCAAA 
CCTTGTACTACTCAGCTGATCACAAGCTGCTTGATGGGAACCTACTAGATGGACAGGCTGAGGTGTTTGGCAGTG 
ATGATGACCACATTCAGTTTGTGCAGAAAAAGCCACCACGTGAGAATGGCCATAAGCAGATAAGTAGCAGTTCAA 
CTGGATGTCTCTCTTCTCCAAATGCTACAGTACAAAGCCCTAAGCATGAGTGGAAAATCGTTGCTTCAGAAAAGA 
CTTCAAATAACACTTACTTGTGCCTGGCTGTGCTGGATGGTATATTCTGTGTCATTTTTCTTCATGGGAGAAACA 
GCCCACAGAGCTCACCAACAAGTACTCCAAAACTAAGTAAGAGTTTAAGCTTTGAGATGCAACAAGATGAGCTAA 
TCGAAAAGCCCATGTCTCCTATGCAGTACGCACGATCTGGTCTGGGAACAGCAGAGATGAATGGCAAACTCATAG 
CTGCAGGTGGCTATAACAGAGAGGAATGTCTTCGAACAGTCGAATGCTATAATCCACATACAGATCACTGGTCCT 
TTCTTGCTCCCATGAGAACACCAAGAGCCCGATTTCAAATGGCTGTACTCATGGGCCAGCTCTATGTGGTAGGXG 
GAXCAAAXGGCCACXCAGAXGACCXGAGXXGXGGAGAGAXGXAXGAXXCAAACAXAGAXGACXGGAXXCCXGXXC 
CAGAAXXGAGAACXAACCGXXGXAAXGCAGGAGXGXGXGCXCXGAAXGGAAAGXXAXACAXCGXXGGXGGCXCXG 
AXCCAXAXGGXCAAAAAGGACXGAAAAAXXGXGAXGXAXXXGAXCCXGXAACAAAGXXGXGGACAAGCXGXGCCC 
CXCXXAACAXXCGGAGACACCAGXCXGCAGXCXGXGAGCXXGGXGGXXAXXXGXACAXAAXCGGAGGXGCAGAAX 
CXXGGAAXXGXCXGAACACAGXAGAACGAXACAAXCCXGAAAAXAAXACCXGGACXXXAAXXGCACCCAXGAAXG 
XGGCXAGGCGAGGAGCXGGAGXGGCXGXXCXXAAXGGAAAACXGXXXGXAXGXGGXGGCXXXGAXGGXXCXCAXG 
CCAXCAGXXGXGXGGAAAXGXAXGAXCCAACXAGAAAXGAAXGGAAGAXGAXGGGAAAXAXGACXXCACCAAGGA 
GCAAXGCXGGGAXXGCAACXGXAGGGAACACCAXXXAXGCAGXGGGAGGAXXCGAXGGCAAXGAAXXXCXGAAXA 
CGGXGGAAGXCXAXAACCXXGAGXCAAAXGAAXGGAGCCCCXAXACAAAGAXXXXCCAGXXXTA^CAAAXXXAAG 
ACCCXCXCAAACXAACAGGCXXAGXGAXGXAAXXAXGGXXAGXAGAGGXACACXXGXGAAXAAAGAGGGXGGGXG 
GGXAXAGAXGXXGCXAACAGCAACACAAAGCXXXXGCAXAXXGCAXACXAXXAAACAXGCXGXACAXACXXXXXG 
GGXXXAXXXGGAAAGGAAXGCAAAGAXGAAGGXCXGXXXXGXGXACXXXXAAGACXXXGGXXAXXXXACXXXXXG 
GAAAAGAAXAAACCAAGAAXXGAXXGGGCACAXCAXXXCAAGAAGXCCCXCXCCXCCACAXXTGXXXXGCCAAXX 
XGCACAXXAAXGACXCXXCCCCXCGX 
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FIGURE 489 

MIPNGYLMFEDENFIESSVAKLNALRKSGQFCDVRLQVCGHEMLAHRAVLACCSPYLFEIFNSDSDPHGISHVKF 
DDLNPEAVEVLLNYAYTAQLKADKNCKDVYSAAKKLKMDRVKQVCGDYLLSRMDVTSCISYRNFASCMGDSRLLN 
KVDAY IQEHLLQI SEEEEFLKLPRLKLEVMLEDNVCLP SNGKLYTKVTNWVQRS I WENGD SLEELMEEVQTL YYS 
ADHKLLDGNLLDGQAEVFGSDDDHIQFVQKKPPRENGHKQISSSSTGCLSSPNATVQSPKHEWKIVASEKTSNNT 
YLCLAVLDGIFCVIFLHGRNSPQSSPTSTPKLSKSLSFEMQQDELIEKPMSPMQYARSGLGTAEMNGKLIAAGGY 
NREECLRTVECYNPHTDHWSFLAPMRTPRARFQMAVLMGQLYVVGGSNGHSDDLSCGEMYDSNIDDWIPVPELRT 
NRCN AGVC ALNGKL Y I VGG S DP Y GQKGLKNC D VF D P VTKL WT S CAP LN I RRHQ S AVCE L GG YL Y 1 1 GG AE S WNCL 
NTVERYNPE1TOTWTLIAPMNVARRGAGVAVLNGKLFVCGGFDGSHAISCVEMYDPTRNEWKMMGNMTSPRSNAGI 
ATVGNTIYAVGGFDGNEFLNTVEVYNLESNEWSPYTKIFQF 
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FIGURE 490A 

GGCATGGAACCXAAAGACXAGAGGCGGXXGXGXGAGXCAGGAAGAGGGGCCAGAXAXCXGAGXGXXCCXCXXXAG 
XXXCXTCAAXXGCAGAXAAXAXGGXGXCXAAXXXXAXGXXGXXCAGGAAAGACAGXGGXTCCXGACXCAGGAAGA 
CAGXCTCAGAAACATGXGGAAXGAXAXXGAGCXGCXAACAAAXGAXGAXACCGGAAGXGGGXACCXGAGXGXCGG 
TTCAAGAAAAGAACATGGAACTGCTTTATATCAAGTAGATTTGCTAGTGAAGATCTCTTCTGAAAAGGCCTCATT 
AAATCCAAAGATACAGGCATGCAGCTTAAGTGATGGGTTTATTATTGTAGCCGACCAATCAGTGATATTGCTTGA 
CAGTATTTGTAGATCACTTCAATTGCATCTTGTCTTTGATACTGAAGTGGATGTAGTTGGCCTTTGTCAAGAAGG 
AAAGTTXCXXXXGGXXGGCGAGAGAAGXGGCAACCXACAXCXXAXXCAXGXAACAXCAAAACAAACACXACXCAC 
TAATGCATTTGTTCAGAAAGCTAACGATGAAAATCGGCGGACTTACCAGAATCTTGTCATTGAGAAGGATGGTTC 
AAAXGAAGGXACCXAXXAXAXGCXACXXCXXACAXACAGXGGAXXXXXXXGXAXXACAAACCXXCAGCXXXXAAA 
AAXTCAACAAGCAAXXGAGAAXGXAGACXXCAGXACAGCAAAAAAGXXACAAGGACAAAXCAAGXCCAGXXXXAX 
XXCTACXGAAAAXXAXCAXACXCXXGGXXGXCXCAGXCXXGXGGCXGGAGAXXXAGCAAGXGAAGXXCCXGXGAX 
AATTGGGGGAACCGGTAATTGTGCATTCTCAAAATGGGAACCAGATTCTTCCAAGAAAGGAATGACAGTTAAGAA 
CCTXATXGAXGCAGAGAXXAXXAAAGGXGCAAAGAAGXXCCAGCXGAXAGACAAXCXACXXXXXGXXCXXGAXAC 
XGAXAACGXGCXGAGXXXAXGGGAXAXXXACACXCXAACXCCXGXAXGGAACXGGCCCXCXCXXCACGXAGAAGA 
GXTXCTXCXXACXACAGAAGCAGACXCXCCXXCAXCAGXCACGXGGCAAGGAAXXACAAAXCXCAAAXXAAXAGC 
XCXGACAGCXXCAGCXAAXAAGAAGAXGAAAAACCXCAXGGXXXAXXCAXXACCTACAAXGGAAAXACXAXAXXC 
XXXGGAAGXAXCXAGXGXXXCXXCXCXGGXCCAAACAGGAAXXAGCACAGAXACCAXAXACCXXXXAGAAGGAGX 
XXGCAAAAAXGAXCCAAAAXXGXCXGAAGACXCAGXCXCXGXGXXAGXACXCAGAXGXCXXACGGAAGCXXXACC 
AGAAAACAGAXXGAGXCGGXXACXXCACAAACACAGAXXXGCXGAAGCXGAGAGXXXXGCCAXXCAGXXXGGACX 
AGAXGXXGAGCXXGXXXACAAGGXCAAGXCAAAXCAXAXAXXGGAGAAACXGGCAXXGAGXXCXGXGGAXGCCAG 
XGAACAGACCGAAXGGCAACAACXXGXAGACGACGCXAAGGAAAAXCXACAXAAGAXCCAGGAXGAXGAAXXXGX 
GGXGAAXXACXGCCXGAAAGCXCAGXGGAXAACCXAXGAAACCACXCAAGAGATGCXGAAXXAXGCCAAAACCAG 
GCXTXTGAAGAAAGAAGAXAAAACXGCXCXCAXXXAXXCXGAXGGCXXGAAAGAGGXGCXAAGAGCXCAXGCAAA 
AXXGACXACXXXXXAXGGAGCAXXXGGACCAGAAAAAXXCAGXGGCAGXXCXXGGAXXGAAXXXCXAAAXAAXGA 
AGAXGAXCXXAAAGAXAXXXXXXXACAGCXAAAAGAAGGAAACCXXGXXXGXGCACAGXAXCXXXGGCXXCGACA 
XCGGGCAAACXXXGAAAGCAGAXXXGAXGXGAAAAXGCXGGAGAGCXXGCXCAACXCAAXGXCXGCAXCAGXCXC 
XXXGCAAAAGCXGXGXCCAXGGXXXAAAAAXGAXGXGAXXCCAXXXGXAAGAAGGACXGXGCCXGAAGGACAGAX 
AAXXCXXGCAAAAXGGXXGGAACAAGCAGCCAGGAACCXXGAAXXAACXGAXAAGGCAAAXXGGCCAGAAAAXGG 
ACXXCAAXXGGCAGAGAXAXXXXXXACAGCAGAAAAAACAGACGAGXXGGGAXXGGCAXCXXCCXGGCATXGGAX 
XXCCXXGAAAGAXXAXCAGAACACAGAGGAAGXAXGXCAGCXAAGGACXXXGGXAAAXAACXXGCGAGAGXXGAX 
CACGXXGCAXAGGAAGXACAACXGCAAAXXAGCCCXCXCXGAXXXTGAGAAGGAAAAXACAACCACCAXAGXGXX 
CCGAATGXXXGAXAAAGXGCXGGCCCCAGAGCXXAXXCCCXCCAXCXXAGAGAAGXXXAXAAGAGXXXACAXGAG 
AGAACAXGACXXGCAAGAGGAGGAACXXCXCXXGCXGXACAXAGAGGAXTXACXGAAXAGAXGCAGCXCAAAGXC 
CACAXCACXCXXXGAAACAGCAXGGGAAGCAAAGGCCAXGGCAGXAAXAGCGXGXTXAXCXGACACGGACCXCAX 
AXXXGAXGCCGXGCXCAAGAXCAXGXAXGCGGCAGXGGXXCCXXGGAGXGCAGCXGXGGAGCAACXGGXGAAACA 
GCACCXGGAAAXGGACCAXCCCAAAGXCAAGXXAXXACAGGAAAGXXACAAACXAAXGGAGAXGAAAAAACXXXX 
ACGAGGCTAXGGAAXAAGAGAGGXAAAXCXCXXAAACAAGGAAAXAAXGAGAGXGGXXAGAXACAXXCXCAAACA 
AGAXGXCCCAXCXXCXXXAGAAGAXGCXXXAAAGGXAGCCCAAGCGXXXAXGXXAXCXGAXGAXGAGAXCXACAG 
XCXAAGAAXXAXXGACCXGAXXGAXAGAGAACAGGGXGAAGACXGXCXCCXTCXGXXGAAGXCXXXGCCXCCXGC 
XGAAGCXGAGAAAACXGCAGAAAGAGXCAXCAXAXGGGCACGACXGGCAXXACAAGAAGAGCCAGAXCAXXCXAA 
AGAGGGCAAGGCCXGGAGAAXGXCXGXAGCGAAGACAXCCGXGGACAXXCXXAAGAXACXAXGXGACAXXCAGAA 
AGACAAXCXGCAGAAGAAGGACGAAXGXGAAGAAAXGXXGAAACXAXXXAAAGAGGXXGCXAGCXXACAGGAGAA 
CXXXGAGGXCXXXCXXXCAXXXGAAGAXXAXAGCAAXAGXXCCCXGGXAGCAGAXCXCCGXGAGCAGCACATXAA 
AGCXCACGAAGXXGCACAGGCGAAACACAAACCXGGGAGCACCCCAGAGCCCAXAGCXGCXGAGGXGAGGAGCCC 
AAGCAXGGAAXCAAAGCTGCACAGACAGGCACXGGCCCXGCAGAXGXCCAAACAAGAGCXGGAGGCAGAGCTGAC 
CXXGAGAGCCXXAAAAGAXGGGAACAXCAAAACAGCACXGAAAAAAXGCAGCGACXXGXXXAAGXAXCACXGCAA 
XGCXGACACXGGGAAAXXGCXAXXXCXGACAXGXCAGAAGCXXXGXCAGAXGXXGGCXGAXAAXGXCCCAGXGAC 
AGXGCCXGXGGGACXGAAXCXXCCXXCCAXGAXACAXGAXCXAGCAAGCCAAGCXGCCACCAXXXGCAGXCCAGA 
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FIGURE 490B 

TTTTTTACTAGATGCTTTAGAACTATGTAAACATACTTTAATGGCTGTAGAGCTTTCCAGACAATGCCAAATGGA 

TGACTGTGGAATCCTCATGAAAGCTTCTTTTGGGACACATAAAGATCCATATGAAGAGTGGTCTTACAGTGACTT 

CTTCAGTGAAGATGGAATTGTTCTTGAGTCACAGATGGTGCTTCCAGTGATTTATGAACTGATTTCATCTCTTGT 

GCCTCTAGCTGAAAGCAAGAGATATCCCTTGGAGTCTACCAGTTTGCCATACTGCTCCCTTAATGAAGGAGATGG 

CCTTGTTTTACCTGTTATAAATTCCATCTCTGCCCTGCTTCAGAATCTTCAGGAATCTAGCCAGTGGGAGCTAGC 

CCTAAGATTTGTGGTTGGTTCATTTGGTACCTGTCTTCAGCACTCTGTGTCAAACTTCATGAATGCCACTTTGAG 

TGAAAAGTTATTTGGAGAGACTACATTAGTTAAATCAAGGCATGTTGTTATGGAATTGAAAGAAAAAGCTGTTAT 

ATTTATCAGGGAAAATGCTACAACACTACTGCACAAAGTATTTAATTGTCGCTTGGTAGATCTTGACCTGGCGTT 

GGGTTACTGCACTCTCTTACCTCAAAAAGATGTGTTTGAAAATCTCTGGAAGCTCATAGATAAAGCATGGCAGAA 

TTACGACAAAATCTTGGCAATATCTCTGGTGGGCTCTGAGCTGGCAAGTCTCTATCAGGAAATAGAAATGGGGCT 

TAAGTTCCGTGAACTCAGTACTGATGCCCAGTGGGGCATTCGTCTTGGTAAACTTGGTATTTCTTTTCAACCAGT 

TTTCAGGCAACATTTTCTCACCAAGAAAGACCTCATTAAAGCTCTTGTGGAGAATATAGATATGGACACAAGCCT 

CATTTTGGAATATTGCAGCACATTTCAGTTGGACTGCGATGCAGTTCTTCAGCTCTTCATTGAAACGCTGCTCCA 

CAACACAAATGCCGGCCAAGGCCAGGGAGATGCAAGCATGGACTCTGCAAAGCGGCGGCATCCCAAACTCCTGGC 

CAAAGCCCTTGAGATGGTTCCTTTACTGACGAGCACAAAAGATTTGGTCATCAGTCTTAGTGGAATACTACATAA 

GTTGGATCCTTATGACTATGAAATGATTGAAGTTGTCTTGAAAGTTATAGAACGAGCTGATGAAAAGATAACCAA 

TATTAATATTAATCAGGCATTGAGTATTCTGAAACATTTGAAGTCATACAGAAGAATTTCTCCTCCCGTGGATCT 

AGAATATCAGTATATGTTGGAACATGTCATAACTTTGCCATCAGCTGCCCAAACTAGACTGCCTTTTCACCTGAT 

ATTCTTTGGCACAGCACAGAACTTCTGGAAAATTCTCTCTACAGAACTCAGTGAAGAATCTTTCCCAACATTGCT 

CTTAATTTCGAAATTAATGAAGTTCTCTCTGGACACTCTGTACGTGTCTACAGCAAAACACGTTTTCGAAAAAAA 

ACTGAAGCCAAAGCTCCTGAAGTTAACACAAGCTAAATCCTCAACACTGATTAACAAGGAAATAACTAAGATCAC 

GCAGACCATCGAATCCTGCTTACTCTCTATAGTCAACCCAGAGTGGGCTGTAGCTATTGCCATCAGCCTTGCCCA 

GGATATCCCTGAAGGTTCCTTCAAGATATCTGCTTTGAAATTCTGCCTTTATTTAGCTGAGAGATGGCTACAGAA 

TATCCCATCGCAGGACGAAAAACGTGAAAAAGCCGAGGCTTTGTTGAAGAAGCTTCATATCCAGTACCGGCGATC 

GGGCACAGAAGCTGTGCTCATAGCCCACAAGCTGAACACTGAGGAATATXTAAGAGTGATCGGAAAGCCAGCACA 

TCTTATTGTCAGTCTCTACGAACATCCTAGCATCAATCAAAGAATTCAGAATTCATCTGGCACAGATTATCCTGA 

TATTCATGCAGCAGCTAAAGAAATAGCCGAAGTCAATGAAATTAATTTGGAAAAAGTCTGGGACATGTTGTTGGA 

AAAATGGCTATGCCCTTCAACAAAACCTGGTG2UVAAACCATCAGAATTAXTTGAACTTCAAGAAGATGAAGCCCT 

ACGAAGAGTGCAGTATCTCCTCCTGTCTCGTCCAATTGATTATAGTTCAAGAATGCTGTTTGTATTTGCAACATC 

AACTACAACCACATTAGGTATGCATCAGTTAACTTTTGCCCATAGAACTCGAGCTCTTCAGTGTCTCTTCTATTT 

GGCTGACAAGGAAACTATAGAATCTCTCTTTAAAAAACCCATTGAAGAAGTGAAATCTTATTTGAGATGTATAAC 

TTTTCTGGCATCATTTGAGACTTTGAATATCCCCATCACATATGAATTATTTTGCAGCAGTCCTAAAGAAGGAAT 

GATTAAGGGTCTGTGGAAAAACCACAGCCACGAGTCCATGGCAGTAAGATTGGTGACTGAGCTGTGTTTAGAATA 

CAAAATCTATGACCTGCAGCTTTGGAATGGACTCTTGCAAAAGCTTCTGGGCTTCAATATGATTCCTTATCTAAG 

GAAAGTTTTAAAAGCCATCTCCAGTATCCATTCTTTATGGCAGGTTCCCTACTTCAGCAAAGCGTGGCAGCGTGT 

GATACAGATACCACTGCTTTCAGCCTCTTGTCCTTTAAGTCCTGATCAGCTGTCAGATTGTTCTGAGAGTCTCAT 

CGCTGTCCTCGAATGTCCAGTCTCAGGTGATCTTGACCTGATCGGAGTCGCCAGGCAGTATATCCAGTTAGAACT 

TCCGGCTTTTGCATTAGCTTGTCTGATGCTCATGCCCCACTCAGAGAAAAGACACCAGCAAATTAAGAATTTTCT 

GGGTTCCTGTGACCCTCAGGTTATTTTAAAGCAATTGGAAGAGCATATGAACACGGGCCAGCTAGCAGGATTTTC 

ACATCAAATTAGAAGTCTGATTTTGAATAATATCATCAATAAGAAGGAGTTTGGGATTTTGGCAAAGACCAAATA 

CTTTCAAATGTTGAAGATGCATGCGATGAATACCAACAATATCACTGAGCTAGTGAACTATTTGGCAAATGACTT 

AAGTTTAGATGAAGCTTCAGTCTTGATAACTGAATATTCAAAGCACTGCGGGAAACCTGTGCCTCCAGACACTGC 

TCCCTGTGAAATTCTGAAGATGTTTCTTAGTGGATTATCGTAAATCACTGAACCTTTTTTTCAAGAAGGACAAGA 

ATTTTGGAGTCTGCTATTAATGGACCATATTTATTACAGTTTTTAAATTGTACAATCTCTGTATTATAGCTATTT 

G TC T AAC AT T ACCC C AC ATGT AAT AAAT AAAACAAT AT G AGC 
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MWNDIELLTNDDTGSGYLSVGSRKEHGTALYQVDLLVKISSEKASLNPKIQACSLSDGFIIVADQSVILLDSICR 
SLQLHLWDTEVDWGLCQEGKFLLVGERSGNLHLIHVTSKQTLLTNAFVQKANDENRRTYQNLVIEKDGSNEGT 
YYMLLLTYSGFFCITNLQLLKIQQAIENVDFSTAKKLQGQIKSSFISTENYHTLGCLSLVAGDLASEVPVIIGGT 
GNCAFSKWEPDSSKKGMTVKNLIDAEIIKGAKKFQLIDNLLFVLDTDNVLSLWDIYTLTPVWNWPSLHVEEFLLT 
TEADSPSSVTWQGITNLKLIALTASANKKMKNLMVYSLPTMEILYSLEVSSVSSLVQTGISTDTIYLLEGVCKND 
PKLSEDSVSVLVLRCLTEALPENRLSRLLHKHRFAEAESFAIQFGLDVELVYKVKSNHILEKLALSSVDASEQTE 
WQQLVDDAKENLHKIQDDEFWNYCLKAQWITYETTQEMLNYAKTRLLKKEDKTALIYSDGLKEVLRAHAKLTTF 
YGAFGPEKFSGSSWIEFLNNEDDLKDIFLQLKEGNLVCAQYLWLRHRANFESRFDVKMLESLLNSMSASVSLQKL 
CPWFKNDVIPFVRRTVPEGQIILAKWLEQAARNLELTDKAIOTPENGLQIjAEIFFTAEKTDELGLASSWHWISLKD 
YQNTEEVCQLRTLVNNLRELITLHRKYNCKLALSDFEKENTTTIVFRMFDKVLAPELIPSILEKFIRVYMREHDL 
QEEELLLLYIEDLLNRCSSKSTSLFETAWEAKAMAVIACLSDTDLIFDAVLKIMYAAWPWSAAVEQLVKQHLEM 
DHPKVKLLQESYKLMEMKKLLRGYGIREVNLLNKEIMRVVRYILKQDVPSSLEDALKVAQAFMLSDDEIYSLRII 
DLIDREQGEDCLLLLKSLPPAEAEKTAERVIIWARLALQEEPDHSKEGKAWRMSVAKTSVDILKILCDIQKDNLQ 
KKDECEEMLKLFKEVASLQENFEVFLSFEDYSNSSLVADLREQHIKAHEVAQAKHKPGSTPEPIAAEVRSPSMES 
KLHRQALALQMSKQELEAELTLRALKDGNIKTALKKCSDLFKYHCNADTGKLLFLTCQKLCQMLADNVPVTVPVG 
LNLPSMIHDLASQAATICSPDFLLDALELCKHTLMAVELSRQCQMDDCGILMKASFGTHKDPYEEWSYSDFFSED 
GIVLESQMVLPVIYELISSLVPLAESKRYPLESTSLPYCSLNEGDGLVLPVINSISALLQNLQESSQWELALRFV 
VGSFGTCLQHSVSNFMNATLSEKLFGETTLVKSRHVVMELKEKAVIFIRENATTLLHKVFNCRLVDLDLALGYCT 
LLPQKDVFENLWKLIDKAWQNYDKILAISLVGSELASLYQEIEMGLKFRELSTDAQWGIRLGKLGISFQPVFRQH 
FLTKKDLIKALVENIDMDTSLILEYCSTFQLDCDAVLQLFIETLLHNTNAGQGQGDASMDSAKRRHPKLLAKALE 
MVPLLTSTKDLVISLSGILHKLDPYDYEMIEWLKVIERADEKITNININQALSILKHLKSYRRISPPVDLEYQY 
MLEHVITLPSAAQTRLPFHLIFFGTAQNFWKILSTELSEESFPTIiLIilSKLMKFSLDTLYVSTAKHVFEKKLKPK 
LLKLTQAKSSTLINKEITKITQTIESCLLSIVNPEWAVAIAISLAQDIPEGSFKISALKFCLYLAERWLQNIPSQ 
DEKREKAEALLKKLHIQYRRSGTEAVLIAHKLNTEEYLRVIGKPAHLIVSLYEHPSINQRIQNSSGTDYPDIHAA 
AKEIAEVNEINLEKVWDMLLEKWLCPSTKPGEKPSELFELQEDEALRRVQYLLLSRPIDYSSRMLFVFATSTTTT 
LGMHQLTFAHRTRALQCLFYLADKETIESLFKKPIEEVKSYLRCITFLASFETLNIPITYELFCSSPKEGMIKGL 
WKNHSHESMAVRLVTELCLEYKIYDLQLWNGLLQKLLGFNMIPYLRKVLK 
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GAGAGACTGGATGGACCCACAAGGGTGACAGCCCAGGCGGACCGATCTTCCCATCCCACATCCTCCGGCGCGATG 

CCAAAAAGAGGCTGACGGCAACTGGGCCTTCTGCAGAGAAAGACCTCCGCTTCACTGCCCCGGCTGGTCCCAAGG 

GTCAGGAAGATGGATTCATACCTGCTGATGTGGGGACTGCTCACGTTCATCATGGTGCCTGGCTGCCAGGCAGAG 

CTCTGTGACGATGACCCGCCAGAGATCCCACACGCCACATTCAAAGCCATGGCCTACAAGGAAGGAACCATGTTG 

AACTGTGAATGCAAGAGAGGTTTCCGCAGAATAAAAAGCGGGTCACTCTATATGCTCTGTACAGGAAACTCTAGC 

CACTCGTCCTGGGACAACCAATGTCAATGCACAAGCTCTGCCACTCGGAACACAACGAAACAAGTGACACCTCAA 

CCTGAAGAACAGAAAGAAAGGAAAACCACAGAAATGCAAAGTCCAATGCAGCCAGTGGACCAAGCGAGCCTTCCA 

GGTCACTGCAGGGAACCTCCACCATGGG2VAAATGAAGCCACAGAGAGAATTTATCATTTCGTGGTGGGGCAGATG 

GTTTATTATCAGXGCGTCCAGGGATACAGGGCTCTACACAGAGGTCCTGCTGAGAGCGTCTGCAAAATGACCCAC 

GGGAAGACAAGGTGGACCCAGCCCCAGCTCATATGCACAGGTGAAATGGAGACCAGTCAGTTTCCAGGTGAAGAG 

AAGCCTCAGGCAAGCCCCGAAGGCCGTCCTGAGAGTGAGACTTCCTGCCTCGTCACAACAACAGATTrTCAAATA 

CAGACAGAAATGGCTGCAACCATGGAGACGTCCATATTTACAACAGAGTACCAGGTAGCAGTGGCCGGCTGTGTr 

TTCCTGCTGATCAGCGTCCTCCTCCTGAGTGGGCTCACCTGGCAGCGGAGACAGAGGAAGAGTAGAAGAACAATC 

TAGAAAACCAAAAGAACAAGAATTTCTTGGTAAGAAGCCGGGAACAGACAACAGAAGTCATGAAGCCCAAGTGAA 

ATCAAAGGTGCTAAATGGTCGCCCAGGAGACATCCGTTGTGCTTGCCTGCGTTTTGGAAGCTCTGAAGTCACATC 

ACAGGACACGGGGCAGTGGCAACCrTGTCTCTATGCCAGCTCAGTCCCATCAGAGAGCGAGCGCTACCCACTTCT 

AAATAGCAArrTCGCCGTTGAAGAGGAAGGGCAAAACCACTAGAACTCTCCATCTTATTTTCATGTATATGTGTT 

CATTAAAGCATGAATGGTATGGAACTCTCTCCACCCTATATGTAGTATAAAGAAAAGTAGGTTTACATTCATCTC 

ATTCCAACTTCCCAGTTCAGGAGTCCCAAGGAAAGCCCCAGCACTAACGTAAATACACAACACACACACTCTACC 

CTArACAACTGGACATTGTCTGCGTGGTTCCTTTCTCAGCCGCTTCTGACTGCTGATTCTCCCGTTCACGTTGCC 

TAATAAACATCCTTCAAGAACTCTGGGCTGCTACCCAGAAATCATTTTACCCTTGGCTCAATCCTCTAAGCTAAC 

CCCCTTCTACTGAGCCTTCAGTCTTGAATTTCTAAAAAACAGAGGCCATGGCAGAATAATCTTTGGGTAACTTCA 

AAACGGGGCAGCCAAACCCATGAGGCAATGTCAGGAACAGAAGGATGAATGAGGTCCCAGGCAGAGAATCATACT 

TAGCAAAGTTTTACCTGTGCGTTACTAATTGGCCTCTTTAAGAGTTAGTTTCTTTGGGATTGCTATGAATGATAC 

CCTGAATTTGGCCTGCACTAATTTGATGTTTACAGGTGGACACACAAGGTGCAAATCAATGCGTACGTTTCCTGA 

GAAGTGTCTAAAAACACCAAAAAGGGATCCGTACATTCAATGTTTATGCAAGGAAGGAAAGAAAGAAGGAAGTGA 

AGAGGGAGAAGGGATGGAGGTCACACTGGTAGAACGTAACCACGGAAAAGAGCGCATCAGGCCTGGCACGGTGGC 

TCAGGCCTATAACCCCAGCTCCCTAGGAGACCAAGGCGGGAGCATCTCTTGAGGCCAGGAGTTTGAGACCAGCCT 

GGGCAGCATAGCAAGACACATCCCTACAAAAAATTAGAAATTGGCTGGATGTGGTGGCATACGCCTGTAGTCCTA 

GCCACTCAGGAGGCTGAGGCAGGAGGATTGCTTGAGCCCAGGAGTTCGAGGCTGCAGTCAGTCATGATGGCACCA 

CTGCACTCCAGCCTGGGCAACAGAGCAAGATCCTGTCTTTAAGGAAAAAAAGACAAGG 
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MDSYLLMWGLLTFIMWGCQAELCDDDPPEIPHATFKAMAYKEGTMLNCECKRGFRRIKSGSLYMLCTGNSSHSS 
WDNQCQCTSSATRNTTKQVTPQPEEQKERKTTEMQSPMQPVDQASLPGHCREPPPWENEATERIYHFWGQMVYY 
QCVQGYRALHRGPAESVCKMTHGKTRWTQPQLICTGEMETSQFPGEEKPQASPEGRPESETSCLVTTTDFQIQTE 
MAATMETSIFTTEYQVAVAGCVFLLISVLLLSGLTWQRRQRKSRRTI 



» 



WO 2004/043361 



PCT/US2003/035268 



552/1629 

FIGURE 494 

AGCTCAGCAGGACCTCAGCCMPGAGACTTCTCATCCTGGCCCTCCTTGGCATCTGCTCTCTCACTGCATACATTG 
TGGAAGGTGTAGGGAGTGAAGTCTCAGATAAGAGGACCTGTGTGAGCCTCACTACCCAGCGACTGCCGGTTAGCA 
GAATCAAGACCTACACCATCACGGAAGGCTCCTXGAGAGCAGTAATTTTTATTACCAAACGTGGCCTAAAAGTCT 
GTGCTGATCCACAAGCCACATGGGTGAGAGACGTGGTCAGGAGCATGGACAGGAAATCCAACACCAGAAATAACA 
TGATCCAGACCAAGCCAACAGGAACCCAGCAATCGACCAATACAGCTGTGACTCTGACTGGCTAGTAGTCTCTGG 
CACCCTGTCCGTCTCCAGCCAGCCAGCTCATTTCACTTTACACGCTCATGGACTGAGTTTATACTCACCTTTTAT 
GAAAGCACTGCATGAATAAAATTATTCCTTTGTATTTTTACTTTTAAATGTCTTCTGTATTCACTTATATGTTCT 
AATTAATAAATTATTTATTATTAAGAATAGTTCCCTAGTCTATTCATTATATTTAGGGAAAGGTAGTGTATCATT 
GTTGTTTGATTTCTGACCTTGTACCTCTCTTTGATGGTAACCATAATGGAAGAGATTCTGGCTAGTGTCTATCAG 
AGGTGAAAGCTATATCAATCTCTCTTAGAGTCCAGCTTGTAATGGTTCTTTACACATCAGTCACAAGTTACAGCT 
GTGACAATGGCAACAATTTGAGATGTATTTCAACTTGTCTCTATAATAGAATTCTGTTTATAGAATAAGGGAGAA 
AATAATCCAGTCTTCACTGGGTTCCCATTCTGAGGGTCCACTACTCAAAAATTTGCTTCACTCAATTTTXTTCAC 
CXCTTTGTGTTTTATTTTGGTGTCCTATTAAAGGAATAAAATGACACAACTTGTCCCTTTTTTGTCCCATTAGCA 
AAAATTAGAATTTTGGTATAAAGAAACTTTATTCAAGTAAAAATCAATACCCTTTGAATTGGACAATAATCTCAC 
TACCTTATTAGGATTTCTGTATTTGCCATTACGCTAGTTATCATGCATGTTATGCTTTACTGCGAATAAGCTTTT 
AATGCTCCAAATGCTGACCCATGCAATATTTCCTCATGTGATCACAATTTGCAGTAAACTTTTAATTAAATGCTC 
ATCTGGTAACTCAACACCCCAG 
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MRLLILALLGICSLTAYIVEGVGSEVSDKRTCVSLTTQRLPVSRIKTYTITEGSLRAVIFITKRGLKVCADPQAT 
WVRDWRSMDRKSNTRNNMIQTKPTGTQQSTNTAVTLTG 
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ATTGCTAAGCCATCCTTCAGACAGAGAGGGAGCGGCTGCAAGAGGTAATGAGAGATQGCAAGAAAGAAGCTGAAA 
AAATTTACTACTTTGGAGATTGTGCTCAGTGTTCTTCTGCTTGTGTTGTTTATCATCAGTATTGTTCTAATTGTG 
CTTTTAGCCAAAGAGTCACTGAAATCAACAGCCCCAGATCCTGGGACAACTGGTACCCCGGATCCTGGGACAACT 
GGTACCCCAGATCCTGGAACAACTGGTACCACACATGCTAGGACAACGGGTCCCCCAGATCCTGGAACAACTGGT 
ACCACTCCTGTTTCTGCTGAATGTCCAGTGGTAAATGAATTGGAACGAATTAATTGCATCCCTGACCAGCCGCCA 
ACAAAGGCCACATGTGACCAACGTGGCTGTTGCTGGAATCCCCAGGGAGCTGTAAGTGTTCCCTGGTGCTACTAT 
TCCAAGAATCATAGCTACCATGTAGAGGGCAACCTTGTCAACACAAATGCAGGATTCACAGCCCGGTTGAAAAAT 
CTGCCTTCCTCACCAGTGTTTGGAAGCAATGTTGACAATGTTCTTCTCACAGCAGAATATCAGACATCTAATCGT 
TTCCACTTTAAGTTGACTGACCAAACCAATAACAGGTTTGAAGTGCCCCACGAACACGTGCAGTCCTTCAGTGGA 
AATGCTGCTGCTTCTTTGACCTACCAAGTTGAAATCTCCAGACAGCCATTTAGCATCAAAGTGACCAGAAGAAGC 
AACAATCGTGTTTTGTTTGACTCGAGCATTGGGCCCCTACTGTTTGCTGACCAGTTCTTGCAGCTCTCCACTCGA 
CTGCCTAGCACTAACGTGTATGGCCTGGGAGAGCATGTGCACCAGCAGTATCGGCATGATATGAATTGGAAGACC 
TGGCCCATATTTAACAGAGACACAACTCCCAATGGAAACGGAACTAATTTGTATGGTGCGCAGACATTCTTCTTG 
TGCCTTGAAGATGCTAGTGGATTGTCCTTTGGGGTGTTTCTGATGAACAGCAATGCCATGGAGGTTGTCCTTCAG 
CCTGCGCCAGCCATCACTTACCGCACCATTGGGGGCATTCTCGACTTCTATGTGTTCTTGGGAAACACTCCAGAG 
CAAGTTGTTCAAGAATATCTAGAGCTCATTGGGCGGCCAGCCCTTCCCTCCTACTGGGCGCTTGGATTTCACCTC 
AGTCGTTACGAATATGGAACCTTAGACAACATGAGGGAAGTCGTGGAGAGAAATCGCGCAGCACAGCTCCCTTAT 
GATGTTCAGCATGCTGATATTGATTATATGGATGAGAGAAGGGACTTCACTTATGATTCAGTGGATTTTAAAGGC 
TTCCCTGAATTTGTCAACGAGTTACACAATAATGGACAGAAGCTTGTCATCATTGTGGATCCAGCCATCTCCAAC 
AACTCTTCCTCAAGTAAACCCTATGGCCCATATGACAGGGGTTCGGATATGAAGATATGGGTGAATAGTTCAGAT 
GGAGTGACTCCACTCATTGGGGAGGTCTGGCCTGGACAAACTGTGTTTCCTGATTATACCAATCCCAACTGTGCT 
GTTTGGTGGACAAAGGAATTTGAGCTTTTTCACAATCAAGTAGAGTTTGATGGAATCTGGATTGATATGAATGAA 
GTCTCCAACTTTGTTGATGGTTCGGTCTCAGGATGTTCCACAAACAACCTAAATAATCCCCCATTCACTCCCAGA 
ATCCTGGATGGGTACCTGTTCTGCAAGACTCTCTGTATGGATGCAGTGCAGCACTGGGGCAAGCAGTATGACATT 
CACAATCTGTATGGCTACTCCATGGCGGTCGCCACAGCAGAAGCTGCCAAGACTGTGTTCCCTAATAAGAGAAGC 
TTCATTCTGACCCGTTCTACCTTTGCGGGCTCTGGCAAGTTTGCAGCACATTGGTTAGGAGACAACACTGCCACC 
TGGGATGACCTGAGATGGTCCATCCCTGGCGTGCTTGAGTTCAACCTTTTTGGCATCCCAATGGTGGGTCCTGAC 
ATATGTGGCTTTGCTTTGGACACCCCTGAGGAGCTCTGTAGGCGGTGGATGCAGTTGGGTGCATTTTATCCGTTT 
TCTAGAAATCACAATGGCCAAGGCTACAAGGACCAGGATCCTGCCTCCTTTGGAGCTGACTCCCTGCTGTTGAAT 
TCCTCCAGGCACTACCTTAACATCCGCTATACTCTATTGCCCTACCTATACACCCTTTTCTTCCGTGCTCACAGC 
CGAGGGGACACGGTGGCCAGGCCCCTTTTGCATGAGTTCTACGAGGACAACAGCACTTGGGATGTGCACCAACAG 
TTCTTATGGGGGCCCGGCCTCCTCATCACTCCAGTTCTGGATGAAGGTGCAGAGAAAGCGATGGCATATGTGCCT 
GATGCTGTCTGGTATGACTACGAGACTGGGAGCCAAGTGAGATGGAGGAAGCAAAAAGTCGAGATGGAACTTCCT 
GGAGACAAAATTGGACTTCACCTTCGAGGAGGCTACATCTTCCCCACACAGCAGCCAAATACAACCACTCTGGCC 
AGTCGAAAGAACCCTCTTGGTCTTATCATTGCCCTAGATGAGAACAAAGAAGCAAAAGGAGAACTTTTCTGGGAT 
GATGGGGAAACGAAGGATACTGTGGCCAATAAAGTGTATCTTTTATGTGAGTTTTCTGTCACTCAAAACCGCTTG 
GAGGTGAATATTTCACAATCAACCTACAAGGACCCCAATAATTTAGCATTTAATGAGATTAAAATTCTTGGGACG 
GAGGAACCTAGCAATGTTACAGTGAAACACAATGGTGTCCCAAGTCAGACTTCTCCTACAGTCACTTATGATTCT 
AACCTGAAGGTTGCCATTATCACAGATATTGATCTTCTCCTGGGAGAAGCATACACAGTGGAATGGAGCATAAAG 
ATAAGGGAXGAAGAAAAAATAGACTGTTACCCTGATGAGAATGGTGCTTCTGCCGAAAACTGCACTGCCCGTGGC 
TGTATCTGGGAGGCATCCAATTCTTCTGGAGTCCCTTTTTGCTATTTTGTCAACGACCTATACTCTGTCAGTGAT 
GTTCAGTATAATTCCCATGGGGCCACAGCTGACATCTCCTTAAAGTCTTCCGTTTATGCCAATGCCTTCCCCTCC 
ACACCCGTGAACCCCCTTCGCCTGGATGTCACTTACCATAAGAATGAAATGCCGCAGTTCAAGATTTATGATCCC 
AACAAGAATCGGTATGAAGTTCCAGTCCCTCTGAACATACCCAGCATGCCATCCAGCACCCCTGAGGGTCAACTC 
TATGATGTGCTCATTAAGAAGAATCCATTTGGGATTGAAATTCGCCGGAAGAGTATAGGCACTATAATTTGGGAC 
TCTCAGCTCCTTGGCTTTACCTTCAGTGACATGTTTATCCGCATCTCCACCCGCCTTCCCTCCAAGTACCTCTAT 
GGCTTCGGGGAAACTGAGCACAGGTCCTATAGGAGAGACTTGGAGTGGCACACTTGGGGGATGTTCTCCCGAGAC 
CAGCCCCCAGGGTACAAGAAGAATTCCTATGGTGTCCACCCCTACTACATGGGGCTGGAGGAGGACGGCAGTGCC 
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CATGGAGTGCTCCTGCTGAACAGCAATGCCATGGATGTGACGTTCCAGCCCCTGCCTGCCTTGACATACCGCACC 
ACAGGGGGAGTTCTGGACTTTTATGTGTTCTTGGGGCCGACTCCAGAGCTTGTCACCCAGCAGTACACTGAGTTG 
ATTGGCCGGCCTGTGATGGTACCTTACTGGTCTTTGGGGTTCCAGCTGTGTCGCTATGGCTACCAGAATGACTCT 
GAGATCGCCAGCTTGTATGATGAGATGGTGGCTGCCCAGATCCCTTATGATGTGCAGTACTCAGACATCGACTAC 
ATGGAGCGGCAGCTGGACTTCACCCTCAGCCCCAAGTTTGCTGGGTTTCCAGCTCTGATCAATCGCATGAAGGCT 
GATGGGATGCGGGTCATCCTCATTCTGGATCCAGCCATTTCTGGCAATGAGACACAGCCTTATCCTGCCTTCACT 
CGGGGCGTGGAGGATGACGTCTTCATCAAATACCCAAATGATGGAGACATTGTCTGGGGAAAGGTCTGGCCTGAT 
TTTCCTGATGTTGTTGTGAATGGGTCTCTAGACTGGGACAGCCAAGTGGAGCTATATCGAGCTTATGTGGCCTTC 
CCAGACTTTTTCCGTAATTCAACTGCCAAGTGGTGGAAGAGGGAAATAGAAGAACTATACAACAATCCACAGAAT 
CCAGAGAGGAGCTTGAAGTTTGATGGCATGTGGATTGATATGAATGAACCATCAAGCTTCGTGAATGGGGCAGTT 
TCTCCAGGCTGCAGGGACGCCTCTCTGAACCACCCTCCCTACATGCCACATTTGGAGTCCAGGGACAGGGGCCTG 
AGCAGCAAGACCCTTTGTATGGAGAGTCAGCAGATCCTCCCAGACGGCTCCCTGGTGCAGCACTACAACGTGCAC 
AACCTGTATGGGTGGTCCCAGACCAGACCCACATACGAAGCCGTGCAGGAGGTGACGGGACAGCGAGGGGTCGTC 
ATCACCCGCTCCACATTTCCCTCTTCTGGCCGCTGGGCAGGACATTGGCTGGGAGACAACACGGCCGCATGGGAT 
CAGCTGAAGAAGTCTATCATTGGCATGACGGAGTTCAGCCTCTTCGGCATATCCTATACGGGAGCAGATATCrGT 
GGGTTCTTTCAAGATGCTGAATATGAGATGTGTGTTCGCTGGATGCAGCTGGGGGCCTTTTACCCCTTCTCAAGA 
AACCACAACACCATTGGGACCAGGAGACAAGACCCTGTGTCCTGGGATGTTGCTTTTGTGAATATTTCCAGAACT 
GTCCTGCAGACCAGATGCACCCTGTTGCCATATCTGTATACCTTGATGCATAAGGCCCACACGGAGGGCGTCACT 
GTTGTGCGGCCTCTGCTCCATGAATTTGTGTCAGACCAGGTGACATGGGACATAGACAGTCAGTTCCTGCTGGGC 
CCAGCCTTCCTGGTCAGCCCTGTCCTGGAGCGTAATGCCAGAAATGTCACTGCATATTTCCCTAGAGCCCGCTGG 
TATGATTACTACACGGGTGTGGATATTAATGCAAGAGGAGAGTGGAAGACCTTGCCAGCCCCTCTTGACCACATT 
AATCTTCATGTCCGTGGGGGCTACATCCTGCCCTGGCAAGAGCCTGCACTGAACACCCACTTAAGCCGCCAGAAA 
TTCATGGGCTTCAAAATTGCCTTGGATGATGAAGGTVACTGCTGGGGGCTGGCTCTTCTGGGATGATGGGCAAAGC 
ATTGATACCTATGGGAAAGGACTCTATTACTTGGCCAGCTTTTCTGCCAGCCAGAATACGATGCAAAGCCATATA 
ATTTTCAACAATTACATCACTGGTACAAATCCTTTGAAACTGGGCTACATTGAAATCTGGGGAGTGGGCAGTGTC 
CCCGTTACCAGTGCCAGCATCTCTGTGAGTGGCATGGTCATAACACCCTCCTTCAACAATGACCCCACGACACAG 
GTATTAAGCATCGATGTGACTGACAGAAACATCAGCCTACATAATTTTACTTCATTGACGTGGATAAGCACTCTG 
TGAATTTTTACAGCAAGATTCTAACTAACTATGAATGACTTTGAAACTACTTATACTTCATACTCATAAAAATTA 
TTGTGTGTTGCTAATTTGTTCATACCCACTATTGGTGAAATATTTCTGTTAATXTTGTTATATGTTTTTTGTGTG 
AACCCTAAAGGTTAAACCTTAGCCCTGTGGGATAGGCAGTTAGGGAGGTGTGGAAAATCTATGCATTACCTTAAT 
GTCTCTGTGTGGTTAGTATGGTAGTGACTGTTCATCATATGACATTTACTGAAGATGAACTGGGTCCATGATGAA 
GTGTGTGTATGTCCACGTTTGTAATCATAGAATGGACCCCATTCTTTTGTTAAATACACAAGAGAAAGCTTTCTG 
TGACAGTTCCAGGTCTTGAAGCTAATCAGCATCTCAAGAAAGTATCCAGAAAGAACATCTGCTAGTTGGTTATAG 
GCGGTGGGAGGAATAATATACCTAATTGGTTATAGGTGGGGGGAGCATGATAAGCAAAGAAAAGGCAAACACAAG 
GAAAGATCAGATGAAACAGAAGATGATAGTAAAAGTGATCCTAAGTAAGAACATAATGTAAAATTGTCAGCAGCC 
TCATGGGGAGGAAAAAGGAAGAGTCAACTCACTTGAAGAAGAGGGTCTTGAGAAATCCTTAGCATAAAGGGCTAC 
TGGTGAGATTGAGATCTGAGCAGGCAAAGCTCAAAAGAGAGTTTGGAGGTTAAAAATAATTTATTTTTGCAGTAG 
TGTGCTTTGAAATGTGTAAATCTTATTTCTAATGTATACAACCACATTTCACATAAAAATATGCAATTTATATGC 
CAGATAAAAATAAAACAAGTGAATTTGCAAGTGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 497 

MARKKLKKFTTLEIVLSVLLLVLFIISIVLIVLLAKESLKSTAPDPGTTGTPDPGTTGTPDPGTTGTTHARTTGP 
PDPGTTGTTPVSAECPVVNELERINCIPDQPPTKATCDQRGCCWNPQGAVSVPWCYYSKNHSYHVEGNLVNTNAG 
FTARLKNLPSSPVFGSNVDNVLLTAEYQTSNRFHFKLTDQTNNRFEVPHEHVQSFSGNAAASLTYQVEISRQPFS 
IKVTRRSNNRVLFDSSIGPLLFADQFLQLSTRLPSTNVYGLG 

GAQTF F LCLE D AS GLSFGVFLMNSNAMEVVLQPAPAITYRT I GG I LDFYVFLGNTPEQVVQEYLEL I GRPAIiPSY 
WALGFHLSRYEYGTLDNMREVVERNRAAQLPYDVQHADIDYMDERRDFTYDSVDFKGFPEFVNELHNNGQKLVII 
VDPAISNNSSSSKPYGPYDRGSDMKIWVNSSDGVTPLIGEVWPGQTVFPDYTNPNCAVWWTKEFELFHNQVEFDG 
IWIDMNEVSNFVDGSVSGCSTNNLJ^PPFTPRILDGYLFCKTLCMDAVQHWGKQYDIHNLYGYSMAVATAEAAKT 
VFPNKRSFILTRSTFAGSGKFAAHWLGDNTATWDDLRWSIPGVLEFNLFGIPMVGPDICGFALDTPEELCRRWMQ 
LGAFYPFSRNHNGQGYKDQDPASFGADSLLLNSSRHYLNIRYTLIiPYLYTLFFRAHSRGDTVARPLLHEFYEDNS 
TWDVHQQFLWGPGLLITPVLDEGAEKAMAYVPDAVWYDYETGSQVRWRKQKVEMELPGDKIGLHLRGGYIFPTQQ 
PNXTTLASRKNPLGLIIALDENKEAKGELFWDDGETKDTVANKVYLLCEFSVTQNRLEVNISQSTYKDPNNLAFN 
EIKILGTEEPSNVTVKHNGVPSQTSPTVTYDSNLKVAIITDIDLLLGEAYTVEWSIKIRDEEKIDCYPDENGASA 
ENCTARGCIWEASNSSGVPFCYFVNDLYSVSDVQYNSHGATADISLKSSVYANAFPSTPVNPLRLDVTYHKNEMP 
QFKIYDPNKNRYEVPVPLNIPSMPSSTPEGQLYDVLIKKNPFGIEIRRKSIGTIIWDSQLLGFTFSDMFIRISTR 
LPSKYLYGFGETEHRSYRRDLEWHTWGMFSRDQPPGYKKNSYGVHPYYMGLEEDGSAHGVLLLNSNAMDVTFQPL 
PALTYRTTGGVLDFYVFLGPTPELVTQQYTELIGRPVMVPYWSLGFQLCRYGYQNDSEIASLYDEMVAAQIPYDV 
QYSD IDYMERQLDF TLSPKFAGFP AL INRMKADGMRVI LILDP AI SGNETQP YP AFTRGVEDDVF IKYPNDGD IV 
WGKVWPDFPDVVVNGSLDWDSQVELYRAYVAFPDFFRNSTAKWW 

SFVNGAVSPGCRDASLNHPPYMPHLESRDRGLSSKTLCMESQQILPDGSLVQHYNVHNLYGWSQTRPTYEAVQEV 
TGQRGWITRSTFPSSGRWAGHWLGDNTAAWDQLKKSIIGMTEFSLFGISYTGADICGFFQDAEYEMCVRWMQLG 
AFYPFSRNHNTIGTRRQDPVSWDVAFVNISRTVLQTRCTLLPYLYTLMHKAHTEGVTWRPLLHEFVSDQVTWDI 
DSQFIiLGPAFLVSPVLERNARWTAYFPRARWYDYYTGVDINARGEWKTLPAPLDHINLHVRGGYILPWQEPALN 
THLSRQKFMGFKIALDDEGTAGGWLFWDDGQSIDTYGKGLYYLASFSASQNTMQSHIIFNNYITGTNPLKLGYIE 
IWGVGSVPVTSASISVSGMVITPSFNNDPTTQVLSIDVTDRNISLHNFTSLTWISrL 
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FIGURE 498 

CGATCCTGCCGGAGCCCCGCCGCCGCCGGCTTGGATTCTGAAACCTTCCTTGTATCCCTCCTGAGACATCTTTGC 
TGCAAGATCGAGGCTGTCCTCTGGTGAGAAGGTGGTGAGGCTTCCCGTCATATTCCAGCTCTGAACAGCAACATG 



GGGTGCAAAGTCCTGCTCAACATTGGGCAGCAGATGCTGCGGCGGAAGGTGGTGGACTGTAGCCGGGAGGAGACG 
CGGCTGTCTCGCTGCCTGAACACTTTTGATCTGGTGGCCCTCGGGGTGGGCAGCACACTGGGTGCTGGTGTCTAC 
GTCCTGGCTGGAGCTGTGGCCCGTGAGAATGCAGGCCCTGCCATTGTCATCTCCTTCCTGATCGCTGCGCTGGCC 
TCAGTGCTGGCTGGCCTGTGCTATGGCGAGTTTGGTGCTCGGGTCCCCAAGACGGGCTCAGCTTACCTCTACAGC 
TATGTCACCGTTGGAGAGCTCTGGGCCTTCATCACCGGCTGGAACTTAATCCTCTCCTACATCATCGGTACTTCA 
AGCGTAGCGAGGGCCTGGAGCGCCACCTTCGACGAGCTGATAGGCAGACCCATCGGGGAGTTCTCACGGACACAC 
ATGACTCTGAACGCCCCCGGCGTGCTGGCTGAAAACCCCGACATATTCGCAGTGATCATAATTCTCATCTTGACA 
GGACTTTTAACTCTTGGTGTGAAAGAGTCGGCCATGGTCAACAAAATATTCACTTGTATTAACGTCCTGGTCCTG 
GGCTTCATAATGGTGTCAGGATTTGTGAAAGGATCGGTTAAAAACTGGCAGCTCACGGAGGAGGATTTTGGGAAC 
ACATCAGGCCGTCTCTGTTTGAACAATGACACAAAAGAAGGGAAGCCCGGTGTTGGTGGATTCATGCCCTTCGGG 
TTCTCTGGTGTCCTGTCGGGGGCAGCGACTTGCTTCTATGCCTTCGTGGGCTTTGACTGCATCGCCACCACAGGT 
GAAGAGGTGAAGAACCCACAGAAGGCCATCCCCGTGGGGATCGTGGCGTCCCTCTTGATCTGCTTCATCGCCTAC 
TTTGGGGTGTCGGCTGCCCTCACGCTCATGATGCCCTACTTCTGCCTGGACAATAACAGCCCCCTGCCCGACGCC 
TTTAAGCACGTGGGCTGGGAAGGTGCCAAGTACGCAGTGGCCGTGGGCTCCCTCTGCGCTCTTTCCGCCAGTCTT 
CTAGGTTCCATGTTTCCCATGCCTCGGGTTATCTATGCCATGGCTGAGGATGGACTGCTATTTAAATTCTTAGCC 
AACGTCAATGATAGGACCAAAACACCAATAATCGCCACATTAGCCTCGGGTGCCGTTGCTGCTGTGATGGCCTTC 
CTCTTTGACCTGAAGGACTTGGTGGACCTCATGTCCATTGGCACTCTCCTGGCTTACTCGTTGGTGGCTGCCTGT 
GTGTTGGTCTTACGGTACCAGCCAGAGCAGCCTAACCTGGTATACCAGATGGCCAGTACTTCCGACGAGTTAGAT 
CCAGCAGACCAAAATGAATTGGCAAGCACCAATGATTCCCAGCTGGGGTTTTTACCAGAGGCAGAGATGTTCTCT 
TTGAAAACCATACTCTCACCCAAAAACATGGAGCCTTCCAAAATCTCTGGGCTAATTGTGAACATTTCAACCAGC 
CTTATAGCTGTTCTCATCATCACCTTCTGCATTGTGACCGTGCTTGGAAGGGAGGCTCTCACCAAAGGGGCGCTG 
TGGGCAGTCTTTCTGCTCGCAGGGTCTGCCCTCCTCTGTGCCGTGGTCACGGGCGTCATCTGGAGGCAGCCCGAG 
AGCAAGACCAAGCTCTCATTTAAGGTTCCCTTCCTGCCAGTGCTCCCCATCCTGAGCATCTTCGTGAACGTCTAT 
CTCATGATGCAGCTGGACCAGGGCACCTGGGTCCGGTTTGCTGTGTGGATGCTGATAGGCTTCATCATCTACTTT 
GGCTATGGCCTGTGGCACAGCGAGGAGGCGTCCCTGGATGCCGACCAAGCAAGGACTCCTGACGGCAACTTGGAC 
CAGTGCAAGTGACGCACAGCCCCGCCCCCCGGAGGTGGCAGCAGCCCCGAGGGACGCCCCCAGAGGACCGGGAGG 
CACCCCACCCTCCCCACCAGTGCAACAGAAACCACCTGCGTCCACACCCTCACTGCA 
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FIGURE 499 

MGCKVLLNIGQQMLRRKVVDCSREETRLSRCLNTFDLVALGVGSTLGAGVYVLAGAVARENAGPAIVISFLIAAL 

ASVLAGLCYGEFGARVPKTGSAYLYSYVTVGELWAFITGWNLILSYIIGTSSVARAWSATFDELIGRPIGEFSRT 

HMTLNAPGVLAENPDIFAVIIILILTGLLTLGVKESAMVNKIFTCINVLVLGFIMVSGFVKGSVKNWQLTEED 

NTSGRLCLNNDTKEGKPGVGGFMPFGFSGVLSGAATCFYAFVGFDCIATTGEEVKNPQKAIPVGIVASLLICFIA 

YFGVSAALTLMMPYFCLDNNSPLPDAFKHVGWEGAKYAVAVGSLCALSASLLGSMFPMPRVIYAMAEDGLLFKFL 

ANVNDRTKTP I IATLASGAVAAVMAFLFDLKDLVDLMS IGTLLAYSLVAACVLVLRYQPEQPNLVYQMASTSDEL 

DPADQNELASTNDSQLGFLPEAEMFSLKTILSPKNMEPSKISGLIVNISTSLIAVLIITFCIVTVLGREALTKGA 

LWAVFLLAGSALLCAWTGVIVmQPESKTKLSFKVPFLPVL^ 

FGYGLWHSEEASLDADQARTPDGNLDQCK 
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FIGURE 500 

GTTTTCAGGCTCTTGGCGGTGAAGGTCAGAGTGCAGACCTGAGACCACTGCTCACCGACTTCAGACTCCAGTTTA 
TCTGTGCCCCAGCTTCCTCACTTAGTCTCAGAAGACTTAGGCTGAGGCCTCAGAAGGAGATCTCCATCCTTTGTC 
CAGAGCAGAACAGGATGGCCATGTCCCAGGAATCATTGACCTTCAAGGACGTGTTTGTGGACTTCACCCTGGAGG 
AGTGGCAGCAACTGGACTCTGCCCAGAAGAACCTCTACAGGGATGTCATGCTTGAGAACTACAGCCACCTGGTGT 
CCGXGGGGXAXCXAGXXGCGAAGCCXGAXGXGAXCXTCAGGTXGGGACCAGGXGGAGAGTCCTGGAXGGCAGAXG 
GGGGGACCCCGGTACGGACCTGTGCAGAAGTCTGGCAAGTTGATGAGCAGATAGATCACTACAAGGAAAGCCAAG 
ACAAACTTCCTTGGCAAGCTGCATTCATAGGCAAGGAAACACTGAAGGATGAAAGCGGTCAAGAATCCAGAACAT 
GTAGAAAAAGCATTTATCTGAGCACAGAATTTGATrCTGTAAGGCAAAGACTCCCTAAATATTATTCGTGGGAAA 
AGGCATTCAAAACATCATTTAAACTTTCTTGGTCAAAATGGAAGCTATGTAAGAAAGAAAGATGATGGATGTAAA 
GCATATTGGAAAGTArGCTTCCATTATAATCTrCATAAAGCTCAACCTGCAGAGAGATTTTTTGACCCTAATCAA 
CGAGGGAAAGCCCTCCACCAAAAGCAAGCCCTTAGAAAAAGTCAGAGAAGTCAAACTGGGGAGAAACTCTACAAA 
TGTACrGAATGrGGAAAAGTGTTTATCCAGAAAGCAAACTTAGTTGTACATCAAAGAACTCACACCGGAGAGAAA 
CCrTATGAATGCTGCGAATGTGCAAAAGCCTTCAGCCAGAAGTCAACCCTCATAGCACACCAGAGAACTCACACA 
GGGGAGAAGCCCTATGAATGCAGTGAATGTGGAAAAACCTTTATCCAGAAGTCAACTCTGATTAAACATAAGAAA 
'ATTCATATGGAGAGAGACCCTATAAATGCAGTGTCTGTGAGAAAGCCTTCAGTAGGAAGTCAACTCTCATTAAAC 
ATCAGATAATTCATATGGGAGAAACCTTATGAATGTAATAAATGTGGGAAATCTTTTAGTGTTAAATCAACTCTC 
ATTGTATGTCACAGAACATAAATGCATAAGTTGCATGCTATTGTGAATAGTGTGATGAAATTTTGCACTGTCCTG 
CTCTTTCCTGCTCAGGATGCAAATCAGTGAATCTTTTTTTTTTTTTTTTTTTGAGACAGAGTCTTGCTCTGTCAT 
CCAAACTGGAGTGCAGTGGCACAATCTTGGCTCACTGCAACCTCCGCCTCTTGGGTTCAACCGATTCTCCTGCCT 
CAACCTCCCAAATAGTTGGGATTACAGGCACATGCCACCATACGCAGCTAATTTGTATTTTTAGTAGAGACAGGG 
TTTCACCATGTTGGCCAGCCTGGTCTTGAACTCCTGACCXCAAGTGATCCGCCTGCCTCAGCCTCCCAAAGTGCT 
GGGATTACAGGCATGAGCCACTGCACCCGGCTTGAATCATCCTTTTGTCCAGTATTATATCCATGCTGTATATGC 
TACCCGCCCACTAGTCCCTTAGCTGTCTCAGXTGTCAGATTGACTGTCATGGGATTGCAGTGCTTGCATTAAAGC 
TACCCTTATTGTATAATGACCCCAAAGTGCAAGAGTAGTGATGTTGGCAATTTGCATACACCAAAAATAAGTTAT 
AAAGXGCXXCCXXAAAGXGAAATGGXXAAAGTXCXXGACXXAAXAAAGAAAAAAAAXGTATGCXGAGGXTGXXAA 
GATTTACAGTAAGAATGAATCTTCTATCCAGAAATTGTGAAGGAGGAAAAAGAAACTTGTGCTAGTTTTGCTGTC 
ACATCTGAAACTGCAAAAGTTGTGGCCACAGTGCATCATAAGTGCTAAGACGAAAAAGACATTAAATTTGCGGAT 
GGAAGGCGTGAATAGAAATGGGTTCTGACAGCAATCAGGTTCGGTACTATTCACAGTTTCAGGCATCCGCTAGGG 
ATCTTGGAACATATCCCCCATGGATAAGGGAGGGGXACTGTACCTTGTCATATTGTGCATTAAAGAATTCATTGA 
GTGTAATCATGTAAGrCTAACACACATTTAAAAAGCTCTCAGATATCATTTCGCCTTCGGTTGATGTAAGAAAAT 
TCAAAGCXACXCAAAXCATXCAAXAAATGAXAAAAXXAXXXAAAAAAAAAAAAAAAAA 
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FIGURE 501 

MAMSQESLTFKDVFVDFTLEEWQQLDSAQKNLYRDVMLENYSHLVSVGYLVAKPDVIFRLGPGGESWMADGGTPV 
RTCAEVWQVDEQIDHYKESQDKLPWQAAFIGKETLKDESGQESRTCRKSIYLSTEFDSVRQRLPKYYSWEKAFKT 
SFKLSWSKWKLCKKER 
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FIGURE 502 

AACACATTTCATCTGGGCTTCTTAAATCTAAATCTTTAAAATffiVCTAAGTTTTCTTCCTTTTCTCTGTTTTTCCT 
AATAGTTGGGGCTTATATGACTCATGTGTGTTTCAATATGGAAATTATTGGAGGGAAAGAAGTGTCACCTCATTC 
CAGGCCATTTATGGCCTCCATCCAGTATGGCGGACATCACGTTTGTGGAGGTGTTCTGATTGATCCACAGTGGGT 
GCTGACAGCAGCCCACTGCCAATATCGGTTTACCAAAGGCCAGTCTCCCACTGTGGTTTTAGGCGCACACTCTCT 
CTCAAAGAATGAGGCCTCCAAACAAACACTGGAGATCAAAAAATTTATACCATTCTCAAGAGTTACATCAGATCC 
TCAATCAAATGATATCATGCTGGTTAAGCTTCAAACAGCCGCAAAACTCAATAAACATGTCAAGATGCTCCACAT 
AAGATCCAAAACCTCTCTTAGATCTGGAACCAAATGCAAGGTTACTGGCTGGGGAGCCACCGATCCAGATTCATT 
AAGACCTTCTGACACCCTGCGAGAAGTCACTGTTACTGTCCTAAGTCGAAAACTTTGCAACAGCCAAAGTTACTA 
CAACGGCGACCCTTTTATCACCAAAGACATGGTCTGTGCAGGAGATGCCAAAGGCCAGAAGGATTCCTGTAAGGG 
TGACTCAGGGGGCCCCTTGATCTGTAAAGGTGTCTTCCACGCTATAGTCTCTGGAGGTCATGAATGTGGTGTTGC 
CACAAAGCCTGGAATCTACACCCTGTTAACCAAGAAATACCAGACTTGGATCAAAAGCAACCTTGTCCCGCCTCA 
TACAAATTAAGTTACAAATAATTTTATTGGATGCACTTGCTTCTTTTTTCCTAATATGCTCGCAGGTTAGAGTTG 
GGTGTAAGTAAAGCAGAGCACATATGGGGTCCATTTTTGCACTTGTAAGTCATTTTATTAAGGAATCAAGTTCTT 
TTTCACTTGTATCACTGATGTATTTCTACCATGCTGGTTTTATTCTAAATAAAATTTAGAAGACT 
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FIGURE 503 

MTKFSSFSLFFLIVGAYMTHVCF^EIIGGKEVSPHSRPFMASIQYGGHHVCGGVLIDPQWVLTAAHCQYRFTKG 
QSPTWLGAHSLSKNEASKQTLEIKKFIPFSRVTSDPQSNDIMLVKLQTAAKLNKHVKMLHIRSKTSLRSGTKCK 
VTGWGATDPDSLRPSDTLREVTVTVLSRKLCNSQSYYNGDPFITKDMVCAGDAKGQKDSCKGDSGGPLICKGVFH 
AIVSGGHECGVATKPGIYTLLTKKYQTWIKSNLVPPHTN 
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FIGURE 504 

GGACAGCACAGCTGACAGCCGTGCTCAGAAAGTTTCTGGATCCCAGGCTCATCTCCACAGAGGAGAACACGCAGG 
CAGCAGAGACCATGGGGCCCATCTCAGCCCCTTCCTGCAGATGGCGCATCCCCTGGCAGGGGCTCCTGCTCACAG 
CCTCACTTTTCACCTTCTGGAACCCGCCCACCACTGCTCAGCTCACTATTGAAGCTGTGCCATCCAATGCTGCAG 
AGGGGAAGGAGGTTCTTCTACTTGTCCACAATCTGCCCCAGGACCCTCGTGGCTACAACTGGTACAAAGGGGAAA 
CAGTGGATGCCAACCGTCGAATTATAGGATATGTAATATCAAATCAACAGATTACCCCAGGGCCTGCATACAGCA 
ATCGAGAGACAATATACCCCAATGCATCCCTGCTGATGCGGAACGTCACCAGAAATGACACAGGATCCTACACCC 
TACAAGTCATAAAGCTAAATCTTATGAGTGAAGAAGTAACTGGCCAGTTCAGCGTACATCCGGAGACTCCCAAGC 
CCTCCATCTCCAGCAACAACTCCAACCCCGTGGAGGACAAGGATGCTGTGGCCTTCACCTGTGAACCTGAGACTC 
AGAACACAACCTACCTGTGGTGGGTAAATGGTCAGAGTCTCCCGGTCAGTCCCAGGCTGCAGCTGTCCAATGGCA 
ACAGGACCCTCACTCTACTCAGTGTCACAAGGAATGACGTAGGACCCTATGAATGTGAAATACAGAACCCAGCGA 
GTGCAAACTTCAGTGACCCAGTCACCCTGAATGTCCTCTATGGCCCAGATGCCCCCACCATTTCCCCTTCAGACA 
CCTATTACCATGCAGGGGTAAATCTCAACCTCTCCTGCCATGCGGCCTCTAATCCACCCTCACAGTATTCTTGGT 
CTGTCAATGGCACATTCCAGCAATACACACAAAAGCTCTTTATCCCCAACATCACTACAAAGAACAGCGGATCCT 
ATGCCTGCCACACCACTAACTCAGCCACTGGCCGCAACAGGACCACAGTCAGGATGATCACAGTCTCTGATGCTG 
TAGTACAAGGAAGTTCTCCTGGCCTCTCAGCTAGAGCCACTGTCAGCATCATGATTGGAGTACTGGCCAGGGTGG 
CTCTGATATAGTAGCTCTGGTGTAGTTTCTGCATTTCAAGAAGACTGGCAGACAGTTGTTTTTATTCTTCCTCAA 
AGCATTTGCAATCAGCTACCATTCAAAATTGCXrCTTCTTCAAGATTTATGGAAAATACTCTGACGAGTACTCTT 
GAACACAAGTTCCTGATAACTTTAAGATCACGCCACTGGACTGTCTATGAACTTGCAAACAGGCTGATACCTTTG 
TGAAGTTGCCCACCAAAACACAGAAGGAAAAAAACATGAATTTCATTGAACTAAATAATAATGAGGATAATGTTT 
XXAAGAXTXTTXrTXXXXTTTTXTXTGAGATGGAATCXCGCTCTGXCGCCCAGGCTGGAGTGCAGXGGCACGAXC 
TCAACTCACTGCAACGTCCGCCTCCTGGGTTCACACCATTCTCCTGCCTCAGCCTCCTGAGTAGCTGGGACTACA 
GGCGCCTGCCACAACGCCCGGCTAATTTTTTGTATTTTTAGTAGAGACGGGGTTTCACTGTGGTCTCAATCTCCT 
GACXTCATGGTCCGCCTGCCTCAGCCTCCCAAAGTTCTGGGATTACAGGTGTGAGCCACCGCGCCCAGCCCGTTT 
XTAAGATTTTTTATTTGAAAAATTGCCAATTCTTTAAGTGTTTTCTTXTTCAGATTTATGAATTTCTTTATCTTT 
XAAGCXAXCXAXACCXXACXGCAAXXXGGXAAAGCAGACXXXXGXGAACAAAAAXTATAACAXXXACXXTXGCXC 
CCXACCXGACXGCCACAGAACXGGGCAACXAXXCAXGAGXAXXCATAXGXXXAXGGXAATXCAGTXATXXGCACA 
AGXXCAGXGAGAATCXGCXGXCXXXAXAAXGGGAXAXAGXXXAAAACAXXGGXXAXAXTACCAAGGCXXXGAXXG 
GGAXGXXAXAXXXGAGAAAAXACAGAGAATGAXAGAXXAACGGAGXGXCXAAXCXAXCGXGXCAACCCCAAAXXX 
XXACGXAXGAGATCCXXXAGXCCACCCAAXGGCXGACAGXAACAGCATCTTXAACACAACXCXXXGXXCAAAXGT 
ACXAXGGXCXCXXXXAGAGXCAGACTCCXAGACXCACXXGXXCXCACXGXCXGXXXXAAXXXAACCCAGGCAXGC 
AAX GC X AG AX AAT AAAAX XGC X CC C TAT X GGC XGAX C 
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FIGURE 505 

MGPISAPSCRWRIPWQGLLLTASLFTFWNPPTTAQLTIEAVPSNAAEGKEVLLLVHNLPQDPRGYNWYKGETVDA 
NRRIIGYVISNQQITPGPAYSNRETIYPNASLLMRNVTRNDTGSYTLQVIKLNLMSEEVTGQFSVHPETPKPSIS 
SNNSNPVEDKDAVAFTCEPETQNTTYLWWVNGQSLPVSPRLQLSNGNRTLTLLSVTRNDVGPYECEIQNPASANF 
SDPVTLNVLYGPDAPTISPSDTYYHAGVNLNLSCHAASNPPSQYSWSVNGTFQQYTQKLFIPNITTKNSGSYACH 
TTNSATGRNRTTVRMITVSDAWQGSSPGLSARATVSIMIGVLARVALI 
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FIGURE 506 

CGCAAGAATGCATACAAACTCCAGGGCTGCTCTCTCCTGGAGAGGGAGGGAGGGGATTTAAAAACCTGCAGCAAC 
ATGGGGGAGGAGGCTGTTTGTCCTTCTCTCTCTGGGGAAGTAACTCGCTCAAACTGCCTTCCTTGCTGAGCTGCT 
TCGCGTAGCTTTGAGGAAGGTCTAGTGAAATTGGTCTTTCCATTACATCTGGATGTACTACCAGAGAGTTCTGCT 
GCTGTTGTTTTTTTTAGCTTTTCTTTCTTTGAGTCTTTAAAGGGCAATTGTCGACACTCTGCAAACATACCGATT 
TGTTGTCTGCCCACTTTGGAGTCTTCAATCTGGGCAGTAACTATTTACCCTTTTTCCTGCTAGCCTGTCCCCCTC 
TCTGGATTGAAGTCACCTGCTAAGACAATGGACTACCGACCAGACTCCCGGAAATC ATCT TGGTAGGATCCCAGT 
CTTTTTCGCCTGGAGGGCCCAATGGGATCATTAGAAGCCAGTCCTTTGCGGGTTTCAGCGGCCTCCAGGAAAGGC 
GATCCAGGTGTAACTCCTTCATTGAAAATTCCTCCGCTCTCAAGAAGCCTCAGGCCAAACTGAAGAAAATGCACA 
ATTTAGGCCACAAAAACAACAATCCCCCCAAAGAGCCTCAGCCTAAAAGGGTGGAAGAAGTCTACAGGGCCTTGA 
AAAATGGACTTGATGAATATCTGGAGGTTCACCAGACGGAGCTGGACAAGTTGACAGCTCAGTTAAAAGATATGA 
AAAGAAACTCTCGCCTGGGTGTACTGTATGACCTAGACAAGCAAATTAAAACAATTGAAAGATACATGAGACGCC 
TGGAGTTTCATATAAGTAAGGTAGATGAACTCTATGAAGCTTATTGTATCCAGCGACGCCTCCAGGATGGTGCCA 
GCAAAATGAAGCAAGCCTTCGCAACATCCCCTGCCAGCAAAGCTGCCCGGGAGAGTCTGACAGAGATCAATCGGA 
GCTTCAAGGAGTACACAGAGAATATGTGCACCATTGAAGTGGAGCTAGAGAATCTGCTGGGAGAATTCTCCATCA 
AGATGAAAGGTCTGGCTGGCTTTGCACGCCTCTGTCCTGGAGATCAATATGAAATTTTCATGAAGTATGGCCGGC 
AGCGGTGGAAACTGAAAGGCAAAATAGAAGTAAATGGCAAGCAGAGCTGGGATGGAGAAGAAACAGTTTTTCTGC 
CCCTGATAGTTGGGTTCATCTCCATCAAGGTCACGGAGCTCAAAGGGCTAGCAACTCACATCCTGGTAGGTAGCG 
TGACCTGTGAGACCAAAGAGCTGTTTGCAGCCCGACCTCAGGTAGTGGCTGTCGACATCAATGACCTTGGTACCA 
TCAAACTGAACCTGGAAATCACCTGGTATCCATTTGACGTGGAGGACATGACCGCATCCTCAGGCGCTGGGAACA 
AGGCAGCAGCCCTTCAGAGGAGAATGTCCATGTACAGCCAGGGTACCCCGGAAACGCCCACCTTCAAAGACCACT 
CCTTCTTTTCAAATCTACCTGATGACATCTTTGAAAATGGAAAGGCAGCCGAGGAGAAAATGCCACTGTCGCTCA 
GCTTCAGTGACCTGCCCAACGGGGACTGCGCCCTCACCTCCCACTCAACAGGCTCCCCTTCCAACTCAACAAATC 
CAGAAATTACCATCACCCCTGCGGAGTTTAACCTCAGCAGCTTGGCCTCCCAGAATGAGGGTATGGATGACACCA 
GCTCAGCATCTTCCAGGAACTCCCTGGGAGAAGGCCAAGAGCCAAAGTCACACCTGAAGGAGGAAGACCCAGAGG 
AGCCCAGAAAACCTGCCTCGGCCCCATCTGAGGCTTGCCGCCGACAGTCCTCAGGTGCTGGGGCTGAGCACCTGT 
TCCTTGAGAATGATGTTGCAGAAGCACTTCTGCAAGAGTCTGAGGAGGCCTCTGAGCTCAAGCCTGTGGAACTGG 
ACACTTCGGAAGGAAACATCACAAAGCAGCTGGTCAAGAGGCTCACATCTGCAGAGGTGCCAATGGCCACAGACA 
GGCTGCTCTCTGAGGGTTCTGTTGGTGGAGAATCTGAAGGCTGCAGATCCTTTCTAGATGGAAGCTTAGAGGATG 
CTTTTAATGGGCTTTTACTTGCATTAGAACCACATAAAGAGCAGTATAAAGAGTTTCAGGATCTGAACCAAGAAG 
TCATGAATTTGGATGATATTCTAAAAAAGTAGAGAAGATCCTCTAATGGATCCCAGTGTGCCCATCCCTCAACCT 
CCTCAGTGATCAACTCATGGCCAATCTTGTTTCCTATTCTTCAACCTGCTGACTTCCCTCTGGATTCTTCTGCAA 
CCAGTCCCAGATATTGTGCCATTTTATCCATGGTTGTACTTCTTTTTTGGATATAAAGATTTTTAAATGCATTTT 
TTAAATGCTAACAAAAAATAAAAACTTGAAACAAAAAAAAAAAAAAAAAAAA 
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FIGURE 507 

MLVGSQSFSPGGPNGIIRSQSFAGFSGLQERRSRCNSFIENSSALKKPQAKLKKMHNLGHKNNNPPKEPQPKRVE 
EVYRALKNGLDEYLEVHQTELDKLTAQLKDMKRNSRLGVLYDLDKQIKTIERYMRRLEFHISKVDELYEAYCIQR 
RLQDGASKMKQAFATSPASKAARESLTEINRSFKEYTENMCTIEVELENLLGEFSIKMKGLAGFARLCPGDQYEI 
FMKYGRQRWKLKGKIEVNGKQSWDGEETVFLPLIVGFISIKVTELKGLATHILVGSVTCETKELFAARPQVVAVD 
INDLGTIKLNLEITWYPFDVEDMTASSGAGNKAAALQRRMSMYSQGTPETPTFKDHSFFSNLPDDIFENGJCAAEE 
K1S5PLSLSFSDLPNGDCALTSHSTGSPSNSTNPEITITPAEFNLSSLASQNEGMDDTSSASSRNSLGEGQEPKSHL 
KEEDPEEPRKPASAPSEACRRQSSGAGAEHLFLENDVAEALLQESEEASELKPVELDTSEGNITKQLVKRLTSAE 
VPMATDRLLSEGSVGGESEGCRSFLDGSLEDAFNGLLLALEPHKEQYKEFQDLNQEVMNLDDILKK 
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FIGURE 508 

CGGGGGCTGGCGGCTGCGGCTCGGCGGAGAGTGCGGC ATGC GCTCGGAAAAGGAGGGGGCCGGAGGCCTTCGGGC 
GGCCGTTGCCGCGCGGGGCCCGAGCGGGAGGGAGAAGCTGTCGGCCCTAGAAGTGCAGTTCCACCGCGACTCGCA 
GCAGCAGGAGGCTGAGACGCCGCCAACTTCGTCCTCCGGTTGCGGGGGCGGTGCGGGCAAACCTCGCGAGGAGAA 
GAGGACGGCCCTGAGCAAGGTGGTCATCCGCCGCCTGCCTCCGGGCCTCACCAAGGAGCAGCTGGAGGAGCAGCT 
GCGCCCGCTGCCAGCACACGACTACTTCGAGTTCTTCGCCGCCGACCTGAGTCTTTATCCTCATCTCTACTCAAG 
AGCATACATTAATTTTAGGAATCCTGATGACATCCTTCTTTTTAGAGATCGTTTTGATGGATATATCTTCCTTGA 
CAGCAAAGGCCTAGAATATCCTGCAGTGGTAGAGTTTGCTCCATTCCAGAAGATAGCCAAAAAGAAGCTGAGAAA 
AAAAGATGCCAAGACTGGAAGCATCGAAGATGATCCAGAATATAAGAAGTTTTTAGAAACCTACTGTGTGGAGGA 
AGAGAAGACCAGTGCCAACCCTGAGACTCTGCTGGGGGAGATGGAGGCGAAGACAAGAGAGCTCATTGCTAGAAG 
AACCACACCTCTTTTGGAATATATTAAAAATAGAAAATTAGAAAAGCAGAGAATTCGAGAAGAGAAGCGAGAAGA 
ACGGAGGAGGAGAGAGTTAGAAAAGAAACGTTTGCGGGAAGAGGAAAAAAGAAGAAGAAGAGAAGAAGAAAGATG 
CAAAAAAAAAGAGACAGATAAAC AGAAGAAAATTGC AGAGAAAGAAGTAAGGAT TAAGCT TCTTAAGAAACCAGA 
AAAGGGAGAGGAACCAACCACAGAG2UUVCCAAAAGAAAGAGGAGAGGAGATTGATACTGGAGGTGGCAAGCAGGA 
ATCCTGTGCCCCCGGTGCAGTCGTAAAAGCCAGGCCCATGGAAGGCTCGCTGGAGGAGCCCCAGGAGACGTCACA 
CAGCGGCAGTGATAAAGAGCACAGGGATGTGGAGAGATCTCAAGAACAAGAATCTGAAGCACAAAGATACCATGT 
GGATGACGGCAGGAGGCACAGAGCTCACCACGAGCCTGAACGGCTTTCCAGAAGGAGTGAGGATGAGCAGAGATG 
GGGGAAAGGACCXGGCCAAGACAGAGGGAAGAAGGGGAGCCAGGACAGCGGGGCTCCGGGGGAGGCCATGGAGAG 
ACTGGGAAGAGCGCAGAGGTGTGACGACAGTCGAGCACCCAGAAAAGAGCGACTGGCAAACAAGGACCGGCCAGC 
CTTGCAGCTGTATGATCCAGGAGCTCGCTTCCGAGCGCGAGAGTGTGGCGGAAACAGGAGGATCTGCAAGGCAGA 
AGGTTCGGGGACTGGTCCTGAGAAGAGGGAAGAGGCAGAG TGAG TCACTGCACGCACCTGGCCTCCATGGACGAG 
CAAGGGCATCCCAGAAACGTGTAAATGACCCCGAGTGTGACTGGGAAGGAGAACTTATTCCTTACCAGGAAACTG 
GAAGCTAAAAATACAGAGGGTGACGTAGAAACACGCAGAAACCATTCTAAAGAAAGTAGTGATCTTGTATTAAAT 
TGAGCAGAATTCTCACAGATTTTACCATTCCTGTTATAAACTAGTATTTGTTGTTTAGCCAAAACAGAAAATGAT 
TTCCACTGGACAGTAGAAAAATATGTGTAAAATAGGGAAGAAAGTTAGTATTGGATCAGTGTGAGTCCTGAAGCA 
CTTTCAGTGCTGTGAGAACGACATCCACTTTGGGTTTCATTCGTTTGTAAGCAGAGGAGCTGTCAGTCACTCGTG 
CTTCTCGGTGGCCTCTGAGCCATGGTGTCGAGTGAAGAGTAGTTCTXGTTTGTTACAACCTTTGTGAGTCAGCCA 
TGCCCGCAAAGCGTGCTGTGTTTTAGTCCTGGTAGGAATATTTATCAGAGTTCACACTATATAAAACCCAACAGC 
TTCAACTATTGCCCTTTCAACAGTTTTGCCACTGACCGGATAGAAACGGTTTCAGTCTCTGGATGGATGTGTTTG 
TGGTTTGTAACCATTACGGTTTAAACCATGGTTTAAGAATTTGCCCAAATAACAGAAATTTTGTTCGGGAAGGGA 
TAAACTAGATATAGCATACAGAGCCTGTTTTTGAGTTTTAGATACTTTATTTGTAAATAACTTAAAATAGCTTTC 
TGAAACCGTGCATTCTGTAGTTTCTTCCTTTCAGTGAAATTGCTAAATGTCAATGTATTTTTGGCACTGCGATTT 
TAACCATTTATTAAATAAAAATTTTGTTAAAGAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 509 

MRSEKEGAGGLRAAVAARGPSGREKLSALEVQFHRDSQQQEAETPPTSSSGCGGGAGKPREEKRTALSKWIRRL 
PPGLTKEQLEEQLRPLPAHDYFEFFAADLSLYPHLYSRAYINFRNPDDILLFRDRFDGYIFLDSKGLEYPAWEF 
APFQKIAKKKLRKKDAKTGSIEDDPEYKKFLETYCVEEEKTSANPETLLGEMEAKTRELIARRTTPLLEYIKNRK 
LEKQRIREEKREERRRRELEKKRLREEEKRRRREEERCKKKETDKQKKIAEKEVRIKLLKKPEKGEEPTTEKPKE 
RGEEIDTGGGKQESCAPGAWKARPMEGSLEEPQETSHSGSDKEHRDVERSQEQESEAQRYHVDDGRRHRAHHEP 
ERLSRRSEDEQRWGKGPGQDRGKKGSQDSGAPGEAMERLGRAQRCDDSPAPRKERLANKDRPALQLYDPGARFRA 
RECGGNRRICKAEGSGTGPEKREEAE 



WO 2004/043361 



PCT/US2003/035268 



569/1629 

FIGURE 510 

GCCCCATCTCCTTGGGCTGCCCGTGCTTCGTGCTTTGGACTACCGCCCAGCAGTGTCCTGCCCTCTGCCTGGGCC 
TCGGTCCCTCCTGCACCTGCTGCCTGGATCCCCGGCCTGCCTGGGCCTGGGCCTTGGTTCTCCCCATGACACCAC 
CTGAACGTCTCTTCCTCCCAAGGGTGTGTGGCACCACCCTACACCTCCTCCTTCTGGGGCTGCTGCTGGTTCTGC 
TGCCTGGGGCCCAGGGGCTCCCTGGTGTTGGCCTCACACCTTCAGCTGCCCAGACTGCCCGTCAGCACCCCAAGA 
TGCATCTTGCCCACAGCACCCTCAAACCTGCTGCTCACCTCATTGGAGACCCCAGCAAGCAGAACTCACTGCTCT 
GGAGAGCAAACACGGACCGTGCCTTCCTCCAGGATGGTTTCTCCTTGAGCAACAATTCTCTCCTGGTCCCCACCA 
GTGGCATCTACTTCGTCTACTCCCAGGTGGTCTTCTCTGGGAAAGCCTACTCTCCCAAGGCCACCTCCTCCCCAC 
TCTACCTGGCCCATGAGGTCCAGCTCTTCTCCTCCCAGTACCCCTTCCATGTGCCTCTCCTCAGCTCCCAGAAGA 
TGGTGTATCCAGGGCTGCAGGAACCCTGGCTGCACTCGATGTACCACGGGGCTGCGTTCCAGCTCACCCAGGGAG 
ACCAGCTATCCACCCACACAGATGGCATCCCCCACCTAGTCCTCAGCCCTAGTACTGTCTTCTTTGGAGCCTTCG 
CTCTGTAGAACTTGGAAAAATCCAGAAAGAAAAAATAATTGATTTCAAGACCTTCTCCCCATTCTGCCTCCATTC 
TGACCATTTCAGGGGTCGTCACCACCTCTCCTTTGGCCATTCCAACAGCTCAAGTCTTCCCTGATCAAGTCACCG 
GAGCTTTCAAAGAAGGAATTCTAGGCATCCCAGGGGACCACACCTCCCTGAACCATCCCTGATGTCTGTCTGGCT 
GAGGATTTCAAGCCTGCCTAGGAATTCCCAGCCCAAAGCTGTTGGTCTGTCCCACCAGCTAGGTGGGGCCTAGAT 
CCACACACAGAGGAAGAGCAGGCACATGGAGGAGCTTGGGGGATGACTAGAGGCAGGGAGGGGACTATTTATGAA 
GGCAAAAAAATTAAATTATTTATTTATGGAGGATGGAGAGAGGGGAATAATAGAAGAACATCCAAGGAGAAACAG 
AGACAGGCCCAAGAGATGAAGAGTGAGAGGGCATGCGCACAAGGCTGACCAAGAGAGAAAGAAGTAGGCATGAGG 
GATCACAGGGCCCCAGAAGGCAGGGAAAGGCTCTGAAAGCCAGCTGCCGACCAGAGCCCCACACGGAGGCATCTG 
CACCCTCGATGAAGCCCAATAAACCTCTTTTCTCTG 
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FIGURE 511 

MTPPERLFLPRVCGTTLHLLLLGLLLVLLPGAQGLPGVGLTPSAAQTARQHPKMHLAHSTLKPAAHLIGDPSKQN 
SLLWRANTDRAFLQDGFSLSNNSLLVPTSGIYPWSQWFSGKAYSPKATSSPLYLAHEVQLFSSQYPFHVPLLS 
SQKMVYPGLQEPWLHSMYHGAAFQLTQGDQLSTHTDGIPHLVLSPSTVFFGAFAL 
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FIGURE 512 

TGGAAAGGGCTGTCACCCGGCTTGGCCCCTTCCACACCCAACTGGGGCAAGCCTGACCCGGCGACAGGAGGCATG 
AGGGGCCCCCGGCCGAA ATGA CAGTGCTGGCGCCAGCCTGGAGCCCAACAACCTATCTCCTCCTGCTGCTGCTGC 
TGAGCTCGGGACTCAGTGGGACCCAGGACTGCTCCTTCCAACACAGCCCCATCTCCTCCGACTTCGCTGTCAAAA 
TCCGTGAGCTGTCTGACTACCTGCTTCAAGATTACCCAGTCACCGTGGCCTCCAACCTGCAGGACGAGGAGCTCT 
GCGGGGCGCTCTGGCGGCTGGTCCTGGCACAGCGCTGGATGGAGCGGCTCAAGACTGTCGCTGGGTCCAAGATGC 
AAGGCTTGCTGGAGCGCGTGAACACGGAGATACACTTTGTCACCAAATGTGCCTTTCAGCCCCCCCCCAGCTGTC 
TTCGCTTCGTCCAGACCAACATCTCCCGCCTCCTGCAGGAGACCTCCGAGCAGCTGGTGGCGCTGAAGCCCTGGA 
TCACTCGCCAGAACTTCTCCCGGTGCCTGGAGCTGCAGTGTCAGCCCGACTCCTCAACCCTGCCACCCCCATGGA 
GTCCCCGGCCCCTGGAGGCCACAGCCCCGACAGCCCCGCAGCCCCCTCTGCTCCTCCTACTGCTGCTGCCCGTGG 
GCCTCCTGCTGCTGGCCGCTGCCTGGTGCCTGCACTGGCAGAGGACGCGGCGGAGGACACCCCGCCCTGGGGAGC 
AGGTGCCCCCCGTCCCCAGTCCCCAGGACCTGCTGCTTGTGGAGCACTGAC:CTGGCCAAGGCCTCATCCTGGGGA 
GGATACGTAGGCACACAGAGGGGAGTCACCAGCC 
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FIGURE 513 

MTVLAPAWSPTTYLLLLLLLSSGLSGTQDCSFQHSPISSDFAVKIRELSDYLLQDYPVTVASNLQDEELCGALWR 

LVLAQRWMERLKTVAGSKMQGLLERVNTEIHFVTKCAFQPPPSCLRFVQTNISRLLQETSEQLVALKPWITRQNF 

SRCLELQCQPDSSTLPPPWSPRPLEATAPTAPQPPLLLLLLLPVGLLLLAAAWCLHWQRTRRRTPRPGEQVPPVP 
SPQDLLLVEH 
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FIGURE 514A 

CTTCAGATAGATTATATCTGGAGTGAAGGATCCTGCCACCTACGTATCTGGCATAGTATTCTGTGTAGTGGGATG 
AGCAGAGAACAAAAACAAAATAATCCAGTGAGAAAAGCCCGTAAATAAACCTTCAGACCAGAGATCTATTCTCCA 
GCTTATTTTAAGCTCAACTTAAAAAGAAGAACTGTTCTCTGATTCTTTTCGCCTTCAATACACTTAATGATTTAA 
CTCCACCCTCCTTCAAAAGAAACAGCATTTCCTACTTTTATACTGTCTATATGATTGATTTGCACAGCTCATCTG 
GCCAGAAGAGCTGAGACATCCGTTCCCCTACAAGAAACTCTCCCCGGGTGGAACAA GATGG ATTATCAAGTGTCA 
AGTCCAATCTATGACATCAATTATTATACATCGGAGCCCTGCCAAAAAATCAATGTGAAGCAAATCGCAGCCCGC 
CTCCTGCCTCCGCTCTACTCACTGGTGTTCATCTTTGGTTTTGTGGGCAACATGCTGGTCATCCTCATCCTGATA 
AACTGCAAAAGGCTGAAGAGCATGACTGACATCTACCTGCTCAACCTGGCCATCTCTGACCTGTTTTTCCTTCTT 
ACTGTCCCCTTCTGGGCTCACTATGCTGCCGCCCAGTGGGACTTTGGAAATACAATGTGTCAACTCTTGACAGGG 
CTCTATTTTATAGGCTTCTTCTCTGGAATCTTCTTCATCATCCTCCTGACAATCGATAGGTACCTGGCTGTCGTC 
CATGCTGTGTTTGCTTTAAAAGCCAGGACGGTCACCTTTGGGGTGGTGACAAGTGTGATCACTTGGGTGGTGGCT 
GTGTTTGCGTCTCTCCCAGGAATCATCTTTACCAGATCTCAAAAAGAAGGTCTTCATTACACCTGCAGCTCTCAT 
TTTCCATACAGTCAGTATCAATTCTGGAAGAATTTCCAGACATTAAAGATAGTCATCTTGGGGCTGGTCCTGCCG 
CTGCTTGTCATGGTCATCTGCTACTCGGGAATCCTAAAAACTCTGCTTCGGTGTCGAAATGAGAAGAAGAGGCAC 
AGGGCTGTGAGGCTTATCTTCACCATCATGATTGTTTATTTTCTCTTCTGGGCTCCCTACAACATTGTCCTTCTC 
CTGAACACCTTCCAGGAATTCTTTGGCCTGAATAATTGCAGTAGCTCTAACAGGTTGGACCAAGCTATGCAGGTG 
ACAGAGACTCTTGGGATGACGCACTGCTGCATCl^ACCCCATCATCTATGCCTTTGTCGGGGAGAAGTTCAGAAAC 
TACCTCTTAGTCTTCTTCCAAAAGCACATTGCCAAACGCTTCTGCAAATGCTGTTCTATTTTCCAGCAAGAGGCT 
CCCGAGCGAGCAAGCTCAGTTTACACCCGATCCACTGGGGAGCAGGAAATATCTGTGGGCTTG TGAC ACGGACTC 
AAGTGGGCTGGTGACCCAGTCAGAGTTGTGCACATGGCTTAGTTTTCATACACAGCCTGGGCTGGGGGTGGGGTG 
GGAGAGGTCTXTTTTAAAAGGAAGTTACTGTTATAGAGGGTCTAAGATTCATCCATTTATTTGGCATCTGTTTAA 
AGTAGATTAGATCTTTTAAGCCCATCAATTATAGAAAGCCAAATCAAAATATGTTGATGAAAAATAGCAACCTTT 
TTATCTCCCCTTCACATGCATCAAGTTATTGACAAACTCTCCCTTCACTCCGAAAGTTCCTTATGTATATTTAAA 
AGAAAGCCTCAGAGAATTGCTGATTCTTGAGTTTAGTGATCTGAACAGAAATACCAAAATTATTTCAGAAATGTA 
CAACTTTTTACCTAGTACAAGGCAACATATAGGTTGTAAATGTGTTTAAAACAGGTCTTTGTCTTGCTATGGGGA 
GAAAAGACATGAATATGATTAGTAAAGAAATGACACTTTTCATGTGTGATTTCCCCTCCAAGGTATGGTTAATAA 
GTTTCACTGACTTAGAACCAGGCGAGAGACTTGTGGCCTGGGAGAGCTGGGGAAGCTTCTTAAATGAGAAGGAAT 
TTGAGTTGGATCATCTATTGCTGGCAAAGACAGAAGCCTCACTGCAAGCACTGCATGGGCAAGCTTGGCTGTAGA 
AGGAGACAGAGCTGGTTGGGAAGACATGGGGAGGAAGGACAAGGCTAGATCATGAAGAACCTTGACGGCATTGCT 
CCGTCTAAGTCATGAGCTGAGCAGGGAGATCCTGGTTGGTGTTGCAGAAGGTTTACTCTGTGGCCAAAGGAGGGT 
CAGGAAGGATGAGCATTTAGGGCAAGGAGACCACCAACAGCCCTCAGGTCAGGGTGAGGATGGCCTCTGCTAAGC 
TCAAGGCGTGAGGATGGGAAGGAGGGAGGTATTCGTAAGGATGGGAAGGAGGGAGGTATTCGTGCAGCATATGAG 
GATGCAGAGTCAGCAGAACTGGGGTGGATTTGGTTTGGAAGTGAGGGTCAGAGAGGAGTCAGAGAGAATCCCTAG 
XCTTCAAGCAGATTGGAGAAACCCTTGAAAAGACATCAAGCACAGAAGGAGGAGGAGGAGGTTTAGGTCAAGAAG 
AAGATGGATTGGTGTAAAAGGATGGGTCTGGTTTGCAGAGCTTGAACACAGTCTCACCCAGACTCCAGGCTGTCT 
TTCACTGAATGCTTCTGACXTCATAGATTTCCTTCCCATCCCAGCTGAAATACTGAGGGGTCTCCAGGAGGAGAC 
TAGATTTATGAATACACGAGGTATGAGGTCTAGGAACATACTTCAGCTCACACATGAGATCTAGGTGAGGATTGA 
TTACCTAGTAGTCATTTCATGGGTTGTTGGGAGGATTCTATGAGGCAACCACAGGCAGCATTTAGCACATACTAC 
ACATTCAATAAGCATCAAACTCTTAGTTACTCATTCAGGGATAGCACTGAGCAAAGCATTGAGCAAAGGGGTCCC 
ATATAGGTGAGGGAAGCCTGAAAAACTAAGATGCTGCCTGCCCAGTGCACACAAGTGTAGGTATCATTTTCTGCA 
TTTAACCGTCAATAGGCAAAGGGGGGAAGGGACATATTCATTTGGAAATAAGCTGCCTTGAGCCTTAAAACCCAC 
AAAAGTACAATTTACCAGCCTCCGTATTTCAGACTGAATGGGGGTGGGGGGGGCGCCTTAGGTACTTATTCCAGA 
TGCCTTCTCCAGACAAACCAGAAGCAACAGAAAAAATCGTCTCTCCCTCCCTTTGAAATGAATATACCCCTTAGT 
GTTTGGGTATATTCATTTCAAAGGGAGAGAGAGAGGTTTTTTTCTGTTCTTTCTCATATGATTGTGCACATACTT 
GAGACTGTTTTGAATTTGGGGGATGGCTAAAACCATCATAGTACAGGTAAGGTGAGGGAATAGTAAGTGGTGAGA 
ACTACTCAGGGAATGAAGGTGTCAGAATAATAAGAGGTGCTACTGACTTTCTCAGCCTCTGAATATGAACGGTGA 
GCATTGTGGCTGTCAGCAGGAAGCAACGAAGGGAAATGTCTTTCCTTTTGCTCTTAAGTTGTGGAGAGTGCAACA 
GTAGCATAGGACCCTACCCTCTGGGCCAAGTCAAAGACATTCTGACATCTTAGTATTTGCATATTCTTATGTATG 



WO 2004/043361 



PCT7US2003/035268 



574/1629 

FIGURE 514B 

TGAAAGTTACAAATTGCTTGAAAGAAAATATGCATCTAATAAAAAACACCTTCTA 
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FIGURE 515 

MDYQVSSPIYDINYYTSEPCQKINVKQIAARLLPPLYSLVFIFGFVGNMLVILILINCKRLKSMTDIYLLNLAIS 
DLFFLLTVPFWAHYAAAQWDFGNTMCQLLTGLYFIGFFSGIFFIILLTIDRYLAWHAVFALKARTVTFGVVTSV 
ITWVVAVFASLPGIIFTRSQKEGLHYTCSSHFPYSQYQFWKNFQTLKIVILGLVLPLLVMVICYSGILKTLLRCR 
NEKKRHRAVRLIFTIMIVYFLFWAPYNIVLLLNTFQEFFGLNNCSSSNRLDQAMQVTETLGMTHCCINPIIYAFV 
GEKFRNYLLVFFQKHIAKRFCKCCSIFQQEAPERASSVYTRSTGEQEISVGL 
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FIGURE 516A 

XGCAGAGAACAGAGAAAGGACAXCXGCGAGGAAAGXXCCCXGAXGGCXGXCAACAAAGXGCCACGXCXCXAXGGC 
TGTGTACGCTGAGCACACGATTTTATCGCGCCTATCATATCTTGGTGCATAAACGCACCTCACCTCGGTCAACCC 
XXGCXCCGXCXXAXGAGACAGGCXXXATXAXCCGCAXXXXAXAXGAGGGGAAXCXGACGGXGGAGAGAGAAXXAX 
CTTGCTCAAGGCGACACAGCAGAGCCCACAGGTGGCAGAATCCCACCCGAGCCCGCTTCGACCCGCGGGGTGGAA 
ACCACGGGCGCCCGCCCGGCTGCGCTTCCAGAGCTGAACTGAGAAGCGAGTCCTCTCCGCCCTGCGGCCACCGCC 
CAGCCCCGACCCCCGCCCCGGCCCGATCCTCACTCGCCGCCAGCTCCCCGCGCCCACCCCGGAGTTGGTGGCGCA 
GAGGCGGGAGGCGGAGGCGGGAGGGCGGGCGCTGGCACCGGGAACGCCCGAGCGCCGGCAGAGAGCGCGGAGAGC 
GCGACACGTGCGGCCCAGAGCACCGGGGCCACCCGGTCCCCGCAGGCCCGGGACCGCGCCCGCTGGCAGGCGACA 
CGXGGAAGAATACGGAGXXCXAXACCAGAGXXGAXXGXXGATGGCACAXACXXXXAGAGGAXGCXCAXXGGCAXX 
TATGTTTATAATCACGTGGCTGTTGATTAAAGCAAAAATAGATGCGTGCAAGAGAGGCGATGTGACTGTGAAGCC 
TTCCCATGTAATTTTACTTGGATCCACTGTCAATATTACAXGCTCTTTGAAGCCCAGACAAGGCTGCTTTCACTA 
TTCCAGACGTAACAAGTTAATCCTGTACAAGTTTGACAGAAGAATCAAXTTTCACCATGGCCACTCCCTCAATTC 
TCAAGTCACAGGTCTXCCCCTTGGTACAACCTTGTTTGTCTGCAAACTGGCCTGTATCAATAGTGATGAAATTCA 
AATATGTGGAGCAGAGATCTTCGTTGGTGTTGCTCCAGAACAGCCTCAAAATTTATCCTGCATACAGAAGGGAGA 
ACAGGGGACTGTGGCCTGCACCTGGGAAAGAGGACGAGACACCCACTTATACACTGAGTATACTCTACAGCTAAG 
XGGACCAAAAAAXXXAACCXGGCAGAAGCAAXGXAAAGACAXTXAXXGXGACXAXXXGGACXXXGGAAXCAACCX 
CACCCCTGAATCACCTGAATCCAATTTCACAGCCAAGGTTACTGCTGTCAATAGTCTTGGAAGCTCCTCTTCACT 
TCCATCCACATTCACATTCTTGGACATAGTGAGGCCTCTTCCTCCGTGGGACATTAGAATCAAATTTCAAAAGGC 
TXCCGXGAGCAGATGXACCCXXXAXXGGAGAGAXGAGGGACXGGXACXGCXXAAXCGACXCAGAXAXCGGCCCAG 
TAACAGCAGGCTCTGGAATATGGTTAATGTTACAAAGGCCAAAGGAAGACATGATTTGCTGGATCTGAAACCATT 
TACAGAATATGAATTTCAGATTTCCTCTAAGCTACATCTTTATAAGGGAAGTTGGAGTGATTGGAGTGAATCATT 
GAGAGCACAAACACCAGAAGAAGAGCCTACTGGGATGTTAGATGTCTGGTACATGAAACGGCACATTGACTACAG 
TAGACAACAGATTTCTCTTTTCTGGAAGAATCTGAGTGTCTCAGAGGCAAGAGGAAAAATTCXCCACTATCAGGT 
GACCXXGCAGGAGCXGACAGGAGGGAAAGCCAXGACACAGAACAXCACAGGACACACCXCCXGGACCACAGXCAX 
XCCXAGAACCGGAAAXXGGGCXGXGGCXGXGXCXGCAGCAAAXXCAAAAGGCAGXXCXCXGCCCACXCGXAXXAA 
CAXAAXGAACCXGXGXGAGGCAGGGXXGCXGGCXCCXCGCCAGGXCXCXGCAAACXCAGAGGGCAXGGACAACAT 
XCTGGXGACXXGGCAGCCXCCCAGGAAAGATCCCXCXGCXGXXCAGGAGXACGXGGXGGAAXGGAGAGAGCXCCA 
XCCAGGGGGXGACACACAGGXCCCXCXAAACXGGCXACGGAGXCGACCCXACAAXGXGXCXGCXCXGAXXXCAGA 
GAACATAAAAXCCTACAXCXGXXAXGAAAXCCGXGXGXAXGCACXCXCAGGGGAXCAAGGAGGAXGCAGCXCCAX 
CCXGGGXAACXCXAAGCACAAAGCACCACXGAGXGGCCCCCACAXXAAXGCCATCACAGAGGAAAAGGGGAGCAX 
TXXAAXTXC ATGGAACAGCATTCCAGTC C AGGAGC AAATGGGC XGCCTCCTCCATXAI AGGATAXAC XGGAAGGA 
ACGGGACXCCAACXCCCAGCCXCAGCTCTGXGAAAXTCCCXACAGAGXCXCCCAAAAXXCACAXCCAAXAAACAG 
CCXGCAGCCCCGAGXGACAXAXGXCCXGXGGAXGACAGCXCXGACAGCXGCXGGXGAAAGXXCCCACGGAAAXGA 
GAGGGAAXXXXGXCXGCAAGGXAAAGCCAAXXGGAXGGCGXXXGXGGCACCAAGCAXXXGCAXXGCXAXCAXCAX 
GGXGGGCAXTXXCXCAACGCAXXACXXCCAGCAAAAGGXGXXXGXXCTCCXAGCAGCCCXCAGACCXCAGXGGXG 
XAGCAGAGAAAXXCCAGAXCCAGCAAAXAGCACXXGCGCXAAGAAAXAXCCCAXXGCAGAGGAGAAGACACAGCX 
GCCCXXGGACAGGCXCCXGAXAGACXGGCCCACGCCXGAAGAXCCXGAACCGCXGGXCAXCAGXGAAGTCCXXCA 
XCAAGXGACCCCAGXXXXCAGACAXCCCCCCTGCXCCAACXGGCCACAAAGGGAAAAAGGAAXCCAAGGXCAXCA 
GGCCXCXGAGAAAGACAXGAXGCACAGXGCCXCAAGCCCACCACCXCCAAGAGCXCXCCAAGCTGAGAGCAGACA 
ACXGGXGGAXCXGXACAAGGXGCXGGAGAGCAGGGGCXCCGACCCAAAGCCAGAAAACCCAGCCXGTCCCXGGAC 
GGXGCXCCCAGCAGGXGACCXXCCCACCCAXGAXGGCXACXXACCCXCCAACAXAGAXGACCXCCCCXCACATGA 
GGCACCXCXCGCXGACXCXCXGGAAGAACXGGAGCCXCAGCACAXCXCCCXXXCXGXXXTCCCCXCAAGXXCXCX 
XCACCCACXCACCXXCXCCXGXGGXGAXAAGCXGACXCXGGAXCAGXXAAAGAXGAGGXGXGACXCCCTCAXGCT 
CTGAGXGGXGAGGCXXCAAGCCXXAAAGXCAGXGXGCCCXCAACCAGCACAGCCXGCCCCAAXXCCCCCAGCCCC 
XGCXCCAGCAGCXGXCAXCXCXGGGXGCCACCAXCGGXCXGGCXGCAGCXAGAGGACAGGCAAGCCAGCXCXGGG 
GGAGXCXXAGGAACXGGGAGXXGGXCXXCACXCAGAXGCCXCAXCXXGCCXXXCCCAGGGCCXXAAAAXXACAXC 
CXXCACXGXGXGGACCXAGAGACXCCAACXXGAAXXCCXAGXAACXXXCXXGGXAXGCXGGCCAGAAAGGGAAAX 
GAGGAGGAGAGXAGAAACCACAGCXCXXAGXAGXAAXGGCAXACAGXCXAGAGGACCAXXCAXGCAAXGACXAXX 
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FIGURE 516B 

TCTAAAGCACCTGCTACACAGCAGGCTGTACACAGCAGATCAGTACTGTTCAACAGAACTTCCTGAGATGATGGA 
AATGTTCTACCTCTGCACTCACTGTCCAGTACATTAGACACTAGGCACATTGGCTGTTAATCACTTGGAATGTGT 
TTAGCTTGACTGAGGAATTAAATTTTGATTGTAAATTTAAATCGCCACACATGGCTAGTGGCTACTGTATTGGAG 
TGCACAGCTCTAGATGGCTCCTAGATTATTGAGAGCCTCCAAAACAAATCAACCTAGTTCTATAGATGAAGACAT 
AAAAGACACTGGTAAACACCAATGTAAAAGGGCCCCCAAGGTGGTCATGACTGGTCTCATTTGCAGAAGTCTAAG 
AATGTACCTTTTTCTGGCCGGGCGTGGTAGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCTGA 
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FIGURE 517 

MAHTFRGCSLAFMFIITWLLIKAKIDACKRGDVTVKPSHVILLGSTVNITCSLKPRQGCFHYSRRNKLILYKFDR 
RINFHHGHSLNSQVTGLPLGTTLFVCKLACINSDEIQICGAEIFVGVAPEQPQNLSCIQKGEQGTVACTWERGRD 
THLYTEYTLQLSGPKNLTWQKQCKDIYCDYLDFGINLTPESPESNFTAKVTAVNSLGSSSSLPSTFTFLDIVRPL 
PPWDIRIKFQKASVSRCTLYWRDEGLVLLNRLRYRPSNSRLWNMVWTKAKGRHDLLDLKPFTEYEFQISSKLHL 
YKGSWSDWSESLRAQTPEEEPTGMLDVWYMKRHIDYSRQQISLFWKNLSVSEARGKILHYQVTLQELTGGKAMTQ 
NITGHTSWTTVIPRTGNWAVAVSAANSKGSSLPTRINIMNLCEAGLLAPRQVSANSEGMDNILVTWQPPRKDPSA 
VQEYVVEWRELHPGGDTQVPLNWLRSRPYNVSALISENIKSYICYEIRVYALSGDQGGCSSILGNSKHKAPLSGP 
HINAITEEKGSILISWNSIPVQEQMGCLLHYRIYWKERDSNSQPQLCEIPYRVSQNSHPINSLQPRVTYVLWMTA 
LTAAGESSHGNEREFCLQGKANWMAFVAPSICIAIIMVGIFSTHYFQQKVFVLLAALRPQWCSREIPDPANSTCA 
KKYPIAEEKTQLPLDRLLIDWPTPEDPEPLVISEVLHQVTPVFRHPPCSNWPQREKGIQGHQASEKDMMHSASSP 
PPPRALQAESRQLVDLYKVLESRGSDPKPENPACPWTVLPAGDLPTHDGYLPSNIDDLPSHEAPLADSLEELEPQ 
HISLSVFPSSSLHPLTFSCGDKLTLDQLKMRCDSLML 
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FIGURE 518 

CATTCAGAGACAGAAGGTGGATAGACAAATCTCCACCTTCAGACTGGTAGGCTCCTCCAGAAGCCATCAGACAGG 
AAGATGTGAAAATCCCCAGCACTCATCCCAGAATCACTAAGTGGCACCTGTCCTGGGCCAAAGTCCCAGGACAGA 
CCTCATTGTTCCTCTGTGGGAATACCTCCCCAGGAGGGCATCCTGGATTTCCCCCTTGCAACCCAGGTCAGAAGT 
TTCATCGTCAAGGTTGTTTCATCTTTTTTTTCCTGTCTAACAGCTCTGACTACCACCCAACCTTGAGGCACAGTG 
AAGACATCGGTGGCCACTCCAATAACAGCAGGTCACAGCTGCTCTTCTGGAGGTGTCCTACAGGTGAAAAGCCCA 
GCGACCCAGTCAGGATTTAAGTTTACCTCAAAAATGGAAGATTTTAACATGGAGAGTGACAGCTTTGAAGATTTC 
TGGAAAGGTGAAGATCTTAGTAATTACAGTTACAGCTCTACCCTGCCCCCTTTTCTACTAGATGCCGCCCCATGT 
GAACCAGAATCCCTGGAAATCAACAAGTATTTTGTGGTCATTATCTATGCCCTGGTATTCCTGCTGAGCCTGCTG 
GGAAACTCCCTCGTGATGCTGGTCATCTTATACAGCAGGGTCGGCCGCTCCGTCACTGATGTCTACCTGCTGAAC 
CTAGCCTTGGCCGACCTACTCTTTGCCCTGACCTTGCCCATCTGGGCCGCCTCCAAGGTGAATGGCTGGATTTTT 
GGCACATTCCTGTGCAAGGTGGTCTCACTCCTGAAGGAAGTCAACTTCTATAGTGGCATCCTGCTACTGGCCTGC 
ATCAGTGTGGACCGTTACCTGGCCATTGTCCATGCCACACGCACACTGACCCAGAAGCGCTACTTGGTCAAATTC 
ATATGTCTCAGCATCTGGGGTCTGTCCTTGCTCCTGGCCCTGCCTGTCTTACTTTTCCGAAGGACCGTCTACTCA 
TCCAATGTTAGCCCAGCCTGCTATGAGGACATGGGCAACAATACAGCAAACTGGCGGATGCTGTTACGGATCCTG 
CCCCAGTCCTTTGGCTTCATCGTGCCACTGCTGATCATGCTGTTCTGCTACGGATTCACCCTGCGTACGCTGTTT 
AAGGCCCACATGGGGCAGAAGCACCGGGCCATGCGGGTCATCTTTGCTGTCGTCCTCATCTTCCTGCTCTGCTGG 
CTGCCCTACAACCTGGTCCTGCTGGCAGACACCCTCATGAGGACCCAGGTGATCCAGGAGACCTGTGAGCGCCGC 
AATCACATCGACCGGGCTCTGGATGCCACCGAGATTCTGGGCATCCTTCACAGCTGCCTCAACCCCCTCATCTAC 
GCCTTCATTGGCCAGAAGTTTCGCCATGGACTCCTCAAGATTCTAGCTATACATGGCTTGATCAGCAAGGACTCC 
CTGCCCAAAGACAGCAGGCCTTCCTTTGTTGGCTCTTCTTCAGGGCACACTTCCACTACTCTC3^AAGACCTCCTG 
CCTAAGTGCAGCCCGTGGGGTTCCTCCCTTCTCTTCACAGTCACATTCCAAGCCTCATGTCCACTGGTTCTTCTT 
GGTCTCAGTGTCAATGCAGCCCCCATTGTGGTCACAGGAAGTAGAGGAGGCCACGTTCTTACTAGTTTCCCTTGC 
ATGGTTTAGAAAGCTTGCCCTGGTGCCTCACCCCTTGCCATAATTACTATGTCATTTGCTGGAGCTCTGCCCATC 
CTGCCCCTGAGCCCATGGCACTCTATGTTCTAAGAAGTGAAAATCTACACTCCAGTGAGACAGCTCTGCATACTC 
ATTAGGATGGCTAGTATCAAAAGAAAGAAAATCAGGCTGGCCAACGGGGTGAAACCTGTCTCTACTAAAAATACA 
AAAAAAAAAAAAAATTAGCCGGGCGTGGTGGTGAGTGCCTGTAATCACAGCTACTTGGGAGGCTGAGATGGGAGA 
ATCACTTGAACCCGGGAGCAGAGGTTGCAGTGAGCCGAGATTGTGCCCCTGCCATCCAGCCTGAGCGACAGTGAG 
ACTCTGTCTCAGTCCATGAAGATGTAGAGGAGAAACTGGAACTCTCGAGCGTTGCTGGGGGGGATTGTAA7U\TGG 
TGTGACCACTGCAGAAGACAGTATGGCAGCTTTCCTCAAAACTTCAGACATAGAATTAACACATGATCCTGCAAT 
TC CAC T TAT AG GAAT T GAC CC ACAAGAAAT GAAAGC AGGGAC T TGAAC CC ATAT T TGTAC ACC AATAT T CATAGC 
AGCTTATTCACAAGACCCAAAAGGCAGAAGCAACCCAAATGTTCATCAATGAATGAATGAATGGCTAAGCAAAAT 
GTGATATGTACCTAACGAAGTATCCTTCAGCCTGAAAGAGGAATGAAGTACTCATACATGTTACAACACGGACGA 
ACCTTGAAAACTTTATGCTAAGTGAAATAAGCCAGACATCAACAGATAAATAGTTTATGATTCCACCTACATGAG 
GTACTGAGAGTGAACAAATTTACAGAGACAGAAAGCAGAACAGTGATTACCAGGGACTGAGGGGAGGGGAGCATG 
GGAAGTGACGGTTTAATGGGCACAGGGTTTATGTTTAGGATGTTGAAAAAGTTCTGCAGATAAACAGTAGTGATA 
GTTGTACCGCAATGTGACTTAATGCCACTAAATTGACACTTAAAAATGGTTTAAATGGTCAATTTTGTTATGTAT 
ATTTTATATCAATTTAAAAAAAAACCTGAGCCCCAAAAGGTATTTTAATCACCAAGGCTGATTAAACCAAGGCTA 
GAACCACCTGCCTATATTTTTTGTTAAATGATTTCATTCAATATCTTTTTTTTAATAAACCATTTTTACTTGGGT 
GTTTAT 
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FIGURE 519 

MEDFNMESDSFEDFWKGEDLSNYSYSSTLPPFLLDAAPCEPESLEINKYFVVIIYALVFLLSLLGNSLVMIiVIIjY 
SRVGRSVTDVYLLNLALADLLFALTLPIWAASKVNGWIFGTFLCKVVSLLKEVNFYSGILLLACISVDRYLAIVH 
ATRTLTQKRYLVKFICLSIWGLSLLLALPVLLFRRTVYSSNVSPACYEDMGNNTANWRMLLRILPQSFGFIVPLL 
IMLFCYGFTLRTLFKAHMGQKHRAMRVIFAWLIFLLCWLPYNLVLLADTLMRTQVIQETCERRNHIDRALDATE 
ILGILHSCLNPLIYAFIGQKFRHGLLKILAIHGLISKDSLPKDSRPSFVGSSSGHTSTTL 
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FIGURE 520 

TTGGGGGTTTATTCTCTTCCCTTCTAACTTGACAGGGTCTTGCTCTGTCATTCAGGCAAGAGTGCAGTAGTGTGA 

TCACTTCTTACTGCCGCCTCAAGCTTCCAGCCTCAACTCAAGCAATCCTCCCACCTCAGCCACCCAAGTGGCTGG 

GACTACAGATTAAGA ATGA CCCAAAATAAATTAAAGCTTTGTTCCAAAGCCAATGTGTATACTGAAGTGCCTGAT 

GGAGGATGGGGCTGGGCGGTAGCTGTTTCATTTTTCTTCGTTGAAGTCTTCACCTACGGCATCATCAAGACATTT 

GGTGTCTTCTTTAATGACTTAATGGACAGTTTTAATGAATCCAATAGCAGGATCTCATGGATAATCTCAATCTGT 

GTGTTTGTCTTAACATTTTCAGCTCCCCTCGCCACAGTCCTGAGCAATCGTTTCGGACACCGTCTGGTAGTGATG 

TTGGGGGGGCTACTTGTCAGCACCGGGATGGTGGCCGCCTCCTTCTCACAAGAGGTTTCTCATATGTACGTCGCC 

ATCGGCATCATCTCXGGTCTGGGATACTGCTTTAGTTTTCTCCCAACTGTAACCATCCTATCACAATATTTTGGC 

AAAAGACGTTCCATAGTCACTGCAGTTGCTTCCACAGGAGAATGTTTCGCTGTGTTTGCTTTCGCACCAGCAATC 

ATGGCTCTGAAGGAGCGCATTGGCTGGAGATACAGCCTCCTCTTCGTGGGCCTACTACAGTTAAACATTGTCATC 

TTCGGAGCACTGCTCAGACCCATCATTATCAGAGGACCAGCGTCACCGAAAATAGTCATCCAGGAAAATCGGAAA 

GAAGCGCAGTATATGCTTGAAAATGAGAAAACACGAACCTCAATAGACTCCATTGACTCAGGAGTAGAACTAACT 

ACCTCACCTAAAAATGTGCCTACTCACACTAACCTGGAACTGGAGCCGAAGGCCGACATGCAGCAGGTCCTGGTG 

AAGACCAGCCCCAGGCCAAGCGAAAAGAAAGCCCCGCTATTAGACT'TCTCCATTTTGAAAGAGAAAAGTTTTATT 

TGTTATGCATTATTTGGTCTCTTTGCAACACTGGGATTCTTTGCACCTTCCTTGTACATCATTCCTCTGGGCATT 

AGTCTGGGCATTGACCAGGACCGCGCTGCTTTTTTATTATCTACGATGGCCATTGCAGAAGTTTTCGGAAGGATC 

GGAGCTGGTTTTGTCCTCAACAGGGAGCCCATTCGTAAGATTTACATTGAGCTCATCTGCGTCATCTTATTGACT 

GTGTCTCTGTTTGCCTTTACTTTTGCTACTGAATTCTGGGGTCTAATGTCATGCAGCATATTTTTTGGGTTTATG 

GTTGGAACAATAGGAGGACTCACATTCCACTGCTTGCTGAAGATGATGTCGTGGGCATTGCAGAAGATGTCTTCT 

GCAGCTGGGGTCTACATCTTCATTCAGAGCATAGCAGGACTGGCTGGACCGCCCCTTGCAGGTTTGTTGGTGGAC 

CAAAGTAAGATCTACAGCAGGGCCTTCTACTCCTGCGCAGCTGGCATGGCCCTGGCTGCTGTGTGCCTCGCCCTG 

GTGAGACCGTGTAAGATGGGACTGTGCCAGCGTCATCACTCAGGTGAAACAAAGGTAGTGAGCCATCGTGGGAAG 

ACTTTACAGGACATACCTGAAGACTTTCTGGAAATGGATCTTGCAAAAAATGAGCACAGAGTTCACGTGCAAATG 

GAGCCGGT ATGA CACACTTTCTTACAACAACAGCCACTGTGTTGGCTGGAGAGGGATGGGGTGGGCCCAACGGGG 

ACACAAGGAGGCAGAGGAGCTAACCCCTCTACTCCACTTTCAAAACTACATTTTAAAGGGAATGTGTATGTGAAG 

AGCACTACCAACATCGCTTTTGTTTTGTTTTGTTTTGTTTTAAGCTTTTTTTTTTTGCTTGTTTTTAAAGCCAAA 

ACAAAAAACAACCAAGCACTCTTCCATATATAAATCTGGCTGTATTCAGTAGCAATACAAGAGATATGTAGAAAG 

ACTCTTTGGTTCACATTCCGATATTAAAATAGTGACATGAACTGGCAAAGTGGTTTTAAAAGCTTTCACGTGGGA 

TAAATGATTTTCTTTTTTTCTTTTCTTTCTTCCTATGGTCTTGTCTGAATAAACTACTCTCCTGAATAAAACAAC 

ATCCAACCCAGGTCATTGAAATGAAATTGGCCAGTC 
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FIGURE 521 

MTQNKLKLCSKANVYTEVPDGGWGWAVAVSFFFVEVFTYGI IKTFGVFFNDLMDSFNESNSRI S WI I S I CVFVLT 
FSAPLATVLSNRFGHRLVVKLGGLLVSTGMVAASFSQEVSHMYVAIGIISGLGYCFSFLPTVTILSQYFGKRRSI 
VTAVASTGECFAVFAFAPAIMALKERIGWRYSLLFVGLLQLNIVIFGALLRPIIIRGPASPKIVIQENRKEAQYM 
LENEKTRTSIDSIDSGVELTTSPKNVPTHTNLELEPKADMQQVLVKTSPRPSEKKAPLLDFSILKEKSFICYALF 
GLFATLGFFAPSLYIIPLGISLGIDQDR2VAFLLST^IAEVFGRIGAGFVLNREPIRKIYIELICVILLTVSLFA 
FTFATEFWGLMSCSIFFGFWGTIGGLTFHCLLKMMSWALQKMSSAAGVYIFIQSIAGLAGPPLAGLLVDQSKIY 
SRAFYSCAAGMALAAVCLALVRPCKMGLCQRHHSGETKWSHRGKTLQDIPEDFLEMDLAKNEHRVHVQMEPV 
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FIGURE 522 

GCGGGGTAGTCGGCGCGAGGCGGAGCTTGGCAGTTCCGTCCACTTCAGCCGCAGCGTCCCTCGCCGGGTGTCTCG 
CCGCAGCCTCCGGAGAGGAACAGACCCTCACTCTCTCTGTCAGAAAA ATG TCTGCTCCAGCTCAGCCACCTGCTG 
AAGGGACAGAAGGGACTGCCCCAGGTGGGGGTCCCCCTGGCCCTCCTCCTAACATGACCAGTAACAGACGACTAC 
AGCAAACCCAGGCACAAGTGGAGGAGGTGGTGGACATCATACGTGTGAACGTGGACAAGGTCCTGGAGAGGGACC 
AGAAGCTGTCAGAGCTGGATGACCGAGCTGATGCCTTGCAGGCAGGAGCATCACAATTTGAGAGCAGTGCTGCCA 
AGCTAAAGAGGAAGTATTGGTGGAAAAACTGCAAGATGATGATCATGCTGGGAGCCATCTGTGCCATCATCGTGG 
TAGTTATTGTAAGGCGGGAC TGAA GAGCTGGAAGAAAGCAGTCAGTACCCTCCCAACGGCCCCCCTCGAAGGTCT 
CCACTCTCCTCTGGGCTCCTCCTTGCCTAATGCAGGGGGTCACCGCTGGAGAAGAACCACCACTGTCCTCGATGT 
GTCCCAAGCCTGGAGCGAATCCGTCCTCTTGGCTCTCCCAGCCCTATCACAGGAATCATTCCTGGGTTTCTGTCC 
CTCTGAGGCTCACCAGGTGTAGTTGGCCTTGTTCTTTGGGGGTATTAGCCCTTCTACTTTCTTTCTCACCCACCC 
TGTACCCTCTTCTGTGTGTCTCTGCTATCCCCCTTTCCTCCCACCACCCATGTGCATGAGCAAATGTGCAACAAA 
ACCCTGGGACTTTGCAGTCAAATGAAGCTGA 
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FIGURE 523 

MSAPAQPPAEGTEGTAPGGGPPGPPPNMTSNRRLQQTQAQVEEWDIIRVNVDKVLERDQKLSELDDRADALQAG 
ASQFESSAAKLKRKYWWKNCKMMIMLGAICAIIVWIVRRD 
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FIGURE 524 

CACACCCTGACAAGCTGCCAGGCAGGTTCTCTTCCTCTCACATACTGACCCACGGCTCCACCCTCTCTCCCCTGG 
AAAGGACACCATGAGCACTGAAAGCATGATCCGGGACGTGGAGCTGGCCGAGGAGGCGCTCCCCAAGAAGACAGG 
GGGGCCCCAGGGCTCCAGGCGGTGCTTGTTCCTCAGCCTCTTCTCCTTCCTGATCGTGGCAGGCGCCACCACGCT 
CTTCTGCCTGCTGCACTTTGGAGTGATCGGCCCCCAGAGGGAAGAGTCCCCCAGGGACCTCTCTCTAATCAGCCC 
TCTGGCCCAGGCAGTCAGATCATCTTCTCGAACCCCGAGTGACAAGCCTGTAGCCCATGTTGTAGCAAACCCTCA 
AGCTGAGGGGCAGCTCCAGTGGCTGAACCGCCGGGCCAATGCCCTCCTGGCCAATGGCGTGGAGCTGAGAGATAA 
CCAGCTGGTGGTGCCATCAGAGGGCCTGTACCTCATCTACTCCCAGGTCCTCTTCAAGGGCCAAGGCTGCCCCTC 
CACCCATGTGCTCCTCACCCACACCATCAGCCGCATCGCCGTCTCCTACCAGACCAAGGTCAACCTCCTCTCTGC 
CATCAAGAGCCCCTGCCAGAGGGAGACCCCAGAGGGGGCTGAGGCCAAGCCCTGGTATGAGCCCATCTATCTGGG 
AGGGGTCTTCCAGCTGGAGAAGGGTGACCGACTCAGCGCTGAGATCAATCGGCCCGACTATCTCGACTTTGCCGA 
GTCTGGGCAGGTCTACTTTGGGATCATTGCCCTGTGMGAGGACGAACATCCAACCTTCCCAAACGCCTCCCCTG 
CCCCAATCCCTTTATTACCCCCTCCTTCAGACACCCTCAACCTCTTCTGGCTCAAAAAGAGAATTGGGGGCTTAG 
GGTCGGAACCCAAGCTTAGAACTTTAAGCAACAAGACCACCACTTCGAAACCTGGGATTCAGGAATGTGTGGCCT 
GCACAGTGAAGTGCTGGCAACCACTAAGAATTCAAACTGGGGCCTCCAGAACTCACTGGGGCCTACAGCTTTGAT 
CCCTGACATCTGGAATCTGGAGACCAGGGAGCCTTTGGTTCTGGCCAGAATGCTGCAGGACTTGAGAAGACCTCA 
CCTAGAAATTGACACAAGTGGACCTTAGGCCTTCCTCTCTCCAGATGTTTCCAGACTTCCTTGAGACACGGAGCC 
CAGCCCTCCCCATGGAGCCAGCTCCCTCTATTTATGTTTGCACTTGTGATTATTTATTATTTATTTATTATTTAT 
TTATTTACAGATGAATGTATTTATTTGGGAGACCGGGGTATCCTGGGGGACCCAATGTAGGAGCTGCCTTGGCTC 
AGACATGTTTTCCGTGAAAACGGAGGCTGAACAATAGGCTGTTCCCATGTAGCCCCCTGGCCTCTGTGCCTTCTT 
TTGATTATGTTTTTTAAAATATTATCTGATTAAGTTGTCTAAACAATGCTGATTTGGTGACCAACTGTCACTCAT 

TGCTGAGGCCTCTGCTCCCCAGGGAGTTGTGTCTGTAATCGGCCTACTATTCAGTGGCGAGAAATAAAGGTTGCT 
TAGGAAAGAA 
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FIGURE 525 

MSTESMIRDVELAEEALPKKTGGPQGSRRCLFLSLFSFLIVAGATTLFCLLHFGVIGPQREESPRDLSLISPLAQ 
AVRS S S RTP S DKP VAHVVANPQ AEGQLQWLNRRANALLANGVE LRDNQL WP S EGL YL I YS QVLFKGQGCP S TH V 
LLTHTISRIAVSYQTKVNLLSAIKSPCQRETPEGAEAKPWYEPIYLGGVFQLEKGDRLSAEINRPDYLDFAESGQ 
VYFGIIAL 



WO 2004/043361 



PCT/US2003/035268 



587/1629 

FIGURE 526 A 

CATGGCGGCGACTGCGGCAAAGCGAGAGCCTCGGAGACGCCGCTGCCGCCAGCACAGCCGGAGATCTGAGCCGAC 

ACTGGGGGCAGTCCGCGAGCCCCGCACTCTCTCGATGAGTCGGAGAAGTCCCGTTGTATCAGAGTAAGATGGACG 

GTAGCTTTGATTGTGATTGTGGTGAGCTGGAGCCACCTGATCACTAACAAAAGACATCTTCTGTTAACCAACAGC 

CGCCAGGCTTCCrGTTGAAATAAATATATAGCAACAAAGGAAAAAAAGAAGCAAAACGGAAATAGTGCTTACCAG 

CACCTTAGAATGATGCXGCTCAGGACCAGTCCAACACTGAATGTATCTGCACTGTGAGGAGAATGTTCATAGAAG 

CCTGTTGTGTGCATATTTATTCACTTTTTGTTAAATGTTAAATCGTTTAGCACGGTAATCTGAGTGCACAGTATG 

TCATTTCATTCCGTTTGAGTTTCTTGTTTTCGTTAAATGTCTGCAGAGTTGCTGCCCCTTTCTTGAACTATGAGT 

ACTGCAATCTTTTTAATTCTCAATATGAATAGAGCTTTTTGAGCTTTAAATCTAAGGGGAACTCGACAGGCCTGT 

TTGGCATATGCAATGAACATCAAGAAACCATCTTGCTGTGGAAGCATAATTATTTTTCTTCTCCCTTTTTGAAAG 

ATCTTTCCTTTTGATGCCAGTTTTCTTCCTTGTTTACACAAGTTCAATTTGAAAGGAAAAGGCAATAGTAAGGGT 

TTCAAAATGGCAGAGAAATTTGAAAGTCTCATGAACATTCATGGTTTTGATCTGGGTTCTAGGTATATGGACTTA 

AAACCATTGGGTTGTGGAGGCAATGGCTTGGTTTTTTCTGCTGTAGACAATGACTGTGACAAAAGAGTAGCCATC 

AAGAAAATTGTCCTXACTGATCCCCAGAGTGTCAAACATGCTCTACGTGAAATCAAAATTATTAGAAGACTTGAC 

CATGATAACATTGTGAAAGTGTTTGAGATTCTTGGTCCCAGTGGAAGCCAATTAACAGACGATGTGGGCTCTCTT 

ACGGAACTGAACAGTGTTTACATTGTTCAGGAGTACATGGAGACAGACTTGGCTAATGTGCTGGAGCAGGGCCCT 

TTACTGGAAGAGCATGCCAGGCTTTTCATGTATCAGCTGCTACGGGGGCTCAAGTATATTCACTCTGCAAATGTA 

CTGCACAGAGATCTCAAACCAGCTAATCTXTTCATTAATACGGAAGACTTGGTGCTGAAGATAGGTGACTTTGGT 

CTTGCACGGATCATGGATCCTCATTATXCCCATAAGGGTCATCTTTCTGAAGGATTGGTTACTAAATGGTACAGA 

TCTCCACGTCTTTTACTTTCTCCTAATAATTATACTAAAGCCATTGACATGTGGGCTGCAGGCTGCATCTTTGCT 

GAAATGCTGACTGGTAAAACCCTTTTTGCAGGTGCACATGAACTTGAACAGATGCAGCTGATTTTAGAATCTATT 

CCTGTTGTACATGAGGAAGATCGTCAGGAGCTTCTCAGCGTAATTCCAGTTTACATTAGAAATGACATGACTGAG 

CCACACAAACCTTTAACTCAGCTGCTTCCAGGAATTAGTCGAGAAGCACTGGATTTCCTGGAACAAATTTTGACA 

TTTAGCCCCATGGATCGGTXAACAGCAGAAGAAGCACTCTCCCATCCTTACATGAGCATATATTCTTTTCCAATG 

GATGAGCCAATTTCAAGCCATCCTTTTCATATTGAAGATGAAGTTGATGATATXTTGCTTATGGATGAAACTCAC 

AGTCACATTXATAACTGGGAAAGGTATCATGATTGTCAGTTTTCAGAGCATGATTGGCCTGTACATAACAACTTT 

GATATTGATGAAGTTCAGCTTGATCCAAGAGCTCTGTCCGATGTCACTGATGAAGAAGAAGTACAAGTTGATCCC 

CGAAAATAXTTGGATGGAGATCGGGAAAAGTATCTGGAGGATCCTGCTTTTGATACCAATTACTCTACTGAGCCT 

TGTTGGCAATACTCAGATCATCATGAAAACAAATATTGTGATCTGGAGTGTAGCCATACTTGTAACTACAAAACG 

AGGTeATCATCATATTTAGATAACTTAGTTTGGAGAGAGAGTGAAGTTAACCATTACTATGAACCCAAGCTTATT 

ATAGATCTTTCCAATTGGAAAGAACAAAGCAAAGAAAAATCTGATAAGAAAGGCAAATCAAAATGTGAAAGGAAT 

GGATTGGTTAAAGCCCAGATAGCGCTAGAGGAAGCATCACAGCAACTGGCTGGAAAAGAAAGGGAAAAGAATCAG 

GGATTTGATTTTGATTCCTTTATTGCAGGAACTATTCAGCTTAGTTCCCAGCATGAGCCTACTGATGTTGTTGAT 

AAATTAAATGACTTGAATAGCTCAGTGTCCCAACTAGAATTGAAAAGTTTGATATCAAAGTCAGTAAGCCAAGAA 

AAACAGGAAAAAGGAATGGCAAATCTGGCTCAATTAGAAGCCTTGTACCAGTCTTCTTGGGACAGCCAGTTTGTG 

AGTGGTGGGGAGGACTGTTTTTTCATAAATCAGTTTTGTGAGGTAAGGAAGGATGAACAAGTTGAGAAGGAAAAC 

ACTTACACTAGTTACTTGGACAAGTXCTTTAGCAGGAAAGAAGATACTGAAATGCTAGAAACTGAGCCAGTAGAG 

GAIGGGAAGCXXGGGGAGAGAGGACAXGAGGAAGGAXIICIGAACAACAGIGGGGAGXICCICXIXAACAAGCAG 

CXCGAGXCCAXAGGCAXCCCACAGXXXCACAGICCAGIIGGGXCACCACXXAAGICAAXACAGGCCACAXXAACA 

CCXICXGCXAIGAAAICIXCCCCICAAAIXCCXCAXCAAACAXACAGCAGCAIICXGAAACAICXGAACTAAAAC 

ACXCAGCAGACAXXIAXCXXIGXAXXCXXCAIGAAAIGIGXIIXGICIXIXXXXAIXACXAGIGXXXAAG^CAIX 

IXXXACIIGAAICAGAXGGXGICAXXXAGXAAGGAXXXXAIGAGIXCIXGIIXXXXAAAAXCCAGACXXXCIXXX 

XCXACAXGXGAGAXAGXXXXCAXXIXAACIGGCAIGXCAXIIGCACACAAAAAIAAAGACIAGAGCAAAAXAAXG 

CAACGCAGGAGGAGAAAAGAAAIGCACIAAGACAAGAACAIICICICAIAGAACAXXGAICIGXXXXACAGGAAA 

CAAACCIXGCCIIGAAAIXIACACAGXGAGACXGIACAXAAXXGCAIGAAAAIAGCIAXXXXXIICCIAAGACAX 

XXIXCAXXCAIGAAXAXXXXCAAGXXXXXCAXACXGXACACAXXICXXAAAACACAXGAXACCAGCAGCAACXGA 

^^^ CCG ^ TTTGGTACACATGTGTTATCTACCT CAAGGXAACAAGAGXAXGXGGCAAAACAXAXACCAC 

CCAIAGXGCXXCACAAAAIGCACIXCXAXXXAGCCAGCGXIIAXXGXAGXAAACXAXICXXAAXAAAACXCACIC 

ACXGXIXAIAAAXGIICIGGIAXGCAXICIXIAXAGXGAAGXGXIAAXACAICACAXCXXAIXXAXXIIAGCAAA 
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FIGURE 526B 

TCAGTATATTTTCTGTATTTAATTATAAAAAATTAACTTAGTTTTTAAAATTTATTTGCAAATATACTTTTTCCA 
TTTGGCACTATGGTTTGTTGCCTACCTAGCTGCATCTATAATGTCAGCTTATCCTAAGGCTGTCCACGTACTTAA 
TTTACTTAAGTGTTCATTTTAAGTAACGTGCTCACTGTGTATAGGAATTTGTATTTTGGAGGTGCTTGATCTATC 
TACAAAGAAAAATTAATTAGGAATTACTTTATTATAAAATGCTCCTAGAAGTCTTAATTGTGTTTATTTTTTAAA 
AAAACAAATGTTAGACTTGTGTGCATGGAAGTAATTAAGGTACATCATTATTGTAGTTTGAAAGTTGTACATGAT 
AAGACATTTTGTTTTTACTGTATGTTTTTACTGAATGATCTATTCCCCATCCCAAGGCAAGCATGAATAAAATTA 
GGTTAAACGTAGCATGTGGCATCGCAGTCTCTTAGAATTTGTTTCATCTATTTTATTTTATTGAATACTGTCTGT 
ATCTTTGGTTATCCTGTTTGAAGAAAAAGGACAAATAAAACATGGCCAGCAAATACAAAAAAAAAAAA 
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FIGURE 527 

MAEKFESLMNIHGFDLGSRYMDLKPLGCGGNGLVFSAVDNDCDKRVAIKKIVLTDPQSVKHALREIKIIRRLDHD 
NIVKVFEILGPSGSQLTDDVGSLTELNSVYIVQEYMETDLANVLEQGPLLEEHARLFMYQLLRGLKYIHSANVLH 
RDLKPANLFINTEDLVLKIGDFGLARIMDPHYSHKGHLSEGLVTKWYRSPRLLLSPNNYTKAIDMWAAGCIFAEM 
LTGKTLFAGAHELEQMQLILESIPWHEEDRQELLSVIPVYIRNDMTEPHKPLTQLLPGISREALDFLEQILTFS 
PMDRLTAEEALSHPYMSIYSFPMDEPISSHPFHIEDEVDDILLMDETHSHIYNWERYHDCQFSEHDWPVHNNFDI 
DEVQLDPRALSDVTDEEEVQVDPRKYLDGDREKYLEDPAFDTNYSTEPCWQYSDHHENKYCDLECSHTCNYKTRS 
SSYLDNLVWRESEVNHYYEPKLIIDLSNWKEQSKEKSDKKGKSKCERNGLVKAQIALEEASQQLAGKEREKNQGF 
DFDSFIAGTIQLSSQHEPTDWDKLNDLNSSVSQLELKSLISKSVSQEKQEKGMANLAQLEALYQSSWDSQFVSG 
GEDCFFINQFCEVRKDEQVEKENTYTSYLDKFFSRKEDTEMLETEPVEDGKLGERGHEEGFLNNSGEFLFNKQLE 
SIGIPQFHSPVGSPLKSIQATLTPSAMKSSPQIPHQTYSSILKHLN 
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FIGURE 528 

GTAAAGCTAGACCGATCTCCGGGGAGCCCCGGAGTAGGCGAGCGGCGGCCGCCAGCTAGTTGAGCGCACCCCCCG 
CCCGCCCCAGCGGCGCCGCGGCGGGCGGCGTCCAGGCGGC ATGG AGAAGGACGGCCTGTGCCGCGCTGACCAGCA 
GTACGAATGCGTGGCGGAGATCGGGGAGGGCGCCTATGGGAAGGTGTTCAAGGCCCGCGACTTGAAGAACGGAGG 
CCGTTTCGTGGCGTTGAAGCGCGTGCGGGTGCAGACCGGCGAGGAGGGCATGCCGCTCTCCACCATCCGCGAGGT 
GGCGGTGCTGAGGCACCTGGAGACCTTCGAGCACCCCAACGTGGTCAGGTTGTTTGATGTGTGCACAGTGTCACG 
AACAGACAGAGAAACCAAACTAACTTTAGTGTTTGAACATGTCGATCAAGACTTGACCACTTACTTGGATAAAGT 
TCCAGAGCCTGGAGTGCCCACTGAAACCATAAAGGATATGATGTTTCAGCTTCTCCGAGGTCTGGACTTTCTTCA 
TTCACACCGAGTAGTGCATCGCGATCTAAAACCACAGAACATTCTGGTGACCAGCAGCGGACAAATAAAACTCGC 
TGACTTCGGCCTTGCCCGCATCTATAGTTTCCAGATGGCTCTAACCTCAGTGGTCGTCACGCTGTGGTACAGAGC 
ACCCGAAGTCTTGCTCCAGTCCAGCTACGCCACCCCCGTGGATCTCTGGAGTGTTGGCTGCATATTTGCAGAAAT 
GTTTCGTAGAAAGCCTCTTTTTCGTGGAAGTTCAGATGTTGATCAACTAGGAAAAATCTTGGACGTGATTGGACT 
CCCAGGAGAAGAAGACTGGCCTAGAGATGTTGCCCTTCCCAGGCAGGCTTTTCATTCAAAATCTGCCCAACCAAT 
TGAGAAGTTTGTAACAGATATCGATGAACTAGGCAAAGACCTACTTCTGAAGTGTTTGACATTTAACCCAGCCAA 
AAGAATATCTGCCTACAGTGCCCTGTCTCACCCATACTTCCAGGACCTGGAAAGGTGCAAAGAAAACCTGGATTC 
CCACCTGCCGCCCAGCCAGAACACCTCGGAGCTGAATACAGCCTGAGGCCTCAGCAGCCGCCTTAAGCTGATCCT 
GCGGAGAACACCCTTGGTGGCTTATGGGTCCCCCTCAGCAAGCCCTACAGAGCTGTGGAGGATTGCTATCTGGAG 
GCCTTCCAGCTGCTGTCTTCTGGACAGGCTCTGCTTCTCCAAGGAAA 
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FIGURE 529 

MEKDGLCRADQQYECVAEIGEGAYGKVFKARDLKNGGRFVALKRVRVQTGEEGMPLSTIREVAVLRHLETFEHPN 
WRLFDVCTVSRTDRETKLTLVFEHVDQDLTTYLDKVPEPGVPTETIKDMMFQLLRGLDFLHSHRWHRDLKPQN 
ILVTSSGQIKLADFGLARIYSFQMALTSVWTLWYRAPEVLLQSSYATPVDLWSVGCIFAEMFRRKPLFRGSSDV 
DQLGKILDVIGLPGEEDWPRDVALPRQAFHSKSAQPIEKFVTDIDELGKDLLLKCLTFNPAKRISAYSALSHPYF 
QDLERCKENLD S HLPP SQNTSELNTA 
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FIGURE 530 



GTCTGCCCTCTCTGCTCGCCCTGCCTAGCTTGAGGATCTGTCACCCCAGCCAT^GGATTATCGCCCTCCTCGCT 
GCTATTCTCTTGGTAGCCCTCCAGGTCCGGGCAGGCCCACTCCAGGCAAGAGGTGATGAGGCTCCAGGCCAGGAG 
CAGCGTGGGCCAGAAGACCAGGACATATCTATTTCCTTTGCATGGGATAAAAGCTCTGCTCTTCAGGTTTCAGGC 
TCAACAAGGGGCATGGTCTGCTCTTGCAGATTAGTATTCTGCCGGCGAACAGAACTTCGTGTTGGGAACTGCCTC 
ATTGGTGGTGTGAGTTTCACATACTGCTGCACGCGTGTCGATTA^CGTTCTGCTGTCCAAGAGAATGTCATGCTG 
GGAACGCCATCATCGGTGGTGTTAGCTTCACATGCTTCTGCAGCTGAGCTTGCAGAATAGAGAAAAATGAGCTCA 

TAATTTGCTTXGAGAGCTACAGGAAATGGTTGTTTCTCCTATACTTTGTCCTTAACATCTTTCTTGAXCCTAAAT 
ATATATCTCGTAACAAG 



WO 2004/043361 



PCTAJS2003/035268 



593/1629 

FIGURE 531 

MRI I ALLAAILLVALQVRAGPLQARGDEAPGQEQRGPEDQDI S I SFAWDKS SALQVSGS TRGMVCSCRLVFCRRT 
ELRVGNCLIGGVSFTYCCTRVD 
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FIGURE 532 

CAGTCTCAATGGGGGCACTGGGGCTGGAGGGCAGGGGTGGGAGGCTCCAGGGGAGGGGTTCCCTCCTGCTAGCTG 
TGGCAGGAGCCACTTCTCTGGTGACCTTGTTGCTGGCGGTGCCTATCACTGTCCTGGCTGTGCTGGCCTTAGTGC- 
CCCAGGATCAGGGAGGACTGGTAACGGAGACGGCCGACCCCGGGGCACAGGCCCAGCAAGGACTGGGGTTTCAGA 
AGCTGCCAGAGGAGGAGCCAGAAACAGATCTCAGCCCCGGGCTCCCAGCTGCCCACCTCATAGGCGCTCCGCTGA 
AGGGGCAGGGGCTAGGCTGGGAGACGACGAAGGAACAGGCGTTTCTGACGAGCGGGACGCAGTTCTCGGACGCCG 
AGGGGCTGGCGCTCCCGCAGGACGGCCTCTATTACCTCTACTGTCTCGTCGGCTACCGGGGCCGGGCGCCCCCTG 
GCGGCGGGGACCCCCAGGGCCGCTCGGTCACGCTGCGCAGCTCTCTGTACCGGGCGGGGGGCGCCTACGGGCCGG 
GCACTCCCGAGCTGCTGCTCGAGGGCGCCGAGACGGTGACTCCAGTGCTGGACCCGGCCAGGAGACAAGGGTACG 
GGCCTCTCTGGTACACGAGCGTGGGGTTCGGCGGCCTGGTGCAGCTCCGGAGGGGCGAGAGGGTGTACGTCAACA 
TCAGTCACCCCGATATGGTGGACTTCGCGAGAGGGAAGACCTTCTTTGGGGCCGTGATGGTGGGGTGAGGGAATA 
TGAGTGCGTGGTGCGAGTGCGTGAATATTGGGGGCCCGGACGCCCAGGACCCCATGGCAGTGGGAAAAATGTAGG 
AGACTGTTTGGAAATTGATTTTGAACCTGATGAAAATAAAGAATGGAAAGCrTCAGTGCTGCCGATAAA 

A 
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FIGURE 533 

MGALGLEGRGGRLQGRGSLLLAVAGATSLVTLLLAVPITVLAVLALVPQDQGGLGFRSCQRRSQKQISAPGSQLP 
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FIGURE 534 

CCCAGAGCAGCGCTCGCCACCTCCCCCCGGCCTGGGCAGCGCTCGCCCGGGGAGTCCAGCGGTGTCCTGTGGAGC 
TGCCGCC ATGG CCCCGCGGCGGGCGCGCGGCTGCCGGACCCTCGGTCTCCCGGCGCTGCTACTGCTGCTGCTGCT 
CCGGCCGCCGGCGACGCGGGGCATCACGTGCCCTCCCCCCATGTCCGTGGAACACGCAGACATCTGGGTCAAGAG 
CTACAGCTTGTACTCCAGGGAGCGGTACATTTGTAACTCTGGTTTCAAGCGTAAAGCCGGCACGTCCAGCCTGAC 
GGAGTGCGTGTTGAACAAGGCCACGAATGTCGCCCACTGGACAACCCCCAGTCTCAAATGCATTAGAGACCCTGC 
CCTGGTTCACCAAAGGCCAGCGCCACCCTCCACAGTAACGACGGCAGGGGTGACCCCACAGCCAGAGAGCCTCTC 
CCCTTCTGGAAAAGAGCCCGCAGCTTCATCTCCCAGCTCAAACAACACAGCGGCCACAACAGCAGCTATTGTCCC 
GGGCTCCCAGCTGATGCCTTCAAAATCACCTTCCACAGGAACCACAGAGATAAGCAGTCATGAGTCCTCCCACGG 
CACCCCCTCTCAGACAACAGCCAAGAACTGGGAACTCACAGCATCCGCCTCCCACCAGCCGCCAGGTGTGTATCC 
ACAGGGCCACAGCGACACCACTGTGGCTATCTCCACGTCCACTGTCCTGCTGTGTGGGCTGAGCGCTGTGTCTCT 
CCTGGCATGCTACCTCAAGTCAAGGCAAACTCCCCCGCTGGCCAGCGTTGAAATGGAAGCCATGGAGGCTCTGCC 
GGTGACTTGGGGGACCAGCAGCAGAGATGAAGACTTGGAAAACTGCTCTCACCACCTA5PGAAACTCGGGGAAACC 
AGCCCAGCTAAGTCCGGAGTGAAGGAGCCTCTCTGCTTTAGCTAAAGACGACTGAGAAGAGGTGCAAGGAAGCGG 
GCTCCAGGAGCAAGCTCACCAGGCCTCTCAGAAGTCCCAGCAGGATCTCACGGACTGCCGGGTCGGCGCCTCCTG 
CGCGAGGGAGCAGGTTCTCCGCATTCCCATGGGCACCACCTGCCTGCCTGTCGTGCCTTGGACCCAGGGCCCAGC 
TTCCCAGGAGAGACCAAAGGCTTCTGAGCAGGATTTTTATTTCATTACAGTGTGAGCTGCCTGGAATACATGTGG 
TAATGAAATAAAAACCCTGCCCCGAATCTTCCGTCCCTCATCCTAACTTGCAGTTCACAGAGAAAAGTGACATAC 
CCAAAGCTCTCTGTCAATTACAAGGCTTCTCCTGGCGTGGGAGACGTCTACAGGGAAGACACCAGCGTTTGGGCT 
TCTAACCACCCTGTCTCCAGCTGCTCTGCACACATGGACAGGGACCTGGGAAAGGTGGGAGAGATGCTGAGCCCA 
GCGAATCCTCTCCATTGAAGGATTCAGGAAGAAGAAAACTCAACTCAGTGCCATTTTACGAATATATGCGTTTAT 
ATTTATACTTCCTTGTCTATTATATCTATACATTATATATTATTTGTATTTTGACATTGTACCTTGTATAAACAA 
AATAAAACATCTATTTTCAATATTTTTAAAATGCA 
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FIGURE 535 

MAPRRARGCRTLGLPALLiLLLLRPPATRGITCPPPMSVEHADIWVKSYSLYSRERYICNSGFKRKAGTSSLTEC 
VLNKATNVAHWTTPSLKCIRDPALVHQRPAPPSTVTTAGVTPQPESLSPSGKEPAASSPSSNNTAATTAAIVPGS 
QLMPSKSPSTGTTEISSHESSHGTPSQTTAKNWELTASASHQPPGVYPQGHSDTTVAISTSTVLLCGLSAVSLLA 
CYLKSRQTPPLASVEMEAMEALPVTWGTSSRDEDLENCSHHL 
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FIGURE 536 

CTGAAGCTTGCATGCCTGCAGGTCGACCCACGCGTCCGCGGACGCGTGGGCGGACGCGTGGGTTTTTCCTTTCTT 

CCAGAAGGAGATTTAACCATAGTAGAAAGAATGGAGAACTATTAACTGCCTTCCTTCTGTGGGCTGTGATTTTCA 

GAGGGGAATGCTAAGAGGTGATTTTCAATGTTGGGACTCAAAGGTGAAGACACXGAAGGACAGAATTTTTGGCAG 

AGGAAAGATCTTCTTCGGTCACCATACTTGAGTTAGCTCTAGGGAAGTGGAGGTTTCCATTTGGAAXTCTATAGC 

TTCTTCCAGGTCATAGTGTCTGCCCCCCACCTTCCAGTATCTCCTGATATGCAGCATGAATfflAAATGGCAAGTT 

TCCTGGCCTTCCTTCTGCTCAACTTTCGTGTCTGCCTCCTTTTGCTTCAGCTGCTCATGCCTCACTCAGCTCAGT 

TTTCTGTGCTTGGACCCTCTGGGCCCATCCTGGCCATGGTGGGTGAAGACGCTGATCTGCCCTGTCACCTGTTCC 

CGACCATGAGTGCAGAGACCATGGAGCTGAAGTGGGTGAGTTCCAGCCTAAGGCAGGTGGTGAACGTGTATGCAG 

ATGGAAAGGAAGTGGAAGACAGGCAGAGTGCACCGTATCGAGGGAGAACTTCGATTCTGCGGGATGGCATCACTG 

CAGGGAAGGCTGCTCTCCGAATACACAACGTCACAGCCTCTGACAGTGGAAAGTACTTGTGTTATTTCCAAGATG 

GTGACTTCTATGAAAAAGCCCTGGTGGAGCTGAAGGTTGCAGCACTGGGTTCTGATCTTCACGTTGATGTGAAGG 

GTTACAAGGATGGAGGGATCCATCTGGAGTGCAGGTCCACTGGCTGGTACCCCCAACCCCAAATACAGTGGAGCA 

ACAACAAGGGAGAGAACATCCCGACTGTGGAAGCACCTGTGGTTGCAGACGGAGTGGGCCTGTATGCAGTAGCAG 

CATCTGTGATCATGAGAGGCAGCTCTGGGGAGGGTGTATCCTGTACCATCAGAAGTTCCCTCCTCGGCCTGGAAA 

AGACAGCCAGCATTTCCATCGCAGACCCCTTCTTCAGGAGCGCCCAGAGGTGGATCGCCGCCCTGGCACGGACCC 

TGCCTGTCTTGCTGCXGCTTCTTGGGGGAGCCGGXrACTTCCTGTGGCAACAGCAGGAGGAAAAAAAGACTCAGT 

XCAGAAAGAAAAAGAGAGAGCAAGAGXIGAGAGAAAXGGCAXGGAGCACAAXGAAGCAAGAACAAAGCACAAGAG 

XGAAGCXCCXGGAGGAACICAGAXGGAGAAGIAXCCAGXAXGCAICICGGGGAGAGAGACAXXCAGCCXAXAAXG 

AAIGGAAAAAGGCCCXCIXCAAGCCIGCGGAXGXGAIXCIGGAICCAAAAACAGCAAACCCCAXCCXCCIXGIIX 

CXGAGGACCAGAGGAGXGIGCAGCGIGCCAAGGAGCCCCAGGAICIGCCAGACAACCCXGAGAGAIIIAAXXGGC 

AIIAXXGIGIICXCGGCXGIGAGAGCXICAIAICAGGGAGACAXXACXGGGAGGIGGAGGXAGGGGACAGGAAAG 

AGTGGCATATAGGGGTGTGCAGTAAGAATGTGCAGAGAAAAGGCTGGGTCAAAATGACACCTGAGAATGGATTCT 

GGACTATGGGGCTGACTGATGGGAATAAGTATCGGACTCTAACTGAGCCCAGAACCAACCTGAAACTTCCTAAGC 

CCCCTAAGAAAGTGGGGGTCTTCCTGGACTATGAGACTGGAGATATCTCATTCTACAATGCTGTGGATGGATCGC 

ATATTCATACTTTCCTGGACGTCTCCTTCTCTGAGGCTCTATATCCTGTTTTCAGAATTTTGACCTTGGAGCCCA 

CGGCCCTGAGTATTTGTCCAGCGTGAAAAGAAGAAGAGAGTTCCTCCAATTCTGACCGAGTGCTGATCATTCCCT 

AGAGACACCAGTAACCCCGGGCTTAGCTAACGAAAGTGGGGAGCCTCAGGCTGAAGTAACTTTTCTCTGCTTCTC 

CCTGCCCAGCTCAGAGCTGAGGGCCTCCCCCTCCACAGCAACCAATCACAACCATAAAGCTACAAGCACGCACTG 

AAGCACTTTACTGATACTCATTCAATTATTCATATGACAGTTGTTTGAGTXTGGTACCATCTTATTTTCCCCTTA 

TACAGATAAGGAAACTGGGGTGCAGAAAAGTGAATTGACTACAAAGTAGACATGACTAGTTAACAACACAGCTGG 

GATCTAAACAGCAATAACTAACATTAATGGAGAACTTAAAATGCTCTGAGTGCTGTGTTATGAGCTTTGGXGGAT 

GTCACTCCTTTAATCCTCGCAACACCCTGTCGGGTAGTCTCATTTAGCAAGTATGGAAGTTGAGGCAGGGCAACA 

TTAAGCAACTTACATAACTCATGCAGTAATTTCTGCAGTTGGGAGATGTTCAGCTTCAGTCCCCGGCCCTATGGC 

CGTTCTTTTCCACCCTGTTTCTTCCCCCATAGGAAGAACCCACCTGTAGCCCTGAGGTTCTTTTCCCAGGATGGC 

TCCAGGATAAGGATCACTGTAGGTGGTTGTGGAGTTGACACCCCTGTTGACTCCTTCCCAGCTGATTGTCAGAGC 

CTTAGACCCAGCACGCCTTGGATTAGCTTTGCAGAGTGTCTTGGTTGAGAGAAXAACCTCACCGTACCCACATGA 

CACGTGATTTGGAAAGAGACTAGAGGCCACACTTGATAAATCATGGGGAACAGATGTGTTCCACCCAACAAATGT 

GATAAGTGATCATGCAGCCAGAGCCAGCCrTCCXTCAATCAAGGTTTCCAGGCAGAGCAAATACCCTAGAGAXTT 

TCTGTGATATAGGAAATXTGGATGAAGGGAGCTAGAAGAAATACAGGGATTTTTTTTTTTTTTTAAGATGGAGTC 

XIACXCXGXIGCIAGGCIGGAGXGCAGIGGXGCGAICICAGCXCCCIGCAACCXCCACCXCCXGGGIICAAACAA 

IICICCIGCCXCAGCCICCCGAGIACXGGGAAIAIAGGXGCACGCCACCACACCCAACAAAIXIXIGXACIIXXA 

GIACAGAIGAGGGIICACIAXGIIGGCCAGGAIGGICXCGAXCXCXIGACCICAIGAICCACCCACCICGGXCXC 

CCAAAGXGCIGGGAIIACAGGCIIGAGCCACCGGGXGACCGGCXIACAGGGAIAXXIIIAAXCCCGXXAXGGACX 

CXGICICCAGGAGAGGGGXCXAICCACCCCXGCXCAIIGGXGGAXGXXAAACCAAIAXXCCXXXCAACXGCXGCC 

TGCTAGGGAAAAACTACTCCTCATTATCATCATTATTATTGCTCTCCACTGTATCCCCTCTACCTGGCATGTGCT 

TGTCAAGTTCTAGTTGTTCAATAAATTTGTTAATAATGCTGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 537 

MK^SFLAFLLLNFRVCLLLLQLL^^ 
VNVYADGKEVEDRQSAPYRGRTSILRDGITAGKAA^ 

HVDVKGYKDGGIHLECRSTGWYPQPQIQWSNNKGENIPTVEAPWADGVGLYAVAASVIMRGSSGEGVSCTIRSS 
LLGLEKTASISIADPFFRSAQRWIAALARTLPVLLLLLGGAGYFLWQQQEEKKTQFRKKKREQELREMAWSTMKQ 
EQSTRVKLLEELRWRSIQYASRGERHSAYNEWKKALFKPADVILDPKTANPILLVSEDQRSVQRAKEPQDLPDNP 
ERFNWHYCVLGCESFISGRHYWEVEVGDRKEWHIGVCSKNVQRKGWVKMTPENGFWTMGLTDGNKYRTLTEPRTN 
LKLPKPPKKVGVFLDYETGDISFYNAVDGSHIHTFLDVSFSEALYPVFRILTLEPTALSICPA 
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FIGURE 538 

GGCACGAGGGGAGTGGAAAGTTCTCCGGCAGCCCTGAGATCTCAAGAGTGACATTTGTGAGACCAGCTAATTTGA 
TTAAAATTCTCTTGGAATCAGCTTTGCTAGTATCATACCTGTGCCAGATTTCATCATQGGAAACAGCTGTTACAA 
CATAGTAGCCACTCTGTTGCTGGTCCTCAACTTTGAGAGGACAAGATCATTGCAGGATCCTTGTAGTAACTGCCC 
AGCTGGTACATTCTGTGATAATAACAGGAATCAGATTTGCAGTCCCTGTCCTCCAAATAGTTTCTCCAGCGCAGG 
TGGACAAAGGACCTGTGACATATGCAGGCAGTGTAAAGGTGTTTTCAGGACCAGGAAGGAGTGTTCCTCCACCAG 
CAATGCAGAGTGTGACTGCACTCCAGGGTTTCACTGCCTGGGGGCAGGATGCAGCATGTGTGAACAGGATTGTAA 
ACAAGGTCAAGAACTGAC2^AAAAAAGGTTGTAAAGACTGTTGCTTTGGGACATTTAACGATCAGAAACGTGGCAT 
CTGTCGACCCTGGACAAACTGTTCTTTGGATGGAAAGTCTGTGCTTGTGAATGGGACGAAGGAGAGGGACGTGGT 
CTGTGGACCATCTCCAGCCGACCTCTCTCCGGGAGCATCCTCTGTGACCCCGCCTGCCCCTGCGAGAGAGCCAGG 
ACACTCTCCGCAGATCATCTCCTTCTTTCTTGCGCTGACGTCGACTGCGTTGCTCTTCCTGCTGTTCTTCCTCAC 
GCTCCGTTTCTCTGTTGTTAAACGGGGCAGAAAGAAACTCCTGTATATATTCAAACAACCATTTATGAGACCAGT 
ACAAACTACTCAAGAGGAAGATGGCTGTAGCTGCCGATTTCCAGl^GAAGAAGAAGGAGGATGTGAACTGTGAAA 
TGGAAGTCAATAGGGCTGTTGGGACTTTCTTGAAAAGAAGCAAGGAAATATGAGTCATCCGCTATCACAGCTTTC 
AAAAGCAAGAACACCATCCTACATAATACCCAGGATTCCCCCAACACACGTTCTTTTCTAAATGCCAATGAGTTG 
GCCTTTAAAAATGCACCACTTTTTTTTTTTTTTTGACAGGGTCTCACTCTGTCACCCAGGCTGGAGTGCAGTGGC 
ACCACCATGGCTCTCTGCAGCCTTGACCTCTGGGAGCTCAAGTGATCCTCCTGCCTCAGTCTCCTGAGTAGCTGG 
AACTACAAGGAAGGGCCACCACACCTGACTAACTTTTTTGTTTTTTGTTTGGTAAAGATGGCATTTCACCATGTT 
GTACAGGCTGGTCTCAAACXCCTAGGTTCACTTTGGCCTCCCAAAGTGCTGGGATTACAGACATGAACTGCCAGG 
CCCGGCCAAAATAATGCACCACTTTTAACAGAACAGACAGATGAGGACAGAGCTGGTGATAAAAAAAAAAAAAAA 
AAAGCATTTTCTAGATACCACTTAACAGGTTTGAGCTAGTTTTTTTGAAATCCAAAGAAAATTATAGTTTAAATT 
CAATTACATAGTCCAGTGGTCCAACTATAATTATAATCAAAATCAATGCAGGTTTGTTTTTTGGTGCTAATATGA 
CATATGACAATAAGCCACGAGGTGCAGTAAGTACCCGACTAAAGTTTCCGTGGGTTCTGTCATGTAACACGACAT 
GCTCCACCGTCAGGGGGGAGTATGAGCAGAGTGCCTGAGTTTAGGGTCAAGGACAAAAAACCTCAGGCCTGGAGG 
AAGTTXTGGAAAGAGTTCAAGTGTCTGTATATCCTATGGTCTTCTCCATCCTCACACCTTCTGCCtTTGTCCTGC 
TCCCTTTTAAGCCAGGTTACATTCTAAAAATTCTTAACTTTTAACATAATATTTTATACCAAAGCCAATAAATGA 
ACTGCATATGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAJUVAAAAAAAAAAAAAAAAAAAA 
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FIGURE 539 

MGNSCYNIVATLLLVLNFERTRSLQDPCSNCPAGTFCDNNRNQICSPCPPNSFSSAGGQRTCDICRQCKGVFRTR 
KECSSTSNAECDCTPGFHCLGAGCSMCEQDCKQGQELTKKGCKDCCFGTFNDQKRGICRPWTNCSLDGKSVLVNG 
TKERDWCGPSPADLSPGASSVTPPAPAREPGHSPQIISFFLALTSTALLFLLFFLTLRFSWKRGRKKLLYIFK 
QPFMRPVQTTQEEDGCSCRFPEEEEGGCEL 
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FIGURE 540A 

ACGGCXGCGAGAAGACGACAGAAGGGGAGAGGXGAAXAXXAXXGAATGZUUUVXGGCXGACAGAAGXGGGAAGAXX 
ATTCCAGGACAAGTGTATATTGAGGTGGAATATGATTATGAATATGAAGCAAAGGACAGAAAGATTGTGATAAAA 
CAAGGGGAGAGGTACATCTTGGTGAAAAAGACCAATGATGACTGGTGGCAAGTCAAGCCAGATGAAAACTCCAAA 
GCGTTTTATGTGCCAGCCCAGTATGTGAGGGAGGTCACGCGCAAAGCTCTCATGCCACCTGTTAAGCAGGTAGCT 
GGTCTGCCAAATAACTCCACGAAAATAATGCAGAGTTTGCATCTTCAGAGATCAACAGAAAATGTGAACAAATTG 
CCTGAGCTTTCAAGTTTCGGAAAGCCATCGTCATCTGTTCAAGGAACAGGTCTXATTCGTGATGCCAATCAGAAT 
TTTGGACCCAGTTATAATCAAGGTCAGACTGTCAACCTAAGCCTGGACCTGACCCATAATAACGGAAAGTTTAAC 
AATGACTCACATTCTCCTAAAGTTTCCAGCCAGAATAGGACACGCTCATTTGGTCATTTTCCCGGTCCAGAGTTC 
TTGGATGTAGAGAAAACTAGCTTCTCCCAGGAACAATCTTGTGATTCCGCAGGAGAAGGCTCTGAAAGAATACAT 
CAAGATTCTGAATCTGGTGATGAACTTAGCAGCAGCTCCACTGAACAGATAAGGGCAACCACACCTCCAAATCAA 
GGAAGGCCAGATTCTCCTGTCTATGCTAACCTTCAAGAACTGAAAATATCCCAGTCTGCXCTTCCCCCACTTCCT 
GGGAGCCCGGCAAXXCAGAXXAAXGGAGAAXGGGAAACXCAXAAAGACAGCXCAGGGCGXXGCXAXXACXAXAAC 
AGAGGGACACAGGAAAGAACTTGGAAACCTCCTCGTTGGACCCGGGATGCAAGCATCAGCAAAGGAGATTTCCAA 
AATCCAGGGGATCAAGAGTGGCTCAAGCATGTTGATGATCAAGGTAGACAATATTACTACAGTGCAGACGGATCT 
CGGTCAGAATGGGAATTGCCAAAGTATAATGCTTCATCCCAGCAGCAAAGAGAAATAATTAAAAGTAGGAGCCTG 
GACAGGCGGCTGCAAGAACCAATAGTATTAACAAAGTGGAGACATAGCACCATTGTATTGGACACTAATGATAAG 
GAATCTCCAACTGCCTCAAAACCCTGCTTTCCTGAAAATGAGTCTTCTCCCTCCTCACCAAAGCACCAAGATACA 
GATCAAGAGAAATATGGATTATTAAATGTAACAAAAATTGCTGAAAATGGGAAAAAGGTTCGAAAGAACTGGTTG 
TCTTCTTGGGCGGTGTTGCAGGGTTCATCTTTACTTTTTACCAAAACTCAAGGAAGTAGCACAAGTTGGTTTGGC 
AGTAATCAGTCCAAACCAGAGTTCACAGTGGACCTCAAGGGGGCAACAATTGAGATGGCTTCAAAGGATAAATCC 
AGCAAAAAGAATGTATTTGAGCTGAAAACTCGTCAAGGAACAGAACTGCTAATTCAGTCTGACAATGACACTGTT 
ATTAATGATTGGTTTAAAGTTCTTAGTAGTACAATCAATAATCAGGCAGTAGAAACTGATGAAGGAATTGAAGAG 
GAGATACCGGATTCACCAGGAATAGAAAAGCATGATAAAGAAAAGGAACAAAAGGATCCCAAAAAGCTTCGTTCC 
TTTAAAGTATCTAGCATAGATTCTTCAGAACAGAAAAAAACCAAGAAAAACTTAAAGAAGTTTCTTACACGACGC 
CCCACTTTGCAAGCTGTTCGTGAAAAAGGTTATATTAAAGATCAGGTATXTGGATCCAATCTCGCTAATCTGTGT 
CAGAGAGAGAAXGGCACAGXACCAAAGXXXGXGAAGXXAXGXAXXGAACAXGXXGAAGAACAXGGXXXGGAXAXX 
GATGGGAXAXACAGAGXAAGXGGCAACCXCGCAGXGAXCCAGAAACXAAGGXXXGCAGXCAAXCAXGAXGAGAAA 
XXGGACXXGAAXGACAGXAAAXGGGAAGAXAXXCAXGXCAXXACXGGAGCCCXCAAAAXGXXXXXXCGAGAAXXA 
CCAGAACCXCXXXXXACAXXXAAXCAXTXXAAXGAXXXXGXXAAXGCAAXXAAGCAAGAACCAAGACCGCGAGXC 
GCXGCXGXXAAGGACCXAAXCAGACAGXXGCCAAAGCCAAACCAAGACACAAXGCAGAXXCXXXXCCGACAXCXC 
AGAAGAGXXAXAGAAAAXGGAGAGAAAAAXCGAAXGACCXAXCAGAGXAXAGCAAXXGXXXXXGGXCCCACXCXA 
XXAAAACCAGAAAAAGAGACXGGXAAXAXAGCAGXXCATACXGXGXACCAGAAXCAGAXXGXAGAAXXAAXXCXX 
CXGGAACXGAGXXCCAXCXXCGGACGXTGAXXCXXACXGAAGACAACCXGXGGAAXAGAAGCXGGAXXCCAXCAG 
AXXTCAAAXGXTXAXACACAAXGXAXXXXAXXXXXXGGACCAAGCAGXGACXCXXXGAXXXXGCACXXXXXXXXX 
GAGGGAXCAGAAGGGAAGGGGAGAGXCGAGAXGXGXGXXAGGCCCXCAXAXXXGCXGCXXXGXXGCAAGXXGAXA 
XAACXGCGXGXAAXXAXGAAXXCAXXXXAXCCXGAAXGXXXGCAXXXCAXACXCXGAAXXXCAGXAAAAAXCAAA 
ACXXAAAAXXCXAACCAGXCAXAXACACXGGAXAAXXXGGXAAGAAAACXGXAXXXXXXXXCCCXGAAAXXGGAX 
AAXGXACXXXCXXCXCAAGAXXCAXGACXXGAXAGAACAAXACXXXCAGXXAXGXXGCAAAGGCXCXXGGGCAXX 
XXAAACAAAAXGAAGXAXAXCCAXXXXGAAACCXGXGXAXXXCXXXXXCGGGGXXXCXGCAXGCAGXGGCAGXCX 
XAAGXGCCAAAAXXCAXXAXAACCCCAAAAXAACCCCXXGAXGAAGGCXXGCXGXCXXXXACXGXGXXACACAGC 
AXCCTXACXGGAXAXCXXAGXXGCXXGXXXGGGCAGCACACXAAXAXXACXXAAAACACXGXGAXAXACXGGAGX 
XXXAGXXAGCGGAAGXCAGXXCAGGGCAXXXXAGGGCXGXCXXGCXAXACXGAAXXGXAGCXAACAAXCCXAAXX 
AXAXCXAGXACCAXACXGAGXXAXTGGXAXGACCCXGXGGAAACACACAXXAXXXXAXGXAAAXAXAGGCXAAAG 
ACXXAAXGXCCXXXAGCXXGXGXAXAXAAXXGXGXXGXAXAGXCXCAGAGXACAXXCXAACCCXACAXXXCXAAX 
CAXXGXXAXXGGXAAXCXXXXCXGXGAAXAXXAGGXXXCCXCCAGAAAXAGXCCGXXAXXXGGGAAAGXXAACXG 
XGXGCACXXXXAGAXAXXAACXACAXXXACAGGCAAAXCACXGXAAXGAGAAXGGXACXGGAAAAAXACXGAAXA 
GACXXGCXAAAXGGCACAXGCACXACAAGAGGAACCXXXXGGGXXAXXXAAXATGXACAGAAAACAXXAGAAAAA 
AXXXAXXACAGAAXXCXAAXXCCAGXAXGAAXAGXGGAAACCCACCXGXAAAXXAGAXGGAXGXXGGAXGGAAAA 
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FIGURE 540B 

TGACATTGCTAAATTTGAGAATTTCTTTTTACCTACTAATGTAGATTGCTTTGTATAATAAAACACAGGGTTTGG 
AAGGTTTTGTTACAGGGAGCATGGTCTGTTGAAGATTTTTAAAATGTATTTTTCTAGATTAACTTCTGTACATGA 
AATGTCTAATAAAACTCTAAGAGGCTTAGAGATTTTTCCATTGGAAATGTGCATTTTGGTTTCTAATTTTTTTGT 
TTTTTCATTTACTGGCATACTGTTATACCTCATTTTTAAAAATCAACTGAATCCAATATTTCCTGTGGCAAATAA 
CACTTTCCTCATTTCATACCTTTTCTCCTCTCTTCCATGCCAACATTTCTCCACCCACAACGTACACTTTTTATT 
TCTCCATCAATATTTGAAAGCGAGTGATTTGTGACCAGGATTTTTTTTTCTTAGGGTTGCATTTATAATTTACAG 
ATTGCCTTCCTTGGGAACAAGTATTTTTTTGTATGATCTGTCTAAAAACCTCTCACCTGAATTTTGTGGTAGAAA 
GTCTGTATTTGTTGTTGTGAGCGTGTTAAATTGATAACAAACCAAACTACTTGATAGCTAAAGCAGATTGTTTCG 
GGTGGGGAGAAAAAGCCCTAAATCAGAATGTTTATATTTGCCTAAAGTXGTCCTTAATAATACAATATGCTTTAG 
ATCTTGCTTATTTAGTGATTGTATACCAGGAAAACAATTAGACTCAAATCAGTGATGTTCTTGTTCTTGGTGTTC 
ATGAACATATATCAAAGATTAAAATTGTCCTGTGTTTCTTGTTTCAAGGTACGTGTGTGTGTGTGTGTGTGTGTG 
TGTGTGTGTGTGTGTGTGAAGTCTTAAATGTTTTATTAGTCTACAGCTAATCAGTTTATTGTAATATTGTATGTA 
CAGTGAGATTAATGTCTTGCGTTTTCATCCTTTGTGAATTAAAAATTCTCACTTGTTTTGTAATAACAAAGCTAG 
TAATATTTTCCTGTCTTGACAGCTTGGTTTTATAGTAGAAAATATATTAAAAGCTGAAATAAATTATCAGTGGAA 
TTTTAAAAAAGAAAAAAAAAAAAAAAAA 
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FIGURE 541 

MKMADRSGKIIPGQVYIEVEYDYEYEAKDRKIVIKQGERYILVKKTNDDWWQVKPDENSKAFYVPAQYVREVT^ 
ALMPPVKQVAGLPNNSTKIMQSLHLQRSTENVNKLPELSSFGKPSSSVQGTGLIRDANQNFGPSYNQGQTVNLSL 
DLTHNNGKFNNDSHSPKVSSQNRTRSFGHFPGPEFLDVEKTSFSQEQSCDSAGEGSERIHQDSESGDELSSSSTE 
QIRATTPPNQGRPDSPVYANLQELKISQSALPPLPGSPAIQINGEWETHKDSSGRCYYYNRGTQERTWKPPRWTR 
DAS I SKGDFQNPGDQEWLKHVDDQGRQYYYSADGSRSEWELPKYNASSQQQRE I IKSRSLDRRLQEP I VLTKWRH 
STIVLDTNDKESPTASKPCFPENESSPSSPKHQDTDQEKYGLLNVTKIAENGKKVRKNWLSSWAVLQGSSLLFTK 
TQGSSTSWFGSNQSKPEFTVDLKGATIEMASKDKSSKKNVFELKTRQGTELLIQSDNDTVINDWFKVLSSTINNQ 
AVETDEG IEEE IPDSPGIEKHDKEKEQKDPKKLRSFKVSS IDS SEQKKTKKNLKKFLTRRPTLQAVREKGYIKDQ 
VFGSNLANLCQRENGTVPKFVKLCIEHVEEHGLDIDGIYRVSGNLAVIQKLRFAVNHDEKLDLNDSKWEDIHVIT 
GALICMFFRELPEPLFTFNHFNDFVNAIKQEPRPRVAAVKDLIRQLPKPNQDTMQILFRHLRRVIENGEKNRMTYQ 
SIAIVFGPTLLKPEKETGNIAVHTVYQNQIVELILLELSSIFGR 
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FIGURE 542 

ATGACCATGGAAACAGTTGAATCCCAGCATGATGGAAGTATAACAGCTTCTTTGACAGAGAGCAAGTCTGCTCAT 
GTGCAGACTCAGACTGGGCAAATTTCAATCCCTGCTTTAGCTCAGTGCAGTGAGCTGAGATCAGGCACCAGAAGA 
GGCTCCCCAGCTGTAACTCTAGTGCAGTTACCTTCGGGCCAAACTATACATGTCCAGGGAGTAATTCAGACACCA 
CAGCCATGGGTTATTCAGTCATCAGAAATACACACCGTTCAGGTAGCAGCAATTGCAGAGACAGATGAATCTGCA 
GAATCAGAAGGTGTAATTGATTCTCATAAACGTAGAGAAATCCTTTCACGAAGACCCTCTTATAGGAAAATACTG 
AATGAACTGTCCTCTGATGTGCCTGGTGTTCCCAAGATTGAAGAAGAGAGATCAGAGGAAGAAGGAACACCACCT 
AGTATTGCTACCATGGCAGTACCAACTAGCATATATCAGACTAGCACGGGGCAATACATTGCTATAGCCCAAGGT 
GGAACAATCCAGATTTCTAACCCAGGATCTGATGGTGTTCAGGGACTGCAGGCATTAACAATGACAAATTCAGGA 
GCTCCTCCACCAGGTGCTACAATTGTACAGTACGCAGCACAATCAGCTGATGGCACACAGCAGTTCTTTGTCCCA 
GGCAGCCAGGTTGTTGTTCAAGCTGCCACTGGTGACATGCCAACTTACCAGATCCGAGCTCCTACTGCTGCTTTG 
CCACAGGGAGTGGTGATGGCTGCATCGCCCGGAAGTTTGCACAGTCCCCAGCAGCTGGCAGAAGAAGCAACACGC 
AAACGAGAGCTGAGGCTAATGAAAAACAGAGAAGCTGCCCGGGAGTGTCGCAGGAAGAAGAAAGAATATGTCAAA 
TGTCTTGAAAATCGTGTGGCTGTGCTTGAAAACCAAAACAAGACTCTCATTGAGGAACTCAAGGCCCTCAAAGAT 
CTTTATXGCCATAAAGTAGAGTAACTGTCTTTGACTTGGACCTTGTTTACTCTAATCAAGGCAGGAGATGCAGCA 
GTCCTACTTATTGCCATGTGGACTTGTGGGAAGGACACGTGTGACCCTTAAGAATCCAGTTTGGATTAGTGTTTG 
AAATTGAATTGGGAATGTTGTTCCAGGATGTGGAATGCAGCGTGATCACACTTACCGAGCTTACTTTGATCTGTT 
TGTCAATAGCATGCAAAAAATGCTTTGTTTGCCCTTTGCTTCTGCTTTTTTTCAGGGAAGCTGCCAAAGAATGTC 
GACGTCGAAAGAAAGAATATGTAAAATGCCTGGAGAGCCGAGTTGCAGTGCTGGAAGTCCAGAACAAGAAGCTTA 
TAGAGGAACTTGAAACCTTGAAAGACATTTGTTCTCCCAAAACTGATTACTAGAAATATTTAACTATGAACTGAT 
TACAGA 
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FIGURE 543 

MTMETVESQHDGSITASLTESKSAHVQTQTGQISIPALAQCSELRSGTRRGSPAVTLVQLPSGQTIHVQGVIQTP 
QPWVIQSSEIHTVQVAAIAETDESAESEGVIDSHKRREILSRRPSYRKILNELSSDVPGVPKIEEERSEEEGTPP 
SIATMAVPTSIYQTSTGQYIAIAQGGTIQISNPGSDGVQGLQALTMTNSGAPPPGATIVQYAAQSADGTQQFFVP 
GSQVWQAATGDMPTYQIRAPTAALPQGVVMAASPGSLHSPQQLAEEATRKRELRLMKNREAAP£CRRKKKEYVK 
CLENRVAVLENQNKTLIEELKALKDLYCHKVE 
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FIGURE 544 

GAATTCGGCCAAAGAGGCCTATGCTTCTCTGAAGACTTGCAGCAAGGCTTGCTGAGGCTCACAGAAGATAGCCCC 
AGTGTTTTGGAGTGGTTTTGAATGTGATTCTGAGATCAGACTGACTGAGCTGGAATCCTGGCTTTATATCTTACC 
AGCTACACAACCTTGGAGTCTTAGAAATTTTTTCTTTTCAATAAGCAGTCATCCTTACTTTCCCTCAAG ATGA CA 
AACAGTTCGTTCTTCTGCCCAGTTTATAAAGATCTGGAGCCATTCACGTATTTTTTTTATTTAGTTTTCCTTGTT 
GGAATTATTGGAAGTTGTTTTGCAACCTGGGCTTTTATACAGAAGAATACGAATCACAGGTGTGTGAGCATCTAC 
TTAATTAATTTGCTTACAGCCGATTTCCTGCTTACTCTGGCATTACCAGTGAAAATTGTTGTTGACTTGGGTGTG 
GCACCTTGGAAGCTGAAGATATTCCACTGCCAAGTAACAGCCTGCCTCATCTATATCAATATGTATTTATCAATT 
ATCTTCTTAGCATTTGTCAGCATTGACCGCTGTCTTCAGCTGACACACAGCTGCAAGATCTACCGAATACAAGAA 
CCCGGATTTGCCAAAATGATATCAACCGTTGTGTGGCTAATGGTCCTTCTTATAATGGTGCCAAATATGATGATT 
CCCATCAAAGACATCAAGGAAAAGTCAAATGTGGGTTGTATGGAGTTTAAAAAGGAATTTGGAAGAAATTGGCAT 
TTGCTGACAAATTTCATATGTGTAGCAATATTTTTAAATTTCTCAGCCATCATTTTAATATCCAATTGCCTTGTA 
ATTCGACAGCTCTACAGAAACAAAGATAATGAAAATTACCCAAATGTGAAAAAGGCTCTCATCAACATACTTTTA 
GTGACCACGGGCTACATCATATGCTTTGTTCCTTACCACATTGTCCGAATCCCGTAXACCCTCAGCCAGACAGAA 
GTCATAACTGATTGCTCAACCAGGATTTCACTCTTCAAAGCCAAAGAGGCTACACTGCTCCTGGCTGTGTCGAAC 
CTGTGCTTTGATCCTATCCTGTACTATCACCTCTCAAAAGCATTCCGCTCAAAGGTCACTGAGACTTTTGCCTCA 
CCTAAAGAGACCAAGGCTCAGAAAGAAAAATTAAGATGTGAAAATAATGCATAAAAGACAGGATTTTTTGTGCTA 
CCAATTCTGGCCTTACrGGACCATAAAGTTAATTATAGCTTTGAAAGATAAAAAAAAAAAAAAAGCGGCCGC 



WO 2004/043361 



PCT/US2003/035268 



608/1629 

FIGURE 545 

MTNSSFFCPVYKDLEPFTYFFYLVFLVGIIGSCFATWAFIQKNTNHRCVSIYLINLLTADFLLTLALPVKIWDL 
GVAPWKLKIFHCQVTACLIYINMYLSIIFLAFVSIDRCLQLTHSCKIYRIQEPGFAKMISTVVWLMVLLIMVPNM 
MIP IKD IKEKSNVGCMEFKKEFGRNWHLLTNF I CVAIFLNFSAI ILI SNCLVIRQL YRNKDNENYPNVKKAL INI 
LLVTTGYIICFVPYHIVRIPYTLSQTEVITDCSTRISLFKAKEATLLLAVSNLCFDPILYYHLSKAFRSKVTETF 
ASPKETKAQKEKLRCENNA 
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FIGURE 546 

GAATTCGGCACGAGTCAGGGAAGCAGCCCCGGCGGCCAGCAGGGAGCTCAGGACAGAGCAGGCTCCCTGGGAAGC 
CTCCGGGTGATAGGGGTGTTCCAGCTGCGGCGCTCTGGGGGTTCAGAGGGGGATCTTGAATGAACAAATGAATGA 
ACTGCTTTCTGGGCAAACAGCCACAGCCAGAGGAGCCTGTGATTGGCAGAAAGAAGCCAGGGTGTGCAAGTCTCC 
CCAACAGCCTCGAGTGGCCTGCAGTCACAGGGAACCCTCAGGAAGACCTTCCGGGCAGAGACCAGAGGGAAGCCC 
ATCTCTCCAGCAGAACTGCTTGGATTTTTCTACCAGGAGGCTCAGGGCTCTGCAACAATGATAGCAGAAGCTGAT 
GGCATCTAGAGATCTAGGCTGGGACTAGCACAGCATCACTTCTACCACTTTCTGTTGGTCACAGCAACTCACCAT 
GCCAGTGCAGATTCAAGGGGAGGAGAAATAGAGTCCACTTCTTGATGGGAGGCGTGACATAGA ATGG AGGATGAA 
GATTACAACACTTCCATCAGTTACGGTGATGAATACCCTGATTATTTAGACTCCATTGTGGTTTTGGAGGACTTA 
TCCCCCTTGGAAGCCAGGGTGACCAGGATCTTCCTGGTGGTGGTCTACAGCATCGTCTGCTTCCTCGGGATTCTG 
GGCAATGGTCTGGTGATCATCATTGCCACCTTCAAGATGAAGAAGACAGTGAACATGGTCTGGTTCCTCAACCTG 
GCAGTGGCAGATTTCCTGTTCAACGTCTTCCTCCCAATCCATATCACCTATGCCGCCATGGACTACCACTGGGTT 
TTCGGGACAGCCATGTGCAAGATCAGCAACTTCCTTCTCATCCACAACATGTTCACCAGCGTCTTCCTGCTGACC 
ATCATCAGCTCTGACCGCTGCATCTCTGTGCTCCTCCCTGTCTGGTCCCAGAACCACCGCAGCGTTCGCCTGGCT 
TACATGGCCTGCATGGTCATCTGGGTCCTGGCTTTCTTCTTGAGTTCCCCATCTCTCGTCTTCCGGGACACAGCC 
AACCTGCATGGGAAAATATCCTGCTTCAACAACTTCAGCCTGTCCACACCTGGGTCTTCCTCGTGGCCCACTCAC 
TCCCAAATGGACCCTGTGGGGTATAGCCGGCACATGGTGGTGACTGTCACCCGCTTCCTCTGTGGCTTCCTGGTC 
CCAGTCCTCATCATCACAGCTTGCTACCTCACCATCGTGTGCAAACTGCAGCGCAACCGCCTGGCCAAGACCAAG 
AAGCCCTTCAAGATTATTGTGACCATCATCATTACCTTCTTCCTCTGCTGGTGCCCCTACCACACACTCAACCTC 
CTAGAGCTCCACCACACTGCCATGCCTGGCTCTGTCTTCAGCCTGGGTTTGCCCCTGGCCACTGCCCTTGCCATT 
GCCAACAGCTGCATGAACCCCATTCTGTATGTTTTCATGGGTCAGGACTTCAAGAAGTTCAAGGTGGCCCTCTTC 
TCTCGCCTGGTCAATGCTCTAAGTGAAGATACAGGCCACTCTTCCTACCCCAGCCATAGAAGCTTTACCAAGATG 
TCATCAATGAATGAGAGGACTTCTATGAATGAGAGGGAGACCGGCATGCTTTGATCCTCACTGTGGAACCCCTCA 
ATGGACTCTCTCAACCCAGGGACACCCAAGGATAXGTCTTCTGAAGATCAAGGCAAGAACCTCTTTAGCATCCAC 
CAATTTTCACTGCATTTTGCATGGGATGAACAGTGTTTTATGCTGGGAATCTAGGGCCTGGAACCCCTTTCTTCT 
AGTGGACAGAACATGCTGTGTTCCATACAGCCTTGGACTAGCAATTTATGCTTCTTGGGAGGCCAGCCTTGACTG 
AC T C AAAG C AAAAAAGG AAG AA T T C 
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FIGURE 547 

MEDEDYNTSISYGDEYPDYLDSIWLEDLSPLEARVTRIFLV^ 

FLNLAVADFLFNWLPIHITYAAMDYHWWGTAMCKISNFLLIHNMFTSWLLTIISSDRCISVLLPVWSQNHRS 
VRLAYMAC^IWVLAFFLSSPSLVFRDTANLHGKISCFNNFSLSTPGSSSWPTHSQMDPVGYSRHM 
GFLVPVLIITACYLTIVCKLQRNRLAKTKKPFKIIVTIIITFFLCWCPYHTLNLLELHHTAMPGSVFSLGLPLAT 
ALAIANSCMNPILYVFMGQDFKKFKVALFSRLVNALSEDTGHSSYPSHRSFTKMSSMNERTSMNERETGML 
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FIGURE 548 

TGAAGGCTGGTTGTTCAGACTGAGCTTCCTGCCTGCCTGTACCCCGCCAACAGCTTCAGAAGAAGGTGACTGGTG 
GCTGCCTGAGGAATACCAGTGGGCAAGAGAATTAGCATTTCTGGAGCATCTGCTGTCTGAGCAGCCCCTGGGTGC 
GTCCACTTTCTGGGCACGTGAGGTTGGGCCTTGGCCGCCTGAGCCCTTGAGTTGGTCACTTGAACCTTGGGAATA 
TTGAGATTATATTCTCCTGCCTTTTAAAAAGATGGACTTCAGCAGAAATCTTTATGATATTGGGGAACAACTGGA 
CAGTGAAGATCTGGCCTCCCTCAAGTTCCTGAGCCTGGACTACATTCCGCAAAGGAAGCAAGAACCCATCAAGGA 
TGCCTTGATGTTATTCCAGAGACTCCAGGAAAAGAGAATGTTGGAGGAAAGCAATCTGTCCTTCCTGAAGGAGCT 
GCTCTTCCGAATTAATAGACTGGATTTGCTGATTACCTACCTAAACACTAGAAAGGAGGAGATGGAAAGGGAACT 
TCAGACACCAGGCAGGGCTCAAATTTCTGCCTACAGGTTCCACTTCTGCCGCATGAGCTGGGCTGAAGCAAACAG 
CCAGTGCCAGACACAGTCTGTACCTTTCTGGCGGAGGGTCGATCATCTATTAATAAGGGTCATGCTCTATCAGAT 
TTCAGAAGAAGTGAGCAGATCAGAATTGAGGTCTTTTAAGTTTCTTTTGCAAGAGGAAATCTCCAAATGCAAACT 
GGATGATGACATGAACCTGCTGGATATTTTCATAGAGATGGAGAAGAGGGTCATCCTGGGAGAAGGAAAGTTGGA 
CATCCTGAAAAGAGTCTGTGCCCAAATCAACAAGAGCCTGCTGAAGATAATCAACGACTATGAAGAATTCAGCAA 
AGGGGAGGAGTTGTGTGGGGTAATGACAATCTCGGACTCTCCAAGAGAACAGGATAGTGAATCACAGACTTTGGA 
CAAAGTTTACCAAATGAAAAGCAAACCTCGGGGATACTGTCTGATCATCAACAATCACAATTTTGCAAAAGCACG 
GGAGAAAGTGCCCAAACTTCACAGCATTAGGGACAGGAATGGAACACACTTGGATGCAGGGGCTTTGACCACGAC 
CTTTGAAGAGCTTCATTTTGAGATCAAGCCCCACGATGACTGCACAGTAGAGCAAATCTATGAGATTTTGAAAAT 
CTACCAACTCATGGACCACAGTAACATGGACTGCTTCATCTGCTGTATCCTCTCCCATGGAGACAAGGGCATCAT 
CTATGGCACTGATGGACAGGAGGCCCCCATCTATGAGCTGACATCTCAGTTCACTGGTTTGAAGTGCCCTTCCCT 
TGCTGGAAAACCCAAAGTGTTTTTTATTCAGGCTTGTCAGGGGGATAACTACCAGAAAGGTATACCTGTTGAGAC 
TGATTCAGAGGAGCAACCCTATTTAGAAATGGATTTATCATCACCTCAAACGAGATATATCCCGGATGAGGCTGA 
CTTTCTGCTGGGGATGGCCACTGTGAATAACTGTGTTTCCTACCGAAACCCTGCAGAGGGAACCTGGTACATCCA 
GTCACTTXGCCAGAGCCTGAGAGAGCGATGTCCTCGAGGCGATGATATTCTCACCATCCTGACTGAAGTGAACTA 
TGAAGTAAGCAACAAGGATGACAAGAAAAACATGGGGAAACAGATGCCTCAGCCTACTTTCACACTAAGAAAAAA 
ACTTGTCTTCCCTTCTGATTGATGGTGCTATTTTGTTTGTTTXGTTTTGTTTTGTTTTTTTGAGACAGAATCTCG 
CTCTGTCGCCCAGGCTGGAGTGCAGTGGCGTGATCTCGGCTCACCGCAAGCTCCGCCTCCCGGGTTCAGGCCATT 
CTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGGGGCCCGCCACCACACCTGGCTAATTTTTTAAAAATATT 
TTTAGTAGAGACAGGGTTTCACTGTGTTAGCCAGGGTGGTCTTGATCTCCTGACCTCGTGATCCACCCACCTCGG 
CCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCGCCTGGCCGATGGTACTATTTAGATATAACACTATGT 
TTATTTACTAATTTTCTAGATTTTCTACTTTATTAATTGTTTTGCACTTTTTTATAAGAGCTAAAGTTAAATAGG 
ATATXAACAACAATAACACTGTCTCCTTTCTCTTACGCTTAAGGCTTTGGGAATGTTTTTAGCTGGTGGCAATAA 
ATACCAGACACGTACAAAATCCAGCTATGAATATAGAGGGCTTATGATTCAGATTGTTATCTATCAACTATAAGC 
CCACTGTTAATATTCTATTAACTTTAATTCTCTTTCAAAGCTAAATTCCACACTACCACATTAAAAAAATTAGAA 
AGTAGCCACGTATGGTGGCTCATGTCTATAATCCCAGCACTTTGGGAGGTTGAGGTGGGAGGATTTGCTTGAACC 
CAAGAGGTCCAAGGCTGCAGTGAGCCATGTTCACACCGCTGCACTCAAGCTTGGGTGACAGAGCAAGACCCCGTC 
CCCAAAAAAATTTTTTTTTTAATAAACCCAAATTTGTTTGAAAACTTTTAAAAATTCAAATGATTTTTACAAGTT 
TTAAATAAGCTCTCCCCAAACTTGCTTTATGCCTTCTTATTGCTTTTATGATATATATATGCTTGGCTAACTATA 
TTTGCTTTTTGCTAACAATGCTCTGGGGTCTTTTTATGCATTTGCATTTGCTCTTTCATCTCTGCTTGGATTATT 
TTAAATCATTAGGAATTAAGTTATCTTTAAAATTTAAGTATCTTTTTTCCAAAACATTTTTTAATAGAATAAAAT 
ATAATTTGATCTTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 549 

MDFSRNLYDIGEQLDSEDLASLKFLSLDYIPQRKQEPIKDALMLFQRLQEKRMLEESNLSFLKELLFRINRLDLL 
ITYLNTRKEEMERELQTPGRAQISAYRFHFCRMSWAEANSQCQTQSVPFWRRVDHLLIRVMLYQISEEVSRSELR 
SFKFLLQEEISKCKLDDDMNLLDIFIEMEKRVILGEGKLDILKRVCAQINKSLLKIINDYEEFSKGEELCGVMTI 
SDSPREQDSESQTLDKVYQMKSKPRGYCLIINNHNFAKAREKVPKLHSIRDRNGTHLDAGALTTTFEELHFEIKP 
HDDCTVEQIYEILKIYQLMDHSNMDCFICCILSHGDKGIIYGTDGQEAPIYELTSQFTGLKCPSLAGKPKVFFIQ 
ACQGDNYQKGIPVETDSEEQPYLEMDLSSPQTRYIPDEADFLLGMATVNNCVSYRNPAEGTWYIQSLCQSLRERC 
PRGDDILTILTEVNYEVSNKDDKKNMGKQMPQPTFTLRKKLVFPSD 
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FIGURE 550 

GTTTTTTTCCCTTCTGAGCA ATGG AGCTTACCATCTTTATCCTGAGACTGGCCATTTACATCCTGACATTTCCCT 
TGTACCTGCTGAACTTTCTGGGCTTGTGGAGCTGGATATGCAAAAAATGGTTCCCCTACTTCTTGGTGAGGTTCA 
CTGTGATATACAACGAACAGATGGCAAGCAAGAAGCGGGAGCTCTTCAGTAACCTGCAGGAGTTTGCGGGCCCCT 
CCGGGAAACTCTCCCTGCTGGAAGTGGGCTGTGGCACGGGGGCCAACTTCAAGTTCTACCCACCTGGGTGCAGGG 
TGACCTGTATTGACCCCAACCCCAACTTTGAGAAGTTTTTGATCAAGAGCATTGCAGAGAACCGACACCTGCAGT 
TTGAGCGCTTTGTGGTAGCTGCCGGGGAGAACATGCACCAGGTGGCTGATGGCTCTGTGGATGTGGTGGTCTGCA 
CCCTGGTGCTGTGCTCTGTGAAGAACCAGGAGCGGATTCTCCGCGAGGTGTGCAGAGTGCTGAGACCGGGAGGGG 
CTTTCTATTTCATGGAGCATGTGGCAGCTGAGTGTTCGACTTGGAATTACTTCTGGCAACAAGTCCTGGATCCTG 
CCTGGCACCTTCTGTTTGATGGGTGCAACCTGACCAGAGAGAGCTGGAAGGCCCTGGAGCGGGCCAGCTTCTCTA 
AGCTGAAGCTGCAGCACATCCAGGCCCCACTGTCCTGGGAGTTGGTGCGCCCTCATATCTATGGATATGCTGTGA 
A ATAG TGTGAGCTGGCAGTTAAGAGCTGAATGGCTCAAAGAATTTAAAGCTTCAGTTTTACATTTAAAATGCTAA 
GTGGGAGAAGAGAAACCTTTTTTTTGGGGGGCGGTTTTTTTGGTTTGTTGTTGGTTTTTTTTTTTTTTTTGGCAA 
GACTCCGTCTCAAAAAAAAAAAAAAAAAAAAAAAGAAGTAGAGACAGGGAGACAGGGTCTCACTGTGTTGCCTAG 
GCCGGTCTTGAACTCCTGGGCTCAAGTGATTCTCCCACCTTGACCTCCTAAATTGTTGGGATTACAGGTGTGAGA 
CAGTGCACCTGGCCGAAATAGCTCAAGTTTCTGAAAAACAAATCTGAATCTATTTGTTATTCTTAGCGTCACTGG 
TCTGGCTTTCAGAATTAACATACAAGGTTGCCACACCTAGTTCTGCCCAGCTTTATGTCTTTTATTCCAGTATTC 
CACCAAAGTTTGTTTTCCTGCATTCCAGTTCTCAAGTCTTAAGATAAAGATTGTACTTGACAGTTTAGTATATCC 
ATAAAACTATTTGAGGTGGTTAAGGTTCTTGGGTTCATTTTCCTTAATACTTTGCTGAATATTGTAGATTGTAGG 
CAATGAAAAAGTCTACTAAATTAGGAAAACCTTGAATAATTAGGTATCCTAGGTAAGAGCCCCTAAACATCAAGC 
AATCTGTGAGTCTGTAAAGAAATAAATATTTTTTGGATTATTCTTATCTAATTCCACCCCTGTTGGAAGATGATT 
TCTTTGTTCTTTGCAACTATGGAAGCTGTGAAAATCATCACAAGTGCCTCTGAAAGCGAGTGTTAGGTTGGTTAG 
AGGGTTTAATATTTTCTGCAATGGTTTGTAGGAATTTTAATAAATGTAGTATATTTTCTGAGATGATTTTGTAAA 
AGTACTATTTTA2UVTATCAAATCAACCAATAAA1TCACATTTGTGTTAGGAACAG 
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FIGURE 551 

MELTIFILRLAIYILTFPLYLLNFLGLWSWICKKWFPYFLVRFTVIYNEQMASKKRELFSNLQEFAGPSGKLSLL 
EVGCGTGANFKFYPPGCRVTCIDPNPNFEKFLIKSIAENRHLQFERFWAAGENMHQVADGSVDVWCTLVLCSV 
KNQERILREVCRVLRPGGAFYFMEHVAAECSTWNYFWQQVLDPAWHLLFDGCNLTRESWKALERASFSKLKLQHI 
Q AP L S WEL VRP H I YG YAVK 
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FIGURE 552 

GGGCAACGGAGGGGAAATAAAAGGGAACGGCTCCGAATCTGCCCCAGCGGCCGCTGCGAGACCTCGGCGCCGACA 
TCGCGACAGCGAAGCGCTTTGCACGCCAGGAAGGTCCCCTCTATGTGCTGCTGAGCCGGTCCTGGACGCGACGAG 
CCCGCCCTCGGTCTTCGGAGCAGAATTCGCAAAAACGGAAGGACTGGAA ATGG CAGACCATATGATGGCAATGAA 
CCACGGGCGCTTCCCCGACGGCACCAATGGGCTGCACCATCACCCTGCCCACCGCATGGGCATGGGGCAGTTCCC 
GAGCCCCCATCACCACCAGCAGCAGCAGCCCCAGCACGCCTTCAACGCCCTAATGGGCGAGCACATACACTACGG 
CGCGGGCAACATGAATGCCACGAGCGGCATCAGGCATGCGATGGGGCCGGGGACTGTGAACGGAGGGCACCCCCC 
GAGCGCGCTGGCCCCCGCGGCCAGGTTTAACAACTCCCAGTTCATGGGTCCCCCGGTGGCCAGCCAGGGAGGCTC 
CCTGCCGGCCAGCATGCAGCTGCAGAAGCTCAACAACCAGTATTTCAACCATCACCCCTACCCCCACAACCACTA 
CATGCCGGATTTGCACCCTGCTGCAGGCCACCAGATGAACGGGACAAACCAGCACTTCCGAGATTGCAACCCCAA 
GCACAGCGGCGGCAGCAGCACCCCCGGCGGCTCGGGCGGCAGCAGCACCCCCGGCGGCTCTGGCAGCAGCTCGGG 
CGGCGGCGCGGGCAGCAGCAACAGCGGCGGCGGCAGCGGCAGCGGCAACATGCCCGCCTCCGTGGCCCACGTCCC 
CGCXGCAATGCTGCCGCCCAATGTCATAGACACTGATTTCATCGACGAGGAAGTTCTTATGTCCTTGGTGATAGA 
AATGGGTTTGGACCGCATCAAGGAGCTGCCCGAACTCTGGCTGGGGCAAAACGAGTTTGATTTTATGACGGACTT 
CGTGTGCAAACAGCAGCCCAGCAGAGTGAGCTGT TGAC TCGATCGAAACCCCGGCGAAAGAAATCAAACCCCCAA 
CTTCTTCGGCGTGAATTAAAAGAAACATTCCCTTAGACACAGTATCTCACTTTTCAGATCTTG2UVAGGTTTGAGA 
ACTTGGAAACAAAGTAAACTATAAACTTGTACAAATTGGTTTTAAAAAAAATTGCTGCCACTTTTTTTCCTGTTT 
TTGTTTCGTTTTTGTAGCCTTGACATTCACCCACCTCCCTTATGTAGTTGAAATATCTAGCTAACTTGGTCTTTT 
TCGTTGTTTGTTTTTACTCCTTTCCCTCACTTTCTCCAGTGCTCAACTGTTAGATATTAATCTTGGCAAACTGCT 
TAATCTTGTGGATTTTGTAGATGGTTTCAAATGACTGAACTGCATTCAGATTTACGAGTGAAAGGAAAAATXGCA 
TTAGTTGGTTGCATGAACTTCGAAGGGCAGATATTACTGCACAAACTGCCATCTCGCTTCATTTTTTTAACTATG 
CATTTGAGTACAGACTAATTTTTAAAATATGCTAAACTGGAAGATTAAACAGATGTGGGCCAAACTGTTCTGGAT 
CAGGAAAGTCATACTGTTCACTTTCAAGTTGGCTGTCCCCCCCGCCGCCCCCCCCACCCCCATATGTACAGATGA 
TAATAGGGTGTGGAATGTCGTCAGTGGCAAACATTTCACAGATTTTTATTTTGTTTCTGTCTTCAACATTTTTGA 
CACTGTGCTAATAGTTATATTCAGTACATGAAAAGATACTACTGTGTTGAAAGCTTTTTAGGAAATTTTGACAGT 
ATTTTTGTACAAAACATTTTTTTGAAAAAATACTTGTTAATTTATTCTATTTTAATTTGCCAATGTCAATAAAAA 
GT TAAG AAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 553 

MADHMMAMNHGRFPDGTNGLHHHPAHRM 

GTVNGGHPPSALAPAARFNNSQFMGPPVASQGGSLPASMQLQKLNNQYFNHHPYPHNHYMPDLHPAAGHQMNGTN 
QHFRDCNPKHSGGSSTPGGSGGSSTPGGSGSSSGGGAGSSNSGGGSGSGNMPASVAHVPAAMLPPNVIDTDFIDE 
EVLMSLVI EMGLDRI KELP EL WLGQNEFD FMTD F VCKQQP S RVS C 
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FIGURE 554 

ACACGGACCAAGGAGTCTAACACGTGCGCGAGTCGGGGGCTCGCACGAAAGCCGCCGTGGCGCAATGAAGGTGAA 
GGCCGGCGCGCTCGCCGGCCGAGGTGGGATCCCGAGGCCTCTCCAGTCCGCCGAGGGCGCACCACCGGCCCGTCT 
CGCCCGCCGCGCCGGGGAGGTGGAGCACGAGCGCACGTGTTAGGACCCGAAAG ATGG TGAACTATGCCTGGGCAG 
GGCGAAGCCAGAGGAAACTCTGGTGGAGGTCCGTAGCGGTCCTGACGTGCAAATCGGTCGTCCGACCTGGGTATA 
GGGGCGGGCTCCAGGCGAGGCGGTCGACGCTCCTGAAAACTTGCGCGCGCGCTCGCGCCACTGCGCCCGGAGCGA 
TGAAGATGGTCGCGCCCTGGACGCGGTTCTACTCCAACAGCTGCTGCTTGTGCTGCCATGTCCGCACCGGCACCA 
TCCTGCTCGGCGTCTGGTATCTGATCATCAATGCTGTGGTACTGTTGATTTTATTGAGTGCCCTGGCTGATCCGG 
ATCAGTATAACTTTTCAAGTTCTGAACTGGGAGGTGACTTTGAGTTCATGGATGATGCCAACATGTGCATTGCCA 
TTGCGATTTCTCTTCTCATGATCCTGATATGTGCTATGGCTACTTACGGAGCGTACAAGCAACGCGCAGCCTGGA 
TCATCCCATTCTTCTGTTACCAGATCTTTGACTTTGCCCTGAACATGTTGGTTGCAATCACTGTGCTTATTTATC 
CAAACTCCATTCAGGAATACATACGGCAACTGCCTCCTAATTTTCCCTACAGAGATGATGTCATGTCAGTGAATC 
CXACCTGTTTGGTCCTTATTATTCTTCTGTTTATTAGCATTATCTTGACTTTTAAGGGTTACTTGATTAGCTGTG 
TTTGGAACTGCTACCGATACATCAATGGTAGGAACTCCTCTGATGTCCTGGTTTATGTTACCAGCAATGACACTA 
CGGTGCTGCTACCCCCGTATGATGATGCCACTGTGAATGGTGCTGCCAAGGAGCCACCGCCACCTTACGTGTCTG 
CCTAAGCCTTCAAGTGGGCGGAGCTGAGGGCAGCAGCTTGACTTTGCAGACATCTGAGCAATAGTTCTGTTATTT 
CACTTTTGCCATGAGCCTCTCTGAGCTTGTTTGTTGCTGAAATGCTACTTTTTAAAATTTAGATGTTAGATTGAA 
AACTGTAGTTTTCAACATATGCTTTGCTAGAACACTGTGATAGATTAACTGTAGAATTCTTCCTGTACGATTGGG 
GATATAATGGGCTTCACTAACCTTCCCTAGGCATTGAAACTTCCCCCAAATCTGATGGACCTAGAAGTCTGCTTT 
TGTACCTGCTGGGCCCCAAAGTTGGGCATTTTTCTCTCTGTTCCCTCTCTTTTGAAAATGTAAAATAAAACCAAA 
AATAGACAACTTTTTCTTCAGCCATTCCAGCATAGAGAACAAAACCTTATGGAAACAGGAATGTCAATTGTGTAA 
TCATTGTTCTAATTAGGTAAATAGAAGTCCTTATGTATGTGTTACAAGAATTTCCCCCACAACATCCTTTATGAC 
TGAAGTTCAATGACAGTTTGTGTTTGGGTGGTAAAGGATTTTCTCCATGGCCTGAATTAAGACCATTAGAAAGCA 
CCAGGCCGTGGGAGCAGXGACCATCTGCTGACTGTTCTTGTGGATCTTGTGTCCAGGGACATGGGGTGACATGCC 
TCGTATGTGTTAGAGGGTGGAATGGATGTGTTTGGCGCTGCATGGGATCTGGTGCCCCTCTTCTCCTGGATTCAC 
ATCCCCACCCAGGGCCCGCTTTTACTAAGTGTTCTGCCCTAGATTGGTTCAAGGAGGTCATCCAACTGACTTTAT 
CAAGTGGAATTGGGATATATTTGATATACTTCTGCCTAACAACATGGAAAAGGGXTTTCTTTTCCCTGCAAGCTA 
CATCCTACTGCTTTGAACTTCCAAGTATGTCTAGTCACCTTTTAAAATGTAAACATTTTCAGAAAAATGAGGATT 
GCCTTCCTTGTATGCGCTTTTTACCTTGACTACCTGAATTGCAAGGGATTTTTATATATTCATATGTTACAAAGT 
CAGCAACTCTCCTGTTGGTTCATTATTGAATGTGCTGTAAATTAAGTTGTTTGCAATTAAAACAAGGTTTGCCCA 
CAAAAAAAAAA 
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FIGURE 555 

MVN YAWAGRS QRKLWWRS VAVLTCKS VVRP G YRGGLQARRS TLLKTC ARARAT AP GAMKMVAP WTRF YSNS CCLC 
CHVRTGTILLGVWYLIINAWLLILLSALADPDQYNFSSSELGGDFEFMDDANMCIAIAISLLMILICAMATYGA 
YKQRAAWIIPFFCYQIFDFALNMLVAITVLIYPNSIQEYIRQLPPNFPYRDDVMSVNPTCLVLIILLFISIILTF 
KGYLISCVWNCYRYINGRNSSDVLVYVTSNDTTVLLPPYDDATVNGAAKEPPPPYVSA 
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FIGURE 556 

GGACAACCGGCTGGGGTCCTTGCGCGCCGCGGCTCAGGGAGGAGCACCGACTGCGCCGCACCCTGAGAGATGGTT 
GGTGCCATGTGGAAGGTGATTGTTTCGCTGGTCCTGTTGATGCCTGGCCCCTGTGATGGGCTGTTTCGCTCCCTA 
TACAGAAGTGTTTCCATGCCACCTAAGGGAGACTCAGGACAGCCATTATTTCTCACCCCTTACATTGAAGCTGGG 
AAGATCCAAAAAGGAAGAGAATTGAGTTTGGTCGGCCCTTTCCCAGGACTGAACATGAAGAGTTATGCCGGCTTC 
CTCACCGTGAATAAGACTTACAACAGCAACCTCTTCTTCTGGTTCTTCCCAGCTCAGATACAGCCAGAAGATGCC 
CCAGTAGTTCTCTGGCTACAGGGTGGGCCGGGAGGTTCATCCATGTTTGGACTCTTTGTGGAACATGGGCCTTAT 
GTTGTCACAAGTAACATGACCTTGCGTGACAGAGACTTCCCCTGGACCACAACGCTCTCCATGCTTTACATTGAC 
AATCCAGTGGGCACAGGCTTCAGTTTTACTGATGATACCCACGGATATGCAGTCAATGAGGACGATGTAGCACGG 
GATTTATACAGTGCACTAATTCAGTTTTTCCAGATATTTCCTGAATATAAAAATAATGACTTTTATGTCACTGGG 
GAGTCTTATGCAGGGAAATATGTGCCAGCCATTGCACACCTCATCCATTCCCTCAACCCTGTGAGAGAGGTGAAG 
ATCAACCTGAACGGAATTGCTATTGGAGATGGATATTCTGATCCCGAATCAATTATAGGGGGCTATGCAGAATTC 
CTGTACCAAATTGGCTTGTTGGATGAGAAGCAAAAAAAGTACTTCCAGAAGCAGTGCCATGAATGCATAGAACAC 
ATCAGGAAGCAGAACTGGTTTGAGGCCTTTGAAATACTGGATAAACTACTAGATGGCGACTTAACAAGTGATCCT 
TCTTACTTCCAGAATGTTACAGGATGTAGTAATTACTATAACTTTTTGCGGTGCACGGAACCTGAGGATCAGCTT 
TACTATGTGAAATTTTTGTCACTCCCAGAGGTGAGACAAGCCATCCACGTGGGGAATCAGACTTTTAATGATGGA 
ACTATAGTTGAAAAGTACTTGCGAGAAGATACAGTACAGTCAGTTAAGCCATGGTTAACTGAAATCATGAATAAT 
TATAAGGTTCTGATCTACAATGGCCAACTGGACATCATCGTGGCAGCTGCCCTGACAGAGCGCTCCTTGATGGGC 
ATGGACTGGAAAGGATCCCAGGAATACAAGAAGGCAGAAAAAAAAGTTTGGAAGATCTTTAAATCTGACAGTGAA 
GTGGCTGGTTACATCCGGCAAGTGGGTGACTTCCATCAGGTAATTATTCGAGGTGGAGGACATATTTTACCCTAT 
GACCAGCCTCTGAGAGCTTTTGACATGATTAATCGATTCATTTATGGAAAAGGATGGGATCCTTATGTTGGATAA 

ACTACCTTCCCAAAAGAGAACATCAGAGGTTTTCATTGCTGAAAAGAAAATCGTAAAAACAGAAAATGTCATAGG 
AATAAAAAAATTATCTTTTCATATCTGCAAGATTTTTTTCATCAATAAAAATTATCCTTGAAA 
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FIGURE 557 

MVGAMWKVIVSLVLLMPGPCDGLFRSLYRSVSMPPKGDSGQPLFLTPYIEAGKIQKGRELSLVGPFPGLNMKSYA 
GFLTVNKTYNSNLFFWFFPAQIQPEDAPWLWLQGGPGGSSMFGLFVEHGPYWTSNMTLRDRDFPWTTTLSMLY 
IDNPVGTGFSFTDDTHGYAVNEDDVARDLYSALIQFFQIFPEYKNNDFYVTGESYAGKYVPAIAHLIHSLNPVRE 
VKINLNGIAIGDGYSDPESIIGGYAEFLYQIGLLDEKQKKYFQKQCHECIEHIRKQNWFEAFEILDKLLDGDLTS 
DPSYFQNVTGCSNYYNFLRCTEPEDQLYYVKFLSLPEVRQAIHVGNQTFNDGTIVEKYLREDTVQSVKPWLTEIM 
NNYKVLIYNGQLDIIVAAALTERSLMGMDWKGSQEYKKAEKKVWKIFKSDSEVAGYIRQVGDFHQVIIRGGGHIL 
PYDQPLRAFDMINRFIYGKGWDPYVG 
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FIGURE 558 

CTACCTCTTCCTCTCCACGCGGTTGAGAAGACCGGTCGGCCTGGGCAACCTGCGCTGAAGATGCCGGGAAAACTC 
CGTAGTGACGCTGGTTTGGAATCAGACACCGCAATGAAAAAAGGGGAGACACTGCGAAAGCAAACCGAGGAGAAA 
GAGAAAAAAAGAGAAGCC AAAATC T GAT AAGAC TGAAGAGATAGC AGAAGAGGAAGAAAC T GT T T T CC CC AAAGC 
TAAACAAGTTAAAAAGAAAGCAGAGCCTTCTGAAGTTGACMQVATTCTCCTAAATCCAAAAAGGCAAAAAAGAA 
AGAGGAGCCATCTCAAAATGACATTTCTCCTAAAACCAAAAGTTTGAGAAAGAAAAAGGAGCCCATTGAAAAGAA 
AGTGGTTTCTTCTAAAACCAAAAAAGTGACAAAAAATGAGGAGCCTTCTGAGGAAGAAATAGATGCTCCTAAGCC 
C AAGAAG ATGAAGAAAGAAAAGGAAATGAAT GGAGAAAC T AGAGAGAAAAGCC CCAAAC T G AAGAATG GAT T TC C 
TCATCCTGAACCGGACTGTAACCCCAGTGAAGCTGCCAGTGAAGAAAGTAACAGTGAGATAGAGCAGGAAATACC 
TGTGGAACAAAAAGAAGGCGCTTTCTCTAATTTTCCCATATCTGAAGAAACTATTAAACTTCTCAAAGGCCGAGG 
AGTGACCTTCCTATTTCCTATACAAGCAAAGACATTCCATCATGTTTACAGCGGGAAGGACTTAATTGCACAGGC 
ACGGACAGGAACTGGGAAGACATTCTCCTTTGCCATCCCTTTGATTGAGAAACTTCATGGGGAACTGCAAGACAG 
GAAGAGAGGCCGTGCCCCTCAGGTACTGGTTCTTGCACCTACAAGAGAGTTGGCAAATCAAGTAAGCAAAGACTT 
CAGTGACATCACAAAAAAGCTGTCAGTGGCTTGTTTTTATGGTGGAACTCCCTATGGAGGTCAATTTGAACGCAT 
GAGGAATGGGATTGATATCCTGGTTGGAACACCAGGTCGTATCAAAGACCACATACAGAATGGCAAACTAGATCT 
CACCAAACTTAAGCATGTTGTCCTGGATGAAGTGGACCAGATGTTGGATATGGGATTTGCTGATCAAGTGGAAGA 
GATTTTAAGTGTGGCATACAAGAAAGATTCTGAAGACAATCCCCAAACATTGCTTTTTTCTGCAACTTGCCCTCA 
TTGGGTATTTAATGTTGCCAAGAAATACATGAAATCTACATATGAACAGGTGGACCTGATTGGTAAAAAGACTCA 
GAAAACGGCAATAACTGTGGAGCATCTGGCTATTAAGTGCCACTGGACTCAGAGGGCAGCAGTTATTGGGGATGT 
CATCCGAGTATATAGTGGTCATCAAGGACGCACTATCATCTTTTGTGAAACCAAGAAAGAAGCCCAGGAGCTGTC 
CCAGAATTCAGCTAT AAAGC AGGATGCTCAGTCCTTGCATGGAGACATTCC AC AGAAGCAAAGGGAAATCACCCT 
GAAAGGTTTTAGAAATGGTAGTTTTGGAGTTTTGGTGGCAACCAATGTTGCTGCACGTGGGTTAGACATCCCTGA 
GGTTGATTTGGTTATACAAAGCTCTCCACCAAAGGATGTAGAGTCCTACATTCATCGATCCGGGCGGACAGGCAG 
AGCTGGAAGGACGGGGGTGTGCATCTGCTTTTATCAGCACAAGGAAGAATATCAGTTAGTACAAGTGGAGCAAAA 
AGCGGGAATTAAGTTCAAACGAATAGGTGTTCCTTCTGCAACAGAAATAATAAAAGCTTCCAGCAAAGATGCCAT 
CAGGCTTTTGGATTCCGTGCCTCCCACTGCCATTAGTCACTTCAAACAATCAGCTGAGAAGCTGATAGAGGAGAA 
GGGAGCTGTGGAAGCTCTGGCAGCAGCACTGGCCCATATTTCAGGTGCCACGTCCGTAGACCAGCGCTCCTTGAT 
CAACTCAAATGTGGGTTTTGTGACCATGATCTTGCAGTGCTCAATTGAAATGCCAAATATTAGTTATGCTTGGAA 
AGAACTTAAAGAGCAGCTGGGCGAGGAGATTGATTCCAAAGTGAAGGGAATGGTTTTTCTCAAAGGAAAGCTGGG 
TGTTTGCTTTGATGTACCTACCGCATCAGTAACAGAAATACAGGAGAAATGGCATGATTCACGACGCTGGCAGCT 
CTCTGTGGCCACAGAGCAACCAGAACTGGAAGGACCACGGGAAGGATATGGAGGCTTCAGGGGACAGCGGGAAGG 
CAGTCGAGGCTTCAGGGGACAGCGGGACGGAAACAGAAGATTCAGAGGACAGCGGGAAGGCAGTAGAGGCCCGAG 
AGGACAGCGATCAGGAGGTGGCAACAAAAGTAACAGATCCCAAAACAAAGGCCAGAAGCGGAGTTTCAGTAAAGC 
ATTTGGTCAA3PAATTAGAAATAGAAGATTTATATAGCAAAAAGAGAATGATGTTTGGCAATATAGAACTGAACAT 
TATTTTTCATGCAAAGTTAAAAGCACATTGTGCCTCCTTTTGACCACTTGCCAAGTCCCTGTCTCTTTCAGACAC 
AGACAAGCTTCATTTAAATTATTTCATCTGATCATTATCATTTATAACTTTATTGTTACTTCATCAGTTTTTCCT 
TTTGAAAGGTGTATGAATTCATTACATTTTTATTCTAATGTATTATCTGTAGATTAGAAGATAAAATCAAGCATG 
TATCTGCCTATACTTTGTGAGTTCACCTGTCTTTATACTCAAAAGTGTCCCTTAATAGTGTCCTTCCCTGAAATA 
AATACCTAAGGGAGTGTAACAGTCTCTGGAGGACCACTTTGAGCCTTTGGAAGTTAAGGTTTCCTCAGCCACCTG 
CCGAACAGTTTCTCATGTGGTCCTATTATTTGTCTACTGAGACTTAATACTGAGCAATGTTTTGAAACAAGATTT 
CAAACTAATCTGGGTTGTAATACAGTTTATACCAGTGTATGCTCTAGACTTGGAAGATGTAGTATGTTTGATGTG 
GATTACCTATACTTATGTTCGTTTTGATACATTTTTAGCTTCTCATTATAAGGTGATTCATGCTTTAGTGAATTC 
TTCATAGATAGTATATATAAAAGTACATTTTAATAGAAAGCCAGGGTTTTAAGGAATTTCACATGTATAAGGTGG 
CTCCATAGCTTTATTTGTAAGTAGGCTGGATAAATGGTGCTTAAATGGTAATGTACTCCACTTCTTCCTATTGGA 
AGATTAACATTATTTACCAAGAAGGACTTAAGGGAGTAAGGGGCGCAGATTAGCATTGCTCAAGAGTATGTAAAA 
AAAAAAAAAAAAAAAAAAA 
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FIGURE 559 

MNSPKSKKAKKKEEPSQNDISPKTKSLRKKKEPIEKKWSSKTKKVTKNEEPSEEEIDAPKPKKMKKEKEMNGET 
REKSPKLKNGFPHPEPDCNPSEAASEESNSEIEQEIPVEQKEGAFSNFPISEETIKLLKGRGVTFLFPIQAKTFH 
HVYSGKDLIAQARTGTGKTFSFAIPLIEKLHGELQDRKRGRAPQVLVLAPTRELANQVSKDFSDITKKLSVACFY 
GGTPYGGQFERMRNGIDILVGTPGRIKDHIQNGKLDLTKLKHWLDEVDQMLDMGFADQVEEILSVAYKKDSEDN 
PQTLLFSATCPHWVFNVAKKYMKSTYEQVDLIGKKTQKTAITVEHLAIKCHWTQRAAVIGDVIRVYSGHQGRTII 
FCETKKEAQELSQNSAIKQDAQSLHGDIPQKQREITLKGFRNGSFGVLVATNVAARGLDIPEVDLVIQSSPPKDV 
ESYIHRSGRTGRAGRTGVCICFYQHKEEYQLVQVEQKAGIKFKRIGVPSATEIIKASSKDAIRLLDSVPPTAISH 
FKQSAEKLIEEKGAVEALAAALAHISGATSVDQRSLINSNVGFVTMILQCSIEMPNISYAWKELKEQLGEEIDSK 
VKGMVFLKGKLGVCFDVPTASVTEIQEKWHDSRRWQLSVATEQPELEGPREGYGGFRGQREGSRGFRGQRDGNRR 
F RGQRE G S RGP RGQRS GG GNKS NRS QNKGQKRS F S K AF GQ 
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FIGURE 560 

CGATTTCATTCCTCGCTCCCCACAGGTCCCTCTCCCCAAAATATTCCCATCTTGTCCTAGCCCATCCCCCAGACT 

ATCTCAAGGACCAGCTGTCCCCACGCCCCCGACCTCCACTAGGCCTGTGCCACCCGCTGCCTGCAGGAAGACGCC 

CGGTCCCGGGCCGGGTTAGCCCCATGGGAACGCAGCGCCTGTGTGGCCGCGGGACTCAAGGCTGGCCTGGCTCAA 

GTGAACAGCACGTCCAGGAGGCGACCTCGTCCGCGGGTTTGCATTCTGGGGTGGACGAGCTGGGGGTTCGGTCCG 

AGCCCGGTGGGAGGCTCCCGGAGCGCAGCCTGGGCCCAGCCCACCCCGCGCCGGCGGCCATGGCAGGCACCCTGG 

ACCTGGACAAGGGCTGCACGGTGGAGGAGCTGCTCCGCGGGTGCATCGAAGCCTTCGATGACTCCGGGAAGGTGC 

GGGACCCGCAGCTGGTGCGCATGTTCCTCATGATGCACCCCTGGTACATCCCCTCCTCTCAGCTGGCGGCCAAGC 

TGCTCCACATCTACCAACAATCCCGGAAGGACAACTCCAATTCCCTGCAGGTGAAAACGTGCCACCTGGTCAGGT 

ACTGGATCTCCGCCTTCCCAGCGGAGTTTGACTTGAACCCGGAGTTGGCTGAGCAGATCAAGGAGCTGAAGGCTC 

TGCTAGACCAAGAAGGGAACCGACGGCACAGCAGCCTAATCGACATAGACAGCGTCCCTACCTACAAGTGGAAGC 

GGCAGGTGACTCAGCGGAACCCTGTGGGACAGAAAAAGCGCAAGATGTCCCTGTTGTTTGACCACCTGGAGCCCA 

TGGAGCTGGCGGAGCATCXCACCTACTTGGAGTATCGCTCCTTCTGCAAGATCCTGTTTCAGGACTATCACAGTT 

TCGTGACTCATGGCTGCACTGTGGACAACCCCGTCCTGGAGCGGTTCATCTCCCTCTTCAACAGCGTCTCACAGT 

GGGTGCAGCTCATGATCCTCAGCAAACCCACAGCCCCGCAGCGGGCCCTGGTCATCACACACTTTGTCCACGTGG 

CGGAGAAGCTGCTACAGCTGCAGAACTTCAACACGCTGATGGCAGTGGTCGGGGGCCTGAGCCACAGCTCCATCT 

CCCGCCTCAAGGAGACCCACAGCCACGTTAGCCCTGAGACCATCAAGCTCTGGGAGGGTCTCACGGAACTAGTGA 

CGGCGACAGGCAACTATGGCAACTACCGGCGTCGGCTGGCAGCCTGTGTGGGCTTCCGCTTCCCGATCCTGGGTG 

TGCACCTCAAGGACCTGGTGGCCCTGCAGCTGGCACTGCCTGACTGGCTGGACCCAGCCCGGACCCGGCTCAACG 

GGGCCAAGATGAAGCAGCTCTTTAGCATCCTGGAGGAGCTGGCCATGGTGACCAGCCTGCGGCCACCAGTACAGG 

CCAACCCCGACCTGCTGAGCCTGCTCACGGTGTCTCTGGATCAGTATCAGACGGAGGATGAGCTGTACCAGCTGT 

CCCTGCAGCGGGAGCCGCGCTCCAAGTCCTCGCCAACCAGCCCCACGAGTTGCACCCCACCACCCCGGCCCCCGG 

TACTGGAGGAGTGGACCTCGGCTGCCAAACCCAAGCTGGATCAGGCCCTCGTGGTGGAGCACATCGAGAAGATGG 

TGGAGTCTGTGTTCCGGAACTTTGACGTCGATGGGGATGGCCACATCTCACAGGAAGAATTCCAGATCATCCGTG 

GGAACTTCCCTTACCTCAGCGCCTTTGGGGACCTCGACCAGAACCAGGATGGCTGCATCAGCAGGGAGGAGATGG 

TTTCCTATTTCCTGCGCTCCAGCTCTGTGTTGGGGGGGCGCATGGGCTTCGTACACAACTTCCAGGAGAGCAACT 

CCXTGCGCCCCGTCGCCTGCCGCCACTGCAAAGCCCTGATCCTGGGCATCTACAAGCAGGGCCTCAAATGCCGAG 

CCTGTGGAGTGAACTGCCACAAGCAGTGCAAGGATCGCCTGTCAGTTGAGTGTCGGCGCAGGGCCCAGAGTGTGA 

GCCTGGAGGGGTCTGCACCCTCACCCTCACCCATGCACAGCCACCATCACCGCGCCTTCAGCTTCTCTCTGCCCC 

GCCCTGGCAGGCGAGGCTCCAGGCCTCCAGAGATCCGTGAGGAGGAGGTACAGACGGTGGAGGATGGGGTGTTTG 

ACATCCACTTGTAATAGATGCTGTGGTTGGATCAAGGACTCATTCCTGCCTTGGAGAAAATACTTCAACCAGAGC 

AGGGAGCCTGGGGGTGTCGGGGCAGGAGGCTGGGGATGGGGGTGGGATATGAGGGTGGCATGCAGCTGAGGGCAG 

GGCCAGGGCTGGTGTCCCTAAGGTTGTACAGACTCTTGTGAATATTTGTATTTTCCAGATGGAATAAAAAGGCCC 
GTGTAATTAACCTTCA 
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FIGURE 561 

MGTQRLCGRGTQGWPGSSEQHVQEATSSAGLHSGVDELGVRSEPGGRLPERSLGPAHPAPAAMAGTLDLDKGCTV 
EELLRGCIEAFDDSGKVRDPQLVRMFLMMHPWYIPSSQLAAKLLHIYQQSRKDNSNSLQVKTCHLVRYWISAFPA 
EFDLNPELAEQIKELKALLDQEGNRRHSSLIDIDSVPTYKWKRQVTQRNPVGQKKRKMSLLFDHLEPMELAEHLT 
YLEYRSFCKILFQDYHSFVTHGCTVDNPVLERFISLFNSVSQWVQLMILSKPTAPQRALVITHFVHVAEKLLQLQ 
NFNTLMAWGGLSHSSISRLKETHSHVSPETIKLWEGLTELVTATGNYGNYRRRLAACVGFRFPILGVHLKDLVA 
LQLALPDWLDPARTRLNGAKMKQLFSILEELAMVTSLRPPVQANPDLLSLLTVSLDQYQTEDELYQLSLQREPRS 
KSSPTSPTSCTPPPRPPVLEEWTSAAKPKLDQALWEHIEKMVESVFRNFDVDGDGHISQEEFQIIRGNFPYLSA 
FGDLDQNQDGCISREEMVSYFLRSSSVLGGRMGFVHNFQESNSLRPVACRHCKALILGIYKQGLKCRACGVNCHK 
QCKDRLSVECRRRAQSVSLEGSAPSPSPMHSHHHRAFSFSLPRPGRRGSRPPEIREEEVQTVEDGVFDIHL 
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FIGURE 562 

GCCTGTCCTGACACAATGTGGCTGGGTCCAGACATGAAGAGGTGCTACCGAGCACCTCAATCTACCTCAACTACG 
ACGTTAGCTTCTACCATGACGAGGACAGTACCTGCCACCACAAGAGCCCCCGGGACCACCGTCCACAGATCCACC 
TACCAGAACCACAGCACAGAGACACCAAGCCTGACAGCTGCAGTCCCAAGCTCAGTTAGTGTCCCCAGGGCTCCC 
AGCATCAGCCCGTCTACCCTAAGCCCTGCAACCAGCAACCACTCCCAGCACTATGCAAATGAAGACAGTAAGATG 
GGCTCAACAGTCACTGCCGCTGTTATCGGGATCAXCGTGCCCATAGTGGTGATAGCCCTCCTGTGCATGAGTGGA 
TACCTGATCTGGAGAAACTGGAAGCGGAAGAACACCAAAAGCATGAATTTTGACAACCCAGTCTACAGGAAAACA 
ACAGAAGAAGAAGACGAAGATGAGCTCCATATAGGGAGAACTGCTCAGATTGGCCATGTCTATCCTGCAGCAATC 
AGCAGCTTTGATCGCCCACTGTGGGCAGAGCCCTGTCTTGGGGAGACCAGAGAACCGGAAGACCCAGCCCCTGCC 
CTCAAGGAGCTTTTTGTCTTGCCGGGGGAACCAAGGTCACAGCTGCACCAACTCCCGAAGAACCCTCTTTCCGAG 
CTGCCTGTCGTCAAATCCAAGCGAGTGGCATTAAGCCTTGAAGATGATGGACTACCCTGAGGATGGGATCACCCC 
CTTCGTGCCTCATGGAATTCAGTCCCATGCACTACACTCTGGATGGTGTATGACTGGATGAATGGGTTTCTATAT 
ATGGGTCTGTGTGAGTGTATGTGTGTGTGTGATTTTTTTTTTAAATTTATGTTGCGGAAAGGTAACCACAAAGTT 
ATGATGAACTGCAAACATCCAAAGGATGTGAGAGTTTTTCTATGTATAATGTTTTATACACTTTTTAACTGGTTG 
CACTACCCATGAGGAATTCGTGGAATGGCTACTGCTGACTAACATGATGCACATAACCAAATGGGGGCCAATGGC 
ACAGTACCTTACTCATCATTTAAAAACTATATTTACAGAAGATGTTTGGTTGCTGGGGGGGCTTTTXTTAGGTTT 
TGGGGCATTTGTTTTTTGTAAATAAGATGATTATGCTTTGTGGCTATCCATCAACATAAGTAAAAAAAAAAAAAA 
AACACTTCAACTCCCTCCCCCATTTAGATTATTTATTAACATATTTTAAAAATCAGATGAGTTCTATAAATAATT 
TAGAGAAGTGAGAGTATTTATTTTTGGCATGTTTGGCCCACCACACAGACTCTGTGTGTGTATGTGTGTGTTTAT 
ATGTGTATGTGTGTGACAGAAAAATCTGTAGAGAAGAGGCACATCTATGGCTACTGTTCAAATACATAAAGATAA 
ATTTATTTTCACACAGTCCACAAGGGGTATATCTTGTAGTTTTCAGAAAAGCCTTTGGAAATCTGGATCAGAAAA 
TAGATACCATGGTTTGTGCAATTATGTAGTAAAAAAGGCAAATCTTTTCACCTCTGGCTATTCCTGAGACCCCAG 
GAAGTCAGGAAAAGCCTTTCAGCTCACCCATGGCTGCTGTGACTCCTACCAGGGCTTTCTTGGCTTTGGCGAAGG 
TCAGTGTACAGACATTCCATGGTACCAGAGTGCTCAGAAACTCAAGATAGGATATGCCTCACCCTCAGCTACTCC 
TTGTTTTAAAGTTCAGCTCTTTGAGTAACTTCTTCAATTTCTTTCAGGACACTTGGGTTGAATTCAGTAAGTTTC 
CTCXGAAGCACCCTGAAGGGTGCCATCCTTACAGAGCrAAGTGGAGACGTTTCCAGATCAGCCCAAGTTTACTAT 
AGAGACTGGCCCAGGCACTGAATGTCTAGGACATGCTGTGGATGAAGATAAAGATGGTGGAATAGGTTTTATCAC 
ATCTCTTATTTCTCTTTTCCCCTTACTCTCTACCATTTCCTTTATGTGGGGAAACATTTTAAGGTAATAAATAGG 
TTACTTACCATCATATGTTCATATAGATGAAACTAATTTTTGGCTTAAGTCAGAACAACTGGCCAAAATTGAAGT 
CATATTTGAGGGGGGAAATGGCATACGCAATATTATATTATATTGGATATTTATGTTCACACAGGAATTTGGTTT 
ACTGCTTTGTAAATAAAAGGAAAAACTCCGGGTAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 563 

GGGAGGACCCCAATCTAGGCCCAAGAGGGAAAGGCCACGTGCCTGTATGAGCGTATGAGCATGTGCATGCGCGTG 
TGTGCACAGGGTGGTGCACCTGGCAGGGGTCCTTGAGTGAGGCATGCCCCATTCTGTAGCAGGGAACCTGGA ATG 



GGCTGTGTGTTCTGCAAGAAATTGGAGCCGGTGGCCACGGCCAAGGAGGATGCTGGCCTGGAAGGGGACTTCAGA 
AGCTACGGGGCAGCAGACCACTATGGGCCTGACCCCACTAAGGCCCGGCCTGCATCCTCATTTGCCCACATCCCC 
AACTACAGCAACTTCTCCTCTCAGGCCATCAACCCTGGCTXCCTTGATAGTGGCACCATCAGGGGTGTGTCAGGG 
ATTGGGGTGACCCTGTTCATTGCCCTGTATGACTATGAGGCTCGAACTGAGGATGACCTCACCTTCACCAAGGGC 
GAGAAGTTCCACATCCTGAACAATACTGAAGGTGACTGGTGGGAGGCTCGGTCTCTCAGCTCCGGAAAAACTGGC 
TGCATTCCCAGCAACTACGTGGCCCCTGTTGACTCAATCCAAGCTGAAGAGTGGTACTTTGGAAAGATTGGGAGA 
AAGGATGCAGAGAGGCAGCTGCTTTCACCAGGCAACCCCCAGGGGGCCTTTCTCATTCGGGAAAGCGAGACCACC 
AAAGGTGCCTACTCCCTGTCCATCCGGGACTGGGATCAGACCAGAGGCGATCATGTGAAGCATTACAAGATCCGC 
AAACTGGACATGGGCGGCTACTACATCACCACACGGGTTCAGTTCAACTCGGTGCAGGAGCTGGTGCAGCACTAC 
ATGGAGGTGAATGACGGGCTGTGCAACCTGCTCATCGCGCCCXGCACCATCATGAAGCCGCAGACGCTGGGCCTG 
GCCAAGGACGCCTGGGAGATCAGCCGCAGCTCCATCACGCTGGAGCGCCGGCTGGGCACCGGCTGCTTCGGGGAT 
GTGTGGCTGGGCACGTGGAACGGCAGCACTAAGGTGGCGGTGAAGACGCTGAAGCCGGGCACCATGTCCCCGAAG 
GCCTTCCTGGAGGAGGCGCAGGTCATGAAGCTGCTGCGGCACGACAAGCTGGTGCAGCTGTACGCCGTGGTGTCG 
GAGGAGCCCATCTACATCGTGACCGAGTTCATGTGTCACGGCAGCTTGCTGGATTTTCTCAAGAACCCAGAGGGC 
CAGGATTTGAGGCTGCCCCAATTGGTGGACATGGCAGCCCAGGTAGCTGAGGGCATGGCCTACATGGAACGCATG 
AACTACATTCACCGCGACCTGAGGGCAGCCAACATCCTGGTTGGGGAGCGGCTGGCGTGCAAGATCGCAGACTrX 
GGCTTGGCGCGTCTCATCAAGGACGATGAGTACAACCCCTGCCAAGGTTCCAAGTTCCCCATCAAGTGGACAGCC 
CCAGAAGCTGCCCTCTTTGGCAGATTCACCATCAAGTCAGACGTGTGGTCCTTTGGGATCCTGCTCACTGAGCTC 
ATCACCAAGGGCCGAATCCCCTACCCAGGCATGAATAAACGGGAAGTGTTGGAACAGGTGGAGCAGGGCTACCAC 
ATGCCGTGCCCTCCAGGCTGCCCAGCATCCCTGTACGAGGCCATGGAACAGACCTGGCGTCTGGACCCGGAGGAG 
AGGCCTACCTTCGAGTACCTGCAGTCCTXCCTGGAGGACTACTTCACCTCCGCTGAACCACAGTACCAGCCCGGG 
GAXCAGACATAGCCTGXCCGGGCAXCAACCCXCTCXGGCGGTGGCCACCAGXCCTTGCCAAXCCCCAGAGCTGXX 
CXXCCAAAGCCCCCAGGCTGGCXTAGAACCCCAXAGAGTCCXAGCAXCACCGAGGACGXGGCXGCXCXGACACCA 
CCXAGGGCAACCXACXTGXXXXACAGAXGGGGCAAAAGGAGGCCCAGAGCXGAXCXCXCAXCCGCTCTGGCCCCA 
AGCACXAXXXCXTCCTTXTCCACXXAGGCCCCXACAXGCCXGTAGCCCXXXCTCACXCCAXCCCCACCCAAAAGT 
GCXCAGACCXXGXCXAGXTAXXXAXAAACXGXAXGXACCTCCCXCACTXCXCXCCXAXCACXGCXXXCCXACXCX 
CCXTXXAXCXCACXCTAGXCCAGGXGCCAAGAATTXCCCXXCXACCCTCXAXXCXCXTGXGXCTGXAAGTXACAA 
AGXCAGGAAAAGXCXXGGCXGGACCCCTXXCCXGCXGGGXGGATGCAGXGGTCCAGGACXGGGGXCXGGGCCCAG 
GTXXGAGGGAGAAGTXXGCAGAGCACXXCCCACCXCXCXGAAXAGXGXGXAXGXGXXGATTXAXXGATXCXGTAA 
AXAAGXAAAAXGACAAXAXGAAXCCTCCA 
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FIGURE 564 

MGCVFCKKLEPVATAKEDAGLEGDFRSYGAADHYGPDPTKARPASSFAHIPNYSNFSSQAINPGFLDSGTIRGVS 
GIGVTLFIALYDYEARTEDDLTFTKGEKFHILlSnS!TEGDWWEARSLSSGKTGCIPSNYVAPVDSIQAEEWYFGKIG 
RKDAERQLLSPGNPQGAFLIRESETTKGAYSLSIRDWDQTRGDHVKHYKIRKLDMGGYYITTRVQFNSVQELVQH 
YMEVNDGLCNLLIAPCTIMKPQTLGLAKDAWEISRSSITLERRLGTGCFGDVWLGTWNGSTKVAVKTLKPGTMSP 
KAFLEEAQVMKLLRHDKLVQLYAVVSEEPIYIVTEFMCHGSLLDFLKNPEGQDLRLPQLVDMAAQVAEGMAYMER 
MNYIHRDLRAANILVGERLACKIADFGLARLIKDDEYNPCQGSKFPIKWTAPEAALFGRFTIKSDVWSFGILLTE 
LITKGRIPYPGMNKREVLEQVEQGYHMPCPPGCPASLYEAMEQTWRLDPEERPTFEYLQSFLEDYFTSAEPQYQP 
GDQT 
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FIGURE 565A 

GCGAGAGGAGTCGGGATCTGCGCTGCAGCCACCGCCGCGGTTGATACTACTTTGACCTTCCGAGTGCAGTGAGGC 
ATACATCACAATTTGGAATTATGCATTGGTTTATCAATTTACTTGTTTATTGTCACCCTGCTGCCCAGATATGAC 
TTCATGAGGACAGTGATGTGTGTTCTGAAATTGTGAACCATGAGTCTAGTACTTAATGATCTGCTTATCTGCTGC 
CGTCAACTAGAACATGATAGAGCTACAGAACGAAAGAAAGAAGTTGAGAAATTTAAGCGCCTGATTCGAGATCCT 
GAAACAATTAAACATCTAGATCGGCATTCAGATTCCAAACAAGGAAAATATTTGAATTGGGATGCTGTTTTTAGA 
TTTTTACAGAAATATATTCAGAAAGAAACAGAATGTCTGAGAATAGCAAAACCAAATGTATCAGCCTCAACACAA 
GCCTCCAGGCAGAAAAAGATGCAGGAAATCAGTAGTTTGGTCAAATACTTCATCAAATGTGCAAACAGAAGAGCA 
CCTAGGCTAAAATGTCAAGAACTCTTAAATTATATCATGGATACAGTGAAAGATTCATCTAATGGTGCTATTTAC 
GGAGCTGATTGTAGCAACATACTACTCAAAGACATTCTTTCTGTGAGAAAATACTGGTGTGAAATATCTCAGCAA 
CAGTGGTTAGAATTGTTCTCTGTGTACTTCAGGCTCTATCTGAAACCTTCACAAGATGTTCATAGAGTTTTAGTG 
GCTAGAATAATTCATGCTGTTACCAAAGGATGCTGTTCTCAGACTGACGGATTAAATTCCAAATTTTTGGACTTT 
TTTTCCAAGGCTATTCAGTGTGCGAGACAAGAAAAGAGCTCTTCAGGTCTAAATCATATCTTAGCAGCTCTTACT 
ATCTTCCTCAAGACTTTGGCTGTCAACTTTCGAATTCGAGTGTGTGAATTAGGAGATGAAATTCTTCCCACTTTG 
CTTTATATTTGGACTCAACATAGGCTTAATGATTCTTTAAAAGAAGTCATTATTGAATTATTTCAACTGCAAATT 
TATATCCATCATCCGAAAGGAGCCAAAACCCAAGAAAAAGGTGCTTATGAATCAACAAAATGGAGAAGTATTTTA 
TACAACTTATATGATCTGCTAGTGAATGAGATAAGTCATATAGGAAGTAGAGGAAAGTATTCTTCAGGATTTCGT 
AATATTGCCGTCAAAGAAAATTTGATTGAATTGATGGCAGArATCTGTCACCAGGTTTTTAATGAAGATACCAGA 
TCCTTGGAGATTTCTCAATCTTACACTACTACACAAAGAGAATCTAGTGATTACAGTGTCCCTTGCAAAAGGAAG 
AAAATAGAACTAGGCTGGGAAGTAATAAAAGATCACCTTCAGAAGTCACAGAATGATTTTGATCTTGTGCCTTGG 
CTACAGATTGCAACCCAATTAATATCAAAGTATCCTGCAAGTTTACCTAACTGTGAGCTGTCTCCATTACTGATG 
ATACTATCTCAGCTTCTACCCCAACAGCGACATGGGGAACGTACACCATATGTGTTACGATGCCTTACGGAAGTT 
GCATTGTGTCAAGACAAGAGGTCAAACCTAGAAAGCTCACAAAAGTCAGATTTATTAAAACTCTGGAATAAAATT 
TGGTGTATTACCTTTCGTGGTATAAGTTCTGAGCAAATACAAGCTGAAAACTTTGGCTTACTTGGAGCCATAATT 
CAGGGTAGTTTAGTTGAGGTTGACAGAGAATTCTGGAAGTTATTTACTGGGTCAGCCTGCAGACCTTCATGTCCT 
GCAGTATGCTGTTTGACTTTGGCACTGACCACCAGTATAGTTCCAGGAGCGGTAAAAATGGGAATAGAGCAAAAT 
ATGTGTGAAGTAAATAGAAGCTTTTCTTT2UVAGGAATCAATAATGAAATGGCTCTTATTCTATCAGTTAGAGGGT 
GACTTAGAAAATAGCACAGAAGTGCCTCCAATTCTTCACAGTAATTTTCCTCATCTTGTACTGGAGAAAATTCTT 
GTGAGTCTCACTATGAAAAACTGTAAAGCTGCAATGAATTTTTTCCAAAGCGTGCCAGAATGTGAACACCACCAA 
AAAGATAAAGAAGAACTTTCATTCTCAGAAGTAGAAGAACTATTTCTTCAGACAACTTTTGACAAGATGGACTTT 
TTAACCATTGTGAGAGAATGTGGTATAGAAAAGCACCAGTCCAGTATTGGCTTCTCTGTCCACCAGAATCTCAAG 
GAATCACTGGATCGCTGTCTTCTGGGATTATCAGAACAGCTTCTGAATAATTACTCATCTGAGATTACAAATTCA 
GAAACTCTTGTCCGGTGTTCACGTCTTTTGGTGGGTGTCCTTGGCTGCTACTGTTACATGGGTGTAATAGCTGAA 
GAGGAAGCATATAAGTCAGAATTATTCCAGAAAGCCAACTCTCTAATGCAATGTGCAGGAGAAAGTATCACTCTG 
TTTAAAAATAAGACAAATGAGGAATTCAGAATTGGTTCCTTGAGAAATATGATGCAGCTATGTACACGTTGCTTG 
AGCAACTGTACCAAGAAGAGTCCAAATAAGATTGCATCTGGCTTTTTCCTGCGATTGTTAACAXCAAAGCTAATG 
AATGACATTGCAGATATTTGTAAAAGTTTAGCATCCTTCATCAAAAAGCCATTTGACCGTGGAGAAGTAGAATCA 
ATGGAAGATGATACTAATGGAAATCTAATGGAGGTGGAGGATCAGTCATCCATGAATCTATTTAACGATTACCCT 
GATAGTAGTGTTAGTGATGCAAACGAACCTGGAGAGAGCCAAAGTACCATAGGTGCCATTAATCCTTTAGCTGAA 
GAATATCTGTCAAAGCAAGATCTACTTTTCTTAGACATGCTCAAGTTCTTGTGTTTGTGTGTAACTACTGCTCAG 
ACCAATACTGTGTCCTTTAGGGCAGCTGATATTCGGAGGAAATTGTTAATGTTAATTGATTCTAGCACGCTAGAA 
CCTACCAAATCCCTCCACCTGCATATGTATCTAATGCTTTTAAAGGAGCTTCCTGGAGAAGAGTACCCCTTGCCA 
ATGGAAGATGTTCTTGAACTTCTGAAACCACTATCCAATGTGTGTTCTTTGTATCGTCGTGACCAAGATGTTTGT 
AAAACTATTTTAAACCATGTCCTTCATGTAGTGAAAAACCTAGGrCAAAGCAATATGGACTCTGAGAACACAAGG 
GATGCTCAAGGACAGTTTCTTACAGTAATTGGAGCATTTTGGCATCTAACAAAGGAGAGGAAATATATATTCTCT 
GTAAGAATGGCCCTAGTAAATTGCCTTAAAACTTTGCTTGAGGCTGATCCTTATTCAAAATGGGCCATTCTTAAT 
GTAATGGGAAAAGACTTTCCTGTAAATGAAGTATTTACACAATTTCTTGCTGACAATCATCACCAAGTTCGCATG 
TTGGCTGCAGAGTCAATCAATAGATTGTTCCAGGACACGAAGGGAGATTCTTCCAGGTTACTGAAAGCACTTCCT 
TTGAAGCTTCAGCAAACAGCTTTTGAAAATGCATACTTGAAAGCTCAGGAAGGAATGAGAGAAATGTCCCATAGT 
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GCXGAGAACCCXGAAACXXXGGAXGAAAXXXAXAAXAGAAAAXCXGXXXXACXGACGXXGATAGCXGXGGXXXXA 
TCCTGTAGCCCTATCTGCGAAAAACAGGCTTTGTTTGCCCTGTGTAAATCTGTGAAAGAGAATGGATTAGAACCT 
CACCTTGTGAAAAAGGTTTTAGAGAAAGTTTCTGAAACTTTTGGATATAGACGTTTAGAAGACTTTATGGCATCT 
CATTTAGATTATCTGGTTTTGGAATGGCTAAATCXTCAAGATACTGAATACAACTTATCTTCXTTTCCTTTTATT 
TTATTAAACTACACAAATATTGAGGATTTCTATAGATCTTGTTATAAGGTTTTGATTCCACATCTGGTGATTAGA 
AGTCATTTTGATGAGGTGAAGTCCATTGCTAATCAGATTCAAGAGGACTGGAAAAGTCTTCTAACAGACTGCTTT 
CCAAAGATTCTTGTAAATATTCTTCCTTATTTTGCCTATGAGGGTACCAGAGACAGTGGGATGGCACAGCAAAGA 
GAGACTGCTACCAAGGTCTATGATATGCTTAAAAGTGAAAACTTATTGGGAAAACAGATTGATCACTTATTCATT 
AGTAATTTACCAGAGATTGTGGTGGAGTTATTGATGACGTTACATGAGCCAGCAAATTCTAGTGCCAGTCAGAGC 
ACTGACCTCTGTGACTTTTCAGGGGATTTGGATCCTGCTCCTAATCCACCTCATTTTCCATCGCATGTGATTAAA 
GCAACATTTGCCTATATCAGCAATTGTCATAAAACCAAGTTAAAAAGCATTTTAGAAATTCTTTCCAAAAGCCCT 
GATTCCTATCAGAAAATTCTTCTTGCCATATGTGAGCAAGCAGCTGAAACAAATAATGTTTATAAGAAGCACAGA 
ATTCTTAAAATATATCACCTGTTTGTTAGTTTATTACTGAAAGATATAAAAAGTGGCTTAGGAGGAGCTTGGGCC 
TTTGTTCTTCGAGACGTTATTTATACTTTGATTCACTATATCAACCAAAGGCCTTCTTGTATCATGGATGTGTCA 
TTACGTAGCTTCTCCCTTTGTTGTGACTTATTAAGTCAGGTTTGCCAGACAGCCGTGACTTACTGTAAGGATGCT 
CTAGAAAACCATCTTCATGTTATTGTTGGTACACTTATACCCCTTGTGTATGAGCAGGTGGAGGTTCAGAAACAG 
GTATTGGACTTGTTGAAATACTTAGTGATAGATAACAAGGATAATGAAAACCTCTATATCACGATTAAGCTTTTA 
GATCCTTTTCCTGACCATGTTGTTTTTAAGGATTTGCGTATTACTCAGCAAAAAATCAAATACAGTAGAGGACCC 
TTTTCACTCTTGGAGGAAATTAACCATTTTCTCTCAGTAAGTGTTTATGATGCACTTCCATTGACAAGACTTGAA 
GGACTAAAGGATCTTCGAAGACAACTGGAACTACATAAAGATCAGATGGTGGACATTATGAGAGCTTCTCAGGAT 
AATCCGCAAGATGGGATTATGGTGAAACTAGTTGTCAATTTGTTGCAGTTATCCAAGATGGCAATAAACCACACT 
GGTGAAAAAGAAGTTCTAGAGGCTGTTGGAAGCTGCTTGGGAGAAGTGGGTCCTATAGATTTCTCTACCATAGCT 
ATACAACATAGTAAAGATGCATCTTATACCAAGGCCCTTAAGTTATTTGAAGATAAAGAACTTCAGTGGACCXTC 
ATAATGCTGACCTACCTGAATAACACACTGGTAGAAGATTGTGTCAAAGTTCGATCAGCAGCTGTTACCTGTTTG 
AAAAACATTTTAGCCACAAAGACTGGACATAGTTTCXGGGAGATTTATAAGATGACAACAGATCCAATGCTGGCC 
TATCTACAGCCTXTTAGAACATCAAGAAAAAAGTTTTTAGAAGTACCCAGATTTGACAAAGAAAACCCTTTTGAA 
GGCCXGGAXGAXAXAAAXCXGXGGAXXCCXCXAAGXGAAAAXCAXGACAXXXGGAXAAAGACACXGACXXGXGCX 
XXXXXGGACAGXGGAGGCACAAAAXGXGAAAXXCXXCAAXXAXXAAAGCCAAXGXGXGAAGXGAAAACXGACTXX 
XGXCAGACXGXACXXCCAXACXXGAXXCAXGAXAXXXXACXCCAAGAXACAAAXGAAXCAXGGAGAAAXCXGCXX 
XCXACACAXGXXCAGGGAXXXXXCACCAGCXGXCXXCGACACXXCXCGCAAACGAGCCGAXCCACAACCCCXGCA 
AACXTGGAXXCAGAGXCAGAGCACXXXXXCCGAXGCXGXXXGGAXAAAAAAXCACAAAGAACAAXGCXTGCXGXX 
GXGGACXACAXGAGAAGACAAAAGAGACCXXCXXCAGGAACAAXXXXXAAXGAXGCXTXCXGGCXGGAXXXAAAX 
XAXCXAGAAGXXGCCAAGGXAGCXCAGXCXXGXGCXGCXCACXXXACAGCXXXACXCXAXGCAGAAAXCXAXGCA 
GAXAAGAAAAGXAXGGAXGAXCAAGAGAAAAGAAGXCXXGCAXXXGAAGAAGGAAGCCAGAGXACAACXAXXXCX 
AGCXXGAGXGAAAAAAGXAAAGAAGAAACXGGAAXAAGXXXACAGGAXCXXCXCXXAGAAAXCXACAGAAGXAXA 
GGGGAGCCAGAXAGXXXGXAXGGCXGXGGXGGAGGGAAGAXGXXACAACCCAXXACXAGACXACGAACAXAXGAA 
CACGAAGCAAXGXGGGGCAAAGCCCXAGXAACAXAXGACCXCGAAACAGCAAXCCCCXCAXCAACACGCCAGGCA 
GGAAXCAXXCAGGCCXXGCAGAAXXXGGGACXCXGCCAXAXXCXXXCCGXCXAXXXAAAAGGAXXGGAXXAXGAA 
AAXAAAGACXGGXGXCCXGAACXAGAAGAACXXCAXXACCAAGCAGCAXGGAGGAAXAXGCAGTGGGACCAXXGC 
ACXXCCGXCAGCAAAGAAGXAGAAGGAACCAGXXACCAXGAAXCAXXGXACAAXGCXCXACAAXCXCXAAGAGAC 
AGAGAAXXCXCXACAXXXXAXGAAAGXCXCAAAXAXGCCAGAGXAAAAGAAGXGGAAGAGAXGXGXAAGCGCAGC 
CXXGAGXCXGXGXAXXCGCXCXAXCCCACACXXAGCAGGXXGCAGGCCAXXGGAGAGCXGGAAAGCAXTGGGGAG 
CXXXXCXCAAGAXCAGXCACACAXAGACAACXCXCXGAAGXAXAXAXXAAGXGGCAGAAACACXCCCAGCXXCXC 
AAGGACAGXGAXXXXAGXXTXCAGGAGCCXAXCAXGGCXCXACGCACAGXCAXXXXGGAGAXCCXGAXGGAAAAG 
GAAAXGGACAACXCACAAAGAGAAXGXAXXAAGGACAXXCXCACCAAACACCXXGXAGAACXCXCXAXACXGGCC 
AGAACXXXCAAGAACACXCAGCXCCCXGAAAGGGCAAXATXXCAAAXXAAACAGXACAAXXCAGXXAGCXGXGGA 
GXCXCXGAGXGGCAGCXGGAAGAAGCACAAGXAXXCXGGGCAAAAAAGGAGCAGAGXCXXGCCCXGAGXAXXCXC 
AAGCAAAXGAXCAAGAAGXXGGAXGCCAGCXGXGCAGCGAACAAXCCCAGCCXAAAACXXACAXACACAGAAXGX 
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CTGAGGGTTTGTGGCAACTGGTTAGCAGAAACGTGCTTAGAAAATCCTGCGGTCATCATGCAGACCTATCTAGAA 
AAGGCAGTAGAAGTTGCTGGAAATTATGATGGAGAAAGTAGTGATGAGCTAAGAAATGGAAAAATGAAGGCATTT 
CTCTCATTAGCCCGGTTTTCAGATACTCAATACCAAAGAATTGAAAACTACATGAAATCATCGGAATTTGAAAAC 
AAGCAAGCTCTCCTGAAAAGAGCCAAAGAGGAAGTAGGTCTCCTTAGGGAACATAAAATTCAGACAAACAGATAC 
ACAGTAAAGGTTCAGCGAGAGCTGGAGTTGGATGl^ATTAGCCCTGCGTGCACTGAAAGAGGATCGTAAACGCTTC 
TTATGTAAAGCAGTTGAAAATTATATCAACTGCTTATTAAGTGGAGAAGAACATGATATGTGGGTATTCCGGCTT 
TGTTCCCTCTGGCTTGAAAATTCTGGAGTTTCTGAAGTCAATGGCATGATGAAGAGAGACGGAATGAAGATTCCA 
ACATATAAATTTTTGCCTCTTATGTACCAATTGGCTGCTAGAATGGGGACCAAGATGATGGGAGGCCTAGGATTT 
CATGAAGTCCTCAATAATCTAATCTCTAGAATTTCAATGGATCACCCCCATCACACTTTGTTTATTATACTGGCC 
TTAGCAAATGCAAACAGAGATGAATTTCTGACTAAACCAGAGGTAGCCAGAAGAAGCAGAATAACT2VAAAATGTG 
CCTAAACAAAGCTCTCAGCTTGATGAGGATCGAACAGAGGCTGCAAATAGAATAATATGTACTATCAGAAGTAGG 
AGACCTCAGATGGTCAGAAGTGTTGAGGCACTTTGTGATGCTTATATTATATTAGCAAACTTAGATGCCACTCAG 
TGGAAGACTCAGAGAAAAGGCATAAATATTCCAGCAGACCAGCCAATTACTAAACTTAAGAATTTAGAAGATGTT 
GTTGTCCCTACTATGGAAATTAAGGTGGACCACACAGGAGAATATGGAAATCTGGTGACTATACAGTCATTTAAA 
GCAGAATTTCGCTTAGCAGGAGGTGTAAATTTACCAAAAATAATAGATTGTGTAGGTTCCGATGGCAAGGAGAGG 
AGACAGCTTGTTAAGGGCCGTGATGACCTGAGACAAGATGCTGTCATGCAACAGGTCTTCCAGATGTGTAATACA 
TTACTGCAGAGAAACACGGAAACTAGGAAGAGGAAATTAACTATCTGTACTTATAAGGTGGTTCCCCTCTCTCAG 
CGAAGTGGTGTTCTTGAATGGTGCACAGGAACTGTCCCCATTGGTGAATTTCTTGTTAACAATGAAGATGGTGCT 
CATAAAAGATACAGGCCAAATGATTTCAGTGCCTTTCAGTGCCAAAAGAAAATGATGGAGGTGCAAAAAAAGTCT 
TTTGAAGAGAAATATGAAGTCTTCATGGATGTTTGCCAAAATTTTCAACCAGTTTTCCGTTACTTCTGCATGGAA 
AAATTCTTGGATCCAGCTATTTGGTTTGAGAAGCGATTGGCTXATACGCGCAGTGTAGCTACTTCTTCTATTGTT 
GGTTACATACTTGGACTTGGTGATAGACATGTACAGAATATCTTGATAAATGAGCAGTCAGCAGAACTTGTACAT 
ATAGATCTAGGTGTTGCTTTTGAACAGGGCAAAATCCTTCCTACTCCTGAGACAGTXCCTTTTAGACTCACCAGA 
GATATTGTGGATGGCATGGGCATTACGGGTGTTGAAGGTGTCTTCAGAAGATGCTGTGAGAAAACCATGGAAGTG 
ATGAGAAACTCTCAGGAAACTCTGTTAACCATTGTAGAGGTCCTTCTATATGATCCACTCTXTGACTGGACCATG 
AATCCTTTGAAAGCTTTGTATTTACAGCAGAGGCCGGAAGATGAAACTGAGCTTCACCCTACTCTGAATGCAGAT 
GACCAAGAATGCAAACGAAATCTCAGTGATATTGACCAGAGTTTCAACAAAGTAGCTGAACGTGTCTTAATGAGA 
CTACAAGAGAAACTGAAAGGAGTGGAAGAAGGCACTGTGCTCAGTGTTGGTGGACAAGTGAATTTGCTCATACAG 
CAGGCCATAGACCCCAAAAATCTCAGCCGACTTTTCCCAGGATGGAAAGCTTGGGTGTGATCTTCAGTATATGAA 
TTACCCTTTCATTCAGCCTTTAGAAATTATATTTTAGCCTTTATTTTTAACCTGCCAACATACTTTAAGTAGGGA 
TTAATATTTAAGTGAACTATTGTGGGTTTTTTTGAATGTTGGTTTTAATACTTGATTTAATCACCACTCAAAAAT 
GTTTTGATGGTCTTAAGGAACATCTCTGCTTTCACTCTTTAGAAATAATGGTCATTCGGGCTGGGCGCAGCGGCT 
CACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGTGAGCGGATCACAAGGTCAGGAGTTCGAGACCAGCCTGGC 
CAAGAGACCAGCCTGGCCAGTATGGTGAAACCCTGTCTCTACTAAAAATACAAAAATTAGCCGAGCATGGTGGCG 
GGCACCTGTAGTCCCAGCTACTCGAGAGGCTGAGGCAGGAGAATCTCTTGAACCTGGGAGGTGAAGGTTGCTGTG 
GGCCAAAATCATGCCATTGCACTCCAGCCTGGGTGACAAGAGCGAAACTCCATCTCAAAAA 
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MTLHEPANSSASQSTDLCDFSGDLDPAPNPPHFPSHVIKATFAYISNCHKTKLKSILEILSKSPDSYQKILLAIC 
EQAAETNNVYKKHRILKIYHLFVSLLLKDIKSGLGGAWAFVLRDVIYTLIHYINQRPSCIMDVSLRSFSLCCDLL 
SQVCQTAVTYCKDALENHLHVIVGTLIPLVYEQVEVQKQVLDLLKYLVIDNKDNENLYITIKLLDPFPDHWFKD 
LRITQQKIKYSRGPFSLLEEINHFLSVSVYDALPLTRLEGLKDLRRQLELHKDQMVDIMRASQDNPQDGIMVKLV 
VNLLQLSKMAINHTGEKEVLEAVGSCLGEVGPIDFSTIAIQHSKDASYTKALKLFEDKELQWTFIMLTYLNNTLV 
EDCVKVRSAAVTCLKNILATKTGHSFWEIYKMTTDPMLAYLQPFRTSRKKFLEVPRFDKENPFEGLDDINLWIPL 
SENHDIWIKTLTCAFLDSGGTKCEILQLLKPMCEVKTDFCQTVLPYLIHDILLQDTNESWRNLLSTHVQGFFTSC 
LRHFSQTSRSTTPANLDSESEHFFRCCLDKKSQRTMLAWDYMRRQKRPSSGTIFNDAFWLDLNYLEVAKVAQSC 
AAHFTALLYAEIYADKKSMDDQEKRSLAFEEGSQSTTISSLSEKSKEETGISLQDLLLEIYRSIGEPDSLYGCGG 
GKMLQPITRLRTYEHEAMWGKALVTYDLETAIPSSTRQAGIIQALQNLGLCHILSVYLKGLDYENKDWCPELEEL 
HYQAAWRNMQWDHCTSVSKEVEGTSYHESLYNALQSLRDREFSTFYESLKYARVKEVEEMCKRSLESVYSLYPTL 
SRLQAIGELESIGELFSRSVTHRQLSEVYIKWQKHSQLLKDSDFSFQEPIMALRTVILEILMEKEMDNSQRECIK 
DILTKHLVELSILARTFKNTQLPERAIFQIKQYNSVSCGVSEWQLEEAQVFWAKKEQSLALSILKQMIKKLDASC 
AANNPSLKLTYTECLRVCGNWLAETCLENPAVIMQTYLEKAVEVAGNYDGESSDELRNGKMKAFLSLARFSDTQY 
QRIENYMKSSEFENKQALLKRAKEEVGLLREHKIQTNRYTVKVQRELELDELALRALKEDRKRFLCKAVENYINC 
LLSGEEHDMWVFRLCSLWLENSGVSEVNGl^KRDGMKIPTYKFLPLMYQLAARMGTKMMGGLGFHEVLNNLISRI 
SMDHPHHTLFIILALANANRDEFLTKPEVARRSRITKNVPKQSSQLDEDRTEAANRIICTIRSRRPQMVRSVEAL 
CDAYIILANLDATQWKTQRKGINIPADQPITKLKNLEDVWPTMEIKVDHTGEYGNLVTIQSFKAEFRLAGGVNL 
PKIIDCVGSDGKERRQLVKGRDDLRQDAVMQQVFQMCNTLLQRNTETRKRKLTICTYKWPLSQRSGVLEWCTGT 
VPIGEFLVNNEDGAHKRYRPNDFSAFQCQKKMMEVQKKSFEEKYEWMDVCQNFQPVFRYFCMEKFLDPAIWFEK 
RLAYTRSVATSSIVGYILGLGDRHVQNILINEQSAELVHIDLGVAFEQGKILPTPETVPFRLTRDIVDGMGITGV 
EGVFRRCCEKTMEVMRNSQETLLTIVEVLLYDPLFDWTMNPLKALYLQQRPEDETELHPTLNADDQECKRNLSDI 
DQSFNKVAERVLMRLQEKLKGVEEGTVLSVGGQVNLLIQQAIDPKNLSRLFPGWKAWV 
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CGCGCCTCGGGCGGTACCCAGCCAGTCCCCAGCGCCGCGCTACCGCGCTGACCGGCCCTCCAGACGCCTCCCGGT 
ACCCGGGACCCCAGCCCGGCCGCTCGCCCGCAGCCCGCCGGCCGCACACGTCCCCGGAGCCGGGCCTAGGGCGGG 
CGGCAGCGGCGGCTCGGCGCAGTCAGGCTGGGCTCTGTAGCGTCCCCATGGCCGCGGCCGGCTGGCGGGACGGCT 
CCGGCCAGGAGAAGTACCGGCTCGTGGTGGTCGGCGGGGGCGGCGTGGGCAAGTCGGCGCTCACCATCCAGTTCA 
TCCAGTCCTATTTTGTAACGGATTATGATCCAACCATTGAAGATTCTTACACAAAGCAGTGTGTGATAGATGACA 
GAGCAGCCCGGCTAGATATTTTGGATACAGCAGGACAAGAAGAGTTTGGAGCCATGAGAGAACAGTATATGAGGA 
CTGGCGAAGGCTTCCTGTTGGTCTTTTCAGTCACAGATAGAGGCAGTTTTGAAGAAATCTATAAGTTTCAAAGAC 
AGATTCTCAGAGTAAAGGATCGTGATGAGTTCCCAATGATTTTAATTGGTAATAAAGCAGATCTGGATCATCAAA 
GACAGGTAACACAGGAAGAAGGACAACAGTTAGCACGGCAGCTTAAGGTAACATACATGGAGGCATCAGCAAAGA 
TTAGGATGAATGTAGATCAAGCTTTCCATGAACTTGTCCGGGTTATCAGGAAATTTCAAGAGCAGGAATGTCCTC 
CTTCACCAGAACCAACACGGAAAGAAAAAGACAAGAAAGGCTGCCATTGTGTCATTTTCTASVATCCCTTCAGTT 
TTAGCTACCAACGGCCAGGAAAAGCCCTCATCTTCTCTTTCTCTCCTCAGTTTACATCTTGTTGGTACCTTTCTA 
GCCTTAGACAAATGATCACCATGTTAGCCTTAGACCAAGAAGCTGGCTAGTCCTTTCTGTGAAGCTAATACAATG 
GTCATTTCCAGACAAATTTAAAGGAAACACTAAGGCTGCTTCAAAGATTATCTGATTCCTTTAAAATATATGTCT 
ATATACACAGACATGCTCTTTTTTTAAGTGCTTACATTTTAATAGAGATGAATCAGTTTTGGAATCTAAGCTGTT 
TGCCAAGCTGAAGCTACAGGTTGTGAAATAATTTTTAACTTTTGGAATCATACTGCCTACTGTTACTCTAAATAG 
AAATATAGGGTXTTTTTTAATGTGAATTTTTGCCTATCTTTAAACATTTCAATGTCAGCCTTTGTTAACCTTAAA 
TACACTGAATTGAATCTACAAAAGTGAACCATCTCAGACCTTTACTGATACTACAACTTTTGTTTTCTGATGGCC 
AAAATACCAAATGCCTGTTGTATTTATGGATTAAAAACTGCTTATAAAAAAAAAAAAAAA 
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MAAAGWRDGSGQEKYRLWVGGGGVGKSALTIQFIQSYFVTDYDPTIEDSYTKQCVIDDRAARLDILDTAGQEEF 
GAMREQYMRTGEGFLLVFSVTDRGSFEEIYKFQRQILRVKDRDEFPMILIGNKADLDHQRQVTQEEGQQLARQLK 
VTYMEASAKIRMNVDQAFHELVRVIRKFQEQECPPSPEPTRKEKDKKGCHCVIF 
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AAAATGTGCTTCTTACAGGAATATAAATAGTTTCTGGAAAGGACACTGACAACTTCAAAGCAAAATGAAGTTCTT 

TCTGTTGCTTTTCACCATTGGGTTCTGCTGGGCTCAGTATTCCCCAAATACACAACAAGGACGGACATCTATTGT 

TCATCTGTTTGAATGGCGATGGGTTGATATTGCTCTTGAATGTGAGCGATATTTAGCTCCGAAGGGATTTGGAGG 

GGTTCAGGTCTCTCCACCAAATGAAAATGTTGCAATTTACAACCCTTTCAGACCTTGGTGGGAAAGATACCAACC 

AGTTAGCTATAAATTATGCACAAGATCTGGAAATGAAGATGAATTTAGAAACATGGTGACTAGATGTAACAATGT 

TGGGGTTCGTATTTATGTGGATGCTGTAATTAATCATATGTGTGGTAACGCTGTGAGTGCAGGAACAAGCAGTAC 

CTGTGGAAGTTACTTCAACCCTGGAAGTAGGGACTTTCCAGCAGTCCCATATTCTGGATGGGATTTCAATGATGG 

TAAATGTAAAACTGGAAGTGGAGATATCGAGAACTACAATGATGCTACTCAGGTCAGAGATTGTCGTCTGACTGG 

TCTTCTTGATCTTGCACTGGAGAAGGATTACGTGCGTTCTAAGATTGCCGAATATATGAACCATCTCATTGACAT 

TGGTGTTGCAGGGTTCAGACTTGATGCTTCCAAGCACATGTGGCCTGGAGACATAAAGGCAATTTTGGACAAACT 

GCATAATCTAAACAGTAACTGGTTCCCTGCAGGAAGTAAACCTTTCATTTACCAGGAGGTAATTGATCTGGGTGG 

TGAGCCAATTAAAAGCAGTGACTACTTTGGTAATGGCCGGGTGACAGAATTCAAGTATGGTGCAAAACTCGGCAC 

AGTTATTCGCAAGTGGAATGGAGAGAAGATGTCTTACTTAAAGAACTGGGGAGAAGGTTGGGGTTTCGTACCTTC 

TGACAGAGCGCTTGTCTTTGTGGATAACCATGACAATCAACGAGGACATGGGGCTGGAGGAGCCTCTATTCTTAC 

CTTCTGGGATGCTAGGCTGTACAAAATGGCAGTTGGATTTATGCTTGCTCATCCTTACGGATTTACACGAGTAAT 

GTCAAGCTACCGTTGGCCAAGACAGTTTCAAAATGGAAACGATGTTAATGATTGGGTTGGGCCACCAAATAATAA 

TGGAGTAATTAAAGAAGTTACTATTAATCCAGACACTACTTGTGGCAATGACTGGGTCTGTGAACATCGATGGCG 

CCAAATAAGGAACATGGTTATTTTCCGCAATGTAGTGGATGGCCAGCCTTTTACAAATTGGTATGATAATGGGAG 

CAACCAAGTGGCTTTTGGGAGAGGAAACAGAGGATTCATTGTTTTCAACAATGATGACTGGTCATTTTCTTTAAC 

TTTGCAAACTGGTCTTCCXGCTGGCACATACTGTGATGTCATTTCTGGAGATAAAATTAATGGCAATTGCACAGG 

CATTAAAATTTACGTTTCTGATGATGGCAAAGCTCATTTTTCTATTAGTAACTCTGCTGAAGATCCATTTATTGC 

AATTCATGCTGAATCTAAATTGTAAAATTTAAAATTAA 

AAAAAAAAAA 
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MKFFLLLFTIGFCWAQYSPNTQQGRTSIVHLFEWRWVDIALEC^ 

RYQPVSYKLCTRSGNEDEFRNMVTRCNNVGVRIYVDAVINHMCGNAVSAGTSSTCGSYFNPGSRDFPAVPYSGWD 
FNDGKCKTGSGDIENYNDATQVRDCRLTGLLDLALEKDYVRSKIAEYMNHLIDIGVAGFRLDASKHMWPGDIKAI 
LDKLHNLNSNWFPAGSKPFIYQEVIDLGGEPIKSSDYFGNGRVTEFKYGAKLGTVIRKWNGEKMSYLKNWGEGWG 
FVP SDRALVFVDNHDNQRGHGAGGAS ILTFWDARLYKMAVGFMLAHP YGFTRVMS S YRWPRQFQNGNDVNDWVGP 
PNNNGVIKEVTINPDTTCGNDWVCEHRWRQIRNMVIF 

FSLTLQTGLPAGTYCDVISGDKINGNCTGIKIYVSDDGKAHFSISNSAEDPFIAIHAESKL 
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TCTAGATGGGGGTCCTGGGCCCCAGGGTGTGCAGCCACTGACTTGGGGACTGCTGGTGGGGTAGGGATGAGGGAG 

GGAGGGGCATTGTGATGTACAGGGCTGCTCTGTGAGATCAAGGGTCTCTTAAGGGTGGGAGCTGGGGCAGGGACT 

ACGAGAGCAGCCAGATGGGCTGAAAGTGGAACTCAAGGGGTTTCTGGCACCTACCTACCTGCTTCCCGCTGGGGG 

GTGGGGAGTTGGCCCAGAGTCTTAAGATTGGGGCAGGGTGGAGAGGTGGGCTCTTCCTGCTTCCCACTCATCTTA 

TAGCTTTCTTTCCCCAGATCCGAATTCGAGATCCAAACCAAGGAGGAAAGGATATCACAGAGGAGATCATGTCTG 

GGGCCCGCACTGCCTCCACACCCACCCCTCCCCAGACGGGAGGCAGTCTGGAGCCTCAAGCTAATGGGGAGACGC 

CCCAGGTTGCTGTCATTGTCCGGCCAGATGACCGGTCACAGGGAGCAATCATTGCTGACCGGCCAGGGCTGCCTG 

GCCCAGAGCATAGCCCTTCAGAATCCCAGCCTTCGTCGCCTTCTCCGACCCCATCACCATCCCCAGTCTTGGAAC 

CGGGGTCTGAGCCTAATCTCGCAGTCCTCTCTATTCCTGGGGACACTATGACAACTATACAAATGTCTGTAGAAG 

AATCAACCCCCATCTCCCGTGAAACTGGGGAGCCATATCGCCTCTCTCCAGAACCCACTCCTCTCGCCGAACCCA 

TACTGGAAGTAGAAGTGACACTTAGCAAACCGGTTCCAGAATCTGAGTTTTCTTCCAGTCCTCTCCAGGCTCCCA 

CCCCTTTGGCATCTCACACAGTGGAAATTCATGAGCCTAATGGCATGGTCCCATCTGAAGATCTGGAACCAGAGG 

TGGAGTCAAGCCCAGAGCTTGCTCCTCCCCCAGCTTGCCCCTCCGAATCCCCTGTGCCCATTGCTCCAACTGCCC 

AACCTGAGGAACTGCTCAACGGAGCCCCCTCGCCACCAGCTGTGGACTTAAGCCCAGTCAGTGAGCCAGAGGAGC 

AGGCCAAGGAGGTGACAGCATCAGTGGCGCCCCCCACCATCCCCTCTGCTACTCCAGCTACGGCTCCTTCAGCTA 

CTTCCCCAGCTCAGGAGGAGGAAATGGAAGAAGAAGAAGATGAGGAAGAAGGAGAAGTAGGGGAAGCAGGGGAAG 

GTGAGAGTGAGAAGAGAGGAGAGGAACTGCTCCCCCCAGAGAGTACCCCTATTCCAGCCAACTTGTCTCAGAATT 

TGGAGGCAGCAGCAGCCACTCAAGTGGCAGTATCTGTGCCAAAGAGGAGACGGAAAATTAAGGAGCTAAATAAGA 

AGGAGGCTGTTGGAGACCTTCTGGATGCCTTCAAGGAGGCGAACCCGGCAGTACCAGAGGTGGAAAATCAGCCTC 

CTGCAGGCAGCAATCCAGGCCCAGAGTCTGAGGGCAGTGGTGTGCCCCCACGTCCTGAGGAAGCAGATGAGACCT 

GGGACTCAAAGGAAGACAAAATTCACAATGCTGAGAACATCCAGCCCGGGGAACAGAAGTATGAATATAAGTCAG 

ATCAGTGGAAGCCTCCAAACCTAGAGGAGAAAAAACGTTACGACCGTGAGTTCCTGCTTGGTTTTCAGTTCATCT 

TTTGCCAGATGCAGAAGCCAGAGGGATTGCCACATATCAGTGACGTGGTGCTGGACAAGGCCAATAAAACACCAC 

TGCGGCCACTGGATCCCACTAGACTACAAGGCATAAATTGTGGCCCAGACTTCACTCCATCCTTTGCCAACCTTG 

GCCGGACAACCCTTAGCACCCGTGGGCCCCCAAGGGGTGGGCCAGGTGGGGAGCTCGCCCGTGGCGCGCAGGCTG 

GCCTGGGACCCCGGCGCTCTCAGCAGGGACCCCGAAAAGAACCACGCAAGATCATTGCCACAGTGTTAATGACCG 

AAGATATAAAACTGAACAAAGCAGAGAAAGCCTGGAAACCCAGCAGCAAGCGGACAGCGGCTGATAAGGATCGAG 

GGGAAGAAGATGCTGATGGCAGCAAAACCCAGGACCTATTCCGCAGGTGGCGCTCCATCCTGAATAAACTGACAC 

CCCAGATGTTCCAGCAGCTGATGAAGCAAGTGACGCAGCTGGCCATCGACACCGAGGACGCCTCAAAGGGGTCAT 

TGACCTCATTTTTGAGAAGGCCATTTCAGAGCCCAACTTCTCTGTGGCCTATCCAACATGTGCCGCTGCCTCATG 

GCGCTGAAAGTGCCCACTACGGAAAGCCAACAGTGACTGTGAACTTCCGAAAGCTGTTGTTGAATCGATGTCAGA 

AGGAGTTTGAGAAAGACAAAGATGATGATGAGGTTTTTGAGAAGAAGCAAAAAGAGATGGATGAAGCTGCTACGG 

CAGAGGAACGAGAACGCCTGAAGGAGGAGCTGGAAGAGGCTCGGGACATAGCCCGGCGCTGCTCTTTAGGGAATA 

TCAAGTTTATTGGAGAGTTGTTCAAACTGAAGATGTTAACAGAGGCAATAATGCATGACTGTGTGGTCAAACTGC 

TTAAGAACCATGATGAAGAGTCCCTTGAGTGCCTTTGTCGTCTGCTCACCACCATTGGCAAAGACCTGGACTTTG 

AAAAAGCCAAGCCCCGAATGGATCAGTATTTCAACCAGATGGAAAAAATCATTAAAGAAAAGAAGACGTCATCCC 

GCATCCGCTTTATGCTGCAGGACGTGCTGGATCTGCGAGGGAGCAATTGGGTGCCACGCCGAGGGGATCAGGGTC 

CAAGACCATTGACCAGATCCATAAGGAGGCTGAGATGGAAGACATCGAGAGCACATCAAAGTGCAGCAGCTCATG 

CAAGGGCAGTGACAAGCGTCGGGGCGGTCCTCCAGGCCCTCCCATCAGCCGTGGACTTCCCCTTGTGGATGATGG 

TGGCTGACACAGTTCCCATCAGCAAAGGTAGCCGCCCCATTGACACCTCACGACTCACCAAGATCACCAAGCCTG 

GCTCCATCGATTCTAACAACCAGCTCTTTGCACCTGGAGGGCGACTGAGCTGGGGCAAGGGCAGCAGCGGAGGGT 

CAGGAGCCCAGCCCTCAGACGCAGCATCAGAAGCTGCTCGCCCAGCTACTAGTACTTTGATTCGCTTCTCAGCCC 

TTCAACAAGCGGTACCCACAGAAAGCACAGATAATAGACGTGTGGTGCAGAGGAGTAGCTTGAGCCGAGAACGAG 

GCGAGAAAGCTGGAGACCGAGGAGACCGCCTAGAGCGAGTGAACGGGGAGGGGACCGTGGGGACCGGCTTGATCG 

TGTCGCGGACACCTGCTACCAAGCGGACGTTCAGCAAGGAAGTGGAGGAGCGGAGTAGAGAACGGCCCTCCCAGC 

CTGAGGGGCTGCGCAAGGCAGCTAGCCTCACGGAGGATCGGGACCGTGGGCGGGATGCCGTGAAGCGAGAAGCTG 

CCCTACCCCCAGTGAGCCCCCTGAAGGCGGCTCTCTCTGAGGAGGAGTTAGAGAAGAAATCCAAGGCTATCATTG 

AGGAATATCTCCATCTCAATGACATGAAAGAGGCAGTCCAGTGCGTGCAGGAGCTGGCCTCACCCTCCTTGCTCT 
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TCATCTTTGTACGGCATGGTGTCGAGTCTACGCTGGAGCGCAGTGCCATTGCTCGTGAGCATATGGGGCAGCTGC 
TGCACCAGCTGCTCTGTGCTGGGCATCTGTCTACTGCTCAGTACTACCAAGGGTTGTATGAAATCTTGGAATTGG 
CTGAGGACATGGAAAXTGACATCCCCCACGTGTGGCTCTACCTAGCGGAACTGGTAACACCCATTCTGCAGGAAG 
GTGGGGTGCCCATGGGGGAGCTGTTCAGGGAGATTACAAAGCCTCTGAGACCGTTGGGCAAAGCTGCTTCCCTGT 
TGCTGGAGATCCTGGGCCTCCTGTGCAAAAGCATGGGTCCTAAAAAGGTGGGGACGCTGTGGCGAGAAGCCGGGC 
TTAGCTGGAAGGAATTTCTACCTGAAGGCCAGGACATTGGTGCATTCGTCGCTGAACAGAAGGTGGAGTATACCC 
TGGGAGAGGAGTCGGAAGCCCCTGGCCAGAGGGCACTCCCCTCCGAGGAGCTGAACAGGCAGCTGGAGAAGCTGC 
TGAAGGAGGGCAGCAGTAACCAGCGGGTGTTCGACTGGATAGAGGCCAACCTGAGTGAGCAGATAGTATCCAACA 
CGTTAGTTCGAGCCCTCATGACGGCTGTCTGCTATTCTGCAATTATTTTTGAGACTCCCCTCCGAGTGGACGTTG 
CAGTGCTGA7VAGGCGACATAGTGCTGCAGAAATACCTGTGTGACGAAGCAGAAGGAGCTACAGGCGCTCTACGCC 
TCCAGGCCCTTGTAGTGACCTTAGAACAGCCTCCCAACCTGCTGCGGATGTTCTTTGACGCACTGTATGACGAGG 
ACGTGGTGAAGGAGGATGCCTTCTACAGTTGGGAGAGTAGCAAGGACCCCGCTGAGCAGCAGGGCAAGGGTGTGG 
CCCTTAAATCTGTCACAGCCTTCTTCAAGTGGCTCCGTGAAGTCAGAGGAGGAGTCTGACCACAACTGAGGGCTG 
GTGGGGCCGGGGACCTGGAGCCCCATGGACACACAGATGGCTCCGGCTAGCCGCCTGGACTGCAGGGGGGCGGCA 
GCAGCGGCGGTGGCAGTGGGTGCQTGTAGTGTGATGTGTCTGAACTAATAAAGTGGCTGAAGAGGCAGGATGGCT 
TGGGGCTGCCTGGGCCCCCCTCCAGGATGCCGCCAGGTGTCCCTCTCCTCCCCTGGGGCACAGAGATATATTATA 
TATAAAGTCTTGAAAATTTTGAAATTTGGTGTGTCTTGGGGTGGGGAGGGGCACCAACGCCTGCCCCTGGGGTCC 
TTTTTTTTATTTTCTGAAAATCACTCTCGGACTGCCGTCCTCGCTGCTGGGCATATGCCCCAGCCCCTGTACCAC 
CCCTGCTGTTGCCTGGGCAGGGGGAAGGGGGGGCACGGTGCCTGTAATTATTAAACATGAATTCAATT 
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MSGARTASTPTPPQTGGSLEPQANGETPQVAVIVRPDDRSQGAIIADRPGLPGPEHSPSESQPSSPSPTPSPSPV 
LEPGSEPNLAVLSIPGDTMTTIQMSVEESTPISRETGEPYRLSPEPTPLAEPILEVEVTLSKPVPESEFSSSPLQ 
APTPLASHTVEIHEPNGMVPSEDLEPEVESSPELAPPPACPSESPVPIAPTAQPEELLNGAPSPPAVDLSPVSEP 
EEQAKEVTASVAPPTIPSATPATAPSATSPAQEEEMEEEEDEEEGEVGEAGEGESEKRGEELLPPESTPIPANLS 
QNLEAAAATQVAVSVPKRRRKIKELNKKEAVGDLLDAFKEANPAVPEVENQPPAGSNPGPESEGSGVPPRPEEAD 
ETWDSKEDKIHNAENIQPGEQKYEYKSDQWKPPNLEEKKRYDREFLLGFQFIFCQMQKPEGLPHISDWLDKANK 
TPLRPLDPTRLQGINCGPDFTPSFANLGRTTLSTRGPPRGGPGGELARGAQAGLGPRRSQQGPRKEPRKIIATVL 
MTEDIKLNKAEKAWKPSSKRTAADKDRGEED7VDGSKTQDLFRRWRSILNKLTPQMFQQLMKQVTQLAIDTEDASK 
GSLTSFLRRPFQSPTSLWPIQHVPLPHGAESAHYGKPTVTVNFRKLLLNRCQKEFEKDKDDDEVFEKKQKEMDEA 
ATAEERERLKEELEEARDIARRCSLGNIKFIGELFKLKMLTEAIMHDCWKLLKNHDEESLECLCRLLTTIGKDL 
DFEBCAKPRMDQYFNQMEKIIKEKKTSSRIRFMLQDVLDLRGSNWVPRRGDQGPRPLTRSIRRLRWKTSRAHQSAA 
AHARAVTSVGAVLQALPSAVDFPLWMMVADTVPISKGSRPIDTSRLTKITKPGSIDSNNQLFAPGGRLSWGKGSS 
GGSGAQPSDAASEAARPATSTLIRFSALQQAVPTESTDNRRWQRSSLSRERGEKAGDRGDRLERVNGEGTVGTG 
LIVSRTP ATKRTFSKE VEERS RE RPSQPEGLRKAASLTEDRDRGRDAVKREAALPPVSPLKAALSEEELEKKSKA 
IIEEYLHLNDMKEAVQCVQELASPSLLFIFVRHGVESTLERSAIAREHMGQLLHQLLCAGHLSTAQYYQGLYEIL 
ELAEDMEIDIPHVWLYLAELVTPILQEGGVPMGELFREITKPLRPLGKAASLLLEILGLLCKSMGPKKVGTLWRE 
AGLSWKEFLPEGQDIGAFVAEQKVEYTLGEESEAPGQRALPSEELNRQLEKLLKEGSSNQRVFDWIEANLSEQIV 
SNTLVRALMTAVCYSAIIFETPLRVDVAVLKGDIVLQKYLCDEAEGATGALRLQALWXLEQPPNLLRMFFDALY 
DEDWKEDAFYSWESSKDPAEQQGKGVALKSVTAFFKWLREVRGGV 
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GGTAAGAGAAGACTGGAAGCMGTCGGAGTTTTGGTTAATTTCTGCCCCTGGCGATAAGGAAAATTTGCAAGCTC 
TGGAGAGGATGAATACTGTAACCTCCAAGTCCAACCTGTCTTATAATACCAAATTCGCTATTCCTGACTTCAAGG 
TGGGGACCTTGGATTCCCTGGTTGGCCTCTCTGATGAGTTGGGGAAACTCGACACCTTTGCTGAAAGCCTCATAA 
GGAGAATGGCTCAGAGCGTGGXGGAAGTCATGGAGGACTCAAAGGGGAAGGTCCAGGAGCACCTCCTGGCAAACG 
GAGTTGACTTAACATCCTTTGTGACCCACTTTGAATGGGACATGGCCAAATATCCTGTCAAGCAGCCGCTCGTGA 
GTGTGGTGGACACAATAGCCAAGCAACTGGCGCAGATCGAGATGGACCTGAAGTCCCGAACGGCCGCCTACGACA 
CTCTGAAGACAAACCTGGAGAACCTGGAAAAGAAATCCATGGGGAACCTCTTCACCCGGACACTGAGTGATATTG 
TGAGCAAAGAGGACTTCGTGCTGGATTCTGAATATCTCGTCACACTTCTGGTCATCGTCCCCAAACCAAACTACT 
CACAATGGCAAAAAACCTACGAATCTCTCTCAGACATGGTGGTCCCTCGATCAACCAAACTCATTACTGAGGACA 
AGGAAGGGGGCCTTTTCACTGTGACTCTGTTTCGAAAAGTGATTGAAGATTTCAAAACCAAGGCCAAAGAAAACA 
AGTTCACTGTTCGTGAATTTTACTATGATGAGAAGGAAATTGAAAGGGAAAGGGAGGAGATGGCCAGATTGCTGT 
CTGATAAGAAGCAACAGTATGGCCCCCTGCTGCGCTGGCTCAAGGTGAACTTCAGTGAAGCCTTCATTGCCTGGA 
TCCACATCAAGGCCCTGAGAGTGTTTGTGGAGTCCGTGCTCAGGTATGGACTACCAGTGAACTTCCAGGCAGTGC 
TCCTGCAGCCGCATAAGAAGTCATCCACCAAGCGTTTAAGAGAGGTTCTAAACTCTGTCTTCCGACATCTGGATG 
AAGTAGCCGCTACAAGTATACTGGATGCATCTGTGGAGATCCCGGGACTGCAACTCAATAACCAAGACTATTTTC 
CTTATGTCTACTTCCATATTGACCTTAGTCTTCTTGACTA^AAGGCCAGCTGGCACCTCTGTCrCATGTTCGTG 
CAGATTATTACAGACACCTCTTTCCTTTAGCCAGAGAATGGTTCAAATGTCTTACAGAACTAAGATCTTTTTCAG 
AGAAATTGCTCACAAAAGTTAGTGACAGTTGTATTTATTTTTTTAAGTTACAATAAAATGCTCTCAAGTCCTTTG 
AATGTTCCAACAAATTCAAAACTTCATTTTCTGAATGTTTTACATAAATGCGAACTACCTGTTCGCATTGGTAAC 
CTGCTGCTGTATTTCATGTCTTAACGGCTATTTTGAGGTTCATTAACAACATAGAAAGCCTTGAACTGTATAACC 
AGCTAGATTCCTTAATAATTAGTCACTAGAGACAGCCCAAAGACAAATATTGGGCAGGAAATCAGTTCTCACTGA 
GCCCGGTTTCCATGTAAAATCTCTGTTGTGGTGGGCATAGGTGGCACCATCTAAAGAAAAGAGGTCTTGTTTTTT 
GTTTAAAAAAGTTTGTGGGGAGGAAAGACATCTGTGTATCACTTCAAAATATTGATTTACTGCTAAACATCACTC 
TGAATTTATGATGTGGATACTAACTTCATACATTTATCGGCATTGTCCAAAATATTTTATTCTTTAATGGAAAAA 
GCCATTAATATTCAAATGAAGGGATCACATTAAAAAAAACCCATACATAAGAAACAGCCTCCAAGAACATTCAAG 
CAGCAGTCAGAGAGAAAAATGTTTCGACAGCCAAGTTTTCTTCAAAATATTATGTGACAGAATACGACTCAATTC 
ACCGGCTACAACAATTCATAGAATTTTTCAATGTTTTCTTGAGATGCAAAAGTTCACTGTTGCAGTGTTTTCAAA 
TGACCAATCAAGTACTACTTCTTGGTTAAAAGGCCACTGGTAGAGTCATCTGAGTGTAGAGAATGTCCCTTCACT 
GCTGGAAAAATCCACTGGCTCCCAAGAAAAGAAAATGGTCTGAAGCCTCTGTTGTGGCTCTCACAACTCATCTTT 
CCCTAAGTCATCAAGCTCCACATCACTGAGGTCAATGTCATCCTCCACGGGAAGCTGGGAGACGACAGAAAGCCA 
CTGTTAGATCTGCAGAAGGGGACACCCTGGAAGGTCAACATCTCATTTTATGGAAGAGCGACTCTCTGGAGCTAC 
TCCTGCTACAATCCAGGTTCTCCTCAGTCTGACTCCTACCCTGACCTTCGTACCTATGATTATACGGATGGAAAA 
GCTCAGAACTCAGGTGAAACATTTCAACATCACATCACTCACCATTTTAACACTGGAAGCCACTTGAACGTGTCC 
XTTTGAGGAGGGTGGGACACAACAGTACAGAAATAAGTGCTAATTTCAAAGCTATCATTTTCTATTTTTCTAAGA 
TAAAGTAAATGAATTCCAGGTTAAATGTTCACTTTAAGGTAATAATCAGGAAAGCAACCTTACTACTGAAATGTA 
TCTTGGCTGTCAAGAGTATCAAATGCCATGCAGCACTTAAACTTGTGATAAGGAAGATGAAGGGTCTTCAGAGAA 
GAACCTCTTAAAAGGCCCACGGGTGCACCAGGGCTGAGGTCTGATGGGAAGGACTTGACTCCAGGTGCAGAGATG 
CACAGGCTCAAGAGAGTAAACCAGGACTGCTGCCCGCACAGCTTCCCTCCCGGGCACTCACCTCGCCATCCCTGC 
CGTCCCAAGGCTCTCTCTCAACGATGGTAGGGA7UVGCCCCGCCTCCTACAGGTGCCGTGGAGCCACGCCCAAAAG 
AGAGCTCCCTTAGGGAAAAATGACCAAAACACACACACACATTTACAATGGACTGCTGGTGCAGAAGAATAAACA 
AC T T T AAAAAT AAAAAAAAAAAAAAAAAAAAAA 
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MSEFWLISAPGDKENLQALERMNTVTSKSNLSYNTKFAIPDFKVGTLDSLVGLSDELGKLDTFAESLIRRMAQSV 
VEVMEDSKGKVQEHLLANGVDLTSFVTHFEWDI^KYPVKQPLVSVVDTIAKQLAQIEMDLKSRTAAYDTLKTNLE 
NLEKKSMGNLFTRTLSDIVSKEDFVLDSEYLVTLLVIVPKPNYSQWQKTYESLSDMWPRSTKLITEDKEGGLFT 
VTLFRKVIEDFKTKAKENKFTVREFYYDEKEIEREREEMARLLSDKKQQYGPLLRWLKVNFSEAFIAWIHIKALR 
VFVESVLRYGLPVNFQAVLLQPHKKSSTKRLREVLNSVFRHLDEVAATSILDASVEIPGLQLNNQDYFPYVYFHI 
DLSLLD 
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AGATCTGAATCCAGAGGCTCTCGGAGGAAGAGCTCA6GCCACTGAGGC6GCTCCCAGCTGCGTTGGCGAC ATGG C 
CGACACCCCCAGAGATGCCGGGCTCAAGCAGGCGCCTGCATCACGGAACGAGAAGGCCCCGGTGGACTTCGGCTA 
CGTGGGGATTGACTCCATCCTGGAGCAGATGCGCCGGAAGGCCATGAAGCAGGGCTTCGAGTTCAACATCATGGT 
GGTCGGGCAGAGCGGCTTGGGTAAATCCACCTTAATCAACACCCTCTTCAAATCCAAAATCAGCCGGAAGTCGGT 
GCAGCCCACCTCAGAGGAGCGCATCCCCAAGACCATCGAGATCAAGTCCATCACGCACGATATTGAGGAGAAAGG 
CGTCCGGATGAAGCTGACAGTGATTGACACACCAGGGTTCGGGGACCACATCAACAACGAGAACTGCTGGCAGCC 
CATCATGAAGTTCATCAATGACCAGTACGAGAAATACCTGCAGGAGGAGGTCAACATCAACCGCAAGAAGCGCAT 
CCCGGACACCCGCGTCCACTGCTGCCTCTACTTCATCCCCGCCACCGGCCACTCCCTCAGGCCCCTGGAGCAGAA 
AGTGCCTTTATCTCAGCCATCCGCAGACTGCTCGGCCAGATGCGGGGACAGGCTGGA ATGAG GGAGGCGTCTTCA 
TCTCCCTGCCATCCCCCTCTCACGCCACCCCCGCCCCCACCGGGCTGCAGGTGCTGCTGATGCGCTGGGATCTGA 
TTGAGGATAAAAAGGAAGGAGAGATGACCCCTACCCCCTCATCCCCCAGTTTTGAAAAGGTCTAAGCAAGTGAGT 
CTGGTGGAGGAGCTGAGGGAGGGAGCCATGGAAGGTGCCAGAAGGAAGGTTGGCGGGGGCACGTGTGGGCCGTGG 
CTTGGGCTGGTCAGAGTGGCGTGAGCTGCCCGGCGCCTGCCCTGCCCAAGTGACCAGGGAAGTGTGTGTGTGTCC 
ATGTGTATGCGTGTCCGTCTGTCTGTCTAGTGTCTGGGTTTGGCCCAAGACTGGGCTGTAGTTACATTAATGCCC 
AGCCAGCCACCCCTGCCACTCACCCCTCCTGGCCCAGGCCTTGCTGACTCTCTGAGCTGGGGAGGTGGGAGGCCA 
GGCGAGCCTGACTCTGTTGATCTACCCGTGCCTGGGCCCCTCCCCTCAGAGCCCATGGTAACGAACCCCTAGAAA 
GGAGAGAACGGGCGTCAGGGGTGCACAGTCCACAGCTGAAGAGCAAGGTTTCGTGGCAGCACGGCCCGGCCCCTC 
ACCCTCTGTCCCCACGAGGGGACCCATGGGGGCTGTCTTTGCAGGGCACAGATGACCAAAGTCCCTTCCTGCTTC 
CTGTTACCTGTCTTGCTCCTGGGGAGAAAGAGGGGCCTGATGAGACTCCACTCAGGTGCACACATCACCAGGXGC 
ATCTGCAGGCACCGGGCTGGCTGCTTGCAGCCAGGAGAAGGTCAGCGAGAAGGAGTGTATGAGTGTGAGTGTGTG 
TGCATGGAAGTTGGGGCACTGGGCGTCTGACTCCCTCCCCACCCAAGAGAGGAAGGACCCCTCACCACCCCCACT 
GGCGAGACAGTTTACTTTGCCGACTTGCCATGTTTTTGCCAAAACCAAGATTTTGAAGGAAATGAGTGGCCAGCG 
CCAGGGCCCAGGCCATGTGGCCTGCCCAGCCTCAATGTCACTTGGTGGCGGGGTGGGGTGGGGGTGGGCAGCAGC 
ATCCCAGCCTTGAGATGCTTCACTTTCCTTCTCTGTAACCAGACTTTGAAAAATTGTTCGTTTCATCAGGCTCTG 
TTCCTCAATGGCCTTTTGCTACGTGCCTCCCGAGAAATTTGTCTTTTTGTATAAATGACAAAGTGTTGAAAATGT 
ATTTCCTGAAATAAATGTTTCAAATGC 
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MADTPRDAGLKQAPASRNEKAPVDFGYVGIDSILEQMRRKAMKQGFEFNIM\A/GQSGLGKSTLINTLFKSKISRK 
SVQPTSEERIPKTIEIKSITHDIEEKGVRMKLTVIDTPGFGDHINNENCWQPIMKFINDQYEKYLQEEVNINRKK 
RIPDTRVHCCLYFIPATGHSLRPLEQKVPLSQPSADCSARCGDRLE 
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GTTCTTGCCTGGTGTCGGTGGTTAGTTTCTGCGACTTGTGTTGGGACTGCTGATAGGAAG ATGT CTTCAGGAAAT 
GCTAAAATTGGGCACCCTGCCCCCAACTTCAAAGCCACAGCTGTTATGCCAGATGGTCAGTTTAAAGATATCAGC 
CTGTCTGACTACAAAGGAAAATATGTTGTGTTCTTCTTTTACCCTCTTGACTTCACCTTTGTGTGCCCCACGGAG 
ATCATTGCTTTCAGTGATAGGGCAGAAGAATTTAAGAAACTCAACTGCCAAGTGATTGGTGCTTCTGTGGATTCT 
CACTTCTGTCATCTAGCATGGGTCAATACACCTAAGAAACAAGGAGGACTGGGACCCATGAACATTCCTTTGGTA 
TCAGACCCGAAGCGCACCATTGCTCAGGATTATGGGGTCTTAAAGGCTGATGAAGGCATCTCGTTCAGGGGCCTT 
TTTATCATTGATGATAAGGGTATTCTTCGGCAGATCACTGTAAATGACCTCCCTGTTGGCCGCTCTGTGGATGAG 
ACTTTGAGACTAGTTCAGGCCTTCCAGTTCACTGACAAACATGGGGAAGTGTGCCCAGCTGGCTGGAAACCTGGC 
AGTGATACCATCAAGCCTGATGTCCAAAAGAGCAAAGAATATTTCTCCAAGCAGAAG TGAG CGCTGGGCTGTTTT 
AGTGCCAGGCTGCGGTGGGCAGCCATGAGAACAAAACCTCTTCTGTATTTTTTTTTTCCATTAGTAAAACACAAG 
ACTTCAGATTCAGCCGAATTGTGGTGTCTTACAAGGCAGGCCTTTCCTACAGGGGGTGGAGAGACCAGCCTTTCT 
TCCTTTGGTAGGAATGGCCTGAGTTGGCGTTGTGGGCAGGCTACTGGTTTGTATGATGTATTAGTAGAGCAACCC 
ATTAATCTTTTGTAGTTTGTATTAAACTTGAACTGAG 
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MSSGNAKIGHPAPNFKATAYMPDGQFKDISLSDYKGKYWFFFYPLDFTFVCPTEI IAFSDRAEEFKKLNCQVIG 
ASVDSHFCHLAWVNTPKKQGGLGPMNIPLVSDPKRTIAQDYGVLKADEGISFRGLFIIDDKGILRQITVNDLPVG 
RSVDETLRLVQAFQFTDKHGEVCPAGWKPGSDTIKPDVQKSKEYFSKQK 
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GTCACTCGTATAAAAACCTATGCTTTGAAGGTTCTCGTGTGTCTCGGCCTGCAGGTCTCGCTCAGAGCTGTGTCC 
CTGAACATCCACCCTGCTGGGGTGGCTTGACGCACTTCTGTGCAAATCTGTTCGCTCGCAACCCTACCTACCXCT 
CTCCCGAACCGGAGAAAACCTTCGGCGGGGTCCTTCCGGGTTTTGTGTCGAATCTGCGGCGGCGACCCGGCGCCG 
CGTCACGCGGTGGTGAATGTGCGGCAGTACGCGCGCCGCGTCGTTTACGCGGCGATTTCATCATGCTCCGAGCCG 
GCGGCGCGCGCCGCTTCCGTCGCCACCCTCTCTGGACAGCCCAGGGCCGCAGGCTCATGCCCTCTCCGCGTCCAG 
TGCTGCTTAGAGGTGCTCGCGCCGCTCTGCTGCTGCTGCTGCCGCCCCGGCTCTTAGCCCGACCCTCGCTCCTCC 
TCCGCCGGTCCCTCAGCGCGGCCTCCTGCGCCCCGATCTCCTTGCCCGCCGCCGCCTCCCGGAGCAGCATGGACG 
GCGCGGGGGCTGAGGAGGTGCTGGCACCTCTGAGGCTAGCAGTGCGCCAGCAGGGAGATCTTGTGCGAAAACTCA 
AAGAAGATAAAGCACCCCAAGTAGACGTAGACAAAGCAGTGGCTGAGCTCAAAGCCCGCAAGAGGGTTCTGGAAG 
CAAAGGAGCTGGCGTTACAGCCCAAAGATGATATTGTAGACCGAGCAAAAATGGAAGATACCCTGAAGAGGAGGT 
TTTTCTATGATCAAGCTTTTGCTATTTATGGAGGTGTTAGTGGTCTGTATGACTTTGGGCCAGTTGGCTGTGCTT 
TGAAGAACAATATTATTCAGACCTGGAGGCAGCACTTTATCCAAGAGGAACAGATCCTGGAGATCGATTGCACCA 
TGCTCACCCCTGAGCCAGTTTTAAAGACCTCTGGCCATGTAGACAAATTTGCTGACTTCATGGTGAAAGACGTAA 
AAAATGGAGAATGTTTTCGTGCTGACCATCTATTAAAAGCTCATTTACAGAAATTGATGTCTGAXAAGAAGTGTT 
CTGTCGAAAAGAAATCAGAAATGGAAAGTGTTTTGGCCCAGCTTGATAACTATGGACAGCAAGAACTTGCGGATC 
TTTTTGTGAACTATAATGTAAAATCTCCCATTACTGGAAATGATCTATCCCCTCCAGTGTCTTTTAACTTAATGT 
TCAAGACTTTCATTGGGCCTGGAGGAAACATGCCTGGGTACTTGAGACCAGAAACTGCACAGGGGATTTTCTTGA 
ATTTCAAACGACTTTTGGAGTTCAACCAAGGAAAGTTGCCTTTTGCTGCTGCCCAGATTGGAAATTCTTTTAGAA 
ATGAGATCTCCCCTCGATCTGGACTGATCAGAGTCAGAGAATTCACAATGGCAGAAATTGAGCACTTTGTAGATC 
CCAGTGAGAAAGACCACCCCAAGTTCCAGAATGTGGCAGACCTTCACCTTTATTTGTATTCAGCAAAAGCCCAGG 
TCAGCGGACAGTCCGCTCGGAAAATGCGCCTGGGAGATGCTGTTGAACAGGGTGTGATTAATAACACAGTATTAG 
GCTATTTCATTGGCCGCATCTACCTCTACCTCACGAAGGTTGGAATATCTCCAGATAAACTCCGCTTCCGGCAGC 
ACATGGAGAATGAGATGGCCCATTATGCCTGTGACTGTTGGGATGCAGAATCCAAAACATCCTACGGTTGGATTG 
AGATXGTTGGATGTGCTGATCGTTCCTGTTATGACCTCTCCTGTCATGCACGAGCCACCAAAGTCCCACTTGTAG 
CTGAGAAACCTCTGAAAGAACCCAAAACAGTCAATGTTGTTCAGTTTGAACCCAGTAAGGGAGCAATTGGTAAGG 
CATATAAGAAGGATGCAAAACTGGTGATGGAGTATCTTGCCATTTGTGATGAGTGCTACATTACAGAAATGGAGA 
TGCTGCTGAATGAGAAAGGGGAATTCACAATTGAAACTGAAGGGAAAACATTTCAGTTAACAAAAGACATGATCA 
ATGTGAAGAGATTCCAGAAAACACTATATGTGGAAGAAGTTGTTCCGAATGTAATTGAACCTTCCTTCGGCCTGG 
GTAGGATCATGTATACGGTATTTGAACATACATTCCATGTACGAGAAGGAGATGAACAGAGAACATTCTTCAGTT 
TCCCTGCTGTAGTTGCTCCATTCAAATGTTCCGTCCTCCCACTGAGCCAAAACCAGGAGTTCATGCCAXTTGTCA 
AGGAATTATCGGAAGCCCTGACCAGGCATGGAGTATCTCACAAAGTAGACGATTCCTCTGGGTCAATCGGAAGGC 
GCTATGCCAGGACTGATGAGATTGGCGTGGCTTXTGGTGTCACCATTGACTTTGACACAGTGAACAAGACCCCCC 
ACACTGCAACTCTGAGGGACCGTGACTCAATGCGGCAGATAAGAGCAGAGATCTCTGAGCTGCCCAGCATAGTCC 
AAGACCTAGCCAATGGCAACATCACATGGGCTGATGTGGAGGCCAGGTATCCTCTGTTTGAAGGGCAAGAGACTG 
GTAAAAAAGAGACAATCGAGGA ATGftG GACAATTTTGACAACTTTTGACCACTTGCGCTAATAaAAAAAAAAAAA 
CTACTCTTATGTCCACTTTACAAAAG2VAAACAGCATTGTGATTACTCCCAGGGACCGTATTTTATCTTCAGTGGC 
TGCCTGATTTTACCCCCACAATTAAAGTTGAAGGAATCCTGA 
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MDGAGAEEVLAPLRLAVRQQGDLVRKLKEDKAPQVDVDKAVAELKARKRVLEAKELALQPKDDIVDRAKMEDTLK 
RRFFYDQAFAIYGGVSGLYDFGPVGCALKNNIIQTWRQHFIQEEQILEIDCTMLTPEPVLKTSGHVDKFADFMVK 
DVKNGECFRADHLLKAHLQKLMSDKKCSVEKKSEMESVLAQLDNYGQQELADLFVNYNVKSPITGNDLSPPVSFN 
LMFKTF I GPGGNMPGYLRPETAQG IFLNFKRLLEFNQGKLPFAAAQI GNSFRNE I SPRSGL IRVREFTMAE IEHF 
VDPSEKDHPKFQNVADLHLYLYSAKAQVSGQSARKMRLGDAVEQGVINNTVLGYFIGRIYLYLTKVGISPDKLRF 
RQHMENEMAHYACDCWDAESKTSYGWIEIVGCADRSCYDLSCHARATKVPLVAEKPLKEPKTVNWQFEPSKGAI 
GKAYKKDAKLVMEYLAICDECYITEMEMIjLNEKGEFTIETEGKTFQLTKDMINVKRFQKTLYVEEVVPNVIEPSF 
GLGRIMYTVFEHTFHVREGDEQRTFFSFPAWAPFKCSVLPLSQNQEFMPFVKELSEALTRHGVSHKVDDSSGSI 
GRRYARTDEIGVAFGVTIDFDTVNKTPHTATLRDRDSMRQIRAEISELPSIVQDLANGNITWADVEARYPLFEGQ 
ETGKKETIEE 
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FIGURE 581 

GTAGGAGGACCTGAAATTGAGCTGATTGCCATCGCAACAGGAGGGCGGATCGTCCCCAGGTTCTCAGAGCTCACA 
GCCGAGAAGCTGGGCTTTGCTGGTCTTGTACAGGAGATCTCATTTGGGACAACTAAGGATAAA ATGC TGGTCATC 
GAGCAGTGTAAGAACTCCAGAGCTGTAACCATTTTTATTAGAGGAGGAAATAAGATGATCATTGAGGAGGCGAAA 
CGATCCCTTCACGATGCTTTGTGTGTCATCCGGAACCTCATCCGCGATAATCGTGTGGTGTATGGAGGAGGGGCT 
GCTGAGATATCCTGTGCCCTGGCAGTTAGCCAAGAGGCGGATAAGTGCCCCACCTTAGAACAGTATGCCATGAGA 
GCGTTTGCCGACGCACTGGAGGTCATCCCCATGGCCCTCTCTGAAAACAGTGGCATGAATCCCATCCAGACTATG 
ACCGAAGXCCGAGCCAGACAGGTGAAGGAGATGAACCCTGCTCTTGGCATCGACTGTTTGCACAAGGGGACAAAT 
GATATGAAGCAACAGCATGTCATAGAAACCTTGATTGGCAAAAAGCAACAGATATCTCTTGCAACACAAATGGTX 
AGAATGATTTTGAAGATTGATGACATTCGTAAGCCTGGAGAATCTGAAGA ATGAA GACATTGAGAAAACTATGTA 
GCAAGATCCACTTCTGTGATTAAGTAAATGGATGTCTCGTGATGCGTCTACAGTTATTTATTGTTACATCCTTTT 
CCAGACACTGTAGATGCTATAATAAAAATAGCTGTTTGGTAACCATAGTTTCACTTGTTCAAAGCCGTGTAATCG 
TGGGGGTACTATCTCAACTGCTTTTGTATTCATTGTATTAAAAGAATCTGTTTAAGCAAAAAAAAAAAAAAAAAA 
AAAAAAA 
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FIGURE 582 

MLVIEQCKNSRAVTIFIRGGNKMIIEEAKRSLHDALCVIRl^IRDNRVVyGGGAAEISCALAVSQEADKCPTLEQ 

YAMRAFADALEVIPMALSENSGMNP^ 

TQMVRMILKIDDIRKPGESEE 
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FIGURE 583 

AATTCGGGGGCCGTGGAGTTTGTGACATACGAGGTGACACCCCTCGAGTCACTTCCCTTCAACTCCAGCTGGAGC 

GCCTGCTTGGCTTTGGGTTCGTTCTGCAGCCTTCGCCCCGCTCCTAGCCTCAGGGCCGGACTCCAGCGCAGAGCC 

CAGCCCAGCGCAGCCTGCCAGCAGCCACCCAGCCGCCCAGCCGCCCAGCCCCGCACGAAACCCGGCCAGAGCTTC 

CTAGCAGCCCGAGCCATGAACACCGAAATGTATCAGACCCCCATGGAGGTGGCGGTCTACCAGCTGCACAATTTC 

TCCATCTCCTTCTTCTCTTCTCTGCTTGGAGGGGATGTGGTTTCCGTTAAGCTGGACAACAGTGCCTCCGGAGCC 

AGCGTGGTGGCCATAGACAACAAGATCGAACAGGCCATGGATCTGGTGAAGAATCATCTGATGTATGCTGTGAGA 

GAGGAGGTGGAGATCCTGAAGGAGCAGATCCGAGAGCTGGTGGAGAAGAACTCCCAGCTAGAGCGTGAGAACACC 

CTGTTGAAGACCCTGGCAAGCCCAGAGCAGCTGGAGAAGTTCCAGTCCTGTCTGAGCCCTGAAGAGCCAGCTCCC 

GAATCCCCACAAGTGCCCGAGGCCCCTGGTGGTTCTGCGGTGTAA3TGGCTCTGTCCTCAGGGTGGGCAGAGCCA 

CTAAACTTGTTTTACCTAGTTCTTTCCAGTTTGTTTTTGGCTCCCCAAGCATCATCTCACGAGGAGAACTTTACA 

CCTAGCACAGCTGGTGCCAAGAGATGTCCTAAGGACATGGCCACCTGGGTCCACTCCAGCGACAGACCCCTGACA 

AGAGCAGGTCTCTGGAGGCTGAGTTGCATGGGGCCTAGTAACACCAAGCCAGTGAGCCTCTAATGCTACTGCGCC 

CTGGGGGCTCCCAGGGCCTGGGCAACTTAGCTGCAACTGGCAAAGGAGAAGGGTAGTTTGAGGTGTGACACCAGT 

TTGCTCCAGAAAGTTTAAGGGGTCTGTTTCTCATCTCCATGGACATCTTCAACAGCTTCACCTGACAACGACTGT 

TCCTATGAAGAAGCCACTTGTGTTTTAAGCAGAGGCAACCTCTCTCTTCTCCTCTGTTTCGTGAAGGCAGGGGAC 

ACAGATGGGAGAGATTGAGCCAAGTCAGCCTTCTGTTGGTTAATATGGTATAATGCATGGCTTTGTGCACAGCCC 

AGTGTGGGATTACAGCTTTGGGATGACCGCTTACAAAGTTCTGTTTGGTTAGTATTGGCATAGTTTTTCTATATA 

GCCATAAATGCGTATATATACCCATAGGGCTAGATCTGTATCTTAGTGTAGCGATGTATACATATACACATCCAC 

CTACATGTTGAAGGGCCTAACCAGCCTTGGGAGTATTGACTGGTCCCTTACCTCTTATGGCTAAGTCTTTGACTG 

TGTTCATTTACCAAGTTGACCCAGTTTGTCTTTTAGGTTAAGTAAGAACTCGAGAGTAAAGGCAAGGAGGGGGGC 

CAGCCTCTGAATGCGGCCACGGATGCCTTGCTGCTGCAACCCTTTCCCCAGCTGTCCACTGAAACGTGAAGTCCT 

GTTTTGAATGCCAAACCCACCATTCACTGGTGCTGACTACATAGAATGGGTTGAGAGAAGATCAGTTTGGGCTTC 

ACAGTGTCATTTG2VAAAAGCGTTTTTGTTTTGTTTTGAATTATTGTGGAAAACTTTCAAGTGAACAGAAGGATGG 

TGTCCTACTGTGGATGAGGGATGAACAAGGGGATGGCTTTGATCCAATGGAGCCTGGGAGGTGTGCCCAGAAAGC 

TTGTCTGTAGCGGGrTTTGTGAGAGXGAACACTTTCCACTTTTTGACACCTTATCCTGATGTATGGTTCCAGGAT 

TTGGATTTTGATTTTCCAAATGTAGCTTGAAATTTCAATAAACTTTGCTCTGTTTTTCTAAAAAATAAAAA 
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FIGURE 584 

MNTEMYQTPME VAVYQLHNFS I SFFS S LLGGD WSVKLDNSASGAS WAI DNKI EQAMDLVKNHLMYAVREEVE I 
LKEQIRELVEKNSQLERENTLLKTLASPEQLEKFQSCLSPEEPAPESPQVPEAPGGSAV 



• 
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FIGURE 585 

GACGTTTCGCGCCAATTTCGGTTGGCCGGCCACAGTCCACCGCGCGGAGATTCTCAGCTTCCCCAGGAGCAAGAC 
CTCTGAGCCCGCCAAGCGCGGCCGCACGGCCCTCGGCAGCGATGGCACTGAAGGACTACGCGCTAGAGAAGGAAA 
AGGTTAAGAAGTTCTTACAAGAGTTCTACCAGGATGATGAACTCGGGAAGAAGCAGTTCAAGTATGGGAACCAGT 
TGGTTCGGCTGGCTCATCGGGAACAGGTGGCTCTGTATGTGGACCTGGACGACGTAGCCGAGGATGACCCCGAGT 
TGGTGGACTCAATTTGTGAGAATGCCAGGCGCTACGCGAAGCTCTTTGCTGATGCCGTACAAGAGCTGCTGCCTC 
AGTACAAGGAGAGGGAAGTGGTAAATAAAGATGTCCTGGACGrTTACATTGAGCATCGGCTAATGATGGAGCAGC 
GGAGTCGGGACCCTGGGATGGTCCGAAGCCCCCAGAACCAGTACCCTGCTGAACTCATGCGCAGATTTGAGCTGT 
ATTTTCAAGGCCCTAGCAGCAGCAAGCCTCGTGTGATCCGGGAAGTGCGGGCTGACTCTGTGGGGAAGTTGGTAA 
CTGTGCGTGGAATCGTCACTCGTGTCTCTGAAGTCAAACCCAAGATGGTGGTGGCCACTTACACTTGTGACCAGT 
GTGGGGCAGAGACCTACCAGCCGATCCAGTCTCCCACTTTCATGCCTCTGATCATGTGCCCAAGCCAGGAGTGCC 
AAACCAACCGCTCAGGAGGGCGGCTGTATCTGCAGACACGGGGCTCCAGATTCATCAAATTCCAGGAGATGAAGA 
TGCAAGAACATAGTGATCAGGTGCCTGTGGGAAATATCCCTCGTAGTATCACGGTGCTGGTAGAAGGAGAGAACA 
CAAGGATTGCCCAGCCTGGAGACCACGTCAGCGTCACTGGTATTTTCTTGCCAATCCTGCGCACTGGGTTCCGAC 
AGGTGGTACAGGGTTTACTCTCAGAAACCTACCTGGAAGCCCATCGGATTGTGAAGATGAACAAGAGTGAGGATG 
ATGAGTCTGGGGCTGGAGAGCTCACCAGGGAGGAGCTGAGGCAAATTGCAGAGGAGGATTTCTACGAAAAGCTGG 
CAGCTTCAATCGCCCCAGAAATATACGGGCATGAAGATGTGAAGAAGGCACTGCTGCTCCTGCTAGTCGGGGGTG 
TGGACCAGTCTCCTCGAGGCATGAAAATCCGGGGCAACATCAACATCTGTCTGATGGGGGATCCTGGTGTGGCCA 
AGTCTCAGCTCCTGTCATACATTGATCGACTGGCGCCTCGCAGCCAGTACACAACAGGCCGGGGCTCCTCAGGAG 
TGGGGCTTACGGCAGCTGTGCTGAGAGACTCCGTGAGTGGAGAACTGACCTTAGAGGGTGGGGCCCTGGTGCTGG 
CTGACCAGGGTGTGTGCTGCATTGATGAGTTCGACAAGATGGCTGAGGCCGACCGCACAGCCATCCACGAGGTCA 
TGGAGCAGCAGACCATCTCCATTGCCAAGGCCGGCATTCTCACCACACTCAATGCCCGCTGCTCCATCCTGGCTG 
CCGCCAACCCTGCCTACGGGCGCTACAACCCTCGCCGCAGCCTGGAGCAGAACATACAGCTACCTGCTGCACTGC 
TCTCCCGGTTTGACCTCCTCTGGCTGATTCAGGACCGGCCCGACCGAGACAATGACCTACGGTTGGCCCAGCACA 
TCACCTATGTGCACCAGCACAGCCGGCAGCCCCCCTCCCAGTTTGAACCTCTGGACATGAAGCTCATGAGGCGTT 
ACATAGCCATGTGCCGCGAGAAGCAGCCCATGGTGCCAGAGTCTCTGGCTGACTACATCACAGCAGCATACGTGG 
AGATGAGGCGAGAGGCTTGGGCTAGTAAGGATGCCACCTATACTTCTGCCCGGACCCTGCTGGCTATCCTGCGCC 
TTTCCACTGCTCTGGCACGTCTGAGAATGGTGGATGTGGTGGAGAAAGAAGATGTGAATGAAGCCATCAGGCTAA 
TGGAGATGTCAAAGGACTCTCTTCTAGGAGACAAGGGGCAGACAGCTAGGACTCAGAGACCAGCAGATGTGATAT 
TTGCCACCGTCCGTGAACTGGTCTCAGGGGGCCGAAGTGTCCGGTTCTCTGAGGCAGAGCAGCGCTGTGTATCTC 
GTGGCTTCACACCCGCCCAGTTCCAGGCGGCTCTGGATGAATATGAGGAGCTCAATGTCXGGCAGGTCAATGCTT 
CCCGGACACGGATCACTTTTGTCTGATTCCAGCCTGCTTGCAACCCTGGGGTCCTCTTGTTCCCTGCTGGCCTGC 
CCCTTGGGAAGGGGCAGTGATGCCTTTGAGGGGAAGGAGGAGCCCCTCTTTCTCCCATGCTGCACTTACTCCTTT 
TGCTAATAAAAGTGTTTGTAGATTGTC 
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FIGURE 586 

MALKDYALEKEKVKKFLQEFYQDDELGKKQFKYGNQLVRLAHREQVALYVDLDDVAEDDPELVDSICENARRYAK 
LFADAVQELLPQYKEREVVNKDVLDVY 

EVRADSVGKLVTVRGIVTRVSEVKPKMWATYTCDQCGAETYQPIQSPTFMPLIMCPSQECQTNRSGGRLYLQTR 
GSRFIKFQEMKMQEHSDQVPVGNIPRSITVLVEGENTRIAQPGDHVSVTGIFLPILRTGFRQVVQGLLSETYLEA 
HRIVKMNKSEDDESGAGELTREELRQIAEEDFYEKLAASIAPEIYGHEDVKKALLLLLVGGVDQSPRGMKIRGNI 
NICLMGDPGVAKSQLLSYIDRLAPRSQYTTGRGSSGVGLTAAVLRDSVSGELTLEGGALVLADQGVCCIDEFDKM 
AEADRTAIHEVMEQQTISIAKAGILTTLNARCSILAAANPAYGRYNPRRSLEQNIQLPAALLSRFDLLWLIQDRP 
DRDNDLRLAQHITYVHQHSRQPPSQFEPLDMKLMRRYIAMCREKQPMVPESLADYITAAYVEMRREAWASKDATY 
TSARTLLAILRLSTALARLRMVDVVEKEDVNEAIRLMEMSKDSLLGDKGQTARTQRPADVIFATVRELVSGGRSV 
RFSEAEQRCVSRGFTPAQFQAALDEYEELNVWQVNASRTRITFV 
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FIGURE 587 

CTTTCTGCCCACACTAGACATGGCGCTTGCCAGCGTGTTGGAGAGACCGCTACCGGTGAACCAGCGCGGGTTTTT 
CGGACTTGGGGGTCGTGCAGATCTGCTGGATCTAGGTCCAGGGAGTCTCAGTGATGGTCTGAGCCTGGCCGCGCC 
AGGCTGGGGTGTCCCAGAAGAGCCAGGAATCGAAATGCTTCATGGAACAACCACCCTGGCCTTCAAGTTCCGCCA 
TGGAGTCATAGTTGCAGCTGACTCCAGGGCTACAGCGGGTGCTTACATTGCCTCCCAGACGGTGAAGAAGGTGAT 
AGAGATCAACCCATACCTGCTAGGCACCATGGCTGGGGGCGCAGCGGATTGCAGCTTCTGGGAACGGCTGTTGGC 
TCGGCAATGTCGAATCTATGAGCTrCGAAATAAGGAACGCATCTCTGTAGCAGCTGCCTCCAAACTGCTTGCCAA 
CATGGTGTATCAGTACAAAGGCATGGGGCTGTCCATGGGCACCATGATCTGTGGCTGGGATAAGAGAGGCCCTGG 
CCTCTACTACGTGGACAGTGAAGGGAACCGGATTTCAGGGGCCACCTTCTCTGTAGGTTCTGGCTCTGTGTATGC 
ATATGGGGTCATGGATCGGGGCTATTCCTATGACCTGGAAGTGGAGCAGGCCTATGATCTGGCCCGTCGAGCCAT 
CTACCAAGCCACCTACAGAGATGCCTACTCAGGAGGTGCAGTCAACCTCTACCACGTGCGGGAGGATGGCTGGAT 
CCGAGTCTCCAGTGACAATGTGGCTGATCTACATGAGAAGTATAGTGGCTCTACCCCC TGAA AGAGGGTGGATGC 
AGCTGCTTGTGTTTCTTGGGGTGACTGTCATTGGTAATACGGACACAGTGACCCATCCTCCATCCTATTTATAGT 
GGAAGGGCCTTCAATTGTATCAGTACTTTTTTTTAAGCTCTGGCACATTGACCTCTATGTGTTACCAGTCATTAA 
TGAGCTGCTGCAGAGGTGACTATTTGTTTTACTTTCTTGGATGTTAAACATTACACTACTCACTACTCAATCTCA 
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FIGURE 588 

MMiASVLERPLPVNQRGFFGLGGRADLLDLGPGSLSDGLSLAAPGWGVPEEPGIEMLHGTTTLAFKFRHGVIVAA 
DSRATAGAYIASQTVKKVIEINPYLLGTMAGGAADCSFWERLLARQCRIYELRNKERISVAAASKLLANMVYQYK 
GMGLSMGTMICGWDKRGPGLYYVDSEGNRISGATFSVGSGSVYAYGVMDRGYSYDLEVEQAYDLARRAIYQATYR 
DAYSGGAVNLYHVREDGWIRVSSDNVADLHEKYSGSTP 
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FIGURE 589 

TCTCTTGATTCCTAGTCTCTCGATATGGCACCTCCGTCAGTCTTTGCCGAGGTTCCGCAGGCCCAGCCTGTCCTG 

GTCTTCAAGCTCACTGCCGACTTCAGGGAGGATCCGGACCCCCGCAAGGTCAACCTGGGAGTGGGAGCATATCGC 

ACGGATGACTGCCATCCCTGGGTTTTGCCAGTAGTGAAGAAAGTGGAGCAGAAGATTGCTAATGACAATAGCCTA 

AATCACGAGTATCTGCCAATCCrGGGCCTGGCTGAGTTCCGGAGCTGTGCTTCTCGTCTTGCCCTTGGGGATGAC 

AGCCCAGCACXCAAGGAGAAGCGGGXAGGAGGXGXGCAAXCXXXGGGGGGAACAGGXGCACXXCGAAXXGGAGCX 

GATTTCTTAGCGCGTTGGTACAATGGAACAAACAACAAGAACACACCTGTCTATGTGTCCTCACCAACCTGGGAG 

AATCACAATGCTGTGTTTTCCGCTGCTGGTTTTAAAGACATTCGGTCCTATCGCTACTGGGATGCAGAGAAGAGA 

GGAXXGGACCXCCAGGGCXXCCXGAAXGAXCXGGAGAAXGCXCCXGAGXXCXCCAXXGXXGXCCXCCACGCCXGX 

GCACACAACCCAACTGGGATTGACCCAACTCCGGAGCAGTGGAAGCAGATTGCTTCTGTCATGAAGCACCGGTTT 

CTGTTCCCCTTCTTTGACTCAGCCTATCAGGGCTTCGCATCTGGAAACCXGGAGAGAGATGCCTGGGCCATTCGC 

TATTTTGTGTCTGAAGGCrTCGAGTTCTTCTGTGCCCAGTCCTTCTCCAAGAACTTCGGGCTCTACAATGAGAGA 

GTCGGGAATCTGACTGTGGTTGGAAAAGAACCTGAGAGCATCCTGCAAGTCCTTTCCCAGATGGAGAAGATCGTG 

CGGATTACTTGGTCCAATCCCCCCGCCCAGGGAGCACGAATTGTGGCCAGCACCCTCTCTAACCCTGAGCTCTTT 

GAGGAATGGACAGGTAATGTGAAGACAATGGCTGACCGGATTCTGACCATGAGATCTGAACTCAGGGCACGACTA 

GAAGCCCTCAAAACCCCTGGGACCTGGAACCACATCACTGATCAAATTGGCATGTTCAGCTTCACTGGGTTGAAC 

CCCAAGCAGGTTGAGTATCTGGTCAATGAAAAGCACATCTACCTGCTGCCAAGTGGTCGAATCAACGTGAGTGGC 

TTAACCACCAAAAATCTAGATTACGTGGCCACCTCCATCCATGAAGCAGTCACCAAAATCCAGTGAAGAAACACC 

ACCCGTCCAGTACCACCAAAGTAGTTCTCTGTCATGTGTGTTCCCTGCCTGCACAAACCTACATGTACATACCAT 

GGATTAGAGACACTTGCAGGACTGAAAGCTGCTCTGGTGAGGCAGCCTCTGTTTAAACCGGCCCCACATGAAGAG 

AACATCCCTTGAGACGAATTTGGAGACTGGGATTAGAGCCTTTGGAGGTCAAAGCAAATTAAGATTXTTATTTAA 

GAATAAAAGAGTACTTTGATCATGAGACATAGGTATCTTGTCCCTCTCACTAAAAAGGAGTGTTGTGTGTGGCGG 

CCACGTGCTTCTATGTGGTGTTTGACTCTGTACAAATTCTAGTCCCAAAGATCAAGTTGTCTGAAGGAGCCAAAG 

TGTGAATGTGGGTGTCGGCTGCGGCATTAAATTCATCATCTCAACCCAGAGrGTCTGGTCTCCCTGCTCTTXCTG 

CAXGGXXGXGXCCCXAGXCCXAAGCXXXGGXXCXXXAGGGXGACXGXGGXAAGAAGGAXAXXXAAXCAXGACAXG 

CACGGACACGXACAXAXXXAACXGAAACAAGXXXXACCAAACAGXAXXXACXCGXGAXGXGCGXAGTGCAXXCXG 

AXAXXXXXGAGCCAXXCXAXXGXGXXCXACXXCACCXAAAAAAAXAAAAXAAAAATGXXGAXCAAG 
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FIGURE 590 

MAPPSVFAEVPQAQPVTWFKLTADFREDPDPRKVN^ 

GLAEFRSCASRLALGDDSPALKEKRVGGVQSLGGTGALRIGADFLARWYNGTNNKNTPVYVSSPTWENHNAVFSA 
AGFKDIRSYRYWDAEKRGLDLQGFLNDLENAPEFSIWLHACAHNPTGIDPTPEQWKQIASVMKHRFLFPFFDSA 
YQGFASGNLERDAWAIRYFVSEGFEFFCAQSFSKNFGLYNERVGNLTWGKEPESILQVLSQMEKIVRITWSNPP 
AQGARIVASTLSNPELFEEWTGNVKTMADRILTMRSELRARLEALKTPGTWNHITDQIGMFSFTGLNPKQVEYLV 
NEKHIYLLPSGRINVSGLTTKNLDYVATSIHEAVTKIQ 
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FIGURE 591 

GAATTCGCTTTGGATCCATTTCCATCGGTCCTTACAGCCGCTCGTCAGACTCCAGCAGCCAAGMOSTGAAGCAG 
ATCGAGAGC2UIGACTGCTTTTCAGGAAGCCTTGGACGCTGCAGGTGATAAACTTGTAGTAGTTGACTTCTCAGCC 
ACGTGGTGTGGGCCTTGCAAAATGATCAACCCTTTCTTTCATTCCCTCTCTGAAAAGTATTCCAACGTGATATTC 
CTTGAAGTAGATGTGGATGACTGTCAGGATGTTGCTTCAGAGTGTGAAGTCAAATGCACGCCAACATTCCAGTTT 
TTTAAGAAGGGACAAAAGGTGGGTGAATTTTCTGGAGCCAATAAGGAAAAGCTTGAAGCCACCATTAATGAATTA 
GTCTAATCATGTTTTCTGAAAACATAACCAGCCATTGGCTATTTAAACTTGTATTTTTTTATTTACAAAATATAA 
ATATGAAGACATAACCAGTTGCCATCTGCGTGACAATAAACATTATGCTAA 
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FIGURE 592 

iWKQIESKTAFQEALDAAGDKLVVVDFSATWCGPCKMINPFFHSLSEKYSNVIFLEVDVDDCQDVASECEVKCTP 
TFQFFKKGQKVGEFSGANKEKLEATINELV 
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FIGURE 593 

CTTGGAGGGAGGGATTAGAAGCCGCTAGACTTTTTTTCCTCCCCTCTCAGTAGCACGGAGTCCGAATTAATTGGA 

TTTCATTCACTGGGGAGGAACAAAAACTATCTGGGCAGCTTCATTGAGAGAGATTCATTGACACTAAGAGCCAGC 

GGCTGCAGCTGGGTGCAGAGAGAACCTCCGGCTTTACTTCTGTCTCGTCTGCCCCAACCGCTAGCCTCGGCTTGG 

GTAAGGCGAGGCGGAATTAAACCCCGCTCCGAGAGCGGCAGCTTCGCGCGCGGTGCGCTCGGCCTATGCCTGCCC 

CGAGGGGCGTCTGGTAGGCACCCCGCCCTCTCCCGCAGCTCGACCCCCATQVTAGATACGCTCAGACCCGTGCCC 

TTCGCGTCGGAAATGGCGATCAGCAAGACGGTGGCGTGGCTCAACGAGCAGCTGGAGCTGGGCAACGAGCGGCTG 

CTGCTGATGGACTGCCGGCCGCAGGAGCTATACGAGTCGTCGCACATCGAGTCGGCCATCAACGTGGCCATCCCG 

GGCATCATGCTGCGGCGCCTGCAGAAGGGTAACCTGCCGGTGCGCGCGCTCTTCACGCGCGGCGAGGACCGGGAC 

CGCTTCACCCGGCGCTGTGGCACCGACACAGTGGTGCTCTACGACGAGAGCAGCAGCGACTGGAACGAGAATACG 

GGCGGCGAGTCGTTGCTCGGGCTGCTGCTCAAGAAGCTCAAGGACGAGGGCTGCCGGGCGTTCTACCTGGAAGGT 

GGCTTCAGTAAGTTCCAAGCCGAGTTCTCCCTGCATTGCGAGACCAATCTAGACGGCTCGTGTAGCAGCAGCTCG 

CCGCCGTTGCCAGTGCTGGGGCTCGGGGGCCTGCGGATCAGCTCTGACTCTTCCTCGGACATCGAGTCTGACCTT 

GACCGAGACCCCAATAGTGCAACAGACTCGGATGGTAGTCCGCTGTCCAACAGCCAGCCTTCCTTCCCAGTGGAG 

ATCTTGCCCTTCCTCTACTTGGGCTGTGCCAAAGACTCCACCAACTTGGACGTGTTGGAGGAATTCGGCATCAAG 

rACAXCrTGAACGTCACCCCCAATTTGCCGAATCTCTTTGAGAACGCAGGAGAGTTTAAATACAAGCAAATCCCC 

ATCrCGGATCACTGGAGCCAAAACCTGTCCCAGTTTTTCCCTGAGGCCATTTCTTTCATAGATGAAGCCCGGGGC 

AAGAACTGTGGTGTCTTGGTACATTGCTTGGCTGGCATTAGCCGCTCAGTCACTGTGACTGTGGCTTACCTTATG 

CAGAAGCTCAATCTGTCGATGAACGATGCCTATGACATTGTCAAAATGAAAAAATCCAACATATCCCCTAACTTC 

AACTTCATGGGTCAGCTGCTGGACTTCGAGAGGACGCTGGGACTCAGCAGCCCATGTGACAACAGGGTTCCAGCA 

CAGCAGCTGTATTTTACCACCCCTTCCAACCAGAATGTATACCAGGTGGACTCTCTGCAATCTACGTGAAAGACC 

CCACATCCCTCCTTGCTGGAATGTGTCTGGCCCTTCAGCAGTTTCTCTTGGCAGCATCAGCTGGGCTGCTTTCTT 

TGTGTGTGGCCCCAGGTGTCAAAATGACACCAGCTGTCTGTACTAGACAAGGTTACCAAGTGCGGAATTGGTTAA 

TACTAACAGAGAGATTTGCTCCATTCTCTTTGGAATAACAGGACATGCTGTATAGATACAGGCAGTAGGTTTGCT 

CTGTACCCATGTGTACAGCCTACCCATGCAGGGACTGGGATTCGAGGACTTCCAGGCGCATAGGGTAGAACCAAA 

TGATAGGGTAGGAGCATGTGTTCTTTAGGGCCTTGTAAGGCTGTTTCCTTTTGCATCTGGAACTGACTATATAAT 

TGTCTTCAATGAAGACTAATTCAATTTTGCATATAGAGGAGCCAAAGAGAGATTTCAGCTCTGTATTXGTGGTAr 

CAGTTTGGAAAAAAAAATCTGATACTCCATTTGATTATTGTAAATATTTGATCTTGAATCACTTGACAGTGTTTG 

TTTGAATTGTGTTTGTTTTTTCCTTTGATGGGCTTAAAAGAAATTATCCAAAGGGAGAAAGAGCAGTATGCCACT 

TCTTAAAACAGAACAAAACAAAAAAAGAAAATTGTGCTCTTTTCTAArCCAAAGGGTATATTTGCAGCATGCTTG 

ACTTTACCAATTCTGATGACATCTTTACGGACACTATTATCACTAAGACCTTGTTATGGCGAAGTCTTTAGTCTT 

TTTCATGTATTTTCCTCATGATTTTTTCrCTTTATGTAGTTTGACTATGCCTTACCTTTGTAAATATTTTTGCTT 

GTGTTGTCGCAAAGGGGATAATCTGGGAAAGACACCAAATCATGGGCTCACTTTAAAAAAAGAAAGAATAAAAAA 

ACCTTCAGCTGTGCTAAACAGTATATTACCTCTGTATAAAATTCTTCAGGGAGTGTCACCTCAAATGCAATACTT 

TGGGTTGGTTTCrTTCCTTTAAAAAAATTTGTATAAAACTGGAAGTGTGTGTGTGTGAGCATGGGTACCCATTTG 

ATAAGAGAAATGCATTTGATTGTGAAGAAGGGAGAGTTAAATTCTCCATTATGTTCGTGGTGTAAAGTTTAGAGC 

rGGAATTTATTATAAGAATGTAAAACCTTAAATTATTAATAAATAACTATTTTGGCTATTGAAAAAAAAAAAAAA 
AAAAAAAAA 
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FIGURE 594 

MI DTLRPVPFASEMAISKTVAWLNEQLELGNERLLLMDCRPQELYES SHIES AIl^AIPGIMLRRLQKGNLPVRA 

LFTRGEDRDRFTRRCGTDTWLYDESS SD WNENTGGESLLGLLLKKLKDEGCRAFYIiEGGFSKFQAEFSLHCETN 

LDGSCSSSSPPLPVLGLGGLRISSDSSSDIESDLDRDPNSATDSDGSPLSNSQPSFPVEILPFLYLGCAKDSTNL 

DVLEEFGIKYILNVTPNLPNLFENAGEFKYKQIPISDHWSQNLSQFFPEAISFIDEARGKNCGVLVHCLAGISRS 

VTVTVAYLMQKLNLSMNDAYDIVKMKKSNISPNFNFMGQLLDFERTLGLSSPCDNRVPAQQLYFTTPSNQNVYQV 
DSLQST 
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FIGURE 595 

CCAGCCTCGGAGGGAGGGATTAGAAGCCGCTAGACTTTTTTTCCTCCCCTCTCAGTAGCACGGAGTCCGAATTAA 
TTGGATTTCATTCACTGGGGAGGAACAAAAACTATCTGGGCAGCTTCATTGAGAGAGATTCATTGACACTAAGAG 
CCAGCGCTGCAGCTGGTGCAGAGAGAACCTCCGGCTTTGACTTCTGTCTCGTCTGCCCCAAGGCCGCTAGCCTCG 
GCTTGGGAAGGCGAGGCGGAATTAAACCCCGCTCCGAGAGCGCACGTTCGCGCGCGGTGCGTCGGCCATTGCCTG 
CCCCGAGGGGCGTCTGGTAGGCACCCCGCCCTCTCCCGCAGCTCGACCCCCATGATAGATACGCTCAGACCCGTG 
CCCTTCGCGTCGGAAATGGCGATCAGCAAGACGGTGGCGTGGCTCAACGAGCAGCTGGAGCTGGGCAACGAGCGG 
CTGCTGCTGATGGACTGCCGGCCGCAGGAGCTATACGAGTCGTCGCACATCGAGTCGGCCATCAACGTGGCCATC 
CCGGGCATCATGCTGCGGCGCCTGCAGAAGGGTAACCTGCCGGTGCGCGCGCTCTTCACGCGCGGCGAGGACCGG 
GACCGCTTCACCCGGCGCTGTGGCACCGACACAGTGGTGCTCTACGACGAGAGCAGCAGCGACTGGAACGAGAAT 
ACGGGCGGCGAGTCGTTGCTCGGGCTGCTGCTCAAGAAGCTCAAGGACGAGGGCTGCCGGGCGTrCTACCTGGAA 
GGTGGCTTCAGTAAGTTCCAAGCCGAGTTCTCCCTGCATTGCGAGACCAAXCTAGACGGCTCGTGTAGCAGCAGC 
TCGCCGCCGTTGCCAGTGCTGGGGCTCGGGGGCCTGCGGATCAGCTCTGACTCTTCCTCGGACATCGAGTCTGAC 
CTTGACCGAGACCCCAATAGTGCAACAGACTCGGATGGTAGTCCGCTGTCCAACAGCCAGCCTTCCTTCCCAGTG 
GAGATCTTGCCCTTCCTCTACTTGGGCTGTGCCAAAGACTCCACCAACTTGGACGTGTTGGAGGAATTCGGCATC 
AAGTACATCTTGAACGTCACCCCCAATTTGCCGAATCTCTTTGAGAACGCAGGAGAGTTTAAATACAAGCAAATC 
CCCATCTCGGATCACTGGAGCCAAAACCTGTCCCAGTTTTTCCCTGAGGCCATTTCTTTCATAGATGAAGCCCGG 
GGCAAGAACTGTGGTGTCTTGGTACATTGCTTGGCTGGCATTAGCCGCTCAGTCACTGTGACTGTGGCTTACCTT 
ATGCAGAAGCTCAATCTGTCGATGAACGATGCCTAXGACATTGTCAAAATGAAAAAATCCAACATATCCCCTAAC 
TTCAACTTCATGGGTCAGCTGCTGGACTTCGAGAGGACGCTGGGACTCAGCAGCCCATGTGACAACAGGGTTCCA 
GCACAGCAGCTGTATTTTACCACCCCTTCCAACCAGAATGTATACCAGGTGGACTCTCTGCAATCTACGTGAAAG 
ACCCCACACCCCTCCTTGCTGGAAXGTGTCTGGCCCTTCAGCAGTTTCTCTTGGCAGCATCAGCTGGGCTGCTTT 
CTTTGTGTGTGGCCCCAGGTGTCAAAATGACACCAGCTGTCTGTACTAGACAAGGTTACCAAGTGCGGAATTGGT 
TAATACTAACAGAGAGATTTGCTCCATTCTCTTTGGAATAACAGGACATGCTGTATAGATACAGGCAGTAGGTTT 
GCTCTGTACCCATGTGTACAGCCTACCCATGCAGGGACTGGGATTCGAGGACTTCCAGGCGCATAGGGTAGAACC 
AAATGATAGGGTAGGAGCATGTGTTCTTTAGGGCCTTGTAAGGCTGTTTCCTTTTGCATCTGGAACTGACTATAT 
AATTGTCTTCAAGTGAAGACTAATTCAATTTTGCATATAGAGGAGCCAAAGAGAGATTTCAGCTCTGTATTTGTG 
GTATCAGTGTTGGAAAAGAGAAATCTGATACTCCATTTGGATTATTGTAAATATTTGATCTTGAATCACTTGACA 
GTGTTTGTTTGAATTGTGTTTGTTTTTTCCTTTGATGGGCTTAAAAGAAATTATCCAAAGGGAGAAAGAGCAGTA 
TGCCACTTCTTAAAACAGAACAAAACAAAAAAAGAAAATTGTGCTCTGTTGTAATCCAAAGGGGAGATrTGCAGC 
ATGCTTGACTTTACCAATTCTGATGACATCTTTACGGACACTATTATCACTAAGACCTTGTTATGGCGAAGTCTT 
TAGTCTTTTTCATGTATTTTCCTCATGATTTTTTCTCTTTATGTAGTTTGAGTATGCCTTACCTTTGTAAATATT 
TTTGCTTGTGTTGTCGCAAAGGGGATAATCTGGGAAAGACACCAAATCArGGGCTCACTTTAAAA 
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FIGURE 596 

MIDTLRPVPFASEMAISKTVAWLNEQLELGNERLLLMDCRPQELYESSHIESAINVAIPGIMLRRLQ 
LFTRGEDRDRFTRRCGTDTWLYDESSSDWNENTGGESLLGLLLKKLKDEGCRAFYLEDEARGKNCGVLVHCLAG 
ISRSVTVTVAYLMQKLNLSMNDAYDIVKMKKSNISPNFNFMGQLLDFERTLGLSSPCDNRVPAQQLYFTTPSNQN 
VYQVDSLQST 
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FIGURE 597 

GCTGAGTCCAAGAGATAGCAAATCGAGTCTTAAATAATCCGGGGAGAAAGACGCCCGGGTAGATTTGAGGTGCAG 
CCTTGGAGGGAGGGATTAGAAGCCGCTAGACTTTTTTTCCTCCCCTCTCAGTAGCACGGAGTCCGAATTAATTGG 
ATTTCATTCACTGGGGAGGAACAAAAACTATCTGGGCAGCTTCATTGAGAGAGATTCATTGACACTAAGAGCCAG 
CGGCTGCAGCTGGGTGCAGAGAGAACCTCCGGCTTTACTTCTGTCTCGTCTGCCCCAACCGCTAGCCTCGGCTTG 
GGTAAGGCGAGGCGGAATTAAACCCCGCTCCGAGAGCGGCAGCTTCGCGCGCGGTGCGCTCGGCCTATGCCTGCC 
CCGAGGGGCGTCTGGTAGGCACCCCGCCCTCTCCCGCAGCTCGACCCCCATfflVTAGATACGCTCAGACCCGTGCC 
CTTCGCGTCGGAAATGGCGATCAGCAAGACGGTGGCGTGGCTCAACGAGCAGCTGGAGCTGGGCAACGAGCGGCT 
GCTGCTGATGGACTGCCGGCCGCAGGAGCTATACGAGTCGTCGCACATCGAGTCGGCCATCAACGTGGCCATCCC 
GGGCATCATGCTGCGGCGCCTGCAGAAGGGTAACCTGCCGGTGCGCGCGCTCTTCACGCGCGGCGAGGACCGGGA 
CCGCTTCACCCGGCGCTGTGGCACCGACACAGTGGTGCTCTACGACGAGAGCAGCAGCGACTGGAACGAGAATAC 
GGGCGGCGAGTCGGTGCTCGGGCTGCTGCTCAAGAAGCTCAAGGACGAGGGCTGCCGGGCGTTCTACCTGGAAGG 
TGGCTTCAGTAAGTTCCAAGCCGAGTTCTCCCTGCATTGCGAGACCAATCTAGACGGCTCGTGTAGCAGCAGCTC 
GCCGCCGTTGCCAGTGCTGGGGCTCGGGGGCCTGCGGATCAGCTCTGACTCTTCCTCGGACATCGAGTCTGACCT 
TGACCGAGACCCCAATAGTGCAACAGACTCGGATGGTAGTCCGCTGTCCAACAGCCAGCCTTCCTTCCCAGTGGA 
GATCTTGCCCTTCCTCTACTTGGGCTGTGCCAAAGACTCCACCAACTTGGACGTGTTGGAGGAATTCGGCATCAA 
GTACATCTTGAACGTCACCCCCAATTTGCCGAATCTCTTTGAGAACGCAGGAGAGTTTAAATACAAGCAAATCCC 
CATCTCGGATCACTGGAGCCAAAACCTGTCCCAGTTTTTCCCTGAGGCCATTTCTTTCATAGATGAAGCCCGGGG 
CAAGAACTGTGGTGTCTTGGTACATTGCTTGGCTGGCATTAGCCGCTCAGTCACTGTGACTGTGGCTTACCTTAT 
GCAGAAGCTCAATCTGTCGATGAACGATGCCTATGACATTGTCAAAATGAAAAAATCCAACATATCCCCTAACTT 
CAACTTCATGGGTCAGCTGCTGGACTTCGAGAGGACGCTGGGACTCAGCAGCCCATGTGACAACAGGGTTCCAGC 
ACAGCAGCTGTATTTTACCACCCCTTCCAACCAGAATGTATACCAGGTGGACTCTCTGCAATCTACGTGAAAGAC 
CCCACACCCCTCCTTGCTGGAATGTGTCTGGCCCTTCAGCAGTTTCTCTTGGCAGCATCAGCTGGGCTGCTTTCT 
TTGTGTGTGGCCCCAGGTGTCAAAATGACACCAGCTGTCTGTACTAGACAAGGXTACCAAGTGCGGAATTGGTTA 
ATACTAACAGAGAGATTTGCTCCATTCTCTTTGGAATAACAGGACATGCTGTATAGATACAGGCAGTAGGTTTGC 
TCTGTACCCATGTGTACAGCCTACCCATGCAGGGACTGGGATTCGAGGACTTCCAGGCGCATAGGGTAGAACCAA 
ATGATAGGGTAGGAGCATGTGTTCTTTAGGGCCTTGTAAGGCTGTTTCCTTTTGCATCTGGAACTGACTATATAA 
TTGTCTTCAATGAAGACTAATTCAATTTTGCATATAGAGGAGCCAAAGAGAGATTTCAGCTCTGTATTTGTGGTA 
TCAGTTTGGAAAAAAAATCTGATACTCCATTTGATTATTGTAAATATTTGATCTTGAATCACTTGACAGTGTTTG 
TTTGAATTGTGTTTGTTTTTTCCTTTGATGGGCTTAAAAGAAATTATCCAAAGGGAGAAAGAGCAGTATGCCACT 
TCTTAAAACAGAACAAAACAAAAAAAAAAAAAAAAAA 
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FIGURE 598 

MIDTLRPVPFASEMAISKTVAWLNEQLELGNERLLLMDCRPQ 

LFTRGEDRDRFTRRCGTDTWLYDESSSDWNENTGGESVLGLLLKKLKDEGCRAFYLEGGFSKFQAEFSLHCETN 
LDGSCSSSSPPLPVLGLGGLRISSDSSSDIESDLDRDPNSATDSDGSPLSNSQPSFPVEILPFLYLGCAKDSTNL 
DVLEEFGIKYILNVTPNLPNLFENAGEFKYKQIPISDHWSQNLSQFFPEAISFIDEARGKNCGVLVHCLAGISRS 
VTVTVAYLMQKLNLSMNDAYDIVKMKKSNISPNFNFMGQLLDFERTLGLSSPCDNRVPAQQLYFTTPSNQNVYQV 
DSLQST 
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FIGURE 599 

CCGGCGGCGCCTCAGGTCGCGGGGCGCCTAGGCCTGGGTTGTCCTTTGCATCTGCACGXGTTCGCAGTCGTTTCC 
GCGATGCTGCCTCTGCTGCGCTGCGTGCCCCGTGTGCTGGGCTCCTCCGTCGCCGGCCTCCGCGCTGCCGCGCCC 
GCCTCGCCTTTCCGGCAGCTCCTGCAGCCGGCACCCCGGCTGTGCACCCGGCCCTTCGGGCTGCTCAGCGTGCGC 
GCAGGTTCCGAGCGGCGGCCGGGCCTCCTGCGGCCTCGCGGACCCTGCGCCTGTGGCTGTGGCTGCGGCTCGCTG 
CACACCGACGGAGACAAAGCTTTTGTTGATTTCCTGAGTGATGAAATTAAGGAGGAAAGAAAAATTCAGAAGCAT 
AAAACCCTCCCTAAGATGTCTGGAGGTTGGGAGCTGGAACTGAATGGGACAGAAGCGAAATTAGTGCGGAAAGTT 
GCCGGGGAAAAAATCACGGTCACTTTCAACATTAACAACAGCATCCCACCAACATTTGATGGTGAGGAGGAACCC 
TCGCAAGGGCAGAAGGTTGAAGAACAGGAGCCTGAACTGACATCAACTCCCAATTTCGTGGTTGAAGTTATAAAG 
AATGATGATGGCAAGAAGGCCCTTGTGTTGGACTGTCATTATCCAGAGGATGAGGTTGGACAAGAAGACGAGGCT 
GAGAGTGACATCTTCTCTATCAGGGAAGTTAGCTTTCAGTCCACTGGCGAGTCTGAATGGAAGGATACTAATTAT 
ACACTCAACACAGATTCCTTGGACTGGGCCTTATATGACCACCTAATGGATTTCCTTGCCGACCGAGGGGTGGAC 
AACACTTTTGCAGATGAGCTGGTGGAGCTCAGCACAGCCCTGGAGCACCAGGAGTACATTACTTTTCTTGAAGAC 
CTCAAGAGTTTTGTCAAGAGCCAGTAGAGCAGACAGATGCTGAAAGCCATAGTTTCATGGCAGGCTTTGGCCAGT 
GAACAAATCCTACTCTGAAGCTAGACATGTGCTTTGAAATGATTATCATCCTAATATCATGGGGGAAAAAATACC 
AAATTTAAATTATATGTTTTGTGTTCTCATTTATTATCATTTTTTTCTGTACAAATCTATTATTTCTAGATTTTT 
GXATAACATGATAGACATAAAATTGGTTTATCTCCTCCGCTGAGTCTTCCTAGAAGTACCTGCTGGGTTCTCAGT 
TCCAGTTCCCATCCTTTGATTGATCACTCTCCCTGACATCCACCTGTATGACTTTGTCACCAAATGCTGTCTTCT 
CTTTCTCCAATCAAGAAATAATAATCCCTCGAGTTTACAAAACAAAAAAAAAAAAAA 
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FIGURE 600 

MLPLLRCVPRVLGSSVAGLRAAAPASPFRQLLQPAPRLCTRPFGLLSVRAGSERRPGLLRPRGPCACGCGCGSLH 
TDGDKAFVDFLSDEIKEERKIQKHKTLPKMSGGWELELNGTEAKLVRKVAGEKITVTFNINNSIPPTFDGEEEPS 
QGQKVEEQEPELTSTPNFVVEVIKNDDGKKALVLDCHYPEDEVGQEDEAESDIFSIREVSFQSTGESEWKDTNYT 
LNTDSLDWALYDHLMDFLADRGVDNTFADELVELSTALEHQEYITFLEDLKSFVKSQ 
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FIGURE 601 

GTAACCGCTACTCCCGGACACCAGACCACCGCCTTCCGTACACAGGGGCCCGCATCCCACCCTCCCGGACCTAAG 

AGCCTGGGTCCCCTGTTTCCGGAGGTCCGCTTCCCGGCCCCCAGATTCTGGCATCCCAGCCCTCAGTGTCCAAGA 

CCCAGGCAGCCCGGGTCCCCGCCTCCCGGATCCAGGCGTCCGGGATCTGCGCCACCAGAACCTAGCCTCCTGCAG 

ACCTCCGCCATCTGGGGGCACTCAACCTCCTGGAGCCAAGGGCCCCACGTCCCACCCAGAGAAACTCTCGTATTC 

CCAGCTCCTAGGGCCAAGGAACCCGGGCGCTCCGAACTCCCAGCTTTCGGACATCTGGCACACGGGGCAGAGCAG 

AGAAGCTCAGCGCCCAGCCTGGGGAATTTAAACACTCCAGCTTCCAAGAGCCAAGGAACTTCAGTGCTGTGAACT 

CACAACTCTAAGGAGCCCTCCAAAGTTCCAGTCTCCAGGTGCTGTTACTCAACTCAGTCCTAGGAACGTCGGGTC 

CTGGGAAGGAGCCCAAGCGCTCCCAGCCAGCTTCCAGGCGCTAAGAAACCCCGGTGCTTCCCATC ATGG TGGCCG 

ATCCTCCTCGAGACTCCAAGGGGCTCGCAGCGGCGGAGCCCACCGCCAACGGGGGCCTGGCGCTGGCCTCCATCG 

AGGACCAAGGCGCGGCAGCAGGCGGCTACTGCGGTTCCCGGGACCAGGTGCGCCGCTGCCTTCGAGCCAACCTGC 

TTGTGCTGCTGACAGTGGTGGCCGTGGTGGCCGGCGTGGCGCTGGGACTGGGGGTGTCGGGGGCCGGGGGTGCGC 

TGGCGTTGGGCCCGGAGCGCTTGAGCGCCTTCGTCTTCCCGGGCGAGCTGCrGCTGCGTCTGCTGCGGATGATCA 

TCTTGCCGCTGGTGGTGTGCAGCTTGATCGGCGGCGCCGCCAGCCTGGACCCCGGCGCGCTCGGCCGTCTGGGCG 

CCTGGGCGCTGCTCTTTTTCCTGGTCACCACGCrGCTGGCGTCGGCGCTCGGAGTGGGCTTGGCGCTGGCTCTGC 

AGCCGGGCGCCGCCrCCGCCGCCATCAACGCCTCCGTGGGAGCCGCGGGCAGTGCCGAAAATGCCCCCAGCAAGG 

AGGTGCTCGATTCGrTCCTGGATCTTGCGAGAAATATCTTCCCTTCCAACCTGGTGTCAGCAGCCTTTCGCTCAT 

ACTCTACCACCTATGAAGAGAGGAATATCACCGGAACCAGGGTGAAGGTGCCCGTGGGGCAGGAGGTGGAGGGGA 

TGAACATCCTGGGCTTGGTAGTGTTTGCCATCGTCTTTGGTGTGGCGCTGCGGAAGCTGGGGCCTGAAGGGGAGC 

TGCTTATCCGCTTCTTCAACTCCTTCAATGAGGCCACCATGGTTCTGGTCTCCTGGATCATGTGGTACGCCCCTG 

TGGGCATCATGTTCCTGGTGGCTGGCAAGATCGTGGAGATGGAGGATGTGGGTTTACTCTTTGCCCGCCTTGGCA 

AGTACATTCTGTGCTGCCTGCTGGGTCACGCCATCCATGGGCTCCTGGTACTGCCCCTCATCTACTTCCTCTTCA 

CCCGCAAAAACCCCTACCGCTTCCTGTGGGGCATCGTGACGCCGCTGGCCACTGCCTTTGGGACCTCTTCCAGTT 

CCGCCACGCTGCCGCTGATGATGAAGTGCGTGGAGGAGAATAATGGCGTGGCCAAGCACATCAGCCGTTTCATCC 

TGCCCATCGGCGCCACCGTCAACATGGACGGTGCCGCGCTCTTCCAGTGCGTGGCCGCAGTGTTCATTGCACAGC 

TCAGCCAGCAGTCCTTGGACTTCGTAAAGATCATCACCATCCTGGTCACGGCCACAGCGTCCAGCGTGGGGGCAG 

CGGGCATCCCTGCTGGAGGTGTCCTCACTCTGGCCATCATCCTCGAAGCAGTCAACCTCCCGGTCGACCATATCT 

CCTTGATCCTGGCTGTGGACTGGCTAGTCGACCGGTCCTGTACCGTCCTCAATGTAGAAGGTGACGCTCTGGGGG 

CAGGACTCCTCCAAAATTATGTGGACCGTACGGAGTCGAGAAGCACAGAGCCTGAGTTGATACAAGTGAAGAGTG 

AGCTGCCCCTGGATCCGCTGCCAGTCCCCACTGAGGAAGGAAACCCCCTCCTCAAACACTArCGGGGGCCCGCAG 

GGGATGCCACGGTCGCCTCTGAGAAGGAATCAGTCATGTAAACCCCGGGAGGGACCrTCCCTGCCCTGCTGGGGG 

TGCTCTTTGGACACTGGATTATGAGGAATGGATAAATGGATGAGCTAGGGCTCTGGGGGTCTGCCTGCACACTCT 

GGGGAGCCAGGGGCCCCAGCACCCTCCAGGACAGGAGATCTGGGATGCCTGGCTGCTGGAGTACATGTGTTCACA 

AGGGTTACTCCTCAAAACCCCCAGTTCTCACTCATGTCCCCAACTCAAGGCTAGAAAACAGCAAGATGGAGAAAT 

AATGTTCTGCTGCGTCCCCACCGTGACCTGCCTGGCCTCCCCTGTCTCAGGGAGCAGGTCACAGGTCACCATGGG 

GAATTCTAGCCCCCACTGGGGGGATGTTACAACACCATGCTGGTTATTTTGGCGGCTGTAGTTGTGGGGGGATGT 

GTGrGTGCACGrGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTTCTGTGACCTCCTGTCCCCATGGTACGTC 

CCACCCTGTCCCCAGATCCCCTATTCCCTCCACAATAACAGAAACACTCCCAGGGACTCTGGGGAGAGGCTGAGG 

ACAAATACCTGCTGTCACTCCAGAGGACATTTTTTTTAGCAATAAAATTGAGTGTCAACTATTTAAAAAAAAAAA 
AAAAAA 
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FIGURE 602 

MVADPPRDSKGLAAAEP TANGGLALAS IEDQGAAAGGYCGSRDQVRRCLRANLLVLLTWAWAGVALGLGVSGA 
GGALALGPERLSAFVFPGELLLRLLRMIILPLWCSLIGGAASLDPGALGRLGAWALLFFLVTTLLASALGVGLA 
LALQPGAASAAINASVGAAGSAENAPSKEVLDSFLDLARNIFPSNLVSAAFRSYSTTYEERNITGTRVKVPVGQE 
VEGMNILGLWFAIVFGVALRKLGPEGELLIRFFNSFNEATMVLVSWIMWYAPVGIMFLVAGKIVEMEDVGLLFA 
RLGKYILCCLLGHAIHGLLVLPLIYFLFTRKNPYRFLWGIVTPLATAFGTSSSSATLPLMMKCVEENNGVAKHIS 
RFILPIGATVNMDGAALFQCVAAVFIAQLSQQSLDFVKIITILVTATASSVGAAGIPAGGVLTLAI ILEAVNLPV 
DHISLILAVDWLVDRSCTVLNVEGDALGAGLLQNYVDRTESRSTEPELIQVKSELPLDPLPVPTEEGNPLLKHYR 
GPAGDATVASEKESVM 
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FIGURE 603 

GGGAXXXXXAAAAAAXCAAAAXACAAAXCCAACXTXXXGAGXXXXCGXXGXCAXXGCXCXXAXCXXXCCXGAGXC 

ACTTCCCATTTTCCAAACTCAGCAACCCCAGTTTGCGAGTCTGGTTTCATGAACCTTTGTAAGGTGTTTGGTGCG 

GTCACRGTGTATACTTGCCGTGTAGTATTTGACTCAGCGCGATCTGCCTTGAGTCATTTTACCGCGGCCATTTAC 

TACTGCCGTTGAGCCCTGTCCACGCCTTGGGAGTGTTGATATGTTGAGAGTTTTCTGTCTGGCTGRGGAGGGATC 

ATTTAGTTTTTGCGGACGTATGTTGCACTGAGGATTTAGGGAGAGAGCAAGATTTCTGTTGAGGAGGTTCAGAAG 

TATAAGGAATCGGGAGAGTAGATAGGAGTGAAGCATTTGGCAGCGTAAAGAAGCTTGGCTTAGCTTTAATGGATT 

AGGGAGAGATTGCTATCTAGCATTATTACATGTTATTGTTCTCTTTGCTATTTXATACACCTAGAACAACCTTTC 

CCTCGGGGTTAACAAACATCTTCAACTCTGTTTTCTGTATGGCTCCTGACTCTTACCTTTGTTTTAGGAGGCTTC 

CCTCTTCAGAGGAAACTGGGAGAAGCCAATTTCCACTGCTTCTTTTTCCTGTGCCTTTTTAACACTCAAACCCAG 

AACACTTAATCCTCTGCAGCTCGTGCAAAAATTCAGTCTGTAATTTAAAATGTGTGCACGGTACACTGCTGACCA 

TGGGCATGTCTATTGTTTGTATCTGTAATGTGTATGTCCATTTCAGTGTTGTCTGTTTTAGTATGCAGGTGATAG 

ACTAGAGAACAAGACCTCTGTCTCCGTAGCATCCTGGAGCAGTCTGAATGCCAGAATGGATAACCGTTrTGCrAC 

AGCATTTGTAATTGCTTGTGTGCTTAGCCTCATTTCCACCATCTACATGGCAGCCTCCATTGGCACAGACTTCTG 

GXATGAAXAXCGAAGXCCAGXXCAAGAAAAXXCCAGXGAXXXGAAXAAAAGCAXCXGGGAXGAAXXCAXXAGXGA 

TGAGGCAGATGAAAAGACXXAXAAXGAXGCACXXXXXCGAXACAAXGGCACAGXGGGAXXGXGGAGACGGXGXAX 

CACCATACCCAAAAACATGCATTGGTATAGCCCACCAGAAAGGACAGAGTCATTTGATGTGGTCACAAAATGTGT 

GAGTTTCACACTAACTGAGCAGTTCATGGAGAAATTTGTTGATCCCGGAAACCACAATAGCGGGATTGATCTCCT 

XAGGACCXAXCXXXGGCGXXGCCAGTXCCXXXXACCXXXXGXGAGXXXAGGXXXGAXGXGCXXXGGGGCXXXGAX 

CGGACXXXGXGCXXGCAXXXGCCGAAGCXXAXAXCCCACCAXXGCCACGGGCAXXCXCCAXCXCCXXGCAGGXCX 

GTGTACACTGGGCTCAGTAAGTTGTTATGTTGCTGGAATTGAACTACTCCACCAGAAACTAGAGCTCCCTGACAA 

XGXAXCCGGXGAAXXXGGAXGGXCCTXCXGCCXGGCXXGXGXCXCXGCXCCCXXACAGXXCAXGGCXXCXGCXCX 

CTTCATCTGGGCTGCTCACACCAACCGGAAAGAGTACACCTTAATGAAGGCATATCGTGTGGCATGAGCAAGAAA 

CXGCCXGCXXXACAAXXGCCAXXXXXAXXXXTXXAAAAXAAXACXGAXAXXXXCCCCACCXCXCAAXXGXXXXXA 

ATTTTTATTTGTGGATATACCATTTTATTATGAAAATCTATTTTATTTATACACATTCACCACTAAATACACACT 

XAATACCACXAAAAXXXAXGXGGXXXACXXXAAGCGAXGCCAXCXXXCAAAXAAACXAATCXAGGXCXAGACAGA 

AAGAAAXGGAXAGAGACXXGACACAAAXXXAXGAAAGAAAAXXGGGAGXAGGAAXGXGACCGAAAACAAGXXGXG 

CXAAXGXCXGXXAGACXXXXCAGXAAAACTAAAGXAACXGXAXCXGXXCAACXAAAAACTCXAXAXXAGTXXCXX 

XGGGAAACCXCXCAXCGXCAAAACXXXAXGXXCACXXXGCXGXXGXAGAXAGCCAGXCAACCAGCAGXATXAGXG 

CXGXXXXCAAAGAXXXAAGCXCXAXAAAAXXGGGAAAXXAXCXAAGAXCAXXXXCCCXAAGCAXXGACACAXAGC 

XXCAXCXGAGGXGAGAXAXGGCAGCXGXXXGTAXCXGCACXGXGXCXGXCXACAAAAAGXGAAAAAXACAGXGXX 

XACXXGAAAXXXXAACXXXGXAACXGCAAGAAXXCCAGXXCAGCCGGGCGAGGAXXAGXAXXAXXXXXAACXCTC 

CGXAAGAXXXXCAGXACCACCAAAXXGXXXXGGAXXXXXXXXCXXXCCXCXXCACAXACCAGGGXXAXXAAAAGX 

GXGCXXXCXXXXXACAXXAXAXXACAGXXACAAGGXAAAAXXCCXCAACXGCXAXXXAXXXAXXCCAGCCCAGXA 

CXAXAAAGAACGXXXCACCAXAAXGACCCXCCAGAGCXGGGAAACCXACCACAAGAXCXAAAGXXCXGGCXGXCC 

AXXAACCXCCAACXAXGGXCXXXAXXXCXXGXGGXAAXAXGAXGXGCCXXXCCXTGCCXAAAXCCCXXCCXGGXG 

XGXAXCAACAXXAXXXAAXGXCXXCTAAXXCAGXCAXXXXXXXAXAAGXAXGXCXAXAAACAXXGAACXTXAAAA 

AACXXAXXXAXXXAXXCCACXACXGXAGCAAXXGACAGAXXAAAAAAAXGXAACXXCAXAAXXXCXXACCAXAAC 

CXCAAXGXCXXXXXXAAAAAAXAAAAXXAAAAAXGAAAAGAGAAA 
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FIGURE 604 

MDNRFATAFVIACVLSLISTIYMAASIGTDFWYEYRSPVQENSSDLNKSIWDEFISDEADEKTYNDALFRYNGTV 
GLWRRCITIPKNMHWYSPPERTESFDWTKCVSFTLTEQFl^KFVDPGNHNSGIDLLRTYLWRCQFLLPFVSLGL 
MCF GAL I GL CAC I CRSLYPTIATG I LHLLAGLCTLGSVSCYVAG I ELLHQKLE LP DNVSGEFGWSFCL AC VSAPL 
QFMASALF I WAAHTNRKE YTLMKAYRVA 
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FIGURE 605 

GGCACGAGGCTGCTGTTTGTCTACTTCCTCCTGCTTCCCCGCCGCCGCCGCCGCCATC ATGA .GGGAAATCGTGCA 
CTTGCAGGCCGGGCAGTGCGGCAACCAAATCGGCGCCAAGTTTTGGGAGGTGATCAGCGATGAGCACGGCATCGA 
CCCCACGGGCACCTACCACGGGGACAGCGACCTGCAGCTGGAACGCATCAACGTGTACTACAATGAGGCCACCGG 
CGGCAAGTACGTGCCCCGCGCCGTGCTCGTGGATCTGGAGCCCGGCACCATGGACTCCGTGCGCTCGGGGCCCTT 
CGGGCAGATCTTCCGGCCGGACAACTTCGTTTTCGGTCAGAGTGGTGCTGGGAACAACTGGGCCAAGGGGCACTA 
CACAGAAGGCGCGGAGCTGGTGGACTCGGTGCTGGATGTTGTGAGAAAGGAGGCTGAGAGCTGTGACTGCCTGCA 
GGGTTTCCAGCTGACCCACTCCCTGGGTGGGGGGACTGGGTCTGGGATGGGTACCCTCCTCATCAGCAAGATCCG 
GGAGGAGTACCCAGACAGGATCATGAACACGTTTAGTGTGGTGCCTTCGCCCAAAGTGTCAGACACAGTGGTGGA 
GCCCTACAACGCCACCCTCTCAGTCCACCAGCTCGTAGAAAACACAGACGAGACCTACTGCATTGATAACGAAGC 
TCTCTACGACATTTGCTTCAGAACCCTAAAGCTGACCACGCCCACCTATGGTGACCTGAACCACCTGGTGTCTGC 
TACCATGAGTGGGGTCACCACCTGCCTGCGCTTCCCAGGCCAGCTCAATGCTGACCTGCGGAAGCTGGCTGTGAA 
CATGGTCCCGTTTCCCCGGCTGCACTTCTTCATGCCCGGCTTTGCCCCACTGACCAGCCGGGGCAGCCAGCAGTA 
CCGGGCGCTGACCGTGCCCGAGCTCACCCAGCAGATGTTTGATGCCAAGAACATGATGGCTGCCTGCGACCCCCG 
CCATGGCCGCTACCTGACGGTTGCCGCCGTGTTCAGGGGCCGCATGTCCATGAAGGAGGTGGATGAGCAAATGCT 
TAATGTCCAAAACAAAAACAGCAGCTATTTTGTTGAGTGGATCCCCAACAATGTGAAAACGGCTGTCTGTGACAT 
CCCACCTCGGGGGCTAAAAATGTCCGCCACCTTCATTGGCAACAGCACGGCCATCCAGGAGCTGTTCAAGCGCAT 
CTCCGAGCAGTTCACGGCCATGTTCCGGCGCAAGGCCTTCCTGCACTGGTACACGGGCGAGGGCATGGACGAGAT 
GGAGTTCACCGAGGCCGAGAGCAACATGAATGACCTGGTGTCCGAGTACCAGCAGTACCAGGATGCCACAGCCGA 
GGAGGAGGGCGAGTTCGAGGAGGAGGCTGAGGAGGAGGTGGCCTAGAGCCTTCAGTCACTGGGGAAAGCAGGGAA 
GCAGTGTGAACTCTTTATTCACTCCCAGCCTGTCCTGTGGCCTGTCCCACTGTGTGCACTTGCTGTTTTCCCTGT 
CCACATCCATGCTGTACAGACACCACCATTAAAGCATTTTCATAGTGAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AA 
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FIGURE 606 

MREIVHLQAGQCGNQIGAKFWEVISDEHGIDPTGTYHGDSDLQLERINVYYNEATGGKYVPRAVLVDLEPGTMDS 
VRSGPFGQIFRPDNFVFGQSGAGNNWAKGHYTEGAELVDSVLDWRKEAESCDCLQGFQLTHSLGGGTGSGMGTL 
LISKIREEYPDRIMNTFSWPSPKVSDTWEPYNATLSVHQLVENTDETYCIDNEALYDICFRTLKLTTPTYGDL 
NHLVSATMSGVTTCLRFPGQLNADLRKLAVNMVPFPRiHFFMPGFAPLTSRGSQQYRALTWELTQQMFDAKNiyM 
AACDPRHGRYLTVAAVFRGRMSMKEVDEQMLIWQNK^ 

ELFKRISEQFTAMFRRKAFLHWYTGEGMDEMEFTEAESNMNDLVSEYQQYQDATAEEEGEFEEEAEEEVA 
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FIGURE 607 

CTATCAATCTCCAGAGCTTTTTCTTTTTAAGTGTGAGCGAGTTTATTAGAGAAGTAAAGAGACCCAAGAGTGCCT 
ACTCCATAGACAGAGCAGCCACTGTGACACTGTACCCATTAAACACTAACTCTCCATTGCCCCTCCAGCAACCCC 
TAGCACCCACTGTCTACTTTCTGTCTCTATGTGGTTGTCTATTTGAGGGACATCACATAAGTGGAGTCATATATT 
TGTCCTTTCATGTCTCCCTTATTTCATTTAGCATAACGTTTTCAAGGGTTTCCTGTGTTGTGAATATATCAGAAT 
TTCATTCTCTTTTTAAGGTAGAATCATATCATTTTAAAACATTTCAGTTGGACCATCTAAGTTCAGTCCTTCATT 
TTCAACAATTA2^AAAACAGCCCTCAACCGGGTGCATCTCACGTTAGCTAGAGACAGAACTGGAGCTAGAAGTCAG 
ATCTCTTACCAAAGTTGCCTTTCTTCTTCTGTGGGTAAGTGGGGCACCCTTGGGACGCTGTGCTGGGCGTACATG 
GGTGCTTGATGAAGTTACTTGGTGGACTGATGTGATTGATGTCCAACATGTATGCAGGGACAGAGGCTATGGTCC 
CTACAGAGCAGGCATGGAGAGAAGGAGAAATACATACGGGCAGGAGCCAGGAGAGGGAGGGTGTAGTGAGCAGAG 
ACCGCGCCACTGCACTCCAGCCTGAGTGACAGAGTGAGAATCCATCTAAAAAATTGCTTACTAAAGAAGTGGTCT 
CCTGAGGTCTTAAGACGTTCCTGGCAATGTCTTGAGTGGGTGGGAGAGAGCCTCCAGTCATTGAGCTGTGGAATT 
TCAGAGGTGAGAACCACACCTAACCCCCAATTACTTTCCCCTGTTTGCCTCAGTGACACAGCTGCAGGAACCCTG 
GTGGGTGTTGTATTAAGTAAATTTGACCTTTATTCTTTGCAGATCTGTGAAATGTTGTCTTCTGAGGGGCCACGT 
GTATCTGTAGTGCTGAGGACTCCTTGGGGCCTCTGAAGTCACAGAGAGAACCTGCAGGGTGGGGGACCAGTGTGT 
GACAGCCCTGCTTTGCATTTTCTTTGAGAAGTGCTGTCATXTTGCATTTCTCTCCACCAGGGGAATCTTCAATCT 
TGAGAGGTGTGATCATAACTTGCCTTGTTTCTTGTCGCTACAGAGAACGGAAGGCTCCCTTGATGGAACTTAGAC 
AGCAAGGCCAGATGCACATCCCTGGAAGGACAXCCATGTTCCGAGAAGAACAGATGATCCCTGTATTTCAAGACC 
TCTGTGCACTTATTTATGAACCTGCCCTGCTCCCACAGAACACAGCAATTCCTCAGGCTAAGCTGCCGGTTCTTA 
AATCCATCCTGCTAAGTTAATGTTGGGTAGAAAGAGATACAGAGGGGCTGTTGAATTTCCCACATACCCTCCTTC 
CACCAAGTTGGAACATCCTTGGAAATTGGGAAGAGCACAAGAGGAGATCCAGGGCAAGGCCATTGGGATATTCTG 
AAACTTGAATATTTTGTTTTGTGCAGAGATAAAGACCTTTTCCATGCACCCTCATACACAGAAACCAATTTTCTT 
TTTTATACTCAATCATTTCTAGCGCATGGCCTGGTTAGAGGCTGGTTTTTTCTCTTTTCCTTTGGTCCTTCAAAG 
GCTTGTAGTTTTGGGTAGTCCTTGTTCTTTGGAAATACACAGTGCTGACCAGACAGCCTCCCCCTGTCCCCTCTA 
TGACCTCGCCCTCCACAAATGGGAAAACCAGACTACTTGGGAGCACCGCCTGTGAAATACCAACCTGAAGACACG 
GTTCATTCAGGCAACGCACAAAACAGAAAATGAAGGTGGAACAAGCACATATGTTCTTCAACTGTTTTTGTCTAC 
ACTCTTTCTCTTTTCCTCTACATGCTGAAGGCTGAAAGACAGGAAAGATGGTGCCATCAGCAAATATTATTCTTA 
ATTGAAAACTTGAAATGTGTATGTTTCTTACTAATTTTTAAAAATGTATTCCTTGCCAGGGCAGGCAAGGTCGTC 
ACGCCTGTAATCCCAGCACTXCAGGAGGCTGAGGTGGGCGGATC 
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FIGURE 608 

ATCTCACGTTAGCTAGAGACAGAACTGGAGCTAGCAGTCAGATCTCTTACAAAGTTGCCTTTCTTCTTCTGTGGG 

TAAGTGGGGCACCCTTGGGACGCTGTGCTGGGCGTACATGGGTGCTTGATGAAGTTACTTGGTGGACTGATGTGA 

TTGATGTCCAACATGTATGCAGGGACAGAGGCTATGGTCCCTACAGAGCAGGCATGGAGAGAAGGAGAAATACAT 

ACGGNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNITO^ 

GAGTGGGTGGGAGAGAGGCTGCAGTCATTGTGCTGTGGAATTTCAGAGGTGAGAACCACACCTAACCAAAATTAC 

TTTCCCTGTTTGCCTCAGTGACACAGCTGCAGGAACCCTGGTGGGTGTTGTATTAAGTAAATTTGACCTTTATTC 

TTTGCAGATCTGTGAAATGTTGTCTTCTGAGGGGCCACGTGTATCTGTAGTGCTGAGGACTCCTTGGGCCTCTGA 

AGTCACAGAGAGAACCCTGCAGGGTGGGGGACCAGTGTGTGACAGCCCTGCTTTGCATTTTCTTTGAGAAGTGCT 

GTCATTTTGCATTTCTCTCCACCAGGGCAATCTTCAATCTTGAGAGGTGTGATCATAACTTGCCTTGTTTCTTGT 

CGCTACAGAGAACGGAAGGCTCCCTTGATGGAACTTAGACAGCAAGGCCAGATGCACATCCCTGGAAGGACATCC 

ATGTTCCGAGAAGAACAGATGATCCCTGTATTTCAAGACCTCTGTGCACTTATTTATGAACCTGCCCTGCTCCCA 

CAGAACACAGCAATTCCTCAGGCTAAGCTGCCGGTTCTTAAATCCATCCTGCTAAGTTAATGTTGGGTAGAAAGA 

GATACAGAGGGGCTGTTGAATTTCCCACATACCCTCCTTCCACCAAGTTGGAACATCCTTGGAAATTGGAAGAGC 

ACAAGAGGAGATCCAGGGCAAGGCCATTGGGATATTCTGAAACTTGAATATTTTGTTTTGTGCAGAGATAAAGAC 

CTTTTCCATGCACCCTCATACACAGAAACCAATTTTCTTTTTTATACTCAATCATTTCTAGCGCATGGCCTGGTT 

AGAGGCTGGTTTTTTCTCTTTTCCTTTGGTCCTTCAAAGGCTTGTAGTTTTGGGTAGTCCTTGTTCTTTGGAAAT 

ACACAGTGCTGACCAGACAGCCTCCCCCTGTCCCCTCTATGACCTCGCCCTCCACAAATGGGAAAACCAGACTAC 

TTGGGAGCACCGCCTGTGAAATACCAACCTGAAGACACCGTTCATTCAGGCAACGCACAAAACAGAAAATGAAGG 

TGGAACAAGCACAGATGTTCTTCAACTGTTTTTGTCTACACTCTTTCTCTTTTCCTCTACCATGCTGAAGGCTGA 

AAGACAGGAAGATGGTGCCATCAGCAAATATTATTCTTAATTGAAAACTTGAAATGTGTATGTTTCTTACTAATT 

TTTAAAAATGTATTCCTTGCCAGGCCTAGACAAGGATCGCTCACGCCTGTATATCCCAGCACTTCAGGTAGAGCT 

GAGGTGGGCGGTATCGACCTGAGGTCAGGTAGCTTTGAGACCAGCCTGAT^ 

NNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNN^^ 

GAGTGAGAATCCATCTCAAAAAAACAAATAAACAAAATTGCTTGCTAAAGAAGTGGTCTCCTGAGGTCTTAAGAC 
ATTCCTGACAGTGTCTTGAGTGGGTGGGAGAGAGGCTGCTGTCATTGCGCTGTGGAATTTCACAGATGAGAACCA 
CGCCTAGCCAAAATCACTTTTCCTGTTTGCCTCAGTGACACAGCTGCAGGGACCCTCGTGGATGTTGTATTAAAT 
AAATTTGACCTTTGCTCTTTGCAGATCTGTGAAATGTTGTCTTCTGAGGGGCCACATGCATCTATAGTGCTGAGG 
ACTCCTTGGGCCTCTGAAGTCACAGAGAGAACCGAGCAGGTCTATGTTTTTGT 
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FIGURE 609 

LTLARDRTGASSQISYKVAFLLLWVSGAPLGRCAGRTWVLDEVTWWTDVIDVQHVCRDRGYGPYRAGMERRRNTY 
GXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXLLAKEWS 
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FIGURE 610 

AGTGCGCATCCGGACGTAGGAGGTGGAGGTTGTGGAATTCGCCGTTCGAAAGCAGGGACTAAAAGCCCCACTTCG 

TCTTACGTTCCGAAAGGAAGGCGTCTGTTGAGCCTTTCTCTCAGTCGTGAGGGAGGCGTCGACGGCGTGCGGAAG 

TCCTGAGTTGAGGCTTGCGGGATCCTTTCCGGAGAAAGCGCAGGCTAAAGCCGCAGGTGAAGATGTCCAACTACG 

TGAACGACATGTGGCCGGGCTCGCCGCAGGAGAAGGATTCGCCCTCGACCTCGCGGTCGGGCGGGTCCAGCCGGC 

TGTCGTCGCGGTCTAGGAGCCGCTCTTTTTCCAGAAGCTCTCGGTCCCATTCCCGCGTCTCGAGCCGGTTTTCGT 

CCAGGAGTCGGAGGAGCAAGTCCAGGTCCCGTTCCCGAAGGCGCCACCAGCGGAAGTACAGGCGCTACTCGCGGT 

CATACTCGCGGAGCCGGTCGCGATCCCGCAGCCGCCGTTACCGAGAGAGGCGCTACGGGTTCACCAGGAGATACT 

ACCGGTCTCCTTCGCGGTACCGGTCCCGGTCCCGTAGCAGGTCGCGCTCTCGGGGAAGGTCGTACTGCGGAAGGG 

CGTACGCGATCGCGCGGGGACAGCGCTACTACGGCTTTGGTCGCACAGTGTACCCGGAGGAGCACAGCAGATGGA 

GGGACAGATCCAGGACGAGGTCGCGGAGCAGAACCCCCTTTCGCTTAAGTGAAAAAGATCGAATGGAGCTGTTAG 

AAATAGCAAAAACCAATGCAGCGAAAGCTCTAGGAACAACCAACATTGACTTGCCAGCTAGTCTCAGAACTGTTC 

CTTCAGCCAAAGAAACAAGCCGTGGAATAGGTGTATCAAGTAATGGTGCAAAGCCTGAAGTAAGTATTCTAGGTT 

XGTCGGAACAAAACTTTCAGAAAGCCAACTGTCAAATCTGM'TAGCCACTTAXATCTTAGACTATACTTTTTGGG 

AAGTCTAGAGATGTATATAATGTGCTAAATTCAAAGTAGCAAATCTGAAGATAGGCAATGTCAAACCCATGAAAA 

TGGGAGATTAATGAGCTTTATTTGGCCGTGCATGGTGCCTCATGCCTGTAATGAGGCAGATGGCTTGAGTCCAGG 

AGTTCAAGACTAGCCTGGGCAATGTGGCAAAACCGCGTGTTTACAAAAAATACAAAAATTAGCCAGGCATGGTGG 

XGCAXGCCXGXAGXCCCAGCXGXXXGGGAGGCXGAGGCAGGAGGAXCXTXGAGCCXAGGAXGCXAAGGXXGCAGX 

GAGCCAAGATGGCACCATTGCACTCTAGCCTGGGCAGCAGAGCGAGACCCTGTCTCAAAAAATACATTTATTTTT 

TXCATTTTCAGTTAACAGTGTACTCTTATAACACCGTTATTAGCTGGTACTTTGGTGATTTCTATTACTAGTTTT 

TCTAAGCTATTTACAGAGTGTTTGTAGCTTTCATTTGCAGCATTATGTTCCCACAAATTCTGTACTCAGCATATA 

CAGXAXAGXXXAXCXGCXCXAXXXCXGXCXXAXAGAAAXCAXGAAXGXGGXCXGCAGACAXXGAXGAAGAAAAXC 

XGXXGGXAAXXGAXACAXGGGCXAAAGCAXCAGAGGXXXAAXXXGAAGXXXAXGXXCACACACXGAAAACXXAGX 

XXXXXXGXXGGXAGAXCCAXGXGCAXGCXAGAAXXXGGGACAGGCACXAXXXGCAXAAAGXAXXAAAGXCAAXXX 

XTAAACXAAGCAAAGGXACACGXXGXAACGGXGGGGCAXCXGXGAAAAAGAXGXCCCXXXCAXAAXAXAXGCAAX 

AXAXXCCAGAXGXXXXGAGAGAXXACAGAAGAGGAGGCCXGCXXCACXXGCAGAXAAGXXXAXXAXAAXXCXCCA 

GAAAXGXGCAGGAXGXGCAXXAGCAAAXXGCACXGXACXXXXCACXCCAGCCXGGGXGACAGAGCAAGACXCCCG 

XCXCGGGGGCXX 
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FIGURE 611 

MSNYVNDMWPGSPQEKDSPSTSRSGGSSRLSSRSRSRSFSRSSRSHSRVSSRFSSRSRRSKSRSRSRRRHQRKYR 
RYSRSYSRSRSRSRSRRYRERRYGFTRRYYRSPSRYRSRSRSRSRSRGRSYCGRAYAIARGQRYYGFGRTVYPEE 
HSRWRDRSRTRSRSRTPFRLSEKDRMELLEIAKTNAAKALGTTNIDLPASLRTVPSAKETSRGIGVSSNGAKPEV 
SILGLSEQNFQKANCQI 
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FIGURE 612 

GGACGTAGGAGGTGGAGGTTGTGGAATTCGCCGTTCGAAAGCAGGGACTAAAAGCCCCACTTCGTCTTACGTTCC 

GAAAGGAAGGCGTCTGTTGAGCCTTTCTCTCAGTCGTGAGGGAGGCGTCGACGGCGTGCGGAAGTCCTGAGTTGA 

GGCTTGCGGGATCCTTTCCGGAGAAAGCGCAGGCTAAAGCCGCAGGTGAAGATGTCCAACTACGTGAACGACATG 

TGGCCGGGCTCGCCGCAGGAGAAGGATTCGCCCTCGACCTCGCGGTCGGGCGGGTCCAGCCGGCTGTCGTCGCGG 

TCTAGGAGCCGCTCTTTTTCCAGAAGCTCTCGGTCCCATTCCCGCGTCTCGAGCCGGTTTTCGTCCAGGAGTCGG 

AGGAGCAAGTCCAGGTCCCGTTCCCGAAGGCGCCACCAGCGGAAGTACAGGCGCTACTCGCGGTCATACTCGCGG 

AGCCGGTCGCGATCCCGCAGCCGCCGTTACCGAGAGAGGCGCTACGGGXTCACCAGGAGATACTACCGGTCTCCT 

TCGCGGTACCGGTCCCGGTCCCGTAGCAGGTCGCGCTCTCGGGGAAGGTCGTACTGCGGAAGGGCGTACGCGATC 

GCGCGGGGACAGCGCTACTACGGCTTTGGTCGCACAGTGTACCCGGAGGAGCACAGCAGATGGAGGGACAGATCC 

AGGACGAGGTCGCGGAGCAGAACCCCCTTTCGCTTAAGTGAAAAAGATCGAATGGAGCTGTTAGAAATAGCAAAA 

ACCAATGCAGCGAAAGCTCTAGGAACAACCAACATTGACTTGCCAGCTAGTCTCAGAACTGTTCCTTCAGCCAAA 

GAAACAAGCCGTGGAATAGGTGTATCAAGTAATGGTGCAAAGCCTGAACTGTCGGAAAAGGTAACAGAAGATGGA 

ACTCGAAATCCCAATGGAAAACCTACCCAGCAAAGAAGCATAGCTTXTAGCTCTAATAATTCTGTAGCAAAGCCA 

ATACAAAAATCAGCTAAAGCTGCCACAGAAGAGGCATCTTCAAGATCACCAAAAATAGATCAGAAAAAAAGTCCA 

TATGGACTGTGGATACCTATCTAAAAGAAGAAAACTGATGGCTAAGTTTGCATGAAAACTGCACTTTATTGCAAG 

TTAGTGXTTCTAGCATTATCCCATCCCTTTGAGCCATTCAGGGGTACTTGTGCATTTAAAAACCAACACAAAAAG 

ATGTAAATACTTAACACTCAAATATTAACATTTTAGGTTTCTCTTGCAGATATGAGAGATAGCACAGATGGACCA 

AAGGTTATGCACAGGTGGGAGTCTTTTGTATATAGTTGTAAATATTGTCTTGGTTATGTAAAAATGAAATTTTTT 

AGACACAGTAATTGAACTGTATTCCTGTTTTGTATATTTAATAAATTTCTTGTTTTCATTCTTAAAAAAAAAAAA 
AAAAAA 
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FIGURE 613 

CTTTTTCTCCATCTCAGAACCTTCCTGCCGTCGCGTTTGCACCTCGCTGCTCCAGCCTCTGGGGCGCATTCCAAC 
CTTCCAGCCTGCGACCTGCGGAGAAAAAAAATTACTTATTTTCTTGCCCCATACATACCTTGAGGCGAGCAAAAA 
AATTAAATTTTAACCATGAGGGAAATCGTGCACATCCAGGCTGGTCAGTGTGGCAACCAGATCGGTGCCAAGTTC 
TGGGAGGTGATCAGTGATGAACATGGCATCGACCCCACCGGCACCTACCACGGGGACAGCGACCTGCAGCTGGAC 
CGCATCTCTGTGTACTACAATGAAGCCACAGGTGGCAAATATGTTCCTCGTGCCATCCTGGTGGATCTAGAACCT 
GGGACCATGGACTCTGTTCGCTCAGGTCCTTTTGGCCAGATCTTTAGACCAGACAACTTTGTATTTGGTCAGTCT 
GGGGCAGGTAACAACTGGGCCAAAGGCCACTACACAGAGGGCGCCGAGCTGGTTGATTCTGTCCTGGATGTGGTA 
CGGAAGGAGGCAGAGAGCTGTGACTGCCTGCAGGGCTTCCAGCTGACCCACTCACTGGGCGGGGGCACAGGCTCT 
GGAATGGGCACTCTCCTTATCAGCAAGATCCGAGAAGAATACCCTGATCGCATCATGAATACCTTCAGTGTGGTG 
CCTTCACCCAAAGTGTCTGACACCGTGGTCGAGCCCTACAATGCCACCCTCTCCGTCCATCAGTTGGTAGAGAAT 
ACTGATGAGACCTATTGCATTGACAACGAGGCCCTCTATGATATCTGCTTCCGCACTCTGAAGCTGACCACACCA 
ACCTACGGGGATCTGAACCACCTTGTCTCAGCCACCATGAGTGGTGTCACCACCTGCCTCCGTTTCCCTGGCCAG 
CTCAATGCTGACCTCCGCAAGTTGGCAGTCAACATGGTCCCCTTCCCACGTCTCCATTTCTTTATGCCTGGCTTT 
GCCCCTCTCACCAGCCGTGGAAGCCAGCAGTATCGAGCTCTCACAGTGCCGGAACTCACCCAGCAGGTCTTCGAT 
GCCAAGGACATGATGGCTGCCTGTGACCCCCGCCACGGCCGATACCTCACCGTGGCTGCTGTCTTCCGTGGTCGG 
ATGTCCATGAAGGAGGTCGATGAGCAGATGCTTAACGTGCAGAACAAGAACAGCAGCTACTTTGTGGAATGGATC 
CCCAACAATGTCAAGACAGCCGTCTGTGACATCCCACCTCGTGGCCTCAAGATGGCAGTCACCTTCATTGGCAAT 
AGCACAGCCATCCAGGAGCTCTTCAAGCGCATCTCGGAGCAGTTCACTGCCATGTTCCGCCGGAAGGCCTTCCTC 
CACTGGTACACAGGCGAGGGCATGGACGAGATGGAGTTCACCGAGGCTGAGAGCAACATGAACGACCTCGTCTCT 
GAGTATCAGCAGTACCAGGATGCCACCGCAGAAGAGGAGGAGGATTTCGGTGAGGAGGCCGAAGAGGAGGCC TAA 



GGCAGAGCCCCCATCACCTCAGGCTTCTCAGTTCCCTTAGCCGTCTTACTCAACTGCCCCTTTCCTCTCCCTCAG 
AATTTGTGTTTGCTGCCTCTATCTTGTTTTTTGTTTTTTCTTCTGGGGGGGGGTCTAGAACAGTGCCTGGCACAT 
AGTAGGCGCTCAATAAATACTTGTTTGTTGAAAAAAAAAAAAAAAA 
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FIGURE 614 

MREIVHIQAGQCGNQIGAKFWEVISDEHGIDPTGTYHGDSDLQLDRISVYYNEATGGKyVPRAILVDLEPGTMDS 
VRSGPFGQIFRPDNFVFGQSGAGNNWAKGHYTEGAELVDSVLDWRKEAESCDCLQGFQLTHSLGGGTGSGMGTL 
LISK1REEYPDRIMNTFSWPSPKVSDTWEPYNATLSVHQLVENTDETYCIDNEALYDICFRTLKLTTPTYGDL 
NHLVSATMSGVTTCLRFPGQLNADLRKLAVNMVPFPRLHFFMPGFAPLTSRGSQQYRALTVPELTQQVFDAKDMM 
AACDPRHGRYLTVAAVFRGRMSMKEVDEQMLNVQNKNSSYFVEWIPNNVKTAVCDIPPRGLKMAVTFIGNSTA1Q 
ELFKRISEQFTAMFRRKAFLHWYTGEGMDEMEFTEAESNMNDLVSEYQQYQDATAEEEEDFGEEAEEEA 
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FIGURE 615 

TGTTCCGCGATCTTCTCAGGCTCTCCTAGCAGCATCCATCGCCGCCACCCTATCTTCACTGGCTTCACCTTCTCC 
TTCTCTCTTCGTTGCTGAGCGACAAGCTTCCTAGCGCTATGACTGTCGTCTCCGTCCCGCAGCGGGAGCCGCTCG 
TCCTGGGTGGCCGCCTTGCGCCGCTTGGCTTTTCCTCCCGAGGTTACTTTGGGGCCCTCCCGATGGTGACCACGG 
CTCCGCCTCCTTTACCCCGGATCCCGGACCCCCGGGCACTGCCCCCGACCCTCTTCCTCCCTCATTTCCTAGGGG 
GAGATGGCCCGTGTCTGACCCCCCAGCCTCGCGCTCCAGCAGCTCTGCCCAACCGCAGCCTCGCCGTGGCGGGAG 
GCACTCCTCGGGCAGCGCCGAAGAAGCGGCGAAAGAAGAAGGTGCGGGCCAGCCCCGCAGGGCAGCTGCCCAGCC 
GCTTCCACCAGTACCAGCAGCACCGGCCGAGTCTGGAGGGCGGCCGGAGCCCCGCGACCGGCCCGAGCGGAGCGC 
AGGAGGTCCCGGGCCCGGCCGCCGCCTTGGCCCCGAGTCCTGCAGCCGCAGCCGGCACGGAGGGAGCCAGCCCCG 
ACCTTGCCCCGCTGCGGCCCGCGGCTCCCGGCCAAACCCCCCTCAGGAAAGAGGTTTTAAAATCAAAGATGGGAA 
AATCGGAGAAAATTGCCCTTCCCCATGGCCAGCTTGTTCATGGTATACACTTGTATGAGCAACCAAAGATAAACA 
GACAGAAAAGCAAATAXAACTTGCCACTAACCAAGATCACCTCTGCAAAAAGAAATGAAAACAACTTTTGGCAGG 
ATTCTGTTTCATCTGACAGAATTCAGAAGCAGGAAAAAAAGCCTTTTAAAAATACCGAGAACATTAAAAATTCGC 
ATTTGAAGAAATCAGCATTTCTAACTGAAGTGAGCCAAAAGGAAAATTATGCTGGGGCAAAGTTTAGTGATCCAC 
CTTCTCCTAGTGTTCTTCCAAAGCCTCCTAGTCACTGGATGGGAAGCACTGTTGAAAATTCCAACCAAAACAGGG 
AGCTGATGGCAGTACACTTAAAAACCCTCCTCAAAGTTCAAACT TAGA TTTCAGATTTCAGTATGTGTGTAAAAC 
ATAATTTTTCCCATATCCCTGGACTCTTGAGAAAATTGGTACAGAAATGGAAATTTGCCTTGTTGCAACATACAA 
TTGCAAAAGATGAGTTTAAAAAATTACATACAAACAGCTTGTATTATATTTTATATTTTGTAAATACTGTATACC 
ATGTATTATGTGTATATTGTTCATACTTGAGAGGTATATTATAGTTTTGTTATGAAAGTATGTATTTTGCCCTGC 
CCACATTGCAGGTGTTTTGTATATATACAATGGATAAATTTTAAGTGTGTGCTAAGGCACATGGAAGACCGATTT 
TATTTGCACAAGGTACTGAGATTTTTTTCAAGAAACAGCTGTCAAATCTCAAGGTGAAGATCTAAATGTGAACAG 
TTTACXAATGCACTACTGAAGTTTAAATCTGTGGCACAATCAATGTAAGCATGGGGTTTGTTTCTCTAAATTGAT 
TTGTAATCTGAAATTACTGAACAACTCCTATTCCCATTTTTGCTAAACTCAATTTCTGGTTTTGGTATATATCCA 
TTCCAGCTTAATGCCTCTAATTTTAATGCCAACAAAATTGGTTGTAATCAAATTTTAAAATAATAATAATTTGGC 
CCCCCCTTTTAAAATAGTCTTGACTCTTTGTGTGTGACTGTTTCTCATGTTTGAATGTGTGACTAGGAGATGATT 
TTGTGTGGTTGGATTTTTTTGACTTCTACTTTACTGGCTGAGTGTGAGCCGCCATGCCTGGCCATAATCTACATT 
TTCTTACCAGGAGCAGCATTGAGGTTTTTGAGCATAGTACTTGACTACTCTAGAGGCTGAGACGGGAGCATCTCT 
TGAGCCTGAGAAGTGGAGATTGCAATTGAGCTAGGATCAGGCCACTGCACTCCAGCCTGGGTAACAGACGCTGTC 
TCAAAAAAAAGGCCAAGAGAAAGTAAGGGAGACAGA 
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FIGURE 616 

MTWSVPQREPLVLGGRLAPLGFSSRGYFGALPMVTTAPPPLPRIPDPRALPPTLFLPHFLGGDGPCLTPQPRAP 
AALPNRSLAVAGGTPR2UIPKKRRKKKVRASPAGQLPSRFHQYQQHRPSLEGGRSPATGPSGAQEVPGPAAALAPS 
PAAAAGTEGASPDLAPLRPAAPGQTPLRKEVLKSKMGKSEKIALPHGQLVHGIHLYEQPKINRQKSKYNLPLTKI 
TSAKRNENNFWQDSVSSDRIQKQEKKPFKNTENIKNSHLKKSAFLTEVSQKENYAGAKFSDPPSPSVLPKPPSHW 
MGSTVENSNQNRELMAVHLKTLLKVQT 
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FIGURE 617A 

AGAGATGGGTCTCGCCATCACCATGTTGCCCAGTCTGGTCTCCAACTCCTGGGCTCAAGCGATCCTCCTGCCTTG 
GTCTCCCAAAGTGCTGGGATTACAGGTGTGAGCCCCCACACCCGGCCTGAGTGAGTGGGTTCTGAATGGTGACTG 
TTGTTGTCCATAGCCTTCCCCCTGCTTCTGAGAGTGGAGTCCCTCCCCTCATGTTGGAGACCTCCCAAGGTCCAT 
GTGGTCCTATAGGGGCTGTTCAGCCTCCCTAGCCCCTTAACGTGTCAGGTAATACTGTATATATTCCATGAAATG 
TGAATAATTAGTTATATAATTCCTAAGCACTTATTTTAAAAAACAGCAATGTGATGCTTAACTCTTCCCACCTCT 
GTTCCTGTCCCCCTTAGAAAACCACTGATAACTCTTTTTTTTTTTGAGACGGAGTCTTGCCCTGTCGCCCAGGCT 
GGAGTGTAGTGGCCTGATCTCGGCTCGGCTCATTGTAACCTCCGCCTCGGGTTTGAGCGATTCTCCTGCCTCAGC 
CTCCTGAGTAGCTGGGATTATAGGCGTGCACCACCACGCCTGGCTAATTTTTTGTATCTTTAGTAGGGACGGGTT 
TCACCATGTTGGCCAGAGTGGTCTTGAACTCCTGACCTTGTGATCCGCTCGCCTCAGCCTCCCAAAGTGCTGGGA 
TTACAGGCATGAGCCACCGTGCCTGTCCTAGAACCACTGGTAACTCTTAACTGXXXAGTGTTCTAAGAACGGAAG 
CATCTGGGCTGGATGGAATTTAGCATCAAGCAGAGTCCCCTTXCTGTTCAGAGTGTTGTAAAGTGCATAAAGATG 
AAGCAGGCACCAGAAATCCTCGGCAGTGCCAACGGGAAGACTCCGAGCTGCGAGGTGAACCGCGAGTGTTCTGTG 
» TTCCTCAGCAAAGCCCAGCTCTCCAGTAGCCTGCAGGAC-GGGGTCATGCAGAAGTTTAACGGCCACGACGCCCTG 
CCCTTTATTCCAGCCGACAAGCTGAAAGATCTTACTTCC\2GGGTGTTTAATGGAGAACCCGGCGCACACGATGCC 
AAACTGCGTTTTGAGTCCCAGGAAATGAAAGGGATTGGGACACCCCCTAACACTACCCCTATCAT^AAATGGCTCT 
CCAGAAATTAAGCTGAAAATCACCAAAACATACATGAATGGGAAGCCTCTCTTTGAATCTTCCATTTGTGGTGAC 
AGTGCTGCTGATGTGTCTCAGTCAGAAGAAAATGGACAAAAACCAGAAAACAAGGCGAGAAGGAACAGGAAGAGG 
AGCATAAAATATGACTCCTTGCTGGAGCAGGGGCTTGTCGAAGCAGCTCTTGTGTCTAAGATCTCAAGTCCTTCA 
GATAAAAAGATTCCAGCTAAGAAAGAGTCTTGTCCAAACACTGGAAGAGACAAAGACCACCTGTTGAAATACAAC 
GTTGGTGATTTGGTGTGGTCCAAAGTGTCGGGTTACCCTTGGTGGCCTTGCATGGTTTCTGCAGATCCACTCCTT 
CACAGCTATACCAAACTTAAAGGTCAGAAAAAGAGTGCACGCCAGTATCACGTACAGTTCXTTGGTGACGCCCCA 
GAAAGAGCTTGGATATTTGAGAAGAGCCTCGTAGCTTTTGAAGGAGAAGGACAGTTTGAAAAATTATGCCAGGAA 
AGTGCCAAGCAGGCACCCACGAAAGCTGAGAAAATTAAGCXATTGAAACCAATTTCAGGGAAATTGAGGGCCCAG 
TGGGAAATGGGCATTGTTCAAGCAGAAGAAGCTGCAAGCATGTCAGTGGAGGAGCGGAAAGCCAAGTTCACCTTT 
CTCTATGTGGGGGACCAGCTTCATCTCAACCCTCAAGTAGCCAAGGAGGCTGGCATTGCTGCAGAGTCTTTGGGA 
GAAATGGCAGAATCCTCAGGAGTCAGTGAAGAAGCTGCTGAAAACCCCAAGTCTGTGAGAGAAGAGTGCATTCCC 
ATGAAGAGAAGGCGGAGGGCCAAACTGTGTAGCTCTGCAGAGACCCTGGAGAGTCACCCCGACATAGGGAAGAGT 
ACTCCTC2UUVAGACGGCAGAGGCTGACCCCAGAAGAGGAGTAGGGTCTCCTCCTGGGAGGAAGAAGACCACAGTC 
TCCATGCCACGAAGCAGGAAGGGAGATGCAGCATCCCAGTTTTTGGTCTTCTGTCAAAAACACAGGGATGAGGTG 
GTAGCTGAGCACCCAGATGCTTCAGGTGAGGAGATTGAAGAGCTGCTCAGGTCACAGTGGAGTCTGCTGAGTGAG 
AAGCAGAGAGCACGCTACAACACCAAGTTTGCCCTGGTGGCCCCTGTCCAGGCTGAAGAAGACTCTGGTAATGTA 
AATGGGAAAAAAAGAAACCACACAAAGAGGATACAGGACCCTACAGAAGATGCTGAAGCTGAGGACACACCCAGG 
AAAAGACTCAGGACGGACAAGCACAGTCTTCGGAAGAGAGACACAATCACTGACAAAACGGCCAGAACAAGCTCT 
TACAAGGCCATGGAGGCAGCCTCCTCGCTCAAGAGCCAGGCAGCAACGAAAAATCTGTCTGATGCATGTAAACCA 
CTGAAGAAGCGAAATCGGGCTTCCACGGCAGCATCTTCAGCTCTTGGGTTTAGCAAAAGTTCATCTCCTTCTGCA 
TCCTTAACTGAGAATGAGGTCTCGGACAGCCCGGGAGACGAGCCCTCGGAGTCCCCATACGAAAGTGCAGACGAA 
ACACAAACTGAAGTATCTGTCTCATCCAAAAAGTCTGAGCGAGGAGTGACTGCCAAAAAGGAGTATGTGTGCCAG 
CTGTGTGAGAAGCCGGGCAGCCTCCTGCTCTGTGAAGGACCCTGCTGCGGAGCTTTCCACCTCGCCTGCCTTGGG 
CTTTCCCGGAGGCCAGAAGGGAGGTTCACCTGCAGCGAGTGTGCCTCAGGGATTCACTCATGTTTCGTGTGTAAA 
GAGAGCAAGACAGATGTTAAGCGCTGTGTGGTAACTCAGTGTGGAAAATTTTACCATGAGGCTTGTGTGAAAAAA 
TACCCTCTGACXGTATTTGAGAGCCGAGGTTTCCGCTGCCCCCTCCACAGCTGTGTGAGCTGCCATGCTTCCAAC 
CCTTCAAACCCAAGGCCGTCAAAAGGTAAAATGATGCGGTGTGTCCGCTGCCCCGTTGCCTATCACAGCGGGGAT 
GCTTGTCTGGCAGCAGGATGCTCAGTGATCGCCTCCAACAGCATCATCTGCACTGCCCACTTCACTGCTCGGAAG 
GGGAAGCGACACCACGCCCACGTCAACGTGAGCTGGTGCTTCGTGTGCTCCAAAGGGGGGAGCCTTCTGTGCTGT 
GAGTCCTGCCCAGCGGCCTTCCACCCTGACTGCCTGAACATCGAGATGCCTGACGGCAGCTGGTTCTGCAATGAC 
TGCAGGGCTGGGAAGAAGCTGCACTTCCAGGATATCATTTGGGTGAAACTTGGGAACTACAGATGGTGGCCGGCA 
GAAGTTTGCCATCCCAAAAATGTTCCCCCAAATATTCAG2VAAATGAAGCACGAGATTGGAGAATTCCCTGTGTTT 
TTCTTTGGGTCTAAAGATTATTACTGGACGCATCAGGCGCGAGTGTTCCCGTACATGGAGGGGGACCGGGGCAGC 
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FIGURE 617B 

ATTAAGCTTCAGAGGGAAGCCCGAGAAACACAGGAGAGCGAGCGCAAGCCCCCACCATACAAGCACATCAAGGTG 

AATAAGCCTTACGGGAAAGTCCAGATCTACACAGCGGATATTTCAGAAATCCCTAAGTGCAACTGCAAGCCC 

GATGAGAATCCTTGTGGCTTTGATTCGGAGTGTCTGAACAGGATGCTGATGTTTGAGTGCCACCCGCAGGTGTGT 

CCCGCGGGCGAGTTCTGCCAGAACCAGTGCTTCACCAAGCGCCAGTACCCAGAGACCAAGATCATCAAGACAGAT 

GGCAAAGGGTGGGGCCTGGTCGCCAAGAGGGACATCAGAAAGGGAGAATTXGTTAACGAGTACGTTG^GGAG^C 

ATCGACGAGGAGGAGTGCATGGCGAGAATCAAGCACGCACACGAGAACGACATCACCCACTTCTACATGCTCACT 

ATAGACAAGGACCGTATAATAGACGCTGGCCCCAAAGGAAACTACTCTCGATTTATGAATCACAGCTGCCAGCCC 

AACTGTGAGACCCTCAAGTGGACAGTGAATGGGGACACTCGTGTGGGCCrGTrXGCCGTCTGTGACATTCCTGCA 

AATTGCAGTGGATTCCTCGGGGATAGACCAAAGACCTCGACGACCCTTTCATCAGAGGAAAAGGGCAAAAAGACC 
AAGAAGAAAACGAGGCGGCGCAGAGCAAAAGGGGAAGGGAAGAGGCAGXCAGAGGACGA^C?^ 

AAGCGGCCCTTCGGGAAGXGGGAATGTCCTXGGCAICATTGTGACGXGTGTGGCAAACCTTCGACTTCATT^TGC 
^ C r CCCCAATTCGTTCTCT ^^ 

aagccgaaggggaagaggcggcggcggaggggcxggcggagagtcacagagggcaaatagcgccaggcggccgS 

TGGCCGGAXCCAGGGGCGGXGCAGGGCGGCCGGCCCIGCCXGCGGGAGAGGGCGAGCA^^AACXGGCCCGGAGGA 

cccagcxcgagccgccaggacacagacgxacaggccxcctcgggagggagcgccxccccaSac^ 

CAGCAGCGXCCGCXGCGXCXGCACXGAXGACCGXCTGAGCCCAGCXCAGCGTICCTGGACAAACAGCCXCACICC 

ATTGGCAXAXGGAAXGTXXXAAXCXCCXCXGAAATGXGXAGCGTAGGCXIXXCCCAAGGGXCGCIAGAAACTCGT 
^CGCGXTG^ 

GACCCTGGAXXCCXCGAAACTGCCATXGTGAXCAXTACXCTGCXCXXIGGXGGCXGXAXCATXXITX^TA^ 

gxgxagxxxacgcggagcacxxxcgaggccxggccgggxtgggccxacxxcxcaccxgggccxaxcxtSgaa^x 

CGCIAGGTTCIIAXCAACAXTIGGGGGATAACXXIGXAXATIIXIIICAIITGGCTXXICXirACCAGXITCIGA 

XXTXXAXXCXCAAXAXAXXXXXGCXAAACCXAXXXCACAAAXCACCACCGACXGAAGXGXGXGX^^ 

GCCCIGAGCICCAXGGCGAAAGGAGIGACIIIGCAGGGCGIGAGACCGCAGICIGCTIAGAGCA 

CrCTCCTGCCACCCAGAGXGGCXXCCAXCXCAGCACTCIGTGGGTCXGGIGAXGGAAGAIGCAGXCXCXGCXGAX 

cacaxgxgccctcxgccagggcacctactgagaggxgcggtccxgggggxggaggccxgccxggSg^ 
gcctcgtacgxgtgxtaxgggcactggxcxaggccaggtaxgacacccactctcctgtgagattxcaStSgS 
xiiaaaaggiccagiiciacagagxgagaccxaxciaxcxgagtaciacaiaxgxiixaagactxggxicxti^ 
xigagggaiccitgacccxgggaagxciggagcacccigagaagggggcaccaxgtgxgccitxgcccacgigxc 

XAACCTAAGGGGGACACAXCCAXCIIGCAGAGAAGXXXACAGAACXCCCCXIGAAAACIGCXGCXGAGGCICCXG 
XXAAATXXXCIGTGGCATCIXTIAXGCCTXGGTAAAAACIGCAGTGXCIIIGGACCIGAGAGIGGCXACICCGI^ 
GTXXXGXGACCTGXAAGCGIGGGGXXCAGGGGTGXGIGGCCCTGCAGGGXCCCACGCCICCCIGAGCACXGACXG 
GAAGXXXCACTGGCXGGTGGCXGXCCCXXCXCCCAXCAGGGXCCCCAGCAAAGXXAACXACACAG^ 

GGAAACGAGCXGIGIAGCCACTGACIIGCICGCGCGGCCGXGGCCICXGAGGGGCACTCG^CGG^IIAA^ACA^G 

^r G ^ AG r cTTTccAGTTCAGAcTcTAAcTTcTc 

XXXAXGCXCCXXAXGAXGCCCTAACTIGGAAGGXXGXXCXAGGGACAGGCCGGGCAGXGXCCCCACACACAcS 
AGAGXCGAAGGCCCCAGGGCCCCGCTGXCACTTGCCCAAAAGATCCCTXCCGGCAGGTAAGGGra^ 

XACGICAAAACAGCAGAAXCGGCXXTGCAGXGCACITIGGGGAGCAGAXATXAACIIAIIIIXGXGXXGGACAGI 

agxgaaaxcxxgxgaxxtxxaaxcgcxxxgaxaaxacxxccaaaxxxxaxgaxxxxxcxgaIggaaI^^ 

ACATXTTAAAXAXGXXXCXCCCCCXXXCCAAAAACXGXXAAACX^ 
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FIGURE 617C 

CTACAATACCCGTTGATAACTCAGTGGAGCCAGGCTTTGGGGTAGCGGCCCTGAGCTTGCAGGGTTTCTCGCCAC 
TGGGGCTGACCACGCCCCCAGCTGTGACCGTGGGTGTGGCTGGCTCTCGGCCCTGCCCAGCTTTGTTCTGAGGAC 
GTGGTGACTTCCTGAACATCAGCTTCAATCCTCCATCATTAATGTGAAGCAAAACACAAAAACCGCCCCAATCCC 
TCAGGATTCCTTGGCATCCGAAACCAGCATCTGCACCTAAACCCATACCCACCCGTGTGCGCCCACAGGGGGATG 
TGTCCGAATGGGCAGCTTAAAATGTGGTCACCTGTGGGGGAAACTCTTCAGGCACCTGAAGTGAGAACCCAGCTG 
TCCGTCCTCAGGCCGGCCTTTCTTCCGGCGACACCCGTCCATGGCTGGCTGGGTCCCCTTCGCAGTGTTTGTCTG 
TCXTGACATCTAAACCCCGGCGTGTGCAGTGCCCATCTTCCAGGACTACCTTATTTTCCAGAATTAAACCTGTTT 
TATAATTCAAGTTAATGCAAATGACTGTCAGTTGCCAAATATCTTGATCCTGTGAGTGTAGTTGATGACTGTTTG 
TTAGTCAGTAGAGTAAAATGCTGTGTCCACGGGGTGTCACAGCCTCACCATACCCTGTTGAGGTGTGAAATGCCC 
CGTCAGAAATTAAATACAAACTTAAATGTGCCTATTGGTGTCTAAACTTCATACAATGTAAGGTCAGATTCCTTT 
TAGGAATACTGGGTGCTGTCACCAGGTTTGATAGTTAGACTTAAAAACTTGAAATTCACTTTTTGGGGGGAGGGA 
TATACTGAAATAGAGAGTTGAGACTTGCCAGTTGGGGGAAAATAGCATTTAAAATGGAAAGCTGTGTTTGGAAAA 
TTGTGTATGAGTATTTTTGTATTAAAAACATTTTAAA 
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FIGURE 618 

MEFSIKQSPLSVQSWKCIKMKQAPEILGSANGKTPSCEVNRECSVFLSKAQLSSSLQEGVMQKFNGHDALPFIP 
ADKLKDLTSRVFNGEPGAHDAKLRFESQEMKGIGTPPNTTPIKNGSPEIKLKITKTYMNGKPLFESSICGDSAAD 
VSQSEENGQKPENKARRNRKRSIKYDSLLEQGLVEAALVSKISSPSDKKIPAKKESCPNTGRDKDHLLKYNVGDL 
VWSKVSGYPWWPCMVSADPLLHSYTKLKGQKKSARQYHVQFFGDAPERAWIFEKSLVAFEGEGQFEKLCQESAKQ 
APTKAEKIKLLKPISGKLRAQWEMGIVQAEEAASMSVEERKAKFTFLYVGDQLHLNPQVAKEAGIAAESLGEMAE 
SSGVSEE2VAENPKSVREECIPMKRRRRAKLCSSAETLESHPDIGKSTPQKTAEADPRRGVGSPPGRKKTTVSMPR 
SRKGDAASQFLVFCQKHRDEWAEHPDASGEEIEELLRSQWSLLSEKQRARYNTKFALVAPVQAEEDSGNVNGKK 
RNHTKRIQDPTEDAEAEDTPRKRLRTDKHSLRKRDTITDKTARTSSYKAMEAASSLKSQAATKNLSDACKPLKKR 
NRASTAASSALGFSKSSSPSASLTENEVSDSPGDEPSESPYESADETQTEVSVSSKKSERGVTAKKEYVCQLCEK 
PGSLLLCEGPCCGAFHLACLGLSRRPEGRFTCSECASGIHSCFVCKESKTDVKRCWTQCGKFYHEACVKKYPLT 
VFESRGFRCPLHSCVSCHASNPSNPRPSKGKMMRCVRCPVAYHSGDACLAAGCSVIASNSIICTAHFTARKGKRH 
HAHWVSWCFVCSKGGSLLCCESCPAAFHPDCLNIEMPDGSWFCNDCRAGKKLHFQDIIWVKLGNYRWWPAEVCH 
PKNVPPNIQBCMKHEIGEFPVFFFGSKDYYWTHQARVFPYMEGDRGSRYQGVRGIGRVFKNALQEAEARFREIKLQ 
REARETQESERKPPPYKHIKVNKPYGKVQIYTADISEIPKCNCKPTDENPCGFDSECLNRMLMFECHPQVCPAGE 
FCQNQCFTKRQYPETKIIKTDGKGWGLVAKRDIRKGEFVNEYVGELIDEEECMARIKHAHENDITHFYMLTIDKD 
RIIDAGPKGNYSRFMNHSCQPNCETLKWTVNGDTRVGLFAVCDIPAGTELTFNYNLDCLGNEKTVCRCGASNCSG 
FLGDRPKTSTTLSSEEKGKKTKKKTRRRRAKGEGKRQSEDECFRCGDGGQLVLCDRKFCTKAYHLSCLGLGKRPF 
GKWECPWHHCDVCGKPSTSFCHLCPNSFCKEHQDGTAFSCTPDGRSYCCEHDLGAASVRSTKTEKPPPEPGKPKG 
KRRRRRGWRRVTEGK 
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FIGURE 619 

AGGCTGTCTGCAGAGATTTGAAAAATGGCAACAAATGAAAGTGTCAGCATCTTTAGTTCAGCATCCTTGGCTGTG 
GAATATGTAGATTCACTTTTACCTGAGAATCCTCTGCAAGAACCATTTAAAAATGCTTGGAACTATATGTTGAAT 
AATTATACAAAGTTCCAGATTGCAACATGGGGATCCCTTATAGTTCATGAAGCCCTTTATTTCTTATTCTGTTTA 
CCTGGATTTTTATTTCAATTTATACCTXATATGAAAAAATACAAAATTCAAAAGGATAAGCCAGAGACATGGGAA 
AACCAATGGAAGTGTTTCAAAGTTCTTCTCTTTAATCACTTCTGTATCCAGCTGCCTTTGATTTGTGGAACCTAT 
TATTTTACAGAGTATTTCAATATTCCTTATGATTGGGAAAGAATGCCAAGATGGTATTTTCTTTTGGCAAGATGC 
TTTGGTTGTGCAGTCATTGAAGATACTTGGCACTATTTTCTGCATAGACTCTTACACCACAAAAGAATATACAAG 
TATATTCATAAAGTTCATCATGAGTTTCAGGCTCCATTTGGAATGGAAGCTGAATATGCACATCCTTTGGAGACT 
CTAATTCTTGGAACTGGATTTTTCATrGGAATCGTGCTTTTGTGTGATCATGTAATTCTTCTTTGGGCATGGGTG 
ACCATTCGTTTATTAGAAACTATTGATGTCCATAGTGGTTATGATATTCCTCTCAACCCTTTAAATCTGATCCCT 
TTCTATGCTGGTTCTCGGCATCATGATTTCCACCACATGAACTTCATTGGAAACTATGCTTCAACATTTACATGG 
TGGGATCGAATTTTTGGAACAGACTCTCAGTATAATGCCTATAATGAAAAGAGGAAGAAGTTTGAGAAAAAGACT 
GAATAAATATCTCACGTAAACCTTCCTGAAAGATAAACGTTTTCCTGAATTCAGAAACTAGTAGCTAACATTGCT 
TCTGGAGAGCAGAAATAAGCATGTCTTCTGGCTACTAAGTGATAAAAAGAACATTAACAACCTTTAATTACCTTC 
CTAGTGGGAACTTTTTCTACTTTACCTACAAGTTCTATATATGTAGAAATGAATAAATATATATTTAAGTACAGT 
TTTCATGAGGAAGTTTTAAAAGACCATGTTCCTAAGCTTCCAAGAAGGTTTTGGATACTAGAAGTATTAATCTAT 
GGCTTTTCTCCCAGTAAAACCATAGGCCTGAAGTTCACATTGGGTCTTTAAATCTTTTAGATATATACTGGTCAT 
TTCAGAAAATTCTTCATAGTGGTATTGGCCTTATATTTAACTTTTTTTTTATTTTTTTTTTGAGACAAAGCCACA 
CTCTGTCTCCTTGGCTGGAGTGTGGTGGCACAGTCTCAGCTCACTGCAACCTCTGCCTCCCAGTTCAAGCAATTC 
TTCTGCCTCAGCCTCCCAAGTAGCTGGGATTACAGGCACCCGCCACCACGCCCAGCTAATTTTTGTATTTTTGTA 
GAGATGGGGTTTCACGATGTTGGCCAGGCTGGTCTCAAACTTCTGACCTCAAGTGATCTGCCCACCTTGGCCTCC 
CAAAGTGCTGGGATTACAGGTGTAAGCCACTGCGCCCGGCCTTTTTAACTTTAAACATGTTTTAGAATTCACCTA 
AAGATCAAAATATCATGGATTGAACCTCATCAATTGATAGCAGTGAGTGACTGAAGCTTCCAAATCAAGAAAAGC 
CGGCACCAAGAACTTCCATTCTAATCTAGAGCTGACCAGTTTGAGCTGATTCTCTCTTTGAAGAGTCCTTCTTGA 
TTGCAGTGCAGTACTGGCATTTCTGAATGGATGTAAGTGGAGTATTTTAGTCTAAAGGCTTTTCAAATTACTTGA 
ATTTTTTTAAAAATTGAGGAGCTTTATTTCTATTTACCCTTCCATTXTTGTGTGAAAAAAAAAAAAAAA 
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FIGURE 620 

MATNESVSIFSSASLAVEYVDSLLPENPLQEPFKNAWNYMLNNYTKFQIATWGSLIVHEALYFLFCLPGFLFQFI 
PYl^KYKIQKDKPETWENQWKCFKVLLFNHFCIQLPLICGTYYFTEYFNIPYDWERMPRWYFLLARCFGCAVIED 
TWHYFLHRLLHHKRIYKYIHKVHHEFQAPFGMEAEYAHPLETLILGTGFFIGIVLLCDHVILLWAWVTIRLLETI 
DVHSGYDIPLNPLNLIPFYAGSRHHDFHHMNFIGNYASTFTWWDRIFGTDSQYNAYNEKRKKFEKKTE 



i 



WO 2004/043361 



PCT7US2003/035268 



689/1629 

FIGURE 621 A 

GCGGGGACCGCGACGAGCCCGGGTCGCCGTTGGCAGCAGCAGCAGCAACACCAGCAGCAGCAGCAGCCCCGGCGG 
CGGCGCGGAACCCCGAGCGCCCGGGCGCACCCCGGCTTCCCGGAGCGCGACGCGGCGGCAGCAGCCCCGGTGCGG 
CCGCGCGCGCCTTAGGCTCGGCCCCGCGGCTCGGGGACCCCGACTCCCGGCCCAGCGAGCGCGTCCCCCGGCGCC 
GCCCGAGAGCCCGAGGAGGCAGCGGCCGCAGAGCCCGGGGGAGGGGGGCGGCCACCGCCCGCGCCGGGCATCCTC 
AGGAGCCCCAGAGCGCGGAGGGCGCGGCGCCGCCGAGCGGTGCTGGCCCCCGCGGGCTCCCCGGACCTTCCCCAC 
CGCCTGGGCCCGAGGGACGCGTGATCGGGCGGGCGGCCGGGCGCAAGGGTGGGAGGGAGCCGCCCCCGCCCGCGC 
CCCCTCCGCCCCTCGCCCCAAACCCCTGGGCGCCGGGCCCGGGCCGCGCGGCCTGAAGCGCCCGCGATGGCGAGC 
CCGCCGCGGCACGGGCCGCCCGGGCCGGCGAGCGGAGACGGCCCCAACCTCAACAACAACAACAACAACAACAAC 
AACCACAGCGTGCGCAAGTGCGGCTACCTGCGCAACGAAGAGCATGGCCACAAGCGCTTCTTCGTGCTGCGCGGA 
CCCGGCGCGGGCGGCGACGAGGCGACGGCGGGCGGGGGGTCGGCGCCGCAACCGCCGCGGCTCGAGTACTACGAG 
AGCGAGAAAAAGTGGCGGAGCAAGGCAGGCGCGCCGAAACGGGTGATCGCTCTCGACTGCTGCCTGAACATCAAC 
AAGCGCGCCGACGCCAAGCACAAGTACCTGATCGCCCTCTACACCAAGGACGAGTACTTCGCCGTGGCCGCCGAG 
AACGAGCAGGAGCAGGAGGGCTGGTACCGCGCGCTCACCGACCTGGTCAGCGAGGGCCGCGCGGCCGCCGGAGAC 
GCGCCCCCCGCCGCCGCGCCCGCCGCGTCCTGCAGCGCCTCCCTGCCCGGCGCCCTGGGCGGCTCTGCCGGCGCC 
GCCGGGGCCGAGGACAGCTACGGGCTGGTGGCTCCCGCCACGGCCGCCTACCGTGAGGTGTGGCAGGTGAACCTG 
AAGCCCAAGGGTCTGGGCCAGAGCAAGAACCTGACGGGGGTGTACCGTCTGTGCCTGTCTGCGCGCACCATCGGC 
TTCGTGAAGCTCAACTGCGAGCAGCCGTCGGTGACGCTGCAGCTCATGAACATCCGCCGCTGCGGCCACTCGGAC 
AGCTTCTTCTTCATCGAGGTGGGCCGCTCGGCCGTCACAGGCCCCGGCGAGCTGTGGATGCAGGCGGACGACTCG 
GTGGTGGCGCAGAACATCCACGAGACCATCCTGGAGGCCATGAAGGCGCTCAAGGAGCTCTTCGAGTTCCGGCCG 
CGCAGTAAGAGCCAATCGTCGGGGTCGTCGGCCACGCACCCCATCAGCGTCCCCGGCGCGCGCCGCCACCACCAC 
CTGGTCAACCTGCCCCCCAGCCAGACGGGCCTGGTGCGCCGCTCGCGCACCGACAGCCTGGCCGCCACCCCGCCG 
GCGGCCAAGTGCAGCTCGTGCCGGGTGCGCACCGCCAGCGAGGGCGACGGCGGCCGGGCTGCGGGAGCGGCGGCC 
GCGGCGCAGAGGCTGGTGTCGGTGGCTGGGAGCCCCCTGAGCCCCGGGCCGGTGCGCGCGCCCCTGAGCCGCTCG 
CACACCCTGAGCGGCGGCTGCGGCGGCCGCGGGAGCAAGGTGGCGCTGCTGCCGGCAGGGGGCGCGCTGCAACAC 
AGCCGCTCCATGTCCATGCCCGTGGCGCACTCGCCGCCCGCCGCCACCAGCCCCGGCTCCCTGTCGTCCAGCAGC 
GGCCACGGCTCGGGCTCCTACCCGCCGCCGCCCGGCCCGCACCCGCCTCTGCCGCATCCGCTGCACCACGGCCCC 
GGCCAGCGGCCCTCCAGCGGCAGCGCCTCCGCCTCGGGCTCCCCCAGCGACCCCGGCTTCATGTCCCTGGACGAG 
TACGGCTCCAGCCCAGGCGACCTGCGCGCCTTCTGCAGCCACCGAAGCAACACGCCCGAGTCCATCGCGGAGACG 
CCCCCGGCCCGAGACGGCGGCGGCGGCGGTGAGTTCTACGGGTACATGACCATGGACAGGCCCCTGAGCCACTGT 
GGCCGCTCCTACCGCCGGGTCTCGGGGGACGCGGCCCAGGACCTGGACCGAGGGCTGCGCAAGAGGACCTACTCC 
CTGACCACGCCAGCCCGGCAGCGGCCGGTGCCCCAGCCCTCCTCTGCCTCGCTGGATGAATACACCCTGATGCGG 
GCCACCXTCTCGGGCAGCGCGGGCCGCCTCTGCCCGTCCTGCCCCGCGTCCTCTCCCAAGGTGGCCTACCACCCC 
TACCCAGAGGACTACGGAGACATCGAGATCGGCTCCCACAGGAGCTCCAGCAGCAACCTGGGGGCAGACGACGGC 
TACATGCCCATGACGCCCGGCGCGGCCTTCGCGGGCAGTGGGAGCGGCAGCTGCAGGAGCGACGACTACATGCCC 
ATGAGCCCCGCCAGCGTGTCCGCCCCCAAGCAGATCTTGCAGCCCAGGGCCGCCGCCGCCGCCGCCGCCGCCGTG 
CCTTCTGCGGGGCCTGCGGGGCCAGCACCCACCTCTGCGGCGGGCAGGACATTCCCGGCGAGCGGGGGCGGCTAC 
AAGGCGAGCTCGCCCGCCGAGAGCTCCCCCGAGGACAGTGGGTACATGCGCATGTGGTGCGGTTCCAAGCTGTCC 
ATGGAGCATGCAGATGGCAAGCTGCTGCCCAACGGGGACTACCTCAACGTGTCCCCCAGCGACGCGGTCACCACG 
GGCACCCCGCCCGACTTCTTCTCCGCAGCCCTGCACCCCGGCGGGGAGCCGCTCAGGGGCGTTCCCGGCTGCTGC 
TACAGCTCCTTGCCCCGCTCCTACAAGGCCCCCTACACCTGTGGCGGGGACAGCGACCAGTACGTGCTCATGAGC 
TCCCCCGTGGGGCGCATCCTGGAGGAGGAGCGTCTGGAGCCTCAGGCCACGCCAGGGCCCAGCCAGGCGGCCAGC 
GCCTTCGGGGCCGGCCCCACGCAGCCCCCTCACCCTGTAGTGCCTTCGCCCGTGCGGCGTAGCGGCCGCCGGTCA 
GGTTTCTTGGGCCAGCGCGGCCGGGCGGTGAGGCCCACGCGCCTGTCCCTGGAGGGGCTGCCCAGCCTGCCCAGC 
ArGCACGAGTACCCACTGCCACCGGAGCCCAAGAGCCCCGGCGAGTACATCAACATCGACTTTGGCGAGCCCGGG 
GCCCGCCTGTCGCCGCCCGCGCCTCCCCTGCTGGCGTCGGCGGCCTCGTCCTCCTCGCTCTTGTCCGCCAGCAGC 
CCGGCCTCGTCGCTGGGCTCAGGCACCCCGGGCACCAGCAGCGACAGCCGGCAGCGGTCTCCGCTCTCCGACTAC 
ATGAACCTCGACTTCAGCTCCCCCAAGTCTCCTAAGCCGGGCGCCCCGAGCGGCCACCCCGTGGGCTCCTTGGAC 
GGCCTCCTGTCCCCCGAGGCCTCCTCCCCGTATCCGCCGTTGCCCCCGCGTCCGTCCGCGTCCCCGTCGTCGTCT 
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FIGURE 621B 

CTGCAGCCGCCGCCACCGCCGCCGGCCCCGGGGGAGCTGTACCGCCTGCCCCCCGCCTCGGCCGTTGCCACCGCC 
CAGGGCCCGGGCGCCGCCTCATCGTTGTCCTCGGACACCGGGGACAATGGTGACTACACCGAGATGGCTTTTGGT 
GTGGCCGCCACCCCGCCGCAACCTATCGCGGCCCCCCCGAAGCCAGAAGCTGCCCGCGTGGCCAGCCCGACGTCG 
GGCGTGAAGAGGCTGAGCCTCATGGAGCAGGTGTCGGGAGTCGAGGCCTTCCTGCAGGCCAGCCAGCCCCCGGAC 
CCCCACCGCGGCGCCAAGGTCATCCGCGCAGACCCGCAGGGGGGCCGCCGCCGCCACAGTTCCGAGACCTTCTCC 
TCCACCACGACGGXCACCCCCGTGTCCCCGTCCTTCGCCCACAACCCCAAGCGCCACAACTCGGCCTCCGTGGAA 
AATGTCTCTCTCAGGAAAAGCAGCGAGGGCGGCGTGGGTGTCGGCCCTGGAGGGGGCGACGAGCCGCCCACCTCC 
CCACGACAGTTGCAGCCGGCGCCCCCTTTGGCACCGCAGGGCCGGCCGTGGACCCCGGGTCAGCCCGGGGGCTTG 
GTCGGTTGTCCTGGGAGCGGTGGATCGCCCATGCGCAGAGAGACCTCTGCCGGCTTCCAGAATGGTCTCAACTAC 
ATCGCCATCGACGTGAGGGAGGAGCCCGGGCTGCCACCCCAGCCGCAGCCGCCGCCGCCGCCGCTTCCTCAGCCG 
GGAGACAAGAGCTCCTGGGGCCGGACCCGAAGCCTCGGGGGTCTCATCAGCGCTGTGGGCGTCGGCAGCACCGGC 
GGCGGGTGCGGGGGGCCGGGTCCCGGTGCCCTGCCCCCTGCCAACACCTACGCCAGCATTGACTTCTTGTCCCAC 
CACTTGAAGGAGGCCACCATCGTGAAAGAGTG^GATCTGTCTGGCTTTATCACCAGGATGTCACATGTCAGAGA 
ATATCATTAAAAGAAGACGCTCAGCGCTGTTTCAGCCCGAAGCTGCTTGCAGTTTTCTTTTGGATCTGAGCAArG 
ACTGTGTTTGGAAACATCTGTGGACTCTGATAGATGGGGCACAACAAGGCAAGGTCACCTGCCTCTTTCCCTTGT 
TCCCGGATGGGCATTCATCATTGTGCTGTTTGCGTTTTGTTTTGTTTTGTTTTAACAAAATTAGCTGAAGAAGTT 
ATTCTCAAGAAAATTGGATGTTTTCATTGGCCTTCTTAAATTGTGGCCAGTGTCTTTTAATTTCTTCTTCTTTTC 
CTTTTGGCAAAGCAGATATAACCCTCAGCATGCTAGGAGAGTGCACCCGTACCTATGGAAGTGGTAAAATCTGGT 
ATTTACTGGCTTACACTCAAAACGACCACAGTCCTACCTCAGTTCAAGGTAAAGCCGGATTTCCGTGGCGGGGGT 
CCACAGGACCTCCTGTAGTAGCCCCTGCGCTGTGTGTCTGGAGCGCGTCCTCGCCTTATTTAAATGGTCCAGTAG 
ACAGCTGCTTGTTGGATTCCAGTGCAGGTACCTGCGATGTTTACGTCCACACCGAGCCCAGTGTGGGACTGACAT 
TTCTCAATGGAAGTGAAATTTGGGATTGGACTTTGAAGACGATTACTAAATAATAATTATTATATGTAACTGAAG 
CAACCTACTTTTGAAAATCAACTGTATTGGGTAGTGGGAGGTGGGAGGGAAGGGCTTTGGGAAGGGGATGAATAT 
CTCTTTTTACCTTTAACAGACTTGTTTAATCTTCTCGATGTAGATGTTTATGTAGGTACTTCACATTGCAAACGC 
CTTTTATTCTATTTACAAGCTCAGATGTCTCTGCTCTCCTGAATCTTGGGCATGCCTTTCTGTAACCAAAAATCC 
CTGTAGGCGTGCTAGCAATTCCAGGGTGGTCCGGGTTTGGCAGATTTGATTTTTAAAAAATGTATTATCTTTAAT 
AAAAATGTTATTATGTCAACCAGTGAGGCTGCCCTGAACAAAAAA 

AAGAAACTGATAAAAAGAGGCATCCAGCCCCTATGTTATTGATGGAAAAAGAAAAAGAAGAAAAGCAATCTCGCA 
GTACATGTTACTTGTCGAAAAAATTCCGGACAAGACTACCCTTGTTTTATGTTTTCAGTATTCTGAAAATACCAG 
TGTGTGGCAGTTCTCGCAGATGTTACCTAAAACTGCTGAACTTGACCGGCAGAATGTTCTGCCGTTTTCTGCTCC 
CTCGACACTTGATTGGAGGGCTGTCGACCTCTCCTCCCGTGGGGGCTTCCCCAGTGCCTATCTTCTCTGATAGTC 
ATGGAGAGGTTACACTAATTCATTGGAGATGTAAGTTGTTGGTTTTGTTTTGTTTTGTTTTTAGAAAAATATATA 
TAAATATATAATAGATATCTATCGCTATAGAATAATGCATTAATAAAATGAGGCTTTTTTAGAGGAAGACCAAAA 
AATTCAATGTCTTAAAAATATATTTAATGGCAATGCAAAAGTCTTCCTGCTTCCGTGCTGAACTTTAGAACAGAG 
GATTGTATTGCAAGACAAAGTTGAATGTAAAGTGATCTCCCTGAACATTTTTAAGGTTTTACTTTTCTGAAATTA 
TACATCACAGCAGTGCATAGGCCATATAATGTTAGCTGGAAGGTCAATTTCAGTGTATGATATACTTTATTAAGA 
TGTATAAAACATCCTGAAGTTTTTATTTAGTTTTGGGAATAGGCATCAGTGGGTGGTATTTGCTTTGTAACTCCC 
CCCAGGTACGATAGGGACTGAATATGGACCCTGCTGAAAGCAGTGTATTGACGCATATTTAACTCGCCCTCTATC 
CGTAGAGTAGTCATGACACTATACAGATGGTTCGTGTTCATACTGCAGCTTAAAACAAGCAAAATACACAGATGA 
TAATATGCTAAATrTTCCTCTATCCTGTACATTTCACAAAAAGGCATATGCAATATTTACATTTTTAATTTAGTT 
TACAGAATGGAACCAAAATGTATAAATGTTATGTTTGCTAAAACTTCACAATGTATATTGGGTCTTTGTACATTT 
TGCCTGACTTACCTTAAATTTAAAATATTTTTTGCTATATAAACTTTAACAGTTATTAAACAGTGTTTTCCTTTT 
GGGTACGTATTGTTTCTGGATATCAAGATGTTAAATATATTTCTTGCTATTGTGATATGACAAGAGACTTAACTT 
ATCTTGCTCTGTCTTCCACTGTACACGCTGTATATAGGGGTCAATGTGATGCTGCTGGAGACGAGAATAAACTGG 
ACTAGAATAGTGCATTGTATTTAGTCTGTATTGATCATGGATGCCCTCCTTAATAGCCATATGCAATAAAATAAA 
GTACATTATTTATGAAATGAA 
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FIGURE 622 

MASPPRHGPPGPASGDGPNLNNNNNNNNNHSVRKCGYLRNEEHGHKRFFVLRGPGAGGDEATAGGGSAPQPPRLE 
YYESEKKWRSKAGAPKRVIALDCCLNINKRADAKHKYLIALYTKDEYFAVAAENEQEQEGWYRALTDLVSEGRAA 
AGDAPPAAAPAASCSASLPGALGGSAGAAGAEDSYGLVAPATAAYREVWQVNLKPKGLGQSKNLTGVYRLCLSAR 
TIGFVKLNCEQPSVTLQLMNIRRCGHSDSFFFIEVGRSAVTGPGELWMQADDSWAQNIHETILEAMKALKELFE 
FRPRSKSQSSGSSATHPISVPGARRHHHLVNLPPSQTGLVRRSRTDSLAATPPAAKCSSCRVRTASEGDGGRAAG 
AAAAAQRLVSVAGSPLSPGPVRAPLSRSHTLSGGCGGRGSKVALLPAGGALQHSRSMSMPVAHSPPAATSPGSLS 
SSSGHGSGSYPPPPGPHPPLPHPLHHGPGQRPSSGSASASGSPSDPGFMSLDEYGSSPGDLRAFCSHRSNTPESI 
AETPPARDGGGGGEFYGYMTMDRPLSHCGRSYRRVSGDAAQDLDRGLRKRTYSLTTPARQRPVPQPSSASLDEYT 
LMRATFSGSAGRLCPSCPASSPKVAYHPYPEDYGDIEIGSHRSSSSNLGADDGYMPMTPGAAFAGSGSGSCRSDD 
YMPMS PASVSAPKQ I LQP RAAAAAAAAVP SAGP AGP AP TS AAGRTFP ASGGGYKAS SP AE S SPED SGYMRMWCGS 
KLSMEHADGKLLPNGDYLNVSPSDAVTTGTPPDFFSAALHPGGEPLRGVPGCCYSSLPRSYKAPYTCGGDSDQYV 
LMSSPVGRILEEERLEPQATPGPSQAASAFGAGPTQPPHPWPSPVRRSGRRSGFLGQRGRAVRPTRLSLEGLPS 
LPSMHEYPLPPEPKSPGEYINIDFGEPGARLSPPAPPLLASAASSSSLLSASSPASSLGSGTPGTSSDSRQRSPL 
SDYMNLDFSSPKSPKPGAPSGHPVGSLDGLLSPEASSPYPPLPPRPSASPSSSLQPPPPPPAPGELYRLPPASAV 
ATAQGPGAASSLSSDTGDNGDYTEMAFGVAATPPQPIAAPPKPEAARVASPTSGVKRLSLMEQVSGVEAFLQASQ 
PPDPHRGAKVIRADPQGGRRRHSSETFSSTTTVTPVSPSFAHNPKRHNSASVENVSLRKSSEGGVGVGPGGGDEP 
PTSPRQLQPAPPLAPQGRPWTPGQPGGLVGCPGSGGSPMRRETSAGFQNGLNYIAIDVREEPGLPPQPQPPPPPL 
PQPGDKSSWGRTRSLGGLISAVGVGSTGGGCGGPGPGALPPANTYASIDFLSHHLKEATIVKE 
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FIGURE 623 

GTCAACCAGTGAGGCTGCCCTGAACAAAAAAAAACAAAAAGAAAAAAAAAAAAAAGGAAAGAAAGAAACTGATAA 
AAAGAGGCATTCCAGCCCCTATGTTATTGATGGAAAAAGAAAAAGAAGAAAAGCAATCTCGCAGTACATGTTACT 
TGTGAAAAAATTCCGGACAAGACTACCCTTGTTTTATGTTTTCAGTATTCTGAAAATACCAGTGTGTGGCAGTTC 
TCGCAGATGTTACCTAAAACTGCTGAACTTGACCGGCAGAATGTTCTGCCGTTTTCTGCTCCCTCGACACTTGAT 
TGGAGGGCTGTCGACCTCTCCTCCCGTGGGGGCTTCCCCAGTGCCTATCTTCTCTGATAGTCATGGAGAGGTTAC 
ACTAATTCATTGGAGATGTAAGTTGTTGGTTTTGTTTTGTTTTGTTTTTAGAAAAATATATATAAATATATAATA 
GATATCTATCGCTATAGAATAATGCATTAATAAAATGAGGCTTTTTTAGAGGAAGACCAAAAAATTCAATGTCTT 
AAAAATATATTTAATGGCAATGCAAAAGTCTTCCTGCTTCCGTGCTGAACTTTAGAACAGAGGATTGTATTGCAA 
GACAAAGTTGAATGTAAAGTGATCTCCCTGAACATTTTTAAGGTTTTACTTTTCTGAAATTATACATCACAGCAG 
TGCATAGGCCATATAATGTTAGCTGGAAGGTCAATTTCAGTGTATGATATACTTTATTAAGATGTATAAAACATC 
CTGAAGTTTTTATTTAGTTTTGGGAATAGGCATCAATGGGTGGTATTTGCTTTGTAACTCCCCCCAGGTACGATA 
GGGACTGAATATGGACCCTGCTGAAAAGCAGTGTATTGACGCATATTTAACTCGCCCTCTATCCGTAGAGTAGTC 
ATGACACTATACAGATGGTTCGTGTTCATACTGCAGCTTAAAACAAGCAAAATACACAGATGATAATATGCTAAA 
TTTTCCTCTATCCTGTACATTTCACAAAAAGGCATATGCAATATTTACATTTTTAATTTAGTTTACAGAATGGAA 
CCAAAATGTATAAATGTTATGTTTGCTAAAACTTCACAATGTATATTGGGTCTTTGTACATTTTGCCCTGACTTA 
CCTXAAATTTAAAATATTTTTTGCTATATAAACTTTAACAGTTATTAAACAGTGTTTTCTTTTTGGGTACGTATT 
GTTTCTGGATATCAAGATGTTAAATATATTTCTTGCTATTGTGATATGACAAGAGACTTAACXTATCTTGCTCTG 
TCTTCCACTGTACACGCTGTATATAGGGGTCAATGTGATGCTGCTGGAGACGAGAATAAACTGGACTAGAATAGT 
GCATTGTATTTAGTCTGTATTGATCATGGATGCCCTCCTTAATAGCCATATGCAATAAAATAAAGTACATTATTT 
ATGAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 624A 

GGGTGATTCAGCGCCCGGCGAGGCGGAACGGGCCGCAAGAGGAGGAGGGGAGAGCCCGTCCGCGCCTGGGCTCCC 

GGGGTGGCACGAGCCCGCGGCCGGAGTGCGAGGCGGAGGCGAGGAGGCCGCGGGGACGGGAGGCGAGGCCGGCCG 

GGCCCCCGAAGCCATGGAGAACGCGCACACCAAGACGGTGGAGGAGGTGCTGGGCCACTTCGGCGTCAACGAGAG 

TACGGGGCTGAGCCTGGAACAGGTCAAGAAGCTTAAGGAGAGATGGGGCTCCAACGAGTTACCGGCTGAAGAAGG 

AAAAACCTTGCTGGAACTTGTGATTGAGCAGTTTGAAGACTTGCTAGTTAGGATTTTATTACTGGCAGCATGTAT 

ATCTTTTGTTTTGGCTTGGTTTGAAGAAGGTGAAGAAACAATTACAGCCTTTGTAGAACCTTTTGTAATTTTACT 

CATATTAGTAGCCAATGCAATTGTGGGTGTATGGCAGGAAAGAAATGCTGAAAATGCCATCGAAGCCCTTAAGGA 

ATATGAGCCTGAAATGGGCAAAGTGXATCGACAGGACAGAAAGAGTGTGCAGCGGATTAAAGCTAAAGACATAGT 

TCCTGGTGATATTGTAGAAATTGCTGTTGGTGACAAAGTTCCTGCTGATATAAGGTTAACTTCCATCAAATCTAC 

CACACTAAGAGTTGACCAGTCAATTCTCACAGGTGAATCTGTCTCTGTCATCAAGCACACTGATCCCGTCCCTGA 

CCCACGAGCTGTCAACCAAGATAAAAAGAACATGCTGTTTTCTGGTACAAACATTGCTGCTGGGAAAGCTATGGG 

AGTGGTGGTAGCAACTGGAGTTAACACCGAAATTGGCAAGATCCGGGATGAAATGGTGGCAACAGAACAGGAGAG 

AACACCCCTTCAGCAA7UVACTAGATGAATTTGGGGAACAGCTTTCCAAAGTCATCTCCCTTATTTGCATTGCAGT 

CTGGATCATAAATATTGGGCACTTCAATGACCCGGTTCATGGAGGGTCCTGGATCAGAGGTGCTATTTACTACTT 

TAAAATTGCAGTGGCCCTGGCTGTAGCAGCCATTCCTGAAGGTCTGCCTGCAGTCATCACCACCTGCCTGGCTCX 

TGGAACTCGCAGAATGGCAAAGAAAAATGCCATXGTTCGAAGCCTCCCGTCTGTGGAAACCCTTGGTTGTACTTC 

TGTTATCTGCTCAGACAAGACTGGTACACTTACAACAAACCAGATGTCAGTCTGCAGGATGTTCATTCTGGACAG 

AGTGGAAGGTGATACTTGTTCCCTTAATGAGTTTACCATAACTGGATCAACTTATGCACCTATTGGAGAAGTGCA 

TAAAGATGATAAACCAGTGAATTGTCACCAGTATGATGGTCTGGTAGAATTAGCAACAATTTGTGCTCTTTGTAA 

TGACTCTGCTTTGGATTACAATGAGGCAAAGGGTGTGTATGAAAAAGTTGGAGAAGCTACAGAGACTGCTCTCAC 

TTGCCTAGTAGAGAAGATGAATGTATTTGATACCGAATTGAAGGGTCTTTCTAAAATAGAACGTGCAAATGCCTG 

CAACTCAGTCATTAAACAGCTGATGAAAAAGGAATTCACTCTAGAGTTTTCACGTGACAGAAAGTCAATGTCGGT 

TTACTGTACACCAAATAAACCAAGCAGGACATCAATGAGCAAGATGTTTGTGAAGGGTGCTCCTGAAGGTGTCAT 

TGACAGGTGCACCCACATTCGAGTTGGAAGTACTAAGGTTCCTATGACCTCTGGAGTCAAACAGAAGATCATGTC 

TGTCATTCGAGAGTGGGGTAGTGGCAGCGACACACTGCGATGCCTGGCCCTGGCCACTCATGACAACCCACTGAG 

AAGAGAAGAAATGCACCTTGAGGACTCTGCCAACTTTATTA21ATATGAGACCAATCTGACCTTCGTTGGCTGCGT 

GGGCATGCTGGATCCTCCGAGAATCGAGGTGGCCTCCTCCGTGAAGCTGTGCCGGCAAGCAGGCATCCGGGTCAT 

CATGATCACTGGGGACAACAAGGGCACTGCTGTGGCCATCTGTCGCCGCATCGGCATCTTCGGGCAGGATGAGGA 

CGTGACGTCAAAAGCTTTCACAGGCCGGGAGTTTGATGAACTCAACCCCTCCGCCCAGCGAGACGCCTGCCTGAA 

CGCCCGCTGTTTTGCTCGAGTTGAACCCTCCCACAAGTCTAAAATCGTAGAATTTCTTCAGTCTTTTGATGAGAT 

TACAGCTATGACTGGCGATGGCGTGAACGATGCTCCTGCTCTGAAGAAAGCCGAGATTGGCATTGCTATGGGCTC 

TGGCACTGCGGTGGCTAAAACCGCCTCTGAGATGGTCCTGGCGGATGACAACTTCTCCACCATTGTGGCTGCCGT 

TGAGGAGGGGCGGGCAATCTACAACAACATGAAACAGTTCATCCGCTACCTCATCTCGTCCAACGTCGGGGAAGT 

TGTCTGTATTTTCCTGACAGCAGCCCTTGGAXTTCCCGAGGCTTTGATTCCTGTTCAGCTGCTCTGGGTCAATCT 

GGXGACAGAXGGCCXGCCXGCCACTGCACTGGGGXXCAACCCXCCXGAXCTGGACATCAXGAAXAAACCXCCCCG 

GAACCCAAAGGAACCAXTGAXCAGCGGGXGGCXCTXXXXCCGXXACTXGGCXAXTGGCXGXTACGXCGGCGCTGC 

XACCGXGGGXGCXGCXGCAXGGXGGXXCAXXGCXGCXGACGGTGGXCCAAGAGTGTCCXXCTACCAGCXGAGXCA 

XXXCCXACAGXGXAAAGAGGACAACCCGGACTXXGAAGGCGXGGAXTGXGCAATCTTXGAATCCCCAXACCCGAX 

GACAAXGGCGCXCXCTGXTCXAGTAACTAXAGAAAXGXGXAACGCCCXCAACAGCTXGXCCGAAAACCAGTCCXX 

GCXGAGGATGCCCCCCXGGGAGAACAXCXGGCTCGXGGGCXCCAXCTGCCXGTCCATGXCACTCCACXTCCXGAX 

CCXCXAXGXCGAACCCXXGCCACXCAXCXXCCAGAXCACACCGCXGAACGTGACCCAGXGGCXGATGGTGCTGAA 

AATCXCCXXGCCCGXGAXXCTCAXGGAXGAGACGCXCAAGXXTGXGGCCCGCAACTACCXGGAACCXGGXAAAGA 

GXGXGTGCAGCCTGCCACCAAAXCCXGCTCGTXCXCGGCAXGCACCGAXGGGAXXTCCTGGCCGXXXGTGCXGCX 

CATAAXGCCCCTGGTGAXCXGGGXCXATAGCACAGACACXAACXXXAGCGAXAXGXXCXGGXCXTGACXGACAGX 

TXTCCAXAAAGAAGAXGXXXAACTXAAXCAAXXAAXXXTXXXATXGTXXAAAGCAACXGXCXAXTXCTGCXGAAX 

XXXCACAXGAACAXACXGGCXGGXGAXGGAGGXTXCAXACXCXAGAXXXXGXXTXGCTTXTTCXGACXCCAGXGG 

GGCAAGAXXXXCCXXXXXXAXACACAXAAXXAAAGTGXCCAXXGACAXGXACAGAGAACXAACACTAXXXXATGC 

AAAXATTXXXXXGXAGAXGAAAAAGCATGTACAGXGXXCXGXXXAATACTCAXCCXXGXATAAAAAAAAXAGXTG 
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FIGURE 624B 

AGCCAGCAGACATTGTCAGCAAATTAATTGGCAGCAGATTTTAGGAAATGAATGTGTGTGGTTTTTTTTCTAAAA 
CTAAATAGCATGTATTGTGTCTTTTGCATGATGATCCGGATTTAATTTGATATCACAGTCTAATTTTTATTCATA 
AGCCAATTTTTCTGCACTGAGCAGAGTCTTGCTACCTCAGTCAGTATTGTTTTGGTTTGCTACTTCCCTCACCCA 
CTTTGGCCTCCGTTCACCCCACCCCACCCCACCTCTCCCCACCTTACCCCCGCCCCGCTTGGCTTCTTCTTTAGG 
ATTGTGATGGTTCGTTCTGTTTACATCAGTTTTAACGAGAGGTATGCCTGTACTCGCTTGTGCAGAAAACATTGT 
TCCAGATTCAATCGACTGGGTTTATGTCCCTTCACATAGTTTTTAAGGTTATTTATTTAAATGTCTAATGTATTT 
TATTGTAACAGACATTGTTTTGCCAACATTGCCTATTTCAGTGGCACGTCATCTAGTTTTAAAAAAATAAAACAT 
TTTAAAAAG 
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FIGURE 625 

MENAHTKTVEEVLGHFGVNESTGLSLEQVKKLKERWGSNELPAEEGKTLLELVIEQFEDLLVRILLLAACISFVL 
AWFEEGEETITAFVEPFVILLILVANAIVGVWQERNAENAIEALKEYEPEMGKV^RQDRKSVQRIKAKDIVPGDI 
VE I AVGDKVP AD IRLTS IKSTTLRVDQS I LTGES VSVIKHTDP VPDPRAVNQDKKNMLF SGTNI AAGKAMGVWA 
TGVNTEIGKIRDEMVATEQERTPLQQKLDEFGEQLSKVISLICIAVWIINIGHFNDPVHGGSWIRGAIYYFKIAV 
ALAVAAIPEGLPAVITTCLALGTRRMAKKNAIVRSLPSVETLGCTSVICSDKTGTLTTNQMSVCRMFILDRVEGD 
TCSLNEFT I TGS T YAP I GEVHKDDKP VNCHQYDGLVELAT ICALCNDS ALD YNEAKGVYEKVGEATET ALTCLVE 
KMNVFDTELKGLSKIERANACNSVIKQLMKKEFTLEFSRDRKSMSVYCTPNKPSRTSMSKMFVKGAPEGVIDRCT 
HIRVGSTKVPMTSGVKQKIMSVIREWGSGSDTLRCLALATHDNPLRREEMHLEDSANFIKYETNLTFVGCVGMLD 
PPRIEVASSVKLCRQAGIRVIMITGDNKGTAVAICRRIGIFGQDEDVTSKAFTGREFDELNPSAQRDACLNARCF 
ARVEPSHKSKIVEFLQSFDEITAMTGDGVNDAPALKKAEIGIAMGSGTAVAKTASEMVLADDNFSTIVAAVEEG^ 
AIYNNMKQFIRYLISSNVGEVVCIFLTAALGFPEALIPVQLLWVNLVTDGLPATALGFNPPDLDIMNKPPRNPKE 
PLISGWLFFRYLAIGCYVGAATVGAAAWWFIAADGGPRVSFYQLSHFLQCKEDNPDFEGVDCAIFESPYPMXMAL 
SVLVTIEMCNALNSLSENQSLLRMPPWENIWLVGSICLSMSLHFLILYVEPLPLIFQITPLNVTQWLMVLKISLP 
VILMDETLKF VARNYLEPGKECVQP ATKSCS F S ACTDGI S WPF VLLIMPLVI WVYS TDTNFSDMFWS 
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FIGURE 626 

GAGGAGGCCCGAGAGGAGTCGGTGGCAGCGGCGGCGGCGGGACCGGCAGCAGCAGCAGCAGCAGCAGCAGCAACC 
ACTAGCCTCCTGCCCCGCGGCGTTGCGACGAGCCCCACGAGCCGCTCACCCCGCCGTTCTCAGCGCTGCCCGACC 
CCGCTGGCGCGCCTCCCGCCGCAGTCCCGGCAGCGCCTCAGTTGTCCTCCGACTCGCCCTCGGCCTTCGCGCAGC 
GCAGCACAGCCGCACGCACCGCAGCACAGCACAGCACAGCCCAGGCATAGCTTCGGCACAGCCCCGGCTCCGGCT 
CCTGCGGCAGCTCCTCTGGCACGTCCCTGCGCCGACATTCTGGAGGTTGG ATGC TCTTGTCCAAAATCAACTCGC 
TTGCCCACCTGCGCGCCGCGCCCTGCAACGACCTGCACGCCACCAAGCTGGCGCCCGGCAAGGAGAAGGAGCCCC 
TGGAGTCGCAGTACCAGGTGGGCCCGCTACTGGGCAGCGGCGGCTTCGGCTCGGTCTACTCAGGCATCCGCGTCT 
CCGACAACTTGCCGGTGGCCATCAAACACGTGGAGAAGGACCGGATTTCCGACTGGGGAGAGCTGCCTAATGGCA 
CTCGAGTGCCCATGGAAGTGGTCCTGCTGAAGAAGGTGAGCTCGGGTTTCTCCGGCGTCATTAGGCTCCTGGACT 
GGTTCGAGAGGCCCGACAGTTTCGTCCTGATCCTGGAGAGGCCCGAGCCGGTGCAAGATCTCTTCGACTTCATCA 
CGGAAAGGGGAGCCCTGCAAGAGGAGCTGGCCCGCAGCTTCTTCTGGCAGGTGCTGGAGGCCGTGCGGCACTGCC 
ACAACTGCGGGGTGCTACACCGCGACATCAAGGACGAAAACATCCTTATCGACCTCAATCGCGGCGAGCTCAAGC 
TCATCGACTTCGGGTCGGGGGCGCTGCTCAAGGACACCGTCTACACGGACTTCGATGGGACCCGAGTGTATAGCC 
CTCCAGAGTGGATCCGCTACCATCGCTACCATGGCAGGTCGGCGGCAGTCTGGTCCCTGGGGATCCTGCTGTATG 
ATATGGTGTGTGGAGATATTCCTTTCGAGCATGACGAAGAGATCATCAGGGGCCAGGTTTTCTTCAGGCAGAGGG 
TCTCTTCAGAATGTCAGCATCTCATTAGATGGTGCTTGGCCCTGAGACCATCAGATAGGCCAACCTTCGAAGAAA 
TCCAGAACCATCCATGGATGCAAGATGTTCTCCTGCCCCAGGAAACTGCXGAGATCCACCTCCACAGCCTGTCGC 
CGGGGCCCAGCAAATAGCAGCCTTTCTGGCAGGTCCTCCCCTCTCTTGTCAGATGCCCGAGGGAGGGGAAGCTTC 
TGTCTCCAGCTTCCCGAGTACCAGTGACACGTCTCGCCAAGCAGGACAGTGCTTGATACAGGAACAACATTTACA 
ACTCATTCCAGATCCCAGGCCCCTGGAGGCTGCCTCCCAACAGTGGGGAAGAGTGACTCTCCAGGGGTCCTAGGC 
CTCAACTCCTCCCATAGATACTCTCTTCTTCTCATAGGTGTCCAGCATTGCTGGACTCTG2UVATATCCCGGGGGT 
GGGGGGTGGGGGTGGGCAGAACCCTGCCAATGGAACTCTTTCTTCATCATGAGTTCTGCTGAATGCCGCGATGGG 
TCAGGTAGGGGGGAAACAGGTTGGGATGGGATAGGACTAGCACATTTTAAGTCCCTGTCACCTCTTCCGACTCTT 
TCTGAGTGCCTTCTGTGGGGACTCCGGCTGTGCTGGGAGAAATACTTGAACTTGCCTCTTTTACCTGCTGCTTCT 
CCAAAAATCTGCCTGGGTTTTGTTCCCTATTTTTCTCTCCTGTCCTCCCTCACCCCCTCCTTCATATGAAAGGTG 
CCATGGAAGAGGCTACAGGGCCAAACGCTGAGCCACCTGCCCTTTTTTCTGCCTCCTTTAGTAAAACTCCGAGTG 
AACTGGTCTTCCTTTTTGGTTTTTACTTAACTGTTTCAAAGCCAAGACCTCACACACACAAAAAAATGCACAAAC 
CAAGCAATCAACAGAAAAGCTGTAAATGTGTGTACAGTTGGCATGGTAGTATACAAAAAGATTGTAGTGGATCTA 
ATTTTTAAGAAATTTTGCCTTTAAGTTATTTTACCTGTTTTTGTTTCTTGTTTTGAAAGATGCGCATTCTAACCT 
GGAGGTCAATGTTATGTATTTATTTATTTATTTATTTGGTTCCCTTCCTATTCCAAGCTTCCATAGCTGCTGCCC 
TAGTTTTCTTTCCTCCTTTCCTCCTCTGACTTGGGGACCTTTTGGGGGAGGGCTGCGACGCTTGCTCTGTTTGTG 
GGGTGACGGGACTCAGGCGGGACAGTGCTGCAGCTCCCTGGCTTCTGTGGGGCCCCTCACCTACTTACCCAGGTG 
GGTCCCGGCTCTGTGGGTGATGGGAGGGGCCATTGCTGACTGTGTATATAGGATAATTATGAAACACAGTTCTGG 
ATGGTGTGCCTTCCAGATCCTCTCTGGGGCTGTGTTTTGAGCAGCAGGTAGCCTGCTGGTTTTATCTGAGTGAAA 
TACTGTACAGGGGAATAAAAGAGATCTTATTTTTTTTTTATACTTGCGTTTGGAATAAAAACCCTTTGGCTTT 
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FIGURE 627 

MLLSKINSLAHLRAAPCNDLHATKLAPGKEKEPLESQYQVGPLLGSGGFGSVYSGIRVSDNLPVAIKHVEKDRIS 

DWGELPNGTRVPMEVVLLKKVSSGFSGVIRLLDWFERPDSFVLILERPEPVQDLFDFITERGALQEELARSFFWQ 

VLEAVRHCHNCGVLHRDIKDENILIDLNRGELKLIDFGSGALLKDTVYTDFDGTRVYSPPEWIRYHRYHGRSAAV 

WSLGILLYDMVCGDIPFEHDEEIIRGQVFFRQRVSSECQHLIRWCLALRPSDRPTFEEIQNHPWMQDVLLPQETA 
EIHLHSLSPGPSK 
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FIGURE 628 

GTTTGTTGGCTGCGGCAGCAGGTAGCAAAGTGACGCCGAGGGCCTGAGTGCTCCAGTAGCCACCGCATCTGGAGA 
ACCAGCGGTTACCA5PGGAGGGGATCAGTATATACACTTCAGATAACTACACCGAGGAAATGGGCTCAGGGGACTA 
TGACTCCATGAAGGAACCCXGTTTCCGTGAAGAAAATGCTAATTTCAATAAAATCTTCCTGCCCACCATCTACTC 
CATCATCTTCTTAACTGGCATXGTGGGCAATGGATTGGTCATCCTGGTCATGGGTTACCAGAAGAAACTGAGAAG 
CATGACGGACAAGTACAGGCTGCACCTGTCAGTGGCCGACCTCCTCTTTGTCATCACGCTTCCCTTCTGGGCAGT 
TGATGCCGTGGCAAACTGGTACTTTGGGAACTTCCTATGCAAGGCAGTCCATGTCATCTACACAGTCAACCTCTA 
CAGCAGTGTCCTCATCCTGGCCTTCATCAGTCTGGACCGCTACCTGGCCATCGXCCACGCCACCAACAGTCAGAG 
GCCAAGGAAGCTGTTGGCTGAAAAGGTGGTCTATGTTGGCGTCTGGATCCCTGCCCTCCTGCTGACTATTCCCGA 
CTTCATCTTTGCCAACGTCAGTGAGGCAGATGACAGATATATCTGTGACCGCTTCTACCCCAATGACTTGTGGGT 
GGTTGTGTTCCAGTTTCAGCACATCATGGTTGGCCTTATCCTGCCTGGTATTGTCATCCTGTCCTGCTATTGCAT 
TATCATCTCCAAGCTGTCACACTCCAAGGGCCACCAGAAGCGCAAGGCCCXCAAGACCACAGTCATCCTCATCCT 
GGCTTTCTTCGCCTGTTGGCTGCCTTACTACATTGGGATCAGCATCGACTCCTTCATCCTCCTGGAAATCATCAA 
GCAAGGGXGXGAGXXXGAGAACACXGXGCACAAGXGGATXXCCAXCACCGAGGCCCXAGCXXXCXXCCACXGXXG 
TCTGAACCCCATCCTCTATGCTTTCCTTGGAGCCAAATTTAAAACCTCTGCCCAGCACGCACTCACCTCTGTGAG 
CAGAGGGTCCAGCCTCAAGATCCTCTCCAAAGGAAAGCGAGGTGGACATTCATCTGTTTCCACTGAGTCTGAGTC 
TTCAAGTTTTCACTCCAGCT^CACAGATGTAAAAGACTTTTTTTTATACGATAAATAACTTTTTTTTAAGTTAC 
ACATTTTTCAGATATAAAAGACTGACCAATATTGTACAGTTTTTATTGCTTGTTGGATTTTTGTCTTGTGTTTCT 
XXAGXXXXXGXGAAGXXXAAXXGACXXAXXXAXAXAAAXXXXXXXXGXXXCAXAXXGATGXGTGXCTAGGCAGGA 
CCTGTGGCCAAGTTCTTAGTTGCTGTATGTCTCGTGGTAGGACTGTAGAAAAGGGAACTGAACAXTCCAGAGCGT 
GXAGXGAAXCACGXAAAGCXAGAAAXGAXCCCCAGCXGXXXAXGCAXAGATAAXCXCTCCAXTCCCGXGGAACGX 
XXXXCCXGXXCXXAAGACGXGAXXXXGCXGXAGAAGAXGGCACXXAXAACCAAAGCCCAAAGTGGTAXAGAAAXG 
CXGGXXXXXCAGXXXXCAGGAGXGGGXXGAXXXCAGCACCXACAGXGXACAGXCXXGTAXXAAGXXGXXAAXAAA 
AGXACAXGT XAAAC XXAC X XAGXGXX AX G 
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FIGURE 629 

MEGISIYTSDNYTEEMGSGDYDSMKEPCFREENANFNKIFLPTIYSIIFLTGIVGNGLVILVMGYQKKLRSMTDK 
YRLHLSVADLLFVITLPFWAVDAVANWYFGNFLCKAVHVIYTVNLYSSVLILAFISLDRYLAIVHATNSQRPRKL 
LAEKVVYVGVWIPALLLTIPDFIFANVSEADDRYICDRFYPNDLWVWPQFQHIMVGLILPGIVILSCYCIIISK 
LSHSKGHQKRKALKTTVILILAFFACWLPYYIGISIDSFILLEIIKQGCEFENTVHKWISITEALAFFHCCLNPI 
LYAFLGAKFKTSAQHALTSVSRGSSLKILSKGKRGGHSSVSTESESSSFHSS 
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FIGURE 630 

GAGCTAGCTTXGCAATMGGCGGCCGAGGCGGACGGACCGCTTAAACGGCTGCTCGTGCCGATTCTTTTACCTGA 
GAAATGCTACGACCAACTTTTCGTTCAGTGGGACTTGCrTCACGTCCCCTGCCTCAAGATTCTCCTCAGCAAAGG 
CCTGGGGCTGGGCATTGTGGCTGGCTCACTTCTAGTAAAGCTGCCCCAGGTGTTTAAAATCCGGGGAGCCAAGAG 
TGCTGAAGGGTTGAGTCTCCAGTCTGTAATGCTGGAGCTAGTGGCATTGACTGGGACCATGGTCTACAGCATCAC 
TAACAACTTCCCATTCAGCTCTTGGGGTGAAGCCTTATTCCTGATGCTCCAGACGATCACCATCTGCTTCCTGGT 
CATGCACTACAGAGGACAGACTGTGAAAGGTGTCGCTTTCCTCGCTTGCTACGGCCTGGTCCTGCTGGTGCTTCT 
CTCACCTCTGACGCCCTTGACTGTAGTCACCCTGCTCCAGGCCTCCAATGTGCCTGCTGTGGTGGTGGGGAGGCT 
TCTCCAGGCAGCCACCAACTACCACAACGGGTACACAGGCCAGCTCTCAGCCATCACAGTCTTCCTGCTGTrTGG 
GGGCTCCCTGGCCCGAATCTTCACTTCCATTCAGGAAACCGGAGATCCCCTGATGGCTGGGACCTTTGTGGrCTC 
CTCTCTCTGCAACGGCCTCATCGCCGCCCAGCTGCTCTTCTACTGGAATGCAAAGCCTCCCCACAAGCAGAAAAA 
GGCGCAGTAGAGCCAGCTACTGGAGTCATTCCGTTTCCACTCATTCACCCAACCTCAGGGTTCTCCCCATCTGAG 
CCAGCCTGCTGGTGTGACTTACTCATCCTCCATTCCTCTGCACTTGCAGACTTTCTGAGCCAGGGTTTTCTTTTA 
GTGGAAACAAATGGTTGATGGATCCAGATCCTTAGAAAAGGAGAGGATGGGGGTAGAGTCTCCCAAGCCAAAATT 
TTGACATTTGAGTGCTTTCGTAAGCCCTGTACATGTACTATTAATTCAGTCATTCAGCCAAGCCTCCTCCTCTAG 
CAGCAATTTCCAGCTGTTTAACACTATCCTGGGCAAATGTTTTACCCTGTCCTCCAGCCTCCCTGCTTCCCTTCT 
GGCCCTGGAAGACTGAGTCTGGACGGCAGAGTGGAGGGACTGGGAGGCTGTGGCTGCCTCCCTCCCTCAGCCCGG 
CTGGGACTGTCTCCCGGACCCCAGTGCTGGGGTGGGGGAAGGGGGACGGAGAATGACTCAGGCAGGGCCCCAGGG 
TGGGGTGAGGAGGTTCCTGCTCTGGCAGGTCTAGGCGGAAGGGAGTGGAGATGGGGCTGGTTGCTGCTGCAGTGA 
GGGGAACAGATGGGACAATAAAGACTGGAGACTCAGTTGAATAATGCAAAAAAAAAAAAA 
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FIGURE 631 

MAAEADGPLKRLLVPILLPEKCYDQLFVQWDLLHVPCLKILLSKGLGLGIVAGSLLVKLPQVFKIRGAKSAEGLS 
LQSVMLELVALTGTMVYSITNNFPFSSWGEALFL 

LTWTLLQASNVPAVVVGRLLQAATNYHNGYTGQLSAITVFLLFGGSLARIFTSIQETGDPLMAGTFVVSSLCNG 
L I AAQLLF Y WN AKP P HKQKKAQ 
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FIGURE 632 

CGGGAGGTCAGAAAACCGGGCCGCGGGCGGCACCGACAGCTGGGGCCCGGGTCAGGGACACGCGGAGGTCAGGCC 
GGTGAAGGCGGCAGGAAGCTGGAGCACGATCCCAGGAGGAACAATCCTGCACCATG^CTCAACAGCCACTTCGAG 
GAGTGACCAGCCTGCGTTTCAACCAAGACCAAAGCTGCTTTTGCTGCGCCATGGAGACAGGTGTGCGCATCTACA 
ACGTGGAGCCCTTGATGGAGAAGGGGCATCTGGACCACGAGCAGGTGGGCAGCATGGGCTTGGTGGAGATGCTGC 
ACCGCTCCAACCTTCTGGCCTTGGTGGGCGGTGGTAGTAGTCCCAAGTTCTCAGAGATCTCAGTGCTGATCTGGG 
ACGATGCCCGGGAGGGCAAGGACTCCAAGGAGAAGCTGGTGCTGGAGTTCACCTTCACCAAGCCAGTGCTTTCTG 
TGCGCATGCGCCATGACAAGATCGTGATCGTGCTGAAGAACCGCATCTATGTGTACTCCTTCCCCGACAATCCCC 
GAAAGCTGTTTGAGTTTGATACCCGGGACAACCCCAAGGGGCTCTGTGACCTCTGCCCCAGCCTGGAGAAGCAAC 
TGCTAGTGTTCCCGGGACACAAGTGTGGGAGTCTGCAACTTGTGGACCTGGCGAGCACAAAGCCTGGCACCTCGT 
CTGCTCCATTCACGATCAATGCACATCAGAGTGACATAGCCTGTGTGTCTCTAAACCAGCCAGGCACTGTAGTGG 
CCTCAGCCTCCCAGAAGGGTACCCTTATTCGCCTCTTTGACACACAATCCAAGGAGAAACTGGTGGAGCTGCGCC 
GAGGCACTGACCCTGCCACCCTCTACTGCATTAACTTCAGCCACGACTCCTCCTTCCTCTGCGCTTCCAGTGATA 
AGGGTACTGTCCATATCTTTGCTCTCAAGGATACCCGCCTCAACCGCCGCTCCGCGCTGGCTCGCGTGGGCAAGG 
TGGGGCCTATGATTGGGCAGTACGTGGACTCTCAGTGGAGCCTGGCGAGCTTCACTGTGCCTGCTGAGTCAGCTT 
GCATCTGCGCCTTCGGTCGCAATACTTCCAAGAACGTCAACTCTGTCATTGCCATCTGCGTAGATGGGACCTTCC 
ACAAATATGTCTTCACTCCTGATGGAAACTGCAACAGAGAGGCTTTCGACGTGTACCTTGACATCTGTGATGATG 
ATGACTTTTAAGGACCCTGGGGGCTGTGCTAGGGACCTGCAGTGGCAGAACTGCAGAGCTGAGCCTTGGCAGTGG 
GGCGTGCTTGGAAGCCACCAGCCAGCAAGCATTAATGGGGCTGGTGCCCACTTTCCACTCAGCAGAGCTATGTCT 
AAATAAAGAGCTCACTTCCCCCCAGCACTTCTTGATGACTGTGTGCCCCAAGGGCCAGGCCAGAGACCCAGGAAG 
GCAGCGACCCCTTGGGATCCCTAACCTGGAGGAAATTGCCAGGGACCCAGAGGGAGTGCCCTAATCCAACCTGGG 
GATTTTTTAAAAGCTTCCTAGGAAGAGATGATCTCCGATGTGATGAATACGAATAAAAGGCCCTTAATGGC 
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FIGURE 633 

MTQQPLRGVTSLRFNQDQSCFCCAMETGVRIYNVEPLMEKGHLDHEQVGSMGLVEMLHRSNLLALVGGGSSPKFS 
EISVLIWDDAREGKDSKEKLVLEFTFTKPVLSVRMRHDKIVIVLKNRIYVYSFPDNPRKLFEFDTRDNPKGLCDL 
CPSLEKQLLVFPGHKCGSLQLVDIiASTKPGTSSAPFTINAHQSDIACVSLNQPGTWASASQKGTLIRLFDTQSK 
EKLVELRRGTDPATLYCINFSHDSSFLCASSDKGTVHIFALKDTRLNRRSALARVGKVGPMIGQYVDSQWSLASF 
TVPAESACICAFGRNTSKNVNSVIAICVDGTFHKYVFTPDGNCNREAFDVYLDICDDDDF 
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FIGURE 634 

ACGCCCTATACAACTTGGCTTCACATACTTTTACACTAACTTTATATGATTTTTAAAAACTGGTCTGATCGGACT 

TCTCGTCCTGGGACACTGTTTACTGGAGTCTGGCCGGCTCTCCGTGCTCCTCTTGGTACCTCATTTTGGGGAGAA 

CCTTAAACCCACTCGAGCAGATAATCTCCGCCTTGACCGGTGCCACCAAAGAAGGGTTGGAACCATGTGGACTTT 

TCTGGGCATTGCCACTTTCACCTATTTTTATAAGAAGTTCGGGGACTTCATCACTTTGGCCAACAGGGAGGTCCT 

GTTGTGCGTGCTGGTGTTCCTCTCGCTGGGCCTGGTGCTCTCCTACCGCTGTCGCCACCGAAACGGGGGTCTCCT 

CGGGCGCCAGCGGAGCGGCTCCCAGTTCGCCCTCTTCTCGGATATTCTCTCAGGCCTGCCTTTCATTGGCTTCTT 

CTGGGCCAAATCCCCCCCTGAATCAGAAAATAAGGAGCAGCTCGGGGCCAGGAGGCGCAGAAAAGGAACCAATAT 

TTCAGAAACAAGCTTAATAGGAACAGCTGCCTGTACATCAACATCTTCTCAGAATGACCCAGAAGTTATCATCGT 

GGGAGCTGGCGTGCTTGGCTCTGCTTTGGTAGCTGTGCTTTCCAGAGATGGAAGAAAGGTGACAGTCATTGAGAG 

AGACTTAAAAGAGCCTGACAGAATAGTTGGAGAATTCCTGCAGCCGGGTGGTTATCATGTTCTCAAAGACCTTGG 

TCTTGGAGATACAGTGGAAGGTCTTGATGCCCAGGTTGTAAATGGTTACATGATTCATGATCAGGAAAGCAAATC 

AGAGGTTCAGATTCCTTACCCTCTGTCAGAAAACAATCAAGTGCAGAGTGGAAGAGCTTTCCATCACGGAAGATT 

CATCATGAGTCTCCGGAAAGCAGCTATGGCAGAGCCCAATGCAAAGTTTATTGAAGGTGTTGTGTTACAGTTATT 

AGAGGAAGATGATGTTGTGATGGGAGTTCAGTACAAGGATAAAGAGACTGGAGATATCAAGGAACTCCATGCTCC 

ACTGACTGTTGTTGCAGATGGGCTTTTCTCCAAGTTCAGGAAAAGCCTGGTCTCCAATAAAGTTTCTGTATCATC 

TCATTTTGTTGGCTTTCTTATGAAGAATGCACCACAGTTTAAAGCAAATCATGCTGAACTTATTTTAGCTAACCC 

GAGTCCAGTTCTCATCTACCGGATTTCATCCAGTGAAACTCGAGTACTTGTTGACATTAGAGGAGAAATGCCAAG 

GAATTTAAGAGAATACATGGTTGAAAAAATTTACCCACAAATACCTGATCACCTGAAAGAACCATTCTTAGAAGC 

CACTGACAATTCTCATCTGAGGTCCATGCTAGCAAGCTTCCTTCCTCCTTCATCAGTGAAGAAACGAGGTGTTCT 

TCTTTTGGGAGACGCATATAATATGAGGCATCCACTTACTGGTGGAGGAATGACTGTTGCTTTTAAAGATATAAA 

ACTATGGAGAAAACTGCTAAAGGGTATCCCTGACCTTTATGATGATGCAGCTATTTTCGAGGCCAACAAATCATT 

TTACTGGGCAAGAAAAACATCTCATTCCTTTGTCGTGAATATCCTTGCTCAGGCTCTTTATGAATTATTTTCTGC 

CACAGATGATTCCCTGCATCAACTAAGAAAAGCCTGTTTTCTTTATTTCAAACTTGGTGGCGAATGTGTTGCGGG 

TCCTGTTGGGCTGCTTTCTGTATTGTCTCCTAACCCTCTAGCTTTAATTGGACACTTCTTTGCTGTTGCAATCTA 

TGCCGTGTATTTTTGCTTTAAGTCAGAACCTTGGATTACAAAACCTCGAGCCCTTCTCAGTAGTAGTGCTGTATT 

GTACAAAGCGTGTTCTGTAATATTTCCTCTAATTTACTCAGAAATGAAGTATATGGTTCATTAAGCTTAAAGGGG 

AACCATTTGTGAATGAATATTTGGAACTTACCAAGTCCTAAGAGACTTTTGGAAGAGGATATATATAGCATAGTA 

CCATACCACTTATAAAGTGGAAACTCTTGGACCAAGATTTGGATTAATTTGTTTTTGAAGTTTTTTGTATATAAA 

TATGTAAATACATGCTTTAATTTGCAATTTAAAATGAAGGGGTTAAATAAGTTAGACATTTGAAAGAAATGATTG 

TTACCATAAATTAGTGCTAATGCTGAGGAGAACTACAGTTTXTCTTTTGAATTTAGXATTTGAGATGAGTTGTTG 

G GAC AT GC AAAT AAAAT G AAG AATG AC 
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FIGURE 635 

MWTFLGIATFTYFYKKFGDFITLANREVLLCVLVFLSLGLVLSYRCRHRNGGLLGRQRSGSQFALFSDILSGLPF 
IGFFWAKSPPESENKEQLGARRRRKGTNISETSLIGTAACTSTSSQNDPEVIIVGAGVLGSALVAVLSRDGRKVT 
VIERDLKEPDRIVGEFLQPGGYHVLKDLGLGDTVEGLDAQWNGYMIHDQESKSEVQIPYPLSENNQVQSGRAFH 
HGRFIMSLRKAAMAEPNAKFIEGWLQLLEEDDVVMGVQYKDKETGDIKELHAPLTVVADGLFSKFRKSLVSNKV 
SVSSHFVGFLI^NAPQFKANHAELILANPSPVLIYRISSSETRVLVDIRGEMPRNLiREYMVEKIYPQIPDHLKEP 
F LE ATDNS HLRSMLASFLP P S S VKKRGVLLLGD AYNMRHP LTGGGMTVAFKD I KLWRKLLKG I P DL YD D AAI FE A 
NKSFYWARKTSHSFWNILAQALYELFSATDDSLHQLRKACFLYFKLGGECVAGPVGLLSVLSPNPLALIGHFFA 
VAIYAVYFCFKSEPWITKPRALLSSSAVLYKACSVIFPLIYSEMKYMVH 
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FIGURE 636 

GGCACGAGGGCGCGGCGGAGGCTCCCGTGGCCTCGGACGCTCCTCCTAGCTAGCGGCCGCCGCCCGCCGCCGCCT 
GCGCCTCCAGCTCCTTCGCCCCGGCGGGCCCGGCCGCCGCTTCCGGCAGCTCACCTGGGAAGCGCTCACCTGGGA 
CGCGCTCACCTGGGACGCGCTACCTGCCTCCGGGCGCCTGGGCTTCAGG ATGA AGGACCGTCTGGAGCAGCTGAA 
GGCCAAGCAGCTGACACAGGATGATGATACTGATGCGGTTGAGATTGCTATCGACAACACGGCTTTTATGGACGA 
GTTCTTTTCTGAGATTGAGGAAACTCGGCTTAACATTGACAAGATCTCAGAACATGTAGAGGAGGCTAAGAAACT 
CTACAGTATCATTCTCTCXGCACCGATTCCAGAGCCAAAAACCAAGGATGACCTAGAGCAGCTCACGACTGAGAT 
TAAGAAAAGGGCCAACAACGTCCGGAACAAACTGAAGAGCATGGAGAAGCATATTGAAGAAGATGAGGTCAGGTC 
ATCGGCAGACCTTCGGATTCGGAAATCCCAGCACTCTGTCCTTTCTCGGAAGTTTGTGGAGGTGATGACCAAATA 
CAATGAAGCTCAAGTGGACTTCCGAGAACGCAGCAAAGGGCGAATCCAGCGGCAGCTCGAAATTACTGGCAAAAA 
GACAACCGATGAGGAGCTGGAGGAGATGTTGGAGAGTGGCAACCCGGCCATCTTCACTTCTGGGATCATTGACTC 
ACAGATTTCCAAGCAAGCCCTCAGTGAGATTGAGGGACGACACAAGGACATTGTGAGGCTGGAGAGCAGCATCAA 
GGAGCTTCACGACATGTTTATGGACATCGCCATGCTGGTGGAGAATCAGGGTGAGATGTTAGATAACATAGAGTT 
GAATGTCATGCACACAGTGGACCACGTGGAGAAGGCACGAGATGAAACGAAAAAAGCTGTGAAATACCAGAGTCA 
GGCCCGGAAGAAATTGATAATTATCATTGTGCTAGTAGTTGTGTTGCTGGGCATTTTAGCATTGATTATTGGACT 
TTCCGTTGGGCTGAATTAAGAGTGGCCTAAGAGGCTGCTGCACTGAAATAAACTGATTTCACTCCAGACTGGTGT 
GGCCACCCTTGTCTTCAGATGAGAATGGAGTCTGAATGGCCTTCCTGAGAGCGAGTGCGACCCGTTCCTTTGTTT 
CCTTGCAACCACCCTTGGACCTGACTCAGCTAACAATCTAGCCCTGGGGGAATGTGATCTACCTGATGCGACCCT 
GAGTTCTCCCCAGAGCCTCCTCCTGCCCCACCAGCTCTCAAGTACCTTTTCTCCTGGACTGTGTGGACCCACCCA 
GCTTTCTTCCTCCCTGTTGTGTGTCAGATTATGCCTTGCACTTGGGAAAGCTCTTGTGAGACTCTCCCAAGGTGC 
TGTATXTTTCTACCTCATGGAGTATTCTCCCAGAAACTGCAATGTATTTTTTTAGGGGAGTATCTTTAACAAAGC 
AGAATGATTCTTCTAAGTTTGGCAACAAGAAGGCTTGGATCTGAGTCTTCTACCTGGCAGGATGCCAATCCTGTT 
TGTTGTCCGTATGTCCTGAAAACATGAGGGACTGGCAGATGTCATTTTGGTCTAAAGAGCTGACTTGTTTGAAAT 
TCAGCCTTAAATTAAGCTCTTAGTTGTTCAGCTTGGGGGGCAACTTTGATTTTTCTCTGTGTTGTAGTCTCTCAT 
ATTTACTCAAGGAGGGACCAGGATGATACAGTCATCTGAGGTTATGCTTTGCAAAAGGCTGACGGTATGGAATAT 
GTTTCCATGTCTGAGTCTTAGAAACTGGCTGCTCATTGTTAGAAAGTGATGCTTTGTGAGACTATTGTCTTGGGG 
CCAAAAATAATCAGGGATTTTAAATTGGGCAAGGGACAAGGTGCTAGAATCCTAAGCTCTGGAAATATTTCATGA 
CACTGGTGTATTCACTCATGTGTTCCAGATGTATTCTAATTGTGTATGAAATGTATGTACACATAAGTGTGTGTG 
TCTCAGG2^GTAGGAAATAAAAATGGAAGCTATTATGACCTCAAAAAAAAAAAGCCAACTTTGAGCTAGGATAAA 
AATTGGGTAAAGGACATTTGCTTACCTGCAAATGAATCACTGTGGAAATGTGATCTTCCCATATCATCAAGAAAC 
TTGTTTTCTGGATGAATACTGGGAGAATAAAATGAGAACTCTGGAGTGAGCTAAATTGATCCCAATTAAGTTTTT 
CTGCTTAGCAGACAGAAGGTATAATTTTTTGACACCCTTTCCCACCTGGTGCCTATGCTAGGCTTGTCCTGAGAA 
CATCCCTCAGTAACTTGATATTCACATGACCTACAGGATGTCCCATCTGCAGGGCTGAGTCAGTTGGGGAACACC 
AGAGGCTACACAGTAGCTCTTCCTGCTACTCGGTTAATGAGCTTGGCAGGTTCTTTGTCTCACTGAATTCTTATC 
ATGGAAACAGCAGCAGCAGCCGCTAGGAAATCTTCAAGTGTAGTGTCTGTGCTAACCCAGTGGTAAATCCCTTAG 
ATCCCCTGCTGGTCTCTGGCAGTCTCCTTGATTTTGGGTACCATGTATATTTTCCGCTTTGACTTTAACGCTTTC 
TAGGATAGGGTAAGCACCCTTAATTCAGGCACTGXCCATTAGCTTCCTTTGCAAAGGCTACTTATGGCCGGTCAC 
AATCCAGCACTCAGACAGAGCCAAGGCAATATCCTCTTGCCCATGGCTATGATGTCAGACAGTGGATGGGCTCCA 
GCAACAAGAGACAAAATAACTAAAGGCCTTTGCTCTCCTCTGACATTGAGGCCTGGGGCTTACAGTTTGGAATAC 
AACATGTGAAGGTTTTTGTTGTTGTTTGTATTTTTTAGATGTAAACTTGATTATTTTATTGCTAATTTAAAAATA 
AAAATGACTTTGTATTGATTGTGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 637 

MKDRLEQLKAKQLTQDDDTDAVEIAIDNTAFMDEFFSEIEETRLNIDKISEHVEEAKKLYSIILSAPIPEPKTKD 
DLEQLTTEIKKRANNVRNKLKSMEKHIEEDEVRSSADLR 

RQLEITGKKTTDEELEEMLESGNPAIFTSGIIDSQISKQALSEIEGRHKDIVRLESSIKELHDMFMDIAMLVENQ 
GEMLDNIELNVMHTVDHVEKARDETKKAVKYQSQARKKLIIIIVLVWLLGILALIIGLSVGLN 
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FIGURE 638A 

AAXAAGAAAAAGCXXXXCAXXXXGAAAXCTAGAAXACCXCCACTXXXGAAAAXCXXXGAXXXCCCAAAXTXTTCX 
TGCTATGCACTAGTTAAAAGATAAGGTATTATATAATGAGCAATAGCACAGATCTCAAACTGTTTGAGTTGCATA 
TGGGCCATACCTTCTTTTCTGTAACGTGCATACCCATGCATTAACACTTGTCGCCTTTTCCAGATCTGCTCACTT 
TAGCACTCTGGCAATTAAACAGAACCCCCTTCTGGCAGAAGCTTATTCGAATTTGGGGAATGTGTACAAGGAAAG 
AGGGCAGXXGCAGGAGGCAAXXGAGCAXXAXCGACAXGCAXXGCGXCXCAAACCXGAXXXCAXCGAXGGXXAXAX 
TAACGCTGCAGCCGCCTTGGTAGCAGCGGGTGACATGGAAGGGGCAGTACAAGCTTACGTCTCTGCTCTTCAGTA 
CAATCCTGATTTGTACTGTGTTCGCAGTGACCTGGGGAACCTGCTCAAAGCCCTGGGTCGCTTGGAAGAAGCCAA 
GAAGGTTTCAGGTGGGTGAAACCTCCTATTCCATGCGTAAGGTGCCTCGCTGAAGGGAGCTCGAGGCCTGGATCT 
AGGGCAGACACACAACCXCCXCCXCCXCXXCCAGCAAGGAACGCACCGAAAAGXCACAXGAXGAGAAAXAXGGXA 
ACGGGTTTGTAACTGCCACAGCAAAACAATTTGCCTCCATGCCTGAATCTTCTGTCTTGTGGCTTCAGAAACAGC 
XXAAAAXAAXXXXAXXXACAAGCAAGXXAXGXAAGAGAAXGXXXXAXACXATAGCCACAAXXCXGXCAAAGAXAA 
GTAAAAGTTAATTGATATTAAAAATTATTAGAGArAATTTACTTAGTAAAAGCTTCTAACTCTTCTTGTTGTTCA 
TXXXXXXXCCXXXXXXCXXCXXXGXXXGGAXXGCAGCAXXCXGCXCXXCXGAXGAXGCGCXGXGACCCXGCAGXA 
GCGCAAAGGCTGCGCAGCGTTAATGCGCATTGCGTGCGAATGAACCCCTGTGAACGGTTGACTAGATGAGTAATC 
TGATTGACTGGCTCCCTCAGTCCTATTCTGTAGCCTTTTTGGATAAAATTGGGTTTTAACATACCTCGAGTCCAA 
CTAATCTCATTAAACAAATATTCTCCATGGGCCTGTCTAGTAGATTAATGGATCTGGTTGGCCGTTTGCTGCGTC 
XAGGGGXGXXCXAXGXAGCGCAGCAGXXCGCAGCGAXXGCGCAGXGCGAXGCXGXXAGGXXGCGCAAGCGAXGXX 
TGCGCTCGCATTACAGGGACCTCAACCTAGGTGCAATCCTGTCATGTGAGGTTTCAGCTTCAGTCCTCCTTGGGA 
GACGGGGCATTGTGAGAATGTAACTTAAAGCCTGGCTTTATGATATCCTACTTGGCAGAAAGACATTTTTCTCCT 
CAGTAGCATAGTTTTGATGTTAGTGAGGAACATTGTTGAAGAGCAGCATTTCCCAAAATGTGTTTCATAGTATTC 
TAATAAAATGCCCAATGAAAGAAGAGTTCCATGGTCAACTAAGTTCAGGGAACCCTGTTACACTATTAAAGGCTT 
AGGGAAGTCCAGTAAAGAAACCTATTTTCCGAATTTATTTGATCATGAACTCCTTTTTTTTTCAGCCATACCTCT 
TAACACCTCATAGAACACACTTTGGGAAACAGTGGGGGTAGGAAAACTCGGCCTCAAGTTGCGCCCTCTAGGTAG 
CACTTGAAAACATGACAAGGGCCCGTAGTTGTTTGGATAAGAGAACTCCAGCATAGAGCCTTATAGCAACTGACT 
TCCCAGTTAAGTCCCAGTGTAAGGGTTGGTCTTTGGTTGGCAGAACTGAACATGGTGGTTTGCACTTGGGTTCTG 
GXGGCGCAGGCGCAGGAGCAGCCAGCXGXGGCAGCGCAXXAGXXXXGGCGCAAGCGAGCCXAXGCXGCAGGGXCA 
CTTTTGGCXGGTCAGAGAAGGAATAATGATATCACCTTCTTCCCCCCCTCCCCCCAAXCTTTTTrrTTTCCCTTT 
ACAAAXXTXCCCCXXXCCCXXXACCXCCXXXCCCXCCCAXCXXCXXXCAXXAACCCCXCCXAAGGCAXGXXAXXX 
GAAAGCAAXXGAGACGCAACCGAACXXXGCAGXAGCXXGGAGXAAXCXXGGCXGXGXXXXCAAXGCACAAGGGGA 
AAXXTGGCXXGCAAXXCAXCACXXXGAAAAGGCXGXCACCCXXGACCCAAACXXXCXGGAXGCTXAXAXCAAXXX 
AGGAAAXGXCXXGAAAGAGGCACGCAXXXXXGACAGAGCXGXGGCAGCXXAXCXXCGXGCCCXAAGXXXGAGXCC 
AAAXCACGCAGXGGXGCACGGCAACCXGGCXTGXGXATACXAXGAGCAAGGCCXGAXAGAXCXGGCAAXAGACAC 
CXACAGGCGGGCXAXCGAACXACAACCACAXXXCCCXGAXGCXXACXGCAACCXAGCCAAXGCXCXCAAAGAGAA 
GGGCAGXGXXGCXGAAGCAGAAGAXXGXXAXAAXACAGCXCXCCGXCXGXGXCCCACCCAXGCAGACXCXCXGAA 
XAACCXAGCCAATAXCAAACGAGAACAGGGAAACAXXGAAGAGGCAGXXCGCXXGXAXCGXAAAGCAXXAGAAGX 
CXXCCCAGAGXXXGCXGCXGCCCAXXCAAAXXXAGCAAGXGXACXGCAGCAGCAGGGAAAACXGCAGGAAGCXCX 
GAXGCAXXAXAAGGAGGCXAXXCGAAXCAGXCCXACCXXXGCXGAXGCCXACXCXAAXAXGGGAAACACXCXAAA 
GGAGAXGCAGGAXGXXCAGGGAGCCXTGCAGXGXXAXACGCGXGCCAXCCAAAXXAAXCCXGCAXXXGCAGAXGC 
ACAXAGCAAXCXGGCXXCCAXXCAXAAGGAXXCAGGGAAXAXXCCAGAAGCCAXAGCXXCXXACCGCACGGCXCX 
GAAACXXAAGCCTGAXXXXCCXGAXGCXXAXXGXAACXXGGCXCAXXGCCXGCAGAXXGXCXGXGAXXGGACAGA 
CXAXGATGAGCGAAXGAAGAAGXXGGXCAGXAXXGXGGCXGACCAGXXAGAGAAGAAXAGGXXGCCXXCXGXGCA 
XCCXCAXCAXAGXAXGCXAXAXCCXCXXXCXCAXGGCXXCAGGAAGGCXAXXGCXGAGAGGCACGGCAACCXGXG 
CXXAGAXAAGAXXAAXGXXCXXCAXAAACCACCAXAXGAACAXCCAAAAGACXXGAAGCXCAGXGAXGGXCGGCX 
GCGXGXAGGAXAXGXGAGXXCCGACXXXGGGAAXCAXCCXACXXCXCACCXXAXGCAGXCXAXXCCAGGCAXGCA 
CAAXCCXGAXAAAXXXGAGGXGXXCXGXXAXGCCCXGAGCCCAGACGAXGGCACAAACXXCCGAGXGAAGGXGAX 
GGCAGAAGCCAAXCAXXXCAXXGAXCXXXCXCAGAXXCCAXGCAAXGGAAAAGCAGCXGAXCGCAXCCAXCAGGA 
XGGAAXXCAXAXCCXXGXAAAXAXGAAXGGCXAXACXAAGGGCGCXCGAAAXGAGCXXXXXGCXCXCAGGCCAGC 
XCCXAXTCAGGCAAXGXGGCXGGGAXACCCXGGGACGAGXGGXGCGCXXXXCAXGGAXXAXAXXAXCACXGAXCA 
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FIGURE 638B 

GGAAACTXCGCCAGCXGAAGXXGCXGAGCAGXAXXCCGAGAAAXXGGCXXAXAXGCCCCACACXXXXXXXAXXGG 

TGATCATGCTAATATGTTCCCTCACCTGAAGAAAAAAGCAGTCATCGATTTTAAGTCCAATGGGCACATTTATGA 

CAATCGGATAGTTCTGAATGGCATCGACCTCAAAGCATTTCTTGATAGTCTACCAGATGTGAAAATTGTCAAGAT 

GAAGTGTCCTGATGGAGG^ACAATGCAGATAGCAGTAACACAGCTCTTAATATGCCTGTTATTCCTATGAATAC 

TATTGCAGAAGCAGTTATTGAAATGATTAACCGAGGACAGATTCAAATAACAATTAATGGATTCAGTATTAGCAA 

TGGACTGGCAACTACTCAGATCAACAATAAGGCTGCAACTGGAGAGGAGGTTCCCCGTACCATTATTGTAACCAC 

CCGTTCTCAGTACGGGTTACCAGAAGATGCCATCGTATACTGTAACTTTAATCAGTTGTATAAAATTGACCCTTC 

TACTTTGCAGATGTGGGCAAACATTCTGAAGCGTGTTCCCAATAGTGTACTCTGGCTGTTGCGTTTTCCAGCAGT 

AGGAGAACCTAATATTCAACAGTATGCACAAAACATGGGCCTGCCCCAGAACCGTATCATTTTTTCACCTGTTGC 

TCCTAAAGAGGAACACGTCAGGAGAGGCCAGCTGGCTGATGTCTGCTTGGACACTCCACTCTGTAATGGGCACAC 

CACAGGGATGGATGTCCTCTGGGCAGGGACCCCCATGGTGACTATGCCAGGAGAGACTCTTGCTTCTCGAGTTGC 

AGCATCCCAGCTCACTTGCTTAGGTTGTCTTGAGCTTATTGCTAAAAACAGACAAGAATATGAAGACATAGCTGT 

GAAGCTGGGAACTGATCTAGAATACCTGAAGAAAGTTCGTGGCAAAGTCTGGAAGCAAAGAATATCTAGCCCTCT 

GTTCAACACCAAACAATACACAATGGAACTAGAGCGGCTCTATCTACAGATGTGGGAGCATTATGCAGCTGGCAA 

CAAACCTGACCACATGATTAAGCCTGTTGAAGTCACTGAGTCAGCATAAATAAAGACTGCACAGGAGAATTACCC 

CTATACCTGAGCCTCAACCTTCTGGGGGAAAGGGAACTAGATAACATACTTCTTACTTGTCTGTACAGTACCTTG 

TTGCAGATGGGTGATATATAATGGTAATAGAATAGCACAGCCAGACTTGCTTCCTGCATGGTAGGGAGAGACACA 

AAAGATGGGAAACTGCTTTTCCACAAGGAATCTCCGTAGAATTTTGCGGCGACCAGATGGTGCATAGGTCTGGAA 

GGTCTGATCTCCCTTGGTCTTCCATGGGATGGTTAGTGTGGAGGGGAGATATAGATTGTCCGGCCGCTTTGTGAT 

TCCATGGATTGATTCAGTCTTCTGGATTTTTTTTTCTTTATATTTTGGGTACTGGAGCTTTTAAAAATGTTTGGT 

XXCAGGXAXXXXXAXXCAXGXGAAGXGXAXAXGAXXCTCXXGAGAXAAGGTXXXAAGCXAAAATGXXACXCCCXG 

TTTTAGTTTCTGAACTCTGACAGATTGACAGGGACTTTGCTGGTGTAGTCTTTTTATAGGTTTTATAAACCACTT 

GAGCCTATATCAGTCGTTTTAGTGTCTGACCTAATATTTGGAGCTATCAGTGCTTTGTTGATTTAGATGATGACT 

CAAGATTTTTTCTGGTCCATTTCCCATTTCCTTTTCTTCCCTGACCCCCATACCCTCACCCTTAAAATTCTCCTG 

TAACTCAACTAACAAAATCAAGCCTGATTCAAAACATCCTAGGGTGTTTTAAACACACCATCTGGTGCCAAATGA 

AGATTTTTAGGAGTGATTACTAATTATCAAGGGCACAGTTGTGGTACTGTCATTGATAATAATATAGTTTTTTTT 

TTTTTCCTAATTTTGACCTGTTTCACCAGTGTTTTACCCTTGACTGCCCCTTCTATGCTGCTTCCAAAAGTGATA 

GTGTGTGTAAGATTTTTACCTTCCTTTCTAAAGTTTTTTTTTTTTTTTTTTAAGTGAGTCCTGTTCTTCCTATTT 

CTTTCAGCAGAAATGAAATCCCAGGTAAGTATAAGTArTCAAGTATTTGATCAGTAAGTCACAGTTATCTCCAGT 

GCATTAAATAACCTTCATCAAGAAATAGGTTATAGGTAAAATCTCTGAAGGATCATCTATGTATTCAAGTAATTA 

XXXXXXAGATAAXAACXGXCXXCXGGACXXGGXCXXGAAGXCXGXACAGAXXCAGCCXCAGXAGXAGCGAACTGC 

ACXGCXGXXXGGXXXGGAGXACAAAXXAGACXXAXAGXCCXCCXGGAACXXGAGXTAXXAAAATCAXAGGAATAA 

AATTATGGGATCTCAACAAAGGGTCGAGGGTTTGAGGCTTAAACAAGCCAACATATGAATATATGTTTTGTCTCG 

CTATACTGCACTTACGCTATCCAGTTGCAGGTAATTTTTTGTCTGCTAGTAGTGTTCTAGATTATGTCTTTCCAA 

AGCGCTGAGGCTGTGCACCTATTCTGTAGTTGCAGCTGATGCCTGAATGTATCCTAGCTGACAAATTATTGATTA 

ATAAGAACTTGAATTTCTGGAAGATTCTTACTGTTAACCAAATTTTGAGCAAGGAGTCTCAAAGGTAATTCTGAA 

CCAGAATTACATGTTAATGAACAGTGTACCTTTTAACAGTGTAAATCACGGAATATCCGTGAAGGGATTTCTTAA 

TTTATTTTTTACCGGTTGATTGAAATATCAGTTAAAGGTTGCCAGCATGGTTGCAGATAAACTGATGTTTGAAAT 

TCGCTGAAATACTTAATGTGGAATAGGATAATATACTTCCAATGCCCTCAAGGCTGTGACCTTACAGCCATTTTA 

CATAGCACATCATTCCTCCTATAGGGATGAACXTTTTCCTGGCACGAAAAGTAGCCGCTCTGGTTGAAGCTTTGC 

XXAXXGXAACAGGCTXXXATXXCCAGGXAATAXGXCTTGGAAGACXXAAXXCXGATTAGAGAXATAGATAXXACT 

GGAAACTAATTGTTTTTTTTCTAXTGTACTCTGCTTTATCAAAGAAGTAAAACATTTAAATCGTACTACAGAAAT 

XAAGAXGXXGXCXXGCGAXCCXXAATAAAXGAAXGAXXXCCCXXXAAAAAAA 
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FIGURE 639 

MISPSSPPPPNLFFFPLQIFPFPFTSFPSHLLSLTPPKACYLKAIETQPNFAVAWSNLGCVFNAQGEIWLAIHHF 
EKAVTLDPNFLDAYINLGNVLKEARIFDRAVAAYLRALSLSPNHAWHGNLACVYYEQGLIDLAIDTYRRAIELQ 
PHFPDAYCNLANALKEKGSVAEAEDCYNTALRLCPTHADSLNNLANIKREQGNIEEAVRLYRKALEVFPEFAAAH 
SNLASVLQQQGKLQEALMHYKEAIRISPTFADAYSNMGNTLKEMQDVQGALQCYTRAIQINPAFADAHSNLASIH 
KDSGNIPEAIASYRTALKLKPDFPDAYCNLAHCLQIVCDWTDYDERMKKLVSIVADQLEKNRLPSVHPHHSMLYP 
LSHGFRKAIAERHGNLCLDKimTLHKPPYEHPKDLKLSDGRLRVGYVSSDFGNHPTSHLMQSIPGMHNPDKFEVF 
CYALSPDDGTNFRVKVMAEANHFIDLSQIPCNGKAADRIHQDGIHIL^ 

YPGTSGALFMDYIITDQETSPAEVAEQYSEKLAYMPHTFFIGDHANMFPHLKKKAVIDFKSNGHIYDNRIVLNGI 
DLKAFLDSLPDVKIVKMKCPDGGDNADSSNTALNMPVIPMNTIAEAVIEMINRGQIQITINGFSISNGLATTQIN 
NKAATGEEVPRTIIVTTRSQYGLPEDAIVYCNFNQLYKIDPSTLQMWANILKRVPNSVLWLLRFPAVGEPNIQQY 
AQNMGLPQNRIIFSPVAPKEEHVRRGQLADVCLDTPLCNGHTTGMDVLWAGTPMVTMPGETLASRVAASQLTCLG 
CLELIAKNRQEYEDIAVKLGTDLEYLKKVRGKVWKQRISSPLFNTKQYTMELERLYLQMWEHYAAGNKPDHMIKP 
VEVTESA 
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FIGURE 640 

MGCGTGAGTGCATCTCCATCCACGTTGGCCAGGCTGGTGTCCAGATTGGCAATGCCTGCTGGGAGCTCTACTGC 
CTGGAACACGGCATCCAGCCCGATGGCCAGATGCCAAGTGACAAGACCATTGGGGGAGGAGATGATTCCTTCAAC 
ACCTTCTTCAGTGAAACGGGTGCTGGCAAGCATGTGCCCCGGGCAGTGTTTGTAGACTTGGAACCCACAGTCATT 
GATGAAGTTCGCACTGGCACTTACCGCCAGCTCTTCCACCCTGAGCAACTCATCACAGGCAAGGAAGATGCTGCC 
AATAACTATGCCCGAGGGCACTACACCATTGGCAAGGAGATCATTGACCTCGTGTTGGACCGAATTCGCAAGCTG 
GCTGACCAGTGCACCGGTCTTCAGGGCTTCTTGGTTTTCCACAGCTTTGGTGGGGGAACTGGTTCTGGGTTCACC 
TCGCTGCTCATGGAACGTCTCTCAGTTGATXATGGCAAGAAGTCCAAGCTGGAGTTCTCCATTTACCCGGCGCCC 
CAGGTTTCCACAGCTGTAGTTGAGCCCTACAACTCCATCCTCACCACCCACACCACCCTGGAGCACTCTGATXGT 
GCCTTCATGGXAGACAATGAGGCCATCTATGACATCTGTCGTAGAAACCTCGATATCGAGCGCCCAACCTACACT 
AACCTTAACCGCCTTATTAGCCAGATTGTGTCCTCCATCACTGCTTCCCTGAGATTTGATGGAGCCCTGAATGTT 
GACCTGACAGAATTCCAGACCAACCTGGTGCCCTACCCCCGCATCCACTTCCCTCTGGCCACATATGCCCCTGTC 
ATCTCTGCTGAGAAAGCCTACCATGAACAGCTTACTGTAGCAGAGATCACCAATGCTTGCTTTGAGCCAGCCAAC 
CAGATGGTGAAATGTGACCCTCGCCATGGTAAATACATGGCTTGCTGCCTGTTATACCGTGGTGACGTGGTTCCC 
AAAGATGTCAATGCTGCCATTGCCACCATCAAAACCAAGCGTACCATCCAGTTTGTGGATTGGTGCCCCACTGGC 
TTCAAGGTTGGCATTAAXTACCAGCCTCCCACTGTGGTGCCTGGCGGAGACCTGGCCAAGGTACAGAGAGCTGTG 
XGCAXGCXGAGCAAXACCACAGCXGXXGCCGAGGCCTGGGCXCGCCXGGACCACAAGXTXGACCXGAXGXAXGCC 
AAGCGXGCCXXXGXXCACXGGXACGXGGGXGAGGGGAXGGAGGAAGGCGAGXTTTCAGAGGCCCGXGAGGACAXG 
GCXGCCCXXGAGAAGGAXXAXGAGGAGGXTGGAGCAGAXAGXGCXGACGGAGAGGAXGAGGGTGAAGAGXAXTAA 
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FIGURE 641 

MRECISIHVGQAGVQIGNACWELYCLEHGIQPDGQMPSDKTIGGGDDSFNTFFSETGAGKHVPRAVFVDLEPTVI 
DEVRTGTYRQLFHPEQLITGKEDAANNYARGHYTIGKEIIDLVLDRIRKLADQCTGLQGFLVFHSFGGGTGSGFT 
SLLMERLSVDYGKKSKLEFSIYPAPQVSTAWEPYNSILTTHTTLEHSDCAFMVDNEAIYDICRRNLDIERPTYT 
NLNRLISQIVSSITASLRFDGALNVDLTEFQTNLVPYPRIHFPLATYAPVISAEKAYHEQLTVAEITNACFEPAN 
QMVKCDPRHGKYMACCLLYRGDVVPKDVNAAIATIKTKRTIQFVDWCPTGFKVGINYQPPTVVPGGDLAKVQRAV 
CMLSNTTAVAEAWARLDHKFDLMYAKRAFVHWYVGEGMEEGEFSEAREDMAALEKDYEEVGADSADGEDEGEEY 
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FIGURE 642 

AGTGTGGrTTTAGTTTTTCCTAAGAAGTGGCGTGGTTTGGGGCTTTATATCCGGGAGGAGCATATGTACGCAAAT 

CCTGGGGCGTTTGCAAACCCGGATCCGGGGCGTCTGGCCCCATGCCCGGCCGGGCGTTTGAGGGCTACTGCCACG 

CAGCGTTTCTGGAGCCTGCCGGCTGGTGCCCTGGTGGCCTTTATCTCTGTCCCCCTTTGTCCTCTTTATCTCAGG 

CTCTCCAGGAGGCCGGGGGGCCCACTCCGCCTATCGCTCCCCTCGGCTACGCTGCCACTCCAATGCCCCGCAGGT 

CGCGAGCTGCTGTTCTTTCGAAGGCGCCGGAGAACCAGGGGCGTCCCGCGCCACCTCTGACTCGGAGCAGCGCCG 

AGCACTGACGCTCCCGCCCTTGGGCAAGGACGCCAGTGCGCCCGCGCGCGTCCCTCTGCGCGGCAGCCCGTCGCG 

GGCCCTCAAGGGGAAGCCCAGGCCAGGATQGCCCCGGGTCGCGCGGTGGCCGGGCTCCTGTTGCTGGCGGCCGCC 

GGCCTCGGAGGAGTGGCGGAGGGGCCAGGGCTAGCCTTCAGCGAGGATGTGCTGAGCGTGTTCGGCGCGAATCTG 

AGCCTGTCGGCGGCGCAGCTCCAGCACTTGCTGGAGCAGATGGGAGCCGCCTCCCGCGTGGGCGTCCCGGAGCCT 

GGCCAGCTGCACTTCAACCAGTGTTTAACTGCTGAAGAGATCXTTTCCCTTCATGGCTTTTCAAATGCTACCCAA 

ATAACCAGCTCCAAATTCTCTGTCATCTGTCCAGCAGTCTTACAGCAATTGAACTTTCACCCATGTGAGGATCGG 

CCCAAGCACAAAACAAGACCAAGTCATTCAGAAGTTTGGGGATATGGATTCCTGTCAGTGACGATTATTAATCTG 

GCATCTCTCCTCGGATTGATTTTGACTCCACTGATAAAGAAATCTTATTTCCCAAAGATTTTGACCTTTTTTGTG 

GGGCTGGCTATTGGGACTCTTTTTTCAAATGCAATTTTCCAACTTATTCCAGAGGCATTTGGATTTGATCCCAAA 

GTCGACAGTTATGTTGAGAAGGCAGTTGCTGTGTTTGGTGGATTTTACCTACTTTTCTTTTTTGAAAGAATGCTA 

AAGATGTTATTAAAGACATATGGTCAGAATGGTCATACCCACTTTGGAAATGATAACTTTGGTCCTCAAGAAAAA 

ACTCATCAACCTAAAGCATTACCTGCCATCAATGGTGTGACATGCTATGCAAATCCTGCTGTCACAGAAGCTAAT 

GGACATATCCATTTTGATAATGTCAGTGTGGTATCTCTACAGGATGGAAAAAAAGAGCCAAGTTCATGTACCTGT 

TTGAAGGGGCCCAAACTGTCAGAAATAGGGACGATTGCCTGGATGATAACGCTCTGCGATGCCCTCCACAATTTC 

ATCGATGGCCTGGCGATTGGGGCTTCCTGCACCTTGTCTCTCCTTCAGGGACTCAGTACTTCCATAGCAATCCTA 

TGTGAGGAGTTTCCCCACGAGTTAGGAGACTTTGTGATCCTACTCAATGCAGGGATGAGCACTCGACAAGCCTTG 

CTATTCAACTTCCTTTCTGCATGTTCCTGCTATGTTGGGCTAGCTTTTGGCATTTTGGTGGGCAACAATTTCGCT 

CCAAATATTATATTTGCACTTGCTGGAGGCATGTTCCTCTATATTTCTCTGGCAGATATGTTTCCAGAGATGAAT 

GATATGCTGAGAGAAAAGGTAACTGGAAGAAAAACCGATTTCACCTTCTTCATGATTCAGAATGCTGGAATGTTA 

ACTGGATTCACAGCCATTCTACTCATTACCTTGTATGCAGGAGAAATCGAATTGGAGMATAGAAAATGGAAGAT 

GGTGTTGTTAATAAAGGCATTTAATAGATAAAAACATCTCCAAAAAGGATTTTGAAGCTGATCCTATTTAGTTAA 

AAAGATAATTTTGCTTTCAACTGTAGGXCCAGAAAACTAATTATTGGCATCAGTCTGTGAAATAGTCCATTATTT 

GTTGTTAAAAATGCTTCAAAAGGTTTTCAGTGTCAGTCTGAGATGCCTGGTATATAGGAGCCTTTGGGAAATACT 

TATTTTTCAGTATTCCATGCATATTAGATATCACCATGAAGCAAGAGACATGCATTCTATAATCATGTAGACACT 

CAGACTCAGGGGAAAATACAAGTTATATCCTGAAAGCCTTTAAAACTCTATGGTAGGATCAAAGATTCAAATGGT 

TTCAGAGAGGTTTTATTTCAATTAATTTGTTCTAGTGCTTTCAAGAGCAAGTACATCAAAATGTAGAAGGTAAAA 

TGTATGCAACACTAATATAAATTATTCCAAGTCTTTAAGGAGCCAAAGAAAAAAAAGATTTCTCACAGCTTTTTG 

TTCTGTTTTGTATTTCAATTAGGAACTXGCAGTATTATTTTGAAAACCATTCTAAAATAATAGGAGTTAGGAAAT 

AAATAAAGTTTTGCXAGCCCTGCTAAGTTCAGGCTTAGAGGCTTATCGCTAAGTXTAAACTTCACCAGATTCCAC 

GAAAAGCTGGATAGCTXTTTTTCTGACTTATGTTGTGGTTGCACCCCTCACAAATGGCAGAACAGTATGTAAAGC 

TGGTAACACCTCGGTTTCAGTGCACCATGTGTTTGCTTTGTGAAGGTGAAGAATATGTTGGTTTAGAGAAAGAAA 

TTGGATGTAATTTTATGCAATTTACTTTTAAAGACAAACATAACTATTTAGCAGAGAATATTTTAATAAATGCAA 

AACAACAGCTGGACTGCTGTACATCAAGGACAGATTAACTGGAAAACATATGTTCCTTATGTGTGATTGAGAGCC 

ATTCAGAAAAGACTrCCTTTGTGTTCAGCCTATACTTTTCCATATGGTATACCTTGAAAAAAATTAGCACACCAT 

GGTTATTTTTCTACCTTTTATAAAAGACAGAGCCTGTTTACTCATTTAGAAGATAGAGAAAATTGGTCTAAAATT 

GAACATCCTAGATTCACACTCCCAAGTCACTTAAGGTGATTTGATGGTGAGGAAAATGATTGACAAAGCCCAACA 

ATGATCTCAGGAATTACATTTTCCAACAGACCAAAAAATGTTTTCATGTAGCAGCAATGCAGATTTGGTGAATAT 

TTAATATATATTTTAGTATGTATTTCACTTTATGACTGACAATTAAAAAATATTGTTTGGCCAAATAGTAAACAC 
CCTTTTGAAACCATGAAAAAA 
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FIGURE 643 

MAPGRAVAGLLLLAAAGLGGVAEGPGLAFSEDVLSVFGANLSLSAAQLQHLLEQMGAASRVGVPEPGQLHFNQCL 
TAEEIFSLHGFSNATQITSSKFSVICPAVLQQLNFHPCEDRPKHKTRPSHSEVWGYGFLSVTIINLASLLGLILT 
PLIKKSYFPKILTFFVGLAIGTLFSNAIFQLIPEAFGFDPKVDSYVEKAVAVFGGFYLLFFFERMLKMLLKTYGQ 
NGHTHFGNDNFGPQEKTHQPJCALPAINGVTCYANPAVTEANGHIHFDNVSWSLQDGKKEPSSCTCLKGPKLSEI 
GTIAWMITLCDALHNFIDGLAIGASCTLSLLQGLSTSIAILCEEFPHELGDFVILLNAGMSTRQALLFNFLSACS 
CYVGLAFGILVGNNFAPNIIFALAGGMFLYISLADMFPEMNDMLREKVTGRKTDFTFFMIQNAGMLTGFTAILLI 
TLYAGEIELE 
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FIGURE 644 

GGGGCTACCGCGCCTTTGCTTCCTGGCGCACGCGGAGCCTCCTGGAGCCTGCCACCATCCTGCCTACTACGTGCT 
GCCCTGCGCCCGCAGCCATGTGCCGCACCCTGGCCGCCTTCCCCACCACCTGCCTGGAGAGAGCCAAAGAGTTCA 
AGACACGTCTGGGGATCTTTCTTCACAAATCAGAGCTGGGCTGCGATACTGGGAGTACTGGCAAGTCCGAGTGGG 
GCAGTAAACACAGCAAAGAGAATAGAAACTTCTCAGAAGATGTGCTGGGGTGGAGAGAGTCGTTCGACCTGCTGC 
TGAGCAGTAAAAATGGAGTGGCTGCCTTCCACGCTTTCCTGAAGACAGAGTTCAGTGAGGAGAACCTGGAGTTCT 
GGCTGGCCTGTGAGGAGTTCAAGAAGATCCGATCAGCTACCAAGCTGGCCTCCAGGGCACACCAGATCTTTGAGG 
AGTTCATTTGCAGTGAGGCCCCTAAAGAGGTCAACATTGACCATGAGACCCGCGAGCTGACGAGGATGAACCTGC 
AGACTGCCACAGCCACATGCTTTGATGCGGCTCAGGGGAAGACACGTACCCTGATGGAGAAGGACTCCTACCCAC 
GCTTCCTGAAGTCGCCTGCTTACCGGGACCTGGCTGCCCAAGCCTCAGCCGCCTCTGCCACTCTGTCCAGCTGCA 
GCCTGGACGAGCCCTCACACACCTGAGTCTCCACGGCAGTGAGGAAGCCAGCCGGGAAGAGAGGTTGAGTCACCC 
ATCCCCGAGGTGGCTGCCCCTGTGTGGGAGGCAGGTTCTGCAAAGCAAGTGCAAGAGGACAAAAAAAAAAAAAAA 
AAAAAAAAAAATGCGCTCCAGCAGCCTGTTTGGGAAGCAGCAGTCTCTCCTTCAGATACTGTGGGACTCATGCTG 
GAGAGGAGCCGCCCACTTCCAGGACCTGTGAATAAGGGCTAATGATGAGGGTTGGTGGGGCTCTCTGTGGGGCAA 
AAAGGTGGTATGGGGGTTAGCACTGGCTCTCGTTCTCACCGGAGAAGGAAGTGTTCTAGTGTGGTTTAGGAAACA 
TGTGGATAAAGGGAACCATGAAAATGAGAGGAGGAAAGACATCCAGATCAGCTGTTTTGCCTGTTGCTCAGTTGA 
CTCTGATTGCATCCTGTTTTCCTAATTCCCAGACTGTTCTGGGCACGGAAGGGACCCTGGATGTGGAGTCTTCCC 
CTTTGGCCCTCCTCACTGGCCTCTGGGCTAGCCCAGAGTCCCTTAGCTTGTACCTCGTAACACTCCTGTGTGTCT 
GTCCAGCCTTGCAGTCATGTCAAGGCCAGCAAGCTGATGTGACTCTTGCCCCATGCGAGATATTTATACCTCAAA 
CACTGGCCTGTGAGCCCTTTCCAAGTCAGTGGAGAGCCCTGAAAGGAGGCTCACTTGAATCCAGCTCAGTGCTCT 
GGGTGGCCCCCTGCAGGTGGCCCCTGACCCTGCGTTGCAGCAGGGTCCACCTGTGAGCAGGCCCGCCCTGGGGCC 
TCTTCCTGGATGTGCCCTCTCTGAGTTCTGTGCTGTCTCTTGGAGGCAGGGCCCAGGAGAACAAAGTGTGGAGGC 
CTCGGGGAGTGGCTTTTCCAGCTCTCATGCCCCGCAGTGTGGAACAAGGCAGAAAAGGATCCTAGGAAATAAGTC 
TCTTGGCGGTCCCTGAGAGTCCTGCTGAAATCCAGCCAGTGTTTTTTGTGGTATGAGAACAGGCAAAAAGAGATG 
CCCCGAGATAGAAGGGGAGCCTTGTGTTTCTTTCCTGCAGACGTGAGATGAACACTGGAGTGGGCAGAGGTGGCM 
CAGGACCATGGCACCCTTAGAGTGCAGAAGCTGGGGGGAGAGGCTGCTTCGAAGGGCAGGACTGGGGATACCTGC 
CTGTCACCTCAGGGCATCACTGAACAAACATTTCCTGATGGSAACTCCTGCGGCAGAGCCCAGGCTGGGGAAGTG 
AACTACCCAGGGCAGCCCCTTTGTGGCCCAGGATAATCAACACTGTTCTCTCTGTACCATGAGCTCCTCCAGGAG 
ATTATTTAAGTGTATTGTATCATTGGTTTTCTGTGATTGTCATAACATTGTTTTTGTTATTGTTGGTGCTGTTGT 
TATTTATTATTGTAATTTCAGTTTGCCTCTACTGGAGAATCTCAGCAGGGGTTTCAGCCTGACTGTCTCCCTTTC 
TCTACCAGACTCTACCTCTGAATGTGCTGGGAACCTCTTGGAGCCTGTCAGGAACTCCTCACTGTTTAAATATTT 
ATTTATTGTGACAAATGGAGCTGGTTTCCTAGATATGAATGATGTTTGCAATCCCCATTTTCCTGTTTCAGCATG 
TTATATTCTTATAAAATAAAAGCAAAAGTCAAATATGAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 645 

MCRTLAAFPTTCLERAKEFKTRLGIFLHKSELGCDTGSTGKSEWGSKHSKENRNFSEDVLGWRESFDLLLSSKNG 
VAAFHAFLKTEFSEENLEFWLACEEFKKIRSATKLASRAHQIFEEFICSEAPKEVNIDHETRELTRMNLQTATAT 
CFDAAQGKTRTLMEKDSYPRFLKSPAYRDLAAQASAASATLSSCSLDEPSHT 
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FIGURE 646 

GGGGCTACCGCGCCTTTGCTTCCTGGCGCACGCGGAGCCTCCTGGAGCCTGCCACCATCCTGCCTACTACGTGCT 
GCCCTGCGCCCGCAGCCATGTGCCGCACCCTGGCCGCCTTCCCCACCACCTGCCTGGAGAGAGCCAAAGAGTTCA 
AGACACGTCTGGGGATCTTTCTTCACAAATCAGAGCTGGGCTGCGATACTGGGAGTACTGGCAAGTCCGAGTGGG 
GCAGTAAACACAGCAAAGAGAATAGAAACTTCTCAGAAGATGTGCTGGGGTGGAGAGAGTCGTTCGACCTGCTGC 
TGAGCAGTAAAAATGGAGTGGCTGCCTTCCACGCTTTCCTGAAGACAGAGTTCAGTGAGGAGAACCTGGAGTTCT 
GGCTGGCCTGTGAGGAGTTCAAGAAGATCCGATCAGCTACCAAGCTGGCCTCCAGGGCACACCAGATCTTTGAGG 
AGTTCATTTGCAGTGAGGCCCCTAAAGAGGTCAACATTGACCATGAGACCCGCGAGCTGACGAGGATGAACCTGC 
AGACTGCCACAGCCACATGCTTTGATGCGGCTCAGGGGAAGACACGTACCCTGATGGAGAAGGACTCCTACCCAC 
GCTTCCTGAAGTCGCCTGCTTACCGGGACCTGGCTGCCCAAGCCXCAGCCGCCTCTGCCACTCTGTCCAGCTGCA 
GCCTGGACGAGCCCTCACACACCTGAGTCTCCACGGCAGTGAGGAAGCCAGCCGGGAAGAGAGGTTGAGTCACCC 
ATCCCCGAGGTGGCTGCCCCTGTGTGGGAGGCAGGTTCTGCAAAGCAAGTGCAAGAGGACAAAAAAAAAAAAAAA 
AAAAAAAAAAATGCGCTCCAGCAGCCTGTTTGGGAAGCAGCAGTCTCTCCTTCAGATACTGTGGGACTCATGCTG 
GAGAGGAGCCGCCCACTTCCAGGACCTGTGAATAAGGGCTAATGATGAGGGTTGGTGGGGCTCTCTGTGGGGCAA 
AAAGGTGGTATGGGGGTTAGCACTGGCTCTCGTTCTCACCGGAGAAGGAAGTGTTCTAGTGTGGTTTAGGAAACA 
TGTGGATAAAGGGAACCATGAAAATGAGAGGAGGAAAGACATCCAGATCAGCTGT1TTGCCTGTTGCTCAGTTGA 
CTCTGATTGCATCCTGTTTTCCTAATTCCCAGACTGTTCTGGGCACGGAAGGGACCCTGGATGTGGAGTCTTCCC 
CTTTGGCCCTCCTCACTGGCCTCTGGGCTAGCCCAGAGTCCCTTAGCTTGTACCTCGTAACACTCCTGTGTGTCT 
GTCCAGCCTTGCAGTCATGTCAAGGCCAGCAAGCTGATGTGACTCTTGCCCCATGCGAGATATTTATACCTCAAA 
CACTGGCCTGTGAGCCCTTTCCAAGTCAGTGGAGAGCCCTGAAAGGAGGCTCACTTGAATCCAGCTCAGTGCTCT 
GGGTGGCCCCCTGCAGGTGGCCCCTGACCCTGCGTTGCAGCAGGGTCCACCTGTGAGCAGGCCCGCCCTGGGGCC 
TCTTCCTGGATGTGCCCTCTCTGAGTTCTGTGCTGTCTCTTGGAGGCAGGGCCCAGGAGAACAAAGTGTGGAGGC 
CTCGGGGAGTGGCTTTTCCAGCTCTCATGCCCCGCAGTGTGGAACAAGGCAGAAAAGGATCCTAGGAAATAAGTC 
TCTTGGCGGTCCCTGAGAGTCCTGCTGAAATCCAGCCAGTGTTTTTTGTGGTATGAGAACAGGCAAAAAGAGATG 
CCCCGAGATAGAAGGGGAGCCTTGTGTTTCTTTCCTGCAGACGTGAGATGAACACTGGAGTGGGCAGAGGTGGCM 
CAGGACCATGGCACCCTTAGAGTGCAGAAGCTGGGGGGAGAGGCTGCTTCGAAGGGCAGGACTGGGGATACCTGC 
CTGTCACCTCAGGGCATCACTGAACAAACATTTCCTGATGGSAACTCCTGCGGCAGAGCCCAGGCTGGGGAAGTG 
AACTACCCAGGGCAGCCCCTTTGTGGCCCAGGATAATCAACACTGTTCTCTCTGTACCATGAGCTCCTCCAGGAG 
ATTATTXAAGTGTATTGTATCATTGGTTTTCTGTGATTGTCATAACATTGTTTTTGTTATTGTTGGTGCTGTTGT 
TATTTATTATTGTAATTTCAGTTTGCCTCTACTGGAGAATCTCAGCAGGGGTTTCAGCCTGACTGTCTCCCTTTC 
TCTACCAGACTCTACCTCTGAATGTGCTGGGAACCTCTTGGAGCCTGTCAGGAACTCCTCACTGTTTAAATATTT 
ATTTATTGTGACAAATGGAGCTGGTTTCCTAGATATGAATGATGTTTGCAATCCCCATTTTCCTGTTTCAGCATG 
TTATATTCTTATAAAATAAAAGCAAAAGTCAAATATGAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 647 

MCRTLAAFPTTCLERAKEFKXRLGIFLHKSELGCDTGSTGKSEWGSKHSKENRNFSEDVLGWRESFDLLLSSKNG 
VAAFHAFLKTEFSEENLEFWLACEEFKKIRSATKLASRAHQIFEEFICSEAPKEVNIDHETRELTRMNLQTATAT 
CFDAAQGKTRTLMEKDSYPRFLKSPAYRDLAAQASAASATLSSCSLDEPSHT 
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FIGURE 648 

GAGCCCAGCCGAGCGTCCGCCGCTGCCCGTGCGCCTCTGCGCTCCGCGCCATGGCCGGCCTCAACTCCCTGGAGG 
CGGTGAAACGCAAGATCCAGGCCCTGCAGCAGCAGGCGGACGAGGCGGAAGACCGCGCGCAGGGCCTGCAGCGGG 
AGCTGGACGGCGAGCGCGAGCGGCGCGAGAAAGCTGAAGGTGATGTGGCCGCCCTCAACCGACGCATCCAGCTCG 
TTGAGGAGGAGTTGGACAGGGCTCAGGAACGACTGGCCACGGCCCTGCAGAAGCTGGAGGAGGCAGAAAAAGCTG 
CAGATGAGAGTGAGAGAGGAATGAAGG T GATAGAAAAC CGGG C C ATGAAGGATGAGGAGAAGATGGAGAT T C AGG 
AGATGCAGCTCAAAGAGGCCAAGCACATTGCGGAAGAGGCTGACCGCAAATACGAGGAGGTAGCTCGTAAGCTGG 
TCATCCTGGAGGGTGAGCTGGAGAGGGCAGAGGAGCGTGCGGAGGTGTCTGAACTAAAATGTGGTGACCTGGAAG 
AAGAACTCAAGAATGTTACTAACAATCTGAAATCTCTGGAGGCTGCATCTGAAAAGTATTCTGAAAAGGAGGACA 
AATATGAAGAAGAAATTAAACTTCTGTCTGACAAACTGAAAGAGGCTGAGACCCGTGCTGAATTTGCAGAGAGAA 
CGGTTGCAAAACTGGAAAAGACAATTGATGACCTGGAAGAGAAACTTGCCCAGGCCAAAGAAGAGAACGTGGGCT 
TACATCAGACACTGGATCAGACACTAAACGAACTTAACTGTATATAAGCAAAACAGAAGAGTCTTGTTCCAACAG 
AAACTCTGGAGCTCCGTGGGTCTTTCTCTTCTCTTGTAAGAAGTTCCTTTTGTTATTGCCATCTTCGCTTTGCTG 
GAAATGTCAAGCAAATTATGAATACATGACCAAATATTTTGTATCGGAGAAGCTTTGAGCACCAGTTAAATCTCA 
TTCCTTCCCTTTTTTTTTCAAATGGCACCAGCTTTTTCAGCTCTCTTATTTTTTCCTTAAGTAGCATTTATTCCT 
AAGGXAGGCAGGGTATTTCCTAGTAAGCATACTTTCTTAAGACGGAGGCCATTTGGTTCCTGGGAGAATAGGCAG 
CCCCACACTTTGAAGAATACAGACCCCAGTATCTAGTCGTGGATATAATTAAAACGCTGAAGACCATAACCTTTT 
GGGTCAACTGTTGGTCAAACTATAGGAGAGACCAGGGACCATCACATGGGTAGGGATTTTCCATCCAGAGCCAAT 
AAAAGGACTGGTGGGGGCCGGGGGTGGCTATTGTGGGAAGTCATAACCCACAGATAGATCAACCTAAGAATCCTG 
GCCCTTCTCCACTCTCCACCATGCAGGACAAACATCTTCTCAAGCAGTCAACGTAGAATGCTTGGGAAATAGTCA 
TAATTACCCACATATAGTAATTAATAGATGGTAATTAATTGATCCTTGATGTGATGTTCrTTTGCATATTTCCTT 
CATTCTAAAGTTGTTCCCTGGCCGGGAGCGTTTGCTTTCGCCTGTAATCCCAACACTTTGGGAGGCCAGGACAGA 
TCACTTGAGGTCAGGAGTTCGAGACCAGCCCAGCCAACATGGCGAAACCATGTCTCTACTAAAAATACAAAAATT 
ATGGTGACGCCTGCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGGATCGCTTGAACCCAGGAAGTGGAG 
ACTGCAGTGAGCCGATATCGCACCACAGCGCTCCAGCCTGGTCGACAGAGTGAGACTCCATCTCAAGAAAAAATA 
AAAATAAAGTTGTTCTCTGAAGAGCAAATGTCTCATTCCAGTAATGACCCACTCAGCAGGAATATGGTGGAGTTC 
AGTCCAATTCAGGTCAGCCATATCCAAAAGACCACAAGTCATTACTAAGTTGAGCAAAAGAGTTTTTATCTATTA 

GCAGAAAGGGCCTCTCTGGCAGCAGAGATTAAAAACTGGCCCAACTTCATTTCCATACTTCAGGGAACAGCAAAT 
T GAGGAT T TAG T TAT CTAGGAC T T 
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FIGURE 649 

MAGLNSLEAVKRKIQALQQQADEAEDRAQGLQRELDGERERREKAEGDVAALNRRIQLVEEELDRAQERLATALQ 
KLEEAEKAADESERGMKVIENRAMKDEEKMEIQEMQLKEAKHIAEEADRKYEEVARKLVILEGELERAEERAEVS 
ELKCGDLEEELKNVTNNLKSLEAASEKYSEKEDKYEEEIKLLSDKLKEAETRAEFAERTVAKLEKTIDDLEEKLA 
QAKEENVGLHQTLDQTLNELNCI 
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FIGURE 650 

GTCCTGCCGAGCTGTGAGGGCAACGGAGGGGAAATAAAAGGGAACGGCTCCGAATCTGCCCCAGCGGCCGCTGCG 
AGACCTCGGCGCCGACATCGCGACAGCGAAGCGCTTTGCACGCCAGGAAGGTCCCCTCTATGTGCTGCTGAGCCG 
GTCCTGGACGCGACGAGCCCGCCCTCGGTCTTCGGAGCAGAAATCGCAAAAACGGAAGGACTGGAA ATGG CAGAC 
CATATGATGGCCATGAACCACGGGCGCTTCCCCGACGGCACCAATGGGCTGCACCATCACCCTGCCCACCGCATG 
GGCATGGGGCAGTTCCCGAGCCCCCATCACCACCAGCAGCAGCAGCCCCAGCACGCCTTCAACGCCCTAATGGGC 
GAGCACATACACTACGGCGCGGGCAACATGAATGCCACGAGCGGCATCAGGCATGCGATGGGGCCGGGGACTGTG 
AACGGAGGGCACCCCCCGAGCGCGCTGGCCCCCGCGGCCAGGTTTAACAACTCCCAGTTCATGGGTCCCCCGGTG 
GCCAGCCAGGGAGGCTCCCTGCCGGCCAGCATGCAGCTGCAGAAGCTCAACAACCAGTATTTCAACCATCACCCC 
TACCCCCACAACCACTACATGCCGGATTTGCACCCTGCTGCAGGCCACCAGATGAACGGGACAAACCAGCACTTC 
CGAGATTGCAACCCCAAGCACAGCGGCGGCAGCAGCACCCCCGGCGGCTCGGGCGGCAGCAGCACCCCCGGCGGC 
TCTGGCAGCAGCTCGGGCGGCGGCGCGGGCAGCAGCAACAGCGGCGGCGGCAGCGGCAGCGGCAACATGCCCGCC 
TCCGTGGCCCACGTCCCCGCTGCAATGCTGCCGCCCAATGTCATAGACACTGATTTCATCGACGAGGAAGTTCTT 
ATGTCCTTGGTGATAGAAATGGGTTTGGACCGCATCAAGGAGCTGCCCGAACTCTGGCTGGGGCAAAACGAGTTT 
GATTTTATGACGGACTTCGTGTGCAAACAGCAGCCCAGCAGAGTGAGCTGT TGAC TCGATCGAAACCCCGGCGAA 
AGAAATCAAACCCCCAACTTCTTCGGCGTGAATTAAAAGAAACATTCCCTTAGACACAGTATCTCACTTTTCAGA 
TCTTGAAAGGTTTGAGAACTTGGAAACAAAGTAAACTATAAACTTGTACAAATTGGTTTTAAAAAAAATTGCTGC 
CACTTTTTTTTCCTGTTTTTGTTTCGTTTTTGTAGCCTTGACATTCACCCACCTCCCTTATGTAGTTGAAATATC 
TAGCTAACTTGGTCTTTTTCGTTGTTTGTTTTTACTCCTTTCCCTCACTTTCTCCAGTGCTCAACTGTTAGATAT 
TAATCTTGGCAAACTGCTTAATCTTGTGGATTTTGTAGATGGTTTCAAATGACTGAACTGCATTCAGATTTACGA 
GTGAAAGGAAAAATTGCATTAGTTGGTTGCATGAACTTTGAAGGGCAGATATTACTGCACAAACTGCCATCTCGC 
TTCATTTTTTTAACTATGCATTTGAGTACAGACTAATTTTTAAAATATGCTAAACTGGAAGATTAAACAGATGTG 
GCCCAAACTGTTCTGGATCAGGAAAGTCATACTGTTCACTTTCAAGTTGGCTGTCCCCCCCGCCGCCCCCCCCCA 
CCCCCATATGTACAGATGATAATAGGGTGTGGAATGTCGTCAGTGGCAAACATTTCACAGATTATTTTGTTTCTG 
TCTTCAACATTTTTGACACTGTGCTAATAGTTATATTCAGTACATGAAAAGATACTACTGTGTTGAAAGCCTTTT 
AGGAAATTTTGACAGTATTTTTGTACAAAACATTTTTTTGAAAAAATACTTGTTAATTTATTCTATTTTAATTTG 
CCAATGTCAATAAAAAGTTAAGAAATAAAAAAAAAAAAAAAAAA 
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FIGURE 651 

MADHMMAMNHGRFPDGTNGLHHHPAHRMGMGQFPSPHHHQQQQPQHAFNALMGEHIHYGAGNMNATSGIRHAMGP 
GTVNGGHPPSALAPAARFNNSQFMGPPVASQGGSLPASMQLQKLNNQYFNHHPYPHNHYMPDLHPAAGHQMNGTN 
QHFRDCNPKHSGGSSTPGGSGGSSTPGGSGSSSGGGAGSSNSGGGSGSGNMPASVAHVPAAMLPPNVIDTDFIDE 
EVLMSLVIEMGLDRIKELPELWLGQNEFDFMTDFVCKQQPSRVSC 
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FIGURE 652 

AAXCGCGAAACCCGGCGAGCGGCGCGCXGGCTAXCGAGCGAGCGGGGCGGAACCGGGAGTXGCGCCGCCGCXCGG 

GCGCCGGGCTCCGTCGCGGCCGCAGCCCCGCGGGTCGCCCTCCCGTGCCTCGCCCGCGGACACCCTGGCCGTGGA 

CACCCTGGCCGTGGGCACCCGCGGGGCGCGGCGCGGGCGCTGCGCGGCGGCGGCGGCGGCATGAAGGTCACGTCG 

CTCGACGGGCGCCAGCTGCGCAAGATGCTCCGCAAGGAGGCGGCGGCGCGCTGCGTGGTGCTCGACTGCCGGCCC 

TATCTGGCCTTCGCTGCCTCGAACGTGCGCGGCTCGCTCAACGTCAACCTCAACTCGGTGGTGCTGCGGCGGGCC 

CGGGGCGGCGCGGTGTCGGCGCGCTACGTGCTGCCCGACGAGGCGGCGCGCGCGCGGCTCCTGCAGGAGGGCGGC 

GGCGGCGTCGCGGCCGTGGTGGTGCTGGACCAGGGCAGCCGCCACTGGCAGAAGCTGCGAGAGGAGAGCGCCGCG 

CGTGTCGTCCTCACCTCGCTACTCGCTTGCCTACCCGCCGGCCCGCGGGTCTACTTCCTCAAAGGGGGATATGAG 

ACTTTCTACTCGGAATATCCTGAGTGTTGCGTGGATGTAAAACCCATTTCACAAGAGAAGATTGAGAGTGAGAGA 

GCCCTCATCAGCCAGTGTGGAAAACCAGTGGTAAATGTCAGCTACAGGCCAGCTTATGACCAGGGTGGCCCAGTT 

GAAATCCTTCCCTTCCTCTACCTTGGAAGTGCCTACCATGCATCCAAGTGCGAGTTCCTCGCCAACTTGCACATC 

ACAGCCCXGCTGAATGTCTCCCGACGGACCTCCGAGGCCTGCATGACCCACCXACACTACAAATGGATCCCTGTG 

GAAGACAGCCACACGGCTGACATTAGCTCCCACTTTCAAGAAGCAATAGACTTCATTGACTGTGTCAGGGAAAAG 

GGAGGCAAGGTCCTGGTCCACTGTGAGGCTGGGATCTCCCGTTCACCCACCATCTGCATGGCTTACCTTATGAAG 

ACCAAGCAGTTCCGCCrGAAGGAGGCCTTCGATTACATCAAGCAGAGGAGGAGCATGGTCTCGCCCAACTTTGGC 

TTCATGGGCCAGCTCCTGCAGTACGAATCTGAGATCCTGCCCTCCACGCCCAACCCCCAGCCTCCCTCCTGCCAA 

GGGGAGGCAGCAGGCTCrTCACTGATAGGCCATTTGCAGACACTGAGCCCTGACATGCAGGGTGCCTACTGCACA 

TTCCCTGCCTCGGXGCTGGCACCGGTGCCTACCCACTCAACAGTCTCAGAGCTCAGCAGAAGCCCTGTGGCAACG 

GCCACATCCTGCTAAAACTGGGATGGAGGAATCGGCCCAGCCCCAAGAGCAACTGTGATTTTTGTTTTTAAGACT 

CATGGACATTTCATACCTGTGCAATACTGAAGACCTCATTCTGTCATGCTGCCCCAGTGAGATAGTGAGTGGTCA 

CCAGGCTTGCAAATGAACTTCAGACGGACCTCAGGGTAGGTTCTCGGGACTGAAGGAAGGCCAAGCCATTACGGG 

AGCACAGCATGTGCTGACTACTGTACTTCCAGACCCCTGCCCTCTTGGGACTGCCCAGTCCTTGCACCTCAGAGT 

TCGCCTTTTCATTTCAAGCATAAGCCAATAAATACCTGCAGCAACGTGGGAGAAAGAAGTTGCTGGACCAGGAGA 

AAAGGCAGTTATGAAGCCAATTCATTTTGAAGGAAGCACAATTTCCACCTTATTTTTTGAACTTTGGCAGTTTCA 

ATGTCTGTCTCTGTTGCTTCGGGGCATAAGCTGATCACCGTCTAGTTGGGAAAGTCACCCTACAGGGTTTGTAGG 

GACATGATCAGCATCCTGATTTGAACCCTGAAATGTTGTGTAGACACCCTCTTGGGTCCAATGAGGTAGTTGGTT 

GAAGTAGCAAGATGTTGGCTTTTCTGGATTTTTTTTGCCATGGGTTCTTCACTGACCTTGGACTTTGGCATGATT 

CTTAGTCATACTTGAACTTGTCTCATTCCACCTCTTCTCAGAGCAACTCTTCCTTTGGGAAAAGAGTXCTTCAGA 

XCAXAGACCAAAAAAGTCAXACCXXCGAGGXGGXAGCAGXAGATXCCAGGAGGAGAAGGGXACXTGCXAGGXATC 

CXGGGXCAGXGGCGGXGCAAACXGGXXXCCXCAGCTGCCTGXCCTXCXGXGXGCXXAXGTCXCXXGXGACAAXXG 

TXTXCCXCCCTGCCCCXGGAGGXTGTCXXCAACTGXGGACTXCXGGGAXXXGCAGAXXTXGCAACGXGGXACXAC 

XXTTXXXXCXXTXXGXCXGXXAGXXAXXXCXCCAGGGGAAAAGGCAATAAXTTXCXAAGACCCGXGTGAAXGTGA 

AGAAAAGCAGXAXGXXACXGGXXGXXGXXGXTGXXCXXGXXXXXXAXATGXAAAAXAAAAATAGXGAAAGGAG 
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lqeggggvaXvvvldqgsrhwqklreesaarvvltsllaclpagprvyflkggyetfyseypeccvdvkpisqek 
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FIGURE 654 

GGCACGAGGAAGCTACTCAGATAAGAGGCTCCAAGAGGACATTTTTGGATGTGAAAAACAATGAGAAGGAGGACA 
ACACACATTTACAATCGTCTTAATTTTGTACTCAGAAAAAGGATGTGAAGACAATGCACAGGGAATACAATAGTT 
TCAGATCTGTGTACAGTTTCCTTTTGCTTCATCTCCTGCAACAATGTAATGAAGACACCATGATATCATTAACAT 
TTCACACAAAAGGAAAATGAGGCTGAAATGGTGTGGGCAAGGCCCAGGAATCTGGAGCATCCCTAACCAAGCAGC 
AGAGCACCTGGGATAGAGAAAGTGCTCAAGAATGTTCACTTACTGATTACTACAATCAAAAAAAGATACGACACT 
AATTTACCACATTCTTCTTACTTATTTTATGAGATACTATTCTTCCAAGGTGGAGAAAGTGGAGAAAGTAGAGTG 
ACGCAGCTAAGGGAGTAAATCGACCCTCAGCCAACAAGTGGCAAAAGCCTGAAGAAAGTGATCAAGATCACTGAT 
GACCCCGCGGCCCATCTCCAAGGGGGCGGGTATCACAACCCCGACGCCACACCACGTATCATTCCGCAAAACTCC 
CGCGCCTCCCACGCAGAACTGGCAAGAGGGAAGGCGAGACAGCAGTGAACAGCTGGTACGCAGCACCCACAGCAC 
CGCGGCAGCAGCTAGTGCCGACTCCCGCCTAGCTCTTTTGACTCTGTTCGCGGGAAGAATGGGGAAACAGTAAGG 
TTGCGGCGCCTCCCGCGAGACGAGGTACCTGAGGCTGGCCCCGCAGTCCCCCGCCGCACCAGCACCGGAGCTTCA 
CACCCCACTTCCGGGGTCAAGTCACCGCCGGGAATCCTGTGATCGCAGAAAGGTAGTCTCAGGTTCCGCCCCTAT 
CCAAGTCCCGCCTCCACTGCCTCTCGCCCTGTATCTGTCAACTTCCGGGACGCCGCGCGTCACTAAGCAGCCAAT 
CTCCACTTCCGGACTCATCCAGCCCCTTCTCCACCCCTTTCAGAGACAGCGCGATTGCGATTTAGGTTTCCGCGC 
ATTTAATTGGCGAAGCTGGAGCGCTAGTCTTCGCTGATTGGTGCCGAGAAATCTGCCCCATAGACACCCGCGGGG 
CGCACAGTTTCAGTCGTCCGTGGGTTTCCCGCCAGCCGCAGTCTTGGACCATAATC ATGG TGGACATGATGGACT 
TGCCCAGGTCGCGCATCAACGCCGGCATGCTAGCTCAATTCATCGACAAGCCTGTCTGCTTCGTAGGGAGGCTGG 
AAAAGATTCATCCCACCGGAAAAATGTTTATTCTTTCAGATGGAGAAGGAAAAAATGGAACCATCGAGTTGATGG 
AACCCCTTGATGAAGAAATCTCTGGAATTGTGGAAGTGGTTGGAAGAGTAACCGCCAAGGCCACCATCTTGTGTA 
CATCTTATGTCCAGTTTAAAGAAGATAGCCATCCTTTTGATCTTGGACTTTACAATGAAGCTGTGAAAATTATCC 
ATGACTTCCCTCAGTTTTATCCTTTAGGGATTGTGCAACATGATTGATCTTGATGGATTTTCATACGATTGTAAA 
TGAGCTATATTAAAGTCTATTAAAGGAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 656 

AGCCGCCGCCTCGCCGCTTCCCCTCGTCGGAGCGGCCGCTCGTCCGCCCGGCTTGAGGCCCGCGGGGAGCGCGGC 
GCAATTCGTCGGCCCGCGGGGGGGCGGCCTCCCGGCATCTTCGCGGCGACCAAGGACTACCAGGAAGGGGAGCGG 
CTGGGATGGCGCGTCCGCGGCCCCGCGAGTACAAAGCGGGCGACCTGGTCTTCGCCAAGATGAAGGGCTACCCGC 
ACTGGCCGGCCCGGATTGATGAACTCCCAGAGGGCGCTGTGAAGCCTCCAGCAAACAAGTATCCTATCTTCTTTT 
TTGGCACCCATGAAACTGCATTTCTAGGTCCCAAAGACCTTTTTCCATATAAGGAGTACAAAGACAAGTTTGGAA 
AGTCAAACAAACGGAAAGGATTTAACGAAGGATTGTGGGAAATAGAAAATAACCCAGGAGTAAAGTTTACTGGCT 
ACCAGGCAATTCAGCAACAGAGCTCTTCAGAAACTGAGGGAGAAGGTGGAAATACTGCAGATGCAAGCAGTGAGG 
AAGAAGGTGATAGAGTAGAAGAAGATGGAAAAGGCAAAAGAAAGAATGAAAAAGCAGGCTCAAAACGGAAAAAGT 
CATATACTTCAAAGAAATCCTCTAAACAGTCCCGGAAATCTCCAGGAGATGAAGATGACAAAGACTGCAAAGAAG 
AGGAAAACAAAAGCAGCTCTGAGGGTGGAGATGCGGGCAACGACACAAGAAACACAACTTCAGACTTGCAGAAAA 
CCAGTGAAGGGACCTAACTACCATAATGAATGCTGCATATTAAGAGAAACCACAAGAAGGTTATATGTTTGGTTG 
TCTAATATTCTTGGATTTGATATGAACCAACACATAGTCCTTGTTGTCATTGACAGAACCCCAGTTTGTATGTAC 
ATTATTCATATTCCTCTCTGTTGTGTTTCGGGGGGAAAAGACATTTTAGCCTTTTTTAAAAGTTACTGATTTAAT 
TTCATGTTATTTGGTTGCATGAAGTTGCCCTTAACCACTAAGGATTATCAAGATTTTTGCGCAGACTTATACATG 
TCXAGGATCCTTTTATCAAGGCAGTTATGATCATCGTTTTCCTGCCTTGACCCCACCATCATCAAACACTCAGTT 
AAATATAAATTAACATTTTTTAGATGACCACTCAACATAATGCTTAAGAATGGAATTTCCTCTCTGTGACAGAAC 
CCAGGAATTAATTCCTAAATACATAACGTTGGTATATTGAAGACGAAATTAAAATTGTCCTTCAGTTTTGAGGCC 
ATGTGTAAAGTTTAACCATATTGTAAAATATCTATTCCGTATTAGAAATAGCTAGTTGACAGCTTATACTTCTCA 
AAATTCATATTGTTATGTACACAAACTAAGTTTCTATATGTGAAGTTAGTGAGTCTTTTTGTGTTACTCCAAAAT 
AAAGGCAATGATTTATTTTTTTCCCAGTGCCAATACAATTTTGAGCTAAGCACTCAAGGTGGATACTTTACATTT 
TAAAGCTGGAATCAGCAACAGCCCTATGGGAAACCAGACAAAGCATTGACTTTTAAATGTAGACTTTTAAAATAA 
ACTGTTTTCTTTTGGAACTACAATTAGAATAGTTAATATTCATCCTTAAACCATTATTATGTGTACATTATTGTT 
GCTATTGTGATAATAGAGAATTTTATTTATTTTTATGCCAGCTTATATTGTGAGAACACATTTAGTCAGTTTGGG 
TTTTATCAATCCTGTTAATGCTTGTCCTTGGAACATCTTTCGCGTATTCACGGTTTGTAGTTGAAAAGTTTACTG 
TAAAAAAATCAAAAACAAAAAAATGTATTGTTTTTACAGAATAAATTTATTGGGATGTGTACTGGGAGTAAGATT 
TGAGGTTGTAAGCAAACTAAGTTAGTGTAATTTGGCTTCATATATGTAACGTGAGGTATTAATGTAATTCATATA 
TTAAAGCAAAAATTGTTCGCAGC 
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FIGURE 658 

AGCCGCCGCCTCGCCGCTTCCCCTCGTCGGAGCGGCCGCTCGTCCGCCCGGCTTGAGGCCCGCGGGGAGCGCGGC 
GCAATTCGTCGGCCCGCGGGGGGGCGGCCTCCCGGCATCTTCGCGGCGACCAAGGACTACCAGGAAGGGGAGCGG 
CTGGGATGGCGCGTCCGCGGCCCCGCGAGTACAAAGCGGGCGACCTGGTCTTCGCCAAGATGAAGGGCTACCCGC 
ACTGGCCGGCCCGGATTGATGAACTCCCAGAGGGCGCTGTGAAGCCTCCAGCAAACAAGTATCCTATCTTCTTTT 
TTGGCACCCATGAAACTGCATTTCTAGGTCCCAAAGACCTTTTTCCATATAAGGAGTACAAAGACAAGTTTGGAA 
AGTCAAACAAACGGAAAGGATTTAACGAAGGATTGTGGGAAATAGAAAATAACCCAGGAGTAAAGTTTACTGGCT 
ACCAGGCAATTCAGCAACAGAGCTCTTCAGAAACTGAGGGAGAAGGTGGAAATACTGCAGATGCAAGCAGTGAGG 
AAGAAGGTGATAGAGTAGAAGAAGATGGAAAAGGCAAAAGAAAGAATGAAAAAGCAGGCTCAAAACGGAAAAAGT 
CATATACTTCAAAGAAATCCTCTAAACAGTCCCGGAAATCTCCAGGAGATGAAGAXGACAAAGACTGCAAAGAAG 
AGGAAAACAAAAGCAGCTCTGAGGGTGGAGATGCGGGCAACGACACAAGAAACACAACTTCAGACTTGCAGAAAA 
CCAGTGAAGGGACCTAACTACCATAATGAATGCTGCATATTAAGAGAAACCACAAGAAGGTTATATGTTTGGTTG 
TCTAATATTCTTGGATTTGATATGAACCAACACATAGTCCTTGTTGTCATTGACAGAACCCCAGTTTGTATGTAC 
ATTATTCATATTCCTCTCTGTTGTGTrTCGGGGGGAAAAGACATTTTAGCCTTTTTTAAAAGTTACTGATTTAAT 
TTCATGTTATTTGGTTGCATGAAGTTGCCCTTAACCACTAAGGATTATCAAGATTTTTGCGCAGACTTATACATG 
TCTAGGATCCTTTTATCAAGGCAGTTATGATCATCGTTTTCCTGCCTTGACCCCACCATCATCAAACACTCAGTT 
AAATATAAATTAACATTTTTTAGATGACCACTCAACATAATGCTTAAGAATGGAATTTCCTCTCTGTGACAGAAC 
CCAGGAATTAATTCCTAAATACATAACGTTGGTATATTGAAGACGAAATTAAAATTGTCCTTCAGTTTTGAGGCC 
ATGTGTAAAGTTTAACCATATTGTAAAATATCTATTCCGTATTAGAAATAGCTAGTTGACAGCTTATACTTCTCA 
AAATTCATATTGTTATGTACACAAACTAAGTTTCTATATGTGAAGTTAGTGAGTCTTTTTGTGTTACTCCAAAAT 
AAAGGCAATGATTTATTTTTTTCCCAGTGCCAATACAATTTTGAGCTAAGCACTCAAGGTGGATACTTTACATTT 
TAAAGCTGGAATCAGCAACAGCCCTATGGGAAACCAGACAAAGCATTGACTTTTAAATGTAGACTTTTAAAATAA 
ACTGTTTTCTTTTGGAACTACAATTAGAATAGTTAATATTCATCCTTAAACCATTATTATGTGTACATTATTGTT 
GCTATTGTGATAATAGAGAATTTTATTTATTTTTATGCCAGCTTATATTGTGAGAACACATTTAGTCAGTTTGGG 
TTTTATCAATCCTGTTAATGCTTGTCCTTGGAACATCTTTCGCGTATTCACGGXTTGTAGTTGAAAAGTTTACTG 
TAAAAAAATCAAAAACAAAAAAATGTATTGTTTTTACAGAATAAATTTATTGGGATGTGTACTGGGAGTAAGATT 
TGAGGTTGTAAGCAAACTAAGTTAGTGTAATTTGGCTTCATATATGTAACGTGAGGTATTAATGTAATTCATATA 
TTAAAGCAAAAATTGTTCGCAGC 



WO 2004/043361 



PCT/US2003/035268 



730/1629 

FIGURE 659 

MARPRPREYKAGDLVFAKMKGYPHWPARIDELPEGAVKPPANKYPIFFFGTHETAFLGPKDLFPYKEYKDKFGKS 
NKRKGFNEGLWEIENNPGVKFTGYQAIQQQSSSETEGEGGNTADASSEEEGDRVEEDGKGKRKNEKAGSKRKKSY 
TSKKSSKQSRKSPGDEDDKDCKEEENKSSSEGGDAGNDTRNTTSDLQKTSEGT 
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FIGURE 660 A 

CCGTTCACGCGTTCGGTCCTCCTTGGCTGACTCACCGCCCTCGCCGCCGCACCATGGACGCCCCCAGGCAGGTGG 

TCAACTTTGGGCCTGGTCCCGCCAAGCTGCCGCACTCAGTGTTGTTAGAGATACAAAAGGAATTATTAGACTACA 

AAGGAGTTGGCATTAGTGTTCTTGAAATGAGTCACAGGTCATCAGATTTTGCCAAGATTATTAACAATACAGAGA 

ATCTTGTGCGGGAATTGCTAGCTGTTCCAGACAACTATAAGGTGATTTTTCTGCAAGGAGGTGGGTGCGGCCAGT 

TCAGTGCTGTCCCCTTAAACCTCATTGGCTTGAAAGCAGGAAGGTGTGCTGACTATGTGGTGACAGGAGCTTGGT 

CAGCTAAGGCCGCAGAAGAAGCCAAGAAGTTTGGGACTATAAATATCGTTCACCCTAAACTTGGGAGTTATACAA 

AAATTCCAGATCCAAGCACCTGGAACCTCAACCCAGATGCCTCCTACGTGTATTATTGCGCAAATGAGACGGTGC 

ATGGTGTGGAGTTTGACTTXATACCCGATGTCAAGGGAGCAGTACTGGTTTGTGACATGTCCTCAAACTTCCTGT 

CCAAGCCAGTGGATGTTTCCAAGTTTGGTGTGATTTTTGCTGGTGCCCAGAAGAATGTTGGCTCTGCTGGGGTCA 

CCGTGGTGATTGTCCGTGATGACCTGCTGGGGTTTGCCCTCCGAGAGTGCCCCTCGGTCCTGGAATACAAGGTGC 

AGGCTGGAAACAGCTCCTTGTACAACACGCCTCCATGTTTCAGCATCTACGTCATGGGCTTGGTTCTGGAGTGGA 

TTAAAAACAATGGAGGTGCCGCGGCCATGGAGAAGCTTAGCTCCATCAAATCTCAAACAATTTATGAGATTATTG 

ATAATTCTCAAGGATTCTACGTTTGTCCAGTGGAGCCCCAAAATAGAAGCAAGATGAATATTCCATTCCGCATTG 

GCAATGCCAAAGGAGATGATGCTTTAGAAAAAAGATTTCTTGATAAAGCTCTTGAACTCAATATGTTGTCCTTGA 

AAGGGCATAGGTCTGTGGGAGGCATCCGGGCCTCTCTGTATAATGCTGTCACAATTGAAGACGTTCAGAAGCTGG 

CCGCCTTCATGAAAAAATTTTTGGAGATGCATCAGCTATGAACACATCCTAACCAGGATATACTCTGTTCTTGAA 

CAACATACAAAGTTTAAAGTAACTTGGGGATGGCTACAAAAAGTTAACACAGTATTTTTCTCAAATGAACATGTT 

TATTGCAGATTCTTCTTTTTTGAAAGAACAACAGCAAAACATCCACAACTCTGTAAAGCTGGTGGGACCTAATGT 

CACCTTAATTCTGACTTGAACTGGAAGCATTTTAAGAAATCTTGTTGCTTTTCTAACAAATTCCCGCGTATTTTG 

CCTTTGCTGCTACTTTTTCTAGTTAGATTTCAAACTTGCCTGTGGACTTAATAATGCAAGTTGCGATTAATTATT 

TCTGGAGTCATGGGAACACACAGCACAGAGGGTAGGGGGGCCCTCTAGGTGCTGAATCTACACATCTGTGGGGTC 

TCCTGGGTTCAGTGGCTGTTGATTCAAGGTCAACATTGACCATTGGAGGAGTGGTTTAAGAGTGCCAGGCGAAGG 

GCAAACTGTAGATCGATCTTTATGCTGTTATTACAGGAGAAGTGACATACTTTATATATGTTTATATTAGCAAGG 

TCTGTTTTTAATACCATATACTTTATATTTCTATACATTTATATTTCTAATAATACAGTTATCACTGATATATGT 

AGACACTTTTAGAATTTATTAAATCCTTGACCTTGTGCATTATAGCATTCCATTAGCAAGAGTTGTACCCCCTCC 

CCAGTCTTCGCCTTCCTCTTTTTAAGCTGTTTTATGAAAAAGACCTAGAAGTTCTTGATTCATTTTTACCATTCT 

TTCCATAGGTAGAAGAGAAAGTTGATTGGTTGGTTGTTTTTCAATTATGCCATTAAACTAAACATTTCTGTTAAA 

TTACCCTATCCTTTGTTCTCTACTGTTTTCTTTGTAATGTATGACTACGAGAGTGATACTTTGCTGAAAAGTCTT 

TCCCCTATTGTTTATCTATTGTCAGTATTTTATGTTGAATATGTAAAGAACATTAAAGTCCTAAACACGGTTCTA 

AGCTAAGXGAAGGGGAAGATCTGAGAGCGTGCTGTTTGTGGCTGTTGATGCATATTCGTGATGTAACAGGTCCTG 

GGGCCTCACTTTACCCCATTTGTAAAATGGGGCTAATGTCACCTGCCTCTTACCTACCTCAGAGGGATTTGGTGA 

AGCAAACTGTTAATCTTCGAAAACGACCATTTCACTTCTTGGATATCAAGTGCTAACCCAGTATGTTCTTCTTTT 

TTATGTAAGGGACAGCTTTCTCCACAGAGTCCTTTCTGCTGGTGAGGACAGCATTTCTGAGCAGGGCTTTGTTCT 

CTATGTGCATTAGGACTTTTATCATGCCCTTGTTCTGTGTGTAGTTACTTGACAGCATCAAATGCCGCCTCTTCC 

TAATGTCCTTCAAGTTTTCATGAACTAGCAACCCCACCTTCCACCATGGTTCTGGGCGCCTGATTTTGCTGTGAC 

TCCCAGACCCAGCCACTGTTTCTGCCACCCTGTAACAGGCCATTAAAGCTCCCCAGTGTTCAGCCTCCTTCACTC 

CCTTGTTTTCCCTGTTGCTATGTGTCACCTGGGCCCTACAGACAGGGGCACACGCTTATGGATGTGTGTACCATT 

GAGATGAGAATGGGTAGATGGAACGGAGACCATCAAGCCACACCCCCTTCTTAAAACTGGGGACATGAGCCTGAG 

CAGAAAGGGTGAAGAAGAGCCATGGGACACAGAGTTGACCCAGCCAGGGGGAAAGCCCAGCTCTCTTTAAACCAG 

CTAAGCCATTCCAGTCTCCTGTGAAGCCAAAAGGGACCAGGAACCGTGCAAAGGAAACTGGAAACTTTTCCCCGC 

TGGGTAGAGCATGTTGCTGATACTCTTCTGTTTTCAAGGGAAACAATCACATTGTTTGATTCCAAATGGTAAATG 

AACACTCACTATTCTTCAGGCTTCAGTAAATCTTTTTTTCTTCCTTCATATATATATACACAACACACACACACA 

TATGTATATCTATACACACATGTGTGTTGTGTATATGCATGTGTGTGTGTGCGTGTGTGTATAGTTTTAGCTCCA 

AGCCAAGCAAGTTTGTGTTTGGATAGAGGGGAACTTAACTATTAACTACAAGTTGTATGTCTGTGGTATCTTGAT 

TTTCCCATTTCTAAAGATGAATTTCACAAAGCCATAAAGCGTGAAATTAGAGCTGGACTTAAGACTCATTGGCCG 

ACCATCCTGTGTCCTGGCCTGGCCCTGCAGTAAGAAGCGTGTCTGGGTCTGGAGAAGGGTGCTTCCGAGAGTGTG 

CAGGTGGCCCTTCCCCTTGGAGGCGAGAAGAGAGAATGTGCTGTCTATCTTCCTGGTTTTCAGTCCACAGAGTCG 

GTAGACCAGGGGTTACGTGACTGGGGAAAATCTCACATCTCCTTGTCTGAAAACATTTCCCCTGCTGTTCTCTTT 
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FIGURE 660B 

CTAACATGTTGTGGTAAATCTGTTCAGATACTGCTCATCTGACTGTTTTGTACATGTGACAATTGCCTTAAAACC 
TAGCACAGTCCTCAGAAATGAATACCGTGTTTCCACTGGAAAAAAAAAAAAAAAAAAAAAAAAAAA 



WO 2004/043361 



PCT7US2003/035268 



733/1629 

FIGURE 661 

MDAPRQWNFGPGPAKLP HSVLLE I QKELLD YKGVGI SVLEMSHRSS DF AKI INNTENLVRELLAVPDNYKVIFL 
QGGGCGQFSAVPLNLIGLKAGRCADYWTGAWSAKAAEEAKKFGTINIVHPKLGSYTKIPDPSTWNLNPDASYVY 
YCANETVHGVEFDFIPDVKGAVLVCDMSSNFLSKPVDVSKFGVIFAGAQKNVGSAGVTWIVRDDLLGFALRECP 
SVLEYKVQAGNSSLYNTPPCFSIYVMGLVLEWIKNNGGAAAMEKLSSIKSQTIYEIIDNSQGFYVCPVEPQNRSK 
MNIPFRIGNAKGDDALEKRFLDKALELNMLSLKGHRSVGGIRASLYNAVTIEDVQKLAAFMKKFLEMHQL 
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FIGURE 662 

ACTTTCCTGCCCCTTCCCCGGCCAAGCCCAACTCCGGATCTCGCTCTCCACCGGATCTCACCCGCCACACCCGGA 

CAGGCGGCTGGAGGAGGCGGGCGTCTAAAATTCTGGGAAGCAGAACCTGGCCGGAGCCACTAGACAGAGCCGGGC 

CTAGCCCAGAGACATGGAGAGTTGCTACAACCCAGGTCTGGATGGTATTATTGAATATGATGATTTCAAATTGAA 

CTCCTCCATTGTGGAACCCAAGGAGCCAGCCCCAGAAACAGCTGATGGCCCCTACCTGGTGATCGTGGAACAGCC 

TAAGCAGAGAGGCTTCCGATTTCGATATGGCTGTGAAGGCCCCTCCCATGGAGGACTGCCCGGTGCCTCCAGTGA 

GAAGGGCCGAAAGACCTATCCCACTGTCAAGATCTGTAACTACGAGGGACCAGCCAAGATCGAGGTGGACCTGGT 

AACACACAGTGACCCACCTCGTGCTCATGCCCACAGTCTGGTGGGCAAGCAATGCTCGGAGCTGGGGATCTGCGC 

CGTTTCTGTGGGGCCCAAGGACATGACTGCCCAATTTAACAACCTGGGTGTCCTGCATGTGACTAAGAAGAACAT 

GATGGGGACTATGATACAAAAACTTCAGAGGCAGCGGCTCCGCTCTAGGCCCCAGGGCCTTACGGAGGCCGAGCA 

GCGGGAGCTGGAGC7VAGAGGCCAAAGAACTGAAGAAGGTGATGGATCTGAGTATAGTGCGGCTGCGCTTCTCTGC 

CTTCCTTAGAGCCAGTGATGGCTCCTTCTCCCTGCCCCTGAAGCCAGTCACCTCCCAGCCCATCCATGATAGCAA 

ATCTCCGGGGGCATCAAACCTGAAGATTTCTCGAATGGACAAGACAGCAGGCTCTGTGCGGGGTGGAGATGAAGT 

TTATCTGCTTTGTGACAAGGTGCAGAAAGATGACATTGAGGTTCGGTTCTATGAGGATGATGAGAATGGATGGCA 

GGCCTTTGGGGACTTCTCTCCCACAGATGTGCATAAACAGTATGCCATTGTGTTCCGGACACCCCCCTATCACAA 

GATGAAGATTGAGCGGCCTGTAACAGTGTTTCTGCAACTGAAACGCAAGCGAGGAGGGGACGTGTCTGATTCCAA 

ACAGTTCACCTATTACCCTCTGGTGGAAGACAAGGAAGAGGTGCAGCGGAAGCGGAGGAAGGCCTTGCCCACCTT 

CTCCCAGCCCTTCGGGGGTGGCTCCCACATGGGTGGAGGCTCTGGGGGTGCAGCCGGGGGCTACGGAGGAGCTGG 

AGGAGGTGGCAGCCTCGGTTTCTTCCCCTCCTCCCTGGCCTACAGCCCCTACCAGTCCGGCGCGGGCCCCATGCG 

GTGCTACCCGGGAGGCGGGGGCGGGGCGCAGATGGCCGCCACGGTGCCCAGCAGGGACTCCGGGGAGGAAGCCGC 

GGAGCCGAGCGCCCCCTCCAGGACCCCCCAGTGCGAGCCGCAGGCCCCGGAGATGCTGCAGCGAGCTCGAGAGTA 

CAACGCGCGCCTGTTCGGCCTGGCGCACGCAGCCCCGAGCCCTACTCGACTACTGCGTCACCGCGGACGCCGCGC 

GCTGCTGGCGGGACAGCGCCACCTGCTGACGGCGCAGGACGAGAACGGAGACACACCACTGCACCTAGCCATCAT 

CCACGGGCAGACCAGTGTCATTGAGCAGATAGTCTATGTCATCCACCACGCCCAGGACCTCGGCGTTGTCAACCT 

CACCAACCACCTGCACCAGACGCCCCTGCACCTGGCGGTGATCACGGGGCAGACGAGTGTGGTGAGCTTTCTGCT 

GCGGGTAGGTGCAGACCCAGCTCTGCTGGATCGGCATGGAGACTCAGCCATGCATCTGGCGCTGCGGGCAGGCGC 

TGGTGCTCCTGAGCTGCTGCGTGCACTGCTTCAGAGTGGAGCTCCTGCTGTGCCCCAGCTGTTGCATATGCCTGA 

CTTTGAGGGACTGTATCCAGTACACCTGGCGGTCCGAGCCCGAAGCCCTGAGTGCCTGGATCTGCTGGTGGACAG 

TGGGGCTGAAGTGGAGGCCACAGAGCGGCAGGGGGGACGAACAGCCTTGCATCTAGCCACAGAGATGGAGGAGCT 

GGGGTTGGTCACCCATCTGGTCACCAAGCTCCGGGCCAACGTGAACGCTCGCACCTTTGCGGGAAACACACCCCT 

GCACCTGGCAGCTGGACTGGGGTACCCGACCCTCACCCGCCTCCTTCTGAAGGCTGGTGCTGACATCCATGCTGA 

AAACGAGGAGCCCCTGTGCCCACTGCCTTCACCCCCTACCTCTGATAGCGACTCGGACTCTGAAGGGCCTGAGAA 

GGACACCCGAAGCAGCTTCCGGGGCCACACGCCTCTTGACCTCACTTGCAGCACCTTGGTGAAGACCTTGCTGCT 

AAATGCTGCTCAGAACACCATGGAGCCACCCCTGACCCCGCCCAGCCCAGCAGGGCCGGGACTGTCACTTGGTGA 

TACAGCTCTGCAGAACCTGGAGCAGCTGCTAGACGGGCCAGAAGCCCAGGGCAGCTGGGCAGAGCTGGCAGAGCG 

TCTGGGGCTGCGCAGCCTGGTAGACACGTACCGACAGACAACCTCACCCAGTGGCAGCCTCCTGCGCAGCTACGA 

GCTGGCTGGCGGGGACCTGGCAGGTCTACTGGAGGCCCTGTCTGACATGGGCCTAGAGGAGGGAGTGAGGCTGCT 

GAGGGGTCCAGAAACCCGAGACAAGCTGCCCAGCACAGAGGTGAAGGAAGACAGTGCGTACGGGAGCCAGTCAGT 

GGAGCAGGAGGCAGAGAAGCTGGGCCCACCCCCTGAGCCACCAGGAGGGCTCTCGCACGGGCACCCCCAGCCTCA 

GGTGACTGACCTGCrGCCTGCCCCCAGCCCCCTTCCCGGACCCCCTGTACAGCGTCCCCACCTATTTCAAATCTT 

ATTTAACACCCCACACCCACCCCTCAGTTGGGACAAATAAAGGATTCTCATGGGAAGGGGAGGACCCCGAATTCC 
T 
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MESCYNPGLDGIIEYDDFKLNSSIVEPKEPAPETADGPYLVIVEQPKQRGFRFRYGCEGPSHGGLPGASSEKGRK 
TYPTVKICNYEGPAKIEVDLVXHSDPPRAHAHSLVGKQCSELGICAVSVGPKDMTAQFlSnSILGVLHVTKKNMMGTM 
IQKLQRQRLRSRPQGLTEAEQRELEQEAKELKKVMDLSIVRLRFSAFLRASDGSFSLPLKPVTSQPIHDSKSPGA 
SNLKISRMDKTAGSVRGGDEVYLLCDKVQKDDIEVRFYEDDENGWQAFGDFSPTDVHKQYAIVFRTPPYHKMKIE 
RPVTVFLQLKRKRGGDVSDSKQFTYYPLVEDKEEVQRKRRKALPTFSQPFGGGSHMGGGSGGAAGGYGGAGGGGS 
LGFFPSSLAYSPYQSGAGPMRCYPGGGGGAQMAATVPSRDSGEEAAEPSAPSRTPQCEPQAPEMLQRAREYNARL 
FGLAHAAPSPTRLLRHRGRRALLAGQRHLLTAQDENGDTPLHLAIIHGQTSVIEQIVYVIHHAQDIiGWNLTNHL 
HQTPLHLAVITGQTSWSFLLRVGADPALLDRHGDSAMHLALRAGAGAPELLRALLQSGAPAVPQLLHMPDFEGL 
YPVHLAVRARSPECLDLLVDSGAEVEATERQGGRTALHLATEMEELGLVTHLVTKLRANVNARTFAGNTPLHLAA 
GLGYPTLTRLLLKAGADIHAENEEPLCPLPSPPTSDSDSDSEGPEKDTRSSFRGHTPLDLTCSTLVKTLLLNAAQ 
NTMEPPLTPPSPAGPGLSLGDTALQNLEQLLDGPEAQGSWAELAERLGLRSLVDTYRQTTSPSGSLLRSYELAGG 
DLAGLLEALSDMGLEEGVRLLRGPETRDKLPSTEVKEDSAYGSQSVEQEAEKLGPPPEPPGGLSHGHPQPQVTDL 
LPAPSPLPGPPVQRPHLFQILFNTPHPPLSWDK 
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FIGURE 664 

TTCTAGTTTGCGGTTCAGGTTTGCCGCTGCCGGCCAGCGTCCTCTGGCC ATGG ACACCCCGGAAAATGTCCTTCA 
GATGCTTGAAGCCCACATGCAGAGCTACAAGGGCAATGACCCTCTTGGTGAATGGGAAAGATACATACAGTGGGT 
AGAAGAGAATTTTCCTGAGAATAAAGAATACTTGATAACTTTACTAGAACATTTAATGAAGGAATTTTTAGATAA 
GAAGAAAXACCACAAXGACCCAAGAXXCAXCAGXXAXXGXXXAAAAXXXGCXGAGXACAACAGXGACCXCCAXCA 
ATTTTTTGAGTTTCTGTACAACCATGGGATTGGAACCCTGTCATCCCCTCTGTACATTGCCTGGGCGGGGCATCT 
GGAAGCCCAAGGAGAGCTGCAGCATGCCAGTGCTGTCCXTCAGAGAGGAATTCAAAACCAGGCTGAACCCAGAGA 
GTTCCTGCAACAACAATACAGGTTATTTCAGACACGCCTCACTGAAACCCATTTGCCAGCTCAAGCTAGAACCTC 
AGAACCTCTGCATAATGTTCAGGTTTTAAATCAAATGATAACATCAAAATCAAATCCAGGAAATAACATGGCCTG 
CATTTCTAAGAATCAGGGTTCAGAGCTTTCTGGAGTGATATCTTCAGCTTGTGATAAAGAGTCAAATATGGAACG 
AAGAGXGATCACGATTTCTAAATCAGAATATTCTGTGCACTCATCTTTGGCATCCAAAGTTGATGTTGAGCAGGT 
XGXXAXGXAXXGCAAGGAGAAGCXXAXXCGXGGGGAAXCAGAAXXXTCCXTXGAAGAAXTGAGAGCCCAGAAATA 
CAATCAACGGAGAAAGCATGAGCAATGGGTAAATGAAGACAGACATTATATGAAAAGGAAAGAAGCAT^ATGCTTT 
TGAAGAACAGCTATTAAAACAGAAAATGGATGAACTTCATAAGAAGTTGCATCAGGTGGTGGAGACATCCCATGA 
GGATCTGCCCGCTTCCCAGGAAAGGTCCGAGGTTAATCCAGCACGTATGGGGCCAAGTGTAGGCTCCCAGCAGGA 
ACTGAGAGCGCCATGTCTTCCAGTAACCTAXCAGCAGACACCAGTGAACATGGAAAAGAACCCAAGAGAGGCACC 
TCCTGTTGTTCCTCCTTTGGCAAATGCTATTTCTGCAGCTTTGGTGTCCCCAGCCACCAGCCAGAGCATTGCTCC 
TCCTGTTCCTTTGAAAGCCCAGACAGTAACAGACTCCATGTTTGCAGTGGCCAGCAAAGATGCTGGATGTGTGAA 
TAAGAGTACTCATGAATTCAAGCCACAGAGTGGAGCAGAGATCAAAGAAGGGTGTGAAACACATAAGGTTGCCAA 
CACAAGTTCTTTTCACACAACTCCAAACACATCACTGGGAATGGTTCAGGCAACGCCATCCAAAGTGCAGCCATC 
ACCCACCGTGCACACAAAAGAAGCATTAGGTTTCATCATGAATATGTTTCAGGCTCCTACACTTCCTGATATTTC 
TGATGACAAAGATGAATGGCAATCTCTAGATCAAAATGAAGATGCATTTGAAGCCCAGTTTCAAAAAAATGTAAG 
GTCATCTGGGGCTTGGGGAGTCAATAAGATCATCTCTTCTTTGTCATCTGCTTXTCATGTGTTTGAAGATGGAAA 
CAAAGAAAAXXAXGGAXXACCACAGCCXAAAAAXAAACCCACAGGAGCCAGGACCXXXGGAGAACGCXCXGXCAG 
CAGACXXCCXTCAAAACCAAAGGAGGAAGXGCCXCAXGCXGAAGAGXXXTXGGAXGACXCAACXGXAXGGGGTAX 
XCGCXGCAACAAAACCCXGGCACCCAGXCCXAAGAGCCCAGGAGACXXCACAXCXGCXGCACAACTXGCGXCTAC 
ACCAXXCCACAAGCXTCCAGXGGAGXCAGXGCACAXXXXAGAAGAXAAAGAAAAXGXGGXAGCAAAACAGXGXAC 
CCAGGCGACXTTGGAXXCTXGXGAGGAAAACATGGXGGXGCCXXCAAGGGAXGGAAAAXXCAGXCCAAXXCAAGA 
GAAAAGCCCAAAACAGGCCXTGXCGXCXCACATGXATXCAGCAXCCXXACXXCGXCXGAGCCAGCCXGCXGCAGG 
XGGGGXACXXACCXGXGAGGCAGAGXXGGGCGXXGAGGCXXGCAGACXCACAGACACXGACGCXGCCAXXGCAGA 
AGAXCCACCAGAXGCXATXGCXGGGCXCCAAGCAGAAXGGATGCAGAXGAGTTCACTTGGGACTGTXGAXGCXCC 
AAACXXCAXXGXXGGGAACCCAXGGGAXGAXAAGCXGAXTTTCAAACXTXTAXCTGGGCTXXCXA2\ACCAGXGAG 
XXCCXAXCCAAAXACXXXXGAAXGGCAAXGXAAACXXCCAGCCAXCAAGCCCAAGACTGAAXXXCAAXTGGGTXC 
XAAGCXGGXCXAXGXCCAXCACCXXCXXGGAGAAGGAGCCXXXGCCCAGGTGTACGAAGCXACCCAGGGAGATCX 
GAAXGAXGCXAAAAAXAAACAGAAAXXXGXXTXAAAGGXCCAAAAGCCXGCCAACCCCXGGGAAXXCXACAXTGG 
GACCCAGXXGAXGGAAAGACXAAAGCCAXCXAXGCAGCACAXGXXXAXGAAGTXCXAXXCXGCCCACXTAXXCCA 
GAAXGGCAGXGXAXXAGXAGGAGAGCXCXACAGCXAXGGAACAXXAXXAAAXGCCAXXAACCXCXAXAAAAATAC 
CCCXGAAAAAGXGAXGCCXCAAGGXCXXGXCAXCXCXXXXGCXAXGAGAAXGCXXXACAXGAXXGAGCAAGXGCA 
XGACXGXGAAAXCAXXCAXGGAGACAXXAAACCAGACAAXXXCAXACXXGGAAACGGAXXXXXGGAACAGGAXGA 
XGAAGAXGAXXXAXCXGCXGGCXXGGCACXGAXXGACCXGGGXCAGAGTATAGAXAXGAAACXXXXXCCAAAAGG 
AACXAXAXXCACAGCAAAGXGXGAAACAXCXGGXXXXCAGXGXGXXGAGATGCXCAGCAACAAACCAXGGAACXA 
CCAGAXCGAXXACXXXGGGGXXGCXGCAACAGXAXAXXGCAXGCXCXXXGGCACXXACAXGAAAGXGAAAAAXGA 
AGGAGGAGAGXGXAAGCCXGAAGGXCXXXXXAGAAGGCXXCCXCAXXXGGAXAXGXGGAAXGAAXTXXXXCATGX 
XAXGXXGAAXAXXCCAGAXXGXCAXCAXCXXCCAXCXXXGGAXXXGXXAAGGCAAAAGCXGAAGAAAGXAXXXCA 
ACAACACXAXACXAACAAGAXXAGGGCCCXACGXAAXAGGCTAAXXGXACTGCXCXXAGAAXGXAAGCGXXCACG 
AAAATAAAAXXXGGAXAXAGACAGXCCXXAAAAAXCACACXGXAAAXAXGAAXCXGCXCACXXXAAACCXGXXXX 
XXXTXCAXXXAXXGXXXAXGTAAAXGXXXGXTAAAAAXAAAXCCCAXGGAAXAXTXCCAXGTAAAAAAAAA 
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FIGURE 665 

MDTPENVLQMLEAHMQSYKGNDPLGEWERYIQWVEENFPENKEYLITLLEHLMKEFLDKKKYHNDPRFISYCLKF 
AEYNSDLHQFFEFLYNHGIGTLSSPLYIAWAGHLEAQGELQHASAVLQRGIQNQAEPREFLQQQYRLFQTRLTET 
HLPAQARTSEPLHNVQVLNQMITSKSNPGNNMACISKNQGSELSGVISSACDKESNMERRVITISKSEYSVHSSL 
ASKVDVEQVVMYCKEKLIRGESEFSFEEL^ 

HQWETSHEDLPASQERSEVNPARMGPSVGSQQELRAPCLPVTYQQTPVNMEKNPREAPPWPPLANAISAALVS 
PATSQSIAPPVPLKAQTVTDSMFAVASKDAGCVNKSTHEFKPQSGAEIKEGCETHKVANTSSFHTTPNTSLGMVQ 
ATPSKVQPSPTVHTKEALGFIMNMFQAPTLPDISDDKDEWQSLDQNEDAFEAQFQKNVRSSGAWGVNKIISSLSS 
AFHVFEDGNKENYGLPQPKNKPTGARTFGERSVSRLPSKPKEEVPHAEEFLDDSTVWGIRCNKTLAPSPKSPGDF 
TSAAQLASTPFHKLPVESVHILEDKE1WVAKQCTQATLDSCEENMVVPSRDGKFSPIQEKSPKQALSSHMYSASL 
LRLSQPAAGGVLTCEAELGVEACRLTDTDAAIAEDPPDAIAGLQAEWMQMSSLGTVDAPNFIVGNPWDDKLIFKL 
LSGLSKPVSSYPNTFEWQCKLPAIKPKTEFQLGSKLVYVHHLLGEGAFAQVYEATQGDLNDAKNKQKFVLKVQKP 
ANPWEFYIGTQLMERLKPSMQHMFMKFYSAHLFQNGSVLVGELYSYGTLLNAINLYKNTPEKVMPQGLVISFAMR 
MLYMIEQVHDCE 1 I HGD IKPDNFI LGNGFLEQDDEDDLS AGLAL I DL GQS IDMKLFPKGT IFTAKCETSGFQCVE 
MLSNKPWNYQIDYFGVAATVYCMLFGTYMKVKNEGGECKPEGLFRRLPHLDMWNEFFHVMLNIPDCHHLPSLDLL 

RQKLKKVFQQHYTNKIRALRNRLIVLLLECKRSRK 
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FIGURE 666 

GCGCAGAAGCGGCGGCGGTGGTGGCTTGTGGTGCGGCCTCACCATACAGGAACAGGGCAGACGTTAGCGTGAGTG 
ATCACTCTCAATCCCGGGGACCTGGTGGCCTTAGTCTTTCAGGTGGAACGGTGTGCGACATGGGAAAGAAAACCA 
AGCGGACAGCTGACAGTTCTTCTTCAGAGGATGAGGAGGAGTATGTTGTGGAGAAGGTGCTAGACAGGCGCGTGG 
TTAAGGGACAAGTGGAATATCTACTGAAGTGGAAAGGCTTTTCTGAGGAGCACAATACTTGGGAACCTGAGAAAA 
ACTTGGATTGCCCTGAGCTAATTTCTGAATTTATGAAAAAGTATAAGAAGATGAAGGAGGGTGAAAATAATAAAC 
CCAGGGAGAAGTCAGAAAGTAACAAGAGGAAATCCAATTTCTCAAACAGTGCCGATGACATCAAATCTAAAAAAA 
AGAGAGAGCAGAGCAATGATATCGCTCGGGGCTTTGAGAGAGGACTGGAACCAGAAAAGATCATTGGGGCAACAG 
ATTCCTGTGGTGATTTAATGTTCCTAATGAAATGGAAAGACACAGATGAAGCTGACCTGGTTCTTGCAAAAGAAG 
CTAATGTGAAATGTCCACAAATTGTGATAGCATTTTATGAAGAGAGACTGACATGGCATGCATATCCTGAGGATG 
CGGAAAAC AAAGAGAAAGAAAC AGCAAAGAGCTAAAGGAGGGGATGGTC TC TGTCATTTCTC TT TGTACATAATA 
CATTCACCTCCCTGCCTCCTCTCCTTTCTACCCACCCCTTTCTATCCTAAACACATCCATAAAAAATGTGCTTAT 
CACTGTGCTCCACAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 667 

MGKKTKRTADSSSSEDEEEYVVEKVLDRRVVKGQVEYLLKWKGFSEEHNTWEPEKNLDCPELISEFMKKYKKi^E 
GENNKPREKSESNKRKSNFSNSADDIKSKKKREQSNDIARGFERGLEPEKIIGATDSCGDLMFLMKWKDTDEADL 
VL AKE ANVKCP Q I V I AF YE E RL T WH A Y P E D AENKE KE T AK S 
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FIGURE 668 

CTGAAGCTTGCATGCCTGCAGGTCGACCCACGCGTCCGCGGACGCGTGGGCGGACGCGTGGGTTTTTCCTTTCTT 

CCAGAAGGAGATTTAACCATAGTAGAAAGAATGGAGAACTATTAACTGCCTTCCTTCTGTGGGCTGTGATTTTCA 

GAGGGGAATGCTAAGAGGTGATTTTCAATGTTGGGACTCAAAGGTGAAGACACTGAAGGACAGAATTTTTGGCAG 

AGGAAAGATCTTCTTCGGTCACCATACTTGAGTTAGCTCTAGGGAAGTGGAGGTTTCCATTTGGAATTCTATAGC 

TTCTTCCAGGTCATAGTGTCTGCCCCCCACCTTCCAGTATCTCCTGATATGCAGCATGAATQVAAATGGCAAGTT 

TCCTGGCCTTCCTTCTGCTCAACTTTCGTGTCTGCCTCCTTTTGCTTCAGCTGCTCATGCCTCACTCAGCTCAGT 

TTTCTGTGCTTGGACCCTCTGGGCCCATCCTGGCCATGGTGGGTGAAGACGCTGATCTGCCCTGTCACCTGTTCC 

CGACCATGAGTGCAGAGACCATGGAGCTGAAGTGGGTGAGTTCCAGCCTAAGGCAGGTGGTGAACGTGTATGCAG 

ATGGAAAGGAAGTGGAAGACAGGCAGAGTGCACCGTATCGAGGGAGAACTTCGATTCTGCGGGATGGCATCACTG 

CAGGGAAGGCTGCTCTCCGAATACACAACGTCACAGCCTCTGACAGTGGAAAGTACTTGTGTTATTTCCAAGATG 

GTGACTTCTATGAAAAAGCCCTGGTGGAGCTGAAGGTTGCAGCACTGGGTTCTGATCTTCACGTTGATGTGAAGG 

GTTACAAGGATGGAGGGATCCATCTGGAGTGCAGGTCCACTGGCTGGTACCCCCAACCCCAAATACAGTGGAGCA 

ACAACAAGGGAGAGAACATCCCGACTGTGGAAGCACCTGTGGTTGCAGACGGAGTGGGCCTGTATGCAGTAGCAG 

CATCTGTGATCATGAGAGGCAGCTCTGGGGAGGGTGTATCCTGTACCATCAGAAGTTCCCTCCTCGGCCTGGAAA 

AGACAGCCAGCATTTCCATCGCAGACCCCTTCTTCAGGAGCGCCCAGAGGTGGATCGCCGCCCTGGCACGGACCC 

TGCCTGTCTTGCTGCTGCTTCTTGGGGGAGCCGGTTACTTCCTGTGGCAACAGCAGGAGGAAAAAAAGACTCAGT 

TCAGAAAGAAAAAGAGAGAGCAAGAGTTGAGAGAAATGGCATGGAGCACAATGAAGCAAGAACAAAGCACAAGAG 

TGAAGCTCCTGGAGGAACTCAGATGGAGAAGTATCCAGTATGCATCTCGGGGAGAGAGACATTCAGCCTATAATG 

AATGGAAAAAGGCCCTCTTCAAGCCTGCGGATGTGATTCTGGATCCAAAAACAGCAAACCCCATCCTCCTTGTTT 

CTGAGGACCAGAGGAGTGTGCAGCGTGCCAAGGAGCCCCAGGATCTGCCAGACAACCCTGAGAGATTTAATTGGC 

ATTATTGTGTTCTCGGCTGTGAGAGCTTCATATCAGGGAGACATTACTGGGAGGTGGAGGTAGGGGACAGGAAAG 

AGTGGCATATAGGGGTGTGCAGTAAGAATGTGCAGAGAAAAGGCTGGGTCAAAATGACACCTGAGAATGGATTCT 

GGACTATGGGGCTGACTGATGGGAATAAGTATCGGACTCTAACTGAGCCCAGAACCAACCTGAAACTTCCTAAGC 

CCCCTAAGAAAGTGGGGGTCTTCCTGGACTATGAGACTGGAGATATCTCATTCTACAATGCTGTGGATGGATCGC 

ATATTCATACTTTCCTGGACGTCTCCTTCTCTGAGGCTCTATATCCTGTTTTCAGAATTTTGACCTTGGAGCCCA 

CGGCCCTGAGTATTTGTCCAGCGTGAAAAGAAGAAGAGAGTTCCTCCAATTCTGACCGAGTGCTGATCATTCCCT 

AGAGACACCAGTAACCCCGGGCTTAGCTAACGAAAGTGGGGAGCCTCAGGCTGAAGTAACTTTTCTCTGCTTCTC 

CCTGCCCAGCTCAGAGCTGAGGGCCTCCCCCTCCACAGCAACCAATCACAACCATAAAGCTACAAGCACGCACTG 

AAGCACTTTACTGATACTCATTCAATTATTCATATGACAGTTGTTTGAGTTTGGTACCATCTTATTTTCCCCTTA 

TACAGATAAGGAAACTGGGGTGCAGAAAAGTGAATTGACTACAAAGTAGACATGACTAGTTAACAACACAGCTGG 

GATCTAAACAGCAATAACTAACATTAATGGAGAACTTAAAATGCTCTGAGTGCTGTGTTATGAGCTTTGGTGGAT 

GTCACTCCTTTAATCCTCGCAACACCCTGTCGGGTAGTCTCATXTAGCAAGTATGGAAGTTGAGGCAGGGCAACA 

TTAAGCAACTTACATAACTCATGCAGTAATTTCTGCAGTTGGGAGATGTTCAGCTTCAGTCCCCGGCCCTATGGC 

CGTXCTTTTCCACCCTGTTTCTTCCCCCATAGGAAGAACCCACCTGTAGCCCXGAGGTTCTTTTCCCAGGATGGC 

TCCAGGATAAGGATCACTGTAGGTGGTTGTGGAGTTGACACCCCTGTTGACTCCTTCCCAGCTGATTGTCAGAGC 

CTTAGACCCAGCACGCCTTGGATTAGCTTTGCAGAGTGTCTTGGTTGAGAGAATAACCTCACCGTACCCACATGA 

CACGTGATTTGGAAAGAGACTAGAGGCCACACTTGATAAATCATGGGGAACAGATGTGTTCCACCCAACAAATGT 

GATAAGTGATCATGCAGCCAGAGCCAGCCTTCCTTCAATCAAGGTTTCCAGGCAGAGCAAATACCCTAGAGATTT 

TCTGTGATATAGGAAATTTGGATGAAGGGAGCTAGAAGAAATACAGGGATTTTTTTTTTTTTTTAAGATGGAGTC 

TTACTCTGTTGCTAGGCTGGAGTGCAGTGGTGCGATCTCAGCTCCCTGCAACCTCCACCTCCTGGGTTCAAACAA 

TTCTCCTGCCTCAGCCTCCCGAGTACTGGGAATATAGGTGCACGCCACCACACCCAACAAATTTTTGTACTTTTA 

GTACAGATGAGGGTTCACTATGTTGGCCAGGATGGTCTCGATCTCTTGACCXCATGATCCACCCACCTCGGTCTC 

CCAAAGTGCTGGGATTACAGGCTTGAGCCACCGGGTGACCGGCTTACAGGGATATTTTTAATCCCGTTATGGACT 

CTGTCTCCAGGAGAGGGGTCTATCCACCCCTGCTCATTGGTGGATGTTAAACCAATATTCCTTTCAACTGCTGCC 

TGCTAGGGAAAAACTACTCCTCATTATCATCATTATTATTGCTCTCCACTGTATCCCCTCTACCTGGCATGTGCT 

TGTCAAGTTCTAGTTGTTCAATAAATTTGTTAATAATGCTGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AA 
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FIGURE 669 

MKMASFLAFLLLNFRVCLLLLQLL^HSAQFSVLGPSGPILAMVGEDADLPCHLFPTMSAETMELKWSSSLRQV 
VNVYADGKEVEDRQSAPYRGRTSILRDGITAGKAALRIHNVTASDSGKYLCYFQDGDFYEKALVELKVAALGSDL 
HVDVKGYKDGGIHLECRSTGWYPQPQIQWSNNKGENIPTVEAPWADGVGLYAVAASVIMRGSSGEGVSCTIRSS 
LLGLEKTAS I S IADPFFRSAQRWI AALARTLPVLLLLLGGAGYFLWQQQEEKKTQFRKKKREQELREMAWSTMKQ 
EQSTRVKLLEELRWRSIQYASRGERHSAYNEWKKALFKPADVILDPKTANPILLVSEDQRSVQRAKEPQDLPDNP 
ERF1TOHYCVLGCESFISGRHYWEVEVGDRKEWHIGVCSKNVQRKGWVKMTPENGFWTMGLTDGNKYRTLTEPRTN 
LKLPKPPKKVGVFLDYETGDISFYNAVDGSHIHTFLDVSFSEALYPVFRILTLEPTALSICPA 
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FIGURE 670 

CAAATCCGTGCTCCTAGATTTGCAGGTTCTGATACTGTGGTTCGAGCTACACTCGCCGCCTGGGCAGACACTCGT 
CCAAACCACTGGAGTGTGCTGGTGATCGCAGCCAGCCCTTCGCCTCTCCATGAACCCGTGAGCCTGGGGCAGGTG 
CCAGGCGATGGCGCGGCCTGTGAGCGACAGGACCCCGGCCCCTCTGCTGCTGGGCGGCCCGGCCGGGACACCCCC 
TGGCGGGGGAGCGCTGCTTGGGTTGCGGAGCCTTCTGCAGGGGACCAGCAAGCCCAAAGAGCCGGCCAGCTGTCT 
CCTGAAGGAAAAGGAGCGCAAGGCGGCCCTGCCTGCAGCCACAACCCCTGGGCCAGGCCTGGAGACTGCGGGCCC 
GGCGGATGCCCCGGCTGGGGCAGTGGTGGGCGGAGGGTCCCCGCGGGGGCGCCCGGGGCCGGTGCCCGCCCCGGG 
TCTGTTGGCGCCACTGCTGTGGGAGCGCACGCTGCCGTTCGGCGATGTGGAGTACGTAGACCTGGACGCCTTCCT 
GCTGGAGCACGGGCTCCCGCCCAGCCCGCCGCCCCCCGGTGGCCCGTCGCCGGAGCCGTCGCCCGCGCGGACGCC 
CGCACCCTCCCCAGGGCCGGGTTCGTGCGGCTCGGCTTCCCCCCGCTCCTCTCCTGGGCACGCCCCCGCCCGGGC 
TGCCCTCGGGACCGCCACGGGCCACCGCGCAGGCCTGACCTCTCGGGACACACCCAGCCCTGTGGACCCAGACAC 
CGTGGAGGTGTTGATGACCTTTGAACCCGACCCAGCTGATCTTGCCCTATCAAGCATTCCTGGCCACGAGACCTT 
TGACCCTCGAAGACATCGCTTCTCAGAAGAGGAACTTAAGCCCCAGCCAATCATGAAGAAGGCAAGAAAAATCCA 
GGTGCCGGAGGAGCAGAAGGATGAGAAATACTGGAGCCGGCGGTACAAGAACAACGAGGCAGCCAAGCGGTCCCG 
TGACGCCCGGCGGCTCAAGGAGAACCAGATATCGGTGCGGGCGGCCTTCCTGGAGAAGGAGAACGCCCTGCTGCG 
GCAGGAAGTTGTGGCCGTGCGCCAGGAGCTGTCCCACTACCGCGCCGTGCTGTCCCGATACCAGGCCCAGCACGG 
GGCCCTGTGAGGCTGCCCCACATCCCCACCTGGCAGGCGTCTCCTCCGCTTGCTGAGACTTACGCCCTGTTCCCT 
TCCTGCCCTGTGCCCACGGGCCGGCCAGCTGGGTGCCCCAGGGACGTGATAATGCAGATAAATACATTTATATTT 
TTAAGAAAAAGCGAGCCTCCCCCCTCTTGCGGGGGCGGGGAGGGTTCTCTGTGTGTCCCCGGCACGTCAGGGACC 
CTATCCTCCCACCGCCTCCGTTAACACGATCCTGAATAAATCTTGAGAACCCC 
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FIGURE 671 

MARPVSDRTPAPLLLGGPAGTPPGGGALLGLRSLLQGTSKPKEPASCLLKEKERKAALPAATTPGPGLETAGPAD 
APAGAWGGGSPRGRPGPVPAPGLLAPLLWERTLPFGDVEYVDLDAFLLEHGLPPSPPPPGGPSPEPSPARTPAP 
SPGPGSCGSASPRSSPGHAPARAALGTATGHRAGLTSRDTPSPVDPDTVEVLMTFEPDPADLALSSIPGHETFDP 
RRHRFSEEELKPQP IMKKARKIQVPEEQKDEKYWSRRYKNNEAAKRSRDARRLKENQI SVRAAFLEKENALLRQE 
WAVRQELSHYRAVLSRYQAQHGAL 
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FIGURE 672 

AGACTCAACAAGAGCTCCAGCAAAGACTTTCACTGTAGCTTGACTTGACCTGAGATTAACTAGGGAATCTTGAGA 
ATAAAGATGAGCTCTGAAAATTGTTTCGTAGCAGAGAACAGCTCTTTGCATCCGGAGAGTGGACAAGAAAATGAT 
GCCACCAGTCCCCATTTCTCAACACGTCATGAAGGGTCCTTCCAAGTTCCTGTCCTGTGTGCTGTAATGAATGTG 
GTCTTCATCACCATTTTAATCATAGCTCTCATTGCCTTATCAGTGGGCCAATACAATTGTCCAGGCCAATACACA 
TTCTCAATGCCATCAGACAGCCATGTTTCTTCATGCTCTGAGGACTGGGTTGGCTACCAGAGGAAATGCTACTTT 
ATTTCTACTGTGAAGAGGAGCTGGACTTCAGCCCAAAATGCTTGTTCTGAACATGGTGCTACTCTTGCTGTCATT 
GATTCTGAAAAGGACATGAACTTTCTAAAACGATACGCAGGTAGAGAGGAACACTGGGTTGGACTGAAAAAGGAA 
CCTGGTCACCCATGGAAGTGGTCAAATGGCAAAGAATTTAACAACTGGTTCAACGTTACAGGGTCTGACAAGTGT 
GTTTTTCTGAAAAACACAGAGGTCAGCAGCATGGAATGTGAGAAGAATTTATACTGGATATGTAACAAACCTTAC 
AAATAATAAGGAAACATGTTCACTTATTGACTATTATAGAATGGAACTCAAGGAAATCTGTGTCAGTGGATGCTG 
CTCTGTGGTCCGAAGTCTTCCATAGAGACTTTGTGAAAAAAAATTTTATAGTGTCTTGGGAATTTTCTTCCAAAC 
AGAACTATGGAAAAAAAGGAAGAAATTCCAGGAAAATCTGCACTGTGGGCTTTTATTGCCATGAGCTAGAAGCAT 
CACAGGTTGACCAATAACCATGCCCAAGAATGAGAAGAATGACTATGCAACCTTTGGATGCACTTTATATTATTT 
TGAATCCAGAAATAATGAAATAACTAGGCGTGGACTTACTATTTATTGCTGAATGACTACCAACAGTGAGAGCCC 
TTCATGCATTTGCACTACTGGAAGGAGTTAGATGTTGGTACTAGATACTGAATGTAAACAAAGGAATTATGGCTG 
GTAACATAGGTTTTTAGTCTAATTGAATCCCTTAAACTCAGGGAGCATTTATAAATGGACAAATGCTTATGAAAC 
TAAGATTTGTAATATTTCTCTCTTTTTAGAGAAATTTGCCAATTTACTTTGTTATTTTXCCCCAAAAAGAATGGG 
ATGATCGTGTATTTATTTTTTTACTTCCTCAGCTGTAGACAGGTCCTTTTCGATGGTACATATTTCTTTGCCTTT 
ATAATCTTXrATACAGTGTCTTACAGAGAAAAGACATAAGCAAAGACTATGAGGAATATTTGCAAGACATAGAAT 
AGTGTTGGAAAATGTGCAATATGTGATGTGGCAAATCTCTATTAGGAAATATTCTGTAATCTTCAGACCTAGAAT 
AATACTAGTCTTATAATAGGTTTGTGACTTTCCTAAATCAATTCTATTACGTGCAATACTTCAATACTTCATTTA 
AAATATTTTTATGTGCAATAAAATGTATTTGTTTGTATTTTGTGTTCAGTACAATTATAAGCTGTTTTTATATAT 
GTGAAATAAAAGTAGAATAAACACAAAAAAAAAAAAAAAAAAAAAAAAAAAA 



WO 2004/043361 



PCT/US2003/035268 



745/1629 

FIGURE 673 

MSSENCFVAENSSLHPESGQENDATSPHFSTRHEGSFQVPVLCAVMNWFITILIIALIALSVGQYNCPGQYTFS 
MPSDSHVSSCSEDWVGYQRKCYFISTVKRSWTSAQNACSEHGATLAVIDSEKDMNFLKRYAGREEHWVGLKKEPG 
HPWKWSNGKEFNNWFNVTGSDKCVFLKNTEVSSMECEKNLYWICNKPYK 
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FIGURE 674A 

CCGGGGTCCCCTTTCACCCAAGTGAGCCAGCTCAGGCTGTCTGCAAAGCCGGAGGTGCGGGCAGCTCCGGGCATT 

GCATTGGTGCGGAGGCTTTTATATGCCAGAGAACCCTGAGTGTGCCCCTGACATGACAAGGAGCCGTCGTCGTTA 

GGACTACCGACCAGACTCCCGGAAATCATGTTGGTAGGATCCCAGTCTTTTTCGCCTGGAGGGCCCAATGGGATC 

ATTAGAAGCCAGTCCTTTGCGGGTTTCAGCGGCCTCCAGGAAAGGCGATCCAGGTGTAACTCCTTCATTGAAAAT 

TCCXCCGCTCTCAAGAAGCCTCAGGCCAAACTGAAGAAAATGCACAATTTAGGCCACAAAAACAACAATCCCCCC 

AAAGAGCCTCAGCCTAAAAGGGTGGAAGAAGTCTACAGGGCCTTGAAAAATGGACTTGATGAATATCTGGAGGTT 

CACCAGACGGAGCTGGACAAGTTGACAGCTCAGTTAAAAGATATGAAAAGAAACTCTCGCCTGGGTGTACTGTAT 

GACCTAGACAAGCAAATTAAAACAATTGAAAGATACATGAGACGCCTGGAGTTTCATATAAGTAAGGTAGATGAA 

CTCTATGAAGCTTATTGTATCCAGCGACGCCTCCAGGATGGTGCCAGCAAAATGAAGCAAGCCTTCGCAACATCC 

CCTGCCAGCAAAGCTGCCCGGGAGAGTCTGACAGAGATCAATCGGAGCTTCAAGGAGTACACAGAGAATATGTGC 

ACCATTGAAGTGGAGCTAGAGAATCTGCTGGGAGAATTCTCCATCAAGATGAAAGGTCTGGCTGGCTTTGCACGC 

CTCTGTCCTGGAGATCAATATGAAATTTTCATGAAGTATGGCCGGCAGCGGTGGAAACTGAAAGGCAAAATAGAA 

GTAAATGGCAAGCAGAGCTGGGATGGAGAAGAAACAGTTTTTCTGCCCCTGATAGTTGGGTTCATCTCCATCAAG 

GXCACGGAGCTCAAAGGGCTAGCAACTCACATCCTGGTAGGTAGCGTGACCTGTGAGACCAAAGAGCTGTTTGCA 

GCCCGACCTCAGGTAGTGGCTGTCGACATCAATGACCTTGGTACCATCAAACTGAACCTGGAAATCACCTGGTAT 

CCATTTGACATGGAGGACATGACCGCATCCTCAGGCGCTGGGAACAAGGCAGCAGCCCTTCAGAGGAGAATGTCC 

ATGTACAGCCAGGGTACCCCGGAAACGCCCACCTTCAAAGACCACTCCTTCTTTAGGTGGCTGCATCCTTCCCCA 

GACAAGCCCAGGCGGCTGTCTGTCTTGAGTGCCTTGCAAGACACTTTCTTTGCCAAGCTGCACCGCAGCCGCTCC 

TTCAGTGACCTGCCCTCCCTCAGGCCGAGTCCCAAGGCCGTGCTAGAGCTCTATTCAAATCTACCTGATGACATC 

TTTGAAAATGGAAAGGCAGCCGAGGAGAAAATGCCACTGTCGCTCAGCTTCAGTGACCTGCCCAACGGGGACTGC 

GCCCTCACCTCCCACTCAACAGGCTCCCCTTCCAACTCAACAAATCCAGAAATTACCATCACCCCTGCGGAGTTT 

AACCTCAGCAGCTTGGCCTCCCAGAATGAGGGTATGGATGACACCAGCTCAGCATCTTCCAGGAACTCCCTGGGA 

GAAGGCCAAGAGCCAAAGTCACACCTGAAGGAGGAAGACCCAGAGGAGCCCAGAAAACCTGCCTCGGCCCCATCT 

GAGGCTTGCCGCCGACAGTCCTCAGGTGCTGGGGCTGAGCACCTGTTCCTTGAGAATGAXGTTGCAGAAGCACTT 

CTGCAAGAGTCTGAGGAGGCCTCTGAGCTCAAGCCTGTGGAACTGGACACTTCGGAAGGAAACATCACAAAGCAG 

CTGGTCAAGAGGCTCACATCTGCAGAGGTGCCAATGGCCACAGACAGGCTGCTCTCTGAGGGTTCTGTTGGTGGA 

GAATCTGAAGGCTGCAGATCCTTTCTAGATGGAAGCTTAGAGGATGCTTTTAATGGGCTTTTACTTGCATTAGAA 

CCACATAAAGAGCAGTATAAAGAGTTTCAGGATCTGAACCAAGAAGTCATGAATTTGGATGATATTCTAAAATGC 

AAGCCAGCAGTAAGCCGCAGCAGGTCTTCCAGTTTAAGTCTCACAGTTGAAAGTGCTTTAGAAAGCTTTGATTTC 

CTGAACACCTCTGATTTTGACGAGGAGGAGGATGGTGATGAGGTTTGXAATGTTGGCGGAGGTGCTGACTCAGTA 

TTTTCAGACACTGAGACTGAGAAACACAGTTACAGGTCGGXTCACCCAGAAGCCAGGGGGCATCTCAGTGAAGCG 

CTCACTGAAGACACAGGAGTTGGGACCAGTGTGGCAGGAAGTCCTCTCCCACTGACCACAGGCAACGAGAGCCTG 

GACATCACCATCGTCAGGCACCXCCAGTACTGCACCCAACTCGTGCAGCAAATTGTTTTCTCAAGCAAAACCCCA 

TTTGTGGCAAGAAGTCTCTTAGAGAAGCTTTCTAGGCAGATCCAAGTGATGGAGAAACTCGCAGCTGTCAGTGAT 

GAGAACATAGGAAATATCAGTTCTGTTGTGGAAGCCATACCAGAATTTCACAAAAAGCTGTCTTTGCTGTCATTC 

TGGACCAAGTGCTGCAGCCCTGTTGGTGTCTACCACAGCCCAGCGGACAGAGTGATGAAGCAGCTGGAGGCCAGC 

TTTGCCAGAACTGTCAACAAAGAATATCCAGGACTTGCAGACCCAGTGTTTCGAACCCTGGTGTCCCAAATTCTG 

GACCAGGCTGAGCCTCTGCTTTCCTCCAGCCTGTCCTCGGAAGTCGTCACTGTTTTCCAGTATTACAGTTACTTC 

ACCAGCCACGGCGTCAGTGACCTGGAGAGTTACCTGAGCCAGCTGGCCAGGCAAGTTTCCATGGTTCAGACTCTG 

CAATCACTAAGAGATGAAAAACTGCTACAAACCATGAGTGACCTTGCTCCCAGCAACCTCCTGGCCCAGCAGGAA 

GTACTCAGGACTCTGGCTCTGCTAXTAACCAGAGAGGACAACGAAGTTAGCGAGGCTGTGACGCTTTACTTGGCA 

GCAGCCTCCAAAAATCAGCATTTCAGGGAAAAGGCCTTGCTCTATTACTGTGAAGCACTAACAAAGACAAACCTC 

CAGCTCCAGAAAGCAGCTTGCCTGGCTCTGAAAATCCXTGAGGCTACTGAAAGCATTAAAATGCTGGTGACATTG 

TGTCAATCTGATACTGAAGAAATCAGAAATGTGGCCTCAGAAACCCTCTTGTCTCTGGGAGAAGATGGGCGGCTG 

GCATATGAACAATTGGACAAATTTCCTCGAGACTGTGTTAAAGTCGGAGGTCGTCATGGAACTGAAGTTGCCACA 

GCCTTTTAATTACAGATTAACXGCCTAACAGCTGTCTTAATATCTGGCCCTTTTCATCAGGATGGTGCTGTGGTT 

TGGGCTGGAAATTGTTTAGAGCCTGAGAGACACGACAACTGAAATAAAAATGTAGGCCAGGTGCAGTGGCTCATG 

CCTGTAATCCCAGTACTTTGGGAGGCCAACGCAGGAGAATTGCTTAAGCCCAGGAGGTTCAAGACCAACCTGGGC 
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FIGURE 674B 

AACATAGCAAGGCCCTGTCTCTACAAAAAAAATAGTTTAATTAGTCGGGCGTGGTGGCATGCACCTGTAGTCCCA 
GCTACTTGGGAGGCTAAGGTGGGAGGATTGCTTGAGCCCAGAAGATTCAGGCTGCAGTGAGCCATAATTGCCCCA 
CTGCACTCCAGACTGGGTGACAGAGCAAAACCCTGTCTCAAAAAACAAAACAACAACAACAACTAAAAAAACATG 
TTATAGAAAGAATTCAGAGTCTCGTTTCACAGTACCTATCTACTTTTCCTTTGGCCAATATAGAATAGGGCTATG 
GTATAATTCAAATAGATTACATCGTCGATTGTGTCTAATAATACTCAGTGAAAGAGTCCATCTTATCTTAATATG 
TATGAAATTTAAAAATAGCCATCTTTGTACTTTTTTGCAAGTTTCTCTATAAGCTTGAAATAGTCATGTGATACT 
TCGACAAACATCATATGCCTTGCAGTTTTTCTCGGTCGTGTTCTCAGGGTTGAGTAGTCCCCTTAGCTACCTAAC 
TTTACTTTCAATACAAAGCACAAAAAAGAATACTTCAAATAAAAGTTTGCCTGCAGAACCTGGCAAAATGACCCA 
TTATGAGAGTTTAGATGTTTTAATTTTATGTGCTCCCAGCTACTCTGGAGTCTGAGGTGGGAGGATCACTTGAGG 
CAGAGGTTGCAGTAAGCTGAGATTACACTACTGCACTCCAGCCCATGTGACAGAGGAATGAGAGCCAGTCTCAAA 
AAAAAAAAACAAAAAACTCCCATAATTTATTTTGTTTCTTTTCCCCATCCTGAAAATTCCCAAATCATGTTTCCA 
TTATGGAAAAATGATAAGTAAATGACTAAGAACTACATTAAGATTATGCCTATACACTTAAACAAAAAACTCAAA 
GCTTATGCTTTTTTTTTTTAATTAATGAGAGCTATTTTTTATGATATTCTTACCATAGGGGTGTTTTGCTGCTAA 
GACAAATCAAAACCAAAAGCTGTAGATTCACAAACCTGTGATGCTCTTTGAGGTGGAGGAACCTAGAAGTCAGAG 
AAATCCTAATGGAGTAGGAGTGGAGGAACATTTAAAGTGGTCCCTCCTTCTGTAAAAATGACCGTGGGATTAGAA 
AGAAGGACATCCTGAGGGGTGGTTACTGCCCCCAGGGAAATCACTCACTGGTAGGATTCCCTGGCCAAATAGTTC 
AAACATCAGGTCCCATTATTGCTTCAGTATCAGAGATGCAAGTTCATTAAGCAAAGTACAAGACCATTCAGTAGC 
TCTTATTAAAATATCTTTTCTTCCTCTAAAGAGTGTACAAGGTGGGGTATGCCAAGGTATCAAAACAATATATGT 
GAGTGTAATTTAAACTGTGGAATATCAACTGTACTATGGACGTGTTTGTATCATTTAGATGTCATTTTAAATATT 
TACATTTTAGCAAGACTTTTAAAAAGGACTCATTTCATTTCAAAGTGCAAATTGTTTGCCAGGCTTCTGGCAAAT 
GGTTCTTTCAACTGTGAACTTATAGTGTACATATCTGTATATTTATAAATATTATATATATTCATACATCCTTCA 
GTTTAAAGGTACATTGTACAGTCTGTAGTTAGGAGGTATAGCCTATAGCTTATGTTAAATGGTTGAAATGGTTCT 
TTTTATAGAAAGTCAAACACAGATGTTACAGGATTTTGTGTTTGGTTTGTCATTTTTTTATTTTTTATTTTGACT 
ATTGCATGAGTAATTAATTCCAGATCTTTTGTATTCACTTCTGTATTTTATGTTTGGTTGAGGGGTGCTTTTAGT 
TGTGTGGCATTTGTATTCATTGATCTTTCAGTCATGTAAGTTAAAATAAAAATTATTTTTGAATTACTAGC 
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FIGURE 675 

MLVGSQSFSPGGPNGIIRSQSEAGFSGLQERRSRCNSFIENSSALKKPQAKLKKMHNLGHKNNNPPKEPQPKRVE 
EVYRALKNGLDEYLEVHQTELDKLTAQLKDMKRNSRLGVLYDLDKQIKTIERYMRRLEFHISKVDELYEAYCIQR 
RLQDGASKMKQAFATSPASKAARESLTEINRSFKEYTENMCTIEVELENLLGEFSIKMKGLAGFARLCPGDQYEI 
FMKYGRQRWKLKGKIEVNGKQSWDGEETVFLPLIVGFISIKVTELKGLATHILVGSVTCETKELFAARPQWAVD 
INDLGTIKLNLEITWYPFDMEDMTASSGAGNKAAALQRRMSMYSQGTPETPTFKDHSFFRWLHPSPDKPRRLSVL 
SALQDTFFAKLHRSRSFSDLPSLRPSPKAVLELYSNLPDDIFENGKAAEEKMPLSLSFSDLPNGDCALTSHSTGS 
PSNSTNPEITITPAEFNLSSLASQNEGMDDTSSASSRNSLGEGQEPKSHLKEEDPEEPRKPASAPSEACRRQSSG 
AGAEHLFLENDVAEALLQESEEASELKPVELDTSEGNITKQLVKRLTSAEVPMATDRLLSEGSVGGESEGCRSFL 
DGSLEDAFNGLLLALEPHKEQYKEFQDLNQEVMNLDDILKCKPAVSRSRSSSLSLTVESALESFDFLNTSDFDEE 
EDGDEVCNVGGGADSVFSDTETEKHSYRSVHPEARGHLSEALTEDTGVGTSVAGSPLPLTTGNESLDITIVRHLQ 
YCTQLVQQIVFSSKTPFVARSLLEKLSRQIQVMEKLAAVSDENIGNISSWEAIPEFHKKLSLLSFWTKCCSPVG 
VYHSPADRVMKQLEASFARTVNKEYPGLADPVFRTLVSQILDQAEPLLSSSLSSEWTVFQYYSYFTSHGVSDLE 
SYLSQLARQVSMVQTLQSLRDEKLLQTMSDLAPSNLLAQQEVLRTLALLLTREDNEVSEAVTLYLAAASKNQHFR 
EKALLYYCEALTKTNLQLQKAACLALKILEATESIKMLVTLCQSDTEEIRNVASETLLSLGEDGRLAYEQLDKFP 
RDCVKVGGRHGTEVATAF 
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CCCGCCTCTTCCTCCCTTCCTTCTTTCCTTGCTTTCGCCGCGCACTCCGCCGCCATGGAGCAGCGCCGCGTCACC 
GACTTCTTCGCGCGCCGCCGCCCCGGGCCCCCCCGCATCGCGCCGCCCAAGCTGGCCTGCCGCACCCCCAGCCCC 
GCCAGGCCCGCACTCCGCGCCCCGGCCTCCGCTACCAGTGGCAGCCGCAAGCGCGCCCGCCCGCCCGCCGCCCCC 
GGACGCGACCAGGCCAGGCCACCGGCCCGCAGGAGACTGCGGCTGTCGGTGGACGAGGTTTCCAGCCCCAGTACC 
CCCGAGGCCCCAGACATCCCAGCCTGCCCTTCTCCGGGCCAGAAGATAAAGAAATCCACCCCGGCAGCAGGTCAG 
CCGCCCCACCTGACATCCGCGCAGGACCAGGACACCATCTCTGAGCTTGCGTCATGCCTGCAACGGGCCCGGGAG 
CTGGGGGCAAGAGTCCGGGCGCTGAAGGCCAGTGCCCAGGATGCTGGGGAGTCCTGCACCCCAGAGGCCGAGGGC 
CGCCCTGAGGAGCCATGTGGCGAGAAGGCGCCCGCCTACCAGCGCTTCCATGCCCTGGCCCAGCCCGGCCTGCCG 
GGACTCGTGCTGCCCTACAAGTACCAGGTGCTGGCGGAGATGTTCCGCAGCATGGACACCATCGTGGGCATGCTC 
CACAACCGCTCCGAGACGCCCACCTTTGCCAAGGTCCAGCGGGGCGTCCAGGACATGATGCGrAGGCGTTTTGAG 
GAGCGCAATGTTGGCCAGATCAAAACCGTGTACCCGGCCTCCTACCGCTrCCGCCAGGAGCGCAGTGTCCCCACC 
TTCAAGGATGGCGCCAGGAGGTCAGATTACCAGCTCACCATCGAGCCACTGCTGGAGCAGGAGGCTGACGGAGCA 
GCCCCCCAGCTCACGGCCTCGCGCCTCCTGCAGCGACGGCAGATCTTCAGCCAGAAGCTGGTGGAGCACGTCAAG 
GAGCACCACAAGGCCTTCCTGGCCTCCCTGAGCCCCGCCATGGTGGTGCCGGAGGACCAGCTGACCCGCTGGCAC 
CCGCGCTTCAACGrGGATGAAGTACCCGACATCGAGCCGGCCGCGCTGCCCCAGCCACCCGCCACGGAGAAGCTC 
ACCACXGCTCAGGAGGTGCTGGCCCGGGCCCGCAACCTGATTTCACCCAGGATGGAGAAGGCCTTGAGTCAATTG 
GCCCTGCGCTCrGCTGCGCCCAGCAGCCCCGGGTCTCCCAGGCCAGCACTGCCGGCTACCCCACCAGCCACCCCG 
CCTGCAGCCTCTCCCAGTGCTCTGAAGGGGGXGTCCCAGGATCTGCTGGAGCGGATCCGAGCCAAGGAGGCACAG 
AAGCAGCTGGCACAGATGACGCGGTGCCCGGAGCAGGAGCAGCGGCTGCAGCGCTTAGAACGGCTGCCTGAGCTG 
GCCCGCGTGCTGCGGAGCGTCTTTGTGTCCGAACGCAAGCCTGCGCTCAGCATGGAGGTGGCCTGTGCCAGGATG 
GTGGGCAGCTGTTGTACTATCATGAGCCCTGGGGAAATGGAGAAGCACCTGCTGCTCCTCTCCGAGCTGCTGCCG 
GACTGGCTCAGCCTCCACCGCATCCGCACCGACACCTACGTCAAGCTGGACAAGGCCGCGGACCTGGCCCACATC 
ACTGCACGCCTGGCCCACCAGACACGTGCTGAGGAGGGGCTGJCGASCCTGGGGGCCACTGTGGACAGACGTGGGC 
TTCAGAAGCTCGCTGGCCTGGGCCCACCAGCATTTTCTTTTATGAACATGATACACTTTGGCCTTCCTTTCCCCA 
GCGCCCCTGAGGGCCAGAGGCAGATGTGGGCTGCAGGCTGCACAGCCCGAGGGTCTCTGGCTGCGGGCGGTGGGC 
CCCTTCATGGGGCTCACCTGGTGGATTCACATTAAACCGGTTTCTGTGGGCACCTTTGTCCTTGCTGCTGGTGGG 
GAAGGGAAGCCAGATCCAGCACCCCCTGGGGGGCCATCGGGAGTGTGGCTGGGGGTGAAGGGGGCTCTGTGGCAA 
TATGGGGTTGGGTAGTGTGGGTGGCAGGCCATCCCCTCTAATCTTGGAACCTCTGAATATGGGACCrCCCACAGC 
AAAGGGTGACTTTTGTCATTAAGAAAGACTGGGGTGGGTGTGGTGGCTCACGCCTGTAACCCCAGCAC TTTGGGA 
GGCCAAGGTGGGCAGATCACGAGGTCAAGAGATCGAGACCATCCTGGCGAACATGGTGAAACCCCATCTCTACTA 
AAAATACAAAAAATTAGCCGGGTGTGGTGGTGGGCACCTGTCGTCCCAGCTACTAGGGAGGCTGAGGCAGGAGAA 
TGGTGTGAACCCAGGAGGCACAGCTTGCAGTGAGCGAAGATCGCACCACTGCACGCACTCCAGCCTGGGTGACAG 
AGCGAGACTCCGTCTCAAAAAAAAAAATTTCAAGACTGGAGAGGTGATCCTGAATTGTCCAGCTACGCCCCATGT 
CATCACAGGGCCTTCATGACAGGGCCAGAGCCAGCCAGCTTTGAAGACGCGGCCCTGCCCCGACACAGGCAGCCT 
GGAGAAGCTGGGCAGGACAAGTAGGACATCCCTGGAGCCTCCAGAAGGGACTGGCCTCXGCCCACACCTTGACTT 
CAGXAXXXCXGACCXCCXAAACXCXAAXAAAGXCAXGCXXACAGCCACTAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 677 

MEQRRVTDFFARRRPGPPRIAPPKLACRTPSPARPALRAPASATSGSRKRARPPAAPGRDQARPPARRRLRLSVD 
EVSSPSTPEAPDIPACPSPGQKIKKSTPAAGQPPHLTSAQDQDTISELASCLQRARELGARVRALKASAQDAGES 
CTPEAEGRPEEPCGEKAPAYQRFHALAQPGLPGLVLPYKYQVLAEMFRSMDTIVGMLHNRSETPTFAKVQRGVQD 
MMRKRFEERNVGQIKTVYPASYRFRQERSVPTFKDGARRSDYQLTIEPLLEQEADGAAPQLTASRLLQRRQIFSQ 
KLVEHVKEHHKAFLASLSPAMVVPEDQLTRWHPRFl^rVDEVPDIEPAALPQPPATEKLTTAQEVLARARNLISPRM 
EKALSQLALRSAAPSSPGSPRPALPATPPATPPAASPSALKGVSQDLLERIRAKEAQKQLAQMTRCPEQEQRLQR 
LERLPELARVLRSVFVSERKPALSMEVACARMVGSCCTIMSPGEMEKHLLLLSELLPDWLSLHRIRTDTYVKLDK 
AADLAH I TARLAHQTRAEEGL 
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FIGURE 678 

GCTCAGATACGCGACGCGTAGCAGGCGGGGACCGAACGGGTGCCTCAGTGTCCTTCCCCTCCCCTCGCCTGGCCT 
CGCCGTCCTCTCCCCGCAGCCGGACCGGAACTATGTGATCCCGGAAGTTCCGGGGCCTTTGCTGTGTGGGATAAA 
CAGTAATGGCGGAGGCTGCAACTCCCGGAACAACAGCCACAACATCAGGAGCAGGAGCGGCAGCGGCGACGGCGG 
CAGCAGCCTCCCCCACCCCGATCCCCACAGTCACCGCCCCGTCCCTGGGGGCGGGCGGAGGGGGCGGCGGCAGCG 
ACGGCAGCGGCGGCGGCTGGACTAAACAGGTCACCTGCAGGTATTTTATGCATGGGGTTTGTAAGGAAGGAGACA 
ACTGTCGCTACTCGCATGACCTCTCTGACAGTCCGTATAGTGTAGTGTGCAAGTATTTTCAGCGAGGGTACTGTA 
TTTATGGAGACCGCTGCAGATATGAACATAGCAAACCATTGAAACAGGAAGAAGCAACTGCTACAGAGCTAACTA 
CAAAGTCATCCCTTGCTGCTTCCTCAAGTCTCTCATCGATAGTTGGACCACTTGTTGAAATGAATACAGGCGAAC 
GTGAGTCAAGAAATTCAAACTTTGCAACTGTAGGAGCAGGTTCAGAGGACTGGGTGAATGCTATTGAGTTTGTTC 
CTGGGCAACCCTACTGTGGCCGTACTGCGCCTTCCTGCACTGAAGCACCCCTGCAGGGCTCAGTGACCAAGGAAG 
AATCAGAGAAAGAGCAAACCGCCGTGGAGACAAAGAAGCAGCTGTGCCCCTATGCTGCAGTGGGAGAGTGCCGAT 
ACGGGGAGAACTGTGTGTATCTCCACGGAGATTCTTGTGACATGTGTGGGCTGCAGGTCCTGCATCCAATGGATG 
CTGCCCAGAGATCGCAGCATATCAAATCGTGCATTGAGGCCCATGAGAAGGACATGGAGCTCTCATTTGCCGTCA 
GCAGCAAGGACATGGTGTGTGGGATCTGCATGGAGGTGGTCTATGAGAAAGCCAACCCCAGTGAGCGCCGCTTCG 
GGATCCTCTCCAACTGCAACCACACCTACTGTCTCAAGTGCATTCGCAAGTGGAGGAGTGCTAAGCAATTTGAGA 
GCAAGATCATAAAGTGAGACTCCTCCCCAGTCTTCATTTGTGCTTTCTCTTTTGGGGAAGAATTTAGTAACTTGT 
GCCAACTTTCAACCAGATGGACCGCATTTAAATGCATGCATTTTATCTTGAAACTGGGATATTCTAATGGGGATT 
TCTTCTTTGTATTTCAGCTAGCTTCTAGGTTAGTTGGTCTATCTACTTTTATTTGAATGAGGAAACCCTGTGTAT 
CAGTTAGAATCTTCGTGCTTTTTCTGAGGAGATTGTGTTTAATGGATTATTAGCCAGTTTAGGCTCAGTGAACAA 
ACTGATCTAGCTCTGAATGTATGTTTCCTGACGTTTTACATTTCCACTTTCCTATTCCATTCATTAAGCTAGCCA 
ACAATCCACCATCCTTTAAAGATTGTTCTCATAACTGAACAAAAACCACATAATCTAAACAGAGCAAAGCTACAA 
GAAAT AAAT T T ATT T AAAC G AAAAAAAAAAAAAAA 
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FIGURE 679 

MAEAATPGTTATTSGAGAAAATAAAASPTPIPTVTAPSLGAGGGGGGSDGSGGGWTKQVTCRYFMHGVCKEGDNC 
RYSHDLSDSPYSWCKYFQRGYCIYGDRCRYEHSKPLKQEEATATELTTKSSLAASSSLSSIVGPLVEMNTGERE 
SRNSNFATVGAGSEDWVNAIEFVPGQPYCGRTAPSCTEAPLQGSVTKEESEKEQTAVETKKQLCPYAAVGECRYG 
ENCVYLHGD S CDMCGLQVLHPMDAAQRS QH I KS C IE AHEKDMEL S F AVS SKDMVCG I CME WYEKANP S ERRFG I 
LSNCNHTYCLKCIRKWRSAKQFESKI IK 
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FIGURE 680 

GGCTCGAGTGCCTGGCGGGCTCTGGCTTCCGCGTCCGCCCCTGCTCCGGCTTCGCCCGCAGCTCCGCGCCCGCGG 
GCAACCAAGCCCCCAGCGAAGCCCGCACAGCTCCGGGTGCCAGGACGGGGGGCC ATGC CGTGCCGGAGGGAGGAG 
GAAGAGGAAGCCGGCGAGGAGGCGGAGGGGGAGGAAGAGGAGGACGACAGCTTCCTCCTGCTGCAGCAGTCGGTG 
ACGCTGGGCAGCTCGGGCGAGGTGGACCGGCTGGTGGCCCAGATCGGCGAGACGCTGCAGCTGGACGCGGCGCAG 
GACAGCCCGGCCTCGCCGTGCGCGCCCCCGGGGGTGCCGCTGCGGGCCCCGGGGCCCCTGGCTGCGGCGGTGCCG 
GCGGACAAGGCCCGGCCCCCGGCGGTGCCGCTGCTGCTGCCGCCCGCTTCGGCTGAGACGGTGGGCCCGGCGCCC 
TCTGGGGCCCTGCGCTGCGCCCTAGGGGACCGCGGCCGCGTGCGCGGACGCGCTGCGCCCTACTGCGTGGCGGAG 
GTCGCCGCAGGCCCCAGCGCGCTGCCGGGGCCGTGCCGGCGAGGATGGCTCAGGGACGCGGTCACCTCCCGCCGC 
TTGCAGCAGCGCCGATGGACCCAAGCCGGGGCACGCGCCGGCGACGACGACCCGCATCGGCTCCTCCAGCAGCTC 
GTGCTCTCGGGAAACCTCATCAAGGAAGCCGTGCGGAGACTCCAACGAGCCGTCGCCGCGGTTGCAGCCACGGGC 
CCCGCAAGCGCCCCTGGGCCCGGGGGAGGCCGCAGCGGACCTGACCGCATTGCCCTGCAGCCCTCAGGCTCCTTG 
CTCTGACGCAGGCCTCCTGGAGGAGGAAGTGGAGGCCGCTGCGTAGACCCAACAGCGTCCAGTTCCTACTAACTC 
TGAGCTGAAGCCGACGTCGCCAGCCTGGGAGCGACCACTTTGGCTGCGGGGAGGCGCGTGGGGAGAGATCTCAAC 
CAGAGAAGTTACCAGCCGCGGCGAGGCCGTCGGAGAAAACTTAAGCGTGGAGAAATGTATGCGCCAGGGTGCTTC 
CGTGGGGCATGAGAATTTCCCGGGCCATCCAAGCCCAAGGACCTGGGATAAACTGGGAGAACTATGGCAGCTACT 
TGCATCGACTTGTACCTCACTTAGCCCTTGGGGGCGTCGTGAGCTTGGATTGTTTAAGGAGGGCTCAGGGGTAGG 
AATCGCGATGGCTTTATAACAATACTTGAAAACTAACGACACGCATACATTTTCTTATXTTCTGGTGGAGGAGCT 
TAGTAAGTGGTGCTACAATTGCTGTGCAAAGAAATTCCAGAGGGGAGAAGAATGTAAAAGTTTGGTGGTGGGTGG 
CTTGGCATTGCCCCTTTTTCCCACCGATTCGGTGGCTGGTGAAGGTGGGAGATGTGAACTCCAATTAAGGGACTG 
GAGAGAGGTGAAGAATTTTGCAGGTGGGAGATTTGGATTTGAATGTGGACTTGTAAATGACTTGACCTTGCCATC 
TGTGTTCAAGGTCACGGTTTGCTGTGGGGTTCCTGGGAGAGCTTACTCACCCCGGAGTCTTTTCTTTCTCTTGCT 
CCAAGAAGAGCCCTGTTGGTGCTTTACCACCGCTTGGAGTCTCCCGAGGACACAAACAGGCAGAGAGGGACGTGT 
AGGGAGAGTTCTTTCCTGTTTTCTGTGCTTTCCTTTTTACAGGACTCCCGGAAGGCCACTCATGGCCATGCCAGG 
AGCTTTCTCAGAAACAGTCATAAACGATCTCTTGAGTCTCTTTCTTGTCCTCCCAGCTGAGCTTTCTTATTCCAC 
CCTTTCTGGTGTCTATAGGAATGCATGAGAGACCCTGGACGTTTTTCTGCTCTCTTCTGGCCCTCCATGGAGCCA 
TGGGCCTCGGCCTCGGCGGCTCCTCACCCTCACAATTXATTTCCTCCTCCCGTGCCAGCCCTTCTTTTGTGTCTG 
AAACCGGTTTTAAAATGTGACTCTCCCAGAGAAGAAGCCGCTGGCTGXATGAAACTTGACGGCGCTTTTGTAAGG 
TGCCACCCCCAAACTTTAAGGTAGCTAAACCAATTTTTAAAAGATTCAATGGCTTGTTCATCCTCCAGATGTAGC 
TATTGATGTACACTTCGCAACGGAGTGTCTGAAATTGTGGTGGTCCTGATTTATAGGATTTCAT 
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FIGURE 681 

MPCRREEEEEAGEEAEGEEEEDDSFLLLQQSVTLGSSGEVDRLVAQIGETLQLDAAQDSPASPCAPPGVPLRAPG 
PLAAAVPADKAI^PAVPLLLPPASAETVGPAPSGALRCALGDRGRVRGRAAPYCVAEVAAGPSALPGPCRRGWLR 
DAVTSRRLQQRRWTQAGARAGDDDPHRLLQQLVLSGNLIKEAVRRLQRAVAAVAATGPASAPGPGGGRSGPDRIA 
LQPSGSLL 
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FIGURE 682 

ATGGCTGTGTGAACGACTGCCATGGCCCACCGGAAGCTTGAGAGCGTGGGGAGCGGCATGTTGGACCATAGGGTG 

AGACCAGGTCCTGTCCCTCACAGCCAGGAGCCCGAGAGCGAGGACATGGAGCTGCCCTTGGAGGGCTATGTGCCC 

GAGGGCCTGGAGCTGGCTGCCCTGCGGCCAGAGAGCCCCGCGCCAGAGGAACAGGAGTGCCACAACCACAGCCCC 

GATGGGGACTCCAGCTCTGACTACGTGAACAACACCTCTGAGGAGGAGGACTATGACGAGGGCCTCCCTGAGGAG 

GAGGAGGGCATCACCTACTACATCCGCTACTGCCCTGAGGACGACAGCTACCTAGAGGGCATGGACTGCAACGGG 

GAGGAGTACCTGGCCCACAGTGCACACCCTGTGGACACTGATGAATGCCATGAGGCGGTGGAGGAGTGGACGGAC 

TCGGCGGGCCCGCACCCCCACGGCCACGAGGCTGAAGGCAGCCAGGACTACCCAGACGGCCAACTGCCCATTCCG 

GAGGATGAGCCCTCCGTCCTTGAGGCCCATGACCAGGAAGAAGATGGTCACTACTGTGCCAGCAAAGAGGGCTAC 

CAGGACTACTACCCAGAGGAGGCCAACGGGAACACCGGCGCCTCCCCCTACCGCCTGAGGCGTGGGGATGGGGAC 

CTGGAGGACCAGGAGGAGGACATTGACCAGATCGTGGCAGAGATCAAGATGAGTCTGAGCATGACCAGCATCACC 

AGCGCCAGTGAGGCCAGCCCCGAGCATGGGCCTGAGCCAGGGCCTGAGGACTCTGTAGAGGCCTGCCCACCCATC 

AAGGCCAGCTGCAGCCCCAGCAGGCACGAGGCGAGGCCCAAGTCGCTGAACCTCCTTCCCGAGGCCAAGCACCCC 

GGAGACCCCCAGAGAGGCTTCAAGCCCAAGACCAGGACCCCAGAAGAGAGGCTGAAGTGGCCCCACGAGCAGGTT 

TGCAATGGTCTGGAGCAGCCAAGGAAGCAGCAGCGCTCTGATCTCAATGGACCTGTTGACAATAACAACATTCCA 

AAAACAAAAAAGGTGGCATCATTTCCAAGTTTGGTGGCTGTTCCAGGGCCCTGCGAACCAAAAAACCTCATCGAC 

GGGATCATCTTTGCTGCCAATTACCTGGGGTCCACCCAGCTGCTATCAGAACGGAACCCTTCCAAAAACATCAGA 

ATGATGCAAGCGCAGGAGGCCGTCAGCCGGGTCAAGAGGATGCAAAAGGCTGCTAAGATCAAGAAAAAAGCGAAT 

TCTGAGGGGGATGCCCAGACGCTGACGGAAGTGGACCTCTTCATTTCCACCCAGAGGATCAAGGTTTTAAATGCA 

GACACGCAGGAAACCATGATGGACCACGCCTTGCGTACCATCTCCTACATCGCCGACATTGGGAACATTGTAGTG 

CTGATGGCCAGACGCCGCATGCCCCGGTCAGCCTCTCAGGACTGCATCGAGACCACGCCCGGGGCCCAGGAAGGC 

AAGAAGCAGTArAAGATGATCTGCCATGTGTTCGAGTCGGAGGATGCCCAGCTCATCGCCCAGTCTATCGGCCAG 

GCCTTCAGCGTGGCCTACCAGGAGTTCCTGCGAGCCAATGGCATCAACCCCGAAGACTTGAGCCAGAAGGAATAC 

AGCGACATCATCAACACCCAGGAGATGTACAACGACGACCTCATCCACTTCTCAAACTCGGAGAACTGCAAGGAG 

CTGCAGCTGGAGAAGCACAAGGGCGAGATCCTGGGCGTGGTGGTGGTGGAGTCGGGCTGGGGCTCCATCCTGCCC 

ACGGTGATCCTGGCCAACATGATGAATGGCGGCCCGGCTGCCCGCTCGGGGAAGCTGAGCATCGGGGACCAGATC 

ATGTCCATCAATGGCACCAGCCTGGTGGGGCXGCCCCTCGCCACCTGCCAAGGCATCATCAAGGGCCTGAAGAAC 

CAGACACAGGTGAAGCTCAACATTGTCAGCTGTCCCCCGGTCACCACGGTCCTTATCAAGCGGCCAGACCTCAAG 

TACCAGCTGGGCTTCAGCGTGCAGAATGGAATTATCTGCAGCCXCATGAGAGGGGGCATTGCTGAGCGAGGGGGC 

GTCCGTGTGGGCCACCGCATCATCGAGATCAACGGGCAGAGCGTGGTGGCCACAGCCCACGAGAAGATAGTCCAA 

GCTCTGTCCAACTCGGTCGGAGAGATCCACATGAAGACCATGCCCGCCGCCATGTTCAGGCTCCTCACGGGTCAG 

GAGACCCCGCTGTACATCTAGGCCACCCCAGCCTGGCCACGCAGCCAGGACACCGGGCAGGGCCGCCCGGGCCCA 

GAGGAGCTGGGAGCCGGGCCGCAGACTTGACCCCGACGCCACAGCCCAGCCACGGACGCTGGCTCCCCAAAGGGT 

GTGCCCTCACCACCCACTTGATTTTTTTCATTTTGCCAAAAAGGGGTATGTCTTTATCAAAGGAGAGTCACAGAA 

CAAATGTTTGTTTGXAAAGCGTTCCAAGTATTTTGCCACGTTCTGGACTGTCTTCTCCCTGCACAAGCCAGGGTG 

TGTCTCGGTAGCTGTGCGTGGTGTGGAGTGTGTGTCTTTCCTCCCTGAAGCTGTGCGGAGCGAACTGGCGCCTCC 

GAGGGACGCGGCTCCCGGGGCAGGGCAGCCGTCACCCCTGCCTCCCGCCCCCTTGGCTGGGACGTCTGGGGTCCT 

GTGGGGCCCCCACAATGGTCCCAAACAGCTGCCTCTGCCACTGACTGCAGGGACACGGGCAGCCTGGCTCCCAGG 

ACACGACTTGTAATGAAAGTTTGGGGACATGTGATTGATTGATTGATTGATTGTAAATAAAGGATGATGGCCACA 

ACATGAAAACTCCATATTTATTTAGATGCTATTATTACTGTTTGGACTTTTATTTTGGCAGGCTTTTTTCCAGAC 

TCTAGGGTTTTCCAATGTGACTAATGACCACACCTGCCTCTCCCGTCGTCTCTTCTGGGCACCCTCCCACCCGGC 

TGCATACCCGGCCAGGGCTCCCACAGAGACAAGGAXGGCACAGGTGTCTGCCCCCTCTTTAAAATCGATCTACAC 

ACATCCACGCACATGCGACCCCGAGGGAAACGAAACCCACTCTAGAAAACGCGACCTTGGCCGCACCTAAAGCAG 

CCAGCCGTGAGTGCAGACCCCTTGGCCAGCGTGGCGCAGTGGCCCTGAGCAGTAGTGGCATGTGTGTAGATCAAG 

TCGGATCTAGTCCAGCTCGGTTCATTAGCGATCCATGTAATCTGACGTCATCTTGTCTCGAAGTCTCTTTTTTTG 

GCCCAGGCCTTGAAGAATACACTGTGACTTAAGAAGCCTTACCACGCAGTAACTAAAGCTTTAGGATGACTGTAT 

TCGAGGAGTGCCGTGTGTTGCATGCAGCTACCCGTAGGAAGACTTCGCGCATATCACTAATAAACCTGAAGTCGT 
GATGACC 
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MAHRKLESVGSGMLDHRVRPGPVPHSQEPESEDMELPLEGYVPEGLELAALRPESPAPEEQECHNHSPDGDSSSD 
YVNNTSEEEDYDEGLPEEEEGITYYIRYCPEDDSYLEGMDCNGEEYLAHSAHPVDTDECHEAVEEWTDSAGPHPH 
GHEAEGSQDYPDGQLPIPEDEPSVLEAHDQEEDGHYCASKEGYQDYYPEEANGNTGASPYRLRRGDGDLEDQEED 
IDQIVAEIKMSLSMTSITSASEASPEHGPEPGPEDSVEACPPIKASCSPSRHEARPKSLNLLPEAKHPGDPQRGF 
KPKTRTPEERLKWPHEQVCNGLEQPRKQQRSDLNGPVDNNNIPKTKKVASFPSLVAVPGPCEPKNLIDGIIFAAN 
YLGSTQLLSERNPSKNIRMMQAQEAVSRVKRMQKAAKIKKKANSEGDAQTLTEVDLFISTQRIKVLNADTQETMM 
DHALRTISYIADIGNIWLMARRRMPRSASQDCIETTPGAQEGKKQYKMICHVFESEDAQLIAQSIGQAFSVAYQ 
EFLRANGINPEDLSQKEYSDIINTQEMYNDDLIHFSNSENCKELQLEKHKGEILGWWESGWGSILPTVILANM 
MNGGPAARSGKLSIGDQIMSINGTSLVGLPLATCQGIIKGLKNQTQVKLNIVSCPPVTTVLIKRPDLKYQLGFSV 
QNGIICSLMRGGIAERGGVRVGHRIIEINGQSVVATAHEKIVQALSNSVGEIHMKTMPAAMFRLLTGQETPLYI 
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TTTTTGCAACCAACATGGTTCTATTAAAAACTCTCTTTGACTATGGCATTCAAGGACAGCAATACAATCTTTTTT 
TTTTTTAACAAAGCAACTAATATAAAAATCTGCAAATGCCATATATTCATATCTAGGCTATTCTTCTCATATAGG 
CATGTCATTAGATAGACTTTCTTTCTATTCTTTCCTGAGGTATTTTTTTGTGGTTTACTTTTATTGTACTGCTGG 
ATGCATTATTTTTGATCATCCTTTCCTAAAATGATTTAAAGACCTGCAAATAATTTTATTGCATAGGACACTATT 
GATGACACATAGAATGGGAGCTGCAAGTATGTGGCATTGGAACAAGCCTTACAAATATTGCATTTTAAGAATACA 
CACATTTTTTACAGTTTGTCTCTTTTAAAAAATTTGAAGTTATAGC 
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CCTACTCTATTCAGATATTCTCCAGATTCCTAAAGATTAGAGATCATTTCTCATTCTCCTAGGAGTACTCACTTC 

AGGAAGCAACCAGATAAAAGAGAGGTGCAACGGAAGCCAGAACATTCCTCCTGGAAATTCAACCTGTTTCGCAGT 

TTCTCGAGGAATCAGCATTCAGTCAATCCGGGCCGGGAGCAGTCATCTGTGGTGAGGCTGATTGGCTGGGCAGGA 

ACAGCGCCGGGGCGTGGGCTGAGCACAGCGCTTCGCTCTCTTTGCCACAGGAAGCCTGAGCTCATTCGAGTAGCG 

GCTCTTCCAAGCTCAAAGAAGCAGAGGCCGCTGTTCGTTTCCTTTAGGTCTTTCCACTAAAGTCGGAGTATCTTC 

TTCCAAGATTTCACGTCTTGGTGGCCGTTCCAAGGAGCGCGAGGTCGGGATGGATCTTGAAGGGGACCGCAATGG 

AGGAGCAAAGAAGAAGAACTTTTTTAAACTGAACAATAAAAGTGAAAAAGATAAGAAGGAAAAGAAACCAACTGT 

CAGTGTATTTTCAATGTTTCGCTATTCAAATTGGCTTGACAAGTTGTATATGGTGGTGGGAACTTTGGCrGCCAT 

CATCCATGGGGCTGGACITCCTCTCATGATGCTGGTGTTTGGAGAAATGACAGATATCTTTGCAAATGCAGGAAA 

TTTAGAAGATCTGATGTCAAACATCACTAATAGAAGTGATATCAATGATACAGGGTTCTTCATGAATCTGGAGGA 

AGACATGACCAGGTATGCCTATTATTACAGTGGAATTGGTGCrGGGGTGCTGGTTGCTGCTTACATTCAGGTTTC 

ATTTTGGTGCCTGGCAGCTGGAAGACAAATACACAAAATTAGAAAACAGTTTTTTCATGCTATAATGCGACAGGA 

GATAGGCTGGTTTGATGXGCACGATGTTGGGGAGCTTAACACCCGACTTACAGATGATGTCTCCAAGATTAATGA 

AGGAATTGGTGACAAAATTGGAATGTTCTTTCAGTCAATGGCAACATTTTTCACTGGGTTTATAGTAGGATTTAC 

ACGTGGTTGGAAGCTAACCCTTGTGATTTTGGCCATCAGTCCTGTTCTTGGACTGXCAGCTGCTGTCTGGGCAAA 

GATACTATCTTCATTTACTGATAAAGAACTCTTAGCGTATGCAAAAGCTGGAGCAGTAGCTGAAGAGGTCTTGGC 

AGCAATTAGAACTGXGATTGCATTTGGAGGACAAAAGAAAGAACTXGAAAGGTACAACAAAAATTTAGAAGAAGC 

TAAAAGAAXTGGGATAAAGAAAGCTATTACAGCCAATATTTCTATAGGTGCTGCTTTCCTGCTGATCTATGCATC 

TTATGCTCTGGCCTTCTGGTATGGGACCACCTTGGTCCTCTCAGGGGAATATTCTATTGGACAAGTACTCACTGT' 

ATTTTCTGTATTAATTGGGGCTTTTAGTGTTGGACAGGCATCTCCAAGCATTGAAGCATTTGCAAATGCAAGAGG 

AGCAGCTTATGAAATCXTCAAGAXAATTGATAATAAGCCAAGTATTGACAGCTATTCGAAGAGTGGGCACAAACC 

AGATAATATTAAGGGAAATTTGGAATTCAGAAATGTTCACTTCAGTTACCCATCTCGAAAAGAAGTTAAGATCTT 

GAAGGGTCTGAACCTGAAGGTGCAGAGTGGGCAGACGGTGGCCCTGGTTGGAAACAGTGGCTGTGGGAAGAGCAC 

AACAGTCCAGCTGATGCAGAGGCTCTATGACCCCACAGAGGGGATGGTCAGTGTTGATGGACAGGATATTAGGAC 

CATAAATGTAAGGTTTCTACGGGAAATCAXTGGTGTGGTGAGTCAGGAACCTGTATTGTTTGCCACCACGATAGC 

TGAAAACATTCGCTATGGCCGTGAAAATGTCACCATGGATGAGATTGAGAAAGCTGXCAAGGAAGCCAATGCCTA 

TGACTTTATCATGAAACTGCCTCATAAATTXGACACCCTGGTTGGAGAGAGAGGGGCCCAGTTGAGTGGTGGGCA 

GAAGCAGAGGATCGCCATTGCACGTGCCCTGGTTCGCAACCCCAAGATCCTCCTGCTGGATGAGGCCACGTCAGC 

CTTGGACACAGAAAGCGAAGCAGTGGTTCAGGTGGCTCTGGATAAGGCCAGAAAAGGTCGGACCACCATTGrGAT 

AGCTCATCGTTTGTCTACAGTTCGTAATGCTGACGrCATCGCTGGTTTCGATGATGGAGTCATTGTGGAGAAAGG 

AAATCATGATGAACTCAXGAAAGAGAAAGGCATTTACTTCAAACXTGTCACAATGCAGACAGCAGGAAATGAAGT 

IGAAXXAGAAAAIGCAGCIGAIGAAICCAAAAGXGAAAIIGAIGCCXIGGAAAXGXCXICAAAXGAIICAAGAXC 

CAGICIAAXAAGAAAAAGAICAACICGXAGGAGXGXCCGXGGAXCACAAGCCCAAGACAGAAAGCIXAGXACCAA 

AGAGGCXCXGGAIGAAAGXAIACCICCAGXXXCCXIXXGGAGGAIIAXGAAGCIAAAXXXAACXGAAXGGCCXIA 

XIXIGXIGXXGGIGIAXXXXGXGCCAXXAXAAAIGGAGGCCXGCAACCAGCAXIXGCAAXAAXAXXXXCAAAGAX 

XAXAGGGGIXIIIACAAGAAXIGAXGAXCCIGAAACAAAACGACAGAAXAGXAACXIGXXXXCACXAXXGXXICI 

AGCCCXXGGAAIIAXIXCXIXXAXIACAIXXIXCCXXCAGGGIXXCACAXXIGGCAAAGCXGGAGAGAXCCXCAC 

CAAGCGGCICCGAXACAXGGIXIXCCGAICCAXGCXCAGACAGGAXGXGAGIIGGIIIGAIGACCCIAAAAACAC 

CACXGGAGCAXXGACXACCAGGCICGCCAAXGAXGCXGCICAAGIIAAAGGGGCXAXAGGIXCCAGGCXXGCXGI 

AATTACCCAGAATATAGCAAAXCTTGGGACAGGAATAATTATATCCTTCATCTATGGTTGGCAACTAACACTGTT 

ACTCTTAGCAATTGXACCCATCATTGCAATAGCAGGAGTTGTTGAAATGAAAATGTTGTCTGGACAAGCACTGAA 

AGATAAGAAAGAACTAGAAGGTGCTGGGAAGATCGCTACTGAAGCAATAGAAAACTTCCGAACCGTTGTTTCTTT 

GACTCAGGAGCAGAAGTTTGAACATATGTATGCTCAGAGTTTGCAGGTACCATACAGAAACTCTTTGAGGAAAGC 

ACACATCTTTGGAAITACATTTTCCTTCACCCAGGCAATGATGTATTTTTCCTATGCTGGATGTTTCCGGTTTGG 

AGCCTACTTGGTGGCACATAAACTCATGAGCTTTGAGGATGTTCTGTTAGTATTTTCAGCTGTTGTCTTTGGTGC 

CATGGCCGTGGGGCAAGTCAGTTCATTTGCTCCTGACTATGCCAAAGCCAAAATATCAGCAGCCCACATCATCAT 

GATCATTGAAAAAACCCCTTTGATTGACAGCTACAGCACGGAAGGCCTAATGCCGAACACATTGGAAGGAAATGT 

CACATTTGGTGAAGTTGTATTCAACTATCCCACCCGACCGGACATCCCAGTGCTTCAGGGACTGAGCCTGGAGGT 
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GAAGAAGGGCCAGACGCTGGCTCTGGTGGGCAGCAGTGGCTGTGGGAAGAGCACAGTGGTCCAGCTCCTGGAGCG 
GTTCTACGACCCCTTGGCAGGGAAAGTGCTGCTTGATGGCAAAGAAATAAAGCGACTGAATGTTCAGTGGCTCCG 
AGCACACCTGGGCATCGTGTCCCAGGAGCCCATCCTGTTTGACTGCAGCATTGCTGAGAACATTGCCTATGGAGA 
CAACAGCCGGGTGGTGTCACAGGAAGAGATTGTGAGGGCAGCAAAGGAGGCCAACATACATGCCTTCATCGAGTC 
ACTGCCTAATAAATATAGCACTAAAGTAGGAGACAAAGGAACTCAGCTCTCTGGTGGCCAGAAACAACGCATTGC 
CATAGCTCGTGCCCTTGTTAGACAGCCTCATATTTTGCTTTTGGATGAAGCCACGTCAGCTCTGGATACAGAAAG 
TGAAAAGGTTGTCCAAGAAGCCCTGGACAAAGCCAGAGAAGGCCGCACCTGCATTGTGATTGCTCACCGCCTGTC 
CACCATCCAGAATGCAGACTTAATAGTGGTGTTTCAGAATGGCAGAGTCAAGGAGCATGGCACGCATCAGCAGCT 
GCTGGCACAGAAAGGCATCTATTTTTCAATGGTCAGTGTCCAGGCTGGAACAAAGCGCCAGTGAACTCTGACTGT 
ATGAGATGTTAAATACTTTTTAATATTTGTTTAGATATGACATTTATTCAAAGTTAAAAGCAAACACTTACAGAA 
TTATGAAGAGGTATCTGTTTAACATTTCCTCAGTCAAGTTCAGAGTCTTCAGAGACTTCGTAATTAAAGGAACAG 
AGTGAGAGACATCATCAAGTGGAGAGAAATCATAGTTTAAACTGCATTATAAATTTTATAACAGAATTAAAGTAG 
ATTTTAAAAGATAAAATGTGTAATTTTGTTTATATTTTCCCATTTGGACTGTAACTGACTGCCTTGCTAAAAGAT 
TATAGAAGTAGCAAAAAGTATTGAAATGTTTGCATAAAGTGTCTATAATAAAACTAAACTTTCATGTG 
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MDLEGDRNGGAKKKNFFKLNNKSEKDKKEKKPTVSVFSMFR 

TDIFANAGNLEDLMSNITNRSDINDTGFFMNLEEDMTRYAYYYSGIGAGVLVAAYIQVSFWCLAAGRQIHKIBKQ 
FFHAIMRQEIGWFDVHDVGELNTRLTDDVSKINEGIGDKIGMFFQSMATFFTGFIVGFTRGWKLTLVILAISPVL 
GLSAAVWAKILSSFTDKELLAYAKAGAVAEEVLAAIRTVIAFGGQKKELERYNKNLEEAKRIGIKKAITANISIG 
AAFLLIYASYALAFWYGTTLVLSGEYSIGQVLTVFSVLIGAFSVGQASPSIEAFANARGAAYEIFKIIDNKPSID 
SYSKSGHKPDNIKGNLEFRNVHFSYPSRKEVKILKGLNLKVQSGQTVALVGNSGCGKSTTVQLMQRLYDPTEGMV 
SVDGQDIRTINVRFLREIIGVVSQEPVLFATTIAENIRYGRENVTMDEIEKAVKEANAYDFIMKLPHKFDTLVGE 
RGAQLSGGQKQRIAIARALVRNPKILLLDEATSALDTESEAWQVALDKARKGRTTIVIAHRLSTVRNADVIAGF 
DDGVIVEKGNHDELMKEKGIYFKLVTMQTAGNEVELENAADESKSEIDALEMSSNDSRSSLIRKRSTRRSVRGSQ 
AQDRKLSTKEALDESIPPVSFWRIMKLNLTEWPYFWGVFCAIINGGLQPAFAIIFSKIIGVFTRIDDPETKRQN 
SNLFSLLFLALGI I SF I TFFLQGFTFGKAGE I LTKRLRYMVFRSMLRQDVSWFDDPKNTTGALTTRLAND AAQVK 
GAIGSRLAVITQNIANLGTGIIISFIYGWQLTLLLLAIVPIIAIAGWEMKMLSGQALKDKKELEGAGKIATtlAI 
ENFRTVVSLTQEQKFEHMYAQSLQVPYRNSLRKAHIFGITFSFTQAMMYFSYAGCFRFGAYLVAHKLMSFEDVLL 
WSAVVFGAMAVGQVSSFAPDYAKAKISAAHIIMIIEKTPLIDSYSTEGLMPNTLEGNVTFGEVVFNYPTRPDIP 
VLQGLSLEVKKGQTLALVGSSGCGKSTWQLLERFYDPLAGKVLLDGKEIKRLNVQWLRAHLGIVSQEPILFDCS 
IAENIAYGDNSRWSQEEIVRAAKEANIHAFIESLPNKYSTKVGDKGTQLSGGQKQRIAIARALVRQPHILLLDE 
ATSALDTESEKWQEALDKAREGRTCIVIAHRLSTIQNADLIWFQNGRVKEHGTHQQLLAQKGIYFSMVSVQAG 
TKRQ 
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GGCAGCTGCACGGCTCCTGGCCCCGGAGCATGCGCGAGAGCCGCCCCGGAGCGCCCCGGAGCCCCCCGCCGTCCC 
GCCCGCGGCGTCCCGCGCCCCGCCGCCAGCGCACCCCCGGACGCTATGGCCCACCCCTCCGGCTGGCCCCTTCTG 
TAGC^TGGTAGCACACAACCAGGTGGCAGCCGACAATGCAGTCTCCACAGCAGCAGAGCCCCGACGGCGGCCAGA 
ACCTTCCTCCTCTTCCTCCTCCTCGCCCGCGGCCCCCGCGCGCCCGCGGCCGTGCCCCGCGGTCCCGGCCCCGGC 
CCCCGGCGACACGCACTTCCGCACATTCCGTTCGCACGCCGATTACCGGCGCATCACGCGCGCCAGCGCGCTCCT 
GGACGCCTGCGGATTCTACTGGGGGCCCCTGAGCGTGCACGGGGCGCACGAGCGGCTGCGCGCCGAGCCCGTGGG 
CACCTTCCTGGTGCGCGACAGCCGCCAGCGGAACTGCTTTTTCGCCCTTAGCGTGAAGATGGCCTCGGGACCCAC 
GAGCATCCGCGTGCACTTTCAGGCCGGCCGCTTTCACCTGGATGGCAGCCGCGAGAGCTTCGACTGCCTCTTCGA 
GCTGCTGGAGCACTACGTGGCGGCGCCGCGCCGCATGCTGGGGGCCCCGCTGCGCCAGCGCCGCGTGCGGCCGCT 
GCAGGAGCTGTGCCGCCAGCGCATCGTGGCCACCGTGGGCCGCGAGAACCTGGCTCGCATCCCCCTCAACCCCGT 
CCTCCGCGACTACCTGAGCTCCTTCCCCTTCCAGATTTGACCGGCAGCGCCCGCCGTGCACGCAGCATTAACTGG 
GATGCCGTGTTATTTTGTTATTACTTGCCTGGAACCATGTGGGTACCCTCCCCGGCCTGGGTTGGAGGGAGCGGA 
TGGGTGTAGGGGCGAGGCGCCTCCCGCCCTCGGCTGGAGACGAGGCCGCAGACCCCTTCTCACCTCTTGAGGGGG 
TCCTCCCCCTCCTGGTGCTCCCTCTGGGTCCCCCTGGTTGTTGTAGCAGCTrAACTGTATCTGGAGCCAGGACCT 
GAACTCGCACCTCCTACCTCTTCATGTTTACATATACCCAGTATCTTTGCACAAACCAGGGGTTGGGGGAGGGTC 
TCTGGCTTTATTTTTCTGCTGTGCAGAATCCTATTTTATATTTTTTAAAGTCAGTTTAGGTAATAAACTTTATTA 
TGAAAGTTTTTTTTTT 
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MVAHNQVAADNAVS TAAEPRRRP EP S S S S S S SP AAP ARP RPCP AVP AP AP GD THFRTFRS HAD YRRI TRAS ALLD 
ACGFYWGPLSVHGAHERLRAEPVGTFLVRDSRQRNCFFALSVKMASGPTSIRVHFQAGRFHLDGSRESFDCLFEL 
LEHYVAAPRRMLGAPLRQRRVRPLQELCRQRIVATVGRENLARIPLNPVLRDYLSSFPFQI 
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GGCAGCTGCACGGCTCCTGGCCCCGGAGCATGCGCGAGAGCCGCCCCGGAGCGCCCCGGAGCCCCCCGCCGTCCC 
GCCCGCGGCGTCCCGCGCCCCGCCGCCAGCGCACCCCCGGACGCTATGGCCCACCCCTCCGGCTGGCCCCTTCTG 
TAGG ATGG TAGCACACAACCAGGTGGCAGCCGACAATGCAGTCTCCACAGCAGCAGAGCCCCGACGGCGGCCAGA 
ACCTTCCTCCTCTTCCTCCTCCTCGCCCGCGGCCCCCGCGCGCCCGCGGCCGTGCCCCGCGGTCCCGGCCCCGGC 
CCCCGGCGACACGCACTTCCGCACATTCCGTTCGCACGCCGATTACCGGCGCATCACGCGCGCCAGCGCGCTCCT 
GGACGCCTGCGGATTCTACTGGGGGCCCCTGAGCGTGCACGGGGCGCACGAGCGGCTGCGCGCCGAGCCCGTGGG 
CACCTTCCTGGTGCGCGACAGCCGCCAGCGGAACTGCTTTTTCGCCCTTAGCGTGAAGATGGCCTCGGGACCCAC 
GAGCATCCGCGTGCACTTTCAGGCCGGCCGCTTTCACCTGGATGGCAGCCGCGAGAGCTTCGACTGCCTCTTCGA 
GCTGCTGGAGCACTACGTGGCGGCGCCGCGCCGCATGCTGGGGGCCCCGCTGCGCCAGCGCCGCGTGCGGCCGCT 
GCAGGAGCTGTGCCGCCAGCGCATCGTGGCCACCGTGGGCCGCGAGAACCTGGCTCGCATCCCCCTCAACCCCGT 
CCTCCGCGACTACCTGAGCTCCTTCCCCTTCCAGATT TGAC CGGCAGCGCCCGCCGTGCACGCAGCATTAACTGG 
GATGCCGTGTTATTTTGTTATTACTTGCCTGGAACCATGTGGGTACCCTCCCCGGCCTGGGTTGGAGGGAGCGGA 
TGGGTGTAGGGGCGAGGCGCCTCCCGCCCTCGGCTGGAGACGAGGCCGCAGACCCCTTCTCACCTCTTGAGGGGG 
TCCTCCCCCTCCTGGTGCTCCCTCTGGGTCCCCCTGGTTGTTGTAGCAGCTTAACTGTATCTGGAGCCAGGACCT 
GAACTCGCACCTCCTACCTCTTCATGTTTACATATACCCAGTATCTTTGCACAAACCAGGGGTTGGGGGAGGGTC 
TCTGGCTTTATTTTTCTGCTGTGCAGAATCCTATTTTATATTTTTTAAAGTCAGTTTAGGTAATAAACTTTATTA 
TGAAAGTTTTTTTTTT 
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MVAHNQVAADNAVSTAAEPRRRPEPSSSSSSSPAAPARPRPCPAVPAPAPGDTHFRTFRSHADYRRITRASALLD 
ACGFYWGPLSVHGAHERLRAEPVGTFLVRDSRQRNCFFALSVKMASGPTSIRVHFQAGRFHLDGSRESFDCLFEL 
LEHYVAAPRRMLGAPLRQRRVRPLQELCRQRIVATVGRENLARIPLNPVLRDYLSSFPFQI 
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ATGGCTGGCGGAGCCTGGGGCCGCCTGGCCTGTTACTTGGAGTTCCTGAAGAAGGAGGAGCTGAAGGAGTTCCAG 

CTTCTGCTCGCCAATAAAGCGCACTCCAGGAGCTCTTCGGGTGAGACACCCGCTCAGCCAGAGAAGACGAGTGGC 

ATGGAGGTGGCCTCGXACCTGGTGGCTCAGTATGGGGAGCAGCGGGCCTGGGACCTAGCCCTCCATACCTGGGAG 

CAGATGGGGCTGAGGTCACTGTGCGCCCAAGCCCAGGAAGGGGCAGGCCACTCTCCCTCATTCCCCTACAGCCCA 

AGTGAACCCCACCTGGGGTCXCCCAGCCAACCCACCTCCACCGCAGTGCTAATGCCCTGGATCCATGAATTGCCG 

GCGGGGTGCACCCAGGGCTCAGAGAGAAGGGTTTTGAGACAGCTGCCTGACACATCTGGACGCCGCTGGAGAGAA 

ATCTCTGCCTCACTCCTCTACCAAGCTCTTCCAAGCTCCCCAGACCATGAGTCTCCAAGCCAGGAGTCACCCAAC 

GCCCCCACATCCACAGCAGTGCTGGGGAGCTGGGGATCCCCACCTCAGCCCAGCCTAGCACCCAGAGAGCAGGAG 

GCTCCTGGGACCCAATGGCCTCTGGATGAAACGTCAGGAATTTACTACACAGAAATCAGAGAAAGAGAGAGAGAG 

AAATCAGAGAAAGGCAGGCCCCCATGGGCAGCGGTGGTAGGAACGCCCCCACAGGCGCACACCAGCCTACAGCCC 

CACCACCACCCATGGGAGCCTTCTGTGAGAGAGAGCCTCTGTTCCACATGGCCCTGGAAAAATGAGGATTTTAAC 

CAAAAATTCACACAGCTGCTACTTCTACAAAGACCTCACCCCAGAAGCCAAGATCCCCTGGTCAAGAGAAGCTGG 

CCTGATTATGTGGAGGAGAATCGAGGACATTTAATTGAGATCAGAGACTTATTTGGCCCAGGCCTGGATACCCAA 

GAACCTCGCATAGTCATACTGCAGGGGGCTGCTGGAATTGGGAAGTCAACACTGGCCAGGCAGGTGAAGGAAGCC 

TGGGGGAGAGGCCAGCTGTATGGGGACCGCTTCCAGCATGTCTTCTACTTCAGCTGCAGAGAGCTGGCCCAGTCC 

AAGGTGGTGAGTCTCGCTGAGCTCATCGGAAAAGATGGGACAGCCACTCCGGCTCCCATTAGACAGATCCTGTCT 

AGGCCAGAGCGGCTGCTCTTCATCCTCGATGGTGTAGATGAGCCAGGATGGGTCTTGCAGGAGCCGAGTTCTGAG 

CTCTGTCTGCACTGGAGCCAGCCACAGCCGGCGGATGCACTGCTGGGCAGTTTGCTGGGGAAAACTATACTTCCC 

GAGGCATCCTTCCTGATCACGGCTCGGACCACAGCTCTGCAGAACCTCATTCCTTCTTTGGAGCAGGCACGTTGG 

GTAGAGGTCCTGGGGTTCTCTGAGTCCAGCAGGAAGGAATATTTCTACAGATATrTCACAGATGAAAGGCAAGCA 

ATTAGAGCCTTTAGGTTGGTCAAATCAAACAAAGAGCTCTGGGCCCTGTGTCTTGTGCCCTGGGTGTCCTGGCTG 

GCCTGCACTTGCCTGATGCAGCAGATGAAGCGGAAGGAAAAACTCACACTGACTTCCAAGACCACCACAACCCTC 

TGTCTACATTACCTTGCCCAGGCTCTCCAAGCTCAGCCATTGGGACCCCAGCTCAGAGACCTCTGCTCTCTGGCT 

GCTGAGGGCATCTGGCAAAAAAAGACCCTTTTCAGTCCAGATGACCTCAGGAAGCATGGGTTAGATGGGGCCATC 

ATCTCCACCTTCTTGAAGATGGGTATTCTTCAAGAGCACCCCATCCCTCTGAGCTACAGCTTCATTCACCTCTGT 

TTCCAAGAGTTCTTTGCAGCAATGTCCTATGTCTTGGAGGATGAGAAGGGGAGAGGTAAACATTCTAATTGCATC 

ATAGATTTGGAAAAGACGCTAGAAGCATATGGAATACATGGCCTGTTTGGGGCAXCAACCACACGTTTCCTATTG 

GGCCTGTTAAGTGATGAGGGGGAGAGAGAGATGGAGAACATCTTTCACTGCCGGCTGTCTCAGGGGAGGAACCTG 

ATGCAGTGGGTCCCGTCCCTGCAGCTGCTGCTGCAGCCACACTCTCTGGAGTCCCTCCACTGCTTGTACGAGACT 

CGGAACAAAACGTTCCTGACACAAGTGATGGCCCATTTCGAAGAAATGGGCATGTGTGTAGAAACAGACATGGAG 

CTCTTAGTGTGCACTTTCTGCATTAAATTCAGCCGCCACGTGAAGAAGCTTCAGCTGATTGAGGGCAGGCAGCAC 

AGATCAACATGGAGCCCCACCATGGTAGTCCTGTTCAGGTGGGTCCCAGTCACAGATGCCTATTGGCAGATTCTC 

TTCTCCGTCCTCAAGGTCACCAGAAACCTGAAGGAGCTGGACCTAAGTGGAAACTCGCTGAGCCACTCTGCAGTG 

AAGAGTCTTTGTAAGACCCTGAGACGCCCTCGCTGCCTCCTGGAGACCCTGCGGTTGGCTGGCTGTGGCCTCACA 

GCTGAGGACTGCAAGGACCTTGCCTTTGGGCTGAGAGCCAACCAGACCCTGACCGAGCTGGACCTGAGCTTCAAT 

GTGCTCACGGATGCTGGAGCCAAACACCTTTGCCAGAGACTGAGACAGCCGAGCTGCAAGCTACAGCGACTGCAG 

CTGGTCAGCTGTGGCCTCACGTCTGACTGCTGCCAGGACCTGGCCTCTGTGCTTAGTGCCAGCCCCAGCCTGAAG 

GAGCTAGACCTGCAGCAGAACAACCTGGATGACGTTGGCGTGCGACTGCTCTGTGAGGGGCTCAGGCATCCTGCC 

TGCAAACTCATACGCCTGGGGCTGGACCAGACAACTCTGAGTGATGAGATGAGGCAGGAACTGAGGGCCCTGGAG 

CAGGAGAAACCTCAGCTGCTCATCTTCAGCAGACGGAAACCAAGTGTGATGACCCCTACTGAGGGCCTGGATACG 

GGAGAGATGAGTAATAGCACATCCTCACTCAAGCGGCAGAGACTCGGATCAGAGAGGGCGGCTTCCCATGTTGCT 

CAGGCTAATCTCAAACTCCTGGACGTGAGCAAGATCTTCCCAATTGCTGAGATTGCAGAGGAAAGCTCCCCAGAG 

GTAGTACCGGTGGAACTCTTGTGCGTGCCTTCTCCTGCCTCTCAAGGGGACCTGCATACGAAGCCTTTGGGGACT 

GACGATGACTTCTGGGGCCCCACGGGGCCTGTGGCTACTGAGGTAGTTGACAAAGAAAAGAACTTGTACCGAGTT 

CACTTCCCTGTAGCTGGCTCCTACCGCTGGCCCAACACGGGTCTCTGCTTTGTGATGAGAGAAGCGGTGACCGTT 

GAGATTGAATTCTGTGTGTGGGACCAGTTCCTGGGTGAGATCAACCCACAGCACAGCTGGATGGTGGCAGGGCCT 

CTGCTGGACATCAAGGCTGAGCCTGGAGCTGTGGAAGCTGTGCACCTCCCTCACTTTGTGGCTCTCCAAGGGGGC 

CATGTGGACACATCCCTGTTCCAAATGGCCCACTTTAAAGAGGAGGGGATGCTCCTGGAGAAGCCAGCCAGGGTG 
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GAGCTGCATCACATAGTTCTGGAAAACCCCAGCTTCTCCCCCTTGGGAGTCCTCCTGAAAATGATCCATAATGCC 
CTGCGCTTCATTCCCGTCACCTCTGTGGTGTTGCTTTACCACCGCGTCCATCCTGAGGAAGTCACCTTCCACCTC 
TACCTGATCCCAAGTGACTGCTCCATTCGGAAGGCCATAGATGATCTAGAAATGAAATTCCAGTTTGTGCGAATC 
CACAAGCCACCCCCGCTGACCCCACTTTATATGGGCTGTCGTTACACTGTGTCTGGGTCTGGTTCAGGGATGCTG 
GAAATACTCCCCAAGGAACTGGAGCTCTGCTATCGAAGCCCTGGAGAAGACCAGCTGTTCTCGGAGTTCTACGTT 
GGCCACTTGGGATCAGGGATCAGGCTGCAAGTGAAAGACAAGAAAGATGAGACTCTGGTGTGGGAGGCCTTGGTG 
AAACCAGGAGATCTCATGCCTGCAACTACTCTGATCCCTCCAGCCCGCATAGCCGTACCTTCACCTCTGGATGCC 
CCGCAGTTGCTGCACTTTGTGGACCAGTATCGAGAGCAGCTGATAGCCCGAGTGACATCGGTGGAGGTTGTCTTG 
GACAAACTGCATGGACAGGTGCTGAGCCAGGAGCAGTACGAGAGGGTGCTGGCTGAGAACACGAGGCCCAGCCAG 
ATGCGGAAGCTGTTCAGCTTGAGCCAGTCCTGGGACCGGAAGTGCAAAGATGGACTCTACCAAGCCCTGAAGGAG 
ACCCATCCTCACCTCATTATGGAACTCTGGGAGAAGGGCAGCAAAAAGGGACTCCTGCCACTCAGCAGCTGAAGT 
ATCAACACCAGCCCTTGACCCTTGAGTCCTGGCTTTGGCTGACCCTTCTTTGGGTCTCAGTTTCTTTCTCTGCAA 
ACAAGTTGCCATCTGGTTTGCCTTCCAGCACTAAAGTAATGGAACTTTGATGATGCCTTTGCTGGGCATTATGTG 
TCCATGCCAGGGATGCCACAGGGGGCCCCAGTCCAGGTGGCCTAACAGCATCTCAGGGAATGTCCATCTGGAGCT 
GGCAAGACCCCTGCAGACCTCATAGAGCCTCATCTGGTGGCCACAGCAGCCAAGCCTAGAGCCCTCCGGATCCCA 
TCCAGGCGCAAAGAGGAATAGGAGGGACATGGAACCATTTGCCTCTGGCTGTGTCACAGGGTGAGCCCCAAAATT 
GGGGTTCAGCGTGGGAGGCCACGTGGATTCTTGGCTTTGTACAGGAAGATCTACAAGAGCAAGCCAACAGAGTAA 
AGTGGAAGGAAGTTTATTCAGAAAATAAAGGAGTATCACAGCTCTTTTAGAATTTGTCTAGCAGGCTTTCCAGTT 
TTTACCAGAAAACCCCTATAAATTAAAAATTTTTTACTTAAATTTAAGAATTAAAAAAATACAAAAAAGAAAAAA 
T GAAAAT AAAG GAATAAGAAGTTAC C T AC T C CAAAAAAAAAAA 
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FIGURE 692 

MAGGAWGRLACYLEFLKKEELKEFQLLLANKAHSRSSSGETPAQPEKTSGMEVASYLVAQYGEQRAWDLALHTWE 
QMGLRSLCAQAQEGAGHSPSFPYSPSEPHLGSPSQPTSTAVLMPWIHELPAGCTQGSERRVLRQLPDTSGRRWRE 
ISASLLYQALPSSPDHESPSQESPNAPTSTAVLGSWGSPPQPSLAPREQEAPGTQWPLDETSGIYYTEIRERERE 
KSEKGRPPWAAWGTPPQAHTSLQPHHHPWEPSVRESLCSTWPWKNEDFNQKFTQLLLLQRPHPRSQDPLVKRSW 
PDYVEENRGHLIEIRDLFGPGLDTQEPRIVILQGAAGIGKSTLARQVKEAWGRGQLYGDRFQHVFYFSCRELAQS 
KWSLAELIGKDGTATPAPIRQILSRPERLLFILDGVDEPGWVLQEPSSELCLHWSQPQPADALLGSLLGKTILP 
EASFLITARTTALQNLIPSLEQARWVEVLGFSESSRKEYFYRYFTDERQAIRAFRLVKSNKELWALCLVPWVSWL 
ACTCLMQQMKRKEKLTLTSKTTTTLCLHYLAQALQAQPLGPQLRDLCSLAAEGIWQKKTLFSPDDLRKHGLDGAI 
ISTFLKMGILQEHPIPLSYSFIHLCFQEFFAAMSYVLEDEKGRGKHSNCIIDLEKTLEAYGIHGLFGASTTRFLL 
GLLSDEGEREMENIFHCRLSQGRNLMQWVPSLQLLLQPHSLESLHCLYETRNKTFLTQVMAHFEEMGMCVETDME 
LLVCTFCIKFSRHVKKLQLIEGRQHRSTWSPTMWLFRWVPVTDAYWQILFSVLKVTRNLKELDLSGNSLSHSAV 
KSLCKTLRRPRCLLETLRLAGCGLTAEDCKDLAFGLRANQTLTELDLSFNVLTDAGAKHLCQRLRQPSCKLQRLQ 
LVSCGLTSDCCQDLASVLSASPSLKELDLQQNNLDDVGVRLLCEGLRHPACKLIRLGLDQTTLSDEMRQELRALE 
QEKPQLLIFSRRKP SVMTPTEGLDTGEMSNSTSSLKRQRLGSERAASHVAQANLKLLDVSKIFPIAEIAEESSPE 
VVPVELLCVPSPASQGDLHTKPLGTDDDFWGPTGPVATEVVDKEKNLYRVHFPVAGSYRWPNTGLCFVMREAVTV 
EIEFCVWDQFLGEINPQHSWMVAGPLLDIKAEPGAVEAVHLPHFVALQGGHVDTSLFQMAHFKEEGMLLEKPARV 
ELHHIVLENPSFSPLGVLLKMIHNALRFIPVTSWLLYHRVHPEEVTFHLYLIPSDCSIRKAIDDLEMKFQFVRI 
HKPPPLTPLYMGCRYTVSGSGSGMLEILPKELELCYRSPGEDQLFSEFYVGHLGSGIRLQVKDKKDETLVWEALV 
KPGDLMPATTLIPPARIAVPSPLDAPQLLHFVDQYREQLIARVTSVEWLDKLHGQVLSQEQYERVLAENTRPSQ 
MRKLFSLSQSWDRKCKDGLYQALKETHPHLIMELWEKGSKKGLLPLSS 
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FIGURE 693 

CGCGGCGGCGCGGAGCTCGGGCGGCCGTGGAGGAACTCAGCCTCGGCCGCAGGAGGCGCCGGGAGCGGAGCCGCC 

GGGAGTCGCGCAACAGGTTTCCTTCTCCATCCGTGCGCCCACAGGGGACGCGCGCCCTGCCGGGAGAGGGGCTTC 

XCGGTTCGCACTCTCGCTCCCAGTCCAGGCAAAATGIAAGACCGGCTAGCAGAACTTCTGGACTTGTCCAAGCAA 

TATGACCAGCAGTTCCCAGACGGGGACGATGAGTTTGACTCGCCCCACGAGGACATCGTGTTCGAGACGGACCAC 

ATCCTGGAGTCCCTGTACCGAGACATCCGGGACATTCAGGATGAAAACCAGCTGCTGGTGGCCGACGTGAAGCGG 

CTGGGAAAGCAGAACGCCCGCTTCCTCACGTCCATGCGGCGCCTCAGCAGCATCAAGCGCGACACCAACTCCATC 

GCCAAGGCCTTCAGGGCCCGGGGCGAGGTCATCCACTGCAAGCTGCGCGCCATGAAGGAGCTGAGCGAGGCGGCT 

GAGGCCCAGCACGGCCCGCACTCGGCAGTGGCGCGCATTTCGCGGGCGCAGTACAACGCGCTCACCCTCACCTTC 

CAGCGCGCCATGCACGACTACAACCAGGCCGAGATGAAGCAGCGCGACAACTGCAAGATCCGCATCCAGCGCCAG 

CTGGAGATCATGGGCAAGGAAGTCTCGGGCGACCAGATCGAGGACATGTTCGAGCAGGGTAAGTGGGACGTGTTT 

TCCGAGAACTTGCTGGCCGACGTGAAGGGCCGCGGGCCGCCCACAACGAGATCGAGAGCCGCCACCGCGAACTGC 

TGCGCCTGGAGAGCCGCCATCCGCGACGTACACGAGCTCTTCTrGCAGATGGCGGTGCTGGTGGAGAAGCAGGCC 

GACACCCTGAACGTCATCGAGCTCAACGTACAAAAGACGGTCGACTACACCGGCCAGGCCAAGGCGCAGGTGCGG 

AAGGCCGTGGAGTACGAGGAGAAGAACCCCTGCCGGACCCTCTGCTGCTTCTGCTGTCCCTGCCTCAAGTAGCAG 

GCCGGCCCGGGCCGCCACCGCCCATCCCAGACCATGGAGCGCGCTGGGAAGGACGCACCAAAGCCGGGAGCTCTG 

CCCTGCAGGGAGTTGCCCCAACCCTTTCCGGAACTCAGTCTTTAGAAAAGAAACGCCAGGTTCAAGAATTGCAAA 

CCAGCCTGTGCTTGGAAAGATGGTTAGTTGATACCGTCCGATGATTCTTCAGTAAAGATAGATTCCCACCTCGTG 
CCGAA 
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FIGURE 694 

MKDRLAELLDLSKQYDQQFPDGDDEFDSPHEDIVFETDHILESLYRDIRDIQDENQLLVADVKRLGKQNARFLTS 
MRRLSSIKRDTNSIAKAFRARGEVIHCKLRAMKELSEAAEAQHGPHSAVARISRAQYNALTLTFQRAMHDYNQAE 
MKQRDNCK I RI QRQLE IMGKEVS GD Q I EDMFE QGKWD VF S ENLLAD VKGRGP P TTRSRAAT ANC C AWRAAI RDVH 
ELFLQMAVLVEKQADTLNVIELNVQKTVDYTGQAKAQVRKAVQYEEKNPCRTLCCFCCPCLK 
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FIGURE 695 

AGTTCCCCGACATCAAGTCACGCATTGCCAAGCGGGGGCGCAAGCTGGTGGACTACGACAGTGCCCGGCACCACT 
ACGAGTCCCTTCAAACTGCCAAAAAGAAGGATGAAGCCAAAATTGCCAAGCCTGTCTCGCTGCTTGAGAAAGCCG 
CCCCCCAGTGGTGCCAAGGCAAACTGCAGGCTCATCTCGTAGCTCAAACTAACCTGCTCCGAAATCAGGCCGAGG 
AGGAGCTCATCAAAGCCCAGAAGGTGTTTGAGGAGATGAATGTGGATCTGCAGGAGGAGCTGCCGTCCCTGTGGA 
ACAGCCGCGTAGGTTTCTATGTCAACACGTTCCAGAGCATCGCGGGCCTGGAGGAAAACTTCCACAAGGAGATGA 
GCAAGCTCAACCAGAACCTCAATGATGTGCTGGTCGGCCTGGAGAAGCAACACGGGAGCAACACCTTCACGGTCA 
AGGCCCAGCCCAGTGACAACGCGCCTGCAAAAGGGAACAAGAGCCCTTCGCCTCCAGATGGCTCCCCTGCCGCCA 
CCCCCGAGATCAGAGTCAACCACGAGCCAGAGCCGGCCGGCGGGGCCACGCCCGGGGCCACCCTCCCCAAGTCCC 
CATCTCAGCTCCGGAAAGGCCCACCAGTCCCTCCGCCTCCCAAACACACCCCGTCCAAGGAAGTCAAGCAGGAGC 
AGATCCTCAGCCTGTTTGAGGACACGTTTGTCCCTGAGATCAGCGTGACCACCCCCTCCCAGTTTGAGGCCCCGG 
GGCCTTTCTCGGAGCAGGCCAGTCTGCTGGACCXGGACTTTGACCCCCTCCCGCCCGTGACGAGCCCTGTGAAGG 
CACCCACGCCCTCTGGTCAGTCAATTCCATGGGACCTCTGGGAGCCCACAGAGAGTCCAGCCGGCAGCCTGCCTT 
CCGGGGAGCCCAGCGCTGCCGAGGGCACCTTTGCTGTGTCCTGGCCCAGCCAGACGGCCGAGCCGGGGCCTGCCC 
AACCAGCAGAGGCCTCGGAGGTGGCGGGTGGGACCCAACCTGCGGCTGGAGCCCAGGAGCCAGGGGAGACGGCGG 
CAAGTGAAGCAGCCTCCAGCTCTCTTCCTGCTGTCGTGGTGGAGACCTTCCCAGCAACTGTGAATGGCACCGTGG 
AGGGCGGCAGTGGGGCCGGGCGCTTGGACCTGCCCCCAGGTTTCATGTTCAAGGTACAGGCCCAGCACGACTACA 
CGGCCACTGACACAGACGAGCTGCAGCTCAAGGCTGGTGATGTGGTGCTGGTGATCCCCTTCCAGAACCCTGAAG 
AGCAGGATGAAGGCTGGCTCATGGGCGTGAAGGAGAGCGACTGGAACCAGCACAAGGAGCTGGAGAAGTGCCGTG 
GCGTCTTCCCCGAGAACTTCACTGAGAGGGTCCCATGACGGCGGGGCCCAGGCAGCCTCCGGGCGTGTGAAGAAC 
ACCTCCTCCCGAAAAATGTGTGGTTCTTTTTTTTGTTTTGTTTTCGTTTTTCATCTTTTGAAGAGCAAAGGGAAA 
TCAAGAGGAGACCCCCAGGCAGAGGGGCGTTCTCCCAAAGATTAGGTCGTTTTCCAAAGAGCCGCGTCCCGGCAA 
GTCCGGCGGAATTCACCAGTGTTCCTGAAGCTGCTGTGTCCTCTAGTTGAGTTTCTGGCGCCCCTGCCTGTGCCC 
GCATGTGTGCCTGGCCGCAGGGCGGGGCTGGGGGCTGCCGAGCCACCATGCTTGCCTGAAGCTTCGGCCGCGCCA 
CCCGGGCAAGGGTCCTCTTTTCCTGGCAGCTGCTGTGGGTGGGGCCCAGACACCAGCCTAGCCTGGCTCTGCCCC 
GCAGACGGTCTGTGTGCTGTTTGAAAATAAATCTTAGTGTTCAAAACAAAATGAAACAAAAAAAAAATGAAAAAA 
AAAAAAAAAAAAAAAAAA 
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FIGURE 696 

GCTGGAG 6ATG TGGCTGCAGAGCCTGCTGCTCTTGGGCACTGTGGCCTGCAGCATCTCTGCACCCGCCCGCTCGC 
CCAGCCCCAGCACGCAGCCCTGGGAGCATGTGAATGCCATCCAGGAGGCCCGGCGTCTCCTGAACCTGAGTAGAG 
ACACTGCTGCTGAGATGAATGAAACAGTAGAAGTCATCTCAGAAATGTTTGACCTCCAGGAGCCGACCTGCCTAC 
AGACCCGCCTGGAGCTGTACAAGCAGGGCCTGCGGGGCAGCCTCACCAAGCTCAAGGGCCCCTTGACCATGATGG 
CCAGCCACTACAAGCAGCACTGCCCTCCAACCCCGGAAACTTCCTGTGCAACCCAGACTATCACCTTTGAAAGTT 
TCAAAGAGAACCTGAAGGACTTTCTGCTTGTCATCCCCTTTGACTGCTGGGAGCCAGTCCAGGAGTG^SACCGGC 
CAGATGAGGCTGGCCAAGCCGGGGAGCTGCTCTCTCATGAAACAAGAGCTAGAAACTCAGGATGGTCATCTTGGA 
GGGACCAAGGGGTGGGCCACAGCCATGGTGGGAGTGGCCTGGACCTGCCCTGGGCCACACTGACCCTGATACAGG 
CATGGCAGAAGAATGGGAATATTTTATACTGACAGAAATCAGTAATATTTATATATTTATATTTTTAAAATATTT 
ATTTATTTATTTATTTAAGTTCATATTCCATATTTATTCAAGATGTTTTACCGTAATAATTATTATTAAAAATAT 
GCTTCT 
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FIGURE 697 

MWLQSLLLLGTVACSISAPARSPSPSTQPWEHVNAIQEARRLLNLSRDTAAEMNETVEVISEMFDLQEPTCLQTR 
LELYKQGLRGSLTKLKGPLTMMASHYKQHCPPTPETSCATQTITFESFKENLKDFLLVIPFDCWEPVQE 
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FIGURE 698 

AGTTACGTTCGGGGCGTGGCCGGGAGCACGTTGGCTCCGCCCCCTGGCGGCTGCCTCAGCGGCGGCGGCGGCGCA 
GGCTCAGAGCAGACCCCGCCCGGCGAGGAGGAGGGAGGGCCGCCAGTGTCGACATGCTGCTGGAGGAGGTTCGCG 
CCGGCGACCGGCTGAGTGGGGCGGCGGCCCGGGGCGACGTGCAGGAGGTGCGCCGCCTTCTGCACCGCGAGCTGG 
TGCATCCCGACGCCCTCAACCGCTTCGGCAAGACGGCGCTGCAGGTCATGATGTTTGGCAGCACCGCCATCGCCC 
TGGAGCTGCTGAAGCAAGGTGCCAGCCCCAATGTCCAGGACACCTCCGGTACCAGTCCAGTCCATGACGCAGCCC 
GCACTGGATTCCTGGACACCCTGAAGGTCCTAGTGGAGCACGGGGCTGATGTCAACGTGCCTGATGGCACCGGGG 
CACTTCCAATCCATCTGGCAGTTCAAGAGGGTCACACTGCTGTGGTCAGCTTTCTGGCAGCTGAATCTGATCTCC 
ATCGCAGGGACGCCAGGGGTCTCACACCCTTGGAGCTGGCACTGCAGAGAGGGGCTCAGGACCTCGTGGACATCC 
TGCAGGGCCACATGGTGGCCCCGCTGTGATCTGGGGTCACCCTCTCCAGCAAGAGAACCCCGTGGGGTTATGTAT 
CAGAAGAGAGGGGAAGAAACACTTTCTCTTCTTGTTTCTCCTGCCCACTGCTGCAGTAGGGGAGGAGCACAGTTT 
GTGGCTTATAGGTGTTGGTTTTGGGGGTGTGAGTGTTTGGGGGACGTTTCTCATTTGTTTTTCTCACTCCTTTTG 
GTGTGTXGGACAGAGAAGGGCTCCTGCAGGCCACAGCCACCTAAACGGTTCAGTTTCTTCTGCGCCTCAGGCTGC 
TGGGGCCTCAGACGAGACCCAAGGGCAGAGCATTTAAGAGTGAAGTCATGACCTCCAGGGAGCCTAGAAGCTGGT 
GGCCTTGGCCGGCTGTGCTCAGAGACCTGAAGTGTGCACGTTGCTTCAGGCATGGGGGGTGGGGGGAGCGTCCCA 
AATCAATAAGAAGGTAGAATGAGTTATGAGTTATTCATATTCTGTTGGAAGCTTGTTTTCCAGTCTCTTGTACAG 
CGTTTTAAAAGAAATGGATTCTATTTATTATGCTTTATTGGAAAAAATGTTGTAATAATTTAATGTTTTTACCCA 
T TAAATTAAGACT TGTGCATGATCAAAAAAAAAAAAAAAAAA 
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FIGURE 699 

MLLEEVRAGDRLSGAAARGDVQEVRRLLHRELVHPDALNRFGKTALQVMMFGSTAIALELLKQGASPNVQDTSGT 

SPVHDAARTGFLDTLKVLVEHGADVNVPDGTGALPIHLAVQEGHTAWSFLAAESDLHRRDARGLTPLELALORG 
AQD LVD I LQGHMVAP L 
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FIGURE 700 

GGGGAGATCTTAGCTGAAG ATGA CTGACAGTGTTATTTATTCCATGTTAGAGTTGCCTACGGCAACCCAAGCCCA 
GAATGACTATGGACCACAGCAAAAATCTTCCTCTTCCAGGCCTTCTTGTTCTTGCCTTGTGGCAATAGCTTTGGG 
GCTTCTGACTGCAGTTCTTCTGAGTGTGCTGCTATACCAGTGGATCCTGTGCCAGGGCTCCAACTACTCCACTTG 
TGCCAGCTGTCCTAGCTGCCCAGACCGCTGGATGAAATATGGTAACCATTGTTATTATTTCTCAGTGGAGGAAAA 
GGACTGGAATTCTAGTCTGGAATTCTGCCTAGCCAGAGACTCACACCTCCTTGTGATAACGGACAATCAGGAAAT 
GAGCCTGCTCCAAGTTTTCCTCAGTGAGGCCTTTTGCTGGATTGGTCTGAGGAACAATTCTGGCTGGAGGTGGGA 
AGATGGATCACCTCTAAACTTCTCAAGGATTTCTTCTAATAGCTTTGTGCAGACATGCGGTGCCATCAACAAAAA 
TGGTCTTCAAGCCTCAAGCTGTGAAGTTCCTTTACACTGGGTGTGTAAGAAGTGTCCCTTTGCAGATCAAGCTTT 
ATTC TGA AGAATAAACCTAGCTGGCATGCTGGTGTGTACCTGTAGTCCTAGCTATTTGGGAAGCTGAGGTGGGAG 
GGTCGCTTGAGCCCAGGAGTTTGAGGCTGCAGTGAGCTATGATTGTGCCACTGTACTCCAGCCTGGGAGATAGAG 
CAAGACTCCATCTCTAAAAAAAAAAAAAAATGCTAATGTGAGAATATAAATTGTGGGAAATGAGTGAGGGCAAGG 
TGGTACTTCCTCCTTCTGAGCTCTTCACACGTAATGCAAAAACCCGGTCTTAACTGATTTTGTTTTTTTTCTGAG 
TATGCATATATGTGGTTGAATGAACCAATGTGTGATTGTATCTTTTCCATTATGTGACTGTTTGACCTGCATATT 
AATTTCAAGATAGCAGTCAATTCGATAAGGCATTTTCATAGAGGAAAGTTTACAGAAACAGTTTATGTGGTTGGA 
TCACCAAATTATCTTAGGTACTAAGGCCTCAAAAATAAGAAAAACTTTATTATTTCTCCTCAGTAGAGTTTGGAC 
ATACATAAGGAGAGAAGGTACAGTGATGAAGGAGACCATAATTCTGTAGTGTTGATGATCCTGGATTATAATCTT 
TTTCTCTTTATCTTTCATAGTTTTTTTAAAAACATGGACTGTATCTTATCTACCACTATATCCCAAATACCTAAG 
ATAGTGCTTACGTTCAGTGACTATTAAATAAATAAATGGATGAATTAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 701 

MTDSVIYSMLELPTATQAQNDYGPQQKSSSSRPSCSCLVAIALGLLTAVLLSVLLYQWILCQGSNYSTCASCPSC 
PDRW^YGNHCYYFSVEEKDWNSSLEFCLARDSHLLVITDNQEMSLLQWLSEAFCWIGLRNNSGWRWEDGSPLN 
FSRISSNSFVQTCGAINKNGLQASSCEVPLHWVCKKCPFADQALF 
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FIGURE 702 

TGAAGATCAGCTATTAGAAGAGAAAGATCAGTTAAGTCCTTTGGACCTGATCAGCTTGATACAAGAACTACTGAT 
TTCAACTTCTTTGGCTTAATTCTCTCGGAAACG ATGA AATATACAAGTTATATCTTGGCTTTTCAGCTCTGCATC 
GTTTTGGGTTCXCTTGGCTGTTACTGCCAGGACCCATATGTAAAAGAAGCAGAAAACCTTAAGAAATATTTTAAT 
GCAGGTCATTCAGATGTAGCGGATAATGGAACTCTTTTCTTAGGCATTTTGAAGAATTGGAAAGAGGAGAGTGAC 
AGAAAAATAATGCAGAGCCAAATTGTCTCCTTTTACTTCAAACTTTTTAAAAACTTTAAAGATGACCAGAGCATC 
CAAAAGAGTGTGGAGACCATCAAGGAAGACATGAATGTCAAGTTTTTCAATAGCAACAAAAAGAAACGAGATGAC 
TTCGAAAAGCTGACTAATTATTCGGTAACTGACTTGAATGTCCAACGCAAAGCAATACATGAACTCATCCAAGTG 
ATGGCTGAACTGTCGCCAGCAGCTAAAACAGGGAAGCGAAAAAGGAGTCAGATGCTGTTTCAAGGTCGAAGAGCA 
TCCCAGTAATGGTTGTCCTGCCTGCAATATTTGAATTTTAAATCTAAATCTATTTATTAATATTTAACATTATTT 
ATATGGGGAATATATTTTTAGACTCATCAATCAAATAAGTATTTATAATAGCAACTTTTGTGTAATGAAAATGAA 
TATCTATTAATATATGTATTATTTATAATTCCTATATCCTGTGACTGTCTCACTTAATCCTTTGTTTTCTGACTA 
ATTAGGCAAGGCTATGTGATTACAAGGCTTTATCTCAGGGGCCAACTAGGCAGCCAACCTAAGCAAGATCCCATG 
GGTTGTGTGTTTATTTCACTTGATGATACAATGAACACTTATAAGTGAAGTGATACTATCCAGTTACTGCCGGTT 
TGAAAATATGCCTGCAATCTGAGCCAGTGCTTTAATGGCATGTCAGACAGAACTTGAATGTGTCAGGTGACCCTG 
ATGAAAACATAGCATCTCAGGAGATTTCATGCCTGGTGCTTCCAAATATTGTTGACAACTGTGACTGTACCCAAA 
TGGAAAGTAACTCATTTGTTAAAATTATCAATATCTAATATATATGAATAAAGTGTAAGTTCACAACT 
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FIGURE 703 

MKYTSYILAFQLCIVLGSLGCYCQDPYVKEAENLKKYFNAGHSDVADNGTLFLGILKNWKEESDRKIMQSQIVSF 
YFKLFKNFKDDQSIQKSVETIKEDMIT7KFFNSNKKKRDDFEKLTNYSVTDLNVQRKAIHELIQVMAELSPAAKTG 
KRKRSQMLFQGRRASQ 
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FIGURE 704 

GTTTGAGCAGCATTGTTAGAGCCTGTGGAAAACACTTTACAACTGTGTAACTGTCTTCATCTTTACAGAGGl^ATA 
GTCTACAAAGGAAGACTTGTAACCTGGAGAAGAGACCTGTCATTTACTCCATCCTTTATAGTGATGCTACAGGAC 
GAAGAGGA ATGG ATAAAAACATTGGCGAGCAACTCAATAAAGCGTATGAAGCCTTCCGGCAGGCATGCATGGATA 
GAGATTCTGCAGTAAAAGAATTACAGCAAAAGACTGAGAACTATGAGCAGAGAATACGTGAACAACAGGAACAGC 
TGTCACTTCAACAGACTATTATTGACAAGCTAAAATCTCAGTTACTTCTTGTGAATTCCACTCAAGAXAACAATT 
ATGGCTGTGTTCCTCTGCTTGAAGACAGTGAAACAAGAAAGAATAATTTGACTCTTGATCAGCCACAAGATAAAG 
TGATTTCAGGAATAGCAAGAGAAAAACTACCAAAGGTAAGAAGACAAGAGGTTTCTTCTCCTAGAAAAGAAACTT 
CAGCAAGGAGTCTTGGCAGTCCTTTGCTCCATGAAAGGGGTAATATAGAGAAGACTTTCTGGGATCTGAAAGAAG 
AATTTCATAAAATATGCATGCTAGCAAAAGCACAGAAAGACCACTTAAGCAAACTTAATATACCAGACACTGCAA 
CTGAAACACAGTGCTCTGTGCCTATACAGTGTACGGATAAAACAGATAAACAAGAAGCGCTGTTTAAGCCTCAGG 
CTAAAGATGATATAAATAGAGGTGCACCATCCATCACATCTGTCACACCAAGAGGACTGTGCAGAGATGAGGAAG 
ACACCTCTTTTGAATCACTTTCTAAATTCAATGTCAAGTTTCCACCTATGGACAATGACTCAACTTTCTTACATA 
GCACTCCAGAGAGACCCGGCATCCTTAGTCCTGCCACGTCTGAGGCAGTGTGCCAAGAGAAATTTAATATGGAGT 
TCAGAGACAACCCAGGGAACTTTGTTAAAACAGAAGAAACTTTATTTGA2VATTCAGGGAATTGACCCCATAGCTT 
CAGCTATACAAAACCTTAAAACAACTGACAAAACAAAGCCCTCAAATCTCGTAAACACTTGTATCAGGACAACTC 
TGGATAGAGCTGCGTGTTTGCCACCTGGAGACCATAATGCATTATATGTAAATAGCTTCCCACTTCTGGACCCAT 
CTGATGCACCTTTTCCCTCACTCGATTCCCCGGGAAAAGCAATCCGAGGACCACAGCAGCCCATTTGGAAGCCCT 
TTCCTAATCAAGACAGTGACTCGGTGGTACTAAGTGGCACAGACTCAGAACTGCATATACCTCGAGTATGTGAAT 
TCTGTCAAGCAGTTTTCCCACCATCCATTACATCCAGGGGGGATTTCCTTCGGCATCTTAATTCACACTTCAATG 
GAGAGACTTAAGACACATTTGAAAACAGACATATCAAGTTCTATGTGATGATTTTGGGTTTTTAATACTATAAAT 
ACTTGATTGTAAACTAAATTCAAGATCATTTATAGGAAAATCTAGTTTCACAGCTATTTGAATTTTTTTCTGGAT 
TTACTATATAACTCTTATTTTTTAAAAGATCATTCTGTTCTTTCAAGGAGAAATAAGCCTAAAAGAAGAAAAACA 
AAAAAAATTCTGTATAAAACTGTAATCCTTTGTATTCATGTTTACAGTGCTATTACTATAATTCAAAATTATGTA 
TGTGACTTAGAGTTATATAATCATAATTTATGTTTATTTCAAATATCTAAGTTTATTGCTTGGATTTCTAGTGAG 
AGCTGTTGAATTTGGTGATGTCAAATGTTTCTAGGGTTTTTTTAGTTTGTTTTTATTGAAAAATTTAATTATTTA 
TGCTATAGGTGATATTCTCTTTGAATAAACCTATAATAGAAAATAGCAGACAACATAAACATCTTTGTAAATATC 
AAACCTAATACATTTCTTGTCCAGTGATAAAACAACTGGTAGAATTATTTAAACACTTTAGATTTTTAAATAATA 
TACATGGCTTTAATTTTTACTGTGTGTATAGCTACATGATGAAATTAATTAAATATTAAGAGGT 
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FIGURE 705 

MDKNIGEQLNKAYEAFRQAC^RDSAVKELQQKTENYEQRIREQQEQLSLQQTIIDKLKSQLLLVNSTQDNNYGC 
VPLLEDSETRKNNLTLDQPQDKVI SGI AREKLP KVD IASAE SSI 
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FIGURE 706 

GTCTACACCAGCGGTGTCGCTGCCCGAAAGTGAGAGAAGGCTGATATTGCTAGCTGGAATCCAGGCCTGGGTGCT 

GCATGGTGGCGCCCCTCCCCGTGACCACCGCTGCGTTTTCTCGGGCTTTCTCTGAGGAGCTGCTCTTGTGCTGTT 

TGGCCCCTGCCTACTCGGAATGGAACAAAGCATCGAACAAACAACTGAGATCCTGTTGTGCCTATCACCTGTTGA 

AGTTGCCAGTCTTAAGGAAGGAATCAATTTCTTTCGCAATAAGAGCACTGGCAAAGACTACGTCTTGTACAAGAA 

TAAGAGCCGACTGAGGGCATGCAAGAATATGTGCAAGCACCAAGGAGGCCTGTTCATAAAAGATATCGAGGATTT 

AGCCGGAAGTTGTTGAAATGGATGAAAACAACGGACTTTTGCTTTTAGAACTGAATCCTCCTAACCCTTGGGACT 

TACAGCCCAGATCTCCTGAAGAGTTGGCTTTTGGAGAAGTACAGATAACATATCTCACTCATGCCTGCATGGACC 

TCAAGTTAGGAGACAAGAGAATGGTGTTTGACCCTTGGTTAATCGGTCCTGCTTTTGCCCGTGGATGGTGGTTGC 

TCCATGAGCCTCCATCTGATTGGCTGGAGAGGCTGTGCCAGGCAGACCTCATTTACATCAGTCATCTGCACTCAG 

ACCACCTGAGTTACCCCACACTGAAAAAGCTTGCTGGGAGAAGACCAGATATTCCCATTTATGTTGGAAACACAG 

AAAGGCCTGTATTTTGGAATCTGAATCAGAGCGGTGTCCAGTTGACTAATATCAATGTCGTGCCATTTGGAATAT 

GGCAGCAGGTGGACAAAAATCTTCGATTCATGATCTTGATGGACGGTGTTCATCCTGAGATGGACACTTGCATTA 

TTGTGGAGTACAAAGGTCATAAAATACTCAATATAGTAGACTGCACCAGACCCAATGGGGGAAGGCTGCCTATGA 

AGGTTGCTCTAATGATGAGTGATTTTGCTGGAGGAGCATCAGGCTTTCCAATGACTTTCAGTGGTGGAAAATTTA 

CGGAGGAATGGAAAGCCCAATTCATTAAAACAGAAAGGAAGAAGCTCCTGAACrACAAGGCTCGGCTGGTGAAGA 

ACCTGCAACCCCGAATTTATTGTCCCTTTGCTGGGTATTrTGTGGAATCTCACCCATCAGACAAGTACATCAAGG 

AAACAAACACCAAAAATGACCCAAATGAACTCAACAATCTTATCAAGAAAAACTCTGATGTGATAACATGGACCC 

CTCGACCGGGAGCCACCCTTGATCTGGGAAGAATGCTGAAGGATCGAACAGACAGCAAGGGCATCATAGAGCCTC 

CAGAGGGGACAAAAATrTACAAGGATTCCTGGGATTTTGAACCTTATTTGGAAATCTTGAATGCTGCTCTAGGAG 

ATGAAATATTTCTTCACTCATCCTGGATAAAAGAATACTTCACTTGGGCTGGATTTAAAGATTACAACCTTGTGG 

TCAGGATGATTGAGACAGATGAGGACTTCAATCCTTTTCCTGGAGGATATGACTATTTGGTTGACTTTTTAGATT 

TATCCTTCCCAAAAGAAAGACCACAACGAGAACATCCCTATGAGGAAATCCATAGCCGGGTGGATGTCATCAGAC 

ACGTGGTGAAGAATGGTCTACTCTGGGATGAGTTGTATATAGGATTCCAAACACGGCTCCAGCGGGATCCTGACA 

TATACCATCACCTGTTTTGGAATCATTTTCAAATAAAACTCCCCCTCACACCACCCAACTGGAAGTCATTCCTGA 

TGTGCTGTGAGCAGAATGGGCCTGCGATTTTGCAAGAATGCAAAACCACAT^AAAATTTCAAGAATTCACTGATC 

TGATGCAAAATAAAAATTTATCATTACATCTTGAACCCAGGAAGCTTACAGCAAAGAGACTATGCTTTATGACGT 

CAGCAATAGATAATTCCACGTTGCCTTTGTGATTTGTATATATAGCTTACATTTGTGGATCACTACATAGCCAGA 

TTCAAAAATATTTTACTTGTTCCATCCACAGTTCTCTACAGAAAGAACCAATGAACCCAATAGGAACAAATTCTC 

TGTGGAAAACAAAGCATAGCTGTAGTAGATACGAATCCAATCACAGAGGAAACAGGAAGAGAAAAACATCCAAGA 

CTACAGTGAAAACTGGAAATGGTCTGTTTTCGTGATATTCGTATGATTAAGATGCAAATTTTTTCTTAGGAAAAT 

GTGATTGTTAACTAGCATTCTGTTTTACATGTTGACATTTCTAACACACACACCACTGAXTTGAACTTCAAAATT 

TATTTTCTGATTATATATGCTAGGTCTGATTCTGAAGATACAAGAATTCAATGGTGGAATTTGTCTCCTGAAATr 

TCTAGATTCATAATTAGAAGTGTTTATTACCAACTTCTCACTTAGATTAACATCAGTGATGTTTGATTATTCTGG 

TTAACCGCTCACATGCATAACAATAATGCTAGAAATTCAGGAATTATAATTTTGTGATTTArACTGrGTGGTAAA 

TTATTCAGTTCTCACTGCAAATAAATATAATGTATATCAATGTAATGTAGGTCAGAATGTCTATGGTGAGCAAAT 
AAAAGAT TAT T T TAAAAT AXGAAAAAAAAAAAAAAAA 
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FIGURE 707 

MDENNGLLLLELNPPNPWDLQPRSPEELAFGEVQITYLTHACMDLKLGDKRMVFDPV^IGPAFIVRGWWLLHEPPS 
DWLERLCQADLIYISHLHSDHLSYPTLKKLAGRRPDIPIYVGNTERPVFWNLNQSGVQLTNINVVPFGIWQQVDK 
NLRFMILMDGVHPEMDTCIIVEYKGHKILNITO 

QFIKTERKKLLNYKARLVKNLQPRIYCPFAGYFVESHPSDKYIKETNTKNDPNELNNLIKKNSDVITWTPRPGAT 
LDLGRMLKDRTDSKGIIEPPEGTKIYKDSWDFEPYLEILNAALGDEIFLHSSWIKEYFTWAGFKDYNLVVRMIET 
DEDFNPFPGGYDYLVDFLDLSFPKERPQREHPYEEIHSRVDVIRHWKNGLLWDELYIGFQTRLQRDPDIYHHLF 
WNHFQIKLPLTPPNWKSFLMCCEQNGPAILQECKTT 
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FIGURE 708 

CCGGGGGGCATGAGGGTCCGAGACTTGTTCTTCTGTCCCTTCCAAGACCCGGCGACAGGAGGCATGAGGGGCCCC 
CGGCCGAA ATGA CAGTGCTGGCGCCAGCCTGGAGCCCAACAACCTATCTCCTCCTGCTGCTGCTGCTGAGCTCGG 
GACTCAGTGGGACCCAGGACTGCTCCTTCCAACACAGCCCCATCTCCTCCGACTTCGCTGTCAAAATCCGTGAGC 
TGTCTGACTACCTGCTTCAAGATTACCCAGTCACCGTGGCCTCCAACCTGCAGGACGAGGAGCTCTGCGGGGGCC 
TCTGGCGGCTGGTCCTGGCACAGCGCTGGATGGAGCGGCTCAAGACTGTCGCTGGGTCCAAGATGCAAGGCTTGC 
TGGAGCGCGTGAACACGGAGATACACTTTGTCACCAAATGTGCCTTTCAGCCCCCCCCCAGCTGTCTTCGCTTCG 
TCCAGACCAACATCTCCCGCCTCCTGCAGGAGACCTCCGAGCAGCTGGTGGCGCTGAAGCCCTGGATCACTCGCC 
AGAACTTCTCCCGGTGCCTGGAGCTGCAGTGTCAGCCCGACTCCTCAACCCTGCCACCCCCATGGAGTCCCCGGC 
CCCTGGAGGCCACAGCCCCGACAGCCCCGCAGCCCCCTCTGCTCCTCCTACTGCTGCTGCCCGTGGGCCTCCTGC 
TGCTGGCCGCTGCCTGGTGCCTGCACTGGCAGAGGACGCGGCGGAGGACACCCCGCCCTGGGGAGCAGGTGCCCC 
CCGTCCCCAGTCCCCAGGACCTGCTGCTTGTGGAGCAC TGAC CTGGCCAAGGCCTCATCCTGCGGAGCCTTAAAC 
AACGCAGTGAGACAGACATCTATCATCCCATTTTACAGGGGAGGATACTGAGGCACACAGAGGGGAGTCACCAGC 
CAGAGGATGTATAGCCTGGACACAGAGGAAGTTGGCTAGAGGCCGGTCCCTTCCTTGGGCCCCTCTCATTCCCTC 
CCCAGAATGGAGGCAACGCCAGAATCCAGCACCGGCCCCATTTACCCAACTCTGAACAAAGCCCTTGCCCCCATG 
AAATTGTTTATAAATCATCCTTTTCTCCCA 
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FIGURE 709 

MTVLAPAWSPTTYLLIiLLLLSSGLSGTQDCSFQHSPISSDFAVKIRELSDYLLQDYPVTVASNLQDEELCGGLWR 
LVLAQRWMERLKTVAGSKMQGLLERVNTEIHFVTKCAFQPPPSCLRFVQTNISRLLQETSEQLVALKPWITRQNF 
SRCLELQCQPDSSTLPPPWSPRPLEATAPTAPQPPLLLLLLLPVGLLLLAAAWCLHWQRTRRRTPRPGEQVPPVP 
SPQDLLLVEH 
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FIGURE 710 

GCGCCTGGCCTATTGAAGGTTTTTAATCTTCAGAGTTTCGACTTTATCAACAACACTTAGAAGCCACCAAAGAAT 

TGCAGATGGATCCTAATAGAATATCAGAAGATGGCACTCACTGCATTTATAGAATTTTGAGACTCCATGAAAATG 

CAGATTTTCAAGACACAACTCTGGAGAGTCAAGATACAAAATTAATACCTGATTCATGTAGGAGAATTAAACAGG 

CCTTTCAAGGAGCTGTGCAAAAGGAATTACAACATATCGTTGGATCACAGCACATCAGAGCAGAGAAAGCGATGG 

TGGATGGCTCATGGTTAGATCTGGCCAAGAGGAGCAAGCTTGAAGCTCAGCCTTTTGCTCATCTCACTATTAATG 

CCACCGACATCCCATCTGGTTCCCATAAAGTGAGTCTGTCCTCTTGGTACCATGATCGGGGTTGGGCCAAGATCT 

CCAACATGACTTTTAGCAATGGAAAACTAATAGTTAATCAGGATGGCTTTTATTACCTGTATGCCAACATTTGCT 

TTCGACATCATGAAACTTCAGGAGACCTAGCTACAGAGTATCTTCAACTAATGGTGTACGTCACTAAAACCAGCA 

TCAAAATCCCAAGTTCTCATACCCTGATGAAAGGAGGAAGCACCAAGTATTGGTCAGGGAATTCTGAATTCCATT 

TTTATTCCATAAACGTTGGTGGATTTTTTAAGTTACGGTCTGGAGAGGAAATCAGCATCGAGGTCTCCAACCCCT 

CCTTACTGGATCCGGATCAGGATGCAACATACTTTGGGGCTTTTAAAGTTCGAGATATAGATTGAGCCCCAGTTT 

TTGGAGTGTTATGTATTTCCTGGATGTTTGGAAACATTTTTTAAAACAAGCCAAGAAAGATGTATATAGGTGTGT 

GAGACTACTAAGAGGCATGGCCCCAACGGTACACGACTCAGTATCCATGCTCTTGACCTTGTAGAGAACACGCGT 

ATTTACAGCCAGTGGGAGATGTTAGACTCATGGTGTGTTACACAATGGTTTTTAAATTTTGTAATGAATTCCTAG 

AATTAAACCAGATTGGAGCAATTACGGGTTGACCTTATGAGAAACTGCATGTGGGCTATGGGAGGGGTTGGTCCC 

TGGTCATGTGCCCCTTCGCAGCTGAAGTGGAGAGGGTGTCATCTAGCGCAATTGAAGGATCATCTGAAGGGGCAA 

ATTCTTTTGAATTGTTACATCATGCTGGAACCTGCAAAAAATACTTTTTCTAATGAGGAGAGAAAATATATGTAT 

TTTTATATAATATCTAAAGTTATATTTCAGATGTAATGTTTTCTTTGCAAAGTATTGTAAATTATATTTGTGCTA 

TAGTATTTGATTCAAAATATTTAAAAATGTCTTGCTGTTGACATATTTAATGTTTTAAATGTACAGACATATTTA 

ACTGGTGCACTTTGTAAATTCCCTGGGGAAAACTTGCAGCTAAGGAGGGGAAAAAAATGTTGTTTCCTAATATCA 

AATGCAGTATATTTCTTCGTTCTTTTTAAGTTAATAGATTTTTTCAGACTTGTCAAGCCTGTGCAAAAAAATTAA 

AATGGATGCCTTGAATAATAAGCAGGATGTTGGCCACCAGGTGCCTTTCAAATTTAGAAACTAATTGACTTTAGA 

AAGCTGACATTGCCAAAAAGGATACATAATGGGCCACTGAAATCTGTCAAGAGTAGTTATATAATTGTTGAACAG 

GTGTTTTTCCACAAGTGCCGCAAATTGTACCTTTTTTGTTTTTTCAAAATAGAAAAGTTATTAGTGGTTTATCAG 

CAAAAAAGTCCAATTTTAATTTAGTAAATGTTATCTTATACTGTACAATAAAAACATTGCCTTTGAATGTTAATT 

TTTTGGTACAAAAATAAATTTATATGAAAACCTGAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 711 

mdpnrisedgthciyrilrlhenadfqdttlesqdtklipdscrrikqafqgavqkelqhivgsqhiraekamvd 
gswldlakrskleaqpfahltinatdipsgshkvslsswyhdrgwakisnmtfsngklivnqdgfyylyanicfr' 
hhetsgdlateylqlmvyvtktsikipsshtlmkggstkywsgnsefhfysinvggffklrsgeeisievsnpsl 
ldpdqdatyfgafkvrdid 
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FIGURE 712 

CTGGGGGTCCGTTCCCCAACTTCCTCGGCGCTCCGGACTCCCAAGTCTCCGCCGGACCCTCCTTTGGATATTCCT 
CGTGTCTCCGATTCTGAGAGAGGGGGAAGACGGTGGGGCCTCCCCACCTGCCCCGCAGAAG ATGC AGTTCTTTGG 
CCGCCTGGTCAATACCTTCAGTGGCGTCACCAACTTGTTCTCTAACCCATTCCGGGTGAAGGAGGTGGCTGTGGC 
CGACTACACCTCGAGTGACCGAGTTCGGGAGGAAGGGCAGCTGATTCTGTTCCAGAACACTCCCAACCGCACCTG 
GGACTGCGTCCXGGTCAACCCCAGGAACTCACAGAGTGGATTCCGACTCTTCCAGCTGGAGTTGGAGGCTGACGC 
CCTAGTGAATTTCCATCAGTATTCTTCCCAGCTGCTACCCTTCTATGAGAGCTCCCCTCAGGTCCTGCACACTGA 
GGTCCTGCAGCACCTGACCGACCTCATCCGTAACCACCCCAGCTGGTCAGTGGCCCACCTGGCTGTGGAGCTAGG 
GATCCGCGAGTGCTTCCATCACAGCCGTATCATCAGCTGTGCCAATTGCGCGGAGAACGAGGAGGGCTGCACACC 
CCTGCACCTGGCCTGCCGCAAGGGTGATGGGGAGATCCTGGTGGAGCTGGTGCAGTACTGCCACACTCAGATGGA 
TGTCACCGACTACAAGGGAGAGACCGTCTTCCATTATGCTGTCCAGGGTGACAATTCTCAGGTGCTGCAGCTCCT 
TGGAAGGAACGCAGTGGCTGGCCTGAACCAGGTGAATAACCAAGGGCTGACCCCGCTGCACCTGGCCTGCCAGCT 
GGGGAAGCAGGAGATGGTCCGCGTGCTGCTGCTGTGCAATGCTCGGTGCAACATCATGGGCCCCAACGGCTACCC 
CATCCACTCGGCCATGAAGTTCTCTCAGAAGGGGTGTGCGGAGATGATCATCAGCATGGACAGCAGCCAGATCCA 
CAGCAAAGACCCCCGTTACGGAGCCAGCCCCCTCCACTGGGCCAAGAACGCAGAGATGGCCCGCATGCTGCTGAA 
ACGGGGCTGCAACGTGAACAGCACCAGCTCCGCGGGGAACACGGCCCTGCACGTGGCGGTGATGCGCAACCGCTT 
CGACTGTGCCATAGTGCTGCTGACCCACGGGGCCAACGCGGATGCCCGCGGAGAGCACGGCAACACCCCGCTGCA 
CCTGGCCATGTCGAAAGACAACGTGGAGATGATCAAGGCCCTCATCGTGTTCGGAGCAGAAGTGGACACCCCGAA 
TGACTTTGGGGAGACTCCTACATTCCTAGCCTCCAAAATCGGCAGACTTGTCACCAGGAAGGCGATCTTGACTCT 
GCTGAGAACCGTGGGGGCCGAATACTGCTTCCCACCCATCCACGGGGTCCCCGCGGAGCAGGGCTCTGCAGCGCC 
ACATCATCCCTTCTCCCTGGAAAGAGCTCAGCCCCCACCGATCAGCCTAAACAACCTAGAACTACAGGATCTCAT 
GCACATCTCACGGGCCCGGAAGCCAGCGTTCATCCTGGGCTCCATGAGGGACGAGAAGCGGACCCACGACCACCT 
GCTGTGCCTGGATGGAGGAGGAGTGAAAGGCCTCATCATCATCCAGCTCCTCATCGCCATCGAGAAGGCCTCGGG 
TGTGGCCACCAAGGACCTGTTTGACTGGGTGGCGGGCACCAGCACTGGAGGCATCCTGGCCCTGGCCATTCTGCA 
CAGTAAGTCCATGGCCXACATGCGCGGCATGTACTTTCGCATGAAGGATGAGGTGTTCCGGGGCTCCAGGCCCTA 
CGAGTCGGGGCCCCTGGAGGAGTTCCTGAAGCGGGAGTTTGGGGAGCACACCAAGATGACGGACGTCAGGAAACC 
CAAGGTGATGCTGACAGGGACACTGTCTGACCGGCAGCCGGCTGAACTCCACCTCTTCCGGAACTACGATGCTCC 
AGAAACTGTCCGGGAGCCTCGTTTCAACCAGAACGTTAACCTCAGGCCTCCAGCTCAGCCCTCAGACCAGCTGGT 
GTGGCGGGCGGCCCGAAGCAGCGGGGCAGCTCCTACTTACTTCCGACCCAATGGGCGCTTCCTGGACGGTGGGCT 
GCTGGCCAACAACCCCACGCTGGATGCCATGACCGAGATCCATGAGTACAATCAGGACCTGATCCGCAAGGGTCA 
GGCCAACAAGGTGAAGAAACTCTCCATCGTTGTCTCCCTGGGGACAGGGAGGTCCCCACAAGTGCCTGTGACCTG 
TGTGGATGTCTTCCGTCCCAGCAACCCCTGGGAGCTGGCCAAGACTGTTTTTGGGGCCAAGGAACTGGGCAAGAT 
GGTGGTGGACTGTTGCACGGATCCAGACGGGCGGGCTGTGGACCGGGCACGGGCCTGGTGCGAGATGGTCGGCAT 
CCAGTACTTCAGATTGAACCCCCAGCTGGGGACGGACATCATGCTGGATGAGGTCAGTGACACAGTGCTGGTCAA 
CGCCCTCTGGGAGACCGAGGTCTACATCTATGAGCACCGCGAGGAGTTCCAGAAGCTCATCCACCTGCTGCTCTC 
ACCC3CGAGGGTCCCCAGCCTCTCACCGGCCCCAGCTGACCTCGTCCATTCAGCGCCTGCCAGGCCAAGCCCAGCC 
ACTGCCCTCCCGGGCAGATCTGGGCCCAGGCACCTCTGAGTCCATAGACCAGGCCTGGGAGAATGCCAAGCTGCC 
TGCCCGAGGCTGGTCCTGAAGGCCTGTCTCCCACTAACCCCCCCTTCCATCACTTTCTGTCATGCCAGGXTGGGA 
AAGTCTAGAGCCCCCTTTGGCCCCTTTCCCTGACTGTCAAGGACAACTGACTCCCCCATCAGCTCAAACATTAAG 
GGTACCCGGGCACAACCGTACCCGTGCCCCCAGCCCCAGCCTACCCTGAGGGCCTGCCGGGCTGCCTTTGCCCCA 
GCCCCCAGCAAGGGCATTCCCAGGCTTCCTGGTGGGTGCAGCCCAATCCCTCTGCCCTCTGCTCCGTTCCCTGGG 
GGCTGGGACTAAAGAAATGGGTGTCCCCCACCCCATCAGCTGGGAAAGCCCAGGCCGCAGGAGTGGGATGCCCGT 
TGGACTTTGCCCCTCACACTGGCCCAGCCCCTCACACTGCCCCACCCCGAGAACCCTCAGCTCTCAAAGGTCACT 
CCTGGGAGTTTCTTCTTCCCAATGGAAGTGGCTTAAGAGCCAAAACTGAAATAAATCATTTGGATTCAAGTTCAA 
AAAAAAAAAAAAAAA 
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FIGURE 713 

MQFFGRLVNTFSGVTNLFSNPFRVKEVAVADYTSSDRVREEGQLILFQNTPNRTWDCVLVNPRNSQSGFRLFQLE 

LEADALVNFHQYSSQLLPFYESSPQVLHTEVLQHLTDLIRNHPSWSVAHLAVELGIRECFHHSRIISCANCAENE 

EGCTPLHLACRKGDGEILVELVQYCHTQMDVTDYKGETVFHYAVQGDNSQVLQLLGRNAVAGLNQVNNQGLTPLH 

LACQLGKQEMVRVLLLCNARCNIMGPNGYPIHSAMKFSQKGCAEMIISMDSSQIHSKDPRYGASPLHWAKNAEMA 

RMLLKRGCNWSTSSAGNTALHVAVMRNRFDCAIVLLTHGANADARGEHGNTPLHLAMSKDNVEM 

VDTPNDFGETPTFLASKIGRLVTRKAILTLLRTVGAEYCFPPIHGVPAEQGSAAPHHPFSLERAQPPPISLNNLE 

LQDLMHISRARKPAFILGSMRDEKRTHDHLLCLDGGGVKGLIIIQLLIAIEKASGVATKDLFDWVAGTSTGGILA 

LAILHSKSMAYMRGMYFRMKDEVFRGSRPYESGPLEEFLKREFGEHTKMTDVRKPKVMIiTGTLSDRQPAELHLFR 

NYDAPETVREPRFNQNVNLRPPAQPSDQLVWRAARSSGAAPTYFRPNGRFLDGGLLANNPTLDAMTEIHEYNQDL 

IRKGQANKVKKLS I WSLGTGRSPQVPVTCVDVFRP SNPWELAKTVFGAKELGKMWDCCTDPDGRAVDRARAWC 

EMVGIQYFRLNPQLGTDIMLDEVSDTVLVNALWETEVYIYEHREEFQKLIHLLLSP 
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FIGURE 714 

TAAAACTTTAGGAAATTAGTACCAGACTTTTATATTGGTCAACAGCAAAATGAACATTACTACTCAGCCTCCAAC 
ACATGCAGTTTGCCTATACCAGGGATCCTGTCAAAATATACACCACTTATAGCTTCTTAAGTGCAGTTATCATAG 
AGCACAGTCCCTGACATCACACAGCTGCAGAGATS^ATAAACAAAGAGGAACCTACTCAGAAGTGAGTCTGGCCC 
AGGACCCAAAGAGGCAGCAAAGGAAACTTAAGGGCAATAAAATCTCCATTTCAGGAACCAAACAGGAAATATTCC 
AAGTAGAATTAAACCTTCAAAATGCTTCTTCGGATCATCAAGGGAATGACAAGACATATCACTGCAAAGGTTTAC 
TGCCACCTCCAGAGAAGCTCACTGCTGAGGXCCTAGGAATCATTTGCATTGTCCTGATGGCCACTGTGTTAAAAA 
CAATAGTTCTTATTCCTTGTATTGGAGTACTGGAGCAGAACAATTTTTCCCTGAATAGAAGAATGCAGAAAGCAC 
GTCATTGTGGCCATTGTCCTGAGGAGTGGATTACATATTCCAACAGTTGTTATTACATTGGTAAGGAAAGAAGAA 
CTTGGGAAGAAAGAGTTTGCTGGCCTGTGCTTCGAAGAACTCTGATCTGCTTTCTATAGATAATGAGGAAGAAAT 
GGTAAGACGTAAATGTTTCAACACTTTACTAAAAGCTTATTTCTGTCAATATCATATTTGTAGAAATCATCCATA 
TGTTTATACATATATTTACTTCATATATTTTTAAGTCTGTGTAGTATTCAACTGACTTCATAATATTTTTATATT 
CATATACTGTTAATGCACATTTGGTTATTTCCAGTTTTGCTTTTCATGGAAACCCATGCTTCTATAAATGTTTTT 
ATCACAAAATAAATATAAAGAAAACTAAAAAAAAACCAAAAAAAAAAAAAAAAAAGGCGGCCGCGATATAG 
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FIGURE 715 

MNKQRGTYSEVSLAQDPKRQQRKLKGNKISISGTKQEIFQVELNLQNASSDHQGNDKTYHCKGLLPPPEKLTAEV 

LGIICIVLMATVLKTIVLIPCIGVLEQN^ 

RRTLICFL 
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FIGURE 716 

GAATTCGATTTTTGAGACTTCTCCATCGGGATCGCCTGGTGTCACCAAGTGTCCACTGGTACTGAGGTTTGCTGC 

CTGCCTTCTTGCC ATGT CTAACGAAGTAGAAACAAGTGCAACCAATGGTCAGCCCGACCAACAGGCCGCACCAAA 

AGCACCCTCAAAGAAGGAAAAAAAGAAAGGCCCTGAAAAGACAGATGAATATCTCTTAGCAAGGTTCAAAGGCGA 

TGGTGTAAAATATAAGGCCAAGCTGATTGGCATTGATGATGTGCCAGATGCAAGAGGGGATAAAATGAGCCAAGA 

CTCTATGATGAAACTAAAGGGAATGGCGGCAGCTGGTCGGTCTCAGGGACAACACAAACAAAGGATCTGGGTCAA 

CATTTCCCTTTCTGGGATAAAAATAATTGATGAGAAAACTGGGGTAATAGAGCATGAACATCCAGTAAATAAGAT 

TTCTTTCATTGCCCGTGATGTGACAGACAACCGGGCATTTGGTTACGTGTGTGGAGGAGAAGGCCAGCATCAGTT 

TTTTGCCATAAAAACCGGGCAACAGGCTGAACCATTAGTTGTTGATCTTAAAGACCTTTTTCAAGTTATCTATAA 

TGTAAAGAAAAAGGAAGAAGAAAAGAAAAAGATAGAGGAAGCCAGCAAAGCAGTTGAGAATGGGAGTGAGGCCCT 

AATGATTCTAGATGACCAAACTAACAAACTGAAATCGGAAAGCAAAGATATCCTGTTAGTGGATCTAAACTCTGA 

AATCGACACCAATCAGAATTCTTTAAGAGAAAATCCATTCTTAACAAACGGCATCACCTCCTGTTCTCTTCCTCG 

ACCAACGCCTCAGGCATCCTTCTTGCCTGAAAATGCCTTTTCTGCCAATCTCAACTTCTTTCCCACCCCTAATCC 

TGATCCTTTCCGTGACGATCCTTTCACACAGCCAGACCAATCGACACCTTCTTCGTTTGATTCTCTCAAATCTCC 

AGATCAGAAGAAAGAGAATTCGAGTAGCTCGTCTACTCCGCTGAGTAATGGGCCCCTGAATGGTGATGTTGACTA 

CTTTGGTCAGCAATTTGACCAGATCTCTAACCGGACTGGCAAACAGGAAGCTCAGGCAGGCCCATGGCCCTTTTC 

AAGTTCGCAAACCCAGCCAGCAGTGAGAACTCAAAATGGGGTATCTGAAAGAGAACAGAACGGCTTCTCTGTCAA 

ATCCTCCCCGAACCCTTTTGTGGGAAGCCCTCCCAAAGGACTGTCCATACAGAATGGCGTAAAGCAGGACTTGGA 

AAGCTCTGTCCAGTCCTCACCACATGACTCCATAGCCATTATCCCACCTCCACAAAGTACCAAACCAGGAAGAGG 

CAGAAGGACTGCTAAGTCTTCAGCCAATGACTTGCTTGCATCAGACATCTTTGCTCCTCCCGTCTCAGAACCTTC 

AGGCCAGGCGTCACCCACAGGACAACCTACAGCCCTGCAGCCCAACCCTCTGGATCTCTTCAAAACAAGTGCTCC 

TGCCCCAGTGGGGCCCCAGGTGGGTCTAGGTGGTGTAACTGTCACACTTCCTCAGGCAGGACCATGGAACACAGC 

ATCTTTGGTCTTCAATCAGTCCCCTTCAATGGCTCCGGGAGCCATGATGGGTGGTCAACCTTCAGGTTTTAGTCA 

GCCCGTCATTTTTGGTACAAGTCCAGCTGTTTCAGGTTGGAACCAGCCTTCACCCTTTGCAGCCTCAACTCCCCC 

TCCAGTGCCTGTTGTCTGGGGCCCTTCTGCATCTGTGGCACCCAATGCTTGGTCAACAACAAGCCCTTTGGGGAA 

TCCTTTTCAGAGCAATATTTTTCCAGCTCCTGCTGTGTCCACTCAGCCCCCATCCATGCACTCCTCTCTCCTGGT 

CACTCCTCCTCAGCCACCTCCCAGAGCTGGCCCTCCCAAGGACATCTCCAGTGATGCCTTCACTGCCTTAGACCC 

ACTTGGGGATAAAGAGATCAAGGATGTGAAAGAAATGTTTAAGGATTTCCAACTGCGGCAGCCACCTGCTGTGCC 

CGCGCGGAAGGGAGAGCAGACTTCTTCTGGGACTTTGAGTGCCTTTGCCAGTTATTTCAACAGCAAGGTTGGCAT 

TCCTCAGGAGAATGCAGACCATGATGACTTTGATGCTAATCAACTATTGAACAAGATCAATGAACCACCAAAGCC 

AGCTCCCAGACAAGTTTCCCTGCCAGTTACCAAATCTACTGACAATGCATTTGAGAACCCTTTCXTTAAAGATTC 

TTTTGGTXCATCACAAGCCTCTGTGGCTTCTTCTCAACCTGTATCTTCTGAGATGTATAGGGATCCATTTGGAAA 

TCCTTTTGCC TAAA TTCTGAACTTGGTCTGCAGACCATCCAGAGGAATAAAAAGGTTGGCCTTAGTAGTCAAAAA 

CAAAGCTGATAGCCAGACACGTTCTGATTTCTGCCCTTGTTCCAGCTTTGACGTATTATCTGTTGCCTTATTTCT 

CATTGCCTCTTCTACTTGTAAAATGCTTTTCACTTTCTGTCTAGGXTAAAGCTAAACTGAATCTATGGCTTTAAA 

TAAATTAAGATCCTAAACTCTCTAGCTTAAGTGTAAATGAAGTACAGTAGTTTCCCTACTGAACCCTGCCTCTTG 

TGTCCCTGGAACCTTCTAGAACACCTGCCTTCTACCCTCTGGTTGGGAGATGCAGCCACCACATCCCTTCATATC 

ATACTGTTTTGAATAAATTTTCAAATCCTTAAAAAAAAAAAAAAAAAA 
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FIGURE 717 

MSNEVETSATNGQPDQQAAPKAPSKKEKKKGPEKTDEYLLARFKGDGVKYKAKLIGIDDVPDARGDKMSQDSMMK 
LKGMAAAGRSQGQHKQRIWVNISLSGIKIIDEKTGVIEHEHPVNKISFIARDVTDNRAFGYVCGGEGQHQFFAIK 
TGQQAEPLWDLKDLFQVIYNVKKKEEEKKKIEEASKAVENGSEALMILDDQTNKLKSESKDILLVDLNSEIDTN 
QNSLRENPFLTNGITSCSLPRPTPQASFLPENAFSANLNFFPTPNPDPFRDDPFTQPDQSTPSSFDSLKSPDQKK 
ENSSSSSTPLSNGPLNGDVDYFGQQFDQISNRTGKQEAQAGPWPFSSSQTQPAVRTQNGVSEREQNGFSVKSSPN 
PFVGSPPKGLSIQNGVKQDLESSVQSSPHDSIAIIPPPQSTKPGRGRRTAKSSANDLLASDIFAPPVSEPSGQAS 
PTGQPTALQPNPLDLFKTSAPAPVGPQVGLGGVTVTLPQAGPWNTASLVFNQSPSMAPGAMMGGQPSGFSQPVIF 
GTSPAVSGWNQPSPFAASTPPPVPVVWGPSASVAPNAWSTTSPLGNPFQSNIFPAPAVSTQPPSMHSSLLVTPPQ 
PPPRAGPPKDISSDAFTALDPLGDKEIKDVKEMFKDFQLRQPPAVPARKGEQTSSGTLSAFASYFNSKVGIPQEN 
ADHDDFDANQLLNKINEPPKPAPRQVSLPVTKSTDNAFENPFFKDSFGSSQASVASSQPVSSEMYRDPFGNPFA 
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FIGURE 718 

GTCGCGCCATTTTGCCGGGGTTTGAATGTGAGGCGGAGCGGCGGCAGGAGCGGATAGTGCCAGCTACGGTCCGCG 

GCTGGGGTTCCCTCCTCCGTTTCTGTATCCCCACGAGATCCTATAGCAAT03AACTCAGCGATGCAAATCTGCAA 

ACACTAACAGAATATTTAAAGAAAACACTTGATCCTGATCCTGCCATCCGACGTCCAGCTGAGAAATTTCTTGAA 

TCTGTTGAAGGAAATCAGAATTATCCACTGTTGCTTTTGACATTACTGGAGAAGTCCCAGGATAATGTTATCAAA 

GTATGTGCTTCAGTAACATTCAAAAACTATATTAAAAGGAACTGGAGAATTGTTGAAGATGAACCAAACAAAATT 

TGTGAAGCCGATCGAGTGGCCATTAAAGCCAACATAGTGCACTTGATGCTTAGCAGCCCAGAGCAAATTCAGAAG 

CAGTTAAGTGATGCAATTAGCATTATTGGCAGAGAAGATTTTCCACAGAAATGGCCTGACTTGCTGACAGAAATG 

GTGAATCGCTTTCAGAGTGGAGATTTCCATGTTATTAATGGAGTCCTCCGTACAGCACATTCATTATTTAAAAGA 

TACCGTCATGAATTTAAGTCAAACGAGTTATGGACTGAAATTAAGCTTGTTCTGGATGCCTTTGCTTTGCCTTTG 

ACTAATCTTTTTAAGGCCACTATTGAACTCTGCAGTACCCATGCAAATGATGCCTCTGCCCTGAGGATTCTGTTT 

TCTTCCCTGATCCTGATCTCAAAATTGTTCTATAGTTTAAACTTTCAGGATCTCCCTGAATTTTGGGAAGGTAAT 

ATGGAAACTTGGATGAATAATTTCCATACTCTCTTAACATTGGATAATAAGCTTTTACAAACTGATGATGAAGAG 

GAAGCCGGCTTATTGGAGCTCTTAAAATCCCAGATTTGTGATAATGCCGCACTCTATGCACAAAAGTACGATGAA 

GAATTCCAGCGATACCTGCCTCGTTTTGTTACAGCCATCTGGAATTTACTAGTTACAACGGGTCAAGAGGTTAAA 

TATGATTTGTTGGTAAGTAATGCAATTCAATTTCTGGCTTCAGTTTGTGAGAGACCTCATTATAAGAATCTATTT 

GAGGACCAGAACACGCTGACAAGTATCTGTGAAAAGGTTATTGTGCCTAACATGGAATTTAGAGCTGCTGATGAA 

GAAGCATTTGAAGATAATTCTGAGGAGTACATAAGGAGAGATTTGGAAGGATCTGATATTGATACTAGACGCAGG 

GCTGCTTGTGATCTGGTACGAGGATTATGCAAGTTTTTTGAGGGACCTGTGACAGGAATCTTCTCTGGTTATGTT 

AATTCCATGCTGCAGGAATACGCAAAAAATCCATCTGTCAACTGGAAACACAAAGATGCAGCCATCTACCTAGTG 

ACATCTTTGGCATCAAAAGCCCAAACACAGAAGCATGGAATTACACAAGCAAATGAACTTGTAAACCTAACTGAG 

TTCTTTGTGAATCACATCCTCCCTGATTTAAAATCAGCTAATGTGAATGAATTTCCTGTCCTTAAAGCTGACGGT 

ATCAAATATATTATGATTTTTAGAAATCAAGTGCCAAAAGAACATCTTTTAGTCTCGATTCCTCTCTTGATTAAT 

CATCTTCAAGCTGGAAGTATTGTTGTTCATACTTACGCAGCTCATGCTCTTGAACGGCTCTTTACTATGCGAGGG 

CCTAACAATGCCACTCTCTTTACAGCTGCAGAAATCGCACCGTTTGTTGAGATTCTGCTAACAAACCTTTTCAAA 

GCTCTCACACTTCCTGGCTCTTCAGAAAATGAATATATTATGAAAGCTATCATGAGAAGTTTXTCTCTCCTACAA 

GAAGCCATAATCCCCTACATCCCTACTCTCATCACTCAGCTTACACAGAAGCTATTAGCTGTTAGTAAGAACCCA 

AGCAAACCTCACTTTAATCACTACATGTTTGAAGCAATATGTTTATCCATAAGAATAACTTGCAAAGCTAACCCT 

GCTGCTGTTGTAAATTTTGAGGAGGCTTTGTTTXTGGTGTTTACTGAAATCTTACAAAATGATGTGCAAGAATTT 

ATTCCATACGTCTTTCAAGTGATGTCTTTGCTTCTGGAAACACACAAAAATGACATCCCGTCTTCCTATATGGCC 

TTATTTCCTCATCTCCTTCAGCCAGTGCTTTGGGAAAGAACAGGAAATATTCCTGCTCTAGTGAGGCTTCTTCAA 

GCATTCTTAGAACGCGGTTCAAACACAATAGCAAGTGCTGCAGCXGACAAAATTCCTGGGTTACTAGGTGTCTTT 

CAGAAGCTGATTGCATCCAAAGCAAATGACCACCAAGGTTTTTATCTTCTAAACAGTATAATAGAGCACATGCCT 

CCTGAATCAGTTGACCAATATAGGAAACAAATCTTCATTCTGCTATTCCAGAGACTTCAGAATTCCAAAACAACC 

AAGTTTATCAAGAGTTTTTTAGTCTTTATTAATTTGTATTGCATAAAATATGGGGCACTAGCACTACAAGAAATA 

TTTGATGGTATACAACCAAAAATGTTTGGAATGGTTTTGGAAAAAATTATTATTCCTGAAATTCAGAAGGTATCT 

GGAAATGTAGAGAAAAAGATCTGTGCGGTTGGCATAACCAACTTACTAACAGAATGTCCCCCAATGATGGACACT 

GAGTATACCAAACTGTGGACTCCATTATTACAGTCTTTGATTGGTCTTTTTGAGTTACCCGAAGATGATACCATT 

CCTGATGAGGAACATTTTATTGACATAGAAGATACACCAGGATATCAGACTGCCTTCTCACAGTTGGCATTTGCT 

GGGAAAAAAGAGCATGATCCTGTAGGTCAAATGGTG2VATAACCCCAAAATTCACCTGGCACAGTCACTTCACATG 

TTGTCTACCGCCTGTCCAGGAAGGGTTCCATCAATGGTGAGCACCAGCCTGAATGCAGAAGCGCTCCAGTATCTC 

CAAGGGTACCTTCAGGCAGCCAGTGTGACACTGCTTTAAACTGCATTTTTCTAATGGGCTAAACCCAGATGGTTT 

CCTAGGAAATCACAGGCTTCTGAGCACAGCTGCATTAAAACAAAGGAAGTTTTCCTTTTGAACTTGTCACGA 
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FIGURE 719 

MELSDANLQTLTEYLKKTLDPDPAIRRPAEKFLESVEGNQNYPLLLLTLLEKSQDNVIKVCASVTFKNYIKRNWR 
IVEDEPNKICEADRVAIKANIVHLMLSSPEQIQKQLSDAISIIGREDFPQKWPDLLTEMVNRFQSGDFHVINGVL 
RTAHSLFKRYRHEFKSNELWTEIKLVLDAFALPLTNLFKATIELCSTHANDASALRILFSSLILISKLFYSLNFQ 
DLPEFVraGNMETWMNNFHTLLTLDNKLLQTDDEEEAGLLELLKSQICDNAALYAQKYDEEFQRYLPRFVTAIWNL 
LVTTGQEVKYDLLVSNAIQFLASVCERPHYKNLFEDQNTLTSICEKVIVPNMEFRAADEEAFEDNSEEYIRRDLE 
GSDIDTRRRAACDLVRGLCKFFEGPVTGIFSGYVNSMLQEYAKNPSVNWKHKDAAIYLVTSLASKAQTQKHGITQ 
ANELVNLTEFFVNHILPDLKSANVNEFPVLKADGIKYIMIFRNQVPKEHLLVSIPLLINHLQAGSIWHTYAAHA 
LERLFTMRGPNNATLFTAAEIAPFVEILLTNLFKALTLPGSSENEYIMKAIMRSFSLLQEAIIPYIPTLITQLTQ 
KLLAVSKNPSKPHFNHYMFEAICLSIRITCKANPAAWNFEEALFLVFTEILQNDVQEFIPYVFQVMSLLLETHK 
NDIPSSYMALFPHLLQPVLWERTGNIPALVRLLQAFLERGSNTIASAAADKIPGLLGVFQKLIASKANDHQGFYL 
LNSIIEHMPPESVDQYRKQIFILLFQRLQNSKTTKFIKSFLVFINLYCIKYGALALQEIFDGIQPKMFGMVLEKI 
IIPEIQKVSGNVEKKICAVGITNLLTECPPMMDTEYTKLWTPLLQSLIGLFELPEDDTIPDEEHFIDIEDTPGYQ 
TAFSQLAFAGKKEHDPVGQMVNNPKIHLAQSLHMLSTACPGRVPSMVSTSLNAEALQYLQGYLQAASVTLL 
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FIGURE 720A 

CCGTCCCGGGGCGGACGGGCGCGGGCGGGAGGATGGAGCTGAACTCCCTGCTGATCCTGCTGGAGGCGGCCGAGT 

ACCTGGAGCGCAGGGATCGAGAGGCCGAGCACGGCTACGCCTCGGTGCTGCCCTTCGACGGCGACTTCGCCAGGG 

AGAAAACAAAGGCGGCCGGCCTGGTGCGCAAGGCCCCGAACAACAGGTCTTCACACAACGAGCXAGAAAAGCACA 

GACGAGCCAAACTCAGGCTGTACCTTGAGCAGCTCAAGCAACTGGTGCCCCTGGGCCCCGACAGCACCCGCCACA 

CCACGCTGAGCCTCCTGAAGCGGGCCAAGGTGCACATCAAGAAACTGGAGGAGCAGGACCGCCGGGCACTGAGCA 

TCAAGGAGCAGCTGCAGCAGGAGCATCGTTTCCTGAAGCGGCGCCTGGAGCAGCTGTCGGTGCAGAGCGTGGAGC 

GCGTGCGCACAGATAGCACGGGCTCTGCTGTCTCCACGGACGACTCAGAGCAAGAAGTGGACATAGAGGGCATGG 

AGTTTGGCCCTGGTGAGCTGGACAGTGTTGGCAGCAGCAGTGACGCGGACGACCACTACAGCCTGCAGAGTGGCA 

CCGGCGGCGACAGTGGCTTCGGGCCCCACTGCCGGCGGCTGGGCCGCCCCGCCCTCTCG TAGG CCCGTGCCCTCT 

GCTCCTTGGCCTGCCTGCCCGCCAGCCACGCGTGTCAGCCCTCCAGTTCTCCTTCAGTTGACGCCAGCCTCTCCA 

CAGGCCCACTGCTGTGCCATTCTGGAAGCTCCAGCTGCTGCTGGGCTGCCTGGCACTGCCCGCTTGCCGGTCAGG 

GCCTGCCGAGCTGCCTGCCCCTTCCAGCTGGGCAGAGTCCCCTGCAAGGAGGCAGGGCCCAGCTXCCACATCCGG 

AGCCCTGGTCAGCATAGCCGCCCACGGTCTGTTCTCAGATTCCTAATCATTCCAGAAGTATTAAACGTCATTGCT 

GCAAACCTCGGCAGGTGCCGTGTGAGGGGCTTAATGACCACCACAGGGAGCTCAGACCCCAACCCTGGATCCCAG 

GAGAAAGGAGTGGACCGAGGAAGGAAGGAAGGCAAGGCTGTCTGTCCATCCGTCCGTCTGTCCACCTACCTGTCA 

GTCCACATAGGCTCCTGGCGTGGACAAGGGGTCXGTGAAGGGCGGGAACTGGGTGAGCACCTGGGGCAGGTGGGT 

GGTTAAGGTCCTTCCCACTTCGCAGGTGTCAGAACCTAGGGCTGGGCTCTCGGGGCCAGGCAGGCCAGCCCAGCC 

CACGCCGAGCTGGGCAGCGTCTGCTCTGGTAGGACTGTCAGACGCACACGCGCACGCACCTAGACACACCCACTC 

ATGTACATGCTCACACATGCAGACACACCTGGGCGTCCCGAGGTCACATGTTCTGGGGATGATGGCCTTCAGGGG 

TCATCTGGCAAACAGCCCCTGGGCTGTGCCTGGATCCCCCTCTAGCTCCTGCTCACCCACGCCCACCCAGTAGTC 

CTGCCTGTCTGCACAGGAGAGGGGCTTCTCTTCCTGGCTGGGGCTGGGGTGAACTGGAGGCTGGTTAAGTTGCAG 

CCGCTGGGTCCTCGGGGGCTTACTCATCTCCCTTTTTTAAACAAAAAGCAAAAAAGTAAAATGCTGCACTGCCCA 

GCAGCCCGGTTAGGGCTCCTGGAGCCACCTTAGGAAAGGGCTTCTCATGAGCTCTGCTGCGGCAGCTTCAGCTGG 

CAGAGAGGCTTTCCCAGAAAAAAAAAAAAAACCATTTTTAAAAAGAAGAAAGCCTAAAGACTCTCGGCCTAGGGA 

CGTCCGTGTGTGCCGCCTCTGTTTCCTGTACCAGATTTTTGTATTCTATTTTCCTAGCTGTTGTTGCGTCCTTGT 

TTGCTGAGGGGXGGGAGCCACCCAGCGTCTCAGGGACCTGTCCCTCCGTCACGTCGTCAAAGTGTGCCTTGTGTC 

XXGXGXCAGGCCXXGCCCTTCCCACCAGCAXGXCCCXCGXGGCXCAGGGXGCCCCAGGCCXGCCCAGCXAGXGCX 

GXCCXCCCAXCXCCXGXGGGCAGCCCCXCCCGGCAGCCAGGGCXXCCXGGAGGCGAXGCAGCCAGGCCCCXGXGG 

GXGGCACGGAGGGGCXGXGACCXGGXCCCCAGXGTXGCCCXCCCCAGXGGCXGGCAGGGGCCXGCXXGCXCACXA 

GAGAGAXGGAXXCXCACCXGXCACCXGACXCGAGCCCCCXGCXXCCXGGCCTAGGCGAGGGXXCCAGGXTXCAGA 

CACXGGCAGCCAAXGAAGACXGXGCXCGCXGGGXGGXGCAGGCCXGGCACCAGGAGGCXXGCACCCGCCXXXCCX 

XCCXGACGXCCXCXGXCCXXGGGGCXGGCCCAXAGCAGXGCCXGCCGXGCCXCXGGXACAXCXGXAGCCAAXTCC 

CAXAXCAXGGGGAAAAXXCGXGXCXAXXXXCAGXCGXACGCAXAGACGCCCCAGGAXGGGGGGCCCACXGXGGCG 

GAAGGGGGXCCCXGGAAACAACXCXGGCACAGAACCXGCCCXGCAGGCXGXAGGGGGCAXGGXGCCXGGAGCXGA 

GGGGCAXCCGAACGCGTTGCGGGXGGXXGTGAGGAGGCCXGXCXGCAXCXCCXXCCGGCCCCACXGGGGXCCAGG 

GGXGCCCAGAAAGGAGCXXCCCCXGCCXGCCXGAGXCXGXCCCCCCAGGCXXCAXXXCAAACACCGXGGCACCXC 

CGAGCAAGGCGGGCCGXGXGXAAAAGCXXGCXXCCCCAGCCAGCACXGCAGGGCCCXGAGGXGGXCGXGXCCCXG 

CCCXCAAXXCXXGAAGCACCAGCXCCCXGCCCCACCCXCCAGXGCCXGAGGCAGCXAGGGGCXXCXGCXCXCAXC 

XCXGACCAGCAGAAXCCACCCGGXGACCAGXGGXGGCCCCXCAGCCCACCCXCCCGGCAGCXCAGCCXGXGGCTC 

XXGAGGCCGXGGXXCCCACGXGGACXGGGAGGCAGXCXCAGCCACCCGGGGXGCTGXXCAGCXGCCCCXCCCXGC 

CATCAGCAGGXGGGXGAGGGGXXGCCCACXGGGXGGGGGCCCGXGCXAGGAGXCACCACAXGCXCCAACCXCCCA 

CXGCXCCCXGXCAGGGGCCCAGGCXGCCAXCACXGGAGGCXGCAGGGACCAAGAGGCCAXCACCGXGXCXAXAGA 

GAGCAGACAGAAGCAGAACAGAGCCCGGGGCXCCTGAGCCXCXGCGXGXGCCCXCCCAGCCCACACCAGXGCXCX 

CGGCCACXGAGCACCCAGACXCAGGCXXGGGXXCCCCAGCCXXAXXGGAAGGCAGCXCCCGCAXACCAGGAXAAC 

CCCCGCAAACCACAXAGCAGACCCCCGCCAXCCXCGCAGAGXGGGAGAGGCXGCAGCAAGGCXXXGCCXCXGCAG 

ACCCCAXCXXAGXGGCACGGXGCXXGGGCCXGXGXCCCCGGGXGGXGGAACCCXGXACCGGXCXGXGGCCCXAGG 

GXCCCXGCXCXGXCXGCCCCGGCCCGXGCTGXCCGCXGGGXGAGGCAGGCXCCCCCGXGCCCXGCCTCCCXCXGX 

CAGGGAACCXGGGACCCCCXCCCCACXGCCXGCACAGAGGACCCXGACCCXCGGCCAGCAGGGXGGCCCCAGGXC 
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FIGURE 720B 

CATGTTGGGCACTAGGGCAGGTTCCGTGCCAGAGTCGGGGGCCACACGAGGGCCTGGTGCCGGTGAGGGGGGCGT 
GCGCTAGAGGGGGAAAGGGGCCCCCGGCCACCTGTCCACCGTGTGGGCCGTGCTGTGTCCTTATGTCATTGTAAT 
ATAAATACAGATTTTTATATCTC 
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FIGURE 721 

MELNSLLILLEAAEYLERRDREAEHGYASVLPFDGD 

LKQLVPLGPDSTRHTTLSLLKRAKVHIKKLEEQDRRALSIKEQLQQEHRFLKRRLEQLSVQSVERVRTDSTGSAV 
STDDSEQEVDIEGMEFGPGELDSVGSSSDADDHYSLQSGTGGDSGFGPHCRRLGRPALS 
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FIGURE 722 

GAGGTGTTTCCCTTAGCTATGGAAACTCTATAAGAGAGATCCAGCTTGCCTCCTCTTGAGCAGTCAGCAACAGGG 

TCCCGTCCTTGACACCTCAGCCTCTACAGGACTGAGAAGAAGTAAAACCGTTTGCTGGGGCTGGCCTGACTCACC 

AGCTGCC ATGC AGCAGCCCTTCAATTACCCATATCCCCAGATCTACTGGGTGGACAGCAGTGCCAGCTCTCCCTG 

GGCCCCTCCAGGCACAGTTCTTCCCTGTCCAACCTCTGTGCCCAGAAGGCCTGGTCAAAGGAGGCCACCACCACC 

ACCGCCACCGCCACCACTACCACCTCCGCCGCCGCCGCCACCACTGCCTCCACTACCGCTGCCACCCCTGAAGAA 

GAGAGGGAACCACAGCACAGGCCTGTGTCTCCTTGTGATGTTTTTCATGGTTCTGGTTGCCTTGGTAGGATTGGG 

CCTGGGGATGTTTCAGCTCTTCCACCTACAGAAGGAGCTGGCAGAACTCCGAGAGTCTACCAGCCAGATGCACAC 

AGCATCATCTTTGGAGAAGCAAATAGGCCACCCCAGTCCACCCCCTGAAAAAAAGGAGCTGAGGAAAGTGGCCCA 

TTTAACAGGCAAGTCCAACTCAAGGTCCATGCCTCTGGAATGGGAAGACACCTATGGAATTGTCCTGCTTTCTGG 

AGTGAAGTATAAGAAGGGTGGCCTTGTGATCAATGAAACTGGGCTGTACTTTGTATATTCCAAAGTATACTTCCG 

GGGTCAATCTTGCAACAACCTGCCCCTGAGCCACAAGGTCTACATGAGGAACTCTAAGTATCCCCAGGATCTGGT 

GATGATGGAGGGGAAGATGATGAGCTACTGCACTACTGGGCAGATGTGGGCCCGCAGCAGCTACCTGGGGGCAGT 

GTTCAATCTTACCAGTGCTGATCATTTATATGTCAACGTATCTGAGCTCTCTCTGGTCAATTTTGAGGAATCTCA 

GACGTTTTTCGGCTTATATAAGCTCTAAGAGAAGCACTTTGGGATTCTTTCCATTATGATTCTTTGTTACAGGCA 

CCGAGAATGTTGTATTCAGTGAGGGTCTTCTTACATGCATTTGAGGTCAAGTAAGAAGACATGAACCAAGTGGAC 

CTTGAGACCACAGGGTTCAAAATGTCTGTAGCTCCTCAACTCACCTAATGTTTATGAGCCAGACAAATGGAGGAA 

TATGACGGAAGAACATAGAACTCTGGGCTGCCATGTGAAGAGGGAGAAGCATGAAAAAGCAGCTACCAGGTGTTC 

TACACTCATCTTAGTGCCTGAGAGTATTTAGGCAGATTGAAAAGGACACCTTTTAACTCACCTCTCAAGGTGGGC 

CTTGCTACCTCAAGGGGGACTGTCTTTCAGATACATGGTTGTGACCTGAGGATTTAAGGGATGGAAAAGGAAGAC 

TAGAGGCTTGCATAATAAGCTAAAGAGGCTGAAAGAGGCCAATGCCCCACTGGCAGCATCTTCACTTCTAAATGC 

ATATCCTGAGCCATCGGTGAAACTAACAGATAAGCAAGAGAGATGTTTTGGGGACTCATTTCATTCCTAACACAG 

CATGTGTATTTCCAGTGCAATTGTAGGGGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTATGACTAAAGAGAGA 

ATGTAGATATTGTGAAGTACATATTAGGAAAATATGGGTTGCATTTGGTCAAGATTTTGAATGCTTCCTGACAAT 

CAACTCTAATAGTGCTTAAAAATCATTGATTGTCAGCTACTAATGATGTTTTCCTATAATATAATAAATATTTAT 

GTAGATGTGCATTTTTGTGAAATGAAAACATGTAATAAAAAGTATATGTTAGGATACAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 723 

MQQPFNYPYPQIYWVDSSASSPWAPPGTVLPCPTSVPRRPGQRRPPPPPPPPPLPPPPPPPPLPPLPLPPLKKRG 
NHSTGLCLLVMFFMVLVALVGLGLGMFQLFHLQKELAELRESTSQMHTASSLEKQIGHPSPPPEKKELRKVAHLT 
GKSNSRSMPLEWEDTYGIVLLSGVKYKKGGLVINETGLYFVYSKVYFRGQSC1^LPLSHKVYMRNSKYPQDLV>^ 
EGKMMSYCTTGQMWARSSYLGAVFNIiTSADHLYVNVSELSLVNFEESQTFFGLYKL 
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FIGURE 724 

ACTAAGACCGCAAGGCATTCATTTCCTCCTACGGTGGATGCGGACGCCGGGAGGAGGAGAGCCCCAGAGAGAGGA 

GCTGGGAGCGGAGGCGCAGGCAATGCTCAGCCCTGGATGTAGCTGAGAGGCTGGGAGAAGAGACGACCGCTGGAG 

ACCGAGCGGCGTGGGGAAGACCTAGGGGGGTGGGTGGGGGAAGCAGACAGGAGAACACTCGAAATCAAGCGCTTT 

ACAGATTATTTTAITTTGTATAGAGAACACGTAGCGACTCCGAAGATCAGCCCCAATGAACATGTCAGTGTTGAC 

TTTACAAGAATATGAATTCGAAAAGCAGTTCAACGAGAATGAAGCCATCCAATGGATGCAGGAAAACTGGAAGAA 

ATCTTTCCTGTTTTCTGCTCTGTATGCTGCCTTTATATTCGGTGGTCGGCACCTAATGAATAAACGAGCAAAGTT 

TGAACTGAGGAAGCCATTAGTGCTCTGGTCTCTGACCCTTGCAGTCTTCAGTATATTCGGTGCTCTTCGAACTGG 

TGCTTATATGGTGTACATXTTGATGACCAAAGGCCTGAAGCAGTCAGTTTGTGACCAGGGTTTTTACAATGGACC 

TGTCAGCAAATTCTGGGCTTATGCATTTGTGCTAAGCAAAGCACCCGAACTAGGAGATACAATATTCATTATTCT 

GAGGAAGCAGAAGCTGATCTTCCTGCACTGGTATCACCACATCACTGTGCTCCTGTACTCTTGGTACTCCTACAA 

AGACATGGTTGCCGGGGGAGGTTGGTTCATGACTATGAACTATGGCGTGCACGCCGTGATGTACTCTTACTATGC 

CTTGCGGGCGGCAGGTTTCCGAGTCTCCCGGAAGTTTGCCATGTTCATCACCTTGTCCCAGATCACTCAGATGCT 

GATGGGCTGTGTGGTTAACTACCTGGTCTTCTGCTGGATGCAGCATGACCAGTGTCACTCTCACTTTCAGAACAX 

CTTCTGGTCCTCACTCATGTACCTCAGCTACCTTGTGCTCTTCTGCCATTTCTTCTTTGAGGCCTACATCGGCAA 

AATGAGGAAAACAACGAAAGCTGAATAGTGTTGGAACTGAGGAGGAAGCCArAGCTCAGGGTCATCAAGAAAAAT 

AATAGACAAAAGAAAATGGCACAAGGAATCACACGTGGTGCAGCTAAAACAAAACAAAACATGAGCAAACACAAA 

ACCCAAGGCAGCTTAGGGATAATTAGGTTGArXTAACCCAGTAAGTTTATGATCCTTTTAGGGTGAGGACTCACT 

GAGTGCACCTCCATCTCCAAGCACTGCTGCTGGAAGACCCCATTCCCTCTTTATCTATCAACTCTAGGACAAGGG 

AGAACAAAAGCAAGCCAGAAGCAGAGGAGACTAATCAAAGGCAAACAAAGGCTATTAACACATAGGAAAATATGT 

ATTTACTAAGTGTCACATTTCTCTAAGATGAAAGATTTTTACTCTAGAAACTGTGCGAGCACAACACACACAATC 

CTTTCTAACTTTATGGACACTAAACTGGAGCCAATAGAAAAGACAAAAATGAAAGAGACACAGGGTGTATAXCTA 

GAACGAXAAIGCXXXXGCAGAAACXAAAGCCIIXXXAAGAAAXGCCAGCXGCXGXAGACCCCAXGAGAAAAGAXG 

ICIXAATCAXCCXXAXGAAAACAGAXGXAAACAACXAXAXXXCAACIAACXXCAICIXCACIGCAXAGCCXCAGG 

CIAGXGAGIXXGCCAAAACCAAAGGGGGXGAAXACXXCCCCAAGAXXCXICCIGGGAGGAXGGAAACAGIGCAGC 

CCAGGTCCCAXGGGGGCAGCICCAXCCCAGAGCAXXICXGAXAGIXGAACXGXAAIXXCIACICXXAAGXGAGAI 

AIGAAGIATXAICCIXIXGXICAGIXGCCCCGGGCIXIXGAACAGAAGAGXAAAXACAGAAIIGAAAAAGAIAAA 

CACTCAACCAAACAATGTGAAAACGGGTTCTGTAGTATTTGTAAAAAGGCCCGGCCCAGGACCACTGTGAGCTGG 

AAAAGGGAGAAAGGCAGTGGGAAAAGAGGTGAGCCGAAGATCAATTCGACAGACAGACGGTGTGTATGCCCCTCC 

CTGTTTGACTTCACACACACTCATAACTTTCCAAATGAAACCCCACAGTATAGCGCATATTTTCGATATTTTTGT 

GAATTCCAAAAGGAAATCACAGGGCTGTTCGAAATATTGGGGGAACACTGTGTTTCTGCATCATCTGCATTTGCT 

CCCCAAGCAATGTAGAGGTGTTTAAAGGGCCCTCTGCTGGCTGAGTGGCAATACTACAACAAACTTCAAGGCAAG 

rTTGGCTGAAAACAGTTGACAACAAAGGGCCCCCATACACTTATCCCTCAAATTTTAAGTGATATGAAATACTTG 

TCATGTCTTTGGCCAAATCAGAAGATATTCATCCTGCTTCAAGTCAGCTTCAGAAATGTTTTAAAAGGGACTTrA 

GCTCTGGAACTCAAAATCAATTTATTAAGAGCCATATTCTTTAAAAAAAAAAGCTGGATAArATTATCTGTAATA 

TTTCAGTCCXTTACAAGCCAAATACATGTGTCAATGTTTCrAGTATTrCAAAGAAGCAATTATGXAAAGTTGTTC 

AATGTGACATAATAGTATTATAATTGGTTAAGTAGCTTAATGATTAGGCAAACTAGATGAAAAGATTAGGGGCTT 

CCACACTGCATAGATCACACGCACATAGCCACGCATACACACACAGACACACAGATGTGGGGTACACTGAATTTC 

AAAGCCCAAArGAATAGAAACACATTTTCTGGCTAGCAGAAAAAAACAAAACAAAACTGTTGTTTCTCTTTCTXG 

CTTTGAGAGTGTACAGTAAAAGGGATTTTTTCGAATTATTTTTATATTATTTTAGCTTTAATTGTGCTGTCGTTC 

ATGAAACAGAGCTGCTCTGCTTTTCTGTCAGAGATGGCAAGGGCTTTTTCAGCATCTCGTTTATGTGTGGAATTT 

AAAAAGAATAAAGTTTTATTCCATTCTGAAAAAAAAAAAAAAAAA 
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FIGURE 725 

MNMSVLTLQEYEFEKQFNENEAIQli#4QEN^ 

FGALRTGAYMVY I LMTKGLKQS VCDQGF YNGPVSKFWAYAFVLSKAPELGDT IF 1 1 LRKQKL I FLHWYHH ITVLL 
YSWYS YKDMVAGGGWFMTMNYGVHAVMY S Y YALRAAGFRVSRKF AMF I XL SQ I TQMLMGCWNYLVFCWMQHDQC 
HSHFQNIFWSSLMYLSYLVLFCHFFFEAYIGKMRKTTKAE 
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FIGURE 726 

GACGTTTCGCGCCAATTTCGGTTGGCCGGCCACAGTCCACCGCGCGGAGATTCTCAGCTTCCCCAGGAGCAAGAC 

CTCTGAGCCCGCCAAGCGCGGCCGCACGGCCCTCGGCAGCGATGGCACTGAAGGACTACGCGCTAGAGAAGGAAA 

AGGTTAAGAAGTTCTTACAAGAGTTCTACCAGGATGATGAACTCGGGAAGAAGCAGTTCAAGTATGGGAACCAGT 

TGGTTCGGCTGGCTCATCGGGAACAGGTGGCTCTGTATGTGGACCTGGACGACGTAGCCGAGGATGACCCCGAGT 

TGGTGGACTCAATTTGTGAGAATGCCAGGCGCTACGCGAAGCTCTTTGCTGATGCCGTACAAGAGCTGCTGCCTC 

AGTACAAGGAGAGGGAAGTGGTAAATAAAGATGTCCTGGACGTTTACATTGAGCATCGGCTAATGATGGAGCAGC 

GGAGTCGGGACCCTGGGATGGTCCGAAGCCCCCAGAACCAGTACCCTGCTGAACTCATGCGCAGATTTGAGCTGT 

ATTTTCAAGGCCCTAGCAGCAGCAAGCCTCGTGTGATCCGGGAAGTGCGGGCTGACTCTGTGGGGAAGTTGGTAA 

CTGTGCGTGGAATCGTCACTCGTGTCTCTGAAGTCAAACCCAAGATGGTGGTGGCCACXTACACTTGTGACCAGT 

GTGGGGCAGAGACCTACCAGCCGATCCAGTCTCCCACTTTCATGCCTCTGATCATGTGCCCAAGCCAGGAGTGCC 

AAACCAACCGCTCAGGAGGGCGGCTGTATCTGCAGACACGGGGCTCCAGATTCAXCAAATTCCAGGAGATGAAGA 

TGCAAGAACATAGTGATCAGGTGCCTGTGGGAAATATCCCTCGTAGTATCACGGTGCTGGTAGAAGGAGAGAACA 

CAAGGATTGCCCAGCCTGGAGACCACGTCAGCGTCACTGGTATTTTCTTGCCAATCCTGCGCACTGGGXTCCGAC 

AGGTGGTACAGGGTTTACTCTCAGAAACCTACCTGGAAGCCCATCGGATTGTGAAGATGAACAAGAGTGAGGATG 

ATGAGTCTGGGGCTGGAGAGCTCACCAGGGAGGAGCrGAGGCAAATTGCAGAGGAGGATTTCTACGAAAAGCTGG 

CAGCTTCAATCGCCCCAGAAATATACGGGCATGAAGATGTGAAGAAGGCACTGCTGCTCCTGCTAGTCGGGGGTG 

TGGACCAGTCTCCTCGAGGCATGAAAATCCGGGGCAACATCAACATCTGTCTGATGGGGGATCCTGGTGXGGCCA 

AGTCTCAGCrCCTGTCATACATTGATCGACTGGCGCCTCGCAGCCAGTACACAACAGGCCGGGGCTCCTCAGGAG 

TGGGGCTTACGGCAGCTGTGCTGAGAGACTCCGTGAGTGGAGAACTGACCTTAGAGGGTGGGGCCCTGGXGCTGG 

CTGACCAGGGTGTGTGCTGCATTGATGAGTTCGACAAGATGGCTGAGGCCGACCGCACAGCCATCCACGAGGTCA 

TGGAGCAGCAGACCATCTCCAXTGCCAAGGCCGGCATTCTCACCACACTCAATGCCCGCTGCTCCATCCTGGCTG 

CCGCCAACCCIGCCIACGGGCGCIACAACCCXCGCCGCAGCCXGGAGCAGAACAXACAGCXACCXGCXGCACIGC 

XCTCCCGGIXXGACCXCCXCXGGCXGAXXCAGGACCGGCCCGACCGAGACAAIGACCXACGGXXGGCCCAGCACA 

XCACCXAIGXGCACCAGCACAGCCGGCAGCCCCCCXCCCAGXXXGAACCXCXGGACAIGAAGCICAIGAGGCGXI 

ACATAGCCAIGXGCCGCGAGAAGCAGCCCAXGGIGCCAGAGICXCXGGCXGACIACAXCACAGCAGCAIACGXGG 

AGATGAGGCGAGAGGCTTGGGCTAGTAAGGATGCCACCTATACTTCTGCCCGGACCCTGCTGGCTATCCTGCGCC 

TTTCCACTGCTCTGGCACGTCTGAGAATGGTGGATGTGGTGGAGAAAGAAGATGTGAATGAAGCCATCAGGCTAA 

TGGAGATGTCAAAGGACTCTCTTCTAGGAGACAAGGGGCAGACAGCTAGGACTCAGAGACCAGCAGATGTGATAT 

TTGCCACCGTCCGTGAACTGGTCTCAGGGGGCCGAAGTGTCCGGTTCTCTGAGGCAGAGCAGCGCTGTGTATCTC 

GTGGCTTCACACCCGCCCAGTTCCAGGCGGCTCTGGATGAATATGAGGAGCTCAATGTCTGGCAGGTCAATGCTT 

CCCGGACACGGATCACTTTTGTCTGATTCCAGCCTGCTTGCAACCCTGGGGTCCTCTTGTTCCCTGCTGGCCTGC 

CCCTTGGGAAGGGGCAGTGATGCCTTTGAGGGGAAGGAGGAGCCCCTCTTTCTCCCATGCTGCACTTACTCCTTT 
TGCTAATAAAAGTGTTTGTAGATTGTC 
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FIGURE 727 

MALKDYALEKEKVKKFLQEFYQDDELGKKQFKYGNQLVRLAHREQVALYVDLDDVAEDDPELVDSICENARRYAK 
LFADAVQELLPQYKEREVVNKDVLDVYIEHRLMMEQRSRDPGMVRSPQNQYPAELMRRFELYFQGPSSSKPRVIR 
EVRADSVGKLVTVRGIVTRVSEVKPKMVVATYTCDQCGAETYQPIQSPTFMPLIMCPSQECQTNRSGGRLYLQTR 
GSRFIKFQEMKMQEHSDQVPVGNIPRSITVLVEGENTRIAQPGDHVSVTGIFLPILRTGFRQWQGLLSETYLEA 
HRIVKMNKSEDDESGAGELTREELRQIAEEDFYEKLAASIAPEIYGHEDVKKALLLLLVGGVDQSPRGMKIRGNI 
NICLMGDPGVAKSQLLSYIDRLAPRSQYTTGRGSSGVGLTAAVLRDSVSGELTLEGGALVLADQGVCCIDEFDKM 
AEADRTAIHEVMEQQTISIAKAGILTTLNARCSILAAANPAYGRYNPRRSLEQNIQLPAALLSRFDLLWLIQDRP 
DRDNDLRLAQHITYVHQHSRQPPSQFEPLDMKLMRRYIAMCREKQPMVPESLADYITAAYVEMRREAWASKDATY 
TSARTLLAILRLSTALARLRMVDVVEKEDVNEAIRLMEMSKDSLLGDKGQTARTQRPADVIFATVRELVSGGRSV 
RF SE AEQRC VS RGF TP AQFQAALDE YEE LNVWQVNAS RTRI TFV 
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FIGURE 728 

GCGGAGCGAGAGGCTGAGAGAGTCGGAGACACTATCCGCTTCCATCCGTCGCGCAGACCCTGCCGGAGCCGCTGC 
CGCTATGGATGATCGAGAGGATCTGGTGTACCAGGCGAAGCTGGCCGAGCAGGCTGAGCGATACGACGAAATGGT 
GGAGTCAATGAAGAAAGTAGCAGGGATGGATGTGGAGCTGACAGTTGAAGAAAGAAACCTCCTATCTGTTGCATA 
TAAGAATGTGATTGGAGCTAGAAGAGCCTCCTGGAGAATAATCAGCAGCATTGAACAGAAAGAAGAAAACAAGGG 
AGGAGAAGACAAGCTAAAAATGATTCGGGAATATCGGCAAATGGTTGAGACTGAGCTAAAGTTAATCTGTTGTGA 
CATTCTGGATGTACTGGACAAACACCTCATTCCAGCAGCTAACACTGGCGAGTCCAAGGTTTTCTATTATAAAAT 
GAAAGGGGACTACCACAGGTATCTGGCAGAATTTGCCACAGGAAACGACAGGAAGGAGGCTGCGGAGAACAGCCT 
AGTGGCTTATAAAGCTGCTAGTGATATTGCAATGACAGAACTXCCACCAACGCATCCTATTCGCTTAGGTCTTGC 
TCTCAATTTTTCCGTATTCTACTACGAAATTCTTAATTCCCCTGACCGTGCCTGCAGGTTGGCAAAAGCAGCTTT 
TGATGATGCAATTGCAGAACTGGATACGCTGAGTGAAGAAAGCTATAAGGACTCTACACTTATCATGCAGTTGTT 
ACGTGATAATCTGACACTATGGACTTCAGACATGCAGGGTGACGGTGAAGAGCAGAATAAAGAAGCGCTGCAGGA 
CGTGGAAGACGAAAATCAGTGAGACATAAGCCAACAAGAGAAACCATCTCTGACCACCCCCTCCTCCCCATCCCA 
CCCTTTGGAAACTCCCCATTGTCACTGAGAACCACCAAATCTGACTTTTACATTTGGTCTCAGAATTTAGGTTCC 
TGCCCTGTTGGTTTTTTTTTTTTTTTTTTTTAAACAGTTTTCAAAAGTTCTTAAAGGCAAGAGTGAATTTCTGTG 
GATTTTACTGGTCCCAGCTTTTAGGTTCTTTAAGACACTAACAGGACTACATAGAGGCTTTTTCAGCATTACTGT 
GTCGTCTCCGTGCCAGATGTGGCAAGATCACCATTAGCAAATGGAAATTACATTTGAAAGCCATTAGACTTATAG 
GTGATGCAAGCATCTAAGAGAGAGGTTAATCACACTATAGAGGCATAAGTGGTATCAGTTTTCATTTTTCTAATT 
GTTTAAACTGTGTTTTATACCAGTGTTTGCAAGTAATTGGGTGTTAGCTTGAGATGGTTAAAGGTGGTTTGGGGA 
GGGACTTCGTTGTAATGGTTTTGCTGTAAAAAATGTTTCCAACTCCGCTGAAATGTTGCTGAAAAGCATGGTGCT 
GGTAACAGTTCAACAATCCGTGGCTGCTCATTCTTGCCTACTTTACTCTCCCACTGAAGCAGGTTAGCGTTGAAG 
GTGGTATGGAAAAGCCTGCATGCCTGTTCAATTCTTTTGTTTCTTCTCCTTCCCCCTCCCCCTACCTCCTTCCCC 
TCACTCCTCCCCTCCTTCGCTCGCTCAACCTCTTTTGTTCAGTATGTGTAACTTGAAGCTAATTTGTACTACTGG 
ATATCTGACTGGAGCCACAGATACAGAATCTGTATTGTTCTTACTGAAACACAGCATGGAATTAACATTAAACTT 
AAAT AAAAC AAAC C TAAAT T AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 729 

MDDREDLVYQAKLAEQAERYDEMVESMKKVAGMDVELTVEERNLLSVAYKWIGARRASWRIISSIEQKEENKGG 
EDKLKMIREYRQMVETELKLICCDILDVLDKHLIPAANTGESKVFYYKMKGDYHRYLAEFATGNDRKEAAENSLV 
AYKAASDIAMTELPPTHPIRLGLALNFSVFYYEILNSPDRACRLAKAAFDDAIAELDTLSEESYKDSTLIMQLLR 

DNLTLWTSDMQGDGEEQNKEALQDVEDENQ 
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FIGURE 730 

GGCACGAGGGGCGGCGGAGCCGACTCGTCGCGGCCGAGGCGCACGCGGTCCGCGCCGGCGTCAGTCTGGGATTGG 
CCGGCCCGCGACTTCCTCCGCCCCCTGCCAATCGCCGGGGACGACTTCCGTGGGTTTTTCCGGCTCTCCCGCGTC 
GCTAAGGAGCGACGGGCTGTCGGCCAGACCCCGAGTTCTCGGTGCGCTCAGCGGCCGCCGACGCTAGGAGGCCGC 
GCTCCGCCCCCGCTACC ATGA GGCCCCGGAAAGCCTTCCTGCTCCTGCTGCTCTTGGGGCTGGTGCAGCTGCTGG 
CCGTGGCGGGTGCCGAGGGCCCGGACGAGGATTCTTCTAACAGAGAAAATGCCATTGAGGATGAAGAGGAGGAGG 
AGGAGGAAGATGATGATGAGGAAGAAGACGACTTGGAAGTTAAGGAAGAAAATGGAGTCTTGGTCCTAAATGATG 
CAAACTTTGATAATTTTGTGGCTGACAAAGACACAGTGCTGCTGGAGTTTTATGCTCCATGGTGTGGACATTGCA 
AGCAGTTTGCTCCGGAATATGAAAAAATTGCCAACATATTAAAGGATAAAGATCCTCCCATTCCTGTTGCCAAGA 
TCGATGCAACCTCAGCGTCTGTGCTGGCCAGCAGGTTTGATGTGAGTGGCTACCCCACCATCAAGATCCTTAAGA 
AGGGGCAGGCTGTAGACTACGAGGGCTCCAGAACCCAGGAAGAAATTGTTGCCAAGGTCAGAGAAGTCTCCCAGC 
CCGACTGGACGCCTCCACCAGAAGTCACGCTTGTGTTGACCAAAGAGAACTTTGATGAAGTTGTGAATGATGCAG 
ATATCATTCTGGTGGAGTTTTATGCCCCATGGTGTGGACACTGCAAGAAACTTGCCCCCGAGTATGAGAAGGCCG 
CCAAGGAGCTCAGCAAGCGTTCTCCTCCAATTCCCCTGGCAAAGGTCGACGCCACCGCAGAAACAGACCTGGCCA 
AGAGGTTTGATGTCTCTGGCTATCCCACCCTGAAAATTTTCCGCAAAGGAAGGCCTTATGACTACAACGGCCCAC 
GAGAAAAATATGGAATCGTTGATTACATGATCGAGCAGTCCGGGCCTCCCTCCAAGGAGATTCTGACCCTGAAGC 
AGGTCCAGGAGTTCCTGAAGGATGGAGACGATGTCATCATCATCGGGGTCTTTAAGGGGGAGAGTGACCCAGCCT 
ACCAGCAATACCAGGATGCCGCTAACAACCTGAGAGAAGATTACAAATTTCACCACACTTTCAGCACAGAAATAG 
CAAAGTTCTTGAAAGTCTCCCAGGGGCAGTTGGTTGTAATGCAGCCTGAGAAATTCCAGTCC2UIGTATGAGCCCC 
GGAGCCACATGATGGACGTCCAGGGCTCCACCCAGGACTCGGCCATCAAGGACTTCGTGCTGAAGTACGCCCTGC 
CCCTGGTTGGCCACCGCAAGGTGTCAAACGATGCTAAGCGCTACACCAGGCGCCCCCTGGTGGTCGTCTACTACA 
GTGTGGACTTCAGCTTTGATTACAGAGCTGCAACTCAGTTTTGGCGGAGCAAAGTCCTAGAGGTGGCCAAGGACT 
TCCCTGAGTACACCTTTGCCATTGCGGACGAAGAGGACTATGCTGGGGAGGTGAAGGACCTGGGGCTCAGCGAGA 
GTGGGGAGGATGTCAATGCCGCCATCCTGGACGAGAGTGGGAAGAAGTTCGCCATGGAGCCAGAGGAGTTTGACT 
CTGACACCCTCCGCGAGTTTGXCACTGCTTTCAAAAAAGGAAAACTGAAGCCAGTCATCAAATCCCAGCCAGTGC 
CCAAGAACAACAAGGGACCCGTCAAGGTCGTGGTGGGAAAGACCTTTGACTCCATTGTGATGGACCCCAAGAAGG 
ACGTCCTCATCGAGTTCTACGCACCATGGTGCGGGCACTGCAAGCAGCTAGAGCCCGTGTACAACAGCCTGGCCA 
AGAAGTACAAGGGCCAAAAGGGCCTGGTCATCGCCAAGATGGACGCCACTGCCAACGACGTCCCCAGCGACCGCT 
ATAAGGTGGAGGGCTTCCCCACCATCTACTTCGCCCCCAGTGGGGACAAAAAGAACCCAGTTAAATTTGAGGGTG 
GAGACAGAGATCTGGAGCATTTGAGCAAGTTTATAGAAGAACATGCCACAAAACTGAGCAGGACCAAGGAAGAGC 
TT TGAA GGCCTGAGGTCTGCGGAAGGTGGGAGGAGGCAGACACCCTGCGTGGCCCATGGTCGGGGCGTCCACGCC 
GAGGCCGGCAACAAACGACAGTATCTCGGATTCCTTTTTTTTTTTTTTTTAATTTTTTATACTTTGGTGTTTCAC 
TTCATGCTCTGAATACTGAATAACCATGAATGACTGAATAGTTTAGTCCAGATTTTTACAGAGGATACATCTATT 
TTTATCATTATTTGGGGTTTGAAAAATTTTTTTTTACACCTTCTAATTTCTTTATTTCTCAAAGCAGATAATTCT 
TCTGTGTGAAAATGTTTTCTTXTTTTAATTTAAGGTTTAAAATTCCTTTGCCAAATCATGTTGATTTTGCTCTTT 
GCTTTTTCGTTGTCTGAGAAATTGTTGGCGTAGATTTGGCTTCTGGTATGTGTTTCTGATTGCTTCCTGTTGAGC 
ACAAAGTGAGAGCTGCCACTGAGCAGCCCTGCCAGGGGTGCXGTTTCAGGCTGGGCATCGCCAGGCGGCCTCCCT 
GCAAACCAAGGGCTGGGGGCAAAGGGGCATGATCCAGGGTCCCCCAGGGTGGGCTCAGCTCCAGGGAGAGGCCAC 
CCACGTGGCAGCCCCACCTCTTGAGAGCCCCCAGTGCCGGAGCAGAAAGGACCCTGGACCCAGAGGCAGATACTG 
CGGGGTGGTAGAAAAGGTAGAGTAGGCTGTGGCAATGGAATAAAACACGATTAAAAACGTTAAAAAAAAAAAAAA 
AAAAA 
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FIGURE 731 

MRPRKAFLLLLLLGLVQLLAVAGAEGPDEDSSNRENAIEDEEEEEEEDDDEEEDDLEVKEENGVLVLNDANFDNF 
VADKDTVLLEFYAPWCGHCKQFAPEYEKIANILKDKDPPIPVAKIDATSASVLASRFDVSGYPTIKILKKGQAVD 
YEGSRTQEEIVAKVREVSQPDWTPPPEVTLVLTKENFDEWNDADIILVEFYAPWCGHCKKLAPEYEKAAKELSK 
RSPPIPLAKVDATAETDLAKRFDVSGYPTLKIFRKGRPYDYNGPREKYGIVDYMIEQSGPPSKEILTLKQVQEFL 
KDGDDVI 1 1 GVFKGESDP AYQQ YQDAANNLRED YKFHHTFSTE I AKFLKVSQGQL WMQP EKFQS KYEP RS HMMD 
VQGSTQDSAIKDFVLKYALPLVGHRKVSNDAKRYTRRPLVVVYYSVDFSFDYRAATQFWRSKVLEVAKDFPEYTF 
AIADEEDYAGEVKDLGLSESGEDVNAAILDESGKKFAMEPEEFDSDTLREFVTAFKKGKLKPVIKSQPVPKNNKG 
PVKVWGKTFDSIVMDPKKDVLIEFYAPWCGHCKQLEPVYNSLAKKYKGQKGLVIAKMDATANDVPSDRYKVEGF 
PTIYFAPSGDKKNPVKFEGGDRDLEHLSKFIEEHATKLSRTKEEL 
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FIGURE 732 

AGGTTCTCTTACATCGACCGCCTAAGAGTCGCGCTGTAAGAAGCAACAACCTCTCCTCTTCGTCTCCGCCATCAG 

CTCGGCAGTCGCGAAGCAGCAACCATGCGTGAGTGCATCTCCATCCACGTTGGCCAGGCTGGTGTCCAGATTGGC 

AATGCCTGCTGGGAGCTCTACTGCCTGGAACACGGCATCCAGCCCGATGGCCAGATGCCAAGTGACAAGACCATT 

GGGGGAGGAGATGATTCCTTCAACACCTTCTXCAGTGAGACGGGGGCTGGCAAGCATGTGCCCCGGGCAGTGTTT 

GTAGACTTGGAACCCACAGTCATTGATGAAGTTCGCACTGGCACCTACCGCCAGCTCTTCCACCCTGAGCAACTT 

ATCACAGGCAAAGAAGATGCTGCCAATAACTATGCCCGAGGGCACTACACCATTGGCAAGGAGATCATTGACCTC 

GTGTTGGACCGAATTCGCAAGCTGGCCGACCAGTGCACGGGTCTCCAGGGCTTCTTGGTTTTCCACAGCTTTGGT 

GGGGGAACTGGTTCTGGGTTCACCTCGCTGCTCATGGAACGTCTCTCAGTTGATTATGGCAAGAAGTCCAAGCTG 

GAGTTCTCTATTTACCCGGCGCCCCAGGTTTCCACAGCTGTAGTTGAGCCCTACAACTCCATCCTCACCACCCAC 

ACCACCCTGGAGCACTCTGATTGTGCCTTCATGGTAGACAATGAGGCCATCTATGACATCTGTCGTAGAAACCTC 

GATATTGAGCGTCCAACCTATACTAACCTGAATAGGTTAATAGGTCAAATTGTGTCCTCCATCACTGCTTCCCTG 

AGATTTGATGGAGCCCTGAATGTTGACCTGACAGAATTCCAGACCAACCTGGTGCCCTATCCCCGCATCCACTTC 

CCTCTGGCCACATATGCCCCTGTCATCTCTGCTGAGAAAGCCTACCATGAACAGCTTTCTGTAGCAGAGATCACC 

AATGCTTGCTTTGAGCCAGCCAACCAGATGGTGAAATGTGACCCTCGCCATGGTAAATACATGGCTTGCTGCCTG 

TTGTACCGTGGTGACGTGGTTCCCAAAGATGTCAATGCTGCCATTGCCACCATCAAGACCAAGCGTACCATCCAG 

TTTGTGGATTGGTGCCCCACTGGCTTCAAGGrTGGCArCAACTACCAGCCTCCCACTGTGGTGCCTGGTGGAGAC 

CTGGCCAAGGTACAGAGAGCTGTGTGCATGCTGAGCAACACCACAGCCATTGCTGAGGCCTGGGCTCGCCTGGAC 

CACAAGTTTGACCTGATGTATGCCAAACGTGCCTTTGTTCACTGGTACGTTGGGGAGGGGATGGAGGAAGGTGAG 

TTTTCAGAGGCCCGrGAGGACATGGCTGCCCTTGAGAAGGATTATGAGGAGGTTGGTGTGGATTCTGTTGAAGGA 

GAGGGTGAGGAAGAAGGAGAGGAATACTAAAGTTAAAACGTCACAAAGGTGCTGCTTTTACAGGGAAGCTTATTC 

TGTTTTAAACATXGAAAAGTTGTGGTCTGATCAGTTAATTTGTATGTAGCAGTGTATGCTCTCATATACAATTAC 

TGACCTATGCTCTAAAACATGAATGCTTTGTTACAGACCCAAGCTGTCCATTTCTGTGATGGGTTTTGAATAAAG 
TATTCCCTGTCTTAAAAAAAAAAAAAA 
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FIGURE 733 

MRECISIHVGQAGVQIGNACWELYCLEHGIQPDGQMPSDKTIGGGDDSFNTFFSETGAGKHVPRAVFVDLEPTVI 

DEVRTGTYRQLFHPEQLITGKEDAANNYARGHYTIGKEIIDLVLDRIRKLADQCTGLQGFLVFHSFGGGTGSGFT 

SLLMERLSVDYGKKSKLEFSIYPAPQVSTAWEPYNSILTTHTTLEHSDCAFMVDNEAIYDICRRNLDIERPTYT 

NLNRLIGQIVSSITASLRFDGALNVDLTEFQTNLVPYPRIHFPLATYAPVISAEKAYHEQLSVAEITNACFEPAN 

QMVKCDPRHGKYMACCLLYRGDVVPKDVNAAIATIKTKRTIQFVDWCPTGFKVGINYQPPTVVPGGDLAKVQRAV 

CMLSNTTAIAEAWARLDHKFDLMYAKRAFVHWYVGEGMEEGEFSEAREDMAALEKDYEEVGVDSVEGEGEEEGEE 
Y 
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FIGURE 734 

AGGTTCTCTTACATCGACCGCCTAAGAGTCGCGCTGTAAGAAGCAACAACCTCTCCTCTTCGTCTCCGCCATCAG 
CTCGGCAGTCGCGAAGCAGCAACCATGCGTGAGTGCATCTCCATCCACGTTGGCCAGGCTGGTGTCCAGATTGGC 
AATGCCTGCTGGGAGCTCTACTGCCTGGAACACGGCATCCAGCCCGATGGCCAGATGCCAAGTGACAAGACCATT 
GGGGGAGGAGATGATTCCTTCAACACCTTCTTCAGTGAGACGGGGGCTGGCAAGCATGTGCCCCGGGCAGTGTTT 
GTAGACTTGGAACCCACAGTCATTGATGAAGTTCGCACTGGCACCTACCGCCAGCTCTTCCACCCTGAGCAACTT 
ATCACAGGCAAAGAAGATGCTGCCAATAACTATGCCCGAGGGCACTACACCATTGGCAAGGAGATCATTGACCTC 
GTGTTGGACCGAATTCGCAAGCTGGCCGACCAGTGCACGGGTCTCCAGGGCTTCTTGGTTTTCCACAGCTTTGGT 
GGGGGAACTGGTTCTGGGTTCACCTCGCTGCTCATGGAACGTCTCTCAGTTGATTATGGCAAGAAGTCCAAGCTG 
GAGTTCTCTATTTACCCGGCGCCCCAGGTTTCCACAGCTGTAGTTGAGCCCTACAACTCCATCCTCACCACCCAC 
ACCACCCTGGAGCACTCTGATTGTGCCTTCATGGTAGACAATGAGGCCATCTATGACATCTGTCGTAGAAACCTC 
GATATTGAGCGTCCAACCTATACTAACCTGAATAGGTTAATAGGTCAAATTGTGTCCTCCATCACTGCTTCCCTG 
AGATTTGATGGAGCCCTGAATGTTGACCTGACAGAATTCCAGACCAACCTGGTGCCCrATCCCCGCATCCACTTC 
CCTCTGGCCACATATGCCCCTGTCATCTCTGCTGAGAAAGCCTACCATGAACAGCTTTCTGTAGCAGAGATCACC 
AATGCTTGCTTTGAGCCAGCCAACCAGATGGTGAAAXGTGACCCTCGCCATGGTAAATACATGGCTTGCTGCCTG 
TTGTACCGTGGTGACGTGGTTCCCAAAGATGTCAATGCTGCCATTGCCACCAXCAAGACCAAGCGTACCATCCAG 
TTTGTGGATTGGTGCCCCACTGGCTXCAAGGTXGGCATCAACTACCAGCCTCCCACTGXGGTGCCTGGTGGAGAC 
CXGGCCAAGGXACAGAGAGCXGXGXGCAXGCXGAGCAACACCACAGCCAXXGCXGAGGCCXGGGCTCGCCXGGAC 
CACAAGXXXGACCXGAXGXAXGCCAAACGXGCCXXXGXXCACTGGXACGXXGGGGAGGGGAXGGAGGAAGGXGAG 
XXXXCAGAGGCCCGXGAGGACAXGGCXGCCCXXGAGAAGGAXXAXGAGGAGGTXGGXGXGGAXXCTGXTGAAGGA 
GAGGGXGAGGAAGAAGGAGAGGAAXACTAAAGTTAAAACGTCACAAAGGXGCXGCXXXXACAGGGAAGCXXAXXC 
XGXXXXAAACAXXGAAAAGXXGTGGXCXGAXCAGXXAAXXXGXAXGXAGCAGXGXAXGCXCXCAXAXACAAXXAC 
XGACCXAXGCXCXAAAACATGAAXGCTTXGXXACAGACCCAAGCXGXCCAXXXCXGXGAXGGGXXXXGAAXAAAG 
XATTCCCXGXCXXAAAAAAAAAAAAAA 
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FIGURE 735 

MRECISIHVGQAGVQIGNACWELYCLEHGIQPDGQMPSDKTIGGGDDSFNTFFSETGAGKHVPRAVFVDLEPTVI 
DEVRTGTYRQLFHPEQLITGKEDAANNYARGHYTIGKEIIDLVLDRIRKLADQCTGLQGFLVFHSFGGGTGSGFT 
SLLMERLSVDYGKKSKLEFSIYPAPQVSTAVVEPYNSILTTHTTLEHSDCAFMVDNEAIYDICRRNLDIERPTYT 
NLNRLIGQI VS S I TASLRFDGALNVDLTEFQTNLVP YPRI HFPLATYAP VI S AEKAYHEQLSVAE I TNACF EPAN 
QMVKCDPRHGKYMACCLLYRGDVVPKDVNAAIATIKTKRTIQFVDWCPTGFKVGINYQPPTVVPGGDLAKVQRAV 
CMLSNTTAIAEAWARLDHKFDIiMYAKRAFVHWYVGEGMEEGEFSEAREDMAALEKDYEEVGVDSVEGEGEEEGEE 
Y 
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FIGURE 736 

GAGGTGTTTCCCTTAGCTATGGAAACTCTATAAGAGAGATCCAGCTTGCCTCCTCTTGAGCAGTCAGCAACAGGG 
TCCCGTCCTTGACACCTCAGCCTCTACAGGACTGAGAAGAAGTAAAACCGTTTGCTGGGGCTGGCCTGACTCACC 
AGCTGCCATGCAGCAGCCCTTCAATTACCCATATCCCCAGATCTACTGGGTGGACAGCAGTGCCAGCTCTCCCTG 
GGCCCCTCCAGGCACAGTTCTTCCCTGTCCAACCTCTGTGCCCAGAAGGCCTGGTCAAAGGAGGCCACCACCACC 
ACCGCCACCGCCACCACTACCACCTCCGCCGCCGCCGCCACCACTGCCTCCACTACCGCTGCCACCCCTGAAGAA 
GAGAGGGAACCACAGCACAGGCCTGTGTCTCCTTGTGATGTTTTTCATGGTTCTGGTTGCCTTGGTAGGATTGGG 
CCTGGGGATGTTTCAGCTCTTCCACCTACAGAAGGAGCTGGCAGAACTCCGAGAGTCTACCAGCCAGATGCACAC 
AGCATCATCTTTGGAGAAGCAAATAGGCCACCCCAGTCCACCCCCTGAAAAAAAGGAGCTGAGGAAAGTGGCCCA 
TTTAACAGGCAAGTCCAACTCAAGGTCCATGCCTCTGGAATGGGAAGACACCTATGGAATTGTCCTGCTTTCTGG 
AGTGAAGTATAAGAAGGGTGGCCTTGTGATCAATGAAACTGGGCTGTACTTTGTATATTCCAAAGTATACTTCCG 
GGGTCAATCTTGCAACAACCTGCCCCTGAGCCACAAGGTCTACATGAGGAACTCTAAGTATCCCCAGGATCTGGT 
GATGAXGGAGGGGAAGATGATGAGCTACTGCACTACTGGGCAGATGTGGGCCCGCAGCAGCTACCTGGGGGCAGT 
GTTCAATCTTACCAGTGCTGATCATTTATATGTCAACGTATCTGAGCTCTCTCTGGTCAATTTTGAGGAATCTCA 
GACGTTTTTCGGCTTATATAAGCTCJPAAGAGAAGCACTTTGGGATTCTTTCCATTATGATTCTTTGTTACAGGCA 
CCGAGAATGTTGTATTCAGTGAGGGTCTTCTTACATGCATTTGAGGTCAAGTAAGAAGACATGAACCAAGTGGAC 
CTTGAGACCACAGGGTTCAAAATGTCTGTAGCTCCTCAACTCACCTAATGTTTATGAGCCAGACAAATGGAGGAA 
TATGACGGAAGAACATAGAACTCTGGGCTGCCATGTGAAGAGGGAGAAGCATGAAAAAGCAGCTACCAGGTGTTC 
TACACTCATCTTAGTGCCTGAGAGTATTTAGGCAGATTGAAAAGGACACCTTTTAACTCACCTCTCAAGGTGGGC 
CTTGCTACCTCAAGGGGGACTGTCTTTCAGATACATGGTTGTGACCTGAGGATTTAAGGGATGGAAAAGGAAGAC 
TAGAGGCTTGCATAATAAGCTAAAGAGGCTGAAAGAGGCCAATGCCCCACTGGCAGCATCTTCACTTCTAAATGC 
ATATCCTGAGCCATCGGTGAAACTAACAGATAAGCAAGAGAGATGTTTTGGGGACTCATTTCATTCCXAACACAG 
CATGTGTATTTCCAGTGCAATTGTAGGGGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTATGACTAAAGAGAGA 
ATGTAGATATTGTGAAGTACATATTAGGAAAATATGGGTTGCATTTGGTCAAGATTTTGAATGCTTCCTGACAAT 
CAACTCTAATAGTGCTTAAAAATCATTGATTGTCAGCTACTAATGATGTTTTCCTATAATATAATAAATATTTAT 
GTAGATGTGCATTTTTGTGAAATGAAAACATGTAATAAAAAGTATATGTTAGGATACAAAAAAAAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 737 

MQQPFNYPYPQIYWVDSSASSPWAPPGTVLPCPTSVPRRPGQRRPPPPPPPPPLPPPPPPPPLPPLPLPPLKKRG 
NHSTGLCLLVMFFMVLVALVGLGLGMFQLFHLQKELAELRESTSQMHTASSLEKQIGHPSPPPEKKELRKVAHLT 
GKSNSRSMPLEWEDTYGIVLLSGVKYKKGGLVINETGLYFVYSKVYFRGQSCNNLPLSHKVYMRNSKYPQDLVm 
EGKl^SYCTTGQMWARSSYLGAVFNLTSADHLYVNVSELSLVNFEESQTFFGLYKL 
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FIGURE 738 

GTAGATAGTCAGATGTCTTTTGAAAATGTGTTTTCGGTGTGGAATATTAACCCAATCTTTGATAACTCTTCCAGA 

ACCTTCGGCTCGCGTGCTTCTGAGCTGCTGTGGATGGCCTCGGCTCTCTGGACTGTCCTTCCGAGTAGGATGTCA 

CTGAGATCCCTCAAATGGAGCCTCCTGCTGCTGTCACTCCTGAGTTTCTTTGTGATGTGGTACCTCAGCCTTCCC 

CACTACAATGTGATAGAACGCGTGAACTGGATGTACTTCTATGAGTATGAGCCGATTTACAGACAAGACTTTCAC 

TTCACACTTCGAGAGCATTCAAACTGCTCTCATCAAAATCCATTTCTGGTCATTCTGGTGACCTCCCACCCTTCA 

GATGTGAAAGCCAGGCAGGCCATTAGAGTTACTTGGGGTGAAAAAAAGTCTTGGTGGGGATATGAGGTTCTTACA 

TTTTTCTTATTAGGCCAAGAGGCTGAAAAGGAAGACAAAATGTTGGCATTGTCCTTAGAGGATGAACACCTTCTT 

TATGGTGACATAATCCGACAAGATTTTTTAGACACATATAATAACCTGACCTTGAAAACCATTATGGCATTCAGG 

TGGGTAACTGAGTTTTGCCCCAATGCCAAGTACGTAATGAAGACAGACACTGATGTTTTCATCAATACTGGCAAT 

TTAGTGAAGTATCTTTTAAACCTAAACCACTCAGAGAAGTTTTTCACAGGTTATCCTCTAATTGATAATTATTCC 

TATAGAGGATTTTACCAAAAAACCCATATTTCTTACCAGGAGTATCCTTTCAAGGTGTTCCCTCCATACTGCAGT 

GGGTTGGGTTATATAATGTCCAGAGATTTGGTGCCAAGGATCTATGAAATGATGGGTCACGTAAAACCCATCAAG 

TTTGAAGATGTTTATGTCGGGATCTGTTTGAATTTATTAAAAGTGAACATTCATATTCCAGAAGACACAAATCTT 

TTCTTTCTATATAGAATCCATTTGGATGTCTGTCAACTGAGACGTGTGATTGCAGCCCATGGCTTTTCTTCCAAG 

GAGATCATCACTTTTTGGCAGGTCATGCTAAGGAACACCACATGCCATTATTAACTTCACATTCTACAAAAAGCC 

TAGAAGGACAGGATACTTTGTGGAAAGTGTTAAATAAAGTAGGTACTGTGGAAAATTCATGGGGAGGTCAGTGTG 

CTGGCTTACACTGAACTGAAACTCATGAAAAACCCAGACTGGAGACTGGAGGGTTACACTTGTGATTTATTAGTC 

AGGCCCTTCAAAGATGATATGTGGAGGAATTAAATATAAAGGAATTGGAGGTTTTTGCTAAAGAAATTAATAGGA 

CCAAACAATTTGGACATGTCATTCTGTAGACTAGAATTTCTTAAAAGGGTGTTACTGAATTATAAGCTCACTAGG , 

CTGTAAAAACAAAACAATGTAGAGTTTTATTTATTGAACAATGTAGTCACTTGAAGGTTTTGTGTATATCTTATG 

TGGATTACCAATTTAAAAATATATGTAGTTCTGTGTCAAAAAACTTCTTCACTGAAGTTATACTGAACAAAATTT 

TACCTGTTTTTGGTCATTTATAAAGTACTTCAAGATGTTGCAGTATTTCACAGTTATTATTATTTAAAATTACXT 

CAACTTTGTGTTTTTAAATGTTTTGACGATTTCAATACAAGATAAAAAGGATAGTGAATCATTCTTTACATGCAA 

ACATTTTCCAGTTACTTAACTGATCAGTTTATTATTGATACATCACTCCATTAATGTAAAGTCATAGGTCATTAT 

TGCACATCAGTAATCTCTTGGACTTTGTTAAATATTTTACTGTGGTAATATAGAGAAGAATTAAAGCAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 739 

MASALWTVLPSRMSLRSLKWSLIiLLSLLSF^ 

QNPFLVILVTSHPSDVKARQAIRVTWGEKKSWWGYEVLTFFLLGQEAEKEDKMLALSLEDEHLLYGDIIRQDFLD 
TyNNLTLKTIMAFRWTEFCPNAKYVMKTDTDVFINTGNLVKYLLNLNHSEKFFTGYPLIDNYSYRGFYQKTHIS 
YQEYPFKWPPYCSGLGYIMSRDLVPRIYEMMGHVKPIKFEDVYVGICLNLLKVNIHIPEDTNLFFLYRIHLDVC 
QLRRVI AAHGF SSKE 1 1 TFWQVMLRNTTCHY 
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FIGURE 740A 

ATIXCCCGCCAGCAGGAGCCGCGCGGXAGAIGCGGIGCXXXXAGGAGCICCGXCCGACAGAACGGXXGGGCCXXG 

CCGGCTGTCGGTATGTCGCGACAGAGCACCCTGTACAGCTTCTTCCCCAAGTCTCCGGCGCTGAGTGATGCCAAC 

AAGGCCTCGGCCAGGGCCTCACGCGAAGGCGGCCGTGCCGCCGCTGCCCCCGGGGCCTCTCCTTCCCCAGGCGGG 

GATGCGGCCTGGAGCGAGGCTGGGCCTGGGCCCAGGCCCTTGGCGCGATCCGCGTCACCGCCCAAGGCGAAGAAC 

CTCAACGGAGGGCTGCGGAGATCGGTAGCGCCTGCTGCCCCCACCAGTTGTGACTTCTCACCAGGAGATXTGGTT 

TGGGCCAAGATGGAGGGTTACCCCTGGTGGCCTTGTCTGGTTTACAACCACCCCTTTGATGGAACATTCATCCGC 

GAGAAAGGGAAATCAGTCCGTGTTCATGTACAGTTTTTTGATGACAGCCCAACAAGGGGCTGGGTTAGCAAAAGG 

CTTTTAAAGCCATATACAGGTTCAAAATCAAAGGAAGCCCAGAAGGGAGGTCATTTTTACAGTGCAAAGCCTGAA 

ATACTGAGAGCAATGCAACGTGCAGATGAAGCCTTAAATAAAGACAAGATTAAGAGGCTTGAATTGGCAGTTTGT 

GATGAGCCCTCAGAGCCAGAAGAGGAAGAAGAGATGGAGGTAGGCACAACTTACGTAACAGATAAGAGTGAAGAA 

GATAATGAAATTGAGAGTGAAGAGGAAGTACAGCCTAAGACACAAGGATCTAGGCGAAGTAGCCGCCAAATAAAA 

AAACGAAGGGTCATATCAGATTCTGAGAGTGACATTGGTGGCTCTGATGTGGAATTTAAGCCAGACACTAAGGAG 

GAAGGAAGCAGTGATGAAATAAGCAGTGGAGTGGGGGATAGTGAGAGTGAAGGCCTGAACAGCCCTGTCAAAGTT 

GCTCGAAAGCGGAAGAGAATGGTGACTGGAAATGGCTCTCTTAAAAGGAAAAGCTCTAGGAAGGAAACGCCCTCA 

GCCACCAAACAAGCAACTAGCATTTCATCAGAAACCAAGAATACTTTGAGAGCTTTCTCTGCCCCTCAAAATTCT 

GAATCCCAAGCCCACGTTAGTGGAGGTGGTGArGACAGTAGTCGCCCTACTGTTTGGTATCATGAAACTTTAGAA 

TGGCTTAAGGAGGAAAAGAGAAGAGATGAGCACAGGAGGAGGCCTGATCACCCCGATTTTGATGCATCTACACTC 

TAXGXGCCXGAGGAXXICCXCAAIXCIIGIACXCCXGGGAXGAGGAAGIGGXGGCAGAIIAAGXCICAGAACXXX 

GATCTTGTCATCTGTTACAAGGTGGGGAAATTXTATGAGCTGTACCACATGGATGCTCTTATTGGAGTCAGTGAA 

CrGGGGCTGGTATTCATGAAAGGCAACTGGGCCCATTCTGGCTTTCCTGAAATTGCATTTGGCCGTTATTCAGAT 

XCCCTGGTGCAGAAGGGCTATAAAGIAGCACGAGTGGAACAGACTGAGACTCCAGAAATGATGGAGGCACGATGT 

AGAAAGATGGCACATATATCCAAGTATGATAGAGTGGTGAGGAGGGAGATCTGTAGGATCATTACCAAGGGTACA 

CAGACTTACAGTGTGCTGGAAGGTGATCCCTCTGAGAACXACAGTAAGTATCTTCTTAGCCTCAAAGAAAAAGAG 

GAAGAXXCXICXGGCCAXACICGXGCAXAXGGIGXGXGCXIXGIIGAIACXXCACIGGGAAAGIIIXXCAXAGGX 

CAGXXXXCAGAIGAICGCCAXIGXXCGAGAIXIAGGACXCIAGIGGCACACXAXCCCCCAGXACAAGXXIXAXXI 

GAAAAAGGAAAXCXCXCAAAGGAAACXAAAACAAXXCIAAAGAGXICAXIGICCXGXXCTCXICAGGAAGGXCIG 

AXACCCGGCXCCCAGXXIXGGGAXGCAXCCAAAACXXXGAGAACXCXCCIXGAGGAAGAAXAXXXXAGGGAAAAG 

CXAAGXGAXGGCAXIGGGGIGAIGIXACCCCAGGIGCIIAAAGGXAIGACXICAGAGICXGAXXCCAXXGGGXIG 

ACACCAGGAGAGAAAAGXGAAXXGGCCCICICXGCXCXAGGXGGXXGXGICXICXACCICAAAAAAXGCCXXAXI 

GAXCAGGAGCXXIXAXCAAXGGCXAAXXXIGAAGAAXAXAXXCCCXXGGAIXCXGACACAGXCAGCACXACAAGA 

XCXGGXGCXAXCXXCACCAAAGCCIAICAACGAAXGGXGCXAGAXGCAGXGACAXIAAACAACXXGGAGAXIIXI 

CXGAAXGGAACAAAIGGXICXACIGAAGGAACCCXACIAGAGAGGGXXGAIACXXGCCAIACICCIIIIGGXAAG 

CGGCXCCXAAAGCAAXGGCXXXGIGCCCCACICIGXAACCAXXAXGCXAXXAAXGAXCGXCXAGAXGCCAXAGAA 

GACCXCAXGGXXGXGCCXGACAAAAXCXCCGAAGXXGXAGAGCIXCXAAAGAAGCXXCCAGAXCXXGAGAGGCXA 

CICAGXAAAAXICAXAAXGXXGGGICICCCCXGAAGAGICAGAACCACCCAGACAGCAGGGCXAXAAIGXAIGAA 

GAAACXACAIACAGCAAGAAGAAGAXXAIIGAXXXICIIICXGCICXGGAAGGAXICAAAGIAAXGIGXAAAAXX 

AXAGGGAICAXGGAAGAAGXXGCIGAIGGXIXIAAGXCXAAAAXCCXXAAGCAGGXCAICXCICIGCAGACAAAA 

AAXCCIGAAGGXCGXIXICCXGAXXXGACXGXAGAAIXGAACCGAIGGGAXACAGCCIIXGACCAXGAAAAGGCI 

CGAAAGACXGGACXXAIXACICCCAAAGCAGGCXIIGACXCIGAIXAXGACCAAGCXCXIGCXGACAIAAGAGAA 

AAXGAACAGAGCCXCCXGGAAIACCIAGAGAAACAGCGCAACAGAAXXGGCIGXAGGACCAXAGXCTAXXGGGGG 

ATTGGTAGGAACCGTTACCAGCTGGAAATTCCTGAGAATTTCACCACTCGCAATTTGCCAGAAGAATACGAGTTG 

AAATCTACCAAGAAGGGCTGTAAACGATACTGGACCAAAACTATTGAAAAGAAGTTGGCTAATCTCATAAATGCT 

GAAGAACGGAGGGATGTATCATTGAAGGACTGCATGCGGCGACTGTTCTATAACTTTGATAAAAATTACAAGGAC 

XGGCAGTCTGCTGTAGAGTGTATCGCAGTGTTGGATGTTTTACTGTGCCTGGCTAACTATAGTCGAGGGGGTGAT 

GGICCIAXGIGICGCCCAGXAAXICIGIIGCCGGAAGAIACCCCCCCCIXCIXAGAGCIXAAAGGAICACGCCAX 

CCIXGCAIXACGAAGACXXXXXXIGGAGAXGAIXXXAXXCCXAAIGACAXICXAAXAGGCIGXGAGGAAGAGGAG 

CAGGAAAAIGGCAAAGCCIAIXGXGXGCXXGXXACIGGACCAAAXAXGGGGGGCAAGICXACGCIXAXGAGACAG 

GCXGGCXIAIXAGCIGIAAXGGCCCAGAIGGGXXGIIACGXCCCXGCXGAAGXGXGCAGGCXCACACCAAXXGAI 
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FIGURE 740B 

AGAGTGTTTACTAGACTTGGTGCCTCAGACAGAATAATGTCAGGTGAAAGTACATTTTTTGTTGAATTAAGTGAA 
ACTGCCAGCATACTCATGCATGCAACAGCACATTCTCTGGTGCTTGTGGATGAATTAGGAAGAGGTACTGCAACA 
TTTGATGGGACGGCAATAGCAAATGCAGTTGTTAAAGAACTTGCTGAGACTATAAAATGTCGTACATTATTTTCA 
ACTCACTACCATTCATTAGTAGAAGATTATTCTCAAAATGTTGCTGTGCGCCTAGGACATATGGCATGCATGGTA 
GAAAATGAATGTGAAGACCCCAGCCAGGAGACTATTACGTTCCTCTATAAATTCATTAAGGGAGCTTGTCCTAAA 
AGCTATGGCTTTAATGCAGCAAGGCTTGCTAATCTCCCAGAGGAAGTTATTCAAAAGGGACATAGAAAAGCAAGA 
GAATTTGAGAAGATGAATCAGTCACTACGATTATTTCGGGAAGTTTGCCTGGCTAGTGAAAGGTCAACTGTAGAT 
GCTGAAGCTGTCCATAAATTGCTGACTTTGATTAAGGAATTATA^CTGACTACATTGGAAGCTTTGAGTTGACT 
TCTGACCAAAGGTGGTAAATTCAGACAACATTATGATCTAATAAACTTTATTTTTTAAAAATGA 
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FIGURE 741 

MSRQSTLYSFFPKSPALSDANKASARASREGGRAAAAP GASP SPGGDAAWSEAGPGPRP LARS ASP PKAKNLNGG 

LRRSVAPAAPTSCDFSPGDLVWAK^IEGYPWWPCLVYNHPFDGTFIREKGKSVRVHVQFFDDSPTRGWVSKRLLKP 

YTGS KSKEAQKGGHF YS AKPE ILRAMQRADEALNKDKIKRLELAVCDEP SEPEEEEEMEVGTT YVTDKSEEDNE I 

ESEEEVQPKTQGSRRSSRQIKKRRVISDSESDIGGSDVEFKPDTKEEGSSDEISSGVGDSESEGLNSPVKVARKR 

KRMVTGNGSLKRKSSRKETPSATKQATSISSETKNTLRAFSAPQNSESQAHVSGGGDDSSRPTVWYHETLEWLKE 

EKRRDEHRRRPDHPDFDASTLYVPEDFLNSCTPGMRKWWQIKSQNFDLVICYKVGKFYELYHMDALIGVSELGLV 

FMKGNWAHSGFPEIAFGRYSDSLVQKGYKVARVEQTETPEMMEARCRKMAHISKYDRWRREICRIITKGTQTYS 

VLEGDPSENYSKYLLSLKEKEEDSSGHTRAYGVCFVDTSLGKFFIGQFSDDRHCSRFRTLVAHYPPVQVLFEKGN 

LSKETKTILKSSLSCSLQEGLIPGSQFWDASKTLRTLLEEEYFREKLSDGIGVMLPQVLKGMTSESDSIGLTPGE 

KSELALSALGGCVFYLKKCLIDQELLSMANFEEYIPLDSDTVSTTRSGAIFTKAYQRMVLDAVTLNNLEIFLNGT 

NGSTEGTLLERVDTCHTPFGKRLLKQWLCAPLCNHYAINDRLDAIEDLMWPDKISEWELLKKLPDLERLLSKI 

HNVGSPLKSQNHPDSRAIMYEETTYSKKKIIDFLSALEGFKVMCKIIGIiytEEVADGFKSKILKQVISLQTKNPEG 

RFPDLTVELNRWDTAFDHEKARKTGLITPKAGFDSDYDQALADIRENEQSLLEYLEKQRNRIGCRTIVYWGIGRN 

RYQLEIPENFTTRNLPEEYELKSTKKGCKRYWTKTIEKKLANLINAEERRDVSLKDCMRRLFYNFDKNYKDWQSA 

VECIAVLDVLLCLANYSRGGDGPMCRPVILLPEDTPPFLELKGSRHPCITKTFFGDDFIPNDILIGCEEEEQENG 

KAYCVLVTGPNMGGKSTLMRQAGLLAVMAQMGCYVPAEVCRLTPIDRVFTRLGASDRIMSGESTFFVELSETASI 

LMHATAHSLVLVDELGRGTA^FDGTAIANAVVKELAETIKCRTLFSTHYHSLVEDYSQNVAVRLGHMAC^TVKNEC 

EDPSQETITFLYKFIKGACPKSYGFNAARLANLPEEVIQKGHRKAREFEKMNQSLRLFREVCLASERSTVDAEAV 
HKLLTLIKEL 
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FIGURE 742 

GACGCCGACGATGAAGACACCGXGGAAGGXXCXXCXGGGACTGCXGGGXGCXGCXGCGCXXGXCACCAXCAXCAC 
CGTGCCCGTGGTTCTGCTGAACAAAGGCACAGATGATGCTACAGCTGACAGTCGCAAAACTTACACTCTAACTGA 
TTACTTAAAAAATACTTATAGACTGAAGTTATACTCCTTAAGATGGATTTCAGATCATGAATATCTCTACAAACA 
AGAAAATAATATCTTGGTATTCAATGCTGAATATGGAAACAGCTCAGTTTTCTTGGAGAACAGTACATTTGATGA 
GTTTGGACATTCTATCAATGATTATTCAATATCTCCTGATGGGCAGTTTATTCTCTTAGAATACAACTACGTGAA 
GCAATGGAGGCATTCCXACACAGCTTCATATGACATTTATGATTTAAATAAAAGGCAGCTGATTACAGAAGAGAG 
GAXXCCAAACAACACACAGXGGGXCACAXGGXCACCAGXGGGXCAXAAAXXGGCAXAXGXXTGGAACAAXGACAX 
TTATGTTAAAATTGAACCAAATTTACCAAGTTACAGAATCACATGGACGGGGAAAGAAGATATAATATATAATGG 
AATAACTGACTGGGTTTATGAAGAGGAAGTCTTCAGTGCCTACTCTGCTCTGTGGTGGTCTCCAAACGGCACTTT 
TTTAGCATATGCCCAATTTAACGACACAGAAGTCCCACTTATTGAATACTCCTTCTACTCTGATGAGTCACTGCA 
GTACCCAAAGACTGTACGGGTTCCATATCCAAAGGCAGGAGCTGTGAATCCAACTGTAAAGTTCTTTGTTGTAAA 
TACAGACTCTCTCAGCTCAGXCACCAATGCAACTTCCATACAAATCACTGCTCCTGCTTCTATGrTGATAGGGGA 
TCACTACTTGTGTGATGTGACATGGGCAACACAAGAAAGAATTTCTTTGCAGTGGCTCAGGAGGATTCAGAACTA 
TTCGGTCATGGATATTTGTGACTATGATGAATCCAGTGGAAGATGGAACTGCTTAGTGGCACGGCAACACATTGA 
AAXGAGXACXACXGGCXGGGXXGGAAGAXXXAGGCCXTCAGAACCXCAXXXXACCCXXGAXGGTAAXAGCXXCTA 
CAAGAXCAXCAGCAAXGAAGAAGGXXACAGACACAXXXGCXAXTXCCAAAXAGAXAAAAAAGACXGCACAXXXAT 
XACAAAAGGCACCXGGGAAGXCAXCGGGAXAGAAGCXCXAACCAGXGAXXAXCXAXACXACAXXAGXAAXGAATA 
XAAAGGAAXGCCAGGAGGAAGGAAXCTXXAXAAAAXCCAACXXAGXGACXAXACAAAAGXGACATGCCXCAGXTG 
XGAGCXGAATCCGGAAAGGXGrCAGXACXAXXCXGXGXCAXTCAGXAAAGAGGCGAAGXATXAXCAGCXGAGATG 
XXCCGGXCCXGGXCXGCCCCXCXAXACXCXACACAGCAGCGXGAAXGAXAAAGGGCXGAGAGXCCTGGAAGACAA 
XTCAGCXXXGGAXAAAAXGCXGCAGAAXGXCCAGAXGCCCXCCAAAAAACXGGACXXCAXXAXXTXGAATGAAAC 
AAAATXXXGGXAXCAGAXGAXCXXGCCXCCXCAXXXXGAXAAAXCCAAGAAAXAXCCXCXACXATXAGAXGXGTA 
XGCAGGCCCAXGXAGXCAAAAAGCAGACACXGXCXTCAGACXGAACXGGGCCACXXACCXXGCAAGCACAGAAAA 
CAXXAXAGXAGCXAGCXXXGATGGCAGAGGAAGXGGXXACCAAGGAGAXAAGAXCATGCAXGCAAXCAACAGAAG 
ACXGGGAACAXXXGAAGXXGAAGAXCAAAXXGAAGCAGCCAGACAAXXXXCAAAAAXGGGAXTTGXGGACAACAA 
ACGAAXXGCAAXXXGGGGCXGGXCAXAXGGAGGGXACGXAACCTCAAXGGXCCXGGGAXCAGGAAGXGGCGTGTT 
CAAGXGXGGAAXAGCCGXGGCGCCXGXAXCCCGGXGGGAGXACXAXGACXCAGXGTACACAGAACGXTACAXGGG 
XCXCCCAACXCCAGAAGACAACCXXGACCAXXACAGAAAXXCAACAGXCAXGAGCAGAGCXGAAAAXXXXAAACA 
AGTXGAGXACCXCCXXATXCATGGAACAGCAGAXGAXAACGXXCACXXXCAGCAGXCAGCXCAGAXCXCCAAAGC 
CCXGGXCGAXGXXGGAGTGGAXXXCCAGGCAAXGXGGXAXACXGAXGAAGACCAXGGAATAGCTAGCAGCACAGC 
ACACCAACAXAXAXAXACCCACATGAGCCACXXCAXAAAACAAXGXXXCXCXXXACCTTAGCACCTCAAAAXACC 
AXGCCAXXXAAAGCXTAXXAAAACXCAXXTXXGXXTXCATXAXCXCAAAACXGCACXGXCAAGAXGAXGAXGAXC 
XXTAAAAXACACACXCAAAXCAAGAAACXXAAGGXXACCXXXGXXCCCAAAXXXCAXACCXAXCATCXXAAGXAG 
GGACXXCXGXCXXCACAACAGAXXAXXACCXXACAGAAGXXTGAAXXAXCCGGXCGGGXTXXAXXGXXXAAAAXC 
AXXXCXGCAXCAGCXGCXGAAACAACAAAXAGGAATXGTTXXXAXGGAGGCXXXGCAXAGAXXCCCXGAGCAGGA 
XXXXAAXCXXXXTCXAACXGGACXGGXXCAAATGXXGXXCXCXXCXXTAAAGGGAXGGCAAGAXGXGGGCAGXGA 
XGXCACXAGGGCAGGGACAGGAXAAGAGGGAXXAGGGAGAGAAGAXAGCAGGGCAXGGCTGGGAACCCAAGXCCA 
AGCAXACCAACACGACCAGGCXACXGXCAGCXCCCCXCGGAGAAAACTGXGCAGXCTGCGXGXGAACAGCXCTXC 
XCCXTTAGAGCACAAXGGAXCXCGAGGGAXCXXCCAXACCXACCAGXXCXGCGCCXCGAGGCCGCGACXCXAGA 
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FIGURE 743 

MKTPWKVLLGLLGAAALVTriTVPWLLNKGTDDATADSRKTYTLTDYLKNTYRLKLYSLRWISDHEYLYKQENN 
ILVFNAEYGNSSVFLENSTFDEFGHSINDYSISPDGQFILLEYNYVKQWRHSYTASYDIYDLNKRQLITEERIPN 
NTQWVTWSPVGHKLAYVWNNDIYVKIEPNLPSYRITWTGKEDIIYNGITDWVYEEEVFSAYSALWWSPNGTFLAY 
AQFNDTEVPLIEYSFYSDESLQYPKTVRVPYPKAGAVNP TVKFFWNTDSLSSVTNATSIQITAPASMLIGDHYL 
CDVTWATQERISLQWLRRIQNYSVMDICDYDESSGRWNCLVARQHIEMSTTGWVGRFRPSEPHFTLDGNSFYKII 
SNEEGYRHICYFQIDKKDCTFITKGTWEVIGIEALTSDYLYYISNEYKGMPGGRNLYKIQLSDYTKVTCLSCELN 
PERCQYYSVSFSKEAKYYQLRCSGPGLPLYTLHSSVNDKGLRVLEDNSALDKMLQNVQMPSKKLDFIILNETKFW 
YQMILPPHFDKSKKYPLLLDVYAGPCSQKADTVFRLNWATYLASTENIIVASFDGRGSGYQGDKIMHAINRRLGT 
FEVEDQIEAARQFSBCMGFVDNKRIAIWGWSYGGYVTSMVLGSGSGVFKCGIAVAPVSRWEYYDSVYTERYMGLPT 
PEDNLDHYRNSTVMSRAENFKQVEYLLIHGTADDNVHFQQSAQISKALVDVGVDFQAMWYTDEDHGIASSTAHQH 
I YTHMSHF I KQCFSLP 
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FIGURE 744 

CCGGTCGGATGCCGGACCGGGGGCACCGCTGAGGCGGTGGGTCCCCGACCTGCGAGACAGGTTTGGAAGCCCCCG 

CTGCGCCCAGTCCGTGCGGACCGCGAGGCCGCGGGCGGGTGGAGGCGCGTCTCCGGCACGAT^AGGATTTGGGG 

GCAGAGCACTTGGCAGGTCATGAAGGGGTCCAACTTCTCGGGTTGTTGAACGTCTACCTGGAACAAGAAGAGAGA 

TTCCAACCTCGAGAAAAAGGGCTGAGTTTGATTGAGGCTACCCCGGAGAATGATAACACTTTGTGTCCAGGATTG 

AGAAATGCCAAAGTTGAAGATTTAAGGAGTTTAGCCAACTTTTTTGGATCTTGCACTGAAACTTTTGTCCTGGCT 

GTCAATATTTTGGACAGGTTCTTGGCTCTTATGAAGGTGAAACCTAAACATTTGTCTTGCATTGGAGTCTGTTCT 

TTTTTGCTGGCTGCTAGAATAGTTGAAGAAGACTGCAATATTCCATCCACTCATGATGTGATCCGGATTAGTCAG 

TGTAAATGTACTGCTTCTGACATAAAACGGATGGAAAAAATAATTTCAGAAAAATTGCACTATGAATXGGAAGCT 

ACTACTGCCTTAAACTTTTTGCACTXATACCATACTATTATACTTTGTCATACTTCAGAAAGGAAAGAAATACTG 

AGCCTTGATAAACTAGAAGCTCAGCTGAAAGCTTGCAACTGCCGACTCATCTTTTCAAAAGCAAAACCATCTGTA 

TXAGCCXXGXGCCXXCXCAAXXTGGAAGXGGAAACXXXGAAAXCXGXXGAAXXACXGGAAAXXCXCXXGCXAGXX 

AAAAAACATXCCAAGAXXAAXGACACXGAGXTCXXCXACXGGAGAGAGXXGGXXXCTAAAXGCCXAGCCGAGXAX 

TCXXCXCCXGAAXGXXGCAl^ACCAGAXCXTAAGAAGXXGGTXXGGAXCGXTXCAAGGCGCACAGCCCAGAACCTC 

CACAACAGCXACXAXAGTGXXCCXGAGCTGCCAACGAXACCXGAGGGGGGXXGXXXTGAXGAAAGXGAAAGXGAG 

GACXCTXGXGAAGAXAXGAGXXGXGGAGAGGAGAGTCXCAGCAGCXCTCCXCCCAGXGATCAAGAGXGCACCXXC 

XXXXXCAACXXCAAAGXGGCACAAACACTGXGCTTTCCAXCXTAGAAAXCTGAXXGXTCTGXCAGAAXTXAXAXT 

XACAGGGXXXCAAAGCAAXAAATGGGGGAAXAGGXAGXXXCCXGGXXXAGCCCCCATCTAGXCAGGAAXXAAXAX 

ACXGGAAXACCTACCXXCXAXXXGXTAXTCAGAXCAGATCXGGCCXAXXTXCAXAXXXAXCCXAAGCCAXCAAAX 

GGGGXAGTGCCXCXXAAACCAXXAACAGXACTXXAGACAXXGGCACXXXAXTXXXCXCGXAGATCXXXAGCXACX 

XTGGGGAGGAGGGAAGGTGCTGAXACCXXCAAXTXGTXACXXXXCAAGAXXXTXAAAAAXAACTAGTGXAGCXXA 

XCTXAAACAXXXXATAAAACCXTCAGAXGXCXXXAAGCAGAXXGGAAGXATGCAAGXGCXXCCXTAGCAGGGACA 

GXGGAXAAXCCXXAAXGGXXXAXCAXAGAXXTCACCCTCCCCCCXXCXCAGAAGAGXGAGXAXGCTCXXAAAXGX 

CAAACACAXXXXXGXXGTXXTGTXXXXXAAAXGAXCAGXGXCXAXXXGAXGXGAXGCAGAXCXXAXAAAXXXGGG 

AAXXAXAAXAXXGACAXXXCXGXGAXXXXXAXATAXGTAATGXCXXAAXXGAGAXXXGXGXTAAGGCAGAAAXAA 

XXAGGCXAGGGCXCXXAGXXXXCAXTCCXAXXGCCCCAAGXAXTGXCAAACXAXGGXAXXATXXTAAXGXXACXX 

XAAAAAXCCATAAXCXGCTAGXTXXGCAXGXACXXAXATGAAAACAGXGCAGXAAGXTGAAAACXCAGXAXCXAX 

GGAAXXGAXAAAXGXXGAXCTGGXGXAGXAXAXTXXAXCCGCAXXXXCXXAXAXXAAAAAATGTTCXGCAXGAXX 
ACAXXTXAXXXGCCXTXGX 
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FIGURE 745 

MKDLGAEHLAGHEGVQLLGLLNVYLEQEERFQPREKGLSLIEATPENDNTLCPGLRNAKVEDLRSLANFFGSCTE 
TFVLAWILDRFLALMKVKPKHLSCIGVCSFLLAARIVEEDCNIPSTHDVIRISQCKCTASDIKRMEKI ISEKLH 
YELEATTALNFLHLYHTIILCHTSERKEILSLDKLEAQLKACNCRLIFSKAKPSVLALCLLNLEVETLKSVELLE 
ILLLVKKHSKINDTEFFYWRELVSKCLAEYSSPECCKPDLKKLVWIVSRRTAQNLHNSYYSVPELPTIPEGGCFD 
ESESEDSCEDMSCGEESLSSSPPSDQECTFFFNFKVAQTLCFPS 
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FIGURE 746 

ATGG CCTGGATGCTGTTGCTCATCTTGATCATGGTCCATCCAGGATCCTGTGCTCTCTGGGTGTCCCAGCCCCCT 
GAGATTCGTACCCTGGAAGGATCCTCTGCCTTCCTGCCCTGCTCCTTCAATGCCAGCCAAGGGAGACTGGCCATT 
GGCTCCGTCACGTGGTTCCGAGATGAGGTGGTTCCAGGGAAGGAGGTGAGGAATGGAACCCCAGAGTTCAGGGGC 
CGCCTGGCCCCACTTGCTTCTTCCCGTTTCCTCCATGACCACCAGGCTGAGCTGCACATCCGGGACGTGCGAGGC 
CATGACGCCAGCATCTACGTGTGCAGAGTGGAGGTGCTGGGCCTTGGTGTCGGGACAGGGAATGGGACTCGGCTG 
GTGGTGGAGAAAGAACATCCTCAGCTAGGGGCTGGTACAGTCCTCCTCCTTCGGGCTGGATTCTATGCTGTCAGC 
TTTCTCTCTGTGGCCGTGGGCAGCACCGTCTATTACCAGGGCAAATGCCACTGTCACATGGGAACACACTGCCAC 
TCCTCAGATGGGCCCCGAGGRGTGATTCCAGAGCCCAGATGTCCCTAG 
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FIGURE 747 

MAWMLLLILIM\TOPGSCALWVSQPPEIRTLEGSS 

RLAPLASSRFLHDHQAELHIRDVKGHDASIYVCRVEVLGLGVGT^ 

FLSVAVGSTVYYQGKCHCHMGTHCHSSDGPRGVIPEPRCP 
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FIGURE 748 

GGGGAGAATCTGGTGGATGCTGGACCTTGCTGCTGCTGCTACTGCTGTTTCCAGGGGCTGCAGAGCATGGACTGT 
TAAATCTTGCACTTCTTCTGAGTGAGCTGAATTCTTGCCGCCAGGATGGGGAAACAGAACAGCAAGCTGCGCCCG 
GAGGTCATGCAGGACTTGCTGGAAAGCACAGACTTTACAGAGCATGAGATCCAGGAATGGTATAAAGGCTTCTTG 
AGAGACTGCCCCAGTGGACATTTGTCAATGGAAGAGTTTAAGAAAATATATGGGAACTTTTTCCCTTATGGGGAT 
GCTTCCAAATTTGCAGAGCATGTCTTCCGCACCTTCGATGCAAATGGAGATGGGACAATAGACTTTAGAGAATTC 
ATCATCGCCTTGAGTGTAACTTCGAGGGGGAAGCTGGAGCAGAAGCTGAAATGGGCCTTCAGCATGTACGACCTG 
GACGGAAATGGCTATATCAGCAAGGCAGAGATGCTAGTGATCGTGCAGGCAATCTATAAGATGGTTTCCTCTGTA 
ATGAAAATGCCTGAAGATGAGTCAACCCCAGAGAAAAGAACAGAAAAGATCTTCCGCCAGATGGACACCAATAGA 
GACGGAAAACTCTCCCTGGAAGAGTTCATCCGAGGAGCCAAAAGCGACCCGTCCATTGTGCGCCTCCTGCAGTGC 
GACCCGAGCAGTGCCGGCCAGTTCTGAGCCCTGCGCCCACCAATCGAATTGTAGAGCTGCTTGTGTTCCCTTTTG 
ATTCTTCTTTTTAACAATTTTTTTTTTTTTTTGCCAAACAATATCAATGGTGATGCCGTCCCCTGTGCGGTCTGA 
TGCGCCTTCCTCCGTGACGCCTTCAGCCTCTTTTGTCGTGGATGCTTCGTGGGAATGCCCAGAGCCCCAGTGTGC 
TTGTGGAGAGCATGGACAGACTTCGTGGTGTTCATTGTTTGATGATTTTTAATCGTTACTATTATTTCTTTTTAT 
TCTAATGTCTCTGTTCTAAAACGTAAGACTCGGGGGTTGGGGCAAAAGAAGGGAAACCCATCCAGTCCTGTGATT 
CTATTGCAAGCTTCAAGGGGCTTTTGTTTGAAAGACAAAACTCCCCACCTGGGTCTGTTGTCACACGTGCCGTAG 
GGGTGATGGATGGCACCGGATGCTGGATTCCCCAAGAACAAGTTACCCTCTGGGGTGAGGCTATTCCAGCGAGCT 
GGGACATTTCCCCATGGGGGCCCACTCCCCTCTCTTCCCCAGCAGGCTGTAGTTTCTAAGCTGTGAACATTTCAA 
GATAAATTAACAGAGGAGAGGAAAAAGATGGCTCAGCTATTTTTTCACAGGTTTACACTAGTTGAGCTAATATGC 
GTGTCTTTGGAAATTAAACACAAATGGTAACATATTCCAAAACCAGACCCATCTTGTTGCCTATTGTGATAAAAT 
AAAAAGACGGCXGTATATAACATATTGGGTAATGCAGACCAAATT2VAGTGTTTTGCCTTGTTTAAATGAAATGCA 
TGTTTAGTGAGCACTAATACAATCTTATTCCAGAAGACTGTTTTTAGTAGCTTATTGTGAAGTAAGACAACTATA 
ATGAATGTCTGTCTTGTTTGGAAGTCATATCTGTCTTTGCACAAATGTACCAATCGACAAGTATATTTTATATAT 
TCCATAAAAATACAAAGTAACCCTGACTAGGGCCCAACTTTAATTTTGAATGCATTTCCAGAGTGGCCATGCCTA 
GAGGGCAGATGCAGAGCAGGTGGTAGTGGGACAGGACAATTGGAGCACAGGAATGTTAACATGTATGACAGGGGA 
CCAGTAGGGTGGTTTCCCTCTCAGGCCCAGCAGCCCATTGACAGCATTAGACTGGCGGCAXGGTGCTTTTCTGAG 
CAGATCAATACTCTGCAGACTCGAAAAAACATCACATACATTCTTGGAACTTCCCAGTGGTTTAATCTATGTGCA 
TGGTTAGGGAGCCAGGCCTGGAATATTCAGTTTCCCTGCCCCTGTTAAAGAATCAGAGGTTGGGCAGTCATCAAA 
TTCATCATAAAGACATGGGCAAGTGTGTCTGTGGTTTCCAAGGCCCCCCTATGGAGAATCCAAAAGTATTTTCCA 
TTGCCGTGCTCTTTGAATGCAGACTTCTATTTCCAGAAGTGACAGCACAAGTCTGAGTTGCTGTTTGGTCTGGTG 
ACCTCAGACACACTAATTTGAATTGAAAGCTAAGAGTAAAAATTTGCTGGTTACAGGCGAGTCATACTCTTGCAA 
GTAGTTAGCAAAGGGAGGCCCAAATTCTCAAGGTTGTTGATGGGGAACTTGCCACTAAGAGAAGGCAGAGAGGTC 
CCTAGTGGGTATATTTGCTGCCAAGCCACTTGCCAAAGAAGAGGAACCACAGAAAGAGAGACATCATGACCAGGA 
GAAAAATGTGACTAGACATGCTAACCTCCAGGTTTTTATATATGACTTGAGTCTGCTGTAATTGGCAGCAGAAAT 
CCAAATTTGTATGGTAGACCAAAAAGAACCAAATCCATAGGGTGAAATTTTGAGACCTAGACTCTGTAAAAATAA 
TCCTAGTCTTCCTCCAGGGGTCAGTTCCTCACAGTGGTTCTGTACCAAAACTTGCCAAATTCCTCCATGGCCAAG 
TGTTAAAATCTGTGTTTGGAAAATAGCGAATTAACCTAAGACACAGAAGGCAGACTGGGTGAGGAGACCTAGCAT 
GCCCTATTGGCAGTGCTCAGGAGCTGCATCCCACTTTTCCCTGCTCTGAATCGAAGTCCTAGTTCCTTCCTTTGA 
TTCTCCTTTGGTAGGTGGAATCAGTTAATGTTTTGAGAAACCTGCCTGGGCTCTGCCCTTAGTCATGACATCTCG 
CTGAGCCAGACCCACTCTGTTCCTTGGAACCTAGAGCTGGAGTGAGGAGTAGAGGTCTCCGGCTATTCCAGAAAG 
AAAAGTGAGCCACATGCAGGCTGATGAATGCCGACACTTCCAGAATGTATAGAAATAGTCCCTGTCCTGGCCTGC 
CACTGACCCTGTCTGTATTTTCTCGGAGGTTGTTTTTCTCCTTCTCCTTCCCAGGAAGGTCTTTGTATGTCGAAT 
CCAGTGCACTCAAGTTTGGCCAAGGGACTCCACAGCACCCAGAGGACTGCATGCCTCAAGGTTTATGTCACTCCT 
CTGCTGGGCTGTTCATTGTCATTGCTGTGTTCAGGGACCTTTGGAAATAAAACCTGTTCTGTCCCAAATAAAACC 
AGCCTGTGATGTTCAAGGGACTGGAATAAAGTGGCTTACGACCTGAAGGATTCTAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 749 

MGKQNSKLRPEVMQDLLESTDFTEHEIQEWYKGFLRDCPSGHLSMEEFKKIYGNFFPYGDASKFAEHVFRTFDAN 
GDGTIDFREFIIALSVTSRGKLEQKLKWAFSMYDLDGNGYISKAEMLVIVQAIYKMVSSVMKMPEDESTPEKRTE 
KIFRQMDTNRDGKLSLEEF IRGAKSDP S I VRLLQCDP S S AGQF 
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FIGURE 750 

CACCTCGCTGCTCCAGCCTCTGGGGCGCATTCCAACCTTCCAGCCTGCGACCTGCGGAGAAAAAAAAT TACT TAT 

TTTCTTGCCCCATACATACCTTGAGGCGAGCAAAAAAATTAAATTTTAACCATffiVGGGAAATCGTGCACATCCAG 

GCTGGTCAGTGTGGCAACCAGATCGGTGCCAAGTTCTGGGAGGTGATCAGTGATGAACATGGCATCGACCCCACC 

GGCACCTACCACGGGGACAGCGACCTGCAGCTGGACCGCATCTCTGTGTACTACAATGAAGCCACAGGTGGCAAA 

TATGTTCCTCGTGCCATCCTGGTGGATCTAGAACCTGGGACCATGGACTCTGTTCGCTCAGGTCCTTTTGGCCAG 

ATCTTTAGACCAGACAACTTTGTATTTGGTCAGTCTGGGGCAGGTAACAACTGGGCCAAAGGCCACTACACAGAG 

GGCGCCGAGCTGGTTGATTCTGTCCTGGATGTGGTACGGAAGGAGGCAGAGAGCTGTGACTGCCTGCAGGGCTTC 

CAGCTGACCCACTCACTGGGCGGGGGCACAGGCTCTGGAATGGGCACTCTCCTTATCAGCAAGATCCGAGAAGAA 

TACCCTGATCGCATCATGAATACCTTCAGTGTGGTGCCTTCACCCAAAGTGTCTGACACCGTGGTCGAGCCCTAC 

AATGCCACCCTCTCCGTCCATCAGTTGGTAGAGAATACTGATGAGACCTATTGCATTGACAACGAGGCCCTCTAT 

GATATCTGCTTCCGCACTCTGAAGCTGACCACACCAACCTACGGGGATCTGAACCACCTTGTCTCAGCCACCATG 

AGTGGTGTCACCACCTGCCTCCGTTTCCCTGGCCAGCTCAATGCTGACCTCCGCAAGTTGGCAGTCAACATGGTC 

CCCTTCCCACGTCTCCATTTCTTTATGCCTGGCTTTGCCCCTCTCACCAGCCGTGGAAGCCAGCAGTATCGAGCT 

CTCACAGTGCCGGAACTCACCCAGCAGGTCTTCGATGCCAAGAACATGATGGCTGCCTGTGACCCCCGCCACGGC 

CGATACCTCACCGTGGCTGCTGTCTTCCGTGGTCGGATGTCCATGAAGGAGGTCGATGAGCAGATGCTTAACGTG 

CAGAACAAGAACAGCAGCTACTTTGTGGAATGGATCCCCAACAATGTCAAGACAGCCGTCTGTGACATCCCACCT 

CGTGGCCTCAAGATGGCAGTCACCTTCATTGGCAATAGCACAGCCATCCAGGAGCTCTTCAAGCGCATCTCGGAG 

CAGTTCACTGCCATGTTCCGCCGGAAGGCCTTCCTCCACTGGTACACAGGCGAGGGCATGGACGAGATGGAGTTC 

ACCGAGGCTGAGAGCAACATGAACGACCTCGTCTCTGAGTATCAGCAGTACCAGGATGCCACCGCAGAAGAGGAG 

GAGGATTTCGGTGAGGAGGCCGAAGAGGAGGCCTAAGGCAGAGCCCCCATCACCTCAGGCTTCTCAGTTCCCTTA 

GCCGTCTTACTCAACTGCCCCTTTCCTCTCCCTCAGAATTTGTGTTTGCTGCCTCTATCTTGTTTTTTGTTTTTT 

CTTCTGGGGGGGGTCTAGAACAGTGCCTGGCACATAGTAGGCGCTCAATAAATACTTGTTTGTTGAATGTCTCCT 

CTCTCTTTCCACTCTGGGAAACCTAGGTTTCTGCCATTCTGGGTGACCCTGTATTTCTTTCTGGTGCCCATTCCA 

TTTGTCCAGTTAATACTTCCTCTTAAAAATCTCCAAGAAGCTGGGTCTCCAGATCCCATTTAGAACCAACCAGGT 

GCTGAAAACACATGTAGATAATGGCCATCATCCTAAGCCCAAAGTAGAAAATGGTAGAAGGTAGTGGGTAGAAGT 

CACTATATAAGGAAGGGGATGGGATTTTCCATTCTAAAAGTTTTGGAGAGGGAAATCCAGGCTATTAAAGTCACT 

AAATTTCTAAGTATGTCCATTTCCCATCTCAGCTTCAAGGGAGGTGTCAGCAGTATTATCTCCACTTTCAATCTC 

CCTCCAAGCTCTACTCTGGAGGAGTCTGTCCCACTCTGTCAAGTGGAATCCTTCCCTTTCCAACTCTACCTCCCT 

CACTCAGCTCCTTTCCCCTGATCAGAGAAAGGGATCAAGGGGGTTGGGAGGGGGGAAAGAGACCAGCCTTGGTCC 

CTAAGCCTCCAGAAACGTCTTCTTAATCCCCACCTTTTCTTACTCCCAAAAAAGAATGAACACCCCTGACTCTGG 

AGTGGTGTATACTGCCACATCAGTGTTTGAGTCAGTCCCCAGAGGAGAGGGGAACCCTCCTCCATCTTTTTTGCA 

ACATCTCATTTCTTCCTTTTGCTGTTGCTTCCCCCCTCACACACTTGGTTTTGTTCTATCCTACATTTGAGATTT 

CTATTTTATGTTGAACTTGCTGCTTTTTTTCATATTGAAAAGATGACATCGCCCCAAGAGCCAAAAATAAATGGG 

AATTGAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 751 

MREIVHIQAGQCGNQIGAKFWEVISDEHGIDPTGTYHGDSDLQLDRISVYYNEATGGKYVPRAILVDLEPGTMDS 

VRSGPFGQIFRPDNFVFGQSGAGNl^AKGHYTEGAELVDSVLDVVRKEAESCDCLQGFQLTHSLGGGTGSGMGTL 

LISKIREEYPDRIMNTFSWPSPKVSDTWEPYNATLSVHQLVENTDETYCIDNEALYDICFRTLKLTTPTYGDL 
NHLVSATMSGVTTCLRFPGQLNADLRKLAVNl^ 

AACDPRHGRYLTVAAVFRGRMSMKEVDEQMLNVQNKNSSYFVEWIPNNVKTAVCDIPPRGLKMAVTFIGNSTAIQ 
ELFKRISEQFTAMFRRKAFLHWYTGEGMDEMEFTEAESNMNDLVSEYQQYQDATAEEEEDFGEEAEEEA 
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FIGURE 752 

GAATTGAACCACCCATTTTCCTTTCTTAGCCAAATCACCAAAATGTCCAGTTAGAACAAGAATTTAGCATTCTGC 

AAAAGAAGTTAACAGCTGAGATAACGAGGAAATATTCTGAAATQ3ATCCCAAATATTTCATCTTAATTTTGTTTT 

GTGGACAC C TGAAC AATAC AT X T TT TTCAAAGAC AG AGACAATT ACAACAGAGAAGCAGTC ACAGC C TAC CT T AT 

TCACATCATCAATGTCACAGGTATTGGCTAATTCTCAAAACACAACAGGGAATCCTTTGGGTCAACCAACACAAT 

TCAGCGACACTTTTTCTGGACAATCAATATCACCTGCCAAAGTCACTGCTGGACAACCAACACCAGCTGTCTATA 

CCTCTTCTGAAAAACCAGAAGCACATACTTCTGCTGGACAACCACTTGCCTACAACACCAAACAACCAACACCAA 

TAGCCAACACCTCCTCCCAGCAAGCCGTGTTCACCTCTGCCAGACAACTACCATCTGCCCGTACTTCTACCACAC 

AACCACCAAAGTCATTTGTCTATACTTTTACTCAACAATCATCATCTGTCCAGATCCCTTCTAGAAAACAAATAA 

CTGTTCATAATCCATCCACACAACCAACATCAACTGTCAAAAATTCACCTAGGAGTACACCAGGATTTATCTTAG 

ATACTACCAGTAACAAACAAACCCCACAAAAAAACAATTATAATTCAATAGCTGCCATACTAATTGGTGTACTTC 

TGACTTCTATGTTGGTAGCTATAATCATCATTGTACTTTGGAAATGCTTAAGGAAACCAGTTTTAAATGATCAAA 

ATTGGGCAGGTAGATCTCCATTTGCTGATGGAGAAACCCCTGACATTTGTATGGATAACATCAGAGAAAATGAAA 

TATCCACAAAACGTACATCAATCATTTCACTTACACCCTGGAAACCAAGCAAAAGCACACTTTTAGCAGATGACT 

TAGAAATTAAGTTGTTTGAATCAAGTGAAAACATTGAAGACTCCAACAACCCCAAAACAGAGAAAATAAAAGATC 

AAGTAAATGGTACATCAGAAGATAGTGCrGATGGTTCAACAGTTGGAACTGCTGTTTCTTCTTCAGATGATGCAG 

GTCTGCCTCCACCACCTCCCCTTCTGGATTTGGAAGGACAGGAAAGTAACCAATCTGACAAACCCACAATGACAA 

TTGTATCrCCTCrTCCAAATGATTCTACTAGTCTCCCTCCATCTCTGGACTGTCTCAATCAAGACTGTGGAGATC 

ATAAArCTGAGATAATACAATCATTTCCACCGCTTGACTCACTTAACTTGCCCCTGCCACCAGTAGATTTTATGA 

AAAACCAAGAAGATTCCAACCTTGAGATCCAGTGTCAGGAGTTCTCTATTCCTCCCAACTCTGATCAAGATCTTA 

ATGAATCCCTGCCACCTCCACCTGCAGAACTGTTATA^TATTACAACTTGCTTTTTAGCTGATCTTCCATCCTC 

AAATGACTCTTTTTTCTTTATATGTTAACATATATAAAATGGCAACTGATAGTCAATTTTGATTTTTATTCAGGA 

ACTATCTGAAATCTGCTCAGAGCCTATGTGCATAGATGAAACTTTTTTTTAAAAAAAGTTATTTAACAGTAATCT 

ATTTACTAATTATAGTACCTATCTTTAAAGTATAGTACATTTTACATATGTAAATGGTATGTTTCAATAATTTAA 

GAACTCTGAAACAATCTACATATACTTATTACCCAGTACAGTTTTTTTTCCCCTGAAAAGCTGTGTATAAAATTA 

TGGTGAATAAACTTTTATGTTTCCATTTCAAAGACCAGGGTGGAGAGGAATAAGAGACTAAGTATATGCTTCAAG 

TTTTAAATTAATACCTCAAGTATTAAATAAATATTCCAAGTTTGTGGGAATGGGAGATTAAAATGCATGTTTGAG 
AGTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 753 

MDPKYFILILFCGHLNNTFFSKTETITTEKQSQPTLFTSSMSQVLANSQNTTGNPLGQPTQFSDTFSGQSISPAK 
VTAGQPTPAVYTSSEKPEAHTSAGQPLAYNTKQPTPIANTSSQQAVFTSARQLPSARTSTTQPPKSFVYTFTQQS 
SSVQIPSRKQITVHNPSTQPTSTVKNSPRSTPGFILDTTSNKQTPQKNNYNSIAAILIGVLLTSMLVAIIIIVLW 
. KCLRKPVLNDQNWAGRSPFADGETPDICMDNIRENEISTKRTSIISLTPWKPSKSTLLADDLEIKLFESSENIED 
SNNPKTEKIKDQVNGTSEDSADGSTVGTAVSSSDDAGLPPPPPLLDLEGQESNQSDKPTMTIVSPLPNDSTSLPP 
SLDCLNQDCGDHKSEIIQSFPPLDSLNLPLPPVDFMKNQEDSNLEIQCQEFSIPPNSDQDLNESLPPPPAELL 
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FIGURE 754 

ATGC GTGAGTGCATCTCCATCCACGTTGGCCAGGCTGGTGTCCAGATT6GCAATGCCTGCTGG6AGCTCTACTGC 
CTGGAACACGGCATCCAGCCCGATGGCCAGATGCCAAGTGACAAGACCATTGGGGGAGGAGATGATTCCTTCAAC 
ACCTTCTTCAGTGAAACGGGTGCTGGCAAGCATGTGCCCCGGGCAGTGTTTGTAGACTTGGAACCCACAGTCATT 
GATGAAGTTCGCACTGGCACTTACCGCCAGCTCTTCCACCCTGAGCAACTCATCACAGGCAAGGAAGATGCTGCC 
AATAACTATGCCCGAGGGCACTACACCATTGGCAAGGAGATCATTGACCTCGTGTTGGACCGAATTCGCAAGCTG 
GCTGACCAGTGCACCGGTCTTCAGGGCTTCTTGGTTTTCCACAGCTTTGGTGGGGGAACTGGTTCTGGGTTCACC 
TCGCTGCTCATGGAACGTCTCTCAGTTGATTATGGCAAGAAGTCCAAGCTGGAGTTCTCCATTTACCCGGCGCCC 
CAGGTTTCCACAGCTGTAGTTGAGCCCTACAACTCCATCCTCACCACCCACACCACCCTGGAGCACTCTGATTGT 
GCCTTCATGGTAGACAATGAGGCCATCTATGACATCTGTCGTAGAAACCTCGATATCGAGCGCCCAACCTACACT 
AACCTTAACCGCCTTATTAGCCAGATTGTGTCCTCCATCACTGCTTCCCTGAGATTTGATGGAGCCCTGAATGTT 
GACCTGACAGAATTCCAGACCAACCTGGTGCCCTACCCCCGCATCCACTTCCCTCTGGCCACATATGCCCCTGTC 
ATCTCTGCTGAGAAAGCCTACCATGAACAGCTTACTGTAGCAGAGATCACCAATGCTTGCTTTGAGCCAGCCAAC 
CAGATGGTGAAATGTGACCCTCGCCATGGTAAATACATGGCTTGCTGCCTGTTATACCGTGGTGACGTGGTTCCC 
AAAGATGTCAATGCTGCCATTGCCACCATCAAAACCAAGCGTACCATCCAGTTTGTGGATTGGTGCCCCACTGGC 
TTCAAGGTTGGCATTAATTACCAGCCTCCCACTGTGGTGCCTGGCGGAGACCTGGCCAAGGTACAGAGAGCTGTG 
TGCATGCTGAGCAATACCACAGCTGTTGCCGAGGCCTGGGCTCGCCTGGACCACAAGTTTGACCTGATGTATGCC 
AAGCGTGCCTTTGTTCACTGGTACGTGGGTGAGGGGATGGAGGAAGGCGAGTXTTCAGAGGCCCGTGAGGACATG 
GCTGCCCTTGAGAAGGATTATGAGGAGGTTGGAGCAGATAGTGCTGACGGAGAGGATGAGGGTGAAGAGTATTAA 
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FIGURE 755 

MRECISIHVGQAGVQIGNACWELYCLEHGIQPDGQMPSDKTIGGGDDSFNTFFSETGAGKHVPRAVFVDLEPTVI 
DEVRTGTYRQLFHPEQLITGKEDAANNYARGHYTIGKEIIDLVLDRIRKIiADQCTGLQGFLVFHSFGGGTGSGFT 
SLLMERLSVDYGKKSKLEFSIYPAPQVSTAWEPYNSILTTHTTLEHSDCAFMVDNEAIYDICRRNLDIERPTYT 
NLNRLISQIVSSITASLRFDGALNVDLTEFQTNLVPYPRIHFPLATYAPVISAEKAYHEQLTVAEITNACFEPAN 
QMVKCDP RHGKYMACCLL YRGD WP KD VNAAI AT I KTKRT I QF VD WCP TGFKVGIN YQP P TWP GGDLAKVQRAV 
CMLSNTTAVAEAWARLDHKFDLMYAKRAFVHWYVGEGMEEGEFSEAREDMAALEKDYEEVGADSADGEDEGEEY 
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FIGURE 756 

GCCACACGGTCTTTGAGCTGAGTCGAGGTGGACCCTTTGAACGCAGTCGCCCTACAGCCGCTGATTCCCCCCGCA 

TCGCCTCCCGTGGAAGCCCAGGCCCGCTTCGCAGCTTTCTCCCTTTGTCTCATAACCATGTCCACCAACGAGAAT 

GCTAATACACCAGCTGCCCGTCTTCACAGATTCAAGAACAAGGGAAAAGACAGTACAGAAATGAGGCGTCGCAGA 

ATAGAGGTCAATGTGGAGCTGAGGAAAGCTAAGAAGGATGACCAGATGCTGAAGAGGAGAAATGTAAGCTCATTT 

CCTGATGATGCTACTTCTCCGCTGCAGGAAAACCGCAACAACCAGGGCACTGTAAATTGGTCTGTTGATGACATT 

GTCAAAGGCATAAATAGCAGCAATGTGGAAAATCAGCTCCAAGCTACTCAAGCTGCCAGGAAACTACTTTCCAGA 

GAAAAACAGCCCCCCATAGACAACATAATCCGGGCTGGTTTGATTCCGAAATTTGTGTCCTTCTTGGGCAGAACT 

GATTGTAGTCCCATTCAGTTTGAATCTGCTTGGGCACTCACTAACATTGCTTCTGGGACATCAGAACAAACCAAG 

GCTGTGGTAGATGGAGGTGCCATCCCAGCATTCATTTCTCTGTTGGCATCTCCCCATGCTCACATCAGTGAACAA 

GCTGTCTGGGCTCTAGGAAACATTGCAGGXGATGGCTCAGTGTTCCGAGACTTGGTTATTAAGTACGGTGCAGTT 

GACCCACTGTTGGCTCTCCTTGCAGTTCCTGATATGTCATCTTTAGCATGTGGCTACTTACGTAATCTTACCTGG 

ACACTTTCTAATCTTTGCCGCAACAAGAATCCTGCACCCCCGATAGATGCTGTTGAGCAGATTCTTCCTACCTTA 

GTTCGGCTCCTGCATCATGATGATCCAGAAGTGTTAGCAGATACCTGCTGGGCTATTTCCTACCTTACTGATGGT 

CCAAATGAACGAATTGGCATGGTGGTGAAAACAGGAGTTGTGCCCCAACTTGTGAAGCTTCTAGGAGCTTCTGAA 

TTGCCAATTGTGACTCCTGCCCTAAGAGCCATAGGGAATATTGTCACTGGTACAGATGAACAGACTCAGGTTGTG 

ATTGATGCAGGAGCACTCGCCGTCTTTCCCAGCCTGCTCACCAACCCCAAAACTAACATTCAGAAGGAAGCTACG 

TGGACAATGTCAAACATCACAGCCGGCCGCCAGGACCAGATACAGCAAGTTGTGAATCATGGATTAGTCCCATTC 

CTTGTCAGTGTTCTCTCTAAGGCAGATTTTAAGACACAAAAGGAAGCTGTGTGGGCCGTGACCAACTATACCAGT 

GGTGGAACAGTTGAACAGATTGTGTACCTTGTTCACTGTGGCATAATAGAACCGTTGATGAACCTCTTAACTGCA 

AAAGATACCAAGATTATTCTGGTTATCCTGGATGCCATTTCAAATATCTTTCAGGCTGCTGAGAAACTAGGTGAA 

ACTGAGAAACTTAGTATAATGATTGAAGAATGTGGAGGCTTAGACAAAATTGAAGCTCTACAAAACCATGAAAAT 

GAGTCTGTGTATAAGGCTTCGTTAAGCTTAATTGAGAAGTATTTCTCTGTAGAGGAAGAGGAAGATCAAAACGTT 

GTACCAGAAACTACCTCTGAAGGCTACACTTTCCAAGTTCAGGATGGGGCTCCTGGGACCTTTAACTTTTAGATC 

ATGTAGCTGAGACATAAATTTGTTGTGTACTACGTTTGGTATTTTGXCTTATTGTTTCTCTACTAAGAACTCTTT 

CTTAAATGTGGTTTGTTACTGTAGCACTTTTTACACTGAAACTATACTTGAACAGTTCCAACTGTACATACATAC 

TGTATGAAGCTTGTCCTCTGACTAGGTTTCTAATTTCTATGTGGAATTTCCTATCTTGCAGCATCCTGTAAATAA 

ACATTCAAGTCCACCCTTAAAAAAAA 
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FIGURE 757 

MSTNENANTPAARLHRFKNKGKDSTEMRRRRIEV^ 

WSVDDIVKGINSSNVENQLQATQAARKLLSREKQPPIDNIIRAGLIPKFVSFLGRTDCSPIQFESAWALTNIASG 
TSEQTKAWDGGAIPAFISLLASPHAHISEQAVWALGNIAGDGSVFRDLVIKYGAVDPLLALLAVPDMSSLACGY 
LRNLTWTLSNLCRNKNPAPPIDAVEQILPTLVRLLHHDDPEVLADTCWAISYLTDGPNERIGMWKTGWPQLVK 
LLGASELPIVTPALRAIGNIVTGTDEQTQWIDAGALAVFPSLLTNPKTNIQKEATWTMSNITAGRQDQIQQWN 
HGLVPFLVSVLSKADFKTQKEAVWAVTNYTSGGTVEQIVYLVHCGIIEPLMNLLTAKDTKIILVILDAISNIFQA 
AEKLGETEKLSIMIEECGGLDKIEALQNHENESVYKASLSLIEKYFSVEEEEDQNWPETTSEGYTFQVQDGAPG 
TFNF 
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FIGURE 758 

ATGGCGAAATATAACACGGGGGGCAACCCGACAGAGGATGTCTCAGTCAATAGCCGACCCTTCAGAGTCACAGGG 
CCAAACTCATCTTCAGGAATACAAGCAAGAAAGAACTTATTCAACAACCAAGGAAATGCCAGCCCTCCTGCAGGA 
CCCAGCAATGTACCTAAGTTTGGGTCCCCAAAGCCACCTGTGGCAGTCAAACCTTCTTCTGAGGAAAAGCCTGAC 
AAGGAACCCAAGCCCCCGTTTCTAAAGCCCACTGGAGCAGGCCAAAGATTCGGAACACCAGCCAGCTTGACCACC 
AGAGACCCCGAGGCGAAAGTGGGATTTCTGAAACCTGTAGGCCCCAAGCCCATCAACTTGCCCAAAGAAGATTCC 
AAACCTACATTTCCCTGGCCTCCTGGAAACAAGCCATCTCTTCACAGTGTAAACCAAGACCATGACTTAAAGCCA 
CTAGGCCCGAAATCTGGGCCTACTCCTCCAACCTCAGAAAATGAACAGAAGCAAGCGTTTCCCAAATTGACTGGG 
GTTAAAGGGAAATTTATGTCAGCATCACAAGATCTTGAACCCAAGCCCCTCTTCCCCAAACCCGCCTTTGGCCAG 
AAGCCGCCCCTAAGTACCGAGAACTCCCATGAAGACGAAAGCCCCATGAAGAATGTGTCTTCATCAAAAGGGTCC 
CCAGCTCCCCTGGGAGTCAGGTCCAAAAGCGGCCCTTTAAAACCAGCAAGGGAAGACTCAGAAAATAAAGACCAT 
GCAGGGGAGATTTCAAGTTTGCCCTTTCCTGGAGTGGTTTTGAAACCTGCTGCGAGCAGGGGAGGCCCAGGTCTC 
TCCAAAAATGGTGAAGAAAAAAAGGAAGATAGGAAGATAGATGCTGCTAAGAACACCTTCCAGAGCAAAATAAAT 
CAGGAAGAGTTGGCCTCAGGGACTCCTCCTGCCAGGTTCCCTAAGGCCCCTTCTAAGCTGACAGTGGGGGGGCCA 
TGGGGCCAAAGTCAGGAAAAGGAAAAGGGAGACAAGAATTCAGCCACCCCGAAACAGAAGCCATTGCCTCCCTTG 
TTTACCTTGGGTCCACCTCCACCAAAACCCAACAGACCACCAAATGTTGACCTGACGAAATTCCACAAAACCTCT 
TCTGGAAACAGTACTAGCAAAGGCCAGACGTCTTACTCAACAACTTCCCTGCCACCACCTCCACCATCCCATCCG 
GCCAGCCAACCACCATTGCCAGCATCTCACCCATCACAACCACCAGTCCCAAGCCTACCTCCCAGAAACATTAAA 
CCTCCGTTTGACCTAAAAAGTCCTGTCAATGAAGACAATCAAGATGGTGTCACGCACTCTGATGGTGCTGGAAAT 
CTAGATGAGGAACAAGACAGTGAAGGAGAAACATATGAAGACATAGAAGCATCCAAAGAAAGAGAGAAGAAAAGG 
GAAAAGGAAGAAAAGAAGAGGT T AGAGC TGGAG AAAAAGGAAC AGAAAGAGAAAGAAAAG AAAGAACAAGAAAT A 
AAGAAGAAATTTAAACTAACAGGCCCTATTCAAGTCATCCATCTXGCAAAAGCTTGTTGTGATGTCAAAGGAGGA 
AAGAATGAACTGAGCTTCAAGCAAGGAGAGCAAATTGAAATCATCCGCATCACAGACAACCCAGAAGGAAAATGG 
TTGGGCAGAACAGCAAGGGGTTCATATGGCTATATTAAAACAACTGCTGTAGAGATTGACTATGATTCTTTGAAA 
CTGAAAAAAGACTCTCTTGGTGCCCCTTCAAGACCTATTGAAGATGACCAAGAAGTATATGATGATGTTGCAGAG 
CAGGATGATATTAGCAGCCACAGTCAGAGTGGAAGTGGAGGGATATTCCCTCCACCACCAGATGATGACATTTAT 
GATGGGATTGAAGAGGAAGATGCTGATGATGGCTCCACACTACAGGTTCAAGAGAAGAGTAATACGTGGTCCTGG 
GGGATTTTGAAGATGTTAAAGGGAAAAGATGACAGAAAGAAAAGTATACGAGAGAAACCTAAAGTCTCTGACTCA 
GACAATAATGAAGGTTCATCXTTCCCTGCTCCTCCTAAACAATTGGACATGGGAGATGAAGTTTACGATGATGTG 
GATACCTCTGATTTCCCTGTTTCATCAGCAGAGATGAGTCAAGGAACTAATTTTGGAAAAGCTAAGACAGAAGAA 
AAGGACCTTAAGAAGCTAAAAAAGCAGGAAAAAGAAGAAAAAGACTTCAGGAAAAAATTTAAATATGATGGTGAA 
ATTAGAGTCCTATATTCAACTAAAGTTACAACTTCCATAACTTCTAAAAAGTGGGGAACCAGAGATCTACAGGTA 
AAACCTGGTGAATCTCTAGAAGTTATACAAACCACAGATGACACAAAAGTTCTCTGCAGAAATGAAGAAGGGAAA 
TATGGTTATGTCCTTCGGAGTTACCTAGCGGACAATGATGGAGAGATCTATGATGATATTGCTGATGGCTGCATC 
TATGACAATGAC TAG 
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FIGURE 759 

l^KYNTGGNPTEDVSVNSRPFRVTGPNSSSGIQARKNLFNNQGNASPPAGPSNVPKFGSPKPPVAVKPSSEEKPD 
KEPKPPFLKPTGAGQRFGTPASLTTRDPEAKVGFLKPVGPKPINLPKEDSKPTFPWPPGNKPSLHSVNQDHDLKP 
LGPKSGPTPPTSENEQKQAFPKLTGVKGKFMSASQDLEPKPLFPKPAFGQKPPLSTENSHEDESPMKNVSSSKGS 
PAPLGVRSKSGPLKPAREDSENKDHAGEISSLPFPGWLKPAASRGGPGLSKNGEEKKEDRKIDAAKNTFQSKIN 
QEELASGTPPARFPKAPSKIiTVGGPWGQSQEKEKGDKNSATPKQKPLPPLFTLGPPPPKPNRPPNVDLTKFHKTS 
SGNSTSKGQTSYSTTSLPPPPPSHPASQPPLPASHPSQPPVPSLPPRNIKPPFDLKSPVNEDNQDGVTHSDGAGN 
LDEEQDSEGETYEDIEASKEREKKREKEEKKRLELEKKEQKEKEKKEQEIKKKFKLTGPIQVIHLAKACCDVKGG 
KNELSFKQGEQIEIIRITDNPEGKWLGRTARGSYGYIKTTAVEIDYDSLKLKKDSLGAPSRPIEDDQEVYDDVAE 
QDDISSHSQSGSGGIFPPPPDDDIYDGIEEEDADDGSTLQVQEKSNTWSWGILKMLKGKDDRKKSIREKPKVSDS 
DNNEGSSFPAPPKQLDMGDEVYDDVDTSDFPVS SAEMSQGTNFGKAKXEEKDLKKLKKQEKEEKDFRKKFKYDGE 
IRVLYS TKVTTS I TSKKWGTRDLQVKPGE SLEVI QTTDDTKVLCRNEEGKYGYVLRS YLADNDGE I YDD I ADGC I 
YDND 
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FIGURE 760 

TAGGATGGAAAG6CAGATGTAAAGTCCCTC ATGG CGAAATATAACAC6GGGGGCAACCCGACAGAGGATGTCTCA 
GTCAATAGCCGACCCTTCAGAGTCACAGGGCCAAACTCATCTTCAGGAATACAAGCAAGAAAGAACTTATTCAAC 
AACCAAGGAAATGCCAGCCCTCCTGCAGGACCCAGCAATGTACCTAAGTTTGGGTCCCCAAAGCCACCTGTGGCA 
GTCAAACCTTCTTCTGAGGAAAAGCCTGACAAGGAACCCAAGCCCCCGTTTCTAAAGCCCACTGGAGCAGGCCAA 
AGATTCGGAACACCAGCCAGCTTGACCACCAGAGACCCCGAGGCGAAAGTGGGATTTCTGAAACCTGTAGGCCCC 
AAGCCCATCAACTTGCCCAAAGAAGATTCCAAACCTACATTTCCCTGGCCTCCTGGAAACAAGCCATCTCTTCAC 
AGTGTAAACCAAGACCATGACTTAAAGCCACTAGGCCCGAAATCTGGGCCTACTCCTCCAACCTCAGAAAATGAA 
CAGAAGCAAGCGTTTCCCAAATTGACTGGGGTTAAAGGGAAATTTATGTCAGCATCACAAGATCTTGAACCCAAG 
CCCCTCTTCCCCAAACCCGCCTTTGGCCAGAAGCCGCCCCTAAGTACCGAGAACTCCCATGAAGACGAAAGCCCC 
ATGAAGAATGTGTCTTCATCAAAAGGGTCCCCAGCTCCCCTGGGAGTCAGGTCCAAAAGCGGCCCTTTAAAACCA 
GCAAGGGAAGACTCAGAAAATAAAGACCATGCAGGGGAGATTTCAAGTTTGCCCTTTCCTGGAGTGGTTTTGAAA 
CCTGCTGCGAGCAGGGGAGGCCTAGGTCTCTCCAAAAATGGTGAAGAAAAAAAGGAAGATAGGAAGATAGATGCT 
GCTAAGAACACCTTCCAGAGCAAAATAAATCAGGAAGAGTTGGCCTCAGGGACTCCTCCTGCCAGGTTCCCTAAG 
GCCCCTTCTAAGCTGACAGTGGGGGGGCCATGGGGCCAAAGXCAGGAAAAGGAAAAGGGAGACAAGAATTCAGCC 
ACCCCGAAACAGAAGCCATTGCCTCCCTTGTTTACCTTGGGTCCACCTCCACCAAAACCCAACAGACCACCAAAT 
GTTGACCTGACGAAATTCCACAAAACCTCTTCTGGAAACAGTACTAGCAAAGGCCAGACGTCTTACTCAACAACT 
TCCCTGCCACCACCTCCACCATCCCATCCGGCCAGCCAACCACCATTGCCAGCATCTCACCCATCACAACCACCA 
GTCCCAAGCCTACCTCCCAGAAACATTAAACCTCCGTTTGACCTAAAAAGCCCTGTCAATGAAGACAATCAAGAT 
GGTGTCACGCACTCTGATGGTGCTGGAAATCTAGATGAGGAACAAGACAGTGAAGGAGAAACATATGAAGACATA 
GAAGC ATC C AAAGAAAG AGAG2\AGAAAAGG GAAAAGGAAGAAAAGAAGAGGT TAGAGC TG GAGAAAAAGGAACAG 
AAAGAGAAAGAAAAGAAAGAACAAGAAATAAAGAAGAAATTTAAACTAACAGGCCCTATTCAAGTCATCCATCTT 
GCAAAAGCTTGTTGTGATGTCAAAGGAGGAAAGAATGAACTGAGCTTCAAGCAAGGAGAGCAAATTGAAATCATC 
CGCATCACAGACAACCCAGAAGGAAAATGGTTGGGCAGAACAGCAAGGGGTTCATATGGCTATATTAAAACAACT 
GCTGTAGAGATTGACTATGATTCTTTGAAACTGAAAAAAGACTCTCTTGGTGCCCCTTCAAGACCTATTGAAGAT 
GACCAAGAAGTATATGATGATGTTGCAGAGCAGGATGATATTAGCAGCCACAGTCAGAGTGGAAGTGGAGGGATA 
TTCCCTCCACCACCAGATGATGACATTTATGATGGGATTGAAGAGGAAGATGCTGATGATGGTTTCCCTGCTCCT 
CCTAAACAATTGGACATGGGAGATGAAGTTTACGATGATGTGGATACCTCTGATTTCCCTGTTTCATCAGCAGAG 
ATGAGTCAAGGAACTAATTTTGGAAAAGCTAAGACAGAAGAAAAGGACCTTAAGAAGCTAAAAAAGCAGGAAAAA 
GAAGAAAAAGACTTCAGGAAAAAATTTAAATATGATGGTGAAATTAGAGTCCTATATTCAACTAAAGTTACAACT 
TCCATAACTTCTAAAAAGTGGGGAACCAGAGATCTACAGGTAAAACCTGGTGAATCTCTAGAAGTTATACAAACC 
ACAGATGACACAAAAGTTCTCTGCAGAAATGAAGAAGGGAAATATGGTTATGTCCTTCGGAGTTACCTAGCGGAC 
AATGATGGAGAGATCTATGATGATATTGCTGATGGCTGCATCTATGACAATGAC TAGC ACTCAACTTTGGTCATT 
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MAKYNTGGNPTEDVSVNSRPFRVTGPNSSSGIQARKNLFNNQGNASPPAGPSNVPKFGSPKPPVAVKPSSEEKPD 
KEPKPPFLKPTGAGQRFGTPASLTTRDPEAKVGFLKPVGPKPINLPKEDSKPTFPWPPGNKPSLHSVNQDHDLKP 
LGPKSGPTPPTSENEQKQAFPKLTGVKGKFMSASQDLEPKPLFPKPAFGQKPPLSTENSHEDESPMKNVSSSKGS 
PAPLGVRSKSGPLKPAREDSENKDHAGEISSLPFPGWLKPAASRGGLGLSKNGEEKKEDRKIDAAKNTFQSKIN 
QEELASGTPPARFPKAPSKLTVGGPWGQSQEKEKGDKNSATPKQKPLPPLFTLGPPPPKPNRPPNVDLTKFHKTS 
SGNSTSKGQTSYSTTSLPPPPPSHPASQPPLPASHPSQPPVPSLPPRNIKPPFDLKSPVNEDNQDGVTHSDGAGN 
LDEEQDSEGETYEDIEASKEREKKREKEEKKRLELEKKEQKEKEKKEQEIKKKFKLTGPIQVIHLAKACCDVKGG 
KNELSFKQGEQ IE I IRI TDNP EGKWLGRTARG S YGY I KTTAVE I D YDSLKLKKDSLGAP SRP IEDDQE VYDDVAE 
QDDISSHSQSGSGGIFPPPPDDDIYDGIEEEDADDGFPAPPKQLDMGDEVYDDVDTSDFPVSSAEMSQGTNFGKA 
KTEEKDLKKLKKQEKEEKDFRKKFKYDGEIRVLYSTKVTTSITSKKWGTRDLQVKPGESLEVIQTTDDTKVLCRN 
EEGKYGYVLRS YLADNDGE I YDD I ADGCIYDND 
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GCCCCAGGGCCTGGAGAGGTCTGAAGAAACCTGGGAGCCAGCAGCCCGGGGCTCCACTCTGGGTTCTGAAAGCCC 
ATTCCCTGCTCTGCGGCTCCTCCCACCCCACCTCTTCTCAGCCTTGCAGCTCAAGGGTTGATCTCAGGAGTCCAG 
GACCCAGGAGAGGGAAGAATCTGAGGAACACAGAACAGTGAGCGTTGCCCACACCCCATCTCCCGTCACCACATC 
TCCCCTCACCCTCACCCTCCCTGCCTGGCCCTGGACCCCATCCCAGGACCTCCCTATCAGCTGACTTCTTCCAGT 
GTCTTGCAGGCCCCTCTGGGCTCCTCCCTCCCCTGGCTTTTCCTACCACTCCCCCTCTATCGGCGTCTATCTGTA 
GGTGCCCTGGGATTTATAAAACTGGGTTCCGAATGCTGAATAAGAGACGGTAAGAGCCAAGGCAAAGGACAGCAC 
TGTTCTCTGCCTGCCTGATACCCTCACCACCTGGGAACATCCCCCAGACACCCTCTTAACTCCGGGACAGAGATG 



GCTGGCGGAGCCTGGGGCCGCCTGGCCTGTTACTTGGAGTTCCTGAAGAAGGAGGAGCTGAAGGAGTTCCAGCTT 
CTGCTCGCCAATAAAGCGCACTCCAGGAGCTCTTCGGGTGAGACACCCGCTCAGCCAGAGAAGACGAGTGGCATG 
GAGGTGGCCTCGTACCTGGTGGCTCAGTATGGGGAGCAGCGGGCCTGGGACCTAGCCCTCCATACCTGGGAGCAG 
ATGGGGCTGAGGTCACTGTGCGCCCAAGCCCAGGAAGGGGCAGGCCACTCTCCCTCATTCCCCTACAGCCCAAGT 
GAACCCCACCTGGGGTCTCCCAGCCAACCCACCTCCACCGCAGTGCTAATGCCCTGGATCCATGAATTGCCGGCG 
GGGTGCACCCAGGGCTCAGAGAGAAGGGTTTTGAGACAGCTGCCTGACACATCTGGACGCCGCTGGAGAGAAATC 
TCTGCCTCACTCCTCTACCAAGCTCTTCCAAGCTCCCCAGACCATGAGTCTCCAAGCCAGGAGTCACCCAACGCC 
CCCACATCCACAGCAGTGCTGGGGAGCTGGGGATCCCCACCTCAGCCCAGCCTAGCACCCAGAGAGCAGGAGGCX 
CCTGGGACCCAATGGCCTCTGGATGAAACGTCAGGAATTTACTACACAGAAATCAGAGAAAGAGAGAGAGAGAAA 
TCAGAGAAAGGCAGGCCCCCATGGGCAGCGGTGGTAGGAACGCCCCCACAGGCGCACACCAGCCTACAGCCCCAC 
CACCACCCATGGGAGCCTTCTGTGAGAGAGAGCCTCTGTTCCACATGGCCCTGGAAAAATGAGGATTTTAACCAA 
AAATTCACACAGCTGCXACTTCTACAAAGACCTCACCCCAGAAGCCAAGATCCCCTGGTCAAGAGAAGCTGGCCT 
GATTATGTGGAGGAGAATCGAGGACATTTAATTGAGATCAGAGACTTATTTGGCCCAGGCCTGGATACCCAAGAA 
CCTCGCATAGTCATACTGCAGGGGGCTGCTGGAATTGGGAAGTCAACACTGGCCAGGCAGGTGAAGGAAGCCTGG 
GGGAGAGGCCAGCTGTATGGGGACCGCTTCCAGCATGTCTTCTACTTCAGCTGCAGAGAGCTGGCCCAGTCCAAG 
GTGGTGAGTCTCGCTGAGCTCATCGGAAAAGATGGGACAGCCACTCCGGCTCCCATTAGACAGATCCTGTCTAGG 
CCAGAGCGGCTGCTCTTCATCCTCGATGGTGTAGATGAGCCAGGATGGGTCTTGCAGGAGCCGAGTTCTGAGCTC 
TGTCTGCACTGGAGCCAGCCACAGCCGGCGGATGCACTGCTGGGCAGTTTGCTGGGGAAAACTATACTTCCCGAG 
GCATCCTTCCTGATCACGGCTCGGACCACAGCTCTGCAGAACCTCATTCCTTCTTTGGAGCAGGCACGTTGGGTA 
GAGGTCCTGGGGTTCTCTGAGTCCAGCAGGAAGGAATATTTCTACAGATATTTCACAGATGAAAGGCAAGCAATT 
AGAGCCTTTAGGTTGGTCAAATCAAACAAAGAGCTCTGGGCCCTGTGTCTTGTGCCCTGGGTGTCCTGGCTGGCC 
TGCACTTGCCTGATGCAGCAGATGAAGCGGAAGGAAAAACTCACACTGACTTCCAAGACCACCACAACCCTCTGT 
CTACATTACCTTGCCCAGGCTCTCCAAGCTCAGCCATTGGGACCCCAGCTCAGAGACCTCTGCTCTCTGGCTGCT 
GAGGGCATCTGGCAAAAAAAGACCCTTTTCAGTCCAGATGACCTCAGGAAGCATGGGTTAGATGGGGCCATCATC 
TCCACCTTCTTGAAGATGGGTATTCTTCAAGAGCACCCCATCCCTCTGAGCTACAGCTTCATTCACCTCTGTTTC 
CAAGAGTTCTTTGCAGCAATGTCCTATGTCTTGGAGGATGAGAAGGGGAGAGGTAAACATTCTAATTGCATCATA 
GATTTGGAAAAGACGCTAGAAGCATATGGAATACATGGCCTGTTTGGGGCATCAACCACACGTTTCCTATTGGGC 
CTGTTAAGTGATGAGGGGGAGAGAGAGATGGAGAACATCTTTCACTGCCGGCTGTCTCAGGGGAGGAACCTGATG 
CAGTGGGTCCCGTCCCTGCAGCTGCTGCTGCAGCCACACTCTCTGGAGTCCCTCCACTGCTTGTACGAGACTCGG 
AACAAAACGTTCCTGACACAAGTGATGGCCCATTTCGAAGAAATGGGCATGTGTGTAGAAACAGACATGGAGCTC 
TTAGTGTGCACTTTCTGCATTAAATTCAGCCGCCACGTGAAGAAGCTTCAGCTGATTGAGGGCAGGCAGCACAGA 
TCAACATGGAGCCCCACCATGGTAGTCCTGTTCAGGTGGGTCCCAGTCACAGATGCCTATTGGCAGATTCTCTTC 
TCCGTCCTCAAGGTCACCAGAAACCTGAAGGAGCTGGACCTAAGTGGAAACTCGCTGAGCCACTCTGCAGTGAAG 
AGTCTTTGTAAGACCCTGAGACGCCCTCGCTGCCTCCTGGAGACCCTGCGGTTGGCTGGCTGTGGCCTCACAGCT 
GAGGACTGCAAGGACCTTGCCTTTGGGCTGAGAGCCAACCAGACCCTGACCGAGCTGGACCTGAGCTTCAATGTG 
CTCACGGATGCTGGAGCCAAACACCTTTGCCAGAGACTGAGACAGCCGAGCTGCAAGCTACAGCGACTGCAGCTG 
GTCAGCTGTGGCCTCACGTCTGACTGCTGCCAGGACCTGGCCTCTGTGCTTAGTGCCAGCCCCAGCCTGAAGGAG 
CTAGACCTGCAGCAGAACAACCTGGATGACGTTGGCGTGCGACTGCTCTGTGAGGGGCTCAGGCATCCTGCCTGC 
AAACTCATACGCCTGGGGCTGGACCAGACAACTCTGAGTGATGAGATGAGGCAGGAACTGAGGGCCCTGGAGCAG 
GAGAAACCTCAGCTGCTCATCTTCAGCAGACGGAAACCAAGTGTGATGACCCCTACTGAGGGCCTGGATACGGGA 
GAGATGAGTAATAGCACATCCTCACTCAAGCGGCAGAGACTCGGATCAGAGAGGGCGGCTTCCCATGTTGCTCAG 
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GCTAATCTCAAACTCCTGGACGTGAGCAAGATCTTCCCAATTGCTGAGATTGCAGAGGAAAGCTCCCCAGAGGTA 
GTACCGGTGGAACTCTTGTGCGTGCCTTCTCCTGCCTCTCAAGGGGACCTGCATACGAAGCCTTTGGGGACTGAC 
GATGACTTCTGGGGCCCCACGGGGCCTGTGGCTACTGAGGTAGTTGACAAAGAAAAGAACTTGTACCGAGTTCAC 
TTCCCTGTAGCTGGCTCCTACCGCTGGCCCAACACGGGTCTCTGCTTTGTGATGAGAGAAGCGGTGACCGTTGAG 
ATTGAATTCTGTGTGTGGGACCAGTTCCTGGGTGAGATCAACCCACAGCACAGCTGGATGGTGGCAGGGCCTCTG 
CTGGACATCAAGGCTGAGCCTGGAGCTGTGGAAGCTGTGCACCTCCCTCACTTTGTGGCTCTCCAAGGGGGCCAT 
GTGGACACATCCCTGTTCCAAATGGCCCACTTTAAAGAGGAGGGGATGCTCCTGGAGAAGCCAGCCAGGGTGGAG 
CTGCATCACATAGTTCTGGAAAACCCCAGCTTCTCCCCCTTGGGAGTCCTCCTGAAAATGATCCATAATGCCCTG 
CGCTTCATTCCCGTCACCTCTGTGGTGTTGCTTTACCACCGCGTCCATCCTGAGGAAGTCACCTTCCACCTCTAC 
CTGATCCCAAGTGACTGCTCCATTCGGAAGGAACTGGAGCTCTGCTATCGAAGCCCTGGAGAAGACCAGCTGTTC 
TCGGAGTTCTACGTTGGCCACTTGGGATCAGGGATCAGGCTGCAAGTGAAAGACAAGAAAGATGAGACTCTGGTG 
TGGGAGGCCTTGGTGAAACCAGGAGATCTCATGCCTGCAACTACTCTGATCCCTCCAGCCCGCATAGCCGTACCT 
TCACCTCTGGATGCCCCGCAGTTGCTGCACTTTGTGGACCAGTATCGAGAGCAGCTGATAGCCCGAGTGACATCG 
GTGGAGGTTGTCTTGGACAAACTGCATGGACAGGTGCTGAGCCAGGAGCAGTACGAGAGGGTGCTGGCTGAGAAC 
ACGAGGCCCAGCCAGATGCGGAAGCTGTTCAGCTTGAGCCAGTCCTGGGACCGGAAGTGCAAAGATGGACTCTAC 
CAAGCCCTGAAGGAGACCCATCCTCACCTCATTATGGAACTCTGGGAGAAGGGCAGCAAAAAGGGACTCCTGCCA 
CTCAGCAGCTGAAGTATCAACACCAGCCCTTGACCCTTGAGTCCTGGCTTTGGCTGACCCTTCTTTGGGTCTCAG 
TTTCTTTCTCTGCAAACAAGTTGCCATCTGGTTTGCCTTCCAGCACTAAAGTAATGGAACTTTGATGATGCCTTT 
GCTGGGCATTATGTGTCCATGCCAGGGATGCCACAGGGGGCCCCAGTCCAGGTGGCCTAACAGCATCTCAGGGAA 
TGTCCATCTGGAGCTGGCAAGACCCCTGCAGACCTCATAGAGCCTCATCTGGTGGCCACAGCAGCCAAGCCTAGA 
GCCCTCCGGATCCCATCCAGGCGCAAAGAGGAATAGGAGGGACATGGAACCATTTGCCTCTGGCTGTGTCACAGG 
GTGAGCCCCAAAATTGGGGTTCAGCGTGGGAGGCCACGTGGATTCTTGGCTTTGTACAGGAAGATCTACAAGAGC 
AAGCCAACAGAGTAAAGTGGAAGGAAGTTTATTCAGAAAATAAAGGAGTATCACAGCTCTTTTAGAATTTGTCTA 
GCAGGCTTTCCAGTTTTTACCAGAAAACCCCTATAAATTAAAAATTTTTTACTTAAATTTAAGAATTAAAAAAAT 
AC AAAAAAG AAAAAAT G AAAAT AAAGG AAT AAG AAGT T AC C T AC TCC AAAAAAAAAAA 
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MAGGAWGRLACYLEFLKKEELKEFQLLLANKAHSRSSSGETPAQPEKTSGMEVASYLVAQYGEQRAWDLALHTWE 

QMGLRSLCAQAQEGAGHSPSFPYSPSEPHLGSPSQPTSTAVLMPWIHELPAGCTQGSERRVLRQLPDTSGRRWRE 

ISASLLYQALPSSPDHESPSQESPNAPTSTAVLGSWGSPPQPSLAPREQEAPGTQWPLDETSGIYYTEIRERERE 

KSEKGRPPWAAWGTPPQAHTSLQPHHHPWEPSVRESLCSTWPWKNEDFNQKFTQLLLLQRPHPRSQDPLVKRSW 

PDYVEENRGHL1E1RDLFGPGLDTQEPRIVILQGAAGIGKSTLARQVKEAWGRGQLYGDRFQHVFYFSCRELAQS 

KWSLAELIGKDGTATPAPIRQILSRPERLLFILDGVDEPGWVLQEPSSELCLHWSQPQPADALLGSLLGKTILP 

EASFLITARTTALQNLIPSLEQARWVEVLGFSESSRKEYFYRYFTDERQAIRAFRLVKSNKELWALCLVPWVSWL 

ACTCLMQQMKRKEKLTLTSKTTTTLCLHYLAQALQAQPLGPQLRDLCSLAAEGIWQKKTLFSPDDLRKHGLDGAI 

ISTFLKMGILQEHPIPLSYSFIHLCFQEFFAAMSYVLEDEKGRGKHSNCIIDLEKTLEAYGIHGLFGASTTRFLL 

GLLSDEGEREMENIFHCRLSQGRNLMQWVPSLQLLLQPHSLESLHCLYETRNKTFLTQVMAHFEEMGMCVETDME 

LLVCTFCIKFSRHVKKLQLIEGRQHRSTWSPTMWLFRWVPVTDAYWQ1LFSVLKVTRNLKELDLSGNSLSHSAV 

KSLCKTLRRPRCLLETLRLAGCGLTAEDCKDLAFGLRANQTLTELDLSFNVLTDAGAKHLCQRLRQPSCKLQRLQ 

LVSCGLTSDCCQDLASVLSASPSLKELDLQQNNLDDVGVRLLCEGLRHPACKLIRLGLDQXTLSDEMRQELRALE 

QEKPQLLIFSRRKPSVMTPTEGLDTGEMSNSTSSLKRQRLGSERAASHVAQANLKLLDVSKIFP1AEIAEESSPE 

WPVELLCVPSPASQGDLHTKPLGTDDDFWGPTGPVATEWDKEKNLYRVHFPVAGSYRWPNTGLCFVMREAVTV 

EIEFCVWDQFLGEINPQHSWMVAGPLLDIKAEPGAVEAVHLPHFVALQGGHVDTSLFQMAHFKEEGMLLEKPARV 

ELHHIVLENPSFSPLGVLLKMIHNALRFIPVTSWLLYHRVHPEEVTFHLYLIPSDCSIRKELELCYRSPGEDQL 

FSEFYVGHLGSGIRLQVKDKKDETLVWEALVKPGDLMPATTLIPPARIAVPSPLDAPQLLHFVDQYREQLIARVT 

SVEWLDKLHGQVLSQEQYERVLAENTRPSQMRKLFSLSQSWDRKCKDGLYQALKETHPHLIMELWEKGSKKGLL 
PLSS 
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AACGTTCCTGACACAAGTGATGGCCCATTTCGAAGAAATGGGCATGTGTGTAGAAACAGACATGGAGCTCTTAGT 
GTGCACTTTCTGCATTAAATTCAGCCGCCACGTGAAGAAGCTTCAGCTGATTGAGGGCAGGCAGCACAGATCAAC 
ATGGAGCCCCACCATGGTAGTCCTGTTCAGGTGGGTCCCAGTCACAGATGCCTATTGGCAGATTCTCTTCTCCGT 
CCTCAAGGTCACCAGAAACCTGAAGGAGCTGGACCTAAGTGGAAACTCGCTGAGCCACTCTGCAGTGAAGAGTCT 
TTGTAAGACCCTGAGACGCCCTCGCTGCCTCCTGGAGACCCTGCGGTTGGCTGGCTGTGGCCTCACAGCTGAGGA 
CTGCAAGGACCTTGCCTTTGGGCTGAGAGCCAACCAGACCCTGACCGAGCTGGACCTGAGCTTCAATGTGCTCAC 
GGATGCTGGAGCCAAACACCTTTGCCAGAGACTGAGACAGCCGAGCTGCAAGCTACAGCGACTGCAGCTGGTCAG 
CTGTGGCCTCACGTCTGACTGCTGCCAGGACCTGGCCTCTGTGCTTAGTGCCAGCCCCACCTGAAGGAGCTAGAC 
CTGCAGCAGAACAACCTGGATGACGTTCGCGTGCGACTGCTCTGTGAGGGGCTCAGGCATCCTGCCTGCAAACTC 
ATACGCCTGGGGCTGGACCAGACAACTCTGAGTGATGAGATQVGGCAGGAACTGAGGGCCCTGGAGCAGGAGAAA 
CCTCAGCTGCTCATCTTCAGCAGACGGAAACCAAGTGTGATGACCCCTACTGAGGGCCTGGATACGGGAGAGATG 
AGTAATAGCACATCCTCACTCAAGCGGCAGAGACTCGGATCAGAGAGGGCGGCTTCCCATGTTGCTCAGGCTAAT 
CTCAAACTCCTGGACGTGAGCAAGATCTTCCCAATTGCTGAGATTGCAGGCAAGAGCCACGAGGAAAGCTCCCCA 
GAGGTAGTACCGGTGGAACTCTTGTGCGTGCCTTCTCCTGCCTCTCAAGGGGACCTGCATACGAAGCCTTTGGGG 
ACTGACGATGACTTCTGGGGCCCCACGGGGCCTGTGGCTACTGAGGTAGTTGACAAAGAAAAGAACTTGTACCGA 
GTTCACTTCCCTGTAGCTGGCTCCTACCGCTGGCCCAACACGGGTCTCTGCTTTGTGATGAGAGAAGCGGTGACC 
GTTGAGATTGAATTCTGTGTGTGGGACCAGTTCCTGGGTGAGATCAACCCACAGCACAGCTGGATGGTGGCAGGG 
CCTCTGCTGGACATCAAGGCTGAGCCTGGAGCTGTGGAAGCTGTGCACCTCCCTCACTTTGTGGCTCTCCAAGGG 
GGCCATGTGGACACATCCCTGTTCCAAATGGCCCACTTTAAAGAGGAGGGGATGCTCCTGGAGAAGCCAGCCAGG 
GTGGAGCTGCATCACATAGTTCTGGAAAACCCCAGCTTCTCCCCCTTGGGAGTCCTCCTGAAAATGATCCATAAT 
GCCCTGCGCTTCATTCCCGTCACCTCTGTGGTGTTGCTTTACCACCGCGTCCATCCTGAGGAAGTCACCTTCCAC 
CTCTACCTGATCCCl^AGTGACTGCTCCATTCGGAAGGCCATAGATGATCTAGAAATGAAATTCCAGTTTGTGCGA 
ATCCACAAGCCACCCCCGCTGACCCCACTTTATATGGGCTGTCGTTACACTGTGTCTGGGTCTGGTTCAGGGATG 
CTGGAAATACTCCCCAAGGAACTGGAGCTCTGCTATCGAAGCCCTGGAGAAGACCAGCTGTTCTCGGAGTTCTAC 
GTTGGCCACTTGGGATCAGGGATCAGGCTGCAAGTGAAAGACAAGAAAGATGAGACTCTGGTGTGGGAGGCCTXG 
GTGAAACCAGGAAGGAACACCAGCCAGCCGTGGAACCTCAGGTGCAACAGAGACGCCAGGAGATAC TAGT GCCCA 
GCAGCCTGCGGCAGTACCAATGAAGCCAGAGAGGGCTTGGTGGATGACAAGGAGGCCTGAGTAGACCGCAGGTGG 
GTCTGAGAAATGGGCTTAGGTGAGGCAGGTCTTTGAAGGATTTGTTCTTAATCATATGCGAGATGCTCAAAAGGC 
TGGATGCCTGCTTTTGTGGGTGAAGAGCAAGAAGAGAAAACAGGTTGTACACATACAGATGCAGATGGAGAGACA 
GAGAAAAAAAAGGAAGAAGGCAGAGAAATGCACCAATTCTTGAGCTGTATTATCTCTGGACCTTGGGATTGTGGG 
AGGCTTTATTTTACTACTGATTTTGCCTACACTGTTTTCTCAATTTCTAGTTTTCTACAAAGATGATGTGTTAGC 
TTTTTCACGCAAAAAGATTAAAATTTAAAAAAAAAAAAAAAAAAAAAA 
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MRQELRALEQEKPQLLIFSRRKPSVMTPTEGLDTGEMSNSTSSLKRQRLGSERAASHVAQANLKLLDVSKIFPIA 
EIAGKSHEESSPEWPVELLCVPSPASQGDLHTKPLGTDDDFWGPTGPVATEWDKEKNLYRVHFPVAGSYRWPN 
TGLCFVMREAVTVEIEFCVWDQFLGEINPQHSWMVAGPLLDIKAEPGAVEAVHLPHFVALQGGHVDTSLFQMAHF 
KEEGMLLEKPARVELHHIVLENPSFSPLGVLLKMIHNALRFIPVTSVVLLYHRVHPEEVTFHLYLIPSDCSIRKA 
IDDLEMKFQFVRIHKPPPLTPLYMGCRYTVSGSGSGMLEILPKELELCYRSPGEDQLFSEFYVGHLGSGIRLQVK 
DKKDETLVWEALVKPGRNTSQPWNLRCNRDARRY 
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GAATTCCCAAACGTGCACAGGGGAGTGAGGGCAGGGCGCTCGCAGGGGGCACGCAGGGAGGGCCCAGGGCGCCAG 
GGAGGCCGCGCCGGGCTAATCCGAAGGGGCTGCGAGGTCAGGCTGTAACCGGGTCAATGTGTGGAATATTGGGGG 
GCTCGGCTGCAGACTTGGCCAAATGGACGGGACTATTAAGGAGGCTCTGTCGGTGGTGAGCGACGACCAGTCCCT 
CTTTGACTCAGCGTACGGAGCGGCAGCCCATCTCCCCAAGGCCGACATGACTGCCTCGGGGAGTCCTGACTACGG 
GCAGCCCCACAAGATCAACCCCCTCCCACCACAGCAGGAGTGGATCAATCAGCCAGTGAGGGTCAACGTCAAGCG 
GGAGTATGACCACATGAATGGATCCAGGGAGTCTCCGGTGGACTGCAGCGTTAGCAAATGCAGCAAGCTGGTGGG 
CGGAGGCGAGTCCAACCCCATGAACTACAACAGCTATATGGACGAGAAGAATGGCCCCCCTCCTCCCAACATGAC 
CACCAACGAGAGGAGAGTCATCGTCCCCGCAGACCCCACACTGTGGACACAGGAGCATGTGAGGCAATGGCTGGA 
GTGGGCCATAAAGGAGTACAGCTTGATGGAGATCGACACATCCTTTTTCCAGAACATGGATGGCAAGGAACTGTG 
TAAAATGAACAAGGAGGACTTCCTCCGCGCCACCACCCTCTACAACACGGAAGTGCTGTTGTCACACCTCAGTTA 
CCTCAGGGAAAGTTCACTGCTGGCCTATAATACAACCTCCCACACCGACCAATCCTCACGATTGAGTGTCAAAGA 
AGACCCTTCTTATGACTCAGTCAGAAGAGGAGCTTGGGGCAATAACATGAATTCTGGCCTCAACAAAAGTCCTCC 
CCTTGGAGGGGCACAAACGATCAGTAAGAATACAGAGCAACGGCCCCAGCCAGATCCGTATCAGATCCTGGGCCC 
GACCAGCAGTCGCCTAGCCAACCCTGGAAGCGGGCAGATCCAGCTGTGGCAATTCCTCCTGGAGCTGCTCTCCGA 
CAGCGCCAACGCCAGCTGTATCACCTGGGAGGGGACCAACGGGGAGTTCAAAATGACGGACCCCGATGAGGTGGC 
CAGGCGCTGGGGCGAGCGGAAAAGCAAGCCCAACATGAATTACGACAAGCTGAGCCGGGCCCTCCGTTATTACTA 
TGATAAAAACATTATGACCAl^AGTGCACGGCAAAAGATATGCTTACAAATTTGACTTCCACGGCATTGCCCAGGC 
TCTGCAGCCACATCCGACCGAGTCGTCCATGTACAAGTACCCTTCTGACATCTCCTACATGCCTTCCTACCATGC 
CCACCAGCAGAAGGTGAACTTTGTCCCTCCCCATCCATCCTCCATGCCTGTCACTTCCTCCAGCTTCTTTGGAGC 
CGCATCACAATACTGGACCTCCCCCACGGGGGGAATCTACCCCAACCCCAACGTCCCCCGCCATCCTAACACCCA 
CGTGCCTTCACACTTAGGCAGCTACTACTASVAGCTTCTTCTAGCTGAAGCCCATCCTGCACACTTACTGGATGC 
TTTGGACTCAACAGGACATATGTGGCCTTGAAGGGAAGACAAAACTGGATGTTCTTTCTTGTTGGATAGAACCTT 
TGTATTTGTTCTTTAAAAACATTTTTTTTAATGTTGGTAACTTTTGCTTCCTCTACCTGAACAAAGAGATGAATA 
ATXCCATGGGCCAGTATGCCAGTTTGAATTCTCAGTCTCCTAGCATCTTGTGAGTTGCATATTAAGATTACTGGA 
ATGGTTAAGTCATGGTTCTGAGAAAGAAGCTGTACGTTTTCTTTATGTTTTTATGACCAAAGCAGTTTCTTGTCA 
ATACACGGGGTTCAGTATGACACAGAATCATGGACTTAACCCGTCATGTTCTGGTTTGAGATTTAGTGACAAATA 
GAGGTGGGAAGCTTATAATCTAATTTTAGGAGGACCAAATTCAGCGGATGGCAACTGGAACATTGATTGTAAGGC 
CAGTGAAGTTTTCACCCAACTGGAATTTGATGGAAAGAAGGTTTGTGTGTTTAAGACGCCAAGGGCATTGCAGAA 
TCCCTCTCAGTGGACAGTATGCACTCAGCTGACCACTCTCTCTAGAAATAGTCAAGATATGAACTAAGAAATTTT 
AATGCAAATACATACATTCCTGAAAGACGGGGAATTAAATTACTAATTTTTTTTTTTTAAATGATGACAGTGGTC 
CCAGAACXTGGAAAAGTTGTAGGGATTTCTAAACTCAAGCAGATTCGCAAGTGCTGTGCGCTTGTCAGACCATCA 
GACCAGGGCCAACCAATCAGAAGGCAACTTACTGTATAAATTATGCAGAGTTATTTTCCTATATCTCACAGTATT 
AAAAAATAAATAATTAAAAATTAAGAATAAATAAACGAGTTGACCTCGGTCACAAAAGCAGTTTTACTATCGAAT 
CAATCGCTGTTATTTTTTTTTAATGTAATTTGTACATCTTTTTTCAATCTGTACATTTGGGCTGTCTTGTATGTT 
TTTATGCTCCTTTTTAAAAAGCATAATATGCCTATAGCTGAAAAGGAAACAGGGCTGTTTAAGTCACTGACTTAT 
GAGAAAGCAAAGCACTGGTACAGTTATTTAACAGGCATACACAAGCAGGGAAAAGATAATCCATTTAGATCTTTA 
ATGCTTTGGAAATGCGTGTAACAGTACTGCAATAATCACAGCTCTGGGAAAAACAACGAAACTTTCCCTTGTGGA 
GAGGAGGGATTTTCCTGCTCTATATAAGCAACATATTTTTAGACATTAAAATATATATAATTTTGCAGGTAATTG 
TTGACTTTTTTAACTATATTAAGTGTTAAGCTGACAACTGTCAAAGAAGACCATGTTGTAAAATAATTTGACTAA 
ATAAATGGTTCCTTCTCTCAAAAAAAAAAAAA 
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MDGTIKEALSWSDDQSLFDSAYGAAAHLPKADMTASGSPDYGQPHKINPLPPQQEWINQPVRVNVKREYDHMNG 
SRESPVDCSVSKCSKLVGGGESNPMNYNSYI^EKNGPPPPNMTTNERRVIVPADPTLWTQEHVRQWLEWAIKEYS 
LMEIDTSFFQNMDGKELCKMNKEDFLRATTLYNTEVLLSHLSYLRESSLLAYNTTSHTDQSSRLSVKEDPSYDSV 
RRGAWGNNMNSGLNKSPPLGGAQTISKNTEQRPQPDPYQILGPTSSRLANPGSGQIQLWQFLLELLSDSANASCI 
TWEGTNGEFKMTDPDEVARRWGERKSKPNMNYDKLSRALRYYYDKNIMTKVHGKRYAYKFDFHGIAQALQPHPTE 
SSMYKYPSDISYMPSYHAHQQKVNFVPPHPSSMPVTSSSFFGAASQYWTSPTGGIYPNPNVPRHPNTHVPSHLGS 
YY 
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GTTTGTTGGCTGCGGCAGCAGGTAGCAAAGTGACGCCGAGGGCCTGAGTGCTCCAGTAGCCACCGCATCTGGAGA 
ACCAGCGGTTACC ATGG AGGGGATCAGTATATACACTTCAGATAACTACACCGAGGAAATGGGCTCAGGGGACTA 
TGACTCCATGAAGGAACCCTGTTTCCGTGAAGAAAATGCTAATTTCAATAAAATCTTCCTGCCCACCATCTACTC 
CATCATCTTCTTAACTGGCATTGTGGGCAATGGATTGGTCATCCTGGTCATGGGTTACCAGAAGAAACTGAGAAG 
CATGACGGACAAGTACAGGCTGCACCTGTCAGTGGCCGACCTCCTCTTTGTCATCACGCTTCCCTTCTGGGCAGT 
TGATGCCGTGGCAAACTGGTACTTTGGGAACTTCCTATGCAAGGCAGTCCATGTCATCTACACAGTCAACCTCTA 
CAGCAGTGTCCTCATCCTGGCCTTCATCAGTCTGGACCGCTACCTGGCCATCGTCCACGCCACCAACAGTCAGAG 
GCCAAGGAAGCTGTTGGCTGAAAAGGTGGTCTATGTTGGCGTCTGGATCCCTGCCCTCCTGCTGACTATTCCCGA 
CTTCATCTTTGCCAACGTCAGTGAGGCAGATGACAGATATATCTGTGACCGCTTCTACCCCAATGACTTGTGGGT 
GGTTGTGTTCCAGTTTCAGCACATCATGGTTGGCCTTATCCTGCCTGGTATTGTCATCCTGTCCTGCTATTGCAT 
TATCATCTCCAAGCTGTCACACTCCAAGGGCCACCAGAAGCGCAAGGCCCTCAAGACCACAGTCATCCTCATCCT 
GGCTTTCTTCGCCTGTTGGCTGCCTTACTACATTGGGATCAGCATCGACTCCTTCATCCTCCTGGAAATCATCAA 
GCAAGGGTGTGAGTTTGAGAACACTGTGCACAAGTGGATTTCCATCACCGAGGCCCTAGCTTTCTTCCACTGTTG 
TCTGAACCCCATCCTCTATGCTTTCCTTGGAGCCAAATTTAAAACCTCTGCCCAGCACGCACTCACCTCTGTGAG 
CAGAGGGTCCAGCCTCAAGATCCTCTCCAAAGGAAAGCGAGGTGGACATTCATCTGTTTCCACTGAGTCTGAGTC 
TTCAAGTTTTCACTCCAGCTAACACAGATGTAAAAGACTTTTTTTTATACGATAAATAACTTTTTTTTAAGTTAC 
ACATTXTTCAGATATAAAAGACTGACCAATATTGTACAGTTTTTATTGCTTGTTGGATTTTTGTCTTGTGTTTCT 
TTAGTTTTTGTGAAGTTTAATTGACTTATTTATATAAATTTTTTTTGTTTCATATTGATGTGTGTCTAGGCAGGA 
CCTGTGGCCAAGTTCTTAGTTGCTGTATGTCTCGTGGTAGGACTGTAGAAAAGGGAACTGAACATTCCAGAGCGT 
GTAGTGAATCACGTAAAGCTAGAAATGATCCCCAGCTGTTTATGCATAGATAATCTCTCCATTCCCGTGGAACGT 
TTTTCCTGTXCTTAAGACGTGATTTTGCTGTAGAAGATGGCACTTATAACCAAAGCCCAAAGTGGTATAGAAATG 
CTGGTTTTTCAGTTTTCAGGAGTGGGTTGATTTCAGCACCTACAGTGTACAGTCTTGTATTAAGTTGTTAATAAA 
AGTACATGTTAAACTTACTTAGTGXTATG 
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FIGURE 769 

MEGISIYTSDNYTEEMGSGDYDSMKEPCFREENANFNKIFLPTIYSIIFLTGIVGNGLVILVMGYQKKLRSMTDK 
YRLHLSVADLLFVITLPFWAVDAVANWYFGNFLCKAVHVIYTVNLYSSVLILAFISLDRYLAIVHATNSQRPRKL 
LAEKVVYVGVWIPALLLTIPDFIFANVSEADDRYICDRFYPNDLWVVVFQFQHIMVGLILPGIVILSCYCIIISK 
LSHSKGHQKRKALKTTVILILAFFACWLPYYIGISIDSFILLEIIKQGCEFENTVHKWISITEALAFFHCCLNPI 
LYAFLGAKFKTSAQHALTSVSRGSSLKILSKGKRGGHSSVSTESESSSFHSS 
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FIGURE 770 

TGCCTGCTGAGGGTGGAGACCCACGAGCCGAGGCCTCCTGCAGTGTTCTGCACAGCAAACCGCACGCT ATGG CTG 
ACAGCCGGGATCCCGCCAGCGACCAGATGCAGCACTGGAAGGAGCAGCGGGCCGCGCAGAAAGCTGATGTCCTGA 
CCACTGGAGCTGGTAACCCAGTAGGAGACAAACTTAATGTTATTACAGTAGGGCCCCGTGGGCCCCTTCTTGTTC 
AGGATGTGGTTTTCACTGATGAAATGGCTCATTTTGACCGAGAGAGAATTCCTGAGAGAGTTGTGCATGCTAAAG 
GAGCAGGGGCCTTTGGCTACTTTGAGGTCACACATGACATTACCAAATACTCCAAGGCAAAGGTATTTGAGCATA 
TTGGAAAGAAGACTCCCATCGCAGTTCGGTTCTCCACTGTTGCTGGAGAATCGGGTTCAGCTGACACAGTTCGGG 
ACCCTCGTGGGTTTGCAGTGAAATTTTACACAGAAGATGGTAACTGGGATCTCGTTGGAAATAACACCCCCATTT 
TCTTCATCAGGGATCCCATATTGTTTCCATCTTTTATCCACAGCCAAAAGAGAAATCCTCAGACACATCTGAAGG 
ATCCGGACATGGTCTGGGACTTCTGGAGCCTACGTCCTGAGTCTCTGCATCAGGTTTCTTTCTTGTTCAGTGATC 
GGGGGATTCCAGATGGACATCGCCACATGAATGGATATGGATCACATACTTTCAAGCTGGTTAATGCAAATGGGG 
AGGCAGTTTATTGCAAATTCCATTATAAGACTGACCAGGGCATCAAAAACCTTTCTGTTGAAGATGCGGCGAGAC 
TTTCCCAGGAAGATCCTGACTATGGCATCCGGGATCTTTTTAACGCCATTGCCACAGGAAAGTACCCCTCCTGGA 
CTTTTTACATCCAGGTCATGACATTTAATCAGGCAGAAACTTTTCCATTTAATCCATTCGATCTCACCAAGGTTT 
GGCCTCACAAGGACTACCCTCTCATCCCAGTTGGTAAACTGGTCTTAAACCGGAATCCAGTTAATTACTTTGCTG 
AGGTTGAACAGATAGCCTTCGACCCAAGCAACATGCCACCTGGCATTGAGGCCAGTCCTGACAAAATGCTTCAGG 
GCCGCCTTTTTGCCTATCCTGACACTCACCGCCATCGCCTGGGACCCAATTATCTTCATATACCTGTGAACTGTC 
CCTACCGTGCTCGAGTGGCCAACTACCAGCGTGATGGCCCGATGTGCATGCAGGACAATCAGGGTGGTGCTCCAA 
ATTACTACCCCAACAGCTTTGGTGCTCCGGAACAACAGCCTTCTGCCCTGGAGCACAGCATCCAATATTCTGGAG 
AAGTGCGGAGATTCAACACTGCCAATGATGATAACGTTACTCAGGTGCGGGCATTCTATGTGAACGTGCTGAATG 
AGGAACAGAGGAAACGTCTGTGTGAGAACATTGCCGGCCACCTGAAGGATGCACAAATTTTCATCCAGAAGAAAG 
CGGTCAAGAACTTCACTGAGGTCCACCCTGACTACGGGAGCCACATCCAGGCTCTTCTGGACAAGTACAATGCTG 
AGAAGCCTAAGAATGCGATTCACACCTTTGTGCAGTCCGGATCTCACTTGGCGGCAAGGGAGAAGGCAAATCTGT 
GAGGCCGGGGCCCTGCACCTGTGCAGCGAAGCTTAGCGTTCATCCGTGTAACCCGCTCATCACTGGATGAAGATT 
CTCCTGTGCTAGATGTGCAAATGCAAGCTAGTGGCTTCAAAATAGAGAATCCCACTTTCTATAGCAGATTGTGTA 
ACAATTTTAATGCTATTTCCCCAGGGGAAAATGAAGGTTAGGATTTAACAGTCATTTAAAAAAAAAATTTGTTTT 
GACGGATGATTGGATTATTCATTTAAAATGATTAGAAGGCAAGTTTCTAGCTAGAAATATGATTTTATTTGACAA 
AATTTGTTGAAATTATGTATGTTTACATATCACCTCATGGCCTATTATATTAAAATATGGCTATAAATATATAAA 
AAGAAAAGATAAAGATGATCTACTCAGAAATTTTTATTTTTCTAAGGTTCTCATAGGAAAAGTACATTTAATACA 
GCAGTGTCATCAGAAGATAACTTGAGCACCGTCATGGCTTAATGTTTATTCCTGATAATAATTGATCAAATTCAT 
TTTTTTCACTGGAGTTACATTAATGTTAATTCAGCACTGATTTCACAACAGATCAATTTGTAATTGCTTACATTT 
TTACAATAAATAATCTGTACGTAAGAACA 
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MADSRDPASDQMQHWKEQRAAQKADVLTTGAGNPVGDKLNVIT^ 

AKGAGAFGYFEVTHDITKYSKAKVFEHIGKKTPIAVRFSTVAGESGSADTVRDPRGFAVKFYTEDGNWDLVGNNT 
PIFFIRDPILFPSFIHSQKRNPQTHLKDPDMVWDFWSLRPESLHQVSFLFSDRGIPDGHRHMNGYGSHTFKLVNA 
NGEAVYCKFHYKTDQGIKNLSVEDAARLSQEDPDYGIRDLFNAIATGKYPSWTFYIQVMTFNQAETFPFNPFDLT 
KVWPHKDYPLIPVGKLVLNRNPVNYFAEVEQIAFDPSNMPPGIEASPDKMLQGRLFAYPDTHRHRLGPNYLHIPV 
NCPYRARVANYQRDGPMCMQDNQGGAPNYYPNSFGAPEQQPSALEHSIQYSGEVRRFNTANDDNVTQVRAFYVNV 
LNEEQRKRLCENIAGHLKDAQIFIQKKAVKNFTEVHPDYGSHIQALLDKYNAEKPKNAIHTFVQSGSHLAAREKA 
NL 



WO 2004/043361 



PCT/US2003/035268 



850/1629 
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ACAGCACAGACAGATTGACCTATTGGGGTGTTTCGCGAGTGTGAGAGGGAAGCGCCGCGGCCTGTATTTCTAGAC 

CTGCCCTTCGCCTGGTTCGTGGCGCCTTGTGACCCCGGGCCCCTGCCGCCTGCAAGTCGGAAATTGCGCTGTGCT 

CCTGTGCTACGGCCTGTGGCTGGACTGCCTGCTGCTGCCCAACTGGCTGGCAAGAT^AGCTCTCCCTGGTGGCC 

GCGATGCTGCTGCTGCTCAGCGCGGCGCGGGCCGAGGAGGAGGACAAGAAGGAGGACGTGGGCACGGTGGTCGGC 

ATCGACCTGGGGACCACCTACTCCTGCGTCGGCGTGTTCAAGAACGGCCGCGTGGAGATCATCGCCAACGATCAG 

GGCAACCGCATCACGCCGTCCTATGTCGCCTTCACTCCTGAAGGGGAACGTCTGATTGGCGATGCCGCCAAGAAC 

CAGCTCACCTCCAACCCCGAGAACACGGTCTTTGACGCCAAGCGGCTCATCGGCCGCACGTGGAATGACCCGTCT 

GTGCAGCAGGACATCAAGTTCTTGCCGTTCAAGGTGGTTGAAAAGAAAACTAAACCATACATTCAAGTTGATATT 

GGAGGTGGGCAAACAAAGACATTTGCTCCTGAAGAAATTTCTGCCATGGTTCTCACTAAAATGAAAGAAACCGCT 

GAGGCTTATTTGGGAAAGAAGGTTACCCATGCAGTTGTTACTGTACCAGCCTATTTTAATGATGCCCAACGCCAA 

GCAACCAAAGACGCTGGAACTATTGCTGGCCTAAATGTTATGAGGATCATCAACGAGCCTACGGCAGCTGCTATT 

GCTTATGGCCTGGATAAGAGGGAGGGGGAGAAGAACATCCTGGTGTTTGACCTGGGTGGCGGAACCTTCGATGTG 

TCTCTTCTCACCATTGACAATGGTGTCTTCGAAGTTGTGGCCACTAATGGAGATACTCATCTGGGTGGAGAAGAC 

TTTGACCAGCGTGTCATGGAACACTTCATCAAACTGTACAAAAAGAAGACGGGCAAAGATGTCAGGAAAGACAAT 

AGAGCTGTGCAGAAACTCCGGCGCGAGGTAGAAAAGGCCAAACGGGCCCTGTCTTCTCAGCATCAAGCAAGAATT 

GAAATTGAGTCCTTCTATGAAGGAGAAGACTTTTCTGAGACCCTGACTCGGGCCAAATTTGAAGAGCTCAACATG 

GATCTGTTCCGGTCTACTATGAAGCCCGTCCAGAAAGTGTTGGAAGATTCTGATTTGAAGAAGTCTGATATTGAT 

GAAATTGTTCTTGTTGGTGGCTCGACTCGAATTCCAAAGATTCAGCAACTGGTTAAAGAGTTCTTCAATGGCAAG 

GAACCATCCCGTGGCATAAACCCAGATGAAGCTGTAGCGTATGGTGCTGCTGTCCAGGCTGGTGTGCTCTCTGGT 

GATCAAGATACAGGTGACCTGGTACTGCTTGATGTATGTCCCCTTACACTTGGTATTGAAACTGTGGGAGGTGTC 

ATGACCAAACTGATTCCAAGGAACACAGTGGTGCCTACCAAGAAGTCTCAGATCTTTTCTACAGCTTCTGATAAT 

CAACCAACTGTTACAATCAAGGTCTATGAAGGTGAAAGACCCCTGACAAAAGACAATCATCTTCTGGGTACATTT 

GATCTGACTGGAATTCCTCCTGCTCCTCGTGGGGTCCCACAGATTGAAGTCACCTTTGAGATAGATGTGAATGGT 

ATTCTTCGAGTGACAGCTGAAGACAAGGGTACAGGGAACAAAAATAAGATCACAATCACCAATGACCAGAATCGC 

CTGACACCTGAAGAAATCGAAAGGATGGTTAATGATGCTGAGAAGTTTGCTGAGGAAGACAAAAAGCTCAAGGAG 

CGCATTGATACTAGAAATGAGTTGGAAAGCTATGCCTATTCTCTAAAGAATCAGATTGGAGATAAAGAAAAGCTG 

GGAGGTAAACTTTCCTCTGAAGATAAGGAGACCATGGAAAAAGCTGTAGAAGAAAAGATTGAATGGCTGGAAAGC 

CACCAAGATGCTGACATTGAAGACTTCAAAGCTAAGAAGAAGGAACTGGAAGAAATTGTTCAACCAATTATCAGC 

AAACTCTATGGAAGTGCAGGCCCTCCCCCAACTGGTGAAGAGGATACAGCAGAAAAAGATGAGTTGTAGACACTG 

ATCTGCTAGTGCTGTAATATTGTAAATACTGGACTCAGGAACTTTTGTTAGGAAAAAATTGAAAGAACTTAAGTC 

TCGAATGTAATTGGAATCTTCACCTCAGAGTGGAGTTGAAACTGCTATAGCCTAAGCGGCTGTTTACTGCTTTTC 

ATTAGCAGTTGCTCACATGTCTTTGGGTGGGGGGGAGAAGAAGAATTGGCCATCTTAAAAAGCAGGTAAAAAACC 

TGGGTTAGGGTGTGTGTTCACCTTCAAAATGTTCTATTTAACAACTGGGTCATGTGCATCTGGTGTAGGAAGXTT 

TTTCTACCATAAGTGACACCAATAAATGTTTGTTATTTACACTGGTCTAATGTTTGTGAGAAGCTTCTAATTAGA 

TCAATTACTTATTTTAGGAAATTTAAGACTAGATACTCGTGTGTGGGGTGAGGGGAGGGAGTATTTGGTATGTTG 

GGATAAGGAAACACTTCTATTTAATGCTTCCAGGGATTTTTTTTTTTTTTTTTTAACCCTCCTGGGCCCAAGTGA 

TCCTTCCACCTCAGTCTCCCAGCTAATTGAGACCACAGGCTTGTTACCACCATGCTCGGCTTTTGCATTAATCTA 

AGAAAAGGGGAGAGAAGTXAATCCACATCTTTACTCAGGCAAGGGGCATTTCACAGTGCCCAAGAGTGGGGTTTT 

CTTGAACATACTTGGTTTCCTATTTCCCCTTATCTTTCTAAAACTGCCTTTCTGGTGGCTTTTTTTAAAATTATT 

ACTAATGATGCTTTTATAGCTGCTTGGATTCTCTGAGAAATGATGGGGAGTGAGTGATCACTGGTATTAACTTTA 

TACACTTGGATTTCATTTGTAACTTTAGGATGTAAAGGTATATTGTGAACCCTAGCTGTGTCAGAATCTCCATCC 

CTGAAATTTCTCATTAGTGGTACTGGGGTGGGATCTTGGATGGTGACATTGAAACTACACTAAATCCCCTCACTA 

TGAATGGGTTGTTAAAGGCAATGGTTTGTGTCAAAACTGGTTTAGGATTACTTAGATTGTGTTCCTGAAGAAAAG 

AGTCCAGGTAAATGGTATGATCAATAAAGGACAGGCTGGTGCTAACATAAAATCCAATATTGTAATCCTAGCACT 

TTGGGAGGCCAAGGCGGGTGGATCACAAGGTCAAGAGATAGAGACCATCTTTGCCAACATGGTGAAACTCCATCT 

CTACTGAAAATACAAAAATTAGCTGGGCGTGGTAGTGCAAGCTGAAGGCTGAGGCAGGAGAATCACTCGAACCCG 

GGAGGCAGAGGTTGCAGTGAGCCGAGATCACACCACTGTACTCCAGCCCGGCACTCCAGCCTGGCGACAAGAGTG 

AGACTCCACCTCAAAAAAAAAAAAAAGAATCCAATACTGCCCAAGGATAGGTATTTTATAGATGGGCAACTGGCT 
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GAAAGGTTAATTCTCTAGGGCTAGTAGAACTGGATCCCAACACCAAACTCTTAATTAGACCTAGGCCTCAGCTGC 
ACTGCCCGAAAAGCATTTGGGCAGACCCTGAGCAGAATACTGGTCTCAGGCCAAGCCCAATACAGCCATTAAAGA 
TGACCTACAGTGCTGTGTACCCTGGGGCAATAGGGTTAAATGGTAGTTAGCAACTAGGGCTAGTCTTCCCTTACC 
TCAAAGGCTCTCACTACCGTGGACCACCTAGTCTGTAACTCTTTCTGAGGAGCTGTTACTGAATATTAAAAAGAT 
AGACTTCAAAAAAAAAAAAAAAAAA 
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FIGURE 773 

MKLSLVAAMLLLLSAARAEEEDKKEDVGTWGIDLGTTYSCVGVFKNGRVEIIANDQGNRITPSYVAFTPEGERL 
IGDAAKNQLTSNPENTVFDAKRLIGRTWNDPSVQQDIKFLPFKVVEKKTKPYIQVDIGGGQTKTFAPEEISAMVL 
XKMKETAEAYLGKKVTHAVVTVPAYFNDAQRQATKDAGTIAGLNVMRIINEPTAAAIAYGLDKREGEKNILVFDL 
GGGTFDVSLLTIDNGVFEWATNGDTHLGGEDFDQRVMEHFIKLYKKKTGKDVRKDNRAVQKLRREVEKAKRALS 
SQHQARIEIESFYEGEDFSETLTRAKFEELNMDLFRSTMKPVQKVLEDSDLKKSDIDEIVLVGGSTRIPKIQQLV 
KEFFNGKEPSRGINPDEAVAYGAAVQAGVLSGDQDTGDLVLLDVCPLTLGIETVGGVMTKLIPRNTWPTKKSQI 
FSTASDNQPTVTIKVYEGERPLTKDNHLLGTFDLTGIPPAPRGVPQIEVTFEIDVNGILRVTAEDKGTGNKNKIT 
ITNDQNRLTPEEIERMVNDAEKFAEEDKKLKERIDTRNELESYAYSLKNQIGDKEKLGGKLSSEDKETMEKAVEE 
KIEWLESHQDADIEDFKAKKKELEEIVQPIISKLYGSAGPPPTGEEDTAEKDEL 
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FIGURE 774A 

TCTCACTATAGGGCTCGAGCGGCCGCCCGGGCAGGTCTGACCACAGTGGTTCCGGGGAGAAGCCTTCCAGGACCC 

ATGTGTAGGCACAACTGTTTTCCCTGATCAGGATACTTCCGGCACTCAACAGAGGAAAGAAATTCCTAAGGGAAC 

ACTGCTCAGAAAGTACTGCAGCATGTCTTCAAATGCCTGAGGATCAAGTTGGAAAACTAGAAGCAACAGAAAACA 

CAATAAGCGCAATGGCGGCGGCCGCGGCGGAGCAGCAACAGTTCTACCTGCTGCTGGGAAACCTGCTCAGCCCCG 

ACAATGTGGTCCGGAAACAGGCAGAGGAAACCTATGAGAATATCCCAGGCCAGTCAAAGATCACATTCCTCTTAC 

AAGCCATCAGAAATACAACAGCTGCTGAAGAGGCTAGACAAATGGCCGCCGTTCTCCTAAGACGTCTCTTGTCCT 

CTGCATTTGATGAAGTCTATCCAGCACTTCCCTCTGATGTTCAGACTGCCATCAAGAGTGAGCTACTCATGATTA 

TTCAGATGGAAACACAATCTAGCATGAGGAAAAAAGTTTGTGATATTGCGGCAGAACTGGCCAGGAATTTAATAG 

ATGAGGATGGCAATAACCAGTGGCCCGAAGGTTTGAAGTTCCTTTTTGATTCAGTCAGCTCTCAAAATGTGGGAC 

TGCGGGAAGCTGCCCTTCACATTTTCTGGAACTTTCCTGGAATTTTTGGGAACCAGCAACAACACTATTTAGATG 

TCATCAAACGAATGTTAGTTCAGTGTATGCAAGATCAGGAACACCCGTCGATCAGGACGTTATCTGCTAGAGCTA 

CAGCTGCATTTATACTTGCAAATGAGCATAATGTTGCTCTGTTCAAACATTTTGCAGACTTGCTACCGGGATTCC 

TACAGGCGGTAAATGACTCGTGCTACCAGAATGATGATTCTGTCCTAAAATCCCTCGTTGAGATXGCAGATACTG 

TTCCAAAGTATTTGCGTCCTCACTTGGAAGCAACTCTACAGCTAAGTCTAAAGTTGTGTGGAGACACTAGCCTCA 

ACAATATGCAACGCCAGCTTGCCCTTGAAGTGATCGTCACCCTCTCTGAGACTGCAGCTGCTATGTTAAGAAAAC 

ATACCAATATTGTTGCACAGACTATTCCTCAGATGTTAGCAATGATGGTTGATTTGGAAGAAGATGAGGACTGGG 

CAAATGCAGATGAACTAGAAGATGATGATTTTGACAGCAATGCAGTTGCAGGCGAGAGTGCTCTAGATCGAATGG 

CTTGCGGACTTGGTGGAAAGCTCGTTCTGCCGATGATCAAGGAACACATTATGCAAATGCTTCAAAATCCTGACT 

GGAAATACCGGCATGCAGGATTGATGGCCTTATCTGCCATTGGTGAAGGGTGCCACCAGCAAATGGAAGGAATTC 

TAAATGAGATCGTAAATTTTGTTTTACTTTTTCTCCAGGATCCTCATCCAAGAGTAAGGXATGCAGCCTGTAATG 

CCGTGGGACAGATGGCTACAGATTTTGCACCTGGTXTCCAAAAGAAATTTCATGAGAAGGTGATTGCAGCTCTGC 

TGCAGACCATGGAAGACCAAGGCAATCAACGTGTGCAGGCCCATGCAGCTGCTGCCCTCATTAACTTTACTGAAG 

ACTGTCCCAAGTCACTACTTATTCCATACTTGGATAATTTGGTGAAACATCTGCATTCCATTATGGTACTGAAGC 

TTCAAGAGCTGATTCAGAAAGGCACCAAGTTAGTTTTGGAACAAGTTGTGACATCCATTGCAXCAGTTGCCGATA 

CTGCAGAAGAAAAATTTGTCCCCTACTATGATTTATTTATGCCATCACTGAAGCACATCGTTGAGAATGCGGTTC 

AAAAAGAACTGAGACTTCTGAGAGGAAAAACTATTGAATGCATTAGCCTCATTGGTCTGGCTGTTGGGAAGGAAA 

AATTCATGCAGGATGCATCAGATGTGATGCAGCTTTTGTTAAAGACCCAGACAGACTTCAATGATATGGAAGATG 

ATGATCCTCAGATCTCTTACATGATCTCAGCATGGGCCAGAATGTGCAAAATCCTTGGAAAAGAATTTCAGCAAT 

ACCTTCCAGTGGTTATGGGGCCTTTAATGAAGACGGCTTCAATTAAGCCCGAAGTAGCCCTTTTAGATACCCAAG 

ACATGGAGAATATGAGTGATGATGATGGTTGGGAATTTGTGAACCTTGGAGATCAGCAAAGCTTTGGTATTAAAA 

CTGCAGGACTAGAAGAAAAATCAACTGCTTGCCAGATGTTGGTTTGCTATGCTAAGGAGTTAAAGGAAGGCTTTG 

TGGAGTACACCGAACAGGTTGTCAAACTGATGGTCCCTXTACTGAAATTTTATXTCCACGATGGTGTTCGAGTGG 

CAGCAGCGGAATGCATGCCTCTTCTCCTGGAGTGTGCAAGAGTCCGTGGTCCTGAGTATCTCACACAGATGTGGC 

ATTTTATGTGTGATGCTCTAATTAAGGCCATTGGTACAGAACCAGATTCAGACGTCCTCTCAGAAATAATGCATT 

CTTTTGCAAAGTGCATTGAAGXAATGGGAGATGGATGCCTTAATAATGAACACTTTGAAGAACTGGGAGGTATAT 

IGAAAGCAAAGCIIGAAGAACAXIXIAAAAAXCAAGAAIIACGACAAGIXAAAAGACAAGAXGAAGACIAXGAIG 

AACAGGXCGAAGAGICACIACAAGAXGAGGAIGAIAAXGAIGXIIAXAXICXGACCAAAGIGXCAGAIAXIXXAC 

ACTCAATATTCAGTAGCTACAAAGAAAAGGTGTTACCATGGTTTGAACAGCXGCTTCCATTAATTGTCAACCTCA 

TTTGTCCACATAGACCATGGCCAGACAGACAATGGGGATTATGCATCTTTGATGATGTCATAGAACACTGTAGTC 

CAGCCTCATTTAAATACGCAGAATATTTCTTAAGACCAATGCTCCAATATGTATGTGACAACAGCCCAGAAGTCA 

GGCAAGCAGCTGCATATGGCCTGGGAGTCATGGCACAGTACGGTGGAGATAATTATCGCCCTTTTTGTACAGAAG 

CACTTCCCCTGCTGGTAAGAGTTATTCAGTCTGCGGATTCTAAGACCAAAGAAAATGTCAATGCTACAGAGAACT 

GCATCTCAGCAGTAGGGAAAATCATGAAGTTCAAGCCTGACTGTGTAAACGTTGAAGAGGTCCTTCCACACTGGT 

TGTCTTGGCTTCCACTACATGAAGATAAAGAAGAAGCTGTTCAGACTTTCAATTATCTGTGTGACCTGATTGAAA 

GTAATCATCCAATTGTTCTTGGCCCAAACAATACCAATCTGCCCAAAATATTTAGTATAATTGCGGAAGGAGAAA 

TGCACGAGGCAATTAAACATGAAGATCCTTGTGCCAAACGTCTGGCCAATGTCGTTCGCCAAGTACAGACTTCTG 

GAGGACTGTGGACTGAGTGCATAGCACAGCTCAGTCCTGAGCAGCAGGCCGCCATTCAGGAGCTCCTGAACTCTG 

CGTGAAGGGCCTTAATGTCACCCACCAGAAAACTAACTCCAAATAAACGCTTACCCTTTCCTTTAGGTTTCTTTG 
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TTTTGTTTTTGAGCAAAAGAGATCGGTAGTGTTGTGTGTAGGCCATTCTTCTGGAGAGCCACAAGCAGGAAGAGC 
AGCGCTGTGTTGCAGAATGGAGTTTCCATGGATTTCTACCAGACCACTGAAGGAGTTCCTGGAAGCCCTGCGTAC 
GTAGCACTGAAGACTATTTTTCTATTGGTATAACCCGCCCACCTGAAGGGGAAAGGGAAATCAAATTAATTTTTC 
TCGTTAGACATAAGGAAATTTAAGGAAAAACAGCTTTAAGAACAGTTACTCAGCGTAGATGTGTGTTCACACAAA 
TTGCCTTGCATTCAGTGTTCATTGTGAATTGGGAGTGTGAGTCTTTCTGTAGGGTACAAAGAAGCCTCCTACCCA 
GCAAACCAGTAGACCCAAAAGTTGAAAAAAACTGGATGACAGACAACAAGCATGAAGATGGCATATTTGATGTCA 
CTTTGGTTCTTTTTCCCAGAAGGCTTATACAGTGACTCAGTCGGGAAGCrTTCCAGCTTCAGCCCTTGAATGTGA 
AGTGTCATTGGCATGTCTGGCAGTAGTCTCTCATTCACTCCCAATAAACAACATTGAATACAAAAGAGGCTTGTG 
TAAAAACTCAGTACTGTCTGGCTTGGATTCATTTCATGTTTTTTAATATAAGAATGATCTAATATTTTTTTAAAG 
TAATAGCTATCAGTAATAGCTGAGTGTTTTTTCCCCTAATATTTTCCTTGTGCAATTCAGACTTAAGCATCGAGT 
TTTTACCATCTTCCACTTTAAGCTAAGTTATGATACCTATTCCATTCACAATTGGTGTTCTTTTTAAGGTTTGCA 
AATTTCAGCCAATTTTGTAGCTAAGATTGTTCTGATCAGCTCAAAAAGATTTGGCTTAGTGTTTTCATTGCAAAT 
TATAATTGCTGTAGAGCCACACACAACTTTTGAACTTTTAATTATAAGTGTTATGGCTAAAGTTATTTACTGAAA 
ATTTCAGTAAAATGTGTGAATGTTTCTTTATGTATTAACCTCATAGCAGTAAATGACTTGCTGTTGTTTAATTTT 
TCTAAGGCATCTTAATAGACTTCTCTTGGAAAAACCTTTCCAAGGTGTTAACATTTTTATAGTTTGTACTAAATT 
TAACCGTGATATAAAAATGAATTTTATGCATAGATCAGAATTTTAAATTAAAGGTTTTTTCTTTAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAA 
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MAAAAAEQQQFYLLLGNLLSPD1WVRKQAEETYENIPGQSKITFLLQAIRNTTAAEEARQMAAVLLRRLLSSAFD 
EVYPALPSDVQTAIKSELLMIIQMETQSSMRKKVCDIAAELARNLIDEDGNNQWPEGLKFLFDSVSSQNVGLREA 
ALHIFWNFPGIFGNQQQHYLDVIKRMLVQCMQDQEHPSIRTLSARATAAFILANEHNVALFKHFADLLPGFLQAV 
NDSCYQNDDSVLKSLVEIADTVPKYLRPHLEATLQLSLKLCGDTSLNNMQRQLALEVIVTLSETAAAMLRKHTNI 
VAQTIPQMLAMMVDLEEDEDWANADELEDDDFDSNAVAGESALDRMACGLGGKLVLPMIKEHIMQMLQNPDWKYR 
HAGLMALSAIGEGCHQQMEGILNEIVNFVLLFLQDPHPRVRYAACNAVGQMATDFAPGFQKKFHEKVIAALLQTM 
EDQGNQRVQAHAAAALINFTEDCPKSLLIPYLDNLVKHLHSIMVLKLQELIQKGTKLVLEQWTSIASVADTAEE 
KFVPYYDLFMPSLKHIVENAVQKELRLLRGKTIECISLIGLAVGKEKFMQDASDVMQLLLKTQTDFNDMEDDDPQ 
ISYMISAWARMCKILGKEFQQYLPWMGPLMKTASIKPEVALLDTQDMENMSDDDGWEFVNLGDQQSFGIKTAGL 
EEKSTACQMLVCYAKELKEGFVTIYTEQVVKLMVPLLKFYFHDGVRVAAAESMPLLLECARVRGPEYLTQMWHFMC 
DALIKAIGTEPDSDVLSEIMHSFAKCIEVMGDGCLNNEHFEELGGILKAKLEEHFKNQELRQVKRQDEDYDEQVE 
ESLQDEDDNDVYILTKVSDILHSIFSSYKEKVLPWFEQLLPLIVNLICPHRPWPDRQWGLCIFDDVIEHCSPASF 
KYAEYFLRPMIiQYVCDNSPEVRQAAAYGLGVMAQYGGDNYRPFCTEALPLLVRVIQSADSKTKENVNATENCISA 
VGKIMKFKPDCVNVEEVLPHWLSWLPLHEDKEEAVQTFNYLCDLIESNHPIVLGPNNTNLPKIFSIIAEGEMHEA 
IKHEDPCAKRLANWRQVQTSGGLWTECIAQLSPEQQAAIQELLNSA 
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CGAAGGACCTGAAGGAAAGTGGAAAAGTCCAAAGTTTAAGATGCCAGAGATGCATTTTAAGACTCCAAAGATATC 

CATGCCAGATATTGACCTGAATCTCACAGGTCCAAAAATAAAAGGAGATGTGGATGTTACAGGCCCTAAGGTAGA 

GGGAGATCTGAAAGGTCCTGAAGTTGACCTCAAAGGCCCCAAAGTGGACATTGATGTCCCAGATGTTAATGTTCA 

GGGTCCAGACTGGCACCTGAAGATGCCCAAGATGAAAATGCCTAAGTTCAGTATGCCTGGCTTCAAAGGAGAGGG 

CCCAGATGGTGGATGTGAAGCTGCCCATAGGCTGACATTGATGTCTCAGGACCAAAGTGGACATTGAAGGCCCTG 

ATGTTAACATTGAAGGACCAGAGGGAAAGTTGAAAGGGCCTAAGTTCAAGATGCCAGAGATGAATATCAAAGCCC 

CCAAGATCTCCATGCCTGATATTGACTTAAACCTGAAAGGACCCAAGTGAAGGGTGATGTGGATGTTTCCCTTCC 

TAAAGTGGAAGGTGACCTCAAGGGCCCAGAAGTTGACATCAAGGGCCCAAAAGTGGACATTGACGCACCTGATGT 

TGATGTTCATGGCCCAGACTGGCACCTAAAGAXGCCCAAGATGAAAATGCCCAAGTTCAGCATGCCTGGCTTCAA 

AGCAGAGGGCCCTGAAGCTGGAATGTGAACCTGCCCAAGGCTGACGTTGATGTCTCAGGCCCCAAAGTGGATATT 

AATGCCCCAGATGTGGGTGTTCAAGGCCCAGACTGGCACCTGAAGATQCCCAAGGTGAAAATGCCAAAGTTCAGC 

ATGCCTGGCTTCAAAGGAGAGGGCCCAGATGGGGATGTGAAGCTGCCCAAGGCTGACATTGATGTCTCAGGACCC 

AAAGTGGACATTGAAGGCCCTGATGTTAACATTGAAGGACCAGAGGGAAAGTTGAAAGGGCCTAAGTTCAAGATG 

CCAGAGATGAATATCAAAGCCCCCAAGATCTCCATGCCTGATATTGACTTAAACCTGAAAGGACCCAAAGTGAAG 

GGTGATGTGGATGTTTCCCTTCCTAAAGTGGAAGGXGACCTCAAGGGCCCAGAAGTTGACATCAAGGGCCCAAAA 

GTGGACATTGACGCACCTGATGTTGATGTTCATGGCCCAGACTGGCACCTAAAGATGCCCAAGATAAAAATGCCC 

AAGATCAGCAXGCCTGGCTTCAAAGGAGAAGGTCCAGATGTGGACGTGAACCTGCCCAAGGCTGACATTGATGTC 

TCAGGACCGAAAGTGGATGTTGAATGTCCCGATGTGAATATCGAAGGACCTGAAGGAAAGTGGAAAAGTCCAAAG 

TTTAAGATGCCAGAGATGCATTTTAAGACTCCAAAGATATCCATGCCAGATATTGACCTGAATCTCACAGGTCCA 

AAAATAAAAGGAGATGTGGATGTTACAGGCCCTAAGGTAGAGGGAGATCTGAAAGGTCCTGAAGTTGACCTCAAA 

GGCCCCAAAGTGGACATTGATGTCCCAGATGTTAATGTTCAGGGTCCAGACTGGCACCTGAAGATGCCCAAGATG 

AAAATGCCCAAGTTCAGCATGCCTGGCTTCAAAGCAGAGGGCCCTGAAGTGGATGTGAACCTGCCCAAGGCTGAC 

GTTGATGTCTCAGGCCCCAAAGTGGACGTTGAAGGCCCTGATGTTAACATTGAAGGACCAGAGGGAAAGTTGAAA 

GGGCCCAAGTTCAAGATGCCAGAGATGAATATCAAAGCCCCCAAGATCCCCATGCCTGACTTTGATTTGCATCTG 

AAAGGTCCCAAGGTGAAGGGCGATGTGGATATTTCTCTGCCCAAAGTGGAAGGTGACCTCAAGGGCCCTGAAGTT 

GACATCAGGGGTCCCAAAGTGGACATTGATGTCCCGGATGTGGGCGTTCAAGGCCCAGACTGGCACCTAAAAATG 

CCCAAAGTGAAAATGCCCAAATTCAGCATGCCTGGCTTCAAAGGAGAGGGCCCAGATGTGGATGTGAACCTGCCC 

AAGGCTGACCTTGATGTCTCAGGACCCAAGGTGGACATTGATGTTCCAGATGTGAATATCGAAGGCCCAGAGGGA 

AAGTTGAAAGGTCCCAAATTCAAAATGCCTGAGATGAACATCAAAGCCCCCAAGATCTCCATGCCXGACATTGAT 

CTTAACCTGAAAGGTCCCAAAGTGAAGGGTGACATGGATGTGTCTCTGCCAAAAGTGGAAGGTGACATGAAAGTT 

CCTGACGTGGATATTAAAGGCCCCAAAGTGGATATTAATGCCCCAGATGTGGATGTTCAAGGCCCAGACTGGCAC 

CTGAAGATGCCTAAAATAAAAATGCCCAAGATCAGCATGCCTGGCTTCAAAGGAGAAGGTCCAGAAGTGGACGTG 

AACCTGCCCAAGGCTGACCTTGACGTCTCAGGACCCAAGGTGGACGTTGATGTTCCAGATGTGAATATTGAAGGT 

CCAGATGCGAAACTGAAGGGCCCTAAATTCAAGATGCCAGAGATGAACATCAAAGCCCCCAAGATCTCCATGCCT 

GACTTTGATTTGCATCTGAAAGGCCCTAAGGTGAAAGGAGATGTGGATGTTTCTCTGCCTAAGATGGAAGGTGAT 

CTAAAGGGTCCTGAAGTTGACATCAAGGGCCCCAAAGTGGACATTAATGCTCCAGATGTGGATGTTCAAGGCCCA 

GACTGGCACCTGAAGATGCCCAAGGTGAAAATGCCCAAGTTCAGCATGCCTGGCTTCAAAGGAGAGGGCCCAGAT 

GTGGATGTGAACCTGCCCAAGGCTGACCTTGATGTCTCAGGACCCAAGGTGGACATTGATGTTCCTGATGTGGAT 

ATCCGAAGGTCCAGAAGGGAAACTGAAAGGTCCCAAATTCAAGATGCCTGAGATGAGCATCCAAGCCCCCAAGAT 

CTCCATGCCTGATATTGACTTAAACCTGAAAGGACCCAAAGTGAAGGGCGATGTGGATGTTACCCTTCCTAAAGT 

GGAAGGTGACCTCAAGGGCCCAGAAGCTGACATCAAGGGCCCAAAAGTGGACATCAACACCCCTGATGTGGATGT 

TCATGGCCCAGACTGGCACCTGAAGATGCCCAAGGTGAAAATGCCCAAATTCAGCATGCCTGGCTTCAAAGGAGA 

AGGTCCAGATGTGGATGTGAACCTGCCCAAGGCTGACATTGATGTCTCAGGACCCAAAGTGGACGTTGATGTTCC 

TGATGTGAATATCGAAGGTCCAGATGCGAAACTAAAGGGCCCCAAGTTCAAGATGCCTGAGATGAGCATCAAAGC 

CCCCAAGATCTCCATGCCTGATATTGACTTAAACCTGAAAGGACCCAAAGTGAAGGGCGATGTGGATGTTACCCT 

TCCTAAAGTGGAAGGTGACCTCAAGGGCCCAGAAGCTGACATCAAGGGCCCAAAAGTGGACATCAACACCCCTGA 

TGTGGATGTTCATGGCCCAGACTGGCACCTGAAGATGCCCAAGGTGAAAATGCCCAAATTCAGCATGCCTGGCTT 

CAAAGGAGAAGGTCCAGATGTGGATGTGAGCCTGCCCAAGGCCGACATCGATGTCTCGGGACCCAAGGTGGACGT 
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TGAIAIICCAGAXGXGAAXAICGAAGGICCAGACGCAAAACXGAAGGGCCCCAAGIICAAGAXGCCIGAAAIAAA 

TATCAAAGCTCCCAAGATCTCCATACCTGATGTTGACCTGGATTTGAAAGGACCCAAAGTAAAAGGAGATTTTGA 

TGTGTCTGTCCCTAAGGTTGAAGGGACTTTGAAAGGCCCAGAAGTAGATCTTAAAGGTCCACGTCTGGATTTCGA 

AGGCCCTGATGCCAAACTCAGTGGCCCATCTTTGAAGATGCCATCGCTGGAGATATCTGCTCCTAAAGTAACTGC 

TCCTGATGTTGATTTGCATCTCAAGGCACCAAAAATTGGATTTTCAGGTCCGAAGTTAGAAGGTGGTGAAGTGGA 

CCTCAAGGGACCCAAAGTTGAAGCTCCAAGCTTAGATGTACACATGGACAGCCCAGATATTAACATCGAAGGGCC 

AGATGTTAAAATCCCCAAATTTAAGAAACCCAAGTTTGGATTTGGGGCAAAAAGCCCCAAAGCTGACATCAAGTC 

ACCTTCACTGGATGTCACTGTTCCTGAGGCAGAGCTGAACCTTGAGACTCCTGAAATTAGTGTTGGTGGCAAGGG 

CAAGAAAAGTAAGTTTAAAATGCCTAAAATTCATATGAGTGGTCCTAAGATTAAGGCCAAAAAAACAGGGATTTG 

ACCTGAATGTTCCTGGGGGTGAAATTGATGCCAGCCTCAAGGCTCCGGATGTAGATGTCAACATCGCAGGGCCGG 

ATGCTGCACTCAAAGTCGACGTGAAATCGCCCAAAACCAAGAAAACGATGTTTGGAAAAATGTACTTCCCAGATG 

TAGAGTTTGACATTAAATCACCTAAATTTAAAGCTGAGGCCCCTCTCCCTAGCCCCAAACTGGAGGGTGAACTCC 

AGGCACCTGATCTGGAACTTTCTTTGCCAGCGATTCACGTCGAAGGTCTTGACATCAAGGCGAAGGCTCCCAAGG 

TCAAGATGCCAGATGTGGACATCTCAGTGCCAAAAATAGAGGGTGACCTGAAAGGCCCCAAAGTGCAGGCAAACT 

TGGGTGCACCTGACATCAACATCGAAGGCCTAGATGCTAAAGTCAAAACACCGTCCTTCGGCATTTCTGCCCCTC 

AAGTCTCCATCCCTGATGTGAATGTAAACTTGAAAGGACCAAAGATAAAGGGTGATGTCCCCAGCGTGGGACTGG 

AAGGACCAGATGTAGATCTGCAAGGTCCAGAAGCAAAAATTAAGTTCCCCAAGTTTTCCATGCCCAAGATCGGCA 

TCCCAGGTGTGAAAATGGAGGGTGGGGGAGCCGAGGTCCATGCCCAGCTACCCTCTCTTGAAGGAGACTTGAGAG 

GACCAGATGTTAAGCTCGAAGGGCCCGATGTTTCTCTAAAGGGGCCAGGAGTAGACTTGCCTXCAGTGAACCTCT 

CTATGCCAAAAGTCTCTGGGCCTGACCTTGATCTGAACTTGAAAGGACCAAGTTTGAAGGGAGACCTGGATGCAT 

CIGXICCCAGCAXGAAGGXGCAIGCXCCAGGGCXCAACCICAGIGGXGICGGXGGCAAAAIGCAGGXGGGAGGAG 

ACGGTGTGAAAGTGCCAGGGATCGATGCCACAACAAAGCTTAACGTTGGGGCACCAGATGTGACACTGAGGGGAC 

CAAGCCTGCAGGGAGATCTGGCXGTCTCTGGTGACATCAAATGCCCTAAAGTATCCGTAGGAGCTCCTGATCTAA 

GCXXGGAGGCAICCGAAGGCAGCAXIAAACIICCCAAAAXGAAGCXGCCCCAAXIXGGCAICICIACXCCGGGGI 

CCGACTTGCACGTCAATGCCAAGGGGCCACAGGTTTCTGGCGAACTGAAGGGGCCAGGTGTGGATGTGAACCTGA 

AAGGGCCTCGGATTTCAGCACCGAATGTGGACTTTAACTTGGAAGGACCAAAAGTGAAAGGGAGCCTXGGGGCCA 

CXGGXGAGAXCAAAGGCCCCACXGXCGGAGGAGGXCIICCAGGCAIIGGXGXXCAAGGCCIAGAAGGAAACCXCC 

AGATGCCXGGAATTAAGTCCTCTGGATGTGATGTGAACCTGCCAGGCGTGAATGTGAAACTCCCAACTGGGCAGA 

TTTCTGGGCCTGAAATCAAAGGTGGTCTGAAAGGTTCAGAAGTAGGTTTCCATGGGGCTGCTCCXGATATCAGTG 

TGAAGGGGCCTGCCTTTAATATGGCATCTCCTGAGTCAGATTTTGGCATCAACTTGAAGGGCCCAAAAATCAAAG 

GAGGXGCGGAXGXXXCAGGGGGXGXCAGXGCCCCAGACAICAGCCXIGGIGAAGGGCAXIXGAGXGXIAAAGGTI 

CCGGGGGTGAGTGGAAGGGACCCCAAGTCTCCTCTGCTCTCAACTTGGACACATCTAAGTTTGCTGGGGGCCTTC 

ATTTCTCAGGACCAAAGGTGGAAGGAGGTGTGAAAGGAGGTCAGATTGGACTCCAGGCTCCTGGGCTGAGTGTGT 

CTGGGCCTCAAGGTCACTTGGAAAGTGGATCTGGAAAAGTAACATTCCCTAAAATGAAGATCCCCAAATTTACCT 

TCTCTGGCCGTGAGCTGGTTGGCAGAGAAATGGGGGTGGATGTXCACTTCCCTAAAGCAGAGGCCAGCATCCAAG 

CTGGTGCTGGAGACGGCGAGTGGGAAGAGTCTGAAGTCAAACTGAAAAAGTCCAAGATCAAAATGCCCAAGTTTA 

ATTTTTCCAAACCTAAAGGGAAAGGTGGTGTCACTGGCTCACCAGAAGCATCAATTTCTGGGTCCAAAGGTGACC 

TGAAAAGTTCAAAGGCCAGCCTGGGCTCTCTGGAAGGAGAGGCAGAGGCCGAAGCCTCTTCACCGAAAGGCAAAT 

TCTCCTTATTTAAAAGTAAGAAGCCACGGCACCGCTCAAATTCATTCAGTGATGAAAGAGAGTTCTCTGGACCTT 

CCACCCCGACGGGGACGCTGGAGTTTGAAGGTGGGGAAGTGTCTCTGGAAGGTGGGAAAGTTAAAGGGAAACACG 

GGAAGCTGAAATTCGGTACCTTTGGTGGATTGGGGTCAAAGAGCAAAGGTCATTATGAGGTGACTGGGAGCGATG 

ATGAGACAGGCAAGTTACAGGGGAGTGGGGTGTCCCTGGCCTCTAAGAAGTCCCGACTGTCCTCCTCTTCTAGCA 

ATGACAGTGGGAATAAGGTTGGCATCCAGCTTCCCGAGGTGGAGCTGTCAGTTTCCACAAAGAAAGAGXAGCAGG 

CCXIIGIAXGIGXGIACAXAIAXAXAXAIAXAACAAAACAICAGCCXXGGGXGGIGXGIXCCIAXAXAAACXCCA 

AAGGGAAACACACCGACTGCCTCAGCAATCATGCAAAGACCTTGCCTGGCCCGGTGGCAAGCGCTGAAAAACCGA 

CCGCCTGTAGGCTCCTGGAACXATACAGATAGGTAAAGAGTTCCAAGTTCGTCCAGCCCATGTGCAAAGTCAACA 

GTATTTGCCTTAAGATTTCATATATATATATTTTTTTGCATTGACTGCTGAGAGCTCCTGTTTACTAAGCAAGCT 

TXXGIGXXXAXXAICCXCAIXIIXACIGAACAXXGIIAGIIIIGGGGIAAXGGAAACCCACIIIXICAIIGXAAX 
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GACTTTGGGGGCTTTTGTTAGTAAGGGTGGGTGGGGTGATGGGTTGCAGACGGAGGTCAGGTCTTCCTCTTTCCT 
GAGACTGGATCTGTTCAAACAGCAAACGCCCACAGATGGCCCAGAGGTGGTGGTAGTCAGGGTGTGTGGGTGTTT 
TTAGGGTTCTTTAGTGTTGTTTCTTTCACCCAGGGGTGGTGGTCCCAGCCAGTTTGGTGCTGACGGTGAGAGGAA 
ATTAGAATCTGTTTGCAAATTGTCCAACCCACCCCCTCAACATGAGGGGCTTCCATTTTCTGTGTTTTGTAAGGG 
AACTGTTTCCTTCATGCCGCCATGTTCCTGATATTAGTTCTGATTTCTTTTTAACAAATGTTATCATGATTAAGA 
AAATTTCCAGCACTTTAATGGCCAATTAACTGAGAATGTAAGAAAATTGATGCTGTACAAGGCAAATAAAGCTGT 
TTATTAACCTCCGAAAAAAAATCTATGTCGGGTGCGGAGAAAGAGGTAATGAAATGGCA 
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MPKVKMPKFSMPGFKGEGPDGDVKLPKADIDVSGPKVD^ 

DLNLKGPKVKGDVDVSLPKVEGDLKGPEVDIKGPKVDIDAPDVDVHGPDWHLKl^KIKMPKISMPGFKGEGPDVD 
WLPKAD IDVSGPKVT)VECPDVNIEGPEGKWKSPKFKMPEMHFKTPKI SMPD IDLNLTGPKIKGDVDVTGPKVEG 
DLKGPEVDLKGPKVDIDVPDVNVQGPDWHLKl^ 

NIEGPEGKLKGPKFKMPEl^IKAPKIPMPDFDLHLKGPKVKGDVDISLPKVEGDLKGPEVDIRGPKVDIDVPDVG 

VQGPDWHLKMPKVKMPKFSMPGFKGEGPDVDWLPKADLDVSGPKVDIDVPDVNIEGPEGKLKGPKFKM 

APKISMPDIDLNLKGPKVKGDMDVSLPKVEGDMKVPDVDIKGPKVDINAPDVDVQGPDWHLKMPKIKMPKIS^ 

FKGEGPEVDVNLPKADLDVSGPKVDVDVPDVNIEGPDAKLKGPKFKMPEMNIKAPKISMPDFDLHLKGPKVKGDV 

DVSLPKMEGDLKGPEVDIKGPKVDINAPDVDVQGPDWHLKMPKVKMPKFS^IPGFKGEGPDVDVNLPKADLDVSGP 

KVDIDVPDVDIRRSRRETERSQIQDAEMSIQAPKISMPDIDLNLKGPKVKGDVDVTLPKVEGDLKGPEADIKGPK 

VDINTPDVDVHGPDWHLKMPKVKMPKFSMPGFKGEGPDVDVNLPKADIDVSGPKVDVDVPDVNIEGPDAKLKGPK 

FKMPEMS IKAPKI SMPD IDLNLKGPKVKGDVDVTLPKVEGDLKGPEAD IKGPKVDINTPDVDVHGPDWHLBCMPKV 

KMPKFSMPGFKGEGPDVDVSLPKADIDVSGPKVDVDIPDVNIEGPDAKLKGPKFKMPEINIKAPKISIPDVDLDL 

KGPKVKGDFDVSVPKVEGTLKGPEVDLKGPRIjDFEGPDAKLSGPSLKMPSLEISAPKVTAPDVDLHLKAPKIGFS 

GPKLEGGEVDLKGPKVEAPSLDVHMDSPDINIEGPDVKIPKFKKPKFGFGAKSPKADIKSPSLDVTVPEAEIiNLE 

TPEISVGGKGKKSKFKMPKIHMSGPKIKAKKTGIDLNVPGGEIDASLKAPDVDVNIAGPDAALKVDVKSPKTKKT 

MFGKMYFPDVEFDIKSPKFKAEAPLPSPKLEGELQAPDLELSLPAIHVEGLDIKAKAPKVKMPDVDISVPKIEGD 

LKGPKVQANLGAPDINIEGLDAKVKTPSFGISAPQVSIPDVNVNLKGPKIKGDVPSVGLEGPDVDLQGPEAKIKF 

PKFSMPKIGIPGVKMEGGGAEVHAQLPSLEGDLRGPDVKLEGPDVSLKGPGVDLPSVNLSMPKVSGPDLDLNLKG 

P S LKGDLD AS VP SMKVHAP GLNL S GVGGKMQVGGDGVKVP GI D ATTKLNVGAP D VTLRGP SLQGD LAVSGD I KCP 

KVSVGAPDLSLEASEGSIKLPKMKLPQFGISTPGSDLHWAKGPQVSGELKGPGVDVNLKGPRISAPNVDFNLEG 

PKVKGSLGATGEIKGPTVGGGLPGIGVQGLEGNLQMPGIKSSGCDVNLPGVNVKLPTGQISGPEIKGGLKGSEVG 

FHGAAPDISVKGPAFNMASPESDFGINLKGPKIKGGADVSGGVSAPDISLGEGHLSVKGSGGEWKGPQVSSALNL 

DTSKFAGGLHFSGPKVEGGVKGGQIGLQAPGLSVSGPQGHLESGSGKVTFPKMKIPKFTFSGRELVGREMGVDVH 

FPKAEASIQAGAGDGEWEESEVKLKKSKIKMPKFNFSKPKGKGGVTGSPEASISGSKGDLKSSKASLGSLEGEAE 

AEASSPKGKFSLFKSKKPRHRSNSFSDEREFSGPSTPTGTLEFEGGEVSLEGGKVKGKHGKLKFGTFGGLGSKSK 

GHYEVTGSDDETGKLQGSGVSLASKKSRLSSSSSNDSGNKVGIQLPEVELSVSTKKE 
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GTGCGGTTGGGAACGCGGA6CGGACGGATTCGATTCAACGGGGTTCCGGACCGCGCTGCGCT ATGG A6CAGGTCA 

ATGAGCTGAAGGAGAAAGGCAACAAGGCCCTGAGCGTGGGTAACATCGATGATGCCTTACAGTGCTACTCCGAAG 

CTATTAAGCTGGATCCCCACAACCACGTGCTGTACAGCAACCGTTCTGCTGCCTATGCCAAGAAAGGAGACTACC 

AGAAGGCTTATGAGGATGGCTGCAAGACTGTCGACCTAAAGCCTGACTGGGGCAAGGGCTATTCACGAAAAGCAG 

CAGCTCTAGAGTTCTXAAACCGCTTTGAAGAAGCCAAGCGAACCTATGAGGAGGGCTTAAAACACGAGGCAAATA 

ACCCTCAACTGAAAGAGGGTTTACAGAATATGGAGGCCAGGTTGGCAGAGAGAAAATTCATGAACCCTTTCAACA 

TGCC TAATCTGTATCAGAAGTTGGAGAGT GAT CCCAGG AC AAGGAC ACT AC TCAGTGATCCTACCT AC CGGGAGC 

TGATAGAGCAGCTACGAAACAAGCCTTCTGACCTGGGCACGAAACTACAAGATCCCCGGATCATGACCACTCTCA 

GCGTCCTCCTTGGGGTCGATCTGGGCAGTATGGATGAGGAGGAAGAGATTGCAACACCTCCACCACCACCCCCTC 

CCAAAAAGGAGACCAAGCCAGAGCCAATGGAAGAAGATCTTCCAGAGAATAAGAAGCAGGCACTGAAAGAAAAAG 

AGCTGGGGAACGATGCCTACAAGAAGAAAGACTTTGACACAGCCTTGAAGCATTACGACAAAGCCAAGGAGCTGG 

ACCCCACTAACATGACTTACATTACCAATCAAGCAGCGGTATACTTTGAAAAGGGCGACTACAATAAGTGCCGGG 

AGCTTTGTGAGAAGGCCATTGAAGTGGGGAGAGAAAACCGAGAAGACTATCGACAGATTGCCAAAGCATATGCTC 

GAATTGGCAACTCCTACTTCAAAGAAGAAAAGTACAAGGATGCCATCCATTTCTATAACAAGTCTCTGGCAGAGC 

ACCGAACCCCAGATGTGCTCAAGAAATGCCAGCAGGCAGAGAAAATCCTGAAGGAGCAAGAGCGGCTGGCCTACA 

TAAACCCCGACCTGGCTTTGGAGGAGAAGAACAAAGGCAACGAGTGTTTTCAGAAAGGGGACTATCCCCAGGCCA 

TGAAGCATTATACAGAAGCCATCAAAAGGAACCCGAAAGATGCCAAATTATACAGCAATCGAGCTGCCTGCTACA 

CCAAACTCCTGGAGTTCCAGCTGGCACTCAAGGACTGTGAGGAATGTATCCAGCTGGAGCCGACCTTCATCAAGG 

GTTATACACGGAAAGCCGCTGCGCTGGAAGCGATGAAGGACTACACCAAAGCCATGGATGTGTACCAGAAGGCGC 

TAGACCTGGACTCCAGCTGTAAGGAGGCGGCAGACGGCTACCAGCGCTGTATGATGGCGCAGTACAACCGGCACG 

ACAGCCCCGAAGATGTGAAGCGACGAGCCATGGCCGACCCTGAGGTGCAGCAGATCATGAGTGACCCAGCCATGC 

GCCTTATCCTGGAACAGATGCAGAAGGACCCCCAGGCACTCAGCGAACACTTAAAGAATCCTGTAATAGCACAGA 

AGATCCAGAAGCTGATGGATGTGGGTCTGATTGCAATTCGGTGATGACTTGTTCATCCCCCCTTCCCTTCGCCCT 

CATGTGGAAAGAGGAGCTGGGACCGCGGCGAGCAGCACGGAGCGGAAGGGAGAGCAGGGGAGAGAAGGCCTCATC 

TCTCTATATTTATACATAACCCCGGGGAAGACACAGAGACTCGTACCTGCGCTGTTTGTGCCGCCGCTGCCTCTG 

GGCCCTCCCAGCACACGCATGGTCTCTTCACCGCTGCCCTCGAGTTCCATGTCTCTTTCCCCTGCCCCTAGTTGC 

TGTCTCGGCTGCTCTCCCATAGTTGGTTTTTTTTTTATTTGGGGCAGTGGGCATGTTATGGGGAGGGGAGGGGGT 

TCTTCCAGCCTCAGGTCCCAGCTGTCTCACGTTGTTTATTCTGCGTCCCCTTCTCCAATAAAACAAGCCAGTTGG 
GCGTGGTTATAAC 
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MEQVNELKEKGNKALSVGNIDDALQCYSEAIKLDPHNHVLYSNRSAAYAKKGDYQKAYEDGCKTVDLKPDWGKGY 
SRKAAALEFLNRFEEAKRTYEEGLKHEANNPQLKEGLQNMEARLAERKFMNPFN>IPNLYQKLESDPRTRTLLSDP 
TYRELIEQLRNKPSDLGTKLQDPRIMTTLSVLLGVDLGSMDEEEEIATPPPPPPPKKETKPEPMEEDLPENKKQA 
LKEKELGNDAYKKKDFDTALKHYDKAKELDPTNMTYITNQAAVYFEKGDYNKCRELCEKAIEVGRENREDYRQIA 
KAYARIGNSYFKEEKYKDAIHFYNKSLAEHRTPDVLKKCQQAEKILKEQERLAYINPDLALEEKNKGNECFQKGD 
YPQAMKHYTEAIKRNPKDAKLYSNRAACYTKLLEFQLALKDCEECIQLEPTFIKGYTRKAAALEAMKDYTKAMDV 
YQKALDLDSSCKEAADGYQRCMMAQYNRHDSPEDVKRRAMADPEVQQIMSDPAMRLILEQMQKDPQALSEHLKNP 
VIAQKIQKLMDVGLIAIR 
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GCTAGATGAGACTGAAGAGTCTTCTTTACTTTAAGTGATTGATTTCATTTAGGACTCCTTGTGGGTTTTTTGTAA 

AAAGCCATTAACCATTTCCCCTGCCCTGATCTCCATATCAGCCTTTATATATATTCATTGTCTCTCAACAGCCCC 

AATTTTTTTATTTAACAGATGGGGAACAGAGGCTCTGAGCGGTTAACAAAGCTTTCTTTCTGTGGAAACCTAGTA 

AATGGCAAAGCTGGAATATGAAACTGCAAAGCCTATGTGCTTAACTAGTAAACCCAACCACCTGGGACCACCATA 

TCTTACTGTGCAGTTTGTTGCTGTGTGAGGGGATCAGAACATCTAAGAACTGCCATTCACGTTGAGGACAACATA 

GGGATTTATATATTAATACATGCTGGTGTAATACAGGCCGGTGTTCTGTTAAAATTAGTATATTAGGACAGTTTG 

CCATACCATAGGGGAAAAGCCACTTTATTCTAATTCACCCAAAGGTACTGTAAGTGCTGATGGCTCTGGGTCTGT 

CTTTCTGTCAAGTTGCCAAGTCACATAAGTAATGAATCCGCAGCTGGAGGAGCTGCTGCTGGAGGACAGGCATGT 

TTTCAGACAGGAGCATGGCCTTTAGCTCATGACCATAAGAGGGCGCTACAGCAAAGAGTACTAAAXACCAATCAA 

AGTGAGCTCAGAGTACAAGAGGGTAACTTGCTTTTCTCCAAAGTAAAAGAGAAGACATAGTCCTCAAACACTTGC 

CCTGTGCCCTGTCCCTGAACTCTCCATGGAGGAATTTTTTCTGTTGTTTAGTGTTAGCAGAATTTAGGAAGGGCT 

TGTAATAAGGAAGGTTGAGGGTTGGGTGGGGTCACACTGTGTTGTGTGAGGATCATTTTCATGTTAATGAAATGT 

TTAGTTCTTTAAGGGGAATGTGGTAGAGCCTTTATCTCCCCCTGCCCTTTTTTTTAAACTGCACAGGTCCTGGCA 

CAATGTTTATTGTGTCATAAATAACCAAGAAATGGGTTTCTACAAAAGATGCAAAGACTGTGCXTCTGGAATTCC 

CTACCACAGCGAGGTCCCTGTGAGTTTGAAAGAAGCTGTCTGCGAAGTGGCCCTTGATTACAAAAAGAAGAAACA 

CGTATTCAAGCTAAGACTAAATGATGGCAATGAGTACCTCTTCCAAGCCAAAGACGATGAGGAAATGAACACATG 

GATCAAGGAAAAATTACTGCAGTTGACGGAAAAGAGGAAAGAAATGATCGGTCCTTACAGCCGCTCGTCAGACTC 

CAGCAACCTGGGATGAGAGGTTCTCTGCCCTGGAAAGGCTGACTACATTGGAGTTACTGGAAGTGCGCAGACAGC 

AAGAGGAAGAGGAGAGGAAGAGGCGGCCGCCTTCTCCCGAGCCGAGCACGAAGGTTTCAGAGGAAGCCGAGTCCC 

AGCAGCAGTGGGATACTTCAAAAGGAGAACAAGTTTCCCCAAACGGTTTGCCAGCTGAACAGGGATCTCCACGGA 

TGGCAGAAACGGTGGACACAAGCGAAATGGTCAACGGCGCTACAGAACAAAGGACGAGCTCTAAAGAGTCCAGCC 

CCATCCCCTCCCCGACCTCTGATCGTAAAGCCAAGACTGCCCTCCCAGCCCAGAGTGCCGCCACCTTACCAGCCA 

GAACCCAGGAGACACCTTCGGCCCAGATGGAAGGCTTCCTCAATCGGAAACACGAGTGGGAGGCCCACAATAAGA 

AAGCCTCAAGCAGGTCCTGGCACAATGTXTATTGTGTCATAAATAACCAAGAAATGGGTTTCTACAAAGAXGCAA 

AGACIGCXGCXICIGGAAXXCCCIACCACAGCGAGGXCCCXGXGAGIXXGAAAGAAGCXGICIGCGAAGXGGCCC 

XIGAIXACAAAAAGAAGAAACACGIAIXCAAGCIAAGACXAAAIGAXGGCAIGAGIACCXCXXCCAAGCCAAAGA 

CAAAGAGAACCGGTTCAGCCTTTTTGGCCAAAAAGAAATGAACTCCTTTCCTTCACCTCCTGCCCTTCTCTTACC 

CTTTCAGTGAAATTCCCGCATGCAAGCTCAGAACCCACACAGTACTCTCTGTGCCCAAAGTTCCCCAAAGTGGTX 

GAANNNNNNNNNNNNNNNNNNNNNAGAGCAIIXCGGGGGGGGXGGGGGAAACACACCXAAACACXXIAICXCCCA 

GIXACCAAAGIIXGAGGIGCAGAGGGAAGGCCAGAXXIXIIIIIXAAIGAAAIXAIAXAGAIXAGAXCXCAGXAX 

TTAAACTGTTCCTCAATTTTGTGAGGCTGTGTTGGAAATAACCCGCCTCTAGTGCTGTTGGTATGCAAGGCAGCG 

GTGCTTAATCAATATTTCCTGTGCTCACCAGAGGCCAAATGTACCAATATCCTGACACCATTCTCTCTCCATTTA 

CTTCTTGGTGGTTACCCTGACTCTTGACTCTTAGAAGTGCCCGAGATGGGGCTAACCTTTATTAAACAGATCGCA 

TATTATGATCTTGCTGCAGCCACAGTGCAGCTCCACATTAACTCTACAGACCAAACCATTTGTATCTGGCATCAC 

TTACTAACACACGACATGCGGCTTTTCXGCATCAACTGCTATGACGGTTAAGAATGTCAGTATACAAGAAGGAAT 

AGAAAACXGATACTGTTTTAAATAATCTGTAATTTCAATTTTTTTTTTTTTGCTGAAATACATTATATTGTACGT 

TTGAGATAATTCTAGTACAAAGTATAATAAAACTAGATGTATAATAAACCCTTTAAATCATTGGTAAGTGTACAA 

GTGGTGGAACTGAAGCATTTACTGGACAAAGTAATGTTACTCTAATGGTTACTTGCTCGTGCGTTGCCCACACXG 

TGTTATAATTTGCTTCATTTCCTTGCTATTTGATACATAGTGTGCATTTCTCTGTCACTGTAACTATTGTAATGA 

CAAATTTTCATCTTACTGCACAATCAAAATGACATTGATAGGAATGAACTCCAGAGGCTGGGCCTGAACAGGGAG 

GTGGTCGCTCAGGCCTGGTGCTCAGTCGTACGACCTGTACCTCTCAACTTTTGCCCTATCTGTTAAATATATGCT 

ATGTCATTAAATGCTTTTAAATCTAGCACGGTGACTAGTTGTTGTTCTXCCTCTGCTGCGTGTGCATGCCCAGTA 

GGGAAACTGCAAAGGGAGAAATGACAAACAAGAAACATTTTACAACCAGTCTGGGCTCACTTTTGCATTTTTTAT 

GCATGTCTGGTGCACAAGCTTTGAAAACTACAGCAAACAGTAATAAATGTGACTGTTTTGTAGT 
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MAETVDTSEMVNGATEQRTSSKESSPIPSPTSDRKAKTALPAQSAATLPARTQETPSAQMEGFLNRKHEWEAHNK 

KASSRSWHNVYCVINNQEMGFYKDAKTAASGIPYHSEVPVSLKEAVCEVALDYKKKKHVFKLRLNDGMSTSSKPK 
TKRTGSAFLAKKK 
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CGCGTGTCTACGCGGACGCACCGGCTAAGCTGCTTCTGCCGCCGCCGGCCGCCTGGGACCTTGCGGTGAGGCTGC 

GCGGGGCCGAGGCCGCCTCCGAGCGCCAGGTTTATTCAGTCACCATGAAGCTGCTGCTGCTGCACCCGGCCTTCC 

AGAGCTGCCTCCTGCTGACCCTGCTTGGCTTATGGAGAACCACCCCTGAGGCTCACGCTTCATCCCTGGGTGCAC 

CAGCTATCAGCGCTGCCTCCTTCCTGCAGGATCTAATACATCGGTATGGCGAGGGTGACAGCCTCACTCTGCAGC 

AGCTGAAGGCCCXGCTCAACCACCTGGATGTGGGAGTGGGCCGGGGTAATGTCACCCAGCACGTGCAAGGACACA 

GGAACCTCTCCACGTGCTTTAGTTCTGGAGACCTCTTCACTGCCCACAATTTCAGCGAGCAGTCGCGGATTGGGA 

GCAGCGAGCTCCAGGAGTTCTGCCCCACCATCCTCCAGCAGCTGGATTCCCGGGCCTGCACCTCGGAGAACCAGG 

AAAACGAGGAGAATGAGCAGACGGAGGAGGGGCGGCCAAGCGCTGTTGAAGTGTGGGGATACGGTCTCCTCTGTG 

TGACCGTCATCTCCCTCTGCTCCCTCCTGGGGGCCAGCGTGGXGCCCTTCATGAAGAAGACCTTTTACAAGAGGC 

TGCTGCTCTACTTCATAGCTCTGGCGATTGGAACCCTCTACTCCAACGCCCTCTTCCAGCTCATCCCGGAGGCAT 

TTGGTTTCAACCCTCTGGAAGATTATTATGTCTCCAAGTCTGCAGTGGTGTTTGGGGGCTTTTATCTTTTCTTTT 

TCACAGAGAAGAXCTTGAAGATTCTTCTTAAGCAGAAAAATGAGCATCATCATGGACACAGCCATTATGCCTCTG 

AGTCGCTTCCCTCCAAGAAGGACCAGGAGGAGGGGGTGATGGAGAAGCTGCAGAACGGGGACCTGGACCACATGA 

TTCCTCAGCACTGCAGCAGTGAGCTGGACGGCAAGGCGCCCATGGTGGACGAGAAGGTCATTGTGGGCTCGCTCT 

CTGTGCAGGACCTGCAGGCTTCCCAGAGTGCTTGCTACTGGCTGAAAGGTGTCCGCXACTCTGATATCGGCACTC 

IGGCCIGGAIGAXCACXCIGAGCGACGGCCXCCACAAXXICAICGAIGGCCXGGCCAICGGXGCXICCXICACXG 

TGTCAGTTTTCCAAGGCATCAGCACCTCGGTGGCCATCCTCTGTGAGGAGTTCCCACATGAGCTAGGAGACTTTG 

TCATCCTGCTCAACGCTGGGATGAGCATCCAACAAGCTCTCTTCTTCAACTTCCTTTCTGCCTGCTGCTGCTACC 

TGGGTCTGGCCTTTGGCATCCTGGCCGGCAGCCACTTCTCTGCCAACTGGATTTTTGCGCTAGCTGGAGGAATGT 

TCTTGTATATTTCTCTGGCTGATATGTTCCCTGAGATGAATGAGGTCTGTCAAGAGGATGAAAGGAAGGGCAGCA 

TCTTGATTCCATTTATCATCCAGAACCTGGGCCTCCTGACTGGATTCACCATCATGGTGGTCCTCACCATGTATT 

CAGGACAGATCCAGATTGGGTAGGGCTCTGCCAAGAGCCTGTGGGACTGGAAGTCGGGCCCTGGGCTGCCCGATC 

GCCAGCCCGAGGACTTACCATCCACAATGCACCACGGAAGAGGCCGTTCTATGAAAAACTGACACAGACTGTATT 

CCTGCATTCAAATGTCAGCCGTTTGTAAAATGCTGTATCCTAGGAATAAGCTGCCCTGGTAACCAGTCTCTAGCT 

AGTGCCTCTTGCCCTCTCCTCACCTCCTTTTCTCXCAGXGACTCTGGAACCXGAATGCAGCTTACAAGACAAGCC 

TGACTTTTTTCTCTGATTACCTTGGCCTCCTCTTGGAACCAGTGCTGAAAGGTTTTGAATCCTTTACCCAACAAT 

GCAAAAATAGAGCCAATGGTTATAACTTGGCTAGAAATATCAAGAGTTGAATCCATAGTGTGGGGCCCATGACTC 

XAGCTGGGCACCTTGGACCTCCAGCTGGCCAATAGAAGAGACAGGAGACAGGAAGCCTTCCCATTTTTTCAAAGT 

CTGT.TTAATTGCCTATTACTTCTCTCAAAGAGAACCTGAAGTCAGAACACATGAGCAGGGTGAGAGGTGAGGCAA 

GGTTCATCCTGAATGGGAGAGGAAGTCGAACCACTGCTGTGTGTCTTGTCAGGATGCTCACTTGTTCCTACTGAG 

ATGCTGGATATTGATTTTGTAACAGCACCTGGTGTTTCACGGCTGTCCGAGTGAGCXAACGTGGCGGTGTGGCTG 

CCTGGACCTCCTCTTTCAGGTTAACGCTGACAGAATGGAGGCTCAGGCTGTCTGCAAGAAAACAGTTGGTTTGGC 

TGTGATTTTGACCTCCTCTTCCCCACTGCCATCTTCTAAGAGACTTTGTAGCTGCCTCCTAGAAGCACATTCTGA 

GCACATTTGAGACCTCTGTGTTAGAGGGGAGACTGCACAAACTATCCTCCCCCAGGTTGAGACGTCTGCAGAGTG 

GCAAGCTGACTTGTAGAAATGGGGTGCCATTTATGCTCTACTTAGACAAGGGTAATCAGAAATGGAATCAGTGCA 

GGCAAAATTTAGGATTTGCCGCTTCCATAAATCAAAGCATGACTAATAGGGGGTCTCTGAAATGTAAGGGCACAA 

ACTTCACTTAGGGCATCGCAGATGTTTGCAGAATGGTTGGCCTAATGATTATGCTACAGATGGGXTTTAAATGAC 

CCGTCTAGGTTACTGCTTCCTTGCAAAAAAAGTCGAATCCTGCATTGAATTGAATATGAATTTCTCTAACTCTCT 

CCAGAAAATGGATGGAGATAACTTGTCTTTAAAACTGTAGGCCAGCCTTAGCCACTGTGGAGCCCTTGCCTCCGA 

GCTCTGGCTTCAAGGGGAGCTCTTCTCCAGGTTCACTAGGTGAATTGATTTATTATTATCATATTGATAATGTGA 

GATTCTTTAGCCACTTTGGGGAGCCTGTCTCTCCAGAAGCCTTTCTTAGTGGTGCCCACAGTTGGAGCCCAGGGG 

CCATGTTTGCAAACTGATTCATGTGCATGGCTGACAGGAGTACTGGTTCACTACCAATGCCTGAGCTTTTCTCTT 

ACATAGAAAAACTGTCCACTCTCAGTAATCACAAGCAGCATCCGTTTTGTTTTCTCTTCTTGGGAGACATCTGTC 

AAACCAGGAATATTCTTGAAAAGAACGTGAGCAGGAAAAACTGCTGGTGATACTTTTTTTAAGTTTTGTTTTTAT 

CTTGCCTGTTGGCTTCAATACATTTGAGAATACGCTGAAGAGGGAAAATTTCAGTGATGGAGATTCTAGATXAAA 

TATCAGGACTGATTTCCTGGTGGGATTATGGTCCAGTTTTACCAAAGAACCAATTCCTTGAATGTTGGAATCTAA 

CTTTTTATATTGTCATTATTATTGTTGTTTTTAAACGGXTCTTTGTCTTTTCTGTTTTATTTTTCTCAAGCTGCT 

TTCAGGAGCTAGCAGAAAATAACTCAAAGTTGAAGACTCTGGAAGATTTTGCTTTAACCTAACTCGCATTGATGT 
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ATTAAATTTATAATTTTAGCATTCCCAATAGATCCTATCATTCCTTAAACATAATACCCTTTGTCTTGGAGTAGA 
ATACTAAGTTAGAGTTAGTGGATTTCTAGTTTAGGAGAGGAGCTCAAAACTATAATCTTTAACAAATTGAAAAAT 
GAAATAGGGTGTTTXCCCTTTTTGTGCACACCTATATTACCTTAAGAAATTTCCTTCCATAGACAGCTGCCTCAA 
AGGGAAATCCTCTTTAAACCGTAGTTGGCGCAGAGGTCAGTCCTAGTCGGAGCTTAGGAGGGGCGGAGACGCTCA 
CATCGTCTGACTTGAGTCGCCACTGATTGTGGCAACAGCTTTGCCTCATGAGTCAAAAATTGGCAATTTCTTTTG 
ATTTTTAGTTGTTGAATTTGCTGTTTCAAGCATTTGTACATATTAGAAGTCTAAGGAGTAGCAAGTCAGTGGGAG 
GACTTTTTCACCCCTGGCATTAGCAGCTTCGACCTCATTTTCCAGATGCACCAGCTCCTATTAATAAGTTAGCAA 
GGAAAGTGTATGTCACGTGCAGGAACAGTGAGGCAGGGACAGGGGTTCTGCTCCTTCTCACTTCACCACCGGCAC 
ACAGCTTGCCCCTGTCTTTGCCCCCAAAGGTATTTTGTGTCTAGTGTCAAATTGGAGCTATTCTTCACTGGTCCT 
TAACCTTGGGTTTTAAAAAGAAGGCTTCTCTGTTTGGGTAGCGTAAGAGCTGAGTATAGTAAGTCCTCTTCCAAA 
GAGATGGCAATATGCTGGGCATCTACTTTAAAACAAAGTTGTCTGATTTTTGCAAGAGAGGTTAGGATTTTATTG 
TTCTTATTTCCCTTTACAGTTCTGCAGTTCCATCACAGTATTTTTTTAAATAACTCAGGTGTATGAGCAGAAATT 
AGAAAAGAAAATTAACTTATGTGGACTGTAAATGTTTTATTTGTAAGATTCTATAAATAAAGCTATATTCTGT 
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RVYADAPAKLLLPPPAAWDLAVRLRGAEAASERQVYSVTMKLLLLHPAFQSCLLLTLLGLWRTTPEAHASSLGAP 
AISAASFLQDLIHRYGEGDSLTLQQLKALLNHLDVGVGRGNVTQHVQGHRNLSTCFSSGDLFTAHNFSEQSRIGS 
SELQEFCPTILQQLDSRACTSENQENEENEQTEEGRPSAVEVWGYGLLCVTVISLCSLLGASWPFMKKTFYKRL 
LLYFIALAIGTLYSNALFQLIPEAFGFNPLEDYYVSKSAWFGGFYLFFFTEKILKILLKQKNEHHHGHSHYASE 
SLPSKKDQEEGVMEKLQNGDLDHMIPQHCSSELDGKAPMVDEKVIVGSLSVQDLQASQSACYWLKGVRYSDIGTL 
AWMITLSDGLHNFIDGLAIGASFTVSVFQGISTSVAILCEEFPHELGDFVILLNAGMSIQQALFFNFLSACCCYL 
GLAFGILAGSHFSANWIFALAGGMFLYISLADMFPEMNEVCQEDERKGSILIPFIIQNLGLLTGFTIMVVLTMYS 
GQIQIG 



WO 2004/043361 



PCT/US2003/035268 



867/1629 

FIGURE 784 

GAATTCGGCACGAGCGAGTCGCGACGTCGTCGGCAAGCGGCCGCCTTCCACGTAACGCGCGCCGGCGGGGGAGGG 

CGTTGGCGCGGAGCCGACGGGAACGTCCGCGCTGCGGAGCAGGGCAGGGAAGCCGGGAGGCGGGCCCGGCCCGAG 

CTTGTCCTTGTCGCGCAGGTACTCCGAGCACTATGTCGTCCCCGGCGTCGACCCCGAGCCGCCGCGGCAGCCGGC 

GTGGAAGGGCCACCCCCGCCCAGACGCCTCGGAGTGAGGATGCCAGGTCATCTCCCTCTCAGAGACGTAGAGGCG 

AGGATTCCACCTCCACGGGGGAGTTGCAGCCGATGCCAACCTCGCCXGGAGTGGACCTGCAGAGCACTGCTGCGC 

AGGACGTGCTGTTTTCCAGCCCTCCCCAAATGCATTCTTCAGCTATCCCTCTTGACTTTGATGTTAGTTCACCAC 

TGACATACGGCACTCCCAGCTCTCGGGTAGAGGGAACCCCAAGAAGTGGTGTTAGGGGCACACCTGTGAGACAGA 

GGCCTGACCTGGGCTCTGCACAGAAGGGCCTGCAAGTGGATCTGCAGTCTGACGGGGCAGCAGCAGAAGATATAG 

TGGCAAGTGAGCAGTCTCTAGGCCAAAAACTTGTGATCTGGGGAACAGATGTAAATGTGGCAGCATGCAAAGAAA 

ACTTTCAGAGATTTCTTCAGCGTTTTATTGACCCTCTGGCTAAAGAAGAAGAAAATGTTGGCATAGATATTACTG 

AACCTCTATACATGCAACGACTTGGGGAGATTAATGTTATTGGTGAGCAATTTTTAAATGTGAACTGTGAACACA 

TCAAATCATTTGACAAAAATTTGTACAGACAACTCATCTCTTACCCACAGGAAGTTATTCCAACTTTTGACATGG 

CTGTCAATGAAATCTTCTTTGACCGTTACCCTGACTCAATCTTAGAACATCAGATTCAAGTAAGACCATTCAACG 

CATTGAAGACTAAGAATATGAGAAACCTGAATCCAGAAGACATTGACCAGCTCATCACCATCAGCGGCATGGTGA 

TCAGGACATCCCAGCTGATTCCCGAGATGCAGGAGGCCTTCTTCCAGTGCCAAGTGTGTGCCCACACGACCCGGG 

TGGAGATGGACCGCGGCCGCATTGCAGAGCCCAGTGTGTGCGGGCGCTGCCACACCACCCACAGCATGGCACTCA 

TCCACAACCGCTCCCTCTTCTCTGACAAGCAGATGATCAAGCTTCAGGAGTCTCCGGAAGACATGCCTGCAGGGC 

AGACACCACACACAGTTAXCCTGTTTGCTCACAATGATCTCGTTGACAAGGTCCAGCCTGGGGACAGAGTGAATG 

TTACAGGCATCTATCGAGCTGTGCCTATTCGAGTCAATCCAAGAGTGAGTAATGTGAAGTCTGTCTACAAAACCC 

ACATTGATGTCATTCATTATCGGAAAACGGATGCAAAACGTCTGCATGGCCTTGATGAAGAAGCAGAACAGAAAC 

TTTTTTCAGAGAAACGTGTGGAATTGCTTAAGGAACTTTCCAGGAAACCAGACATTTATGAGAGGCTTGCTTCAG 

CCTTGGCTCCAAGCATTTATGAACATGAAGATATAAAGAAGGGAATTTTGCTTCAGCTCTTTGGCGGGACAAGGA 

AGGATTTTAGTCACACTGGAAGGGGCAAATTTCGGGCTGAGATCAACATCTTGCTGTGTGGCGACCCTGGTACCA 

GCAAGTCCCAGCTGCTGCAGTACGTGTACAACCTCGTCCCCAGGGGCCAGTACACGTCTGGGAAGGGCTCCAGTG 

CAGTTGGCCTCACTGCGTACGTAATGAAAGACCCTGAGACAAGGCAGCTGGTCCTGCAGACAGGTGCTCTTGTCC 

TGAGTGACAACGGCATCTGCTGTATCGATGAGTTCGACAAGATGAATGAAAGTACAAGATCGGTATTGCATGAAG 

TCATGGAACAGCAGACTCTGTCCATTGCAAAGGCTGGGATCATCTGTCAGCTCAATGCGCGCACCTCTGTCCTGG 

CAGCAGCAAATCCCATTGAGTCXCAGTGGAATCCTAAAAAAACAACCATTGAAAACATCCAGCTGCCTCATACTT 

TATTATCAAGGTTTGATTTGATCTTCCTCATGCTGGACCCTCAGGACGAAGCCTATGACAGGCGTCTGGCTCACC 

ACCTGGTCGCACTGTACTACCAGAGCGAGGAGCAGGCAGAGGAGGAGCTCCTGGACATGGCGGTGCTAAAGGACT 

ACATTGCCTACGCGCACAGCACCATCATGCCGCGGCTAAGTGAGGAAGCCAGCCAGGCTCTCATCGAGGCTTATG 

TAGACATGAGGAAGATTGGCAGTAGCCGGGGAATGGTTTCTGCATACCCTCGACAGCTAGAGTCATTAATCCGCT 

TAGCAGAAGCCCATGCTAAAGTAAGATTGTCTAACAAAGTTGAAGCCATTGATGTGGAAGAGGCCAAACGCCTCC 

ATCGGGAAGCTCTGAAGCAGTCTGCAACTGATCCCCGGACTGGCATCGTGGACATATCTATTCTTACTACGGGGA 

TGAGTGCCACCTCTCGTAAACGGAAAGAAGAATTAGCTGAAGCATTGAAAAAGCTTATTTTATCTAAGGGCAAAA 

CACCAGCTCTAAAATACCAGCAACTTXTTGAAGATATTCGGGGACAATCTGACATAGCAATTACTAAAGATATGT 

TTGAA6AAGCACTGCGTGCCCTGGCAGATGATGATTTCCTGACAGTGACTGGGAAGACCGTGCGCTTGCTCTGAA 

GCCTTGTGAGCAAGGAAGGCTCCCTGCATGTCATGCAATTCTGCACGCCACATGGGTGTGGTCATGCAATCATCA 

GTTGGCCGCCATCAGTGTAAATAGAGCTTAAAGTCATGGTTTGGCTGCATAAAAAATTTTCTAACTTGGGTTCAA 

TATTTGTAGTGAAGTATCTGXTTTCATTTTTTTCACGTTATAAATAAAAATACTATGCTGGCCGGGCGCGGTGGC 

TCACACCTGTAATCCCAGCACTTTGGGAGGCCAATGTGGGTGGATCATGAGGTCAGGAGTTCAAGACCAGCCTAG 

CCAAGATGGTGAAACCCCGTCTCTAGTAAAGATAACAAAAAATTAGCTGGGCTTGATGGCATGCGCCTGTAATCC 

CAGCTACTCGGGAGGTTGAGGCAGGAGAXCGCTTAAACCCAGGCGGCAGAGGTTGCAGTGAGCCAAGATCGCGCC 

ACTGCACTCCAGCCrCAGCAATAGAGTGAGACTGTCTCAAAAAAAAAA 
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IRHERVATSSASGRLPRNARRRGRALARSRRERPRCGAGQGSREAGPARACPCRAGTPSTMSSPASTPSRRGSRR 
GRATPAQTPRSEDARSSPSQRRRGEDSTSTGELQPMPTSPGVDLQSTAAQDVLFSSPPQMHSSAIPLDFDVSSPL 
TYGTPSSRVEGTPRSGVRGTPVRQRPDLGSAQKGLQVDLQSDGAAAEDIVASEQSLGQKLVIWGTDVNVAACKEN 
FQRFLQRFIDPLAKEEENVGIDITEPLYMQRLGEINVIGEQFLNVNCEHIKSFDKNLYRQLISYPQEVIPTFDMA 
WEIFFDRYPDSILEHQIQVRPFNALKTKNMRNLNPEDIDQLITISGMVIRXSQLIPEMQEAFFQCQVCAHTTRV 
EMDRGRIAEPSVCGRCHTTHSMALIHNRSLFSDKQMIKLQESPEDMPAGQTPHTVILFAHNDLVDKVQPGDRVNV 
TGIYRAVPIRVNPRVSNVKSVYKTHIDVIHYRKTDAKRLHGLDEEAEQKLFSEKRVELLKELSRKPDIYERLASA 
LAPSIYEHEDIKKGILLQLFGGTRKDFSHTGRGKFRAEINILLCGDPGTSKSQLLQYVYNLVPRGQYTSGKGSSA 
VGLTAYVMKDPETRQLVLQTGIUjVLSDNGICCIDEFDKMNESTRSVLHEVMEQQTLSIAKAGIICQLNARTSVLA 
AANPIESQWNPKKTTIENIQLPHTLLSRFDLIFLMLDPQDEAYDRRLAHHLVALYYQSEEQAEEELLDMAVLKDY 
IAYAHSTIMPRLSEEASQALIEAYVDMRKIGSSRGMVSAYPRQLESLIR'LAEAHAKVRLSNKVEAIDVEEAKRLH 
REALKQSATDPRTGIVDISILTTGMSATSRKRKEELAEALKKLILSKGKTPALKYQQLFEDIRGQSDIAITKDMF 
EEALRALADDDFLTVTGKTVRLL 
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GAATTCGGCACGAGCGAGTCGCGACGTCGTCGGCAAGCGGCCGCCTTCCACGTAACGCGCGCCGGCGGGGGAGGG 
CGTTGGCGCGGAGCCGACGGGAACGTCCGCGCTGCGGAGCAGGGCAGGGAAGCCGGGAGGCGGGCCCGGCCCGAG 
CTTGTCCTTGTCGCGCAGGTACTCCGAGCACTATGTCGTCCCCGGCGTCGACCCCGAGCCGCCGCGGCAGCCGGC 
GTGGAAGGGCCACCCCCGCCCAGACGCCTCGGAGTGAGGATGCCAGGTCATCTCCCTCTCAGAGACGTAGAGGCG 
AGGATTCCACCTCCACGGGGGAGTTGCAGCCGATGCCAACCTCGCCTGGAGTGGACCTGCAGAGCACTGCTGCGC 
AGGACGTGCTGTTTTCCAGCCCTCCCCAAATGCATTCTTCAGCTATCCCTCTTGACTTTGATGTTAGTTCACCAC 
TGACATACGGCACTCCCAGCTCTCGGGTAGAGGGAACCCCAAGAAGTGGTGTTAGGGGCACACCTGTGAGACAGA 
GGCCTGACCTGGGCTCTGCACAGAAGGGCCTGCAAGTGGATCTGCAGTCTGACGGGGCAGCAGCAGAAGATATAG 
TGGCAAGTGAGCAGTCTCTAGGCCAAAAACTTGTGATCTGGGGAACAGATGTAAATGTGGCAGCATGCAAAGAAA 
ACTTTCAGAGATTTCTTCAGCGTTTTATTGACCCTCTGGCTAAAGAAGAAGAAAATGTTGGCATAGATATTACTG 
AACCTCTATACATGC2VACGACTTGGGGAGATTAATGTTATTGGTGAGCAATTTTTAAATGTGAACTGTGAACACA 
TCAAATCATTTGACAAAAATTTGTACAGACAACTCATCTCTTACCCACAGGAAGTTATTCCAACTTTTGACATGG 
CTGTCAATGAAATCTTCTTTGACCGTTACCCTGACTCAATCTTAGAACATCAGATTCAAGTAAGACCATTCAACG 
CATTGAAGACTAAGAATATGAGAAACCTGAATCCAGAAGACATTGACCAGCTCATCACCATCAGCGGCATGGTGA 
TCAGGACATCCCAGCTGATXCCCGAGATGCAGGAGGCCTTCTTCCAGTGCCAAGTGTGTGCCCACACGACCCGGG 
TGGAGATGGACCGCGGCCGCATTGCAGAGCCCAGTGTGTGCGGGCGCTGCCACACCACCCACAGCATGGCACTCA 
TCCACAACCGCTCCCTCTTCTCTGACAAGCAGATGATCAAGCTTCAGGAGTCTCCGGAAGACATGCCTGCAGGGC 
AGACACCACACACAGTTATCCTGTTTGCTCACAATGATCTCGTTGACAAGGTCCAGCCTGGGGACAGAGTGAATG 
TTACAGGCATCTATCGAGCTGTGCCTATTCGAGTCAATCCAAGAGTGAGTAATGTGAAGTCTGTCTACAAAACCC 
ACATTGATGTCATTCATTATCGGAAAACGGATGCAAAACGTCTGCATGGCCTTGATGAAGAAGCAGAACAGAAAC 
TTTTTTCAGAGAAACGTGTGGAATTGCTTAAGGAACTTTCCAGGAAACCAGACATTTATGAGAGGCTTGCTTCAG 
CCTTGGCTCCAAGCATTTATGAACATGAAGATATAAAGAAGGGAATTTTGCTTCAGCTCTTTGGCGGGACAAGGA 
AGGATTTTAGTCACACTGGAAGGGGCAAATTTCGGGCTGAGATCAACATCTTGCTGTGTGGCGACCCTGGTACCA 
GCAAGTCCCAGCTGCTGCAGTACGTGTACAACCTCGTCCCCAGGGGCCAGTACACGTCTGGGAAGGGCTCCAGTG 
CAGTTGGCCTCACTGCGTACGTAATGAAAGACCCTGAGACAAGGCAGCTGGTCCTGCAGACAGGTGCTCXTGTCC 
TGAGTGACAACGGCATCTGCTGTATCGATGAGTTCGACAAGATGAATGAAAGTACAAGATCGGTATTGCATGAAG 
TCATGGAACAGCAGACTCTGTCCATTGCAAAGGCTGGGATCATCTGTCAGCTCAATGCGCGCACCTCTGTCCTGG 
CAGCAGCAAATCCCATTGAGTCTCAGTGGAATCCTAAAAAAACAACCATTGAAAACATCCAGCTGCCTCATACTT 
TATTATCAAGGTTTGATTTGATCTTCCTCATGCTGGACCCTCAGGACGAAGCCTATGACAGGCGTCTGGCTCACC 
ACCTGGTCGCACTGTACTACCAGAGCGAGGAGCAGGCAGAGGAGGAGCTCCTGGACATGGCGGTGCTAAAGGACT 
ACATTGCCTACGCGCACAGCACCATCATGCCGCGGCTAAGTGAGGAAGCCAGCCAGGCTCTCATCGAGGCTTATG 
TAGACATGAGGAAGATTGGCAGTAGCCGGGGAATGGTTTCTGCATACCCTCGACAGCTAGAGTCATTAATCCGCT 
TAGCAGAAGCCCATGCTAAAGTAAGATTGTCTAACAAAGTTGAAGCCATTGATGTGGAAGAGGCCAAACGCCTCC 
ATCGGGAAGCTCTGAAGCAGTCTGCAACTGATCCCCGGACTGGCATCGTGGACATATCTATTCTTACTACGGGGA 
TGAGTGCCACCTCTCGTAAACGGAAAGAAGAATTAGCTGAAGCATTGAAAAAGCTTATTTTATCTAAGGGCAAAA 
CACCAGCTCTAAAATACCAGCAACTTTTTGAAGATATTCGGGGACAATCTGACATAGCAATTACTAAAGATATGT 
TTGAAGAAGCACTGCGTGCCCTGGCAGATGATGATTTCCTGACAGTGACTGGGAAGACCGTGCGCTTGCTCTGAA 
GCCTTGTGAGCAAGGAAGGCTCCCTGCATGTCATGCAATTCTGCACGCCACATGGGTGTGGTCATGCAATCATCA 
GTTGGCCGCCATCAGTGTAAATAGAGCTTAAAGTCATGGTTTGGCTGCATAAAAAATTTTCTAACTTGGGTTCAA 
TATTTGTAGTGAAGTATCTGTTTTCATTTTTTTCACGTTATAAATAAAAATACTATGCTGGCCGGGCGCGGTGGC 
TCACACCTGTAATCCCAGCACTTTGGGAGGCCAATGTGGGTGGATCATGAGGTCAGGAGTTCAAGACCAGCCTAG 
CCAAGATGGTGAAACCCCGTCTCTAGTAAAGATAACAAAAAATTAGCTGGGCTTGATGGCATGCGCCTGTAATCC 
CAGCTACTCGGGAGGTTGAGGCAGGAGATCGCTTAAACCCAGGCGGCAGAGGTTGCAGTGAGCCAAGATCGCGCC 
ACTGCACTCCAGCCTCAGCAATAGAGTGAGACTGTCTCAAAAAAAAAA 
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GCTAAGAGGAGTCCCTGTGTGGGCAGCTGGAGCCTTCAGATTCTCTTCAGGGGAAGAGTCCACATCCCACCTCAT 

CATGTCCCGAAGAAGCCAGCGCCTCACGCGCTACTCCCAGGGTGACGATGACGGCAGCAGCAGCAGCGGAGGGAG 

CTCGGTGGCTGGGAGTCAGAGCACCCTGTTTAAAGACAGTCCTCTCAGGACCTTGAAGAGGAAATCCAGCAACAT 

GAAGCGCCTGTCCCCAGCGCCACAGCTGGGCCCGTCCTCTGATGCACACACCTCCTACTACAGTGAGTCGCTGGT 

CCACGAGTCCTGGTTCCCACCCAGGAGCTCCCTGGAGGAACTGCATGGTGACGCCAACTGGGGTGAGGACCTGCG 

GGTGCGGAGGAGGAGAGGCACGGGTGGCTCAGAGAGCAGCAGGGCCAGCGGGCTTGTGGGGCGCAAGGCCACCGA 

GGACTTCCTGGGCTCTTCCTCGGGCTACTCCTCTGAGGACGACTACGTGGGCTACTCGGATGTGGACCAGCAGAG 

TTCCAGCTCGCGGCTCCGAAGCGCCGTCTCACGGGCGGGCTCCTTACTCTGGATGGTGGCCACTTCGCCAGGCCG 

GCTCTTCAGACTTCTCTACTGGTGGGCTGGCACCACCTGGTACCGCCTGACCACAGCTGCCTCCCTCCTTGACGT 

CTTCGTTTTAACCAGGCGCTTCTCGTCCCTGAAGACGTTCCTCTGGTTCCTGCTGCCGCTGCTCTTGCTGACGTG 

CCTGACGTATGGTGCTTGGTATTTCTACCCCTATGGGCTGCAGACATTCCACCCTGCTTTGGTTTCCTGGTGGGC 

AGCGAAGGACAGCAGGAGGCCGGATGAGGGCTGGGAAGCCAGAGACTCATCGCCACATTTCCAGGCTGAGCAGCG 

TGTTATGTCCCGGGTACACTCTCTGGAGCGGCGTCTGGAAGCTCTTGCTGCTGAATTTTCCTCCAACTGGCAGAA 

GGAGGCCATGCGGCTGGAACGTCTGGAGCTGCGGCAAGGGGCTCCTGGCCAGGGAGGTGGXGGTGGCCTGAGCCA 

CGAGGACACCCTGGCGCTGCTGGAGGGGCTAGTGAGCCGCCGTGAAGCTGCCCTGAAGGAGGATTTCCGCAGGGA 

AACTGCTGCTCGCATCCAGGAAGAACTGTCTGCCCTGAGAGCAGAGCATCAGCAAGACTCAGAAGACCTCTTCAA 

GAAGATCGTCCGGGCCTCCCAGGAGTCCGAGGCTCGCATCCAGCAGCTGAAGTCAGAGTGGCAAAGCATGACCCA 

GGAGTCCTTCCAGGAGAGCTCTGTGAAGGAGCTGAGGCGGCTGGAGGACCAGCTGGCCGGCCTGCAGCAGGAGCT 

GGCGGCTCTGGCACTGAAGCAGAGCTCGGTGGCGGAAGAAGTGGGCCTGCTGCCCCAGCAGATCCAGGCCGTGCG 

GGACGACGTGGAATCTCAGTTCCCGGCCTGGATCAGTCAGTTCCTTGCCCGAGGTGGAGGGGGCCGCGTGGGGCT 

CCTTCAGAGAGAGGAGATGCAAGCTCAGCTGCGAGAGCTGGAGAGCAAGATCCTCACCCATGTGGCAGAGATGCA 

GGGCAAGTCGGCCAGGGAAGCCGCGGCCTCCCTGAGCCTGACGCTGCAGAAAGAAGGTGTGATTGGAGTGACAGA 

GGAGCAGGTGCACCACATCGTGAAGCAGGCCCTGCAGCGCTACAGTGAGGACCGCATCGGGCTGGCAGACTACGC 

CCTGGAGTCAGGAGGGGCCAGCGTCATCAGCACCCGATGTTCTGAGACCTACGAGACCAAGACGGCCCXCCTCAG 

CCTCTTCGGCATCCCCCTGTGGTACCACTCCCAGTCACCCCGAGTCATCCTCCAGCCAGATGTGCACCCAGGCAA 

CTGCTGGGCCTTCCAGGGGCCACAGGGCTTCGCCGTGGTCCGCCTCTCTGCCCGCATCCGCCCCACAGCCGTTAC 

CTTAGAGCATGTGCCCAAGGCCTTGTCACCCAACAGCACTATCTCCAGTGCCCCCAAGGACTTCGCCATCTTTGG 

GTTTGACGAAGACCTGCAGCAGGAGGGGACACTCCTTGGCAAGTTCACTTACGATCAGGACGGCGAGCCTATTCA 

GACGTTTCACXTTCAGGCCCCTACGATGGCCACGTACCAGGTGGTGGAGCTGCGGATCCTGACTAACTGGGGCCA 

CCCCGAGTACACCTGCATCTACCGCTTCAGAGTGCATGGGGAGCCCGCCCACTAGCCCTGCTTACTGGTGCCTGC 

TGCCAGCCATCTGGGAGTGGGTGAACAGCACCCCGCCGCTTCCCCCACACGCTTGCTCGGCGCTCTGACTTCTAG 

GAGCACAAGAGAGGAGCCTGTGGCCCCATGCAGATGAAAAGGACGGGCAGGGTCTCCTGAGCAGCAGGTGGCTCG 

AGGCGGTTAGCAGGCTCCAGCAGCTCCCTTCTTCCTTCCCTCTGTGCCCGTGGCGTCTGCTTCCCATCCTGGGAG 

TGTGTATATATGTAGCATATCATGGGGGACTGGGAAGTTGGGAGAGGTAGGACCTGACTGGTCTTGGCTGGGGXC 

AGGGGCTGGTGCCTGGGAGCTGATGAAGCAGGTGCCAGGGCTGTGGGAGGGGCAAGCTACGGCCTGGGCTAGGTG 

AGCTGCCTCTGCCCCTGGGCAAGGAAGCGAGGCCCTCTGGGAGGAGGGTGCTTAGCTCCAGAGCAGGATGGGACT 

TCCCCAGGCAGGAAGCACTTGATGGAGAGCTGCCCAGCTCTCCTACAAGGTTAGTGCCCTCCACCTAGGGAAGCC 

TGAACCACAGGGTCCCTGAGGGCCTTCGACAAAAGTGTGTATTTGTCCCGGGGAGGGTAGCAGTGGGCCATGGGG 

CTTCTTGTGCCCTAAAGGGGACTGGCTGCTGTGATCTTCTAAGGGGCCCAGGGCCAACCCTGTAGGCTTCCCCTC 

TGCTGGGGACGGXAGTTGCTTTTCTCTCTCCTGATGCTAGGTTGGGGCCCACCCTGCTCCCTGTTCCTGCTAGGG 

CCTGCCAGTGCCCCTGAGCTTGCTTTCCACATTCTCCCAGGGTATGGAGACCTAGACCTGTCTTTGGGGCCATTA 

GCATCTGGGGTTATAGCAAGAAGAGTGGGGAGCATGGAACTCCTGGGCTCTTGTGGGGACGTTCAGGGTATCGGG 

GTGCGAGGTCTGTCTGCACCGGCCCCCACATCTAACCAGGCCCTGATGTAGGGGTCGTCCGCTCAGGCTGCCCCC 

TTGGGCTCTTGCAGCTCTTGTTCAGGTAGTCGCCCTTCTGGTTTGXTCTCTGTGGGGCAGTTGGTGGGGGCTGGG 

GGAAGAGGCTGGCAGAAGTTACCCTGGATAGGGAAGGGGGAGGAGGGGACTTTTAGAGCCAGCAGGCCCCACTGT 

ATTATGTATATATTTTTCAAGGTCTGTTTTTCTAACTGAAAAGCTAAGGGCTTGATTCCTAGCCCCGTTCTGTGG 

GGCACTGGGTGATACTCAGTTTCTTGTTCCTGGCCGTGGAGAGGGGCCTGGGGCACTGGTTCCGGCTGTGTCTGG 

TGGTCCGGCTGCAGGGAAGGGGCAAGAAGGCGGGCAGGCCTTCACTGCAGCACTGAGCCTCAAATCCGCTCTGGA 
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FIGURE 787B 

GCATGAGGCTGGATGCAGTGGTGGTGAGGCCGCCCCGCTCCATCCCGAGGCAGCCAGGCTTTGTTTTGCGCTCTC 
CTGTCACAAATGCTGCACTATXGGTTCTTAAGTTTTTTATCTCCAGATCCTAATTTATGCCTATGCAAAAAATAA 
ATGACGCCCAAGAGCTG 
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FIGURE 788 

AGTTCTCACTGAGACCTGTCACCCCGACTCAACGTGAGACGCACCGCCCGGACTCACCATGCGTGAATGCATCTC 
AGTCCACGTGGGGCAGGCAGGTGTCCAGATGGGCAATGCCTGCTGGGAGCTCTATTGCTTGGAACATGGGATTCA 
GCCTGATGGGCAGATGCCCAGTGACAAGACCATTGGTGGAGGGGACGACTCCTTCACCACCTTCTTCTGTGAAAC 
TGGTGCTGGAAAACACGTACCCCGGGCAGTTTTTGTGGATCTGGAGCCTACGGTCATTGATGAGATCCGAAATGG 
CCCATACCGACAGCTCTTCCACCCAGAGCAGCTCATCACTGGGAAAGAGGATGCTGCCAACAACTATGCCCGTGG 
TCACTATACCATTGGCAAGGAGATCATTGACCCAGTGCTGGATCGGATCCGCAAGCTGTCTGACCAGTGCACAGG 
ACTTCAGGGCTTCCTGGTGTTCCACAGCTTTGGTGGGGGCACTGGCTCTGGCTTCACCTCACTCCTGATGGAGCG 
GCTCTCTGTTGACTATGGCAAGAAATCCAAGCTGGAATTCTCCATCTACCCAGCCCCCCAGGTGTCTACAGCCGT 
GGTCGAGCCCTACAACTCTATCCTGACCACCCACACCACCCTGGAGCACTCAGACTGTGCCTTCATGGTGGACAA 
CGAAGCAATCTATGACATCTGCCGCCGCAACCTAGACATCGAGCGCCCAACCTACACCAACCTCAATCGCCTCAT 
TAGCCAAATTGTCTCCTCCATCACAGCTTCTCTGCGCTTTGACGGGGCCCTCAATGTGGACCTGACAGAGTTCCA 
GACCAACCTGGTGCCCTACCCTCGCATCCACTTCCCCCTGGCCACCTATGCACCAGTCArCTCTGCAGAAAAGGC 
ATACCACGAGCAGCTGTCGGTGGCAGAGATCACCAATGCCTGCTTTGAGCCTGCCAACCAGATGGTAAAGTGTGA 
TCCCCGGCACGGCAAGTACATGGCCTGCTGCCTGCTGTACCGTGGAGATGTGGTGCCCAAGGATGTCAACGCTGC 
CATTGCCGCCATCAAGACCAAGCGCAGCATTCAGTTTGTGGACTGGTGCCCCACAGGCTTCAAGGTTGGTATCAA 
CTACCAGCCTCCCACTGTGGTGCCTGGGGGTGACCTGGCCAAGGTGCAGCGTGCCGTGTGCATGCTGAGCAACAC 
GACCGCCATCGCCGAGGCCTGGGCCCGCCTGGACCACAAGTTCGACCTGATGTATGCCAAGAGGGCGTTTGTGCA 
CTGGTATGTGGGTGAGGGCATGGAGGAGGGTGAGTTCTCCGAGGCCCGTGAGGATATGGCTGCCCTGGAGAAGGA 
TTATGAGGAGGTGGGCATCGACTCCTATGAGGACGAGGATGAGGGAGAAGAATAAAGCAGCTGCCTGGAGCCTAT 
TCACTATGTTTATTGCAAAATCCTTTCGAAATAAACAGTTTCCTTGCACGGTTAAAAAAAAAAAAAAAAAAAAAA 
AAAAAAAAAAAAAA 
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FIGURE 789 

MRECISVHVGQAGVQMGNACWELYCLEHGIQPDGQMPSDKTIGGGDDSFTTFFCETGAGKHVPRAVFVDLEPTVI 
DEIRNGPYRQLFHPEQLITGKEDAANNYARGHYTIGKEIIDPVLDRIRKLSDQCTGLQGFLVFHSFGGGTGSGFT 
SLLMERLSVDYGKKSKLEFSIYPAPQVSTAWEPYNSILTTHTTLEHSDCAFMVDNEAIYDICRRNLDIERPTYT 
NLNRLISQIVSSITASLRFDGALNVDLTEFQTNLVPYPRIHFPLATYAPVISAEKAYHEQLSVAEITNACFEPAN 
QMVKCDPRHGKYMACCLLYRGDWPKDVNAAIAAIKTKRSIQFVDWCPTGFKVGINYQPPTWPGGDLAKVQRAV 
CMLSNTTAIAEAWARLDHKFDLMYAKRAFVHWYVGEGMEEGEFSEAREDMAALEKDYEEVGIDSYEDEDEGEE 
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FIGURE 790 

GACCGAAGCAAGAGCTGGTTCAGGTGGCAGCCACAGCAGCCTCAGGGACCTCAGCAACTATQ3CCTCCTGCCCAG 

ACTCTGATAATAGCTGGGTGCTTGCTGGCTCCGAGAGCCTGCCAGTGGAGACACTGGGCCCGGCATCCAGGATGG 

ACCCAGAATCTGAGAGAGCCCTGCAGGCCCCTCACAGCCCCTCCAAGACAGATGGGAAAGAATTAGCTGGGACCA 

TGGATGGAGAAGGGACGCTCTTCCAGACTGAAAGCCCTCAGTCTGGCAGCATTCTAACAGAGGAGACTGAGGTCA 

AGGGCACCCTGGAAGGTGATGTTTGTGGTGTGGAGCCTCCTGGCCCAGGAGACACAGTAGTCCAGGGAGACCTGC 

AGGAGACCACCGTGGTGACAGGCCTGGGACCAGACACACAGGACCTGGAAGGCCAGAGCCCTCCACAGAGCCTGC 

CTTCAACCCCCAAAGCAGCTTGGATCAGGGAGGAGGGCCGCTGCTCCAGCAGTGACGATGACACCGACGTGGACA 

TGGAGGGTCTGCGGAGACGGCGGGGCCGGGAGGCCGGCCCACCTCAGCCCAXGGTGCCCCTGGCTGTGGAGAACC 

AGGCTGGGGGTGAGGGTGCAGGCGGGGAGCTGGGCATCTCCCTCAACATGTGCCICCTTGGGGCCCTGGTTCTGC 

TTGGCCTGGGGGTCCTCCTCTTCTCAGGTGGCCTCTCAGAGTCTGAGACTGGGCCCATGGAGGAAGTGGAGCGGC 

AGGTCCTCCCAGACCCCGAGGTGCTGGAAGCTGTGGGGGACAGGCAGGATGGGCTAAGGGAACAGCTGCAGGCCC 

CAGTGCCTCCTGACAGTGXCCCCAGCCTGCAAAACATGGGTCTTCTGCTGGACAAGCTGGCCAAGGAGAACCAGG 

ACATCCGGCTGCTGCAGGCCCAGCTGCAGGCCCAAAAGGAAGAGCTTCAGAGCCTGATGCACCAGCCCAAAGGGC 

TAGAGGAGGAGAATGCCCAGCTCCGGGGGGCTCTGCAGCAGGGCGAAGCCTXCCAGCGGGCTCTGGAGTCAGAGC 

TGCAGCAGCTGCGGGCCCGGCTCCAGGGGCTGGAGGCCGACXGTGTCCGGGGCCCAGATGGGGTGTGCCTCAGTG 

GGGGXAGAGGCCCACAGGGXGACAAGGCCAICAGGGAGCAAGGCCCCAGGGAGCAGGAGCCAGAACICAGCTICC 

IGAAGCAGAAGGAACAGCIGGAGGCXGAGGCACAGGCAXIAAGGCAAGAGXXAGAGAGGCAGCGACGGCXGCTGG 

GGXCXGIACAGCAGGAICXGGAGAGGAGCXIGCAGGAXGCCAGCCGCGGGGACCCAGCXCAIGCXGGCIIGGCXG 

AGCTGGGCCACAGAXXGGCCCAGAAACXGCAGGGCCXGGAGAACXGGGGCCAGGACCCXGGGGXCXCXGCCAAIG 

CCTCAAAGGCCTGGCACCAGAAGTCCCACTXCCAGAATTCTAGGGAGTGGAGTGGAAAGGAAAAGTGGTGGGATG 

GGCAGAGAGACCGGAAGGCXGAGCACXGGAAACAIAAGAAGGAAGAAICXGGCCGGGAAAGGAAGAAGAACXGGG 

GAGGICAGGAGGACAGGGAGCCAGCAGGAAGGXGGAAGGAGGGCAGGCCAAGGGIGGAGGAGICGGGGAGCAAGA 

AGGAGGGCAAGCGACAGGGCCCGAAGGAACCCCCAAGGAAAAGIGGIAGCXICCACXCCXCXGGAGAAAAGCAGA 

AGCAACCICGGXGGAGGGAAGGGACIAAGGACAGCCAXGACCCCCTGCCAXCCIGGGCAGAGCXGIXGAGGCCCA 

AGIACCGGGCACCCCAGGGCIGCICAGGXGXGGACGAGXGXGCCCGGCAGGAGGGCCXGACIIXCXIIGGCACAG 

AGCXAGCCCCAGXGCGGCAACAGGAGCXGGCCICICXGCIAAGAACAXACXXGGCACGGCXGCCCXGGGCXGGGC 

AGCXGACCAAGGAGCXACCCCXCICACCXGCXITCXXXGGXGAGGAXGGCAXCIICCGXCAIGACCGCCICCGCI 

ICCGGGAIXXIGXGGATGCCCXGGAGGACAGCXXGGAGGAGGXGGCIGXGCAACAGACAGGIGAXGAXGAXGAAG 

IAGAXGACIIXGAGGACXICAXCXICAGCCACITCXXIGGAGACAAAGCACXGAAGAAGAGGXCAGGGAAGAAGG 

ACAAGCACTCACAGAGCCCAAGAGCTGCGGGGCCCAGGGAGGGGCACAGCCATAGCCACCACCACCACCACCGGG 

GCTGACACCCTGCCCCACAGGGAATGGCCTTGGCCTGGCCCAGCCCAAGATCCCAGCGTTATCTAACTCCTGGAG 

GGTGGACTCTGTCCTGGCTTGTTXGGTGTCCTCAGATATCTTTCACACAGTAGAGCAAAATCACCAGCCCTGCAC 

XGAXGXCACIITAIGXAGAAAAAGGCCXXAGCXGGACCXGCGXIGCCGXCXAXGCAAAXGCAXGCAAAXACICCA 

GGCCCIGGGAXGXGGGCXIGIGXIIIGICACXGXGAAGGGGGAGATGGGAGAGGAGCCIGXXIIGGGGXGGGGXC 

TGGGGAAGGCAATCTGATTCTGAAGCTAAAGAGCTTrCATCCTCTTGAGTGTATGTCCCCATAGTGGGCCCCTTG 

ACCCACATGCTGACCGGTGCCTTGGGATTTGACTAGAGTTGCTGGCTCGAGGCCCAGCACGAGGACTXACCCTGG 

GGTTTTGTXAGGTTTGGAAGCAGCTGTCCCTAGGGGGTGAAGTCCCCCCCCTTTTTTTTTTTACCCCTGCTXCTC 

CCACGGCIICACCICCCIAXGXGAACIGXAGACXCAGAXCCCAAXAAAGIGCIGIIGCAGCXAIGAXGCIAGGXG 

GTrTCTAAGCACAGGGGACACCCCACACCCCCTGCCTGAATGGATGGGTCCATCCCAGGCACTGGTACTTGCCCC 

CTTGTTCXGTATCCCCCTTTGCCCTTGCCTTGCCCTTCCAACAAACCCTAGGCCCTTGAGAAGCTGATACTTCTC 

CTTTTGCTCACAGCTGCCTTGGCCCCACCCCTGGGAGATGTAGCAAATTGAGTGTGGGTTTTGGAGTCTGAGCCT 

CAGGCTCAAATCCAGGCCAAGTGATCTTGGGCAAGTTAATCTCTGGGAACTTTGGGTTTCTTATCCTCAAAAAAG 

GCGATGGAAGGGCTGGGGAAGTGATTAAATAAAAGCAACGCAAGAAAAAAAAAAAAAAAAAAA 
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FIGURE 791 

MASCPDSDNSWVLAGSESLPVETLGPASRMDPESERALQAPHSPSKTDGKELAGTMDGEGTLFQTESPQSGSILT 
EETEVKGTLEGDVCGVEPPGPGDTWQGDLQETTWTGLGPDTQDLEGQSPPQSLPSTPKAAWIREEGRCSSSDD 
DTDVDMEGLRRRRGREAGPPQPMVPLAVENQAGGEGAGGELGISLNMCLLGALVLLGLGVLLFSGGLSESETGPM 
EEVERQVLPDPEVLEAVGDRQDGLREQLQAPVPPDSVPSLQNMGLLLDKLAKENQDIRLLQAQLQAQKEELQSLM 
HQPKGLEEENAQLRGALQQGEAFQRALESELQQLRARLQGLEADCVRGPDGVCLSGGRGPQGDKAIREQGPREQE 
PELSFLKQKEQLEAEAQALRQELERQRRLLGSVQQDLERSLQDASRGDPAHAGLAELGHRLAQKLQGLENWGQDP 
GVSANASBCAWHQKSHFQNSREWSGKEKWWDGQRDRKAEHWKHKKEESGRERKKNWGGQEDREPAGRWKEGRPRVE 
ESGSKKEGKRQGPKEPPRKSGSFHSSGEKQKQPRWREGTKDSHDPLPSWAELLRPKYRAPQGCSGVDECARQEGL 
TFFGTELAPVRQQELASLLRTYLARLPWAGQLTKELPLSPAFFGEDGIFRHDRLRFRDFVDALEDSLEEVAVQQT 
GDDDEVDDFEDFIFSHFFGDKALKKRSGKKDKHSQSPRAAGPREGHSHSHHHHHRG 
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FIGURE 792 

CTCTTCTCACATCAGCGGGTCCAGGCCCAACCGACAGACTATGGGGGCTCCTTCACCAGGCGCTGCGTGGAGTGG 
CTGCrGGGCCTCTACTTCCTCAGCCACATCCCCATCACCCTGTTCATGGACCTGCAGGCGGTCGTGCCGCGCGAG 
CTCTACCCAGTCGAGTTTAGAAACCTGCTGAAGTGGTATGCTAAGGAGTTCAAAGACCCACTGCTACAGGAGCCC 
CCAGCCTGGTTTAAGTCCTTTCTGTTTTGCGAGCTTGTGTTTCAGCTGCCTTTCTTTCCCATTGCAACGTATGCC 
TTCCTCAAAGGAAGCTGCAAGTGGATTCGAACTCCTGCAATCATCTACTCTGTTCACACCATGACAACCTTAATT 
CTGATACTCTCCACATTTCTGTTTGAGGATTTCTCCAAAGCCAGTGGTTTCAAGGGACAAAGACCTGAGACTTTG 
CATGAACGGTTAACCCTTGTGTCTGTCTATGCCCCCTACTTACTCATCCCATTCATACTTTTAATTTTCATGTTG 
CGGAGCCCCTACTACAAGTATGAAGAGAAAAGAAAAAAAAAATGAAGGAAACAACCACTGGCCCAGGGTAGAGAT 
GCCTACAGGGTGGTTGCTTGTTGGATACATACAGGAACACTGCTCAGAACCCACGTCTTCAGCAGCATTTGAAAC 
ACTGGCAGCAATGCACAAGAGCAAGATGGTGTCAGGAACCATGTCAAACCCTCACCTTCTTCCATTTTTTTTTTT 
TTTTTGAGACAGTCTCACTCTGTTGCCAGGCTGGAGTAAAGGGCAGTGGCATGATCTCGGCTCACTGCAACCTCC 
GCCTCCTGGGCTCAAGCCATCTTCCTTAGCCTCCCAAGTAGCTAGAACTACAGGTGTGTACCAACACGTATGGCT 
AATTTGTTTTGTTTTTTTTGTGTGTGTGGAGACAGGGTTTTGCCATGTTGCCCAGGTTGGTCTCGAACGCCTAGG 
CTCAAGTGATCTGCCCACCTCAGTCTCCCTAAGTGCTGGGATTACAGACGTGAACCACTGGGCCCAGCCCAAACC 
TTCACCTTCTAAGGGCACTGGGATGAACAGACCGATCGGCTTGAGGGTGGGCAAAGGGGTGTGGGCTAGGTTATA 
AGGAAGTGGTACCAAATAACTGTGTTGCCTGAGTTCCACCGCAAGATTACTAAAAGCAGGACCAGACCAGAAACT 
GCTAAAGAACATGGCCTGTTTGACATGTTCATGAGTCACCTGACCCACAGCATATATGCTTATGACTAAACCCTC 
CACTCCTGATTCTCAAGAGTGTATCACCTGTCAGCAAAATGAATAGTGGGATATTTTGGGCCATTTTAAATGTGA 
AATTTTGCCTCTTTAATGTTAATTCAAAACTATATCAATGTTTTCTTGTTCCCACCTCTAACCCAAGGAAAAAAG 
AGAAAACATACTATGCAAAGGAAGTTTAAACTTAAGTTTTCCTTAAGGGTCAGCCCAACAATGACTTTCAGTCAA 
ATGGATTAAACTGGAAAATGTTTTTGTTTCTGTTGTAAACAGATCATCCTAGGCGAAAGTTTTTTTTGTTTGTTT 
GCTTTTAAATTAGTTTATTTCTAAATCTTAGTCTTCCACATTTCTAGAGGCCACCTGACACAAGTCCCTGTATCT 
GAAGTCTAGCATCTCAAGGCTGATCTGGAAGTGTGCTAGTATGCTCCCTAGTGGATAACTTAATCTTTTAATACA 
GTTCCGTCATTCCCATCTTGTTTTCAGAAGAGAAGGTGGCTACAGCCAGGCATAACTTATCCACTGTGTGCATAG 
AGGGTCTCTTCACGTTGATGCTTGGCATTCCATCAGCTTTCTCTAAGTCTTTGCTCAAGTTCAAGGTTAAAATGA 
TGTTAGACAACAGGTCCCAGTCAGTCCCCTCTATTTTCACCCATTTTGCTCACAAGCCATATTGGCCCGATTAGT 
GGTACTGTCTGACTCACGTGTGTGATCCAAATAAAGGTAGCTGCCGGGAATT 
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FIGURE 793 

CTCTTCTCACATCAGCGGGTCCAGGCCCAACCGACAGACTATGGGGGCTCCTTCACCAGGCGCTGCGTGGAGTGG 
CTGCTGGGCCTCTACTTCCTCAGCCACATCCCCATCACCCTGTTCATGGACCTGCAGGCGGTCGTGCCGCGCGAG 
CTCTACCCAGTCGAGTTTAGAAACCTGCTGAAGTGGTATGCTAAGGAGTTCAAAGACCCACTGCTACAGGAGCCC 
CCAGCCTGGTTTAAGTCCTTTCTGTTTTGCGAGCTTGTGTTTCAGCTGCCTTTCTTTCCCATTGCAACGTATGCC 
TTCCTCAAAGGAAGCTGCAAGTGGATTCGAACTCCTGCAATCATCTACTCTGTTCACACCATGACAACCTTAATT 
CTGATACTCTCCACATTTCTGTTTGAGGATTTCTCCAAAGCCAGTGGTTTCAAGGGACAAAGACCTGAGACTTTG 
CATGAACGGTTAACCCTTGTGTCTGTCTATGCCCCCTACTTACTCATCCCATTCATACTTTTAATTTTCATGTTG 
CGGAGCCCCTACTACAAGTATGAAGAGAAAAGAAAAAAAAAATGM.GGAAACAACCACTGGCCCAGGGTAGAGAT 
GCCTACAGGGTGGTTGCTTGTXGGATACATACAGGAACACTGCTCAGAACCCACGTCTTCAGCAGCATTTGAAAC 
ACTGGCAGCAATGCACAAGAGCAAGATGGTGTCAGGAACCATGTCAAACCCTCACCTTCTTCCATTTTTTTTTTT 
TTTTTGAGACAGTCTCACTCTGTTGCCAGGCTGGAGTAAAGGGCAGTGGCATGATCTCGGCTCACTGCAACCTCC 
GCCTCCTGGGCTCAAGCCATCTTCCXTAGCCTCCCAAGTAGCTAGAACTACAGGTGTGTACCAACACGTATGGCT 
AATTTGTTTTGTTTTTTTTGTGTGTGTGGAGACAGGGTTTTGCCATGTTGCCCAGGTTGGTCTCGAACGCCTAGG 
CTCAAGTGATCTGCCCACCTCAGTCTCCCTAAGTGCTGGGATTACAGACGTGAACCACTGGGCCCAGCCCAAACC 
TTCACCTTCTAAGGGCACTGGGATGAACAGACCGATCGGCTTGAGGGTGGGCAAAGGGGTGTGGGCTAGGTTATA 
AGGAAGTGGTACCAAATAACTGTGTTGCCTGAGTTCCACCGCAAGATTACTAAAAGCAGGACCAGACCAGAAACT 
GCTAAAGAACATGGCCTGTTTGACATGTTCATGAGTCACCTGACCCACAGCATATATGCTTATGACTAAACCCTC 
CACTCCTGATTCTCAAGAGTGTATCACCTGTCAGCAAAATGAATAGTGGGATATTTTGGGCCATTTTAAATGTGA 
AATTTTGCCTCTTTAATGTTAATTCAAAACTATATCAATGTTTTCTTGTTCCCACCTCTAACCCAAGGAAAAAAG 
AGAAAACATACTATGCAAAGGAAGTTTAAACTTAAGTTTTCCTTAAGGGTCAGCCCAACAATGACTTTCAGTCAA 
ATGGATTAAACTGGAAAATGTTT.TTGTTTCTGTTGTAAACAGATCATCCTAGGCGAAAGTTTTTTTTGTTTGTTT 
GCTTTTAAATTAGTTTATTTCTAAATCTTAGTCTTCCACATTTCTAGAGGCCACCTGACACAAGTCCCTGTATCT 
GAAGTCTAGCATCTCAAGGCTGATCTGGAAGTGTGCTAGTATGCTCCCTAGTGGATAACTTAATCTTTTAATACA 
GTTCCGTCATTCCCATCTTGTTTTCAGAAGAGAAGGTGGCTACAGCCAGGCATAACTTATCCACTGTGTGCATAG 
AGGGTCTCTTCACGTTGATGCTTGGCATTCCATCAGCTTTCTCTAAGTCTTTGCTCAAGTTCAAGGTTAAAATGA 
TGTTAGACAACAGGTCCCAGTCAGTCCCCTCTATTTTCACCCATTTTGCTCACAAGCCATATTGGCCCGATTAGT 
GGTACTGTCTGACTCACGTGTGTGATCCAAATAAAGGTAGCTGCCGGGAATT 
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FIGURE 794 

LFSHQRVQAQPTDYGGSFTRRCVEWLLGLYFLSHIPITLFMDLQAWPRELYPVEFRNLLKWYAKEFKDPLLQEP 
PAWFKSFLFCELVFQLPFFPIATYAFLKGSCKWIRTPAIIYSVHTMTTLILILSTFLFEDFSKASGFKGQRPETL 
HERL TLVS VYAP YLL I P F I LL I FMLRSP YYK YEEKRKKK 
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FIGURE 795 

ATGTGGCTTCATCGAGTATTCCTTTGTGAATTCCTGGATGAAATTTTCAAGGCAAACAGGAAAAGCACTGAAATT 
GCTGAATGGTGGCGAACGGAGCCACGAGGGAAGGGAGCGCCGCCGGCAGCTGCCGGGACACCAGGATACCACGCG 
GCCAGCACCGAAACGCTAGGCTCGCGCTCACAACCGCAATCTACACTGAGTAGCCGCGCGCCGAACGGCGTGACT 
AAGCCCCGCCCACACGGCGCTCCTGGCGGCCAATGGAAATGGCTTACGAGACGCCTTCTCCACGCGCTATACTTA 
TACGGACCAATGGGTGCGCCCTGTGGGGAGTGCCGCCCCCTGTCCACGAGCCTCCTCTTCTCGCCAGCCAATGGA 
AGCGGTCTGCCTAGCCCTCGCGGGGGCAAGGCGGCGACCGAGGCGCGTGGGTCTGGGAAGGCGCGCGGATTTGGC 
CTCTTCTCACATCAGCGGGTCCAGGCCCAACCGACAGACTATGGGGGCTCCTTCACCAGGCGCTGCGTGGAGTGG 
CTGCTGGGCCTCTACTTCCTCAGCCACATCCCCATCACCCTGTTCATGGACCTGCAGGCGGTCGTGCCGCGCGAG 
CTCTACCCAGTCGAGTTTAGAAACCTGCTGAAGTGGTATGCTAAGGAGTTCAAAGACCCACTGCTACAGGAGCCC 
CCAGCCTGGTTTAAGTCCTTTCTGTTTTGCGAGCTTGTGTTTCAGCTGCCTTTCTTTCCCATTGCAACGTATGCC 
TTCCTCAAAGGAAGCTGCAAGTGGATTCGAACTCCTGCAATCATCTACTCTGTTCACACCATGACAACCTTAATT 
CTGATACTCTCCACATTTCTGTTTGAGGATTTCTCCAAAGCCAGTGGTTTCAAGGGACAAAGACCTGAGACTTTG 
CATGAACGGTTAACCCTTGTGTCTGTCTATGCCCCCTACTTACTCATCCCATTCATACTTTTAATTTTCATGTTG 
CGGAGCCCCTACTACAAGTATGAAGAGAAAAGAAAAAAAAAATGAAGGAAACAACCACTGGCCCAGGGTAGAGAT 
GCCTACAGGGTGGTTGCTTGTTGGATACATACAGGAACACTGCTCAGAACCCACGTCTTCAGCAGCATXTGAAAC 
ACTGGCAGCAATGCACAAGAGCAAGATGGTGTCAGGAACCATGTCAAACCCTCACCTTCTTCCATTTTTTTTTTT 
TTTTTGAGACAGTCTCACTCTGTTGCCAGGCTGGAGTAAAGGGCAGTGGCATGATCTCGGCTCACTGCAACCTCC 
GCCTCCTGGGCTCAAGCCATCTTCCTTAGCCTCCCAAGTAGCTAGAACTACAGGTGTGTACCAACACGTATGGCT 
AATTTGTTTTGTTTTTTTTGTGTGTGTGGAGACAGGGTTTTGCCATGTTGCCCAGGTTGGTCTCGAACGCCTAGG 
CTCAAGTGATCTGCCCACCTCAGTCTCCCTAAGTGCTGGGATTACAGACGTGAACCACTGGGCCCAGCCCAAACC 
TTCACCTTCTAAGGGCACTGGGATGAACAGACCGATCGGCTTGAGGGTGGGCAAAGGGGTGTGGGCTAGGTTATA 
AGGAAGTGGTACCAAATAACTGTGTTGCCTGAGTTCCACCGCAAGATTACTAAAAGCAGGACCAGACCAGAAACT 
GCTAAAGAACATGGCCTGTTTGACATGTTCATGAGTCACCTGACCCACAGCATATATGCTTATGACTAAACCCTC 
CACTCCTGATTCTCAAGAGTGTATCACCTGTCAGCAAAATGAATAGTGGGATATTTTGGGCCATTTTAAATGTGA 
AATTTTGCCTCTTTAATGTTAATTCAAAACTATATCAATGTTTTCTTGTTCCCACCTCTAACCCAAGGAAAAAAG 
AGAAAACATACTATGCAAAGGAAGTTTAAACTTAAGTTTTCCTTAAGGGTCAGCCCAACAATGACTTTCAGTCAA 
ATGGATTAAACTGGAAAATGTTTTTGTTTCTGTTGTAAACAGATCATCCTAGGCGAAAGTTTTTTTTGTTTGTTT 
GCTTTTAAATTAGTTrATTTCTAAATCTTAGTCTTCCACATTTCTAGAGGCCACCTGACACAAGTCCCTGTATCT 
GAAGTCTAGCATCTCAAGGCTGATCTGGAAGTGTGCTAGTATGCTCCCTAGTGGATAACTTAATCTTTTAATACA 
GTTCCGTCATTCCCATCTTGTTTTCAGAAGAGAAGGTGGCTACAGCCAGGCATAACTTATCCACTGTGTGCATAG 
AGGGTCTCTTCACGTTGATGCTTGGCATTCCATCAGCTTTCTCTAAGTCTTTGCTCAAGTTCAAGGTTAAAATGA 
TGTTAGACAACAGGTCCCAGTCAGTCCCCTCTATTTTCACCCATTTTGCTCACAAGCCATATTGGCCCGATTAGX 
GGTACTGTCTGACTCACGTGTGTGATCCAAATAAAGGTAGCTGCCGGGAATT 
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FIGURE 796 

MWLHRWLCEFLDEIFICANRKSTEIAEWWRTEPRGKGAPPAAAGTPGYHAASTETLGSRSQPQSTLSSRAPNGVT 
KPRPHGAPGGQWKWLTRRLLHALYLYGPMGAPCGECRPLSTSLLFSPANGSGLPSPRGGKAATEARGSGKARGFG 
LFSHQRVQAQPTDYGGSFTRRCVEWLLGLYFLSHIPITLF^LQAWPRELYPVEFRNLLKWYAKEFKDPLLQEP 
PAWFKSFLFCELVFQLPFFPIATYAFLKGSCKWIRTPAIIYSVHTMTTLILILSTFLFEDFSKASGFKGQRPETL 
HERLTLVS VYAP YLL I PF ILL I FMLRS P Y YKYEEKRKKK 
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FIGURE 797 

GGCTTACAGGAGGGCAGCTCTGCAGTTGGGAGGGGCACCGTCCGGAGGAGACCAGGCCTCTACACACCCCCCACT 

CTACTTATCATCCCTGCTCACACACCCTTGTCCAAGGCTTTATGCATCGGATTTATTTTTCCAAATCAAGAGGAC 

AGTGATAGATGCATTTTCCCCAGGCTGTCTCAGAAAGGTCGCTAAATGTATACTGTTGTCAGAATTGCTGAGATC 

TCCCCCCACTTTTGGTTTTTGCAGCAGTAAAAACTCTTTCCACTGTGACTTATTTTCTCTCTCAGGCAGCCAGCC 

ACCTGGTCCCTTGTGCTGACTCTAGCACAGTGGCCAGGATCCAATACGAGTCCAGGGGTGACCGCAGGATGGTGG 

GGGCAGCGGGCTTCTCCACCTACCCCAGCCACCAAGGCCCTGACGCACTGCCTCCTGCACCTTCAGCACATCCCT 

GTGCACAGCTGGAAGGGTGCATGGCCCGCTCACCTTTGTTCAGATGGGTGGAAACGCTGATGATACCAGCTCCTC 

CCTGCCGTGCCCCTGCCACGGAGCAGGCATTGTGAACTGGCTGGTGTTTGCAGTCCCACGTGGCATGGCCTCCAG 

CCCAACCCACAGTGGAGACTGGAGACAGGGCAATGAGTCTGGTCGGGGGCACGTGGACATGCCCCATAGGGGCCC 

CACCCAGACTTAACAGGCAAGGTCCTGGGCATTGCGCGACGCAGGACTCAATGCTAAAGCAAGCCTGCCTGGCTC 

TGTGCCAGGGCCCCTCTTCTGATTTACACATCCCATTTTTACACAGACCCTTCCTTCTTAATAAAGGCTGACAGT 

TCTGTTGGCAGCCAAGAACCCACACCATGAAGACAGGGAGTGAGGGGCCTTTGTGCCCAACTCCAGCACAGCTGC 

GTTCTGGGGTGTGTGAGAGGCATGTTCGTGTCTGTGCGCTGGTGGTCTCGTGAGACAGTTCCGAGGACGGGGAAA 

TTGCAGGGTGGTGGGGGCGTGAGGCTTATATGTGGAACTGATGCAGAGTTCGCCTGCAGACGGATCTGGATATAC 

ACTAXGTATAATTGTTACGTGTAATTTAAAATATATCTGrTTGCCATCGTCAXGAGAAGATTATATGTAAGGCTC 

TGAAGGGAGAGGGAGATGTACATTCTGCCAGGCTCCTGGGGACCTTATCCGAGTCMffiVAATTGATGACTGTTGA 

TCCAGTGGTGCAAGAAGCTACACTCCATGTGTCATCACGCTTATGACTCCTAATGTATTTTTAAGGCAAAAAATG 

TCAGCCGACTCCATCTTCACCCCTCGATTCCTCGAGTCCAGCCTTTCTGTGCCAGTGCTTCACTGAGCCACAACG 

CTCTCGCCATCGGGACCCGGCTGGGCCTGGAGTCTCGGGGCACAGTTGCCATGGAGCCCTCCTGGGTCATTCTAC 

AAATGTGCTGAGTGCCAGCTGAAAACCCCACAGGAGATGGAGTACCTTGGCCAAGCTTAAAGAGAAGATTTTCTC 

AGGGTATTTATTAGTGTGTCCAGCAGGGTCAGGAAGCAGGATGGAAAGATGCATTCAGACTGTTAATTTATTAAC 

AAGGCAAATGATTTTGTGTTTCTTGATGACAGACTATTAAGTTTGGGACTTATTTTCCCATTTGAGAAGTTATAA 

TATATATTTAAGATGATAAGTTTCCTGCTTAAGTTGTGCCTTTCAGCTTCAATGAGTTTAAGGAGCACTAAGGGT 

AATGATACCAATGAGGGTTGGTTTATTATCAAACCTGAATAGCTGTGGTTTCTCCAGTAAATATTTTCTTCTACT 

GAACATGGAGCCATTATTAAGAGTTGTGTGTTTTTTATTATGTACATTTGTATATTTTTTTGCTTGTTTGATGTT 

CTATTTTTCTAATAGTTTTCTTTTAGTTTCTTAAAGTTGTGATACTAGATTTAGATTCTGATGCTAACTGCAAAT 

CAGGTTGGTCTCTGCTGGGTCTCTCCTGCTTTTATTTTACTTTAAGGACAAGTGTAGTTGTCGTCCACCACCTTT 

CAAAAAATGXGAAACTGCCCTGCCTCCCCTTTTTGCTGACAACACTGTGTACATTGACCACTTCCTACCATACTT 

XAXGXXGTAAAATCAAACXCTXXXGXGGTACATXAXCXCAXGCTXCTGCAAATXCGAATAAAXTCTATGGCXTCC 
AAAAAAAAAAAAAAA 
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FIGURE 798 

MKLMTVDP WQEATLHVS SRL 
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FIGURE 799 

GCGTCACCACAGAGGCAAGACAAGGGTCCATATCGCGGCATCCGGCTCCCGCCCGTCTTCAGGAGAGAAAGAAAA 
AATAAAATATACTTGGGGAAGTTGTACCTGCCAGAATTAGTAAGAGCTTTCTTTAAGAAGACATTTGTCAAACTC 
AACAAATTGAAGGTTAACACCTTAAGAGTTGTAGTTACTGACCAGAAATATGGACAGACTTCTTAGACTTGGAGG 
AGGTATGCCTGGACTGGGCCAGGGGCCACCTACAGATGCTCCTGCAGTGGACACAGCAGAACAAGTCTATATCTC 
TTCCCTGGCACTGTTAAAAATGTTAAAACATGGCCGTGCTGGAGTTCCAATGGAAGTTATGGGTTTGATGCTTGG 
AGAATTTGTTGATGATTATACCGTCAGAGTGATTGATGTGTTTGCTATGCCACAGTCAGGAACAGGTGTCAGTGT 
GGAGGCAGTTGATCCAGTGTTCCAAGCTAAAATGTTGGATATGTTGAAGCAGACAGGAAGGCCGGAGATGGTTGT 
TGGTTGGTATCACAGTCACCCTGGCTTTGGTTGTTGGCTTTCTGGTGTGGATATCAACACTCAGCAGAGCTTTGA 
AGCCTTGTCGGAGAGAGCTGTGGCAGTGGTTGTGGATCCCATTCAGAGTGTAAAAGGAAAGGTTGTTATTGATGC 
CTTCAGATTGATCAATGCTAATATGATGGTCTTAGGACATGAACCAAGACAAACAACTTCGAATCTGGGTCACTT 
AAACAAGCCATCTATCCAGGCATTAATTCATGGACTAAACAGACATTATTACTCCATTACTATTAACTATCGGAA 
AAATGAACTGGAACAGAAGATGTTGCTAAATTTGCATAAGAAGAGTTGGATGGAAGGTTTGACACTTCAGGACTA 
CAGTGAACATTGTAAACACAATGAATCAGTGGTAAAAGAGATGTTGGAATTAGCCAAGAATTACAATAAGGCTGT 
AGAAGAAGAAGATAAGATGACACCTGAACAGCTGGCAATAAAGAATGTTGGCAAGCAGGACCCCAAACGTCATTT 
GGAGGAACATGTGGATGTACTTATGACCTCAAATATTGTCCAGTGTTTAGCAGCTATGTTGGATACTGTCGTATT 
TAAATAA 
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FIGURE 800 

MDRLLRLGGGMPGLGQGPPTDAPAVDTAEQVYISSLALL^ 

PQSGTGVSVEAVDPVFQAKMLDMLKQTGRPEMWGWYHSHPGFGCWLSGVDINTQQSFEALSERA 
VKGKVVIDAFRLINANMMVLGHEPRQTTSNLGHLNKP S IQALIHGLNRHYYS I T INYRKNELEQKMLLNLHKKSW 
MEGLTLQDYSEHCKHNESWKEMLELAKNYNKAVEEEDKMTPEQLAIKNVGKQDPKRHLEEHVDVLMTSNIVQCL 
AAMLDTWFK 
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FIGURE 801A 

GGGGACATTTTGGATTAACCTTATGTAGGTTGCCAGCTAATGAATTGTAATTGATTTCAATCTTAGCTGATAAAT 

CTAATTGGTAATTTATAGAACAAATATTTGATAAGCTCCTATTAATTGTCACCCCACCAAGCGGACAGCTAACAT 

GAATTGCACTTCACTGCAGCTTTAGAGATCGGTTTAGGCTGAGACATTGCGCCTGCCTTAGGTTGCTGACTTCTT 

TATTTCAGAGCTCTGGAGACACCTAGTTTGAAAAATGTTATTCTGTTTTTTTGTGAGAACTTAGTAAACAAGAAA 

ATACTCTTGAGTGAAATGCAATGTATTTCTTTTGTAATCAGTGCATTTGAAAATTCAAGCCAGCATATTCCTAGT 

AGATGGAAGCAAAATTAAGTTGTCTTTGTAGAAAATGAAGAGCCTTTCTTCCAGCAAAAATCCCTGCTGTATGCA 

ATAGCCCTGATTAACCCTCTCCCTXCTGCATGTTTCCCATATTACAGACTTGAGACTGTCCTCATTCCCATATGT 

AATAGACATCCAAAGAATTTCAATTGCTTTGTTGAACTTTTACTAATGATCTTGTTTTTATTTTCTCTCTTGTTT 

TTGGTTTTTCACCATTGATATTGTATTTAGAAGGTTTCAGGTGGGTGAAACCTCCTATTCCATGCGTAAGGTGCC 

TCGCTGAAGGGAGCTCGAGGCCTGGATCTAGGGCAGACACACAACCTCCXCCTCCTCTTCCAGCAAGGAACGCAC 

CGAAAAGTCACATGATGAGAAATATGGTAACGGGTTTGTAACTGCCACAGCAAAACAATTTGCCTCCATGCCTGA 

ATCTTCTGTCTTGTGGCTTCAGAAACAGCTTAAAATAATTTTATTTACAAGCAAGTTATGTAAGAGAATGTTTTA 

TACTATAGCCACAATTCTGTCAAAGATAAGTAAAAGTTAATTGAXATTAAAAATTATTAGAGATAATTTACTTAG 

TAAAAGCTTCTAACTCTTCTTGTTGTTCATTTXTTTTCCTTTTTTCTTCTTTGTTTGGATTGCAGCATTCTGCTC 

IXCXGAIGAXGCGCIGXGACCCIGCAGIAGCGCAAAGGCXGCGCAGCGXXAAXGCGCAXXGCGIGCGAAXGAACC 

CCXGTGAACGGTTGACTAGATGAGTAATCTGATTGACTGGCTCCCTCAGTCCTATTCTGTAGCCTTTTTGGATAA 

AATTGGGTTTTAACATACCTCGAGTCCAACTAATCTCATTAAACAAATATTCTCCATGGGCCTGTCTAGTAGATT 

AATGGATCTGGTTGGCCGTTTGCTGCGTCTAGGGGTGTTCTATGTAGCGCAGCAGTTCGCAGCGATTGCGCAGTG 

CGATGCTGTTAGGTTGCGCAAGCGATGTTTGCGCTCGCATTACAGGGACCTCAACCTAGGTGCAATCCTGTCATG 

TGAGGTTTCAGCTXCAGTCCTCCTTGGGAGACGGGGCATTGTGAGAATGTAACTTAAAGCCTGGCTTTATGATAT 

CCTACTTGGCAGAAAGACATTTTTCTCCTCAGTAGCATAGTTTTGATGTTAGTGAGGAACATTGTTGAAGAGCAG 

CATTTCCCAAAATGTGTTTCATAGTATTCTAATAAAATGCCCAATGAAAGAAGAGTTCCATGGTCAACTAAGTTC 

AGGGAACCCTGTTACACTATTAAAGGCTTAGGGAAGTCCAGTAAAGAAACCTATTTTCCGAATTTATTTGATCAT 

GAACTCCTTTTTTTTCAGCCATACCTCTTAACACCTCATAGAACACACXTCCGGAAACAGXGGGGGTAGGAAAAC 

TCGGCCTCAAGTTGCGCCCTCTAGGTAGCACTTGAAAACATGACAAGGGCCCGTAGTTGTTTGGATAAGAGAACT 

CCAGCATAGAGCCTTATAGCAACTGACTTCCCAGTTAAGTCCCAGTGTAAGGGTTGGTCTTTGGTTGGCAGAACT 

GAACATGGTGGTTTGCACTTGGGTTCTGGTGGCGCAGGCGCAGGAGCAGCCAGCTGTGGCAGCGCATTAGTTTTG 

GCGCAAGCGAGCCTATGCTGCAGGGTCACTTTTGGCTGGTCAGAGAAGGAATAATGATATCACCTTCTTCCCCCC 

CTCCCCCCAATCTTTTTTTTTTCCCTTTACAAATTTTCCCCTTTCCCTTTACCTCCTTTCCCTCCCATCTTCTTT 

CATTAACCCCTCCTAAGGCATGTTATTTGAAAGCAATTGAGACGCAACCGAACTTTGCAGTAGCTTGGAGTAATC 

TTGGCTGTGTTTTCAATGCACAAGGGGAAATTTGGCTTGCAATTCAXCACTTTGAAAAGGCTGTCACCCTTGACC 

CAAACTTTCTGGATGCTTATATCAATTTAGGAAATGTCTTGAAAGAGGCACGCATTTTTGACAGAGCTGTGGCAG 

CTTATCTTCGTGCCCTAAGTTTGAGTCCAAATCACGCAGTGGTGCACGGCAACCTGGCTTGTGTATACTATGAGC 

AAGGCCTGATAGATCTGGCAAXAGACACCTACAGGCGGGCTATCGAACTACAACCACATTXCCCTGATGCTTACT 

GCAACCTAGCCAATGCTCTCAAAGAGAAGGGCAGTGTTGCTGAAGCAGAAGATTGTTATAATACAGCTCTCCGTC 

TGTGTCCCACCCATGCAGACTCTCXGAATAACCTAGCCAArATCAAACGAGAACAGGGAAACATTGAAGAGGCAG 

XXCGCXXGXAXCGIAAAGCAIIAGAAGICXXCCCAGAGIIXGCXGCIGCCCAIICAAAIXXAGCAAGIGIACXGC 

AGCAGCAGGGAAAACIGCAGGAAGCICXGAXGCAIXAXAAGGAGGCXAXXCGAAICAGXCCIACCXXIGCXGAXG 

CCIACICXAAXAIGGGAAACACXCXAAAGGAGAIGCAGGAIGIICAGGGAGCCIXGCAGXGIIAXACGCGXGCCA 

ICCAAAIXAAXCCIGCAXIXGCAGAIGCACAXAGCAAICIGGCIICCAIICAXAAGGAXXCAGGGAAXAIICCAG 

AAGCCAIAGCIXCXIACCGCACGGCICXGAAACXXAAGCCXGAXXIICCIGAXGCXXAIIGIAACTIGGCICAXX 

GCCIGCAGAXXGXCXGIGAXXGGACAGACIAXGAXGAGCGAAIGAAGAAGXIGGXCAGIAXXGXGGCIGACCAGX 

XAGAGAAGAAXAGGIIGCCXXCXGXGCAXCCXCAXCAXAGIAIGCXAIAICCICIXICICAIGGCIXCAGGAAGG 

CIAXIGCIGAGAGGCACGGCAACCXGIGCIIAGATAAGAXIAAIGXXCIICAXAAACCACCAXAXGAACAXCCAA 

AAGACXXGAAGCICAGXGAIGGICGGCIGCGXGXAGGAXAXGIGAGXXCCGACIIXGGGAAICAXCCIACIICIC 

ACCIIAIGCAGXCIAIICCAGGCAIGCACAAXCCIGAXAAAIIIGAGGXGIICXGXXAXGCCCXGAGCCCAGACG 

AIGGCACAAACIICCGAGIGAAGGXGAIGGCAGAAGCCAAICAIXICAXIGAICXXICXCAGAIICCAXGCAAXG 

GAAAAGCAGCTGATCGCATCCATCAGGATGGAATTCATATCCTTGTAAATATGAATGGCTATACTAAGGGCGCTC 
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FIGURE 801B 

GAAATGAGCTTTTTGCTCTCAGGCCAGCTCCTATTCAGGCAATGTGGCTGGGATACCCTGGGACGAGTGGTGCGC 
TTTTCATGGATTATATTATCACTGATCAGGAAACTTCGCCAGCTGAAGTTGCTGAGCAGTATTCCGAGAAATTGG 
CTTATATGCCCCACACTTTTTTTATTGGTGATCATGCTAATATGTTCCCTCACCTGAAGAAAAAAGCAGTCATCG 
ATTTTAAGTCCAATGGGCACATTTATGACAATCGGATAGTTCTGAATGGCATCGACCTCAAAGCATTTCTTGATA 
GTCTACCAGATGTGAAAATTGTCAAGATGAAGTGTCCTGATGGAGGAGACAATGCAGATAGCAGTAACACAGCTC 
TTAATATGCCTGTTATTCCTATGAATACTATTGCAGAAGCAGTTATTGAAATGATTAACCGAGGACAGATTCAAA 
TAACAATTAATGGATTCAGTATTAGCAATGGACTGGCAACTACTCAGATCAACAATAAGGCTGCAACTGGAGAGG 
AGGTTCCCCGTACCATTATTGTAACCACCCGTTCTCAGTACGGGTTACCAGAAGATGCCATCGTATACTGTAACT 
TTAATCAGTTGTATAAAATTGACCCTrCTACTTTGCAGATGTGGGCAAACATTCTGAAGCGTGTTCCCAATAGTG 
TACTCTGGCTGTTGCGTTTTCCAGCAGTAGGAGAACCTAATATTCAACAGTATGCACAAAACATGGGCCTGCCCC 
AGAACCGTATCATTTTTTCACCTGTTGCTCCTAAAGAGGAACACGTCAGGAGAGGCCAGCTGGCTGATGTCTGCT 
TGGACACTCCACTCTGTAATGGGCACACCACAGGGATGGATGTCCTCTGGGCAGGGACCCCCATGGTGACTATGC 
CAGGAGAGACTCTTGCTTCTCGAGTTGCAGCATCCCAGCTCACTTGCTTAGGTTGTCTTGAGCTTATTGCTAAAA 
ACAGACAAGAATATGAAGACATAGCTGTGAAGCTGGGAACTGATCTAGAATACCTGAAGAAAGTTCGTGGCAAAG 
TCTGGAAGCAAAGAATATCTAGCCCTCTGTTCAACACCAAACAATACACAATGGAACTAGAGCGGCTCTATCTAC 
AGATGTGGGAGCATTATGCAGCTGGCAACAAACCTGACCACATGATTAAGCCTGTTGAAGTCACTGAGTCAGCAT 
AAATAAAGACTGCACAGGAGAATTACCCCTAAAAAAAAAAAAAAAAAAGGGCGGCCGAGGGAACTAGATAACATA 
CTTCTTACTTGTCTGTACAGTACCTTGTTGCAGATGGGTGATATATAATGGTAATAGAATAGCACAGCCAGACTT 
GCTTCCTGCATGGTAGGGAGAGACACAAAAGATGGGAAACTGCTTTTCCACAAGGAATCTCCGTAGAATTTTGCG 
GCGACCAGATGGTGCATAGGTCTGGAAGGTCTGATCTCCCTTGGTCTTCCATGGGATGGTTAGTGTGGAGGGGAG 
ATATAGATTGTCCGGCCGCTTTGTGATTCCATGGATTGATTCAGTCTTCTGGATTTTTTTTTCTTTATATTTTGG 
GTACTGGAGCTTTTAAAAATGTTTGGTTTCAGGTATTTTTATTCATGTGAAGTGTATATGATTCTCTTGAGATAA 
GGTTTTAAGCTAAAATGTTACTCCCTGTTTTAGTTTCTGAACTCTGACAGATTGACAGGGACTTTGCTGGTGTAG 
TCTTTTTATAGGTTTTATAAACCACTTGAGCCTATATCAGTCGTTTTAGTGTCTGACCTAATATTTGGAGCTATC 
AGTGCTTTGTTGATTTAGATGATGACTCAAGATTTTTTCTGGTCCATTTCCCATTTCCTTTTCTTCCCTGACCCC 
CATACCCTCACCCTTAAAATTCTCCTGTAACTCAACTAACAAAATCAAGCCTGATTCAAAACATCCTAGGGTGTT 
TTAAACACACCATCTGGTGCCAAATGAAGATTTTTAGGAGTGATTACTAATTATCAAGGGCACAGTTGTGGTACT 
GTCATTGATAATAATATAGTTTTTTTTTTTTTCCTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA^ 
AATAAAAAAAAAAAAAAAAAAAAAAAAAAAAAC 
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FIGURE 802 

MLQGHFWLVREGIMISPSSPPPPNLFFFPLQIFPFPFTSFPSHLLSLTPPKACYLKAIETQPNFAVAWSNLGCVF 
NAQGEI WLAI HHFEKAVTLDPNFLDAY INLGNVLKEARI FDRAVAAYLRALSLSPNHAVVHGNLACVYYEQGL ID 
LAIDTYRRAIELQPHFPDAYCNLANALKEKGSVAEAEDCYNTALRLCPTHADSLNNLANIKREQGNIEEAVRLYR 
KALEVFPEFAAAHSNLASVLQQQGKLQEALMHYKEAIRISPTFADAYSNMGNTLKEMQDVQGALQCYTRAIQINP 
AFADAHSNLASIHKDSGNIPEAIASYRTALKLKPDFPDAYCNLAHCLQIVCDWTDYDERMKKLVSIVADQLEKNR 
LPSVHPHHSMLYPLSHGFRKAIAERHGNLCLDKINVLHKPPYEHPKDLKLSDGRLRVGYVSSDFGNHPTSHLMQS 
IPGMHNPDKFEVFCYALSPDDGTNFRVKVMAEANHFIDLSQIPCNGBCAADRIHQDGIHILVNMNGYTKGARNELF 
ALRPAPIQAMWLGYPGTSGALFMDYIITDQETSPAEVAEQYSEKLAYMPHTFFIGDHANMFPHLKKKAVIDFKSN 
GHIYDNRIVLNGIDLKAFLDSLPDVKIVKMKCPDGGDNADSSNTALNMPVIPMNTIAEAVIEMINRGQIQITING 
FSISNGLATTQINNKAATGEEVPRTIIVTTRSQYGLPEDAIVYCNFNQLYKIDPSTLQMWANILKRVPNSVLWLL 
RFPAVGEPNIQQYAQNMGLPQNRIIFSPVAPKEEHVRRGQLADVCLDTPLCNGHTTGMDVLWAGTPMVTMPGETL 

ASRVAASQLTCLGCLELIAKNRQEYEDIAVKLGTDLEYLKKVRGKVWKQRISSPLFNTKQYTMELERLYLQMWEH 
YAAGNKPDHMIKPVEVTESA 
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FIGURE 803 

GGAGGAGGAAGCAAGCGAGGGGGCTGGTTCCTGAGCTTCGCAATTCCTGrGTCGCCTTCTGGGCTCCCAGCCTGC 

CGGGTCGCATGATCCCTCCGGCCGGAGCTGGTTTTTTTGCCAGCCACCGCGAGGCCGGCTGAGTTACCGGCATCC 

CCGCAGCCACCTCCTCTCCCGACCTGTGATACAAAAGATCTTCCGGGGGCTGCACCTGCCTGCCTTTGCCTAAGG 

CGGATTTGAATCTCTTTCTCTCCCTTCAGAATCTTATCTTGGCTTTGGAXCTTAGAAGAGAATCACTAACCAGAG 

ACGAGACTCAGTGAGTGAGCAGGTGTTTTGGACAATGGACTGGTTGAGCCCATCCCTATTATAAAAATGTCTCAG 

AGCAACCGGGAGCTGGTGGTTGACTTTCTCTCCTACAAGCTTTCCCAGAAAGGATACAGCTGGAGTCAGTTTAGT 

GATGTGGAAGAGAACAGGACTGAGGCCCCAGAAGGGACTGAATCGGAGATGGAGACCCCCAGTGCCATCAATGGC 

AACCCATCCTGGCACCTGGCAGACAGCCCCGCGGTGAATGGAGCCACTGGCCACAGCAGCAGTTTGGATGCCCGG 

GAGGTGATCCCCATGGCAGCAGTAAAGCAAGCGCTGAGGGAGGCAGGCGACGAGTTTGAACTGCGGTACCGGCGG 

GCATTCAGTGACCTGACATCCCAGCTCCACATCACCCCAGGGACAGCATATCAGAGCTTTGAACAGGTAGTGAAT 

GAACTCTTCCGGGATGGGGTAAACTGGGGTCGCATTGTGGCCTTTTTCTCCTTCGGCGGGGCACTGTGCGTGGAA 

AGCGTAGACAAGGAGATGCAGGTATTGGTGAGTCGGATCGCAGCTTGGATGGCCACTTACCTGAATGACCACCTA 

GAGCCTTGGATCCAGGAGAACGGCGGCTGGGATACTTTTGTGGAACTCTATGGGAACAATGCAGCAGCCGAGAGC 

CGAAAGGGCCAGGAACGCTTCAACCGCTGGTTCCTGACGGGCATGACTGTGGCCGGCGTGGTTCTGCTGGGCTCA 

CTCTTCAGTCGGAAATGACCAGACACTGACCATCCACTCTACCCTCCCACCCCCTTCTCTGCTCCACCACATCCT 

CCGTCCAGCCGCCATTGCCACCAGGAGAACCACTACATGCAGCCCATGCCCACCTGCCCATCACAGGGTTGGGCC 

CAGATCTGGTCCCTTGCAGCTAGTTTTCTAGAATTTATCACACTTCTGTGAGACCCCCACACCTCAGTTCCCTTG 

GCCTCAGAATTCACAAAATTTCCACAAAATCTGTCCAAAGGAGGCTGGCAGGTATGGAAGGGTTTGTGGCTGGGG 

GCAGGAGGGCCCTACCTGATTGGTGCAACCCTTACCCCTTAGCCTCCCTGAAAATGTTTTTCTGCCAGGGAGCTT 

GAAAGTTTTCAGAACCTCTTCCCCAGAAAGGAGACTAGATTGCCTTTGTTTTGATGTTTGTGGCCTCAGAATTGA 

TCATTXTCCCCCCACTCTCCCCACACTAACCTGGGTTCCCTTTCCTTCCATCCCTACCCCCTAAGAGCCATTTAG 

GGGCCACTTTTGACTAGGGATTCAGGCTGCTTGGGATAAAGATGCAAGGACCAGGACTCCCTCCTCACCTCTGGA 

CTGGCTAGAGTCCTCACTCCCAGTCCAAATGTCCTCCAGAAGCCTCTGGCTAGAGGCCAGCCCCACCCAGGAGGG 

AGGGGGCTATAGCTACAGGAAGCACCCCATGCCAAAGCTAGGGTGGCCCTTGCAGTTCAGCACCACCCTAGTCCC 

TTCCCCTCCCTGGCTCCCATGACCATACTGAGGGACCAACTGGGCCCAAGACAGATGCCCCAGAGCTGTTTATGG 

CCTCAGCTGCCTCACTTCCTACAAGAGCAGCCTGTGGCATCTTTGCCTTGGGCTGCTCCTCATGGTGGGTTCAGG 

GGACTCAGCCCTGAGGTGAAAGGGAGCTATCAGGAACAGCTATGGGAGCCCCAGGGTCTTCCCTACCTCAGGCAG 

GAAGGGCAGGAAGGAGAGCCTGCTGCATGGGGTGGGGTAGGGCTGACTAGAAGGGCCAGTCCTGCCTGGCCAGGC 

AGATCTGTGCCCCATGCCTGTCCAGCCTGGGCAGCCAGGCTGCCAAGGCCAGAGTGGCCTGGCCAGGAGCTCTTC 

AGGCCTCCCTCTCTCTTCTGCTCCACCCTTGGCCTGTCTCATCCCCAGGGGTCCCAGCCACCCCGGGCTCTCTGC 

TGTACATATTTGAGACTAGTTTTTATTCCTTGTGAAGATGATATACTATTTTTGTTAAGCGTGTCTGTATTTATG 

TGTGAGGAGCTGCTGGCTTGCAGXGCGCGTGCACGTGGAGAGCTGGTGCCCGGAGATTGGACGGCCTGATGCTCC 

CTCCCCTGCCCTGGTCCAGGGAAGCTGGCCGAGGGTCCTGGCTCCTGAGGGGCATCTGCCCCTCCCCCAACCCCC 

ACCCCACACTTGTTCCAGCTCTTTGAAATAGTCTGTGTGAAGGTGAAAGTGCAGTTCAGTAATAAACTGTGTTTA 
CTCAGTGAAAAAAAAAAAAAAAAAA 
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FIGURE 804 

MSQSNREL WDFLS YKLSQKGY S WSQFSDVEENRTEAPEGTE SEMETP S AINGNP S WHLAD SP AVNGATGH S S SL 
DAREVIPMAAVKQALREAGDEFELRYRRAFSDLTSQLHIT^^ 

CVESVDKEMQVLVSRIAAWMATYLNDHLEPWIQENGGWDTFVELYGNNAAAESRKGQERFNRWFLTGMT^ 
LGSLFSRK 
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FIGURE 805 

GGCACGAGGCGTCCCGGCGCCACTCGGCCCAGGGCAGGGACCCCGCCACGGCCGGGACCGCCCGGCCCGGCCCCA 
GCCCGCGCCTCTCCGCGCCGCCCCGCGCTCCGCACCGCGCCCTCTCCGCGTCCCCGCCCGCGCGGCCGGACCGGG 
CAGCCAGAAAAATCATTTTTCTTCTCTGGGAAGGTGAACATTTGTAGCATTGATTTCCCGGATCTGGTAAC ATGG 
CAAAAGATGCCGGTCTAATTGAAGCCAACGGAGAACTCAAGGTCTTCATAGACCAGAACCTTAGTCCCGGGAAAG 
GCGTGGTGTCCCTCGTGGCCGTTCACCCCTCCACCGTCAACCCGCTCGGGAAGCAGCTCTTGCCAAAAACCTTTG 
GACAGTCCAATGTCAACATTGCCCAGCAAGTGGTAATTGGTACGCCTCAGAGACCGGCAGCGTCAAACACCCTGG 
TGGTAGGAAGCCCACACACCCCCAGCACTCACTTTGCCTCTCAGAACCAGCCTTCCGACTCCTCACCTTGGTCTG 
CCGGGAAGCGCAACAGGAAAGGAGAGAAGAATGGCAAGGGCCTACGGCATTTCTCCATGAAGGTCTGCGAGAAGG 
TGCAGAGGAAAGGGACCACTTCCTACAACGAAGTGGCAGACGAGCTGGTTGCGGAGTTCAGTGCTGCCGACAACC 
ACATCTTACCAAACGAGTCAGCTTATGACCAGAAAAACATAAGACGGCGCGTCTACGATGCCTTAAACGTGCTAA 
TGGCCATGAACATCATCTCCAAGGAGAAGAAGGAGATCAAGTGGATTGGTCTGCCCACCAACTCGGCTCAGGAAT 
GTCAGAACTTAGAGGTGGAAAGACAGAGGAGACTTGAAAGAATAAAACAGAAACAGTCTCAACTTCAAGAACTTA 
TTCTACAGCAAATTGCCTTCAAGAACCTGGTGCAGAGAAACCGGCATGCGGAGCAGCAGGCCAGCCGGCCACCGC 
CACCCAACTCAGTCATCCACCTGCCCTTCATCATCGTCAACACCAGCAAGAAGACGGTCATCGACTGCAGCATCT 
CCAATGACAAATTTGAGTATCTGTTTAATTTTGACAACACATTTGAAATCCACGATGACATAGAAGTGCTGAAGC 
GGATGGGCATGGCTTGCGGGCTGGAGTCGGGGAGCTGCTCTGCCGAAGACCTTAAAATGGCCAGAAGTCTGGTCC 
CCAAGGCTCTGGAGCCATACGTGACAGAAATGGCTCAGGGAACTGTTGGAGGCGTGTTCATCACGACGGCAGGTT 
CCACGTCTAACGGCACAAGGTTCTCTGCCAGTGACCTGACCAACGGTGCAGATGGGATGCTGGCCACAAGCTCCA 
ATGGGTCTCAGTACAGCGGCTCCAGGGTGGAGACTCCGGTGTCCTACGTCGGGGAGGACGACGAGGAGGACGATG 
ACTTCAACGAGAATGACGAGGACGACgCGACGTCCTCCCCACTTCAGATTCGGCTTCAGGAAAACGTTTAGCGAAA 
AGAAACTTTTTTTTTAATGTGGGTTTTCTGTTTCCTTTTGGCCTACTCCCAAGAAGATATTGGTAAGCTATTGAA 
TTTAGATATGCACCTCTGATAAGCAAGGATTGTTTCCCGTAGGATTAGGACGTGCTGTGGATGTGTGTTTTGATA 
CCAGTGTGCTGATGCAGAGCGTTTATTTAGTTGTTAGGATTTTGTGTTTTCATTTGCTATTTTTCTTTAAGTGCA 
GAGTTCATTTTTGCCCCTGAAAAGTTTTTGCTGAGXTTGCTGAAGAAATTGTATTTCAACCACATCCATGAAAAT 
AAAACACCTCCTGTTGTGGATGGTGAGCCCCTGATGCCGCTTATTTGCCGTGAGTTTGGACGGCACCCCTGCTGG 
CGGATAGCAAGACTCTGTGGAGTTTGTTCAGTGGTACGGTGTCCAAGCAAACAGCAGAATGCAACTTTCTAAACA 
GCCCCAAGCAAACAGCAGAATTCAACTTTTTAAACAATAAACACCATCAACCTTATTGACTTTATTGTCCCTTAA 
ATTATATTGACTGTTGTGATTCCATCAAGTTTGTACACTCTTTTCTCTCCCTGTTTTGCAGCAACAAATTGCGAA 
GTGCTTTTGTTTGTTTGTTTTCGTTTGGTTAAAGCTTATTGCCATGCTGGTGCGGCTATGGAGACTGTCTGGAAG 
GCTTGGAATGGTTTATTGCTTATGGTAAAATTTGCCTGATTTCTTACAGGCAGCGTTTGGAAACCTTTTATTATA 
TAGTTGTTTACATACTTATAAGTCTATCATTTAAAGACATGTACTGAAACAAATGTATTTGTTTCATAAGCATCT 
TCCTGTAATCTATTATAAAATTGAAATTAAATATAGAGAATGTTTTAACAAAAAAAAAAAAAAAAAAAA 
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FIGURE 806 

MAKDAGLIEANGELKVFIDQNLSPGKGVVSLV^ 

LVVGSPHTPSTHFASQNQPSDSSPWSAGKRNRKGEKNGKGLRHFSMKVCEKVQRKGTTSYNEVADELVAEFSAAD 
NHILPNESAYDQKNIRRRVYDALNVLMAiynSIIISKEKKEIKWIGLPTNSAQECQNLEVER^ 

LILQQIAFKNLVQRNRHAEQQASRPPPPNSVIHLPFIIVNTSKKTVIDCSISNDKFEYLFNFDNTFEIHDDIEVL 
KRMGMACGLESGSCSAEDLKMARSLVPKALEPYVTEMAQGTVGGVFITTAGSTSNGTRFSASDLTNGADGMLATS 
SNGSQYSGSRVETPVSYVGEDDEEDDDFNENDEDD 
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FIGURE 807 

ACTTATACATCTGTAAAGGTGGTTTCAGGGACCTTTCTGAACTTAGCCCGTATCTCACTGGTGATCCCACTTCTG 
GGTATTTGCAAATCACTTTATTAGGTTTTTAAAAGTATTGTTGCAGGCATGCGAAGGGGCCGATATACTTTTGCC 
ATGTCCAGAGTGTATTCAGGTCTTGTAATGATCATATGGGTGTAATATTGAGTAACAGGCAAATGTGGGCAGAAA 
ATATCAAATGTGGTTTTCAGCTAAGAAGTCTGGTTGCTCTTAATTTTCAGTTACTCTCCATTGCATAGAATAAAG 
CCCCGAAGAAACGAAGAATAAGATCATGGGGAAACTTGGCTTCCATGTTAAACCGTGTAATACCAGGTGTTAGAA 
TAGTAGTAAAGGACTTGTTTCTTTCACATCTATATACACTCAAAAGACCTCATCGATCTTGGAAAAACATTGTTT 
CGAAGACAATGTGTATGACTGATTTGGTTATATGAAGAAATTATTTCTAGGATTTCCTGGTAATTCTGTGATAAA 
CAGTAATACAAACTGGAATTTTTACAGGTCACTATAGTAGAGGTTTTAGTTTGATTTTTGCTTTGCCTGTCATGC 

TCTCTCTGCCTTATAATTCTTTGTGGTGTAATTA 

NNNNNNNNNNTGCAAACACATTTTAATTGACAACACTAGGGCTGTTGTACAAAATAGTAATGATAGCCATGGAAG 
TTTTACCTTATTCTGTGAGAAGTGTTCTTAAACTTATTAAGTGTCTAAACTAAGGTTTAGTGCTTTTTTAAAGGA 
AAGTTGTCCCAGGATTCATCCTAAAGAAAGCAAAAGTTAATTCAACTGATCCACCAATGGAATTAGATGGGTAGA 
GTTGGGTTCTTGAGTTTTACCACCACTTAGTTCCCACTGAATTTTGTAACTTCCTGTGTTTGCATCCTCTGTTCC 
TATTCTGCCCTTGCTCTGTGTCATCTCAGTCATTTGACTTAGAAAGTGCCCTTCAAAAGGACCCTGTTCACTGCT 
GCACTTTTCAATGAATTAAAATTTATTTCTGTTCTAGTGGGAATGTGTCCTTTGTTTTAGTTCACAAGTAGTAAT 
TTTGACAAGATGCTTTCTTCTGATGCAGTTTGTTTTAATCACTCACCTAGTACTAGAAATGGCTTTCTAGTCAGA 

TCCTATAGTCTCTACCTGTATAGCTCTTACATACA 
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FIGURE 808 

MLSSDAVCFNHSPSTRNGFLVRSYSLYLYSSY 
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FIGURE 809A 

CCGTCCCGGGGCGGACGGGCGCGGGCGGGAGGATGGAGCTGAACTCCCTGCTGATCCTGCTGGAGGCGGCCGAGT 
ACCTGGAGCGCAGGGATCGAGAGGCCGAGCACGGCTACGCCTCGGTGCTGCCCTTCGACGGCGACTTCGCCAGGG 
AGAAAACAAAGGCGGCCGGCCTGGTGCGCAAGGCCCCGAACAACAGGTCTTCACACAACGAGCTAGAAAAGCACA 
GACGAGCCAAACTCAGGCTGTACCTTGAGCAGCTCAAGCAACTGGTGCCCCTGGGCCCCGACAGCACCCGCCACA 
CCACGCTGAGCCTCCTGAAGCGGGCCAAGGTGCACATCAAGAAACTGGAGGAGCAGGACCGCCGGGCACTGAGCA 
TCAAGGAGCAGCTGCAGCAGGAGCATCGTXTCCTGAAGCGGCGCCTGGAGCAGCTGTCGGTGCAGAGCGTGGAGC 
GCGTGCGCACAGATAGCACGGGCTCTGCTGTCTCCACGGACGACTCAGAGCAAGAAGTGGACATAGAGGGCATGG 
AGTTTGGCCCTGGTGAGCTGGACAGTGTTGGCAGCAGCAGTGACGCGGACGACCACTACAGCCTGCAGAGTGGCA 
CCGGCGGCGACAGTGGCTTCGGGCCCCACTGCCGGCGGCTGGGCCGCCCCGCCCTCTCGTAGGCCCGTGCCCTCT 
GCTCCTTGGCCTGCCTGCCCGCCAGCCACGCGTGTCAGCCCTCCAGTTCTCCTTCAGTTGACGCCAGCCTCTCCA 
CAGGCCCACTGCTGTGCCATTCTGGAAGCTCCAGCTGCTGCTGGGCTGCCTGGCACTGCCCGCTTGCCGGTCAGG 
GCCTGCCGAGCTGCCTGCCCCTTCCAGCTGGGCAGAGTCCCCTGCAAGGAGGCAGGGCCCAGCTTCCACATCCGG 
AGCCCTGGTCAGCATAGCCGCCCACGGTCTGTTCTCAGATTCCTAATCATTCCAGAAGTATTAAACGTCATTGCT 
GCAAACCTCGGCAGGTGCCGTGTGAGGGGCTTAATGACCACCACAGGGAGCTCAGACCCCAACCCTGGATCCCAG 
GAGAAAGGAGTGGACCGAGGAAGGAAGGAAGGCAAGGCTGTCTGTCCATCCGTCCGTCTGTCCACCTACCTGTCA 
GTCCACATAGGCTCCTGGCGTGGACAAGGGGTCTGTGAAGGGCGGGAACTGGGTGAGCACCTGGGGCAGGTGGGT 
GGTTAAGGTCCTTCCCACTTCGCAGGTGTCAGAACCTAGGGCTGGGCTCTCGGGGCCAGGCAGGCCAGCCCAGCC 
CACGCCGAGCTGGGCAGCGTCTGCTCTGGTAGGACTGTCAGACGCACACGCGCACGCACCTAGACACACCCACTC 
ATGTACATGCTCACACATGCAGACACACCTGGGCGTCCCGAGGTCACATGTTCTGGGGATGATGGCCTTCAGGGG 
TCATCTGGCAAACAGCCCCTGGGCTGTGCCTGGATCCCCCTCTAGCTCCTGCTCACCCACGCCCACCCAGTAGTC 
CTGCCTGTCTGCACAGGAGAGGGGCTTCTCTTCCTGGCTGGGGCTGGGGTGAACTGGAGGCTGGTTAAGTTGCAG 
CCGCTGGGTCCTCGGGGGCTTACTCATCTCCCTTTTTTAAACAAAAAGCAAAAAAGTAAAATGCTGCACTGCCCA 
GCAGCCCGGTTAGGGCXCCTGGAGCCACCTTAGGAAAGGGCTTCTCATGAGCTCTGCTGCGGCAGCTTCAGCTGG 
CAGAGAGGCTTTCCCAGAAAAAAAAAAAAAACCATTTTTAAAAAGAAGAAAGCCTAAAGACTCTCGGCCTAGGGA 
CGTCCGTGTGTGCCGCCTCTGTTTCCTGTACCAGATTTTTGTATTCTATTTTCCTAGCTGTTGTTGCGTCCTTGT 
TTGCTGAGGGGTGGGAGCCACCCAGCGTCTCAGGGACCTGTCCCTCCGTCACGTCGTCAAAGTGTGCCTTGTGTC 
TTGTGTCAGGCCTTGCCCTTCCCACCAGCATGTCCCTCGTGGCTCAGGGTGCCCCAGGCCTGCCCAGCTAGTGCT 
GTCCTCCCATCTCCTGTGGGCAGCCCCTCCCGGCAGCCAGGGCTTCCTGGAGGCGATGCAGCCAGGCCCCTGTGG 
GTGGCACGGAGGGGCTGTGACCTGGTCCCCAGTGTTGCCCTCCCCAGTGGCTGGCAGGGGCCTGCTTGCTCACTA 
GAGAGATGGATTCTCACCTGTCACCTGACTCGAGCCCCCTGCTTCCTGGCCTAGGCGAGGGTTCCAGGTTTCAGA 
CACTGGCAGCCAATGAAGACTGTGCTCGCTGGGTGGTGCAGGCCTGGCACCAGGAGGCTTGCACCCGCCTTTCCT 
TCCTGACGXCCTCTGTCCTTGGGGCTGGCCCATAGCAGTGCCTGCCGTGCCTCTGGTACATCTGTAGCCAATTCC 
CATATCATGGGGAAAATTCGTGTCTATTTTCAGTCGTACGCATAGACGCCCCAGGATGGGGGGCCCACTGTGGCG 
GAAGGGGGTCCCTGGAAACAACTCTGGCACAGAACCTGCCCTGCAGGCTGTAGGGGGCATGGTGCCTGGAGCTGA 
GGGGCATCCGAACGCGTTGCGGGTGGTTGTGAGGAGGCCTGTCTGCATCTCCTTCCGGCCCCACTGGGGTCCAGG 
GGTGCCCAGAAAGGAGCTTCCCCTGCCTGCCTGAGTCTGTCCCCCCAGGCTTCATTTCAAACACCGTGGCACCTC 
CGAGCAAGGCGGGCCGTGTGTAAAAGCTTGCTTCCCCAGCCAGCACTGCAGGGCCCTGAGGTGGTCGTGTCCCTG 
CCCTCAATTCTTGAAGCACCAGCTCCCTGCCCCACCCTCCAGTGCCTGAGGCAGCTAGGGGCTTCTGCTCTCATC 
TCTGACCAGCAGAATCCACCCGGTGACCAGTGGTGGCCCCTCAGCCCACCCTCCCGGCAGCTCAGCCTGTGGCTC 
TTGAGGCCGTGGTTCCCACGTGGACTGGGAGGCAGTCTCAGCCACCCGGGGTGCXGTTCAGCTGCCCCTCCCTGC 
CATCAGCAGGTGGGTGAGGGGTTGCCCACTGGGTGGGGGCCCGTGCTAGGAGTCACCACATGCTCCAACCTCCCA 
CTGCTCCCTGTCAGGGGCCCAGGCTGCCATCACTGGAGGCTGCAGGGACCAAGAGGCCATCACCGTGTCTATAGA 
GAGCAGACAGAAGCAGAACAGAGCCCGGGGCTCCTGAGCCTCTGCGTGTGCCCTCCCAGCCCACACCAGTGCTCT 
CGGCCACTGAGCACCCAGACTCAGGCTTGGGTTCCCCAGCCTTATTGGAAGGCAGCTCCCGCATACCAGGATAAC 
CCCCGCAAACCACATAGCAGACCCCCGCCATCCTCGCAGAGTGGGAGAGGCTGCAGCAAGGCTTTGCCTCTGCAG 
ACCCCATCTTAGTGGCACGGTGCTTGGGCCTGTGTCCCCGGGTGGTGGAACCCTGTACCGGTCTGTGGCCCTAGG 
GTCCCTGCTCTGTCTGCCCCGGCCCGTGCTGTCCGCTGGGTGAGGCAGGCTCCCCCGTGCCCTGCCTCCCTCTGT 
CAGGGAACCTGGGACCCCCTCCCCACTGCCTGCACAGAGGACCCTGACCCTCGGCCAGCAGGGTGGCCCCAGGTC 
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FIGURE 809B 

CATGTTGGGCACTAGGGCAGGTTCCGTGCCAGAGTCGGGGGCCACACGAGGGCCTGGTGCCGGTGAGGGGGGCGT 
GCGCTAGAGGGGGAAAGGGGCCCCCGGCCACCTGTCCACCGTGTGGGCCGTGCTGTGTCCTTATGTCATTGTAAT 

ATAAATACAGATTTTTATATCTC 
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FIGURE 810 

MELNSLLILLEAAEYLERRDREAEHGYASVLPFDGDFAREKTKAAGLVRKAPNNRSSHNELEKHRRAKLRLYLEQ 
LKQLVPLGPDSTRHTTLSLLKRAKVHIKKLEEQDRRALSIKEQLQQEHRFLKRRLEQLSVQSVERVRTDSTGSAV 
STDDSEQEVDIEGMEFGPGELDSVGSSSDADDHYSLQSGTGGDSGFGPHCRRLGRPALS 
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FIGURE 811 

CGCGGGCGGGAGGATGGAGCTGAACTCCCTGCTGATCCTGCTGGAGGCGGCCGAGTACCTGGAGCGCAGGGATCG 
AGAGGCCGAGCACGGCTACGCCTCGGTGCTGCCCTTCGACGGCGACTTCGCCAGGGAGAAAACAAAGGCGGCCGG 
CCTGGTGCGCAAGGCCCCGAACAACAGGTCTTCACACAACGAGCTAGAAAAGCACAGACGAGCCAAACTCAGGCT 
GTACCTTGAGCAGCTCAAGCAACTGGTGCCCCTGGGCCCCGACAGCACCCGCCACACCACGCTGAGCCTCCTGAA 
GCGGGCCAAGGTGCACATCAAGAAACTGGAGGAGCAGGACCGCCGGGCACTGAGCATCAAGGAGCAGCTGCAGCA 
GGAGCATCGTTTCCTGAAGCGGCGCCTGGAGCAGCTGTCGGTGCAGAGCGTGGAGCGCGTGCGCACAGATAGCAC 
GGGCTCTGCTGTCTCCACGGACGACTCAGAGCAAGAAGTGGACATAGAGGGCATGGAGTTTGGCCCTGGTGAGCT 
GGACAGTGTTGGCAGCAGCAGTGACGCGGACGACCACTACAGCCTGCAGAGTGGCACCGGCGGCGACAGTGGCTT 
CGGGCCCCACTGCCGGCGGCTGGGCCGCCCCGCCCTCTCGTAGGCCCGTGCCCTCTGCTCCTTGGCCTGCCTGCC 
CGCCAGCCACGCGTGTCAGCCCTCCAGTTCTCCTTCAGTTGACGCCAGCCTCTCCACAGGCCCACTGCTGTGCCA 
TTCTGGAAGCTCCAGCTGCTGCTGGGCTGCCTGGCACTGCCCGCTTGCCGGTCAGGGCCTGCCGAGCTGCCTGCC 
CCTTCCAGCTGGGCAGAGTCCCCTGCAAGGAGGCAGGGCCCAGCTTCCACATCC 
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FIGURE 812 

MELNSLLILLEAAEYLERRDREAEHGYASVLPFDGDFAREKTKAAGLVRKAPNNRSSHNELEKHRRAKLRLYLEQ 
LKQLVPLGPDSTRHTTLSLLKRAKVHIKKLEEQDRRALSIKEQLQQEHRFLKRRLEQLSVQSVERVRTDSTGSAV 
STDDSEQEVDIEGMEFGPGELDSVGSSSDADDHYSIiQSGTGGDSGFGPHCRRLGRPALS 



WO 2004/043361 



PCT/US2003/035268 



899/1629 

FIGURE 813A 

GTTGGAGCGGCGCTGCTCGGCCGCGGACACACGAGGGACGCGCCCGAGGAGCTGCAGGTGGCAGCCCAGGCGGTC 
CGAACCCGTCGGCCGGCCGAGCCTGGAGTATTGCCTAAGTGTAATCTTGAACATGGGCGGTGCTGTGAGTGCTGG 
TGAAGACAATGAAGAGCTGATAGATAATTTGAAAGAAGCACAGTATATCCGGACTGAGCTGGTAGAGCAGGCTTT 
CAGAGCTATCGATCGTGCAGACTATTATCTTGAAGAATTTAAAGAAAATGCTTATAAAGACTTGGCATGGAAGCA 
TGGAAACATTCACCTCTCAGCCCCGTGCATCTACTCGGAGGTGATGGAAGCCCTAGATCTGCAGCCTGGACTCTC 
GTTXCTGAACCTGGGCAGTGGCACTGGGTATCTCAGCTCCATGGTGGGCCTCATTCTAGGTCCTTTTGGTGTGAA 
CCATGGGGTGGAACTTCACTCAGATGTGATAGAGTATGCAAAGCAGAAACTGGACTTCTTCATCAGAACAAGTGA 
TAGTTTTGACAAGTTTGACTTCTGTGAACCTTCCTTTGTTACTGGGAATTGCCTGGAGATTTCTCCGGATTGTTC 
TCAGTATGATCGTGTATACTGTGGGGCTGGCGTGCAGAAAGAGCATGAAGAGTACATGAAGAATCTTCTCAAAGT 
GGGAGGGATCCTTGTCATGCCACTGGAAGAGAAGTTGACTAAGATAACACGCACAGGTCCTTCAGCTTGGGAAAC 
CAAAAAGATTCTTGCTGTTTCTTTTGCTCCTCTGATCCAGCCCTGCCATTCAGAGTCAGGAAAATCAAGACTTGT 
CCAGTTACCACCAGTGGCAGTTCGCAGCCTCCAGGACTTGGCTCGCATCGCCATCCGGGGCACCATTAAAAAGAT 
TATTCATCAGGAAACTGTGAGCAAAAACGGAAACGGACTAAAGAACACCCCCAGGTTTAAACGAAGGAGAGTTCG 
CCGCCGTCGAATGGAAACGATTGTCTTTTTGGACAAAGAAGTCTTTGCCAGTCGGATTTCCAACCCCTCAGATGA 
CAACAGCTGTGAAGACTTGGAAGAGGAACGGAGGGAAGAAGAAGAGAAGACCCCGCCGGAAACAAAGCCAGACCC 
CCCAGTGAACTTCCTACGCCAGAAGGTCCTGAGCCTCCCTCTGCCAGATCCCCTGAAATACTACTTGCTTTATTA 
CAGAGAAAAATAAGTCTCCTGTTTGAAAGGGGGAAATAGGAAGAGCAGATTGCTGAGTGTGAAGTTCGTGCTGCC 
TGTGTGCTGTTGAAGGGTCACCTGGAGGCAGACGTTGTGGGGAAGGGAACTGCTGGGCTCATCCACACCATGGTT 
TTCTTCTAGTTCCTGATTGACCTCTAAAATTCTATTCAGTTGTATGATTTGTTTACATAGTTCCACAAGACCTTC 
ATTGCATAGAAGATTGTTTTCCCAAAGTGGAGAGAATCTTCATAGAGAAAAAGAGAAGGCTGTTTCTTTTTCGGC 
TCTGACGAAACACTGAAGTCTGCGTAAGAGAGACTGTTTGATGACCGTCCCTCATGCAACATGCACGGTACTCAC 
TAAAAATGAAAACTGAAGTGGAAACTAACCTGTGTTGCTTATAAAGTGTGAAAGCACAAGCTTATAAATGTATAA 
AATCTTTTCTGGGTGTGACGCACCTGCGTCCAAGTTTGAATTTTTATGATATGTACCACTTAATTACTGGCACTG 
AGTATCACTGAATTTCTTAGTTTTCTAGTGGGGAAACATTATTGAGAAGCCCTCCCTTATTTTAAGTAAGTTGAT 
TAAATCTTATGTGAGTTGCCAGTTGTAATTTTTCAAAGGAAAAATTTTGATGGGGTGGAGGAATGAATTGCCAGA 
TAATCTTTCTGGAATTCCGAGAGAATTCCAAAGAGGGTTTTTTTTTTTTTTTTTTTAGGACATCTTTTGATACCT 
TTAAAAGAACCACTGTCAAGTAATCCTTAAAAAAATATCTTGGAAAAGGAAACAGATTTTTTCCTGTGTGTAAGC 
AATAAGTGAAGTTACATrTGCCCTAACCCTAGGGATGATTCTTTACCCAGTTTTAAAGCCCATCATGGTATTCTA 
AGGTGTTGACACCCTCCATCCTCAGAGCAGGTCGAAAATATTAAATAGACTGGGGACTCTATGATGGGCAGCCTG 
TGCTTTTTGACTTCAGTTTGCTATTTTTCTGTGATCACATTAGTACTGATTCATAGATTCTATCTTTTATAATTC 
TGGAGAAAAAGATTTGTTAGTTTTGTAATTTTTTTGTAAGACCAAATGTATGTATTTTAGTAGCTCCATTGCATG 
AGAAGAGTGTAACTCACACTGACTTGTGATATCAGCCTTCTCTGGGCCTTGTGTGTGGAGAGCTTTCTATCTXAC 
CAAGTGGTAGGGCTAAAAGAACAACAGCCTTTTTGGTAGTCACATAGCAGAATGATCAGAGTTACATTGCTTATT 
CCAAAACATTGGTTCTTTTTAAAACATTTTTTTTTACCCAAAGAAAAGAATAATAGAAATTACTAACAATAAATA 
TAAATTCAGAGTGTTGATATAGGATTCAGTATCCAGAGTTTATTTTTAATCTTAATCCTCAGCTTCTTGGGAGTT 
GCTGGGCTTCAGTGTCTCTGTGGTTTCACCAGCTTAGCTTGAGCTCTGGTTATTTTGGATCTTTTCTGCTXTXTT 
TAAGTAACTGAGTCATTTTTACCACACAGTCCAGTTTGCATGTATAGCTAGGAAACATGTATTGCTCTAGATTGG 
GCAGTTTAAGTCATTTTAAAGAAAGTTAGTTCATAGTTGTTGCCTTTTAACTCATAGTCAAGCTTCAGTCTTTCA 
AAGAGAAATGTGTGATTTTCATTTACTTGCTGATATTTTGTAGTTTGGAGATCCTTGTGGGCATTATTCTAACTG 
ATACGTAGACACTTACTTGGAAATTTTTGGACATTATATTAAATGAGTGCTATCTGTGAAATTGGTTATATTAGG 
TGGCTTGACTAATGTTTTTTCTATAATTGTATATGGACTGCATTTTTAAAAAAACCGCATTTGCCTTTATGCTAG 
ATTGTAAAAAATTATATTAGAATGCATAAGACATGTTTTTCCTTCATATGCTAGACTTTTCCTAGCATTTCGTAT 
TTCTGTGTTGTCAGTGTGTGATTTTTAAACCGGAATTTGGTTTAAAAAAAATCTGGTGGTAATATATGTGAGAAA 
TACTTTGGTGTTTACCTTATGAAAATAAAGGATTGTAAGTAAAGTTTCCTGCGCACCTTATACCAGAATTCAGTA 
TAATACACTACTTTCTGTTTTCAAACAGATAAATCATAATATAGTCTGTATTATCTGTAAGATCTGTCTTGTAAA 
CCACATTCTTGACAACTATTTGCTTTTGAGTAGTTTGTATTTTAATATGTGACTTTTGTCTTGAAAAGTAGTAAA 
GCCATAGACTTGTGCAAAACAAGTTTCAAGTTTATAGATATTAAGTTTGTAATGTGAGCATCAAATGTGTATGTA 
AAAATACTTTTTACCAGTCTGGAACTTGGGAAAATCCAGGGAATTTGAAACATAGATTTTAATGAGCTGGTAAAC 
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FIGURE 813B 

ACAAATCATGTCAATAAAGGTAGTCAGGATATTTTATCCTTAGCATTGCTTCTGC 
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FIGURE 814 

MGGAVSAGEDNEELIDNLKEAQYIRTELVEQAFRAIDRADYYLEEFKENAYKDLAWKHGNIHLSAPCIYSEVMEA 
LDLQPGLSFLNLGSGTGYLSSMVGLILGPFGVNHGVELHSDVIEYAKQKLDFFIRTSDSFDKFDFCEPSFVTGNC 
LEISPDCSQYDRVYCGAGVQKEHEEYMKNLLKVGGILVMPLEEKLTKITRTGPSAWETKKILAVSFAPLIQPCHS 
ESGKSRLVQLPPVAVRSLQDLARIAIRGTIKKIIHQETVSKNGNGLKNTPRFKRRRVRRRRMETIVFLDKEVFAS 
RISNPSDDNSCEDLEEERREEEEKTPPETKPDPPVNFLRQKVLSLPLPDPLKYYLLYYREK 
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FIGURE 815 

CGAGGGCAGCGCCGGTCGGGAGCGCAGCGCGGCGCAGCTCGGCGCGCACGGCGGGAGCGGCGCGCGAGTGGTCGG 
GCCTGGCGGCTGGACGGGCGCCCCTCGCTGCCCCGCGCGCTCCCCGCCGCCCCCCATGAGCGCAGCCCCGCGCGG 
CCCGGGTCCGTAGGCGGCGGGGCGCCCCCCATGCTGCTGCAGCCCGCGCCGTGCGCCCCGAGCGCGGGCTTCCCG 
CGGCCCCTGGCCGCCCCCGGCGCCATGCACGGCTCGCAGAAGGACACCACGTTCACCAAGATCTTCGTGGGCGGC 
CTGCCGTACCACACTACCGACGCCTCGCTCAGGAAGTACTTCGAGGGCTTCGGCGACATCGAGGAGGCCGTGGTC 
ATCACCGACCGCCAGACGGGCAAGTCCCGCGGCTACGGCTTCGTGACCATGGCCGACCGGGCGGCAGCTGAGAGG 
GCTTGCAAAGACCCGAACCCCATCATCGACGGCCGCAAGGCCAACGTGAACCTGGCATATCTGGGCGCCAAGCCG 
CGGAGCCTCCAGACGGGCTTTGCCATTGGGGTGCAGCAGCTGCACCCCACCTTGATCCAGCGGACTTACGGGCTG 
ACCCCGCACTACATCTACCCACCAGCCATCGTGCAGCCCAGCGTGGTGATCCCAGCCGCCCCTGTCCCGTCGCTG 
TCCTCGCCCTACATTGAGTACACGCCGGCCAGCCCGGCCTACGCCCAGTACCCACCGGCCACCTATGACCAGTAC 
CCATACGCCGCCTCGCCTGCCACGGCTGCCAGCTTCGTGGGCTACAGCTACCCTGCCGCCGTGCCCCAGGCCCTC 
TCAGCCGCAGCACCCGCGGGCACCACTTTCGTGCAGTACCAGGCGCCGCAGCTGCAGCCTGACAGGATGCAGTGA 



GGGGCGTTCCTGCCCCGAGGACTGTGGCATTGTCACCTTCACAGCAGACAGAGCTGCCAGGCCATGATGGGCTGG 
CGACAGCCCGGCTGAGCTTTAGTGAGGTGCCACCAGCACCCGTGCCTCCGAAGACCGCTCGGGCATTCCGCCTGC 
GCCCTGGGACAGCGGAGAGATGGCTTCTCTTTAATCTAGGTCCCATTGTGTCTTGAGGGAGGACTTTAAGAATGA 
CTGAGAACTATTTAAAGACGCAATCCCAGGTTCCTTGCACACCATGGCAGCCTCTTCTTGCACCTTCTCCTGCCT 
CTCCACACTCCAGGTTCCCTCAGGCTTGTGTCCCCACTGCTGCATCGTGGCGGGGTGTCACAGACCCTCTGCAGC 
CCCTGGCTGCCCTGGACTGTGCAGAGATGCCTGACTCCAGGGAAACCTGAAAGCAAGAAGTTAATGGACTGTTTA 
TTGTAACTTGATCCTCCCGAGCTGTGAGCGCAGTCTGAGGTGTGAGGACACGGCCTCCTGTTGGAGTCCCATTTT 
CTCCATCAGGGCACGTGGGCGGCTTCCTCAAGCCCGGAGGAGCTCCCAGGCGCACAGGGGCCGCCGGTAACAGGG 
GCCGCCGGCCAAAGGCCCCTTTCCAGTCATAGCACTGAAGTTGCAACTTTTTTCTTGTAATTGTTTTGCTACTAA 
GATAATTTCAGAAGXTCAGTCTATTTTTTCAGCGGATACTGCCGCCACCAAGAATCCAAAACCTATTTTTGACTT 
GGAGAGACTTGCTTTTGTTGGTTCCGCCCGTGGAGACGACGACAGTGTTTCTGTATAATAAAGTGTCTGCCGGCT 
CGCGGGCCAGGATCCTCTCGGTGGGATGGGCACCACAGACAGGAGGCCCCTCAGGCCCGTGCGGGCCACTGTCTG 
CTGCCGCCTGCCGGGGTGGCAGAGTGAGTTGTCTCAGGACCCCGTCACTGCGACGTTGACACTCTCTCCXTCCTT 
CCTTCCCCAACTCCCCAAACACTGTGGAAGGGAAGAAGGAAGTGATCCACAGCATTCAGGCCACTTGGGGTCTAG 
ACCATGGTGGTGCCAGCCTGGGGGGGGCAGTGGCCCTCAGCTCTGCCCGCTGGAGCGGTTGAGTGCAGAAGGGTG 
CGCCTCTTCCCTCTACCCCCGCACCACCTGCTGTGTGCCAGCCTGAGACGGTTCCTGCCTGTCTTGGGGGTTGGT 
GGAGGGTGGAGGCAGTTCTGCCAGCCGTGGCAGGGCTGCTATGGGGCATCCAGGGCTGTGGGGGTCTGGAGGAGG 
GGACATGAGGTGAGAGGTATCCTGGCCGAGGGCGGGGGGCAGCGGGGGGTCTCCCTCCGGACCTACCTCAGGGAG 
CTGAGCGTGCAGGCGCTCCAGGGCAGGCCTGGGACAGAGTCAAGGCTCAGAGAATAAAGGTAGCTAATCTCATCA 
TAATATTTTTATTAGAATGTTCTGATGATAAAAATAAAACTTGTTTTCTTT 
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FIGURE 816 

MHGSQKDTTFTKIFVGGLPYHTTDASLRKYFEGFGDIEEAWITDRQTGKSRGYGFVTMADRAAAERACKDPNPI 
IDGRKANVNLAYLGAKPRSLQTGFAIGVQQLHPTLIQRTYGLTPHYIYPPAIVQPSWIPAAPVPSLSSPYIEYT 
PASPAYAQYPPATYDQYPYAASPATAASFVGYSYPAAVPQALSAAAPAGTTFVQYQAPQLQPDRMQ 
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FIGURE 817 

GAGCCCAGCCGAGCGTCCGCCGCTGCCCGTGCGCCTCTGCGCTCCGCGCCMGGCCGGCCTCAACTCCCTGGAGG 

CGGTGAAACGCAAGATCCAGGCCCTGCAGCAGCAGGCGGACGAGGCGGAAGACCGCGCGCAGGGCCTGCAGCGGG 

AGCTGGACGGCGAGCGCGAGCGGCGCGAGAAAGCTGAAGGTGATGTGGCCGCCCTCAACCGACGCATCCAGCTCG 

TTGAGGAGGAGTTGGACAGGGCTCAGGAACGACTGGCCACGGCCCTGCAGAAGCTGGAGGAGGCAGAAAAAGCTG 

CAGATGAGAGTGAGAGAGGAATGAAGGTGATAGAAAACCGGGCCATGAAGGATGAGGAGAAGATGGAGATTCAGG 

AGATGCAGCTCAAAGAGGCCAAGCACATTGCGGAAGAGGCTGACCGCAAATACGAGGAGGTAGCTCGTAAGCTGG 

TCATCCTGGAGGGTGAGCTGGAGAGGGCAGAGGAGCGTGCGGAGGTGTCTGAACTAAAATGTGGTGACCTGGAAG 

AAGAACTCAAGAATGTTACTAACAATCTGAAAXCTCTGGAGGCTGCATCTGAAAAGTATTCTGAAAAGGAGGACA 

AATATGAAGAAGAAATTAAACTTCTGTCTGACAAACXGAAAGAGGCTGAGACCCGTGCTGAATTTGCAGAGAGAA 

CGGTTGCAAAACTGGAAAAGACAATTGATGACCTGGAAGAGAAACTTGCCCAGGCCAAAGAAGAGAACGTGGGCT 

TACATCAGACACTGGATCAGACACTAAACGAACTTAACTGTATATAaGCAAAACAGAAGAGTCTTGTTCCAACAG 

AAACTCTGGAGCTCCGTGGGTCTTTCTCTTCTCTTGTAAGAAGTTCCTTrTGTTATTGCCATCTTCGCTTTGCTG 

GAAATGTCAAGCAAATTATGAATACATGACCAAATATTTTGTATCGGAGAAGCTTTGAGCACCAGTTAAATCTCA 

TTCCTTCCCTTTTTTTTTCAAATGGCACCAGCTTTTTCAGCTCTCTTATTTTTTCCTTAAGTAGCATTTATTCCT 

AAGGTAGGCAGGGTATTTCCTAGTAAGCATACTTTCTTAAGACGGAGGCCATTTGGTTCCTGGGAGAATAGGCAG 

CCCCACACXTTGAAGAATACAGACCCCAGTATCTAGTCGTGGATATAATTAAAACGCTGAAGACCATAACCTTTT 

GGGTCAACTGTTGGTCAAACTATAGGAGAGACCAGGGACCATCACATGGGTAGGGATTTTCCATCCAGAGCCAAT 

AAAAGGACTGGTGGGGGCCGGGGGTGGCTATTGTGGGAAGTCATAACCCACAGATAGATCAACCTAAGAATCCTG 

GCCCTTCTCCACTCTCCACCATGCAGGACAAACATCTTCTCAAGCAGTCAACGTAGAATGCTTGGGAAATAGTCA 

TAATTACCCACATAXAGTAATTAATAGATGGTAATTAATTGATCCTTGATGTGATGTTCTTTTGCATATTTCCTT 

CATTCTAAAGTXGTTCCCTGGCCGGGAGCGTTXGCTTTCGCCTGTAATCCCAACACTTTGGGAGGCCAGGACAGA 

TCACTTGAGGTCAGGAGTTCGAGACCAGCCCAGCCAACATGGCGAAACCATGTCTCTACTAAAAATACAAAAATT 

ATGGTGACGCCTGCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGGATCGCTTGAACCCAGGAAGTGGAG 

ACTGCAGTGAGCCGATATCGCACCACAGCGCTCCAGCCTGGTCGACAGAGTGAGACTCCATCTCAAGAAAAAATA 

AAAATAAAGTTGTTCTCTGAAGAGCAAATGTCTCATTCCAGTAATGACCCACTCAGCAGGAATATGGTGGAGTTC 

AGTCCAATTCAGGTCAGCCAXATCCAAAAGACCACAAGTCATTACTAAGXTGAGCAAAAGAGTTTTTATCTATTA 

GCAGAAAGGGCCTCTCTGGCAGCAGAGATTAAAAACTGGCCCAACTTCATTTCCATACTTCAGGGAACAGCAAAT 
TGAGGATTTACTTATCTAGGACTT 
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FIGURE 818 

MAGLNSLEAVKRKIQALQQQADEAEDRAQGLQRELDGERERREKAEGDVAALNRRIQLVEEELDRAQERLATALQ 
KLEEAJSKAADESERGMKVIENRAMKDEEKMEIQEMQLKEAKHI 

ELKCGDLEEELKNVTNNLKSLEAASEKYSEKEDKYEEEIKLLSDKLKEAETRAEFAERTVAKLEKTIDDLEEKLA 
QAKEENVGLHQTLDQTLNELNCI 
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FIGURE 819A 

CGGCACCGTCGTAGGTGCGGGCCGCATGAATGGAGCGCCGGGCGTAAGGCAAAGCCTGGCACCGTCTGCGCGGCC 

GCXATCTGCTCCCGGAGCGTGAGTGCGGGGTGTGGGGCGTGCGCGTGCGCGCTCAGAGGGGGCTCAAGGCGAGCG 

CGCCGGGCAGTTGCGGGCGCGTGGCTGCTGAGGTTGGCGGCGGTGCCGCGCGCCCGACGGGCCGGTGGTTGCGGG 

GCCTCCCGCCTCGACCCGGGCTGGGGGCAGCCGTGGCGGGCGCCGGGGACCGCAAGGGGCGGAGGAAAGGAGGGG 

GCCGGTCCCGGCACGCAGAGGAGCAGCCGACCATGCCCCGAGACAACATGGCCTCCTTGATCCAACGGATCGCCC 

GCCAGGCTTGCCTCACCTTCCGGGGCAGCGGGGGCGGCCGCGGCGCTTCCGATCGCGACGCGGCTTCTGGCGCGG 

AGGCGCCGATGCAGCCGGGCTTCCCCGAGAACCTGAGCAAGCTGAAGAGCCTCCTGACCCAGCTCCGCGCCGAGG 

ACTTGAACATCGCCCCGCGCAAGGCCACACTGCAGCCGCTGCCGCCCAACCTGCCGCCAGTCACCTACATGCACA 

TCTACGAGACGGACGGCTTCAGCCTGGGCGTGTTCCTGCTCAAGAGCGGCACGTCCATCCCGCTGCACGACCACC 

CGGGCATGCACGGCATGCTCAAGGTGCTGTACGGCACCGTGCGCATCAGCTGCATGGACAAGCTAGACGCGGGCG 

GCGGGCAACGGCCGCGGGCCTTGCCGCCCGAGCAGCAGTTCGAGCCGCCGCTGCAGCCCCGGGAGCGAGAAGCCG 

TGCGGCCGGGCGTGCTGCGTTCGCGGGCCGAGTACACCGAGGCCAGCGGCCCCTGCATCCTCACACCGCACCGGG 

ACAACCTGCACCAGATCGACGCCGTGGAAGGGCCTGCCGCCTTCCTGGACATCCTGGCCCCGCCCTACGACCCGG 

ACGATGGCCGGGACTGCCACTATTACCGGGTGCTGGAGCCGGTCAGGCCCAAGGAGGCCTCCAGCTCGGCCTGTG 

ACCTGCCTCGAGAGGTGTGGCTCCTGGAGACCCCACAGGCCGATGACTTCTGGTGCGAGGGAGAACCCTATCCAG 

GTCCCAAGGTCTICCCTTGAAGCCACTGGCGCCCAGGAGCGGTGGGCCGAAGACGTGCCCTACCCTACCACAAGG 

GCTGTGTCTCTACCCCCTAGCCTGGGCGTTGGATCTACTGGAATGAGCAGCAGCCGCTTCCTCGGCAGCCTTGGG 

AAGCACGGGCGACTGGACAGCAGCCGCCGGGCACGGXTATGGGGGCGGGGTGGGCGGGGAGGCTAGATTGTTTCC 

TGGTACTGTCACTGCCACTGGGGCTTTGATTTGGAGGAATGGGGCAGGGGACTATCTGAAGCGCTTCCATCCTAA 

AGCCATAATGAAAATATCTTCCTCTCTTCCCCATTCTATACAAAATACTAAGTGGTTTTCTTGCTCCCACTCCCT 

ACCCCTTAGTTAAATAGGGTTTATTTTCCACTCATGCCCTTATGCCTTTTTTTCTTATAGTTTTTTAACTTATTG 

ACTGTGCATGACCCAGTGGTTTGAATTGTTTTTAGTTCAAGTCATTGGTAAAAACTAGGTTTAAGGAGATGAGCT 

ACTGTTTAAAGTGAGCTGGCCTGCCTAATTAATTCCTTGTGAAAACTAAATGATTTTTTCAGTTTGGGGATCATT 

CTCACAACATAACTATGCATGTAGAGGACAAGATTTATTTTCTTXTCTCCCTTTGCCCAGTAGCCACATCTGGTT 

TACTCAGGCAGCATCTACTAAGAAATTCAGCACCTGCATATCTCTGTGACATGGTCACTTAGAGCTTATCTTCCC 

TATGAATCTCCAGATCTGTGAGTCGAGCAGATTTCATGTTGCAGATTCACCTTTAATGCAAAGACTGTATTATCC 

TCACATGACTTTTTTTCTTGTCTTACTGTACCTTAAAAGGTGATAGAGTAATTCTGTATTTTCTAACGGGAAGAT 

TCAAAGGAGCTGAATGTGTTATGCTXCCAAACAACTGAATGTAAAACACTCCTAGCCAGTTGTTGCAXTCCCTAT 

ATTTATTTACTTCCAATATTTTACTGTAAAAGTAGGGAGAAATATTATGTTGATAGTTGTTTCATATTCTCTCAG 

GAACTTTAAXGTTCCCGACTCGGGTGATTCCAGCTGTGTTGCTGGCAGTGTTGTCTCAACCCTCTCCCTAAAATG 

ACTGAGCCCTGGGTTCATCTAATGTGGTTTTCCTTAGGAAGAGATAGAAGGCACAGAAGATCACAGCTAGAGAAT 

TGAGAATTAACTATACTACTAGCCATTTTAGGGCACCAAAACTTGGGATTAAACACTTCCTACTTCCCACTCCCA 

ACTCCTGAAATGAAGTCTTGCXATCTGTGACTAGTTTTATTTTTGTGCTTTTAATAGTCCGAGCAGTCTTACCTT 

GTTTACACATGTATTGACACCATTTGCTTCAGGCCATGGAGCACTGTTTCTCCCXTTTTACTATTTATAGGATTC 

CGTTTTTTCACAAGACTTTTAATAAAAAGAAATTGTAGAAATAAACACATTAAAATTTGCCCAGCTGTCGTCTAA 

GC.CCTCTTGATTGACTTGCCCAAGTGGCAATAGAGTTCTAATATCTATAATAAAGGGAGATTTGCTATTATTAGT 

GGAATGTTGACCCCGTATGTAGAGAAACAGTACGTGCCTTTGCCTCTTTATGCACACAGAGACCCAGGGTGAGGG 

AGTATTTGTTCCCAGTTTTTAAGATAGTATAAAAAAGCAAATACTTGGTGAGTGATTTAAAAATAAAACCAAAAC 

AAAACACAAAAAGATATTCCACAGGACATGCCACTTTATTATAAAACCTGACACAGGCATAGTACCAAGTATTTC 

CTGCATTGTTGCTAAAATTGTTTTATTGTAGCTCCACATTCTGGTGTAGTTTAAAATGCCTTTGGGGGCAGTTTG 

AAGCAGTTCTTCATGCCACTTAGXTTGAAAATAAAATTCTAGATATGCAAATGATTTTCTTAGAAAACTTCACAA 

AATAAAAGATCTTGTTTTTTTTTCCATAGCACAGTAATGAATGTGGTTAXCAATCACATACTTTTTTGGATTATA 

TTGTAGCAAAAAGTTGATTAGCTTACCAAGATTATTAATAGCAATGTATGTGTTATAATACAACTTAGTACATTA 

AAGCTACGAAAACTCATCCTGGCTGTAGGATAGTAATAAAGGAAGAATTATGACTTCATTATGAAAAAAAGAAGT 

TTTAAAGTTTTCAATTACGAGCAATTTGGAAGAAAAAACCTAAGGTGCTTTTCAAAAGAGTAACTGAAATTGTTG 

CAGGCCAAAACAGCAATATGATATCTCAGATTTAGTTCAArAAGAACAGTGAAACTTTTGGTTCACTAATAAATT 

CTGAGTAAATTAGTGGTGAAGACAAAATATAACTTGTTTTAGTGAGCCACTGAGGAAAGAATATGCTTATTACAA 

AGACAAAATGTGGTGCAGAAACTATCTTGCACCTGTGTGCATAAACTGTTAGTCGTGACTGACTTGGTGTGTTGC 
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TATTGTGTTTCTATATACTCCGTCCAATATAGATAATGTTTTAATAACAACTGTGGGATAAAAGTTATCTTCCCC 

TTGGAAAGACTAATGAGCACAATGATATTAATCACTTTTATGGTGAATAATAAATGCAATAATTGCCTCATGGGT 
GAGAAATTGTCTGTCC 
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FIGURE 820 

MPRDNMASLIQRIARQACLTFRGSGGGRGASDRDAASGAEAPMQPGFPENLSKLKSLLTQLRAEDLNIAPRKATL 
QPLPPNLPPVTYMHIYETDGFSLGVFLLKSGTSIPLHDHPGMHGMLKVLYGTVRISCMDKLDAGGGQRPRALPPE 
QQFEPPLQPREREAVRPGVLRSRAEYTEASGPCILTPHRDNLHQIDAVEGPAAFLDILAPPYDPDDGRDCHYYRV 
LEPVRPKEASSSACDLPREVWLLETPQADDFWCEGEPYPGPKVFP 
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FIGURE 821 

GGGGGAGAGGGGGCTCAAGGCGAGCGCGCCGGGCAGTTGCGGGCGCGTGGCTGCTGAGGTTGGCGGCGGTGCCGC 
GCGCCCGACGGGCCGGTGGTTGCGGGGCCTCCCGCCTCGACCCGGGCTGGGGGCAGCCGTGGCGGCCGCCGGGGA 
CCGCAAGGGGCGGAGGAAAGGAGGGGGCCGGTCCCGGCACGCAGAGGAGCAGCCGACCATGCCCCGAGACAACAT 
GGCCTCCTTGATCCAACGGATCGCCCGCCAGGCTTGCCTCACCTTCCGGGGCAGCTGGGGCGGCCGCGGCGCTTC 
CGATCGCGACGCGGCTTCTGGCGCGGAGGCGCCGATGCAGCCGGGCTTCCCCGAGAACCTGAGCAAGCTGAAGAG 
CCTCCTGACCCAGCTCCGCGCCGAGGACTTGAACATCGCCCCGCGCAAGGCCACACTGCAGCCGCTGCCGCCCAA 
CCTGCCGCCAGTCACCTACATGCACATCTACGAGACGGACGGCTTCAGCCTGGGCGTGTTCCTGCTCAAGAGCGG 
CACGTCCATCCCGCTGCACGACCACCCGGGCATGCACGGCATGCTCAAGGTGCTGTACGGCACCGTGCGCATCAG 
CTGCATGGACAAGCTAGACGCGGGCGGCGGGCAACGGCCGCGGGCCTTGCCGCCCGAGCAGCAGTTCGAGCCGCC 
GCTGCAGCCCCGGGAGCGAGAAGCCGTGCGGCCGGGCGTGCTGCGTTCGCGGGCCGAGTACACCGAGGCCAGCGG 
CCCCTGCATCCTCACACCGCACCGGGACAACCTGCACCAGATCGACGCCGTGGAAGGGCCTGCCGCCTTCCTGGA 
CATCCTGGCCCCGCCCTACGACCCGGACGATGGCCGGGACTGCCACTATTACCGGGTGCTGGAGCCGGTCAGGCC 
CAAGGAGGCCTCCAGCTCGGCCTGTGACCTGCCTCGAGAGGTGTGGCTCCTGGAGACCCCACAGGCCGATGACTT 
CTGGTGCGAGGGAGAACCCTATCCAGGTCCCAAGGTCTTCCCTTGAAGCCACTGGCGCCCAGGAGCGGTGGGCCG 
AAGACGTGCCCTACCCTACCACAAGGGCTGTGTCTCTACCCCCTAGCCTGGGCGTTGGATCTACTGGAATGAGCA 
GCAGCCGCTTCCTCGGCAGCCTTGGGAAGCACGGGCGACTGGACAGCAGCCGCCGGGCACGGTTATGGGGGCGGG 
GTGGGCGGGGAGGCTAGATTGTTTCCTGGTACTGTCACTGCCACTGGGGCTTTGATTTGGAGGAATGGGGCAGGG 
GACTATCTGAAGCGCTTCCATCCTAAAGCCATAATGAAAATATCTTCCTCTCTTCCCCATTCTATACAAAATACT 
AAGTGGTTTTCTTGCTCCCACTCCCTACCCCTTAGTTAAATAGGGTTTATTTTCCACTCATGCCCTTATGCCTTT 
TTTTCTTATAGTTTTTTAACTTATTGACTGTGCATGACCCAGTGGTTTGAATTGTTTTTAGTTCAAGTCATTGGT 
AAAAACTAGGTTTAAGGAGATGAGCTACTGTTTAAAGTGAGCTGGCCTGCCTAATTAATTCCTTGTGAAAACTAA 
ATGATTTTTTCAGTTTGGGGATCATTCTCACAACATAACTATGCATGTAGAGGACAAGATTTATTTTCTTTCCTC 
CCTTTGCCCAGTAGCCACATCTGGTTTACTCAGGCAGCATCTACTAAGAAATTCAGCACCTGCATATCTCTGTGA 
CATGGTCACTTAGAGCTTATCTTCCCTATGAATCTCCAGATCTGTGAGTCGAGCAGATTTCATGTTGCAGATTCA 
CCTTTAATGCAAAGACTGTATTATCCTCACATGACTTTTTTTCTTGTCTTACTGTACCTTAAAAGGTGATAGAGT 
AATTCTGTATTTTCTAACGGGAAGATTCAAAGGAGCTGAATGTGTTATGCTTCCAAACAACTGAATGTAAAACAC 
TCCTAGCCAGTTGTTGCATTCCCTATATTTATTTACTTCCAATATTTTACTGTAAAAGTAGGGAGAAATATTATG 
TTGATAGTTGTTTCATATTCTCTCAGGAACTTTAATGTTCCCGACTCGGGTGATTCCAGCTGTGTTGCTGGCAGT 
GTTGTCTCAACCCTCTCCCTAAAATGACTGAGCCCTGGGTTCATCTAATGTGGTTTTCCTTAGGAAGAGATAGAA 
GGCACAGAAGATCACAGCTAGAGAATTGAGAATTAACTATACTACTAGCCATTTTAGGGCACCAAAACTTGGGAT 
TAAACACTTCCTACTTCCCACTCCCAACTCCTGAAATGAAGTCTTGCTATCTGTGACTAGTTTTATTTTTGTGCT 
TTTAATAGTCCGAGCAGTCTTACCTTGTTTACACATGTATTGACACCATTTGCTTCAGGCCATGGAGCACTGTTT 
CTCCCTTTTTTACTATTTATAGGATTCCGTTTTTTCACAAGACTTTTAATAAAAAGAAATTGTAGAAATAAACAC 
ATTAAAATAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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MQPGFPENLSKLKSLLTQLRAEDLNIAPRKATLQPLPPNLPPVTYMHIYETDGFSLGVFLLKSGTSIPLHDHPGM 

HGMLKVLYGXVRISCMDKLDAGGGQRPRALPPEQQFEPPLQPREREAVRPGVLRSRAEYTEASGPCILTPHRDNL 

HQIDAVEGPAAFLDILAPPYDPDDGRDCHYYRVLEPVRPKEASSSACDLPREVWLLETPQADDFWCEGEPYPGPK 
VFP 
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FIGURE 823 

ATGCCCCTAGGTCTCCTGTGGCTGGGCCTAGCCCTGTTGGGGGCTCTGCATGCCCAGGCCCAGGACTCCACCTCA 
GACCTGATCCCAGCCCCACCTCTGAGCAAGGTCCCTCTGCAGCAGAACTTCCAGGACAACCAATTCCAGGGGAAG 
TGGTATGTGGTAGGCCTGGCAGGGAATGCAATTCTCAGAGAAGACAAAGACCCGCAAAAGATGTATGCCACCATC 
TATGAGCTGAAAGAAGACAAGAGCTACAATGTCACCTCCGTCCTGTTTAGGAAAAAGAAGTGTGACTACTGGATC 
AGGACTTTTGTTCCAGGTTGCCAGCCCGGCGAGTTCACGCTGGGCAACATTAAGAGTTACCCTGGATTAACGAGT 
TACCTCGTCCGAGTGGTGAGCACCAACTACAACCAGCATGCTATGGTGTTCTTCAAGAAAGTTTCTCAAAACAGG 
GAGTACTTCAAGATCACCCTCTACGGGAGAACCAAGGAGCTGACTTCGGAACTAAAGGAGAACTTCATCCGCTTC 
TCCAAATATCTGGGCCTCCCTGAAAACCACATCGTCTTCCCTGTCCCAATCGACCAGTGTATCGACGGC TGA 
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FIGURE 824 

MPLGLLWLGLALLGALHAQAQDSTSDLIPAPPLSKVPLQQNFQDNQFQGKWYVVGLAGNAILREDKDPQKMYATI 
YELKEDKSYNVTSVLFRKKKCDYWIRTFVPGCQPGEFTLGNIKSYPGLTSYLVRWSTNYNQHAMVFFBCKVSQNR 
EYFKITLYGRTKELTSELKENFIRFSKYLGLPENHIVFPVPIDQCIDG 
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FIGURE 825 

CACCGTCCGCAGCCCGAGCGCCCCGGAGCCGCAGGCGCCGCCGCGCAGAGACGCCGCGGCTGCGACTAGGCGCGC 

CCAGCCGCACGTGGCGGACCCGCCCCCAGGCCCGCAGTGTCCTGGACCCCGCAGGCCTCCGCTCTCCTGTCCTCG 

GCCCCGTCCCCAGGGCCGCGAT^GCTTCCTGAGCCGACAGCAGCCGCCGCCACCCCGCCGCGCCGGGGCGGCCT 

GCACCTTGCGGCAGAAGCTGATCTTCTCGCCCTGCAGCGACTGTGAGGAGGAGGAAGAAGAGGAGGAGGAGGAGG 

GCAGCGGCCACAGCACCGGGGAGGACTCGGCCTTTCAAGAGCCCGACTCGCCGCTGCCGCCCGAGCGGAGCCCCA 

CGGAGCCCGGGCCCGAGCGCCGCCGCTCGCCCGGGCCGGCCCCCGGCAGCCCCGGCGAGCTGGAGGAGGACCTGT 

TGCTGCCCGGCGCCTGCCCGGGCGCGGACGAGGCGGGCGGTGGGGCGGAGGGCGACTCGTGGGAGGAGGAGGGCT 

TCGGCTCCTCGTCGCCGGTCAAGTCGCCGGCGGCCCCCTACTTCCTGGGTAGCTCTTTCTCGCCGGTGCGCTGCG 

GCGGCCCAGGAGATGCGTCGCCGCGGGGTTGCGGGGCGCGCCGGGCGGGCGAAGGCCGCCGCTCGCCGCGGCCGG 

ACCACCCGGGCACCCCGCCACACAAGACCTTCCGCAAGCTGCGACTCTTCGACACCCCGCACACGCCCAAGAGTT 

TGCTCTCCAAAGCTCGGGGAATTGATTCCAGCTCTGTTAAACTCCGGGGTAGTTCTCTCTTCATGGATACAGAAA 

AATCAGGAAAAAGGGAATTTGATGTGCGACAGACTCCTCAAGTGAATATTAATCCTTTTACTCCGGATTCTTTGT 

TGCTTCATTCCTCAGGACAGTGTCGTCGTAGAAAGAGAACGTATTGGAATGATTCCTGTGGTGAAGACATGGAAG 

CCAGTGATTATGAGCTTGAAGATGAAACAAGACCTGCXAAGAGAATTACAATTACTGAAAGCAATATGAAGTCCC 

GGTATACAACAGAATTTCATGAGCTAGAGAAAATCGGCTCTGGAGAATTTGGTTCTGTATTTAAGTGTGTGAAGA 

GGCTGGATGGATGCATTTATGCCATTAAGCGATCAAAAAAGCCATTGGCGGGCTCTGTTGATGAGCAGAACGCTT 

TGAGAGAAGrATATGCTCATGCAGTGCTTGGACAGCATTCTCATGTAGTTCGATATTTCTCTGCGTGGSCAGAAG 

ATGATCATATGCTTATACAGAATGAATATTGTAATGGTGGAAGTTTAGCTGATGCTATAAGTGAAAACTACAGAA 

TCATGAGTXACTTTAAAGAAGCAGAGTTGAAGGATCTCCTTTTGCAAGTTGGCCGAGGCTTGAGGTATATTCATT 

CAATGTCTTTGGTTCACATGGATATAAAACCTAGTAATATTTTCATATCTCGAACCTCAATCCCAAATGCTGCCT 

CTGAAGAAGGAGACGAAGATGATTGGGCATCCAACAAAGTTATGTTTAAAATAGGTGATCTTGGGCATGTAACAA 

GGATCTCCAGTCCACAAGTTGAGGAGGGCGATAGTCGTTTTCTTGCAAATGAAGTTTTACAGGAGAATTATACCC 

ATCTACCAAAAGCAGATATTTTTGCGCTTGCCCTCACAGTGGTATGTGCTGCTGGTGCTGAACCTCTTCCGAGAA 

ATGGAGATCAATGGCATGAAATCAGACAGGGTAGATTACCTCGGATACCACAAGTGCTTTCCCAAGAATTTACAG 

AGTTGCTAAAAGTTATGATTCATCCAGATCCAGAGAGAAGACCTTCAGCAATGGCACTGGTAAAGCATTCAGTAT 

TGCTGTCCGCTTCTAGAAAGAGTGCAGAACAATTACGAATAGAATTGAATGCCGAAAAGTTCAAAAATTCACTTT 

TACAAAAAGAACTCAAGAAAGCACAGATGGCAAAAGCTGCAGCTGAGGAAAGAGCACTCTTCACTGACCGGATGG 

CCACTAGGTCCACCACCCAGAGTAATAGAACATCTCGACTTATTGGAAAGAAAATGAACCGCTCTGTCAGCCTTA 

CTATATACTGAGCTACTCCTTTCCCACCTCCCCCTGAACACTGTGACAAGAGGAAGCTAGGTTGAAATCACTGAT 

AGAATCCAGTTTGCAATTACTTTCTCGATTGGTGTCAGTAGTTTTACTGATTAGGACTTTTATTGTGAATTACAG 

TTGAAAGCTGTATTTTGATGATTGCTATGTCAGGCTTTCATCTAATCTTACCAGTCTGTCTTCTGTAGGATGTGT 

CACTGTTGGATGTTACACCAGCCTTTCCAGGGTTAACCACTGTGGTGGTGTGCTGCTTATAGTTTGCTGXTGCAT 

TGTAATAAAAGGTGTCTTTCCCTGTAGTGACCTGTAAAAAGTACTCAAGGGCTTTATTACAGACATACCCTCCCT 

TTGAAAAGGGACATGCTAAAAGACTCATTACTACTCAGCCTTCAATGTACCTGTGTGTCCATCTTATATTTCTTT 

TTTTTTTAATTGTGAATTAGACTTGTATATCCCACTGGGAGCACTTTGTAGGCATTGCATGAACCATGGGATGAT 

GATTCTGTGGAGGTATTGCCTTGTGAATTTGCTGCTATTTTAGTTTTGTCTTTGCTGTAAACTTGTAGCATTAAA 

CAATCATTGTTGTTAATAGGTCTTCTTTTTGAAACAATTATGTGAAATGTATAGCTGCTTTTGATGGAAAGCAGC 

TATTTGCCTTTTTTTTTTTCCTTTGAACTTTGAAGCTAGTGCATTGGAAAAATGCACCCTTTCCCTCCTTTGGAA 

TGCTGTATTAATGTAGTATAATAATTACTGGTTTTGTAACTTGTTCTGGTAATGTCCTTCCCGGACTCTTTTTAA 

ATGTCTCCCCCTAAGTTTTATACTTGATTGTATTATTAGTCTGTTTTTAAATGTTTTGCCCGGTTTTTCTCTTCA 

ATATTTGTGTATATAAACCGATCTTCGTGATACTGTACATAGCTGTTTGAAATGCCAGAATGACTTCTGACATTC 

CAAGTTTTTCACAAAATATATTTTATCTGTGATTAGCCATTTGACTAATAATACTGGCTAACAGATGTTGAAAAA 

AATTGTCTGTTTTCTCATTAATTTTGGTCTAAAACATGTTTGCACTTGTCTTTGACTTGTGTTTTATTAACATTG 
ATTGGCATATTAAAAGTCACTCTGAGCTT 
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MSFLSRQQPPPPRRAGAACTLRQKLIFSPCSDCEEEEEEEEEEGSGHSTGEDSAFQEPDSPLPPERSPTEPGPER 
RRSPGPAPGSPGELEEDLLLPGACPGADEAGGGAEGDSWEEEGFGSSSPVKSPAAPYFLGSSFSPVRCGGPGDAS 
PRGCGARRAGEGRRSPRPDHPGTPPHKTFRKLRLFDTPHTPKSLLSKARGIDSSSVKLRGSSLFMDTEKSGKREF 
DVRQTPQVNINPFTPDSLLLHSSGQCRRRKRTYWNDSCGEDMEASDYELEDETRPAKRITITESNMKSRYTTEFH 
ELEKIGSGEFGSVFKCVKRLDGCIYAIKRSKKPLAGSVDEQNALREVYAHAVLGQHSHWRYFSAWAEDDHMLIQ 
NEYCNGGSLADAI SENYRIMS YFKEAELKDLLLQVGRGLRYIHSMSLVHMD IKPSNIFI SRTS IPNAASEEGDED 
DWASNKVMFKIGDLGHVTRISSPQVEEGDSRFLANEVLQENYTHLPKADIFALALTWCAAGAEPLPRNGDQWHE 
IRQGRLPRIPQVLSQEFTELLKVMIHPDPERRPSAMALVKHSVLLSASRKSAEQLRIELNAEKFKNSLLQKELKK 
AQMAKAAAE E RAL F T D RMATRS T TQ S NRT S RL I GKKMNRS VS L T I Y 
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TTGCTGCGTCAACTGTGTTCCCTTTGGCCTGGCTGAGTTTGATACTGTGGGGATTCAGTTTAGGCGCTGGCCCGA 
GGATATCCCAGCGGTGGTACTTCGGAGACACCTGTCTGCATCTGACTGAGCCGGCTCTCCTGGCCTCGCGCTGCA 
CATTCTCTCCTGGCGGCGGCGCCACCTGCAGTAGCGTTCGCCCGAACATGGCGACACGGAGCAGCAGGAGGGAGT 
CGCGACTCCCGTTCCTATTCACCCTGGTCGCACTGCTGCCGCCCGGAGCTCTCTGCGAAGTCTGGACGCAGAGGC 
TGCACGGCGGCAGCGCGCCCTTGCCCCAGGACCGGGGCTTCCTCGTGGTGCAGGGCGACCCGCGCGAGCTGCGGC 
TGTGGGCGCGCGGGGATGCCAGGGGGGCGAGCCGCGCGGACGAGAAGCCGCTCCGGAGGAAACGGAGCGCTGCCC 
TGCAGCCCGAGCCCATCAAGGTGTACGGACAGGTTAGTCTGAATGATTCCCACAATCAGATGGTGGTGCACTGGG 
CTGGAGAGAAAAGCAACGTGATCGTGGCCTTGGCCCGAGATAGCCTGGCATTGGCGAGGCCCAAGAGCAGTGATG 
TGTACGTGTCTTACGACTATGGAAAATCATTCAAGAAAATTTCAGACAAGTTAAACTTTGGCTTGGGAAATAGGA 
GTG2UVGCTGTTATCGCCCAGTTCTACCACAGCCCTGCGGACAACAAGCGGTACATCTTTGCAGACGCTTATGCCC 
AGTACCTCTGGATCACGTTTGACTTCTGCAACACTCTTCAAGGCTTTTCCATCCCATTTCGGGCAGCTGATCTCC 
TCCTACACAGTAAGGCCTCCAACCTTCTCTTGGGCTTTGACAGGTCCCACCCCAACAAGCAGCTGTGGAAGTCAG 
ATGACTTTGGCCAGACCTGGATCATGATTCAGGAACATGTCAAGTCCTTTTCTTGGGGAATTGATCCCTATGACA 
AACCAAATACCATCTACATTGAACGACACGAACCCTCTGGCTACTCCACTGTCTTCCGAAGTACAGATTTCTTCC 
AGTCCCGGGAAAACCAGGAAGTGATCCTTGAGGAAGTGAGAGATTTTCAGCTTCGGGACAAGTACATGTTTGCTA 
CAAAGGTGGTGCATCTCTTGGGCAGTGAACAGCAGTCTTCTGTCCAGCTCTGGGTCTCCTTTGGCCGGAAGCCCA 
TGAGAGCAGCCCAGTTTGTCACAAGACATCCTATTAATGAATATXACATCGCAGATGCCTCCGAGGACCAGGTGT 
TTGTGTGTGTCAGCCACAGTAACAACCGCACCAATTTATACATCTCAGAGGCAGAGGGGCTGAAGTTCTCCCTGT 
CCTTGGAGAACGTGCTCTATTACAGCCCAGGAGGGGCCGGCAGTGACACCTTGGTGAGGTATTTTGCAAATGAAC 
CATTTGCTGACTTCCACCGAGTGGAAGGATTGCAAGGAGTCTACATTGCTACTCTGATTAATGGTTCTATGAATG 
AGGAGAACATGAGATCGGTCATCACCTTTGACAAAGGGGGAACCTGGGAGTTTCTTCAGGCTCCAGCCTTCACGG 
GATATGGAGAGAAAATCAATTGTGAGCTTTCCCAGGGCTGTTCCCTTCATCTGGCTCAGCGCCTCAGTCAGCTCC 
TCAACCTCCAGCTCCGGAGAATGCCCATCCTGTCCAAGGAGTCGGCTCCAGGCCTCATCATCGCCACTGGCTCAG 
TGGGAAAGAACTTGGCTAGCAAGACAAACGTGTACATCTCTAGCAGTGCTGGAGCCAGGTGGCGAGAGGCACTTC 
CTGGACCTCACTACTACACATGGGGAGACCACGGCGGAATCATCACGGCCATTGCCCAGGGCATGGAAACCAACG 
AGCTAAAATACAGTACCAATGAAGGGGAGACCTGGAAAACATTCATCTTCTCTGAGAAGCCAGTGTTTGTGTATG 
GCCTCCTCACAGAACCTGGGGAGAAGAGCACTGTCTTCACCATCTTTGGCTCGAACAAAGAGAATGTCCACAGCT 
GGCTGATCCTCCAGGTCAATGCCACGGATGCCTTGGGAGTTCCCTGCACAGAGAATGACTACAAGCTGTGGTCAC 
CATCTGATGAGCGGGGGAATGAGTGTTTGCTGGGACACAAGACTGTTTTCAAACGGCGGACCCCCCATGCCACAT 
GCTTCAATGGAGAGGACTTTGACAGGCCGGTGGTCGTGTCCAACTGCTCCTGCACCCGGGAGGACTATGAGTGTG 
ACTTCGGXTTCAAGATGAGTGAAGATTTGTCATTAGAGGTTTGTGTTCCAGATCCGGAATTTTCTGGAAAGTCAT 
ACTCCCCTCCTGTGCCTTGCCCTGTGGGTTCTACTTACAGGAGAACGAGAGGCTACCGGAAGATTTCTGGGGACA 
CTTGTAGCGGAGGAGATGTTGAAGCGCGACTGGAAGGAGAGCTGGTCCCCTGTCCCCTGGCAGAAGAGAACGAGT 
TCATTCTGTATGCTGTGAGGAAATCCATCTACCGCTATGACCTGGCCTCGGGAGCCACCGAGCAGTTGCCTCTCA 
CCGGGCTACGGGCAGCAGTGGCCCTGGACTTTGACTATGAGCACAACTGTTTGTATTGGTCCGACCTGGCCTTGG 
ACGTCATCCAGCGCCTCTGTTTGAATGGAAGCACAGGGCAAGAGGTGATCATCAATTCTGGCCTGGAGACAGTAG 
AAGCTTTGGCTTTTGAACCCCTCAGCCAGCTGCTTTACTGGGTAGATGCAGGCTTCAAAAAGATTGAGGTAGCTA 
ATCCAGATGGCGACTTCCGACTCACAATCGTCAATTCCTCTGTGCTTGATCGTCCCAGGGCTCTGGTCCTCGTGC 
CCCAAGAGGGGGTGATGTTCTGGACAGACTGGGGAGACCTGAAGCCTGGGATTTATCGGAGCAATATGGATGGTT 
CTGCTGCCTATCACCTGGTGTCTGAGGATGTGAAGTGGCCCAATGGCATCTCTGTGGACGACCAGTGGATTTACT 
GGACGGATGCCTACCTGGAGTGCATAGAGCGGATCACGTTCAGTGGCCAGCAGCGCTCTGTCATTCTGGACAACC 
TCCCGCACCCCTATGCCATTGCTGTCTTTAAGAATGAAATCTACTGGGATGACTGGTCACAGCTCAGCATATTCC 
GAGCTTCCAAATACAGTGGGTCCCAGATGGAGATTCTGGCAAACCAGCTCACGGGGCTCATGGACATGAAGATTT 
TCTACAAGGGGAAGAACACTGGAAGCAATGCCTGTGTGCCCAGGCCATGCAGCCTGCTGTGCCTGCCCAAGGCCA 
ACAACAGTAGAAGCTGCAGGTGTCCAGAGGATGTGTCCAGCAGTGTGCTTCCATCAGGGGACCTGATGTGTGACT 
GCCCTCAGGGCTATCAGCTCAAGAACAATACCTGTGTCAAAGAAGAGAACACCTGTCTTCGCAACCAGTATCGCT 
GCAGCAACGGGAACTGTATCAACAGCATTTGGTGGTGTGACTTTGACAACGACTGTGGAGACATGAGCGATGAGA 
GAAACTGCCCTACCACCATCTGTGACCTGGACACCCAGTTTCGTTGCCAGGAGTCTGGGACTTGTATCCCACTGT 
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CCTATAAATGTGACCTTGAGGATGACTGTGGAGACAACAGTGATGAAAGTCATTGTGAAATGCACCAGTGCCGGA 
GTGACGAGTACAACTGCAGTTCCGGCATGTGCATCCGCTCCTCCTGGGTATGTGACGGGGACAACGACTGCAGGG 
ACTGGTCTGATGAAGCCAACTGTACCGCCATCTATCACACCTGTGAGGCCTCCAACTTCCAGTGCCGAAACGGGC 
ACTGCATCCCCCAGCGGTGGGCGTGTGACGGGGATACGGACTGCCAGGATGGTTCCGATGAGGATCCAGTCAACT 
GTGAGAAGAAGTGCAATGGATTCCGCTGCCCAAACGGCACTTGCATCCCATCCAGCAAACATTGTGATGGTCTGC 
GTGATTGCTCTGATGGCTCCGATGAACAGCACTGCGAGCCCCTCTGTACGCACTTCATGGACTTTGTGTGTAAGA 
ACCGCCAGCAGTGCCTGTTCCACTCCATGGTCTGTGACGGAATCATCCAGTGCCGCGACGGGTCCGATGAGGATG 
CGGCGTTTGCAGGATGCTCCCAAGATCCTGAGTTCCACAAGGTATGTGATGAGTTCGGTTTCCAGTGTCAGAATG 
GAGTGTGCATCAGTTTGATTTGGAAGTGCGACGGGATGGATGATTGCGGCGATTATTCTGATGAAGCCAACTGCG 
AAAACCCCACAGAAGCCCCAAACTGCTCCCGCTACTTCCAGTTTCGGTGTGAGAATGGCCACTGCATCCCCAACA 
GATGGAAATGTGACAGGGAGAACGACTGTGGGGACTGGTCTGATGAGAAGGATTGTGGAGATTCACATATTCTTC 
CCTTCTCGACTCCTGGGCCCTCCACGTGTCTGCCCAATTACTACCGCTGCAGCAGTGGGACCTGCGTGATGGACA 
CCTGGGTGTGCGACGGGTACCGAGATTGTGCAGATGGCTCTGACGAGGAAGCCTGCCCCTTGCTTGCAAACGTCA 
CTGCTGCCTCCACTCCCACCCAACTTGGGCGATGTGACCGATTTGAGTTCGAATGCCACCAACCGAAGACGTGTA 
TTCCCAACTGGAAGCGCTGTGACGGCCACCAAGATTGCCAGGATGGCCGGGACGAGGCCAATTGCCCCACACACA 
GCACCTTGACTTGCATGAGCAGGGAGTTCCAGTGCGAGGACGGGGAGGCCTGCATTGTGCTCTCGGAGCGCTGCG 
ACGGCTTCCTGGACTGCTCGGACGAGAGCGATGAAAAGGCCTGCAGTGATGAGTTGACTGTGTACAAAGTACAGA 
ATCTTCAGTGGACAGCTGACTTCTCTGGGGATGTGACTTTGACCTGGATGAGGCCCAAAAAAATGCCCTCTGCAT 
CTTGTGTATATAATGTCTACTACAGGGTGGTTGGAGAGAGCATATGGAAGACTCTGGAGACCCACAGCAATAAGA 
CAAACACTGTATTAAAAGTCTTGAAACCAGATACCACGTATCAGGTTAAAGTACAGGTTCAGTGTCTCAGCAAGG 
CACACAACACCAATGACTTTGTGACCCTGAGGACCCCAGAGGGATTGCCAGATGCCCCTCGAAATCTCCAGCTGT 
CACTCCCCAGGGAAGCAGAAGGTGTGATTGTAGGCCACTGGGCTCCTCCCATCCACACCCATGGCCTCATCCGTG 
AGTACATTGTAGAATACAGCAGGAGTGGTTCCAAGATGTGGGCCTCCCAGAGGGCTGCTAGTAACTTTACAGAAA 
TCAAGAACTTATTGGTCAACACTCTATACACCGTCAGAGTGGCTGCGGTGACTAGTCGTGGAATAGGAAACTGGA 
GC G AT T C T AAAT C CAT T AC C AC C AT AAAAGG AAAAGT GAT CCC AC C AC C AGAT AT C C AC AT T G AC AGC TAT GGTG 

AAAATTATCTAAGCTTCACCCTGACCATGGAGAGTGATATCAAGGTGAATGGCTATGTGGTGAACCTTTTCTGGG 

CATTTGACACCCACAAGCAAGAGAGGAGAACTTTGAACTTCCGAGGAAGCATATTGTCACACAAAGTTGGCAATC 

TGACAGCTCATACATCCTATGAGATTTCTGCCTGGGCCAAGACTGACTTGGGGGATAGCCCTCTGGCATTTGAGC 

ATGTTATGACCAGAGGGGTTCGCCCACCTGCACCTAGCCTCAAGGCCAAAGCCATCAACCAGACTGCAGTGGAAT 

GTACCTGGACCGGCCCCCGGAATGTGGTTTATGGTATTTTCTATGCCACGTCCTTTCTTGACCTCTATCGCAACC 

CGAAGAGCTTGACTACTTCACTCCACAACAAGACGGTCATTGTCAGTAAGGATGAGCAGTATTTGTTTCTGGTCC 

GTGTAGTGGTACCCTACCAGGGGCCATCCTCTGACTACGTTGTAGTGAAGATGATCCCGGACAGCAGGCTTCCAC 

CCCGTCACCTGCATGTGGTTCATACGGGCAAAACCTCCGTGGTCATCAAGTGGGAATCACCGTATGACTCTCCTG 

ACCAGGACTTGTTGTATGCAATTGCAGTCAAAGATCTCATAAGAAAGACTGACAGGAGCTACAAAGTAAAATCCC 

GTAACAGCACTGTGGAATACACCCTTAACAAGTTGGAGCCTGGCGGGAAATACCACATCATTGTCCAACTGGGGA 

ACATGAGCAAAGATTCCAGCATAAAAATTACCACAGTTTCATTATCAGCACCTGATGCCTTAAAAATCATAACAG 

AAAATGATCATGTTCTTCTGTTTTGGAAAAGCCTGGCTTTAAAGGAAAAGCATTTTAATGAAAGCAGGGGCTATG 

AGATACACATGTTTGATAGTGCCATGAATATCACAGCTTACCTTGGGAATACTACTGACAATTTCTTTAAAATTT 

CCAACCTGAAGATGGGTCATAATTACACGTTCACCGTCCAAGCAAGATGCCTTTTTGGCAACCAGATCTGTGGGG 

AGCCTGCCATCCTGCTGTACGATGAGCTGGGGTCTGGTGCAGATGCATCTGCAACGCAGGCTGCCAGATCTACGG 

ATGTTGCTGCTGTGGTGGTGCCCATCTTATTCCTGATACTGCTGAGCCTGGGGGTGGGGTTTGCCATCCTGTACA 

CGAAGCACCGGAGGCTGCAGAGCAGCTTCACCGCCTTCGCCAACAGCCACTACAGCTCCAGGCTGGGGTCCGCAA 

TCTTCTCCTCTGGGGATGACCTGGGGGAAGATGATGAAGATGCCCCTATGATAACTGGATTTTCAGATGACGTCC 

CCATGGTGATAGCCTGAAAGAGCTTTCCTCACTAGAAACCAAATGGTGTAAATATTTTATTTGATAAAGATAGTT 

GATGGTTTATTTTAAAAGATGCACTTTGAGTTGCAATATGTTATTTTTATATGGGCCAAAAACNNNNNNNNNNNN 
NNNNNNNNNNNNl^ 

GTAACCCAATTGCTTTGATTTGACATTAATGTAGTCTTACAGGGCTGTGCTTGCTGGGCATGCTTTTACGTCTGT 
GAGATAATTTCGGTTCAGTAAATTGGCCAATCTTTTTATTTTTCTAAGACACAGAAATGTATTTAATAAAAACCT 
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FIGURE 827C 

CGAGAGAGXGAXGGGXGGAACCCCXXCXCCXXGAAAGXGXGXACAGAXAXXCCAXXXXGXXXGGAXAXAGXXXAX 
AGGAAAGTGTGTGGATGTATTATGGCGGAAGGTTTCTTTATGTTATTTTGTTAATTTATTGGGACTCTGTGTAAG 
GCCAGGCTTTAGTGGTCATTAGACACCACATGTGTTATGAGCCCCTTACCCATAGGGTTGGGGGTGGGAAGAGAA 
GCATATTTTTTTGCCATTCCGGAAGCAATCCATTTTTATTCACTTGTGTGTCATGTAATGGTCTTTGGCAGGAGA 
GAGCACTGAGTCATTGCTGGAGTTCAGTTCAACAGAGCTGCAGCTTGGGAAGCCCTGTAAGCCCACAGCTTCCTC 
TCTTATATTAATTGATGGAATTTTACTGTATGTGCCTCTGTACAAGATGTAGCTTTGAGAGCTACAAAATGATAA 
CACTGCTTTATTACACACTGGTTTCATTGTCATTGCAAAAACTTACCCTGGTTGTGGGGGAGAGTTCTAGATCTG 
TGCCATGATCCATACACTGGCTAATAGAGTACATAATTTTTCCATTTTCCATTTTTTGTTTTTACTTACTACTGA 
AGGATCTCAGATGTAAAATTATGTATTTGGTTTGAGATGGCCACTTATTGTCCTTAAAAATCCATACTGATATAT 
GCAGTCATTTTGAATTGGACAGTGCCTTCTCTTTTTTTTTCTCCTCTTCTTCCATCTCCCTCACCCATGCCCCCA 
CCCAATCTAAAGAGACAGTGCTGTACAXTCTCATAGAGATAGAGAAGATCTAAAAAGTTGAGACTACTCAATCCA 
GTTAACAACAGCAGGAGCACTAGAGTTTGTTCATTTATTCTCTCTGTAAAACAAGCTGTGCTTTTTTTCTTCTGC 
CTTTAAAATGCCACCCGTGTATTCAAACCATGGCCACTTGATACTTATGTAGAATCCATCGTGGGCTGATGCAAG 
CCCTTTATTTAGGCTTAGTGTTGTGGGCACCAATGTCGAGCATCGTTGTGACTTGTGCTGTATGATTCTCACTGA 
AGAATTTCCTTTCAGCCAAGAAGCAGTGAGGTCTGGGAATATTCCAAAGTCATGTCTCTGAATATGTGTCCTTGA 
CGTGCAAGCTTTGTAAAACCCCATCCCCGCTTAGGTGCGAGGCATCACCTTCTCACAAGTGTTTAGTTTCTTTTA 
ACCACAAGTATCATTCTTGGGTGATAATATAGTTTCATTCTACTTAGGGATTGTTTAGAAAACAAAGAAAGAGCC 
AATTAAATTTTTTAGTTTTTGAAATTTTTATTTATATGTATACTTAGATGAGTATTTTAAGCTGTCGACCTTTAG 
TTTGCCATACGGGTAGGACTGTATTTCATGTTAACAACTGGTGGTAATGATAAGCCTTCTTCTAGCGTATTTTCT 
CTTCTTTCCTGTCACTTTCCTAAGTTTTTTTTTTTAAAGACTGGAATTTTTTTTGGCTTTATCTTGTCTTACCGT 
AGAGATTTGTTCAAAACTCTAAGCCCTACCACCTCCCCTTTAATAAGCTCTTTAAATAGTTGAATCATTAACAAC 
CTGGTGGGAGGCAAGTCATTTAATTGAACCACTAGGAAGTGTATTTTCTTTTCTTTTTCTGCCAACTTTTTGGTG 
GCATTTGTAAAAGCTGATATAAAAGGCTCTGAGATGTTATTTTCAGTTATTCCATAGGCAAGCCTTTTTACAGAG 
CAXAXGXCXCCAGXXGGCAGCXXGAGAXAXXXCCGAGCAXCCGGTXCXAGCXACCAGXGCCXCCCAAXGCXXAGX 
GCACAGTACTGTAGACTGGCCATCACCCCTCTCCTTGGAAAATGCCACTGTGCTGTTTG2U^AAAGCAGCCTTT 
TAGGGCTAGAGTATTTTATATAAACAGAAGAGCTAAGTTCCTGAAGACTAAGCTAGATAGCTGCAGCTATATGTA 
AATTGTATATTTTTATGAACTTTTGAAGCACACACTCCTGTTTCCCTCTGTGTAGCTTTGTGGGGATTTCATGTA 
TATATGCTGTCTGAAAGAATCCAGAGGTTGGAGTGCCAATAGAAAATGAAAACAAATGCCTTGTACTACAGGCAG 
CCTCTGAAGGTGACCACATAACTGTCTTCACTGTGACCAATCGGAGTCCCTGCTTGCTTGTGAAGAAGGGGCTTT 
TGTACCTTGTTGGAGATGCCACCTCAGAAGTTCACACTGTGCAGGAAAAAGGTTTTATTCTCTCCTGGCATACAT 
TAGAATGTCAGATGCCTGCATCCATGTGGACCACGATGGGCCTCTAAAAAXTGGTGGGCAGGGGGTTTGCTTATG 
AGTTTTCTCTGGAAACCGATTTTACTCCTGGATGTATTGAATGCCCCTTGAGCTTTATGAGATACGAGTCCACAT 
GGATAAAATGTTAGAGAGTGGAGTTCTACAGAGGATTCCAGGAAGAGGCCATGTCTGTGCAGTCCTAGTTCCAGA 
CAGGTGAGAAGCTCCAGGAACTACXGGCTACCTTGACAAGCTGGGTAAATAGTTATCATTCTGGGTAACTGGTTG 
AAACTCTGACTTTTGGACAAGTAATTCCTGGGGTTCTGTCTTTGGTAGCATCACCAGGGATATTTGGGTGGGACA 
GACAGAAGACACACAGCTGCCTGTTCTCTCCTGCCCATCATGTTTGGCCCACTAGATGAAGCTGTACTCAGCAAT 
TTAGGGAATGTAACCCTTCTCAGAACTGGCCATTTTCAGGGGAAGCTTGGGAGAGCAATAGTATGGTGAGCCCCT 
TAGAGATGAGCGCCTACTCCTTCTXGGCGAATGCTGCCTTCAGATGCTTACCAAGTGGTCACTGCATCTAGTAAG 
AXXAXAXXXCCAGXACACTXCCXXAGGGCAGAAACACCAXCCXAXCAGGXXXGGXCAGXCCCXXCXXCAXGAAGG 
GAGXCAXGGGGAAXXCCXGAAAAXXXXCXXCCXXCXGCAGACAGXXGGAXGAGXCCCXXAGAGAAGGCAXCCAGA 
GACAXAACXAAACXGAAXAXCAXCCCAXAXXGAXXXXAGGAAXXGACXCXAAAACXCXGXGCAGAAXCXXGXGTX 
GGGAXXGXAXCXXGACAXXCCXGXXGXGXXAXXXXXCXXAACXGGAGXGXGXGCXGCCXXXCAGGXACAAXXXXX 
GXGXAAXAAAAGCCAGXGCAXXAAGXXXAXAXAGACXACXXXCXAXGCAAGACXGAGAXAXGGAAXAGAXAGGAA 
GAGAXAXGXACXGCXGGGXACAXGGACAGXAAGXGXGXTXXCAGAXGGAGXACCAGCACCGAAAAXGGGXXGAGG 
GAGGATGGGXXGXAXGXAXGXXXCXGCCCACXAAXXXXGAGCAGCCAXAXXAXGAAXXAAAXCGXCACAGCCAAG 
XAAXAACCCAAGAAXGGXAXGAGXXXCAXGXGXAAXAGCXCAAAXGGAAXAAGCATGAAXGCXGGAGXGGACCAX 
XAXCCXCAAAXAXXCXAXGXCACXXCXCAXXXAAAGACXCXXGXXAXGAACXAXXAGAAACXXXAGGCAAAAXCA 
AAAGXAXXXGCGGCAAAAXAAAGGCCXAXXCXACXCXXAXXXAAAGXGAAACACXGXAXACXXGXXXCXCXCCAA 
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FIGURE 827D 

AGCGAAATTAAGTATTTATAATTTCAATTGCCTCGATAAGTTTCCAAGTCACTGAAATCTGCTGAAGGTTTTACT 
GTATTGTTGCACAACTTTAAGATAATTTTTGTCTCAATGTCAACTTTTTTCACTGAATAAAAATTTAACTGGGTC 
AAGAAAACACCTCTTTGAAAATCCACTGTCrCTGTGTGTCTCGAGCTGTTCTTTAGAGCGCAATAAAGATGGCTG 
ACGCAGTCTCCAAACCCC 
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FIGURE 828 

AAS TVFPLAWL SL I LWGFSLGAGP RI SQRW YFGD TCLHLTEP ALLASRCTFSPGGGATCS S VRPNMATRS SRRES 
RLPFLFTLVALLPPGALCEVWTQRLHGGSAPLPQDRGFLWQGDPRELRLWARGDARGASRADEKPLRRKRSAAL 
QP EP I KVY GQVS LND S HNQMWH WAGE KSNVI VALARD S L AL ARP KS S D VYVS YD YGKSFKK I S DKLNFGLGNRS 

EAVIAQFYHSPADNKRYIFADAYAQYLWITFDFCNTLQGFSIPFRAADLLLHSKASNLLLGFDRSHPNKQLWKSD 
DFGQTWIMIQEHVKSFSWGIDPYDKPNTIYIERHEPSGYSTVFRSTDFFQSRENQEVILEEVRDFQLRDKYMFAT 
KWHLLGSEQQSSVQLWVSFGRKPMRAAQFVTRHPINEYYIADASEDQVFVCVSHSNNRTNLYISEAEGLKFSLS 
LENVLYYSPGGAGSDTLVRYFANEPFADFHRVEGLQGVYIATLINGSMNEENMRSVITFDKGGTWEFLQAPAFTG 
YGEKINCELSQGCSLHLAQRLSQLLNLQLRRMPILSKESAPGLIIATGSVGKNLASKTNVYISSSAGARWREALP 
GPHYYTWGDHGGIITAIAQGMETNELKYSTNEGETWKTFIFSEKPVFVYGLLTEPGEKSTVFTIFGSNKENVHSW 
LILQVNATDALGVPCTENDYKLWSPSDERGNECLLGHKTVFKRRTPHATCFNGEDFDRPVWSNCSCTREDYECD 
FGFKMSEDLSLEVCVPDPEFSGKSYSPPVPCPVGSTYRRTRGYRKISGDTCSGGDVEARLEGELVPCPLAEENEF 
ILYAVRKSIYRYDLASGATEQLPLTGLRAAVALDFDYEHNCLYWSDLALDVIQRLCLNGSTGQEVIINSGLETVE 
ALAFEPLSQLLYWVDAGFKKIEVANPDGDFRLTIVNSSVLDRPRALVLVPQEGVMFWTDWGDLKPGIYRSNMDGS 
AAYHLVSEDVKWPNGISVDDQWIYWTDAYLECIERITFSGQQRSVILDNLPHPYAIAVFKNEIYWDDWSQLSIFR 
ASKYSGSQMEILANQLTGLMDMKIFYKGKNTGSNACVPRPCSLLCLPKANNSRSCRCPEDVSSSVLPSGDLMCDC 
PQGYQLKNNTCVKEENTCLRNQYRCSNGNCINSIWWCDFDNDCGDMSDERNCPTTICDLDTQFRCQESGTCIPLS 
YKCDLEDDCGDNSDESHCEMHQCRSDEYNCSSGMCIRSSWVCDGDNDCRDWSDEANCTAIYHTCEASNFQCRNGH 
CIPQRWACDGDTDCQDGSDEDPVNCEKKCNGFRCPNGTCIPSSKHCDGLRDCSDGSDEQHCEPLCTHFMDFVCKN 
RQQCLFHSMVCDGIIQCRDGSDEDAAFAGCSQDPEFHKVCDEFGFQCQNGVCISLIWKCDGMDDCGDYSDEANCE 
NPTEAPNCSRYFQFRCENGHCIPNRWKCDRENDCGDWSDEKDCGDSHILPFSTPGPSTCLPNYYRCSSGTCVMDT 
WVCDGYRDCADGSDEEACPLLANVTAASTPTQLGRCDRFEFECHQPKTCIPNWKRCDGHQDCQDGRDEANCPTHS 
TLTCMSREFQCEDGEACIVLSERCDGFLDCSDESDEKACSDELTVYKVQNLQWTADFSGDVTLTWMRPKKMPSAS 
CVYNVYYRWGESIWKTLETHSNKTNTVLKVLKPDTTYQVKVQVQCLSKAHNTNDFVTLRTPEGLPDAPRNLQLS 
LPREAEGVIVGHWAPPIHTHGLIREYIVEYSRSGSKMWASQRAASNFTEIKNLLVNTLYTVRVAAVTSRGIGNWS 
DSKSITTIKGKVIPPPDIHIDSYGENYLSFTLTMESDIKVNGYWNLFWAFDTHKQERRTLNFRGSILSHKVGNL 
TAHTSYEISAWAKTDLGDSPLAFEHVMTRGVRPPAPSLKAKAINQTAVECTWTGPRNWYGIFYATSFLDLYRNP 
KSLTTSLHNKTVIVSKDEQYLFLVRVVW 

QDLLYAIAVKDLIRKTDRSYKVKSRNSTVEYTLNKLEPGGKYHIIVQLGNMSKDSSIKITTVSLSAPDALKIITE 
NDHVLLFWKSLALKEKHFNESRGYEIHMFDSAMNITAYLGNTTDNFFKISNLKMGHNYTFTVQARCLFGNQICGE 
PAILLYDELGSGADASATQAARSTDVAAVWPILFLILLSLGVGFAILYTKHRRLQSSFTAFANSHYSSRLGSAI 
FSSGDDLGEDDEDAPMITGFSDDVPMVIA 
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FIGURE 829 

AGGCGCTGCGGAGACGCGTAGAGGAGCGCGCCCCCCGGCCGMTGCCGMCCCTGGCCCGTGCCGTCACCCCGCTTC 

TCCGCGCCTCGGGCGGTACCCAGCCAGTCCCCAGCGCCGCGCTACCGCGCTGACCGGCCCTCCAGACGCCTCCCG 

GTACCCGGGACCCCAGCCCGGCCGCTCGCCCGCAGCCCGCCGGCCGCACACGTCCCCGGAGCCGGGCCTAGGGCG 

GGCGGCAGGGCGGCTCGGCGCAGTCAGGCTGGGCTCTGTAGCGTCCCCATGGCCGCGGCCGGCTGGCGGGACGGC 

TCCGGCCAGGAGAAGTACCGGCTCGTGGTGGTCGGCGGGGGCGGCGTGGGCAAGTCGGCGCTCACCATCCAGTTC 

ATCCAGTCCTATTTTGTAACGGATTATGATCCAACCATTGAAGATTCTTACACAAAGCAGTGTGTGATAGATGAC 

AGAGCAGCCCGGCTAGATATTTTGGATACAGCAGGACAAGAAGAGTTTGGAGCCATGAGAGAACAGTATATGAGG 

ACTGGCGAAGGCTTCCTGTTGGTCTTTTCAGTCACAGATAGAGGCAGTTTTGAAGAAATCTATAAGTTTCAAAGA 

CAGATTCTCAGAGTAAAGGATCGTGATGAGTXCCCAATGATTTTAATTGGTAATAAAGCAGATCTGGATCATCAA 

AGACAGGTAACACAGGAAGAAGGACAACAGTTAGCACGGCAGCTTAAGGTAACATACATGGAGGCATCAGCAAAG 

ATTAGGATGAATGTAGATCAAGCTTTCCATGAACTTGTCCGGGTTATCAGGAAATTTCAAGAGCAGGAATGTCCT 

CCTTCACCAGAACCAACACGGAAAGAAAAAGACAAGAAAGGCTGCCATTGTGTCATTTTCTAGAATCCCTTCAGT 

TTTAGCTACCAACGGCCAGGAAAAGCCCTCATCTTCTCTTTCTCTCCTCAGTTTACATCTTGTTGGTACCTTTCT 

AGCCTTAGACAAATGATCACCATGTTAGCCTTAGACGAAGAAGCTGGCTAGTCCTTTCTGTGAAGCTAATACAAT 

GGTCATTTCCAGACAAATTTAAAGGAAACACTAAGGCTGCTTCAAAGATTATCTGATTCCTTTAAAATATATGTC 

TATATACACAGACATGCTCTTTTTTTAAGTGCTTACATTTTAATAGAGATGAATCAGTTTTGGAATCTAAGCTGT 

TTGCCAAGCTGAAGCTACAGGTTGTGAAATAATTTTTAACTTTTGGAATCATACTGCCTACTGTTACTCTAAATA 

GAAATATAGGGTTTTTTTTAATGTGAATTTTTGCCTATCTTTAAACATTTCAATGTCAGCCTTTGTTAACCTTAA 

ATACACTGAATTGAATCTACAAAAGTGAACCATCTCAGACCTTTACTGATACTACAACTTTTGTTTTCTGATGGC 

CAAAATACCAAATGCCTGTTGTATTTATGGATTAAAAACTGCTTATAAAACCCTGTGTTACTACTCCTACTCTTG 

GAGATGATAATATTCTATGTGGTCAAATATTTGGACTCATTTAGGACTTAGATATTTCAGTGTACTTGATTTTTT 

AATTTAACTCTTTTTCACAGCCACGCTAAGGGTAAAAAGGAATAATTTCCTTCTGTCTTCCXTTTCAAGTATTTC 

TGGGTAAGGGATTCAAAAAACTAAAACTGTTTTTGTTTGTAATATAAAATATGGAATTGATCTTTCCAGGGTCAG 

AGAXGATTAATGTTTTTGCTATATACTTTTATACATTATTTTCTTATCAAACTAGTTAACAAGTATTTTTATATG 

TTTGTAAGCAGATATGCTTTCATAGCATACCTTGTGTATATGTAAAGATAAGTATTTAATTCTCACTGTTCACTT 

TTAACTGACAAAGAAAAACAAGTGGAAACTACAGAAACTGTGGTAGAACTTTTACTTGCTGGTCTGGTCTTGGTT 

GTACCCATCTTTGGCCAGTCACATAACTACTCAAGAAACCTTCCCAATAGAGTACAACAGGATGAGACTCTGAAA 

TCACTTTCAGTATTCCCTGCTAGATATTGATTGTTATTTCAAGTATTAAGTGTAAGCTTTTAATGGATAATTAGT 

ATAACTGTGGATGGCATCTGATTTTGTTTTTAATTCTGTGGATTGTGTTTAAGCAATTCAATAGTATGTTCCTGA 

TTTTGAGATGCTAAGTGGTATTGCACAGTTGTCACTTTATCAAGTGTGTACAACAGTCCCATGAAGTTTATAGAG 

CATACCCTTGTATAGCTTCAGGTGCTAGAATTAAAATTGATCTGTTATCACAAAAAAAAAAAAAAAAAAAAAAGG 

CTCTTTAATTAGGCG 
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FIGURE 830 

CGCGCCTCGGGCGGTACCCAGCCAGTCCCCAGCGCCGCGCTACCGCGCTGACCGGCCCTCCAGACGCCTCCCGGT 
ACCCGGGACCCCAGCCCGGCCGCTCGCCCGCAGCCCGCCGGCCGCACACGTCCCCGGAGCCGGGCCTAGGGCGGG 
CGGCAGCGGCGGCTCGGCGCAGTCAGGCTGGGCTCTGTAGCGTCCCCATQSCCGCGGCCGGCTGGCGGGACGGCT 
CCGGCCAGGAGAAGTACCGGCTCGTGGTGGTCGGCGGGGGCGGCGTGGGCAAGTCGGCGCTCACCATCCAGTTCA 
TCCAGTCCTATTTTGTAACGGATTATGATCCAACCATTGAAGATTCTTACACAAAGCAGTGTGTGATAGATGACA 
GAGCAGCCCGGCTAGATATTTTGGATACAGCAGGACAAGAAGAGTTTGGAGCCATGAGAGAACAGTATATGAGGA 
CTGGCGAAGGCTTCCTGTTGGTCTTTTCAGTCACAGATAGAGGCAGTTTTGAAGAAATCTATAAGTTTCAAAGAC 
AGATTCTCAGAGTAAAGGATCGTGATGAGTTCCCAATGATTTTAATTGGTAATAAAGCAGATCTGGATCATCAAA 
GACAGGTAACACAGGAAGAAGGACAACAGTTAGCACGGCAGCTTAAGGTAACATACATGGAGGCATCAGCAAAGA 
TTAGGATGAATGTAGATCAAGCTTTCCATGAACTTGTCCGGGTTATCAGGAAATTTCAAGAGCAGGAATGTCCTC 
CTTCACCAGAACCAACACGGAAAGAAAAAGACAAGAAAGGCTGCCATTGTGTCATTTTC TAGA ATCCCTTCAGTT 
TTAGCTACCT^ACGGCCAGGAAAAGCCCTCATCTTCTCTTTCTCTCCTCAGTTTACATCTTGTTGGTACCTTTCTA 
GCCTTAGACAAATGATCACCATGTTAGCCTTAGACCAAGAAGCTGGCTAGTCCTTTCTGTGAAGCTAATACAATG 
GTCATTTCCAGACAAATTTAAAGGAAACACTAAGGCTGCTTCAAAGATTATCTGATTCCTTTAAAATATATGTCT 
ATATACACAGACATGCTCTTTTTTTAAGTGCTTACATTTTAATAGAGATGAATCAGTTTTGGAATCTAAGCTGTT 
TGCCAAGCTGAAGCTACAGGTTGTGAAATAATTTTTAACTTTTGGAATCATACTGCCTACTGTTACTCTAAATAG 
AAATATAGGGTTTTTTTTAATGTGAATTTTTGCCTATCTTTAAACATTTCAATGTCAGCCTTTGTTAACCTTAAA 
TACACTGAATTGAATCTACAAAAGTGAACCATCTCAGACCTTTACTGATACTACAACTTTTGTTTTCTGATGGCC 
AAAATACCAAATGCCTGTTGTATTTATGGATTAAAAACTGCTTATAAAAAAAAAAAAAAA 
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FIGURE 831 

MAAAGWRDGSGQEKYRLVWGGGGVGKSALTIQFIQSYFVTDYDPTIEDSYTKQCVIDDRAARLDILDTAGQEEF 
GAMREQYMRTGEGFLLVFSVTDRGSFEEIYKFQRQILRVKDRDEFPMILIGNKADLDHQRQVTQEEGQQLARQLK 
VTYMEASAKIRMNVDQAFHELVRVIRKFQEQECPPSPEPTRKEKDKKGCHCVIF 
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FIGURE 832 

TTAAGCACTTGTTTTGGGTACAAGGCATTTCTGACATTTTATAAACCTACATTTAAGGGGAATTTT TAAA GGAAA 
TGTTTTTTCTTTTTTTTTTGTTTXTCGAGGGGGCAAGGAGGGACAGAAAAGTAACCTCTTCTTAAGTGGAATATT 
CTAATAAGCTACCTTTTGTAAGTGCCATGTTTATTATCTAATCATTCCAAGTTTTGCATTGATGTCTGACTGCCA 
CTCCTTTCTTTCAAGGACAGTGTTTTTTGTAGTAAAATCACTGGTTTATACAAAGCTTTATTTAGGGGGTAAAGT 
TAAGCTGCTAAAACCCCATGTTGGCTGCTGCTGTTGAGATACTGTGCTTTGGGAGTAAAAAAAGAAAGTTATTTC 
TTTGTCTTAAAGAATTTTTAAAAAATTAGTCATGAGACTTATTCATCTTTCCAGGGAACATACTGATTGGTCTTA 
AAAGACTAGACAGTTAAGTAAAAGGTGGCTGGAACATCTATTTTTCTACAAAACTGGAAAAATGAACCTGGTTCT 
AGAAGAATGTACACCAAAATAAAACATGTGAAGCAGTATTGATTCTTT 
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FIGURE 834 

GCACGAGCATAGACTTTTAAACTGGTACGGTTCTTAGAGATGGTCCTTGGCCTTCTGTTGTTGTTGTKGTTTTTT 

TCTTTTTCTTCTTCTCCTTCTCCTTCTTCTTCTCTTCTCCTTCTTTCTTCTTTTTTTTTTCAGAGTCTTGCTCTG 

TCACCAAGACTGGAGTGAAGTGATGTGATCTCGGCTTACTGCAACCTGGGAGGCAGAGGTTGCAGTGAGTCGAGA 

TGGTGCCATTGCTCTCGTTTGGGCAACAAGAGTGAAACTCTTGTCTCAAAAAAAAAAAAAAAATGAGGTTTAAGA 

CAGTTTTGTCATTACTGGTGGGATCTGGTCACACAAGATAGCATTAAACGTGACATGGCACATAAAATTGGTTAA 

AAAATTTTGTTTTTTAATTACGTAATGTAAAAGCCCAACAAACACTTTATGCAAGATTGGAATGTATCTTCAAAT 

TCAGATTTAATAAACATGTAAAGATCCTCTGTATATAAAAGTTGTATTTAATCCCTTGTGCCCCAAGAATGCTAT 

AAAAGATCCCAAGAATGTTATCTATGAAAAGATAGCAATAGGGAATGGTGAACAAATAATTTAATTTGCCAATTC 

TAAAAAACATGGACTTAAACCCCATGAAAACTTGGTTCCATAGTTTTAACTGTTTTATGGTTCCAATACAAAACC 

AGAGTGGTTTACATTCCACAATXACCAAATTTGCATCCAATXTTGGGGTAATTTTXGGTATTTGCCATGGGATAC 
TATTCATTTTT 
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MVLGLLLLLXFFSFSSSPSPSSSLLLLSSFFFQSLALSPRLE 
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FIGURE 836 

TGTCGGGGACGGTAACCGGGACCCGTGCTCTGCTCCTGTCGCCTTCGCCTCCTGAATCCCTAGCCATATGCGTGA 

GTGCATCTCCATCCACGTTGGCCAGGCTGGTGTCCAGATTGGCAATGCCTGCTGGGAGCTCTACTGCCTGGAACA 

CGGCATCCAGCCCGATGGCCAGATGCCAAGTGACAAGACCATTGGGGGAGGAGATGACTCCTTCAACACCTTCTT 

CAGTGAGACGGGCGCTGGCAAGCACGTGCCCCGGGCTGTGTTTGTAGACTTGGAACCCACAGTCATTGATGAAGT 

TCGCACTGGCACCTACCGCCAGCTCTTCCACCCTGAGCAGCTCATCACAGGCAAGGAAGATGCTGCCAATAACTA 

TGCCCGAGGGCACTACACCATTGGCAAGGAGATCATTGACCTTGTGTTGGACCGAATTCGCAAGCTGGCTGACCA 

GTGCACCCGTCTTCAGGGCTTCTTGGTTTTCCACAGCTTTGGTGGGGGAACTGGTTCTGGGTTCACCTCCCTGCT 

CATGGAACGCCTGTCAGTTGATTATGGCAAGAAATCCAAGCTGGAGTTCTCCATTTACCCGGCACCCCAGGTTTC 

CACAGCTGTAGTTGAGCCCTACAACTCCATCCTCACCACCCACACCACCCTGGAGCACTCTGATTGTGCCTTCAT 

GGTAGACAATGAGGCCATCTATGACATCTGTCGTAGAAACCTCGATATCGAGCGCCCAACCTACACTAACCTTAA 

CCGCCTTATTAGCCAGATTGTGTCCTCCATCACTGCTTCCCTGAGATTTGATGGAGCCCTGAATGTTGACCTGAC 

AGAATTCCAGACCAACCXGGTCCCCTACCCCCGCATCCACTTCCCTCTGGCCACATATGCCCCTGTCATCTCTGC 

TGAGAAAGCCTACCATGAACAGCTTTCTGTAGCAGACATCACCAATGCTTGCTTTGAGCCAGCCAACCAGATGGT 

GAAATGTGACCCTGGCCATGGTAAATACATGGCTTGCTGCCTGTTGTACCGTGGTGACGTGGTTCCCAAAGATGT 

CAATGCTGCCATTGCCACCATCAAAACCAAGCGCACGATCCAGTTTGTGGATTGGTGCCCCACTGGCTTCAAGGT 

TGGCATCAACTACCAGCCTCCCACTGTGGTGCCTGGTGGAGACCTGGCCAAGGTACAGAGAGCTGTGTGCATGCT 

GAGCAACACCACAGCCATTGCTGAGGCCTGGGCTCGCCTGGACCACAAGTTTGACCTGATGTATGCCAAGCGTGC 

CTTTGTTCACTGGTACGTGGGTGAGGGGATGGAGGAAGGCGAGTTTTCAGAGGCCCGTGAAGATATGGCTGCCCT 

TGAGAAGGATTATGAGGAGGTTGGTGTGGATTCTGTTGAAGGAGAGGGTGAGGAAGAAGGAGAGGAATACTAATT 

ATCCATTCCTTTTGGCCCTGCAGCATGTCATGCTCCCAGAATTTCAGCTTCAGCTTAACTGACAGATGTTAAAGC 

TTTCTGGTTAGATTGTTTTCACTTGGTGATCATGTCTTTTCCATGTGTACCXGTAATATTTTTCCATCATATCTC 

AAAGTAAAGTCATTAACATCA 
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FIGURE 837 

MRECISIHVGQAGVQIGNACWELYCLEHGIQPDGQMPSDKTIGGGDDSFNTFFSETGAGKHVPRAVFVDLEPTVI 
DEVRTGTYRQLFHPEQLITGKEDAANNYARGHYTIGKEIIDLVLDRIRKLADQCTRLQGFLVFHSFGGGTGSGFT 
SLLMERLSVDYGKKSKLEFSIYPAPQVSTAVVEPYNSILTTHTTLEHSDCAFMVDNEAIYDICRRNLDIERPTYT 
NLNRL I SQ I VS S I TASLRFDGALNVDLTEFQTNL VP YP RI HFPL AT YAPVI S AEKAYHEQLS VAD I TNACFEP AN 
QIWKCDPGHGKYMACCLLYRGDVVPKDVNAAIATIKTKRTIQFVDWCPTGFKVGINYQPPTVVPGGDLAKVQRA^ 
CMLSNTTAIAEAWARLDHKFDLMYAKRAFVHWYVGEGMEEGEFSEAREDMAALEKDYEEVGVDSVEGEGEEEGEE 
Y 
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FIGURE 838 

GGGCTTCCTGGGGAGGGTGTGGCAGGGTGGTGGGCATCCCCTCCCTCACCAAAGCATGGGCTCTTTGTTTCCTCT 
TTGCCAGGCCTGGGTCCTTCCCAGTGACCCCTCAGCCTTCACTTCCTCCTCACTCCCGGGGAGCTGTGACAGGTG 
TTTGGGGGAGGGGAGGGGGGTATGATAAGCTGGGACAGCTGCACCCACCGGTGCTCTGGTGAGATGGGGGGCCCG 
GATGTTGGGGAGACACATCTGCTGGGTTCCCAGCCCAAGGTCCCCAACCCTGGCTGTCTGGCCTTGTCTGTCACC 
CCCCGTGCCCACTGGCAGGGACAGGAAGCTCCCCCCCCACCCCGCTTTGGGCAGTTTGCCTTGGCACGGGCCTGA 
TCrGTTTTCCTCCCCAGAGCAGCTGCTGTTCTGTCTGCTGGGCAGAGGGCTGGGTTCCTCCGAGGTAGGCAGGGG 
CCTCAACCCAGAGCCCCTCTCACACCCTCTTTCAACTCAGGCTTATGTCTCTCCCTCCTCCCCCACCCCCACCCC 
AGGAAGAGGAGATCCCAGAACTGGAGATTGACGTGGATGAGCTCCTGGACATGGAGAGTGACGATGCCCGGGCTG 
CCAGGGTCAAGGAGCTGCTGGTTGACTGTTACAAACCCACAGAGGCCTTCATTTCTGGCCTGCTGGACAAGATCC 
GGGGCATGCAGAAGCTGAGCACACCCCAGAAGAAGTGAGGGTCCCCGACCCAGGAGAACGGTGGCTCCCACAGGA 
CAATCGCTGCCCCCCAACCTCGTAGCAACAGCAATACCGGGGGACCCTGCGGCCAGGCCTGGTGCCATGAGCAGG 
GCTCCTCGTGCCCCTGGCCCAGGGGTCTCTTCCCCTGCCCCCTCAGTTTTCCACTTTTGGGGTTTTTTAXTGTTA 
TTAAACTGATGGGACTTTAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 839 

MLGRHICWVPSPRSPTLAVWPCLSPPVPTGRDRKLPPHPALGSLPWHGPDLFSSPEQLLFCLLGRGLGSSEVGRG 
LNPEPLSHPLSTQAYVSPSSPTPTPGRGDPRTGD 
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FIGURE 840A 

aagtcagcgctggagtcggctaggcggctggaaacggcggctgccgccggtgactcagggaggcgggaggcgggg 

gaggagctcttcctgcaggcgtggaaacc atgg tgctcacgctcggagaaagttggccggtattggtggggagga 

ggtttctcagtctgtccgcagccgacggcagcgatggcagccacgacagctgggacgtggagcgcgtcgccgagt 

ggccctggctctccgggaccattcgagctgtttcccacaccgacgttaccaagaaggatctgaaggtgtgtgtgg 

aatttgatggggaatcttggaggaaaagaagatggatagaagtctacagccttctaaggagagcatttttagtag 

aacataatttggttttagctgaacgaaagtcacctgaaatttctgaacgaattgtacagtggcctgcaataacgt 

acaaacctctgttggacaaagctggtttgggatccataacttctgttcgctttctgggagatcaacaaagagtat 

ttctttctaaagaccttttgaagcctatacaggatgtaaacagtcttcgactttctcttacggataatcagattg 

tcagtaaagaatttcaagctttgattgtgaagcatttagatgaaagccatcttttaaaaggtgacaaaaacttag 

ttggttcagaagtaaaaatttatagcttggacccatctactcagtggttttcagcaaccgttataaatggaaacc 

cagcatcaaaaactcttcaagtcaactgtgaggagattccagcactgaaaattgttgatccgtcactgattcatg 

ttgaagttgtacacgataaccttgtgacatgtggtaattctgcaagaattggagctgtaaaacgcaagtctxctg 

agaataatggaaccctggtttccaaacaagcaaaatcttgctctgaggcctctcccagtatgtgtcctgtgcagt 

ctgtacctacaacagtttttaaggagatactgcttggctgtactgcggcaactccacctagtaaggacccaagac 

agcaaagtactccccaggctgccaactctccacctaaccttggagcaaaaattcctcaaggatgtcataaacaaa 

gtttaccagaggaaatttcttcctgtctaaatacaaagtctgaagctctgagaacaaaaccagatgtctgcaaag 

cagggttgctctcaaagtcctctcagattggaactggagacttgaaaattctgactgagccaaaaggcagctgta 

ctcagcctaagacaaacactgatcaggaaaacagattggagtctgttccacaagcattgactggccttcctaagg 

agtgcttacctacaaaggcttcttctaaggcagaattggaaattgccaatcctcctgaactgcagaagcacctag 

aacatgcaccttccccatcggatgtttcaaatgcaccagaagtgaaagcaggtgtcaatagtgatagccctaata 

actgttcaggaaaaaaggtagaaccttcagctttagcttgccgatcacagaatttaaaggaatcttcagtaaaag 

tagataatgaaagctgttgttcaagaagcaacaataaaatccagaatgccccatccaggaagtcggttttgacag 

acccagctaaactcaaaaagctgcaacagagtggcgaggccttcgtacaggatgattcttgtgtgaacatcgtgg 

cacagttgcctaaatgccgagagtgtcgcttggacagtctccgcaaggataaggagcaacagaaggactcacctg 

tgttttgccgcttctttcacttcaggaggttacaattcaacaaacatggtgtgttgcgggtagaaggcttcttaa 

caccaaacaagtatgacaatgaagcaattggcttgtggttacctttaaccaaaaacgttgtggggattgatttgg 

acacagcaaagtacatcttggccaacattggagaccacttctgtcaaatggtgatttctgaaaaggaagctatgt 

caactattgagccacacagacaggttgcttggaagcgagctgtcaaaggtgttcgagaaatgtgtgatgtgtgcg 

acaccaccatcttcaacctgcactgggtgtgtcctcggtgtgggtttggagtatgtgtggactgctaccggatga 

agag2vaagaattgccaacagggtgctgcttacaagactttctcttggctaaaatgtgtgaagagtcagatacatg 

aaccagagaacttaatgcccacacagatcattcctggaaaagcactctatgatgttggagacattgttcattctg 

taagagcgaaatggggaataaaggcaaactgcccttgttcaaacaggcaattcaaactcttttcaaagccagcct 

caaaggaagacctaaaacagacttctttagctggagaaaaaccgXctcttggtgcagtgctccagcagaatccct 

cagtgttggagccagcagctgtgggtggggaagcagcctccaagccagccggcagcatgaagcctgcctgtccag 

ccagcacatctcctctaaactggctggccgacctaaccagcgggaatgtcaacaaggaaaacaaggaaaaacaac 

caacaatgccaattttaaagaatgaaatcaaatgccttccacccctcccacctttaagcaaatccagcacagtcc 

tccaxacgtttaacagcacaattttgacacccgtaagcaacaacaattctggtttcctccggaatctcttgaatt 

cttctacaggaaagacagaaaatggactcaagaatacaccaaaaatccttgatgacatctttgcctctttggtgc 

aaaataagacgacttctgatttatctaagaggcctcaaggactaaccatcaagcccagcattctgggctttgaca 

ctcctcactattggctttgtgataatcgcttgctgtgcttgcaagaccccaacaataagagcaactggaatgtgt 

ttagggagtgctggaaacaagggcagccagtgatggtgtctggagtgcatcataaattgaactctgaactttgga 

aacctgaatccttcaggaaagagtttggtgagcaggaagtagacctagttaattgtaggaccaatgaaatcatca 

caggagccacagtaggagacttctgggatggatttgaagatgttccaaatcgtttgaaaaatgaaaaagaaccaa 

tggtgttgaaacttaaggactggccaccaggagaagattttagagatatgatgccttccaggtttgatgAtctga 

tggccaacattccactgcccgagtacacaaggcgagatggcaaactgaatttggcctctaggctgccaaactact 

ttgttcggccagatctgggccccaagatgtataatgcttatggattaatcactcctgaagatcggaaatatggaa 

caacaaatcttcacttagatgtatctgatgcagctaatgtcatggtctatgtgggaattcccaaaggacagtgtg 

agcaagaagaagaagtccttaagaccatccaagatggagattctgacgaactcacaataaagcgatttattgaag 
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FIGURE 840B 

GAAAAGAGAAGCCAGGAGCACTGTGGCACATATATGCTGCAAAGGACACGGAGAAGATAAGGGAATTTCTTAAAA 

AGGTATCAGAAGAGCAAGGTCAAGAAAACCCAGCAGACCACGATCCTATTCATGATCAAAGCTGGTATTTAGACC 

GATCATTAAGAAAACGTCTTCATCAAGAGTATGGAGTTCAAGGCTGGGCTATTGTACAGTTTCTTGGGGATGTGG 

TGTTTATCCCGGCAGGAGCTCCACATCAGGTTCATAACTTATATAGCTGCATCAAAGTGGCTGAAGATTTTGTTT 

CTCCAGAGCATGTTAAACACTGCTTCTGGCTTACTCAGGAATTCCGATATCTGTCACAGACTCATACCAATCACG 

AAGATAAATTACAGGTGAAGAATGTTATCTACCATGCAGTGAAAGATGCAGTTGCTATGCTGAAAGCCAGTGAAT 

CCAGTTTTGGCAAACCTTAATCTCCCTGCACATTGGAAATGAATTACAGGCAGCTGTTCAAACTCTTCAGGCAGG 

ATTCCTGTGGACTTTGAGATTCATGTTACCTCATCTXCTTTTTTAAACTGTACCCAACTTGTGAGGGTACTCTGT 

CTAATGTATATTTCTAGTGTTTACAGACAGTAAATGTGTATATGTAGTAACTATTTACAGAACATGCATCCTTAA 

ACTGTGACTTCTCACCTAGTGCAGAACTTTTACCAGGCTGTAAAAGCAAAACCTCGTATCAGCTCTGGAACAATA 

CCTGCAGTTATTCTTCAGCTGTTTGGACAACTTAGATTGGGTTTATAACTATTAGGAATCACTGCACAGTTTATT 

TGGGTTGTGTTTTGTGTCTGAGTCCCCTCCCTCATCCCTTAGGGTCCAGAAGAGCAATGGAGGAAGTGACAGCTA 

ATGTTGCAGTTCTTATTGTATGGCATAGGACTGGCATTATATAGCAGAAATCAACTACTGTACAATTTCTTGGGG 

TTAACCATCXTTAGTTAAATGGAATTTTAATTTAAATGACGCTTTGCTAATTTTAAGTGTTAAGCATTTTGCATT 
AAAATATTCATATAAT 
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FIGURE 841 

MVLTLGESWPVLVGRRFLSLSAADGSDGSHDSWDVERVAEWPWLSGTIRAVSHTDVTKKDLKVCVEFDGESWRKR 
RWIEVYSLLRRAFLVEHNLVLAERKSPEISERIVQWPAITYKPLLDKAGLGSITSVRFLGDQQRVFLSKDLLKPI 
QDVNSLRLSLTDNQIVSKEFQALIVKHLDESHLLKGDKNLVGSEVKIYSLDPSTQWFSATVINGNPASKTLQVNC 
EE IPALKI VDP SL I HVEVVHDNLVTCGNS ARIGAVKRKS SENNGTLVSKQAKS CSEASP SMCP VQS VPTTVFKE I 
LLGCTAATPPSKDPRQQSTPQAANSPPNLGAKIPQGCHKQSLPEEISSCLNTKSEALRTKPDVCKAGLLSKSSQI 
GTGDLKILTEPKGSCTQPKTNTDQENRLESVPQALTGLPKECLPTKASSKAELEIANPPELQKHLEHAPSPSDVS 
NAPEVKAGVNSDSPNNCSGKKVEPSALACRSQNLKESSVKVDNESCCSRSNNKIQNAPSRKSVLTDPAKLKKLQQ 
SGEAFVQDDSCVNIVAQLPKCRECRLDSLRKDKEQQKDSPVFCRFFHFRRLQFNKHGVLRVEGFLTPNKYDNEAI 
GLWLPLTKNWGIDLDTAKYILANIGDHFCQMVISEKEAMSTIEPHRQVAWKRAVKGVREMCDVCDTTIFNLHWV 
CPRCGFGVCVDCYRMKRKNCQQGAAYKTFSWLKCVKSQIHEPENLMPTQIIPGKALYDVGDIVHSVRAKWGIKAN 
CPCSNRQFKLFSKPASKEDLKQTSLAGEKPTLGAVLQQNPSVLEPAAVGGEAASKPAGSMKPACPASTSPLNWLA 
DLTSGNVNKENKEKQPTMPILKNEIKCLPPLPPLSKSSTVLHTFNSTILTPVSNNNSGFLRNLLNSSTGKTENGL 
KNTPKILDDIFASLVQNKTTSDLSKRPQGLTIKPSILGFDTPHYWLCDNRLIiCLQDPNNKSNWNVFRECWKQGQP 
VMVSGVHHKLNSELWKPESFRKEFGEQEVDLVNCRTNEIITGATVGDFWDGFEDVPNRLKNEKEPMVLKLKDWPP 
GEDFRD^5MPSRFDDLMANIPLPEYTRRDGKLNLASRLPNYFVRPDLGPKMYNAYGLITPEDRKYGTTNLHLDVSD 
AANVMVYVGIPKGQCEQEEEVLKTIQDGDSDELTIKRFIEGKEKPGALWHIYAAKDTEKIREFLKKVSEEQGQEN 
PADHDPIHDQSWYLDRSLRKRLHQEYGVQGWAIVQFLGDWFIPAGAPHQVHNLYSCIKVAEDFVSPEHVKHCFW 
LTQEFRYLSQTHTNHEDKLQVKNVIYHAVKDAVAMLKASESSFGKP 
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FIGURE 842 

CTAACCCAGTATGTTCTTCTTTTTTATGTAAGGNACAGCTTTCTCCACAGAGTCCTTTCTGCTGGTGAGGACAGC 
ATTTCTGAGCAGGGCTTTGTTCTCTATGTGCATTAGGACTTTTATCATGCCCTTGTTCTGTGTGTAGTTACTTGA 
CAGCATCAAATGCCGCCTCTTCCTAATGTCCTTCAAGTTTTCATGAACTAGCAACCCCACCTTCCACCATGGTTC 
TGGGCGCCTGATTTTGCTGTGACTC 
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FIGURE 843 

GAAGGGGGCTGGGCCGGAGCCCCCAGGCTCAGAGGAGGAGGAGGAGGAGCAGGAGGAGAGCCTGGCGGTGGCGGA 
GCAGGGAAAGGGGCGCAGGGAGTCTGAAAGCTCCAGGAGCAGCAGAAGGCCCAGTGGCCGGTCTCCAACCAGTAC 
TGAGAAGCGCATGAGCTTCGAGTCCATTTCTTCCCTGCCAGAGGTTGAGCCGGACCCTGAGGCTGGGAGTGAGCA 
AGAGGTATTTTCTGCTGTGGAAGGGCCCAGTGCCGAGGAGACGCCTTCAGACACAGAATCTCCAGAAGTCCTGGA 
GACACAGCTTGATGCCCACCAGGGCCTTCTGGGGATGGACCCCCCAGGTGACATGGTGGACTTCGTGGCAGCTGA 
GAGCACTGAGGACCTTAAGGCCCTGAGCAGCGAGGAGGAAGAAGAAATGGGAGGTGCCGCCCAGGAGCCTGAGAG 
CCTTCTGCCACCCTCTGTGCTGGACCAGGCCAGCGTCATTGCGGAGCGATTXGTCAGCAGCTTCTCTCGGCGGAG 
CAGCGTGGCACAGGAGGACAGCAAGTCCAGTGGCTTTGGGAGCCCGCGGCTGGTCAGCCGGAGCAGCAGCGTGCT 
CAGCCTGGAGGGCAGCGAGAAGGGCCTGGCCCGGCATGGCAGTGCCACAGACTCCCTCAGCTGTCAGCTCTCCCC 
AGAAGTGGACATCAGTGTGGGGGTGGCCACAGAGGACAGCCCTTCTGTCAATGGGATGGAGCCCCCAAGCCCAGG 
CTGCCCAGTGGAGCCTGACCGGTCTTCCTGCAAGAAGAAGGAATCAGCACTCTCCACCCGAGACCGGCTGTTGCT 
AGACAAGATTAAGAGCTGGTGGCCCCACTGCACCCCCGCATCGTGCAGCTCTCCCACGTAATGGACAGCCACGTG 
AGCGAGCGCGTCAAGAACAAGGTCTACCAGCTGGCCCGCCAGTACAGCCTCCGGATCAAGAGCAACAAGCCAGTG 
ATGGCCAGGCCACCACTGCAGTGGGAAAAGGTGGCCCCTGAGAGGGATGGGAAGAGCCCCACTGTGCCCTGTCTA 
CAGGAAGAGGCTGGAGAGCCATTAGGTGGCAAAGGTAAGAGGAAGCCGGTGCTGTCTCTATTTGACTATGAGCAG 
CTGATGGCCCAGGAGCACAGCCCTCCCAAGCCCTCCTCGGCTGGGGAGATGTCACCACAGCGTTTCTTCTTCAAC 
CCGTCTGCTGTCAGCCAGAGGACCACCTCGCCTGGGGGCCGGCCCTCCGCCCGGAGCCCCCTCAGCCCCACAGAG 
ACCTTCAGCTGGCCCGACGTCCGTGAGCTCTGCTCCAAGTATGCCTCCCGCGATGAGGCACGCCGAGCAGGGGGC 
GGCCGGCCCCGCGGCCCACCCGTCAACAGGAGCCACTCGGTGCCGGAGAACATGGTAGAGCCACCTCTGTCGGGC 
AGGGTGGGCCGCTGCCGCAGCCTGAGCACCAAGAGGGGCCGGGGAGGCGGAGAGGCTGCCCAATCCCCTGGGCCT 
CTGCCCCAGAGCAAGCCGGATGGAGGCGAGACCCTGTATGTCACTGCAGACCTCACCCTGGAGGACAACCGGCGG 
GTGATTGTCATGGAGAAGGGACCCCTTCCCAGCCCCACTGCAGGGCTGGAGGAGAGCAGTGGCCAGGGACCAAGC 
TCACCGGTGGCCCTGCTGGGGCAGGTTCAGGACTTCCAGCAGTCTGCAGAGTGCCAGCCGAAGGAAGAGGGTTCC 
AGGGACCCGGCAGACCCGAGCCAGCAGGGCAGAGTGAGAAACCTTAGAGAGAAGTTCCAGGCCTTGAACTCTGTC 
GGTTGATGCTGACXCCTGGGGGAGGGAGGAGTCATGTTGGAGGTTGGGGAAGAACCTGGGCATCCTTCCCCTCAA 
GCCTGGGCTCATGGAGCCCCTGCCCAGGGCCCTCAGGTGGGCGGAAAGTCCATCCCCTCCGCCCTTCAGGAAGGA 
TGCTCCCGTGTGCAGGGGTCTCCTGCCTGTGCCATCCACTGGGGCTCGAGACAATTTCCCACTCACCTGTGAGGC 
CGGTGTGGCTGCTTCCCTTGTAAATAGTTGTTCTCTGGTAAGAAGCCAAATATTTAAGCTCACTTCTTCCCAGAG 
AGAGGAAGCTCTGCTCAGGCCTCCAGCGTTGGCTGGCCATGGCCACAGCCAGATGGAGGAGCCCATCCCCAGGAG 
ACTCAGGCAGTGGCCTGGAGAGGCTTTGTTCTGTAACGGTGCCTTTTCTTAGGGTCCAGGCAGGAATGAAGCCAA 
TAATTTATTGCTTTCCATTCTGTGGTATGATGTGCGTGTGCGTGAGTGTGTGGCCCCTGTTTATTCCCCTCCTGT 
CAAGAATGAAGTGGAXTCAGTTCAGGTACTTTTGAGGGTTGTTGTGCTGACCCTGTGGTTGTCGCTGATGTACAC 
ACATTTCATTATTTGCCAATGGTGCAATAACCACTGCTGACCAACAAAAAAAAAAAAAAAAAA 
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FIGURE 844 

AATCCAACTCACCTCCATGTTCAAGGATGTCCCTCTGACTGCAGAAGAGGTGGAATTTGTGGTGGAAAAAGCATT 
GAGCATGTTCTCCAAGATGAATCTTCAAGAAATACCACCTTTGGTCTATCAGCTTCTGGTTCTCTCCTCCAAGGG 
AAGCAGAAAGAGTGTTTTGGAAGGAATCATAGCCTTCTTCAGTGCACTAGATAAGCAGCACAATGAGGAACAGAG 
TGGTGACGAGCTATTGGATGTTGTCACTGTGCCATCAGGTGAACTTCGTCATGTGGAAGGCACCATTATTCTACA 
CATTGTGTTTGCCATCAAATTGGACTATGAACTAGGCAGAGAACTCGTGAAACACTTAAAGGTAGGACAGCAAGG 
AGATTCCAATAATAACTTAAGTCCCTTCAGCATTGCTCTTCTTCTGTCTGTAACAAGAATACAAAGATTTCAGGA 
CCAGGTGCTTGATCTTTTAAAGACTTCGGTTGTAAAGAGCTTTAAGGATCTTCAACTCCTCCAAGGCTCAAAATT 
TCTTCAGAATCTAGTTCCTCATAGATCTTATGTTTCAACCATGATCTTGGAAGTAGTGAAGAATAGCGTTCATAG 
CTGGGACCATGTTACTCAGGGCCTCGTAGAACTTGGTTTCATTTTGATGGATTCATATGGGCCAAAGAAGGTTCT 
TGATGGAAAAACTATTGAAACCAGCCCAAGTCTTTCTAGAATGCCAAACCAGCATGCATGTAAGCTCGGAGCTAA 
TATCCTGTTGGAAACTTTTAAGATCCATGAGATGATCAGACAAGAAATTTTGGAGCAGGTCCTCAACAGGGTTGT 
TACCAGAGCATCTTCTCCCATCAGTCATTTCTTAGACCTGCTTTCAAATATCGTCATGTATGCACCCTTAGTTCT 
TCAAAGTTGTTCTTCTAAAGTCACAGAAGCTTTTGACTATTTGTCCTTTCTGCCCCTTCAGACTGTACAAAGGCT 
GCTTAAGGCAGTGCAGCCCCTTCTCAAAGTCAGCATGTCAATGAGAGACTGCTTGATACTTGTCCTTCGGAAAGC 
TATGTTTGCCAACCAGCTTGATGCCCGAAAATCTGCAGTTGCTGGGTTTTTGCTGCTCCTGAAGAACTTTAAAGT 
TTTAGGCAGCCTGTCATCCTCTCAGTGCAGTCAGTCTCTCAGTGTCAGTCAGGTTCATGTGGATGTTCACAGCCA 
TTACAATTCTGTCGCCAATGAAACTTTTTGCCTTGAGATCATGGATAGTTTGAGGAGATGCTTAAGCCAGCAAGC 
TGATGTTCGACTCACGCTTTATGAGGGGTTTTATGATGTTCTTCGAAGGAACTCTCAGCTGGCTAATTCAGTCAT 
GCAAACTCTGCTCTCACAGTTAAAACAGTTCTATGAGCCAAAACCTGATCTGCTGCCTCCTCTGAAATTAGAAGC 
TTGTATTCTGACCCAAGGAGATAAGATCTCTCTACAAGAACCACTGGATTATCTGCTGTGTTGTATTCAGCATTG 
TTTGGCCTGGTATAAGAATACAGTCATACCCTTACAGCAGGGAGAGGAGGAAGAGGAGGAGGAAGAGGCATTCTA 
CGAAGACCTAGATGATATATTGGAGTCCATTACTAATAGAATGATTAAGAGTGAGCTGGAAGACTTTGAACTGGA 
TAAATCAGCAGATTTTTCTCAGAGCACCAGTATTGGCATAAAAAATAATATCTCTGCTTTTCTTGTGATGGGAGT 
TTGTGAGGTTTTAATAGAATACAATTTCTCCATAAGTAGTTTCAGTAAGAATAGGTTTGAGGACATTCTGAGCTT 
ATTTATGTGTTACAAAAAACTCTCTGACATTCTTAATGAAAAAGCGGGTAAAGCCAAAACTAAAATGGCCAACAA 
GACAAGTGATAGTCTTTTGTCCATGAAATTTGTGTCCAGTCTTCTCACTGCTCTXTXCAGAGTCTTGCTATGGAG 
ATACACTTCAATTCCTACTTCAGTGGAAGAGTCGGGAAAGAAAGAGAAAGGAAAGAGCATCTCACTGCTGTGCTT 
GGAGGGTTTACAGAAAATATTCAGTGCTGTGCAACAGTTCTATCAGCCCAAGATTCAGCAGTTTCTCAGAGCTCT 
GGATGTCACAGATAAGGAAGGAGAAGAGAGAGAAGATGCAGATGTCAGTGTCACTCAGAGAACAGCATTCCAGAT 
CCGGCAATTTCAGAGGTCCTTGTTGAATTTACTTAGCAGTCAAGAGGAAGATTTTAATAGCAAAGAAGCCCTCCT 
GCTAGTCACGGTTCTTACCAGTTTGTCCAAGTTACTGGAGCCCTCCTCTCCTCAGTTTGTGCAGATGTTATCCTG 
GACATCAAAGATTTGCAAGGAAAACAGCCGGGAGGATGCCTTGTTTTGCAAGAGCTTGATGAACTTGCTCTTCAG 
CCTGCATGTTTCGTATAAGAGTCCTGTCATTCTGCTGCGTGACTTGTCCCAGGATATCCACGGGCATCTGGGAGA 
TATAGACCAGGATGTAGAGGTGGAGAAAACAAACCACTTTGCAATAGTGAATTTGAGAACGGCTGCCCCCACTGT 
CTGTTTACTTGTTCTGAGTCAGGCCGAGAAGGTTCTAGAAGAAGTGGACTGGCTAATCACCAAGCTTAAGGGACA 
AGTGAGCCAAGAAACCTTATCAGAGGCCTCTTCTCAGGCAACCCTACCAAATCAGCCTGTTGAGAAAGCTATCAT 
CATGCAACTGGGAACTCTGCTTACATTTTTCCACGAGCTGGTGCAGACAGCTCTGCCATCAGGCAGCTGTGTGGA 
CACCTTGTTAAAGGACTTGTGCAAAATGTACACCACACTTACAGCCCTTGTCAGATATTATCTCCAGGTGTGTCA 
GAGCTCCGGAGGAATTCCAAAAAATATGGAAAAGCTGGTGAAGCTGTCTGGTTCTCATCTGACCCCCCTGTGTTA 
TTCTTTCATTTCTTACGTACAGAATAAGAGTAAGAGCCTGAACTATACGGGAGAGAAAAAGGAGAAACCTGCTGC 
CGTTGCCACAGCCATGGCCAGAGTTCTTCGGGAAACCAAGCCAATCCCT2VACCTCATCTTTGCCATAGAACAGTA 
TGAAAAATTTCTCATCCACCTTTCTAAGAAGTCCAAGGTGAACCTGATGCAGCACATGAAGCTCAGCACCTCACG 
AGACTTCAAGATCAAAGGAAACATCCTAGACATGGTTCTTCGAGAGGATGGCGAAGATGAAAATGAAGAGGGCAC 
TGCATCAGAGCATGGGGGACAGAACAAAGAACCAGCCAAGAAG 
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FIGURE 845 

MFKDVPLTAEEVEFVVEKALSMFSKMNLQEIPPLVYQLLVLSSKGSRKSVXEGIIAFFSALDKQHNEEQSGDELL 
DWTVPSGELRHVEGTIILHIVFAIKLDYELGRELVKHLKVGQQGDSNNNLSPFSIALLLSVTRIQRFQDQVLDL 
LKTSWKSFKDLQLLQGSKFLQNLVPHRSYVSTMILEWKNSVHSWDHVTQGLVELGFILMDSYGPKKVLDGKTI 
ETSPSLSRMPNQHACKLGANILLETFKIHEMIRQEILEQVLNRWTRASSPISHFLDLLSNIVMYAPLVLQSCSS 
KVTEAFDYLSFLPLQTVQRLLKAVQPLLKVSMSMRDCLILVLRKAMFANQLDARKSAVAGFLLLLKNFKVLGSLS 
SSQCSQSLSVSQVHVDVHSHYNSVANETFCLEIMDSLRRCLSQQADVRLTLYEGFYDVLRRNSQLANSVMQTLLS 
QLKQFYEPKPDLLPPLKLEACILTQGDKISLQEPXiDYLLCCIQHCLAWYKNTVIPLQQGEEEEEEEEAFYEDLDD 
ILESITNRMIKSELEDFELDKSADFSQSTSIGIKNNISAFLVMGVCEVLIEYNFSISSFSKNRFEDILSLFMCYK 
KLSDILNEKAGKAKTKMANKTSDSLLSMKFVSSLLTALFRVLLWRYTSIPTSVEESGKKEKGKSISLLCLEGLQK 
IFSAVQQFYQPKIQQFLRALDVTDKEGEEREDADVSVTQRTAFQIRQFQRSLLNLLSSQEEDFNSKEALLLVTVL 
TSLSKLLEPSSPQFVQMLSWTSKICKENSREDALFCKSLMNLLFSLHVSYKSPVILLRDLSQDIHGHLGDIDQDV 
EVEKTNHFAIVNLRTAAPTVCLLVLSQAEKVLEEVDWLITKLKGQVSQETLSEASSQATLPNQPVEKAIIMQIiGT 
LLTFFHELVQTALPSGSCVDTLLKDLCKMYTTLTALVRYYLQVCQSSGGIPKNMEKLVKLSGSHLTPLCYSFISY 
VQNKSKSLNYTGEKKEKPAAVATAMARVLRETKPIPNLIFAIEQYEKFLIHLSKKSKVNLMQHMKLSTSRDFKIK 
GNILDMVLREDGEDENEEGTASEHGGQNKEPAKK 
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GGACGAGXCGAGCCICCXGCGGCGCCGCGGGCXCCAGAAGGAGCXGAGCCXGCCACGCCGAGGACGXGGCXGCCG 

CAGCGGGAACCGCAAGAGCTTGGTGGTAGGAACGCCCTCCCCGACCCTCTCCCGGCCCCTGTCGCCATTGTCGGT 

CCCAACGGCAGGCAGCAGCCCCTTGGATAGTCCTCGGAATTTCTCGGCTGCCTCTGCCCTAAATTTCCCCTTTGC 

CCGGAGGGCAGACGGCAGAAGATGGTCCCTCGCGTCTCTCCCATCTTCCGGCTATGGAACCAACACACCCAGCTC 

CACCCTCTCGTCAAGCTCATCCTCCCGGGAACGTCTCCACCAGCTTCCCTTCCAGCCGACGCCGGACGAGCTGCA 

CTTCCTGTCCAAGCACTTCCGCAGCTCAGAGAATGTGCTTGATGAGGAAGGCGGCCGGTCACCCCGCCTCCGACC 

CCGCTCTCGCAGXCTCAGCCCGGGCCGTGCAACGGGGACCTTCGACAATGAGATTGTCATGATGAATCACGTGTA 

CCGGGAGAGGTTCCCCAAGGCCACAGCACAGATGGAGGGCCGTCTGCAGGAGTTCCTGACGGCCTACGCGCCCGG 

CGCCCGGCTGGCGCTGGCTGATGGCGTCTTGGGCTTCATCCACCACCAGATCGTCGAGCTGGCCCGAGACTGCTT 

GGCCAAGTCTGGCGAGAACCTCGTCACCTCCCGCTACTTCCTAGAGATGCAGGAGAAGCTGGAGCGGCTTCTGCA 

GGATGCCCATGAGCGTTCGGACAGTGAGGAGGTCAGCTTCATCGTCCAGCTTGTCCGGAAACTGCTGATCATCAT 

CTCACGGCCAGCTCGGCTGCTGGAGTGTCXGGAGTTTGACCCTGAGGAATTTTACCACCTGCTGGAGGCGGCTGA 

GGGCCATGCGCGGGAGGGCCAAGGCATTAAGACTGACCTTCCACAGTACATCATTGGGCAGCTGGGCCTGGCCAA 

GGACCCCCTGGAGGAGATGGTGCCACTGAGTCACCTCGAAGAAGAACAGCCCCCAGCACCTGAGTCCCCAGAGAG 

CCGCGCCCTGGTCGGCCAGTCACGGAGGAAGCCATGCGAAAGCGACTTTGAGACCATCAAACTCATTAGCAACGG 

AGCCTATGGGGCCGTCTACCTGGTGCGGCACCGTGACACACGGCAGCGCTTTGCCATCAAGAAGATCAACAAACA 

GAACIIGAXCCXGCGXAACCAGAXCCAGCAGGXCIXIGIGGAGCGXGACAIXCXCACCXXXGCCGAGAACCCCIX 

TGTGGTCAGCATGTTCTGCTCCTTTGAGACCCGGCGCCACCTATGTATGGTCATGGAATACGTGGAAGGCGGCGA 

CTGCGCCACGCTCCTGAAGAACATGGGCCCGCTGCCCGTGGACATGGCCCGCCTGXACTTCGCCGAGACGGTGTT 

GGCGCXGGAGIACCXGCAXAACXAXGGCAXCGIGCACCGXGACCICAAACCAGACAAXCXGCXCAXCACCXCGCX 

XGGCCACAICAAGCXCACGGACIICGGCCXGICCAAGAXCGGCCXCAIGAGCAXGGCCACCAACCXCXAIGAGGG 

CCACAXCGAGAAGGACGCCCGAGAGXXCAXCGACAAGCAGGXGXGXGGGACGCCGGAGXACAXAGCCCCCGAGGI 

GAICXXCCGCCAGGGCIAIGGGAAGCCAGXGGACIGGXGGGCCAXGGGCGXCGICCICIAIGAGIIXCXGGIGGG 

CXGCGIGCCIXICIIXGGAGAXACCCCCGAGGAACXCXICGGXCAGGIGGICAGCGAIGAGAXCAIGIGGCCAGA 

GGGAGATGAGGCCCTTCCAGCAGACGCCCAGGACCTCATCACCAGGTTGCTCCGGCAGAGCCCGCTGGACCGTCT 

GGGCACTGGTGGCACCCACGAAGTGAAGCAGCACCCCTTTTTCCTGGCCCTGGACTGGGCAGGGCTTCTCCGACA 

CAAAGCCGAGTTCGTGCCCCAGCTCGAAGCCGAGGATGATACCAGCTACTTTGACACACGTTCGGAACGTTACCG 

CCATCTGGGCTCCGAGGACGACGAGACCAATGATGAAGAATCGTCCACAGAGATCCCCCAGTTCTCCTCCTGCTC 

CCACCGGTTCAGCAAGGTCTACAGCAGCTCTGAGTTCCXGGCCGTCCAGCCCACTCCTACCTTCGCTGAAAGGAG 

CIICAGXGAAGACCGGGAGGAGGGGIGGGAGCGCAGCGAAGXGGACXAXGGCCGCCGGCIGAGXGCXGACAXCCG 

GCIGAGGICCXGGACAICCXCXGGAICCXCCXGICAGXCAXCXXCGXCCCAGCCCGAGCGGGGXCCCAGCCCAXC 

ICXCCXGAAXACCAICAGCCIGGACACAAIGCCCAAGIXIGCCXICICAXCAGAGGAXGAGGGGGXAGGCCCAGG 

CCCXGCAGGCCCCAAGAGGCCCGXCIICAXICIAGGGGAGCCXGACCCCCCACCAGCGGCCACCCCAGIGAXGCC 

CAAGCCCICGAGCCIXXCIGCCGACACAGCIGCXCICAGCCACGCCCGCCXACGGAGCAAIAGCAXCGGCGCCCG 

ACACICCACACCAAGGCCICXGGAXGCCGGCCGGGGCCGCCGCCXXGGGGGCCCAAGAGACCCAGCCCCXGAGAA 

GXCCAGAGCCXCCICCAGCGGIGGCAGXGGIGGCGGCAGTGGGGGCCGCGIGCCCAAGICAGCCXCXGXCXCXGC 

CCIGICCCICAXCAXCACGGCAGAXGAXGGCAGCGGCGGCCCCCXCAIGAGCCCCCIIXCCCCGCGCXCXCXGXC 

CXCGAACCCGXCGXCCCGXGACICIICGCCGAGCCGAGACCCGXCCCCCGXGXGIGGCAGCCXGCGGCCCCCCAX 

CGXTAXCCACAGCXCIGGCAAGAAGXACGGCXXCAGCCXGCGGGCGAXCCGCGXCXACAIGGGXGAIAGCGACGX 

CXACACXGIGCACCACGXCGICIGGAGIGIGGAGGACGGAAGCCCCGCCCAGGAGGCGGGCCIGCGGGCXGGGGA 

CCXCAXCACCCACAXCAACGGGGAGICAGIGCXGGGGCIGGIGCACAXGGACGXCGXGGAGCXGCXGCIGAAGAG 

CGGCAACAAGAIAICCCXGCGGACCACAGCCCIGGAGAACACCICCAICAAGGXGGGCCCCGCCCGGAAGAAIGI 

GGCCAAGGGCCGCAXGGCACGCAGGAGCAAGAGGAGCCGICGGCGGGAGACCCAGGAXCGGCGGAAGXCACXIXX 

CAAGAAGAXCXCCAAGCAGACCICCGXGCIGCACACCAGCCGCAGCXICICCXCCGGACXCCACCACICACXGXC 

AICCAGIGAGAGCCXCCCCGGCICGCCCACCCACAGCCXCXCCCCCAGCCCCACCACICCCIGCCGAAGCCCAGC 

CCCXGAIGICCCAGCAGAXACCACIGCAICCCCACCCAGCGCAXCCCCGAGCXCCAGCAGCCCCGCCICCCCAGC 

XGCIGCIGGCCACACCCGCCCCAGCXCCCIGCACGGCCIGGCIGCCAAGCXIGGGCCACCCCGCCCCAAGACXGG 

CCGCCGCAAGXCCACCAGCAGCAICCCGCCCICCCCGCXGGCCXGCCCGCCCAXCICCGCGCCCCCACCCCGCXC 
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GCCCTCGCCCCTGCCCGGGCACCCGCCCGCACCTGCCCGATCCCCGCGGCTGCGCCGGGGCCAGTCAGCTGACAA 

GCTGGGCACAGGGGAGCGGCTGGATGGGGAGGCGGGGCGGCGCACTCGTGGGCCAGAGGCCGAGCTCGTGGTCAT 

GCGGCGGCTGCACCTGTCCGAGCGCCGAGACTCCTTCAAGAAGCAGGAGGCCGTGCAGGAGGTTAGCTTCGATGA 

GCCGCAGGAGGAGGCCACXGGGCTGCCCACCTCAGTGCCACAGATCGCCGTGGAGGGCGAGGAAGCCGTGCCAGT 

AGCTCTCGGGCCCACCGGAAGAGACTGATCCCCTGCCAGGTCTCTCCCTGGCATCAAAGTTACGCGTTTTCTTGT 

GCAATGTTTTTTCCGTAAAGTCATGCCTGGATGGGGACTGAGCCACCAGCCTGACACCCAGAAGGCGAGAAGCCA 

TCTCGGTCCTTGCTGGAAGGTGGAGACATCGCTTGTGTTCTGGTGTCAATCAGGGGGCTGGATGGGGCAAGAATG 

GGGGACAAGGGTGGCTTTGTAAATAGCAGCAAATCCCTGCAACTAATTTATTACTTTTTTTTTCTTTTTTTTTTT 

TTTTTTTGAGACAGAGTCTCACTCTGTTGCCCCGGCTGGAGTGCAGCGGCGTGATCTCAGCTCACTGCAACCTCC 

GCCTCCCAAGTTCAAGCGATTGTCCTGCCTCAGCTTCCCAAGTGGCTGGGATTACAGGCGCCCACCACTATGCCC 

AGCTAATTTTTTGTATTTTTAGTACAGACGGGGTTTCACCATGTTGGTCAGGCTGGTCTCGAACTCCTGACCTCA 

TGATTTGCCTGCCTTTGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACTGGGCCCAGCCTAATTTATTACT 

TTTTATAAGCGATAGCCGTACTGAGCCGCCCCCTGAAGGCGGCTGCCAGGTCTTGCCCCAGGCACCTGGGACTCT 

GTTTGCAGGCCCTGCCCTCTGGGCTGAGAAGGATGCACTTTGGACAAGTCATCTGTGTTTGTGTTTTCCAGTTTT 

TCTGTACTTTTTAAGTGTTTTGTGTTACCTGGTCTCATTCCCCTCCCCACACCTACCCATTTGAGGGGATGGAGT 

TGAAGTCACCTGGTCACCTGTACCGGCCCAGTTCGGCTACAACCTGGAGTGTCCGTAAACAATTCCTCTCACCCA 

CAAAACAATGTAATCCCAGCGATGGACTGGATTCTGAAGGCCACTTCCCACCATCATAGCTGCCATGCCCAGGCA 

GTGCCTGCTCTATATATAGAGTCTGCCTCCAATCCTGCTGGCTTCAGCCTGGAGAAGGGATATGGGAGCTGGAGC 

TTTGATGGATGAATAGGTGTTCACCGGATCTGGGCAGAGGGGTCATCCGCTCCCCAGGTGGGCACTGATAAAGGA 

AGGTACAGGCCTCACCTGGAACTGCCAAGGCAGCCTCCAGAAATGCTCGGCTGTCTCGGGGCACGCTCCAGTATG 

CCAGTCCTGCGGGATTACGTCCAGCTACTTCCAGAAACACTCAGTGTCCCCTCCCCTCAGGCTCTGCCTTGGCCT 

GGCCTTGTCCAGTCTACCCXGGACAAGATGCCGTGTGTTTGAGGCCCAGCAGAGTAAGCCCTTGGCCGTGATGTG 

TCTGAAACACCTGTTAGGGGTTCCCTCCATATGTCAGAGCCTCTCTGGGATGAAGTTCAAGCCAGAAAACCCAGT 

CGAGGCTCAAGTTTGAATTTCAGCTTCACTGTGTGGCTCTGGGAAAATGGCTTTCCCACTCTGTGCCTCAGTTTC 

CTTGTGTTTACAAGACTAATCCCATTGACTGTTTATTAAGCACCTACTGTGTGCCAAGCGCTXTTACGTGGCTTC 

TCCCTCAGCCAGCCTTGAGAAGGCTGGAGGTGGTGTCATCACCTCCATTTTACAGACAAAGCAGCTGAGACCCCA 

GCGAGGGGCGGAGACCTGTCCCACGATCACCCAGCAGGAGTCGTGGCAGAACGGAGCATCAGCCAGACCCTGTTG 

TGGGCGTTGTCATCAAGGGAGCTTGAATGGAGGGTCTGGTGTCAGATACAGCCGACTCCAGCCCCAGCTCATCCC 

CCATGATGCTGTGTGACCCACTGGGCACTCTGGXGAGGGAGCTTTCCAGACATCAACAGCCCACTCTGCTTCCCT 

TTCTGAGTCCCCTGTCCAGCACTGCCTAGTGTTGGAGGGTAGACCAAGGCTGTGCATGATTCACCCCCTCCTTCC 

ATCCTGGAGCTGGCAGTGAATAAAAGCCCGTATTTAC 
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DESSLLRRRGLQKELSLPRRGRGCRSGNRKSLWGTPSPTLSRPLSPLSVPTAGSSPLDSPRNFSAASALNFPFA 
RRADGRRWSLASLPSSGYGTNTPSSTLSSSSSSRERLHQLPFQPTPDELHFLSKHFRSSENVLDEEGGRSPRLRP 
RSRSLSPGRATGTFDNEIVMMNHVYRERFPKATAQMEGRLQEFLTAYAPGARIiALADGVLGFIHHQIVELARDCL 
AKSGENLVTSRYFLEMQEKLERLLQDAHERSDSEEVSFIVQLVRKLLIIISRPARLLECLEFDPEEFYHLLEAAE 
GHAREGQGIKTDLPQYIIGQLGLAKDPLEEMVPLSHLEEEQPPAPESPESRALVGQSRRKPCESDFETIKLISNG 
AYGAVYLVRHRDTRQRFAIKKINKQNLILRNQIQQVFVERDILTFAENPFWSMFCSFETRRHLCMVMEYVEGGD 
CATLLKNMGPLPVDMARLYFAETVLALEYLHNYGIVHRDLKPDNLLITSLGHIKLTDFGLSKIGLMSMATNLYEG 
HIEKDAREFIDKQVCGTPEYIAPEVIFRQGYGKPVDWWAMGWLYEFLVGCVPFFGDTPEELFGQVVSDEIMWPE 
GDEALPADAQDLITRLLRQSPLDRLGTGGTHEVKQHPFFLALDWAGLLRHKAEFVPQLEAEDDTSYFDTRSERYR 
HLGSEDDETNDEESSTEIPQFSSCSHRFSKVYSSSEFLAVQPTPTFAERSFSEDREEGWERSEVDYGRRLSADIR 
LRSWTSSGSSCQSSSSQPERGPSPSLLNTISLDTMPKFAFSSEDEGVGPGPAGPKRPVFILGEPDPPPAATPVMP 
KPSSLSADTAALSHARLRSNSIGARHSTPRPLDAGRGRRLGGPRDPAPEKSRASSSGGSGGGSGGRVPKSASVSA 
LSLIITADDGSGGPLMSPLSPRSLSSNPSSRDSSPSRDPSPVCGSLRPPIVIHSSGKKYGFSLRAIRVYMGDSDV 
YTVHHVVWSVEDGSPAQEAGLRAGDLITHINGESVLGLVHMDVV^LLLKSGNKISLRTTALENTSIKVGPARKIW 
AKGRMARRSKRSRRRETQDRRKSLFKKISKQTSVLHTSRSFSSGLHHSLSSSESLPGSPTHSLSPSPTTPCRSPA 
PDVPADTTASPPSASPSSSSPASPAAAGHTRPSSLHGLAAKLGPPRPKTGRRKSTSSIPPSPLACPPISAPPPRS 
PSPLPGHPPAPARSPRLRRGQSADKLGTGERLDGEAGRRTRGPEAELWMRRLHLSERRDSFKKQEAVQEVSFDE 
PQEEATGLPTSVPQIAVEGEEAVPVALGPTGRD - 
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AGAAGAAGCTGGCCAAGGATATGGGAGCAACCACCATGGACCAGAAGTCTCTCTGGGCAGGTGTAGTGGTCTTGC 
TGCTTCTCCAGGGAGGATCTGCCTACAAACTGGTTTGCTACTTTACCAACTGGTCCCAGGACCGGCAGGAACCAG 
GAAAATTCACCCCTGAGAATATTGACCCCTTCCTATGCTCTCATCTCATCTATTCATTCGCCAGCATCGAAAACA 
ACAAGGTTATCATCAAGGACAAGAGTGAAGTGATGCTCTACCAGACCATCAACAGTCTCAAAACCAAGAATCCCA 
AACTGAAAATTCTCTTGTCCATTGGAGGGTACCTGTTTGGTTCCAAAGGGTTCCACCCTATGGTGGATTCTTCTA 
CATCACGCTTGGAATTCATTAACTCCATAATCCTGTTTCTGAGGAACCATAACTTXGATGGACTGGATGTAAGCT 
GGATCTACCCAGATCAGAAAGAAAACACTCATTTCACTGTGCTGATTCATGAGTTAGCAGAAGCCTTTCAGAAGG 
ACTTCACAAAATCCACCAAGGAAAGGCTTCTCTTGACTGCGGGCGTATCTGCAGGGAGGCAAATGATTGATAACA 
GCTATCAAGTTGAGAAACTGGCAAAAGATCTGGATTTCATCAACCTCCTGTCCTTTGACTTCCATGGGTCTTGGG 
AAAAGCCCCTTATCACTGGCCACAACAGCCCTCTGAGCAAGGGGTGGCAGGACAGAGGGCCAAGCTCCTACTACA 
ATGTGGAATATGCTGTGGGGTACTGGATACATAAGGGAATGCCATCAGAGAAGGTGGTCATGGGCATCCCCACAT 
ATGGGCACTCCTTCACACTGGCCTCTGCAGAAACCACCGTGGGGGCCCCTGCCTCTGGCCCTGGAGCTGCTGGAC 
CCATCACAGAGTCTTCAGGCTTCCTGGCCTATTATGAGATCTGCCAGTTCCTGAAAGGAGCCAAGATCACGCGCC 
TCCAGGATCAGCAGGrrCCCrACGCAGTCAAGGGGAACCAGTGGGTGGGCTATGATGATGTGAAGAGTATGGAGA 
CCAAGGTTCAGTTCTTAAAGAATTTAAACCTGGGAGGAGCCATGATCTGGTCTATTGACATGGATGACTTCACTG 
GCAAATCCTGCAACCAGGGCCCTTACCCTCTTGTCCAAGCAGTCAAGAGAAGCCTTGGCTCCTTGTGAAGGATTA 
ACTTACAGAGAAGCAGGCAAGATGACCTTGCTGCCTGGGGCCTGCTCTCTCCCAGGAATTCTCATGTGGGATTCC 
CCTTGCCAGGCTGGCCTTTGGATCTCTCTTCCAAGCCTTTCCTGACTTCCTCTTAGATCATAGATTGGACCTGGT 
TTTGTTTTCCTGCAGCTGTTGACTTGTTGCCCTGAAGTACAATAAAAAAAATTCATTTTGCTCCAGTA 
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MDQKSLWAGVVVLLLLQGGSAYKLVCYFTNWSQDRQEPGKFTPENIDPFLCSHLIYSFASIENNKVIIKDKSEVM 

LYQTINSLKTKNPKLKILLSIGGYLFGSKGFHPMVDSSTSRLEFINSIILFLRNHNFDGLDVSWIYPDQKENTHF 

TVLIHELAEAFQKDFTKSTKEEILLLTAGVSAGRQMIDNSYQVEKLAKDLDFINLLSFDFHGSWEKPLITGHNSPL 

SKGWQDRGPSSYYNVEYAVGYWIHKGMPSEKVVMGIPTYGHSFTLASAETTVGAPASGPGAAGPITESSGFLAYY 

EICQFLKGAKITRLQDQQVPYAVKGNQWVGYDDVKSMETKVQFLKNLNLGGAMIWSIDMDDFTGKSCNQGPYPLV 
QAVKRSLGSL 
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GGAATAACAAAACATGCTCTTAACCATCATCCCCCTCCAGAGAAGCTGGAGGAAATTTCCCCCACCAGTGACAGT 

CATGAGAAAGACACAAGTTCCCAAAGCAAGTCTGACATCACAAGAGAATCATCTTTTACATCAGCCGACACTGGG 

AATTCACTGTCTGCTTTTCCAAGTTAXACAGGCGCAGGGATATCTACTGAAGGAAGCTCGGACTTCTCCTGGGGA 

TATGGTGAACTCGATCAAAATGCCACTGAAAAAGTCCAGACAATGTTCACAGCCATTGATGAACTCTTGTATGAG 

CAGAAGTTGAGTGTGCATACCAAGAGTCTACAAGAAGAGTGCCAACAGTGGACAGCTAGCTTTCCTCACCTCAGG 

ATTCTAGGTAGGCAGATAATCACTCCAAGTGAAGGTTATAGATTGTATCCTAGATCCCCTTCTGCTGTTTCCGCT 

TCATATGAAACAACCTTGTCTCAAGAAAGAGATTCTACTATATTTGGTATAAGGGGAAAGAAGTTACATTTTTCA 

TCTTCTTATGCTCATAAAGCATCTTCCATTGCCAAATCCTCCAGCTTTTGTTCTATGGAAAGAGATGAGGAAGAC 

TCTATAATCGTCTCAGAAGGAATAATTGAGGAATACCTAGCATTCGATCACATAGATATAGAAGAGGGATTTCAT 

GGGAAGAAATCAGAAGCAGCTACAGAGAAACAGAAATTAGGGTATCCTCCCATTGCTCCATTTTACTGCATGAAA 

GAAGATGTCCTTGCTTATGTGTTTGACAGTGTATGGTGCAAGGTTGTGAGCTGTATGGAGCAGTTGACACGTAGT 

CACTGGGAAGGATTTGCCTCTGATGATGAGAGTAATGTTGCAGTTACCAGACCCGATTCAGAAAGTTCCTGTGTG 

CTGAGTGAACTACATCCTTTGGTGTTACCGCGAGTGCCACAGTCTAAGGTGCTGTACATTACCTCAAATCCGATG 

AGTCTCTGTCAAGCAAGCAGACATCAGCCAAATGTGAATGATCTCTTGGTTCATGGAATGCCTCTACAGCCAAGA 

AAXCTCTCCCTAATGGACAAGCTCCTAGATCTTGATGACAAGCTACTTATGAGGCCTGGGTCCAGTACCATCCTT 

TCAACXCGAAATTGGCCAAATCGAGCTGTGGAGTTTAGTACATCATCTCTGTCATACACAGTGCAGTCCACCAGG 

AGACGCAATCCACCACCACGAACTCTTCATCCGATCAGCACGAGCCATTCATGTGCTGAAACACCAAGATCTGTG 

GAAGAAATCCTCAGAGGAGCCCGAGTCCCAGTGGCACCCGACTCGCTCTCCTCTCCCTCACCGACGCCCCTGAGT 

CGAAATAATCTGCTACCACCTATTGGCACAGCTGAAGTGGAACATGTGAGCACXGTGGGGCCACAAAGACAGATG 

AAACCCCATGGCGACTCTAGTCGAGCTCAAAGTGCGGTGGTGGATGAACCTAACTATCAGCAGCCACAAGAAAGG 

CTCCTTTTGCCCGACTTTTTCCCCAGGCCCAACACAACTCAATCATTTTTGCTGGATACACAGTATCGTCGCTCA 

TGTGCAGTTGAGTATCCTCATCAGGCCCGACCTGGCAGGGGATCTGCAGGTCCTCAGTTACATGGGTCTACAAAA 

TCTCAAAGCGGAGGCAGACCAGTCTCTCGAACCAGGCAGGGACCATAAGGCAAATGAGAAGAATCTATCAGGCTG 

CAGGAAACACGAGATTTCATGAAGCAGTATTCAGTCATCAAGTGATGCAGAGCTTGTATAGAAGATCGACTAGAA 

ATCATCTTCATGAAGAGTGATTTTGGCACAAGTGACCGAAGAACAAAACACCATAGCAGCCAAAAATGACATGAG 

TGTTGTTTCTATCTCCAGTTACTGTCTCTTTCAGCAGAAATTAACCTATCCCATTGGAAAGGCAAGTTTGTACCC 

AAAGATGCAACAGTGAATAATACCCAAATCACTGCTCATGTTATCTCTTAACAATGATCAGTTCAATCATATAGG 

ATTTGATGAGCTCACACATACACAAAAAGCAGCAAATCATCAGTGACAATATCACTGGCTTCAGAATACTTCAGC 

CTGTGTTCATTTCTGGAGAGTTGTACTCAGTTTTAAGTCATTTTGCTGTTGAAAATCTGACCTCATCAAATAGAT 

GTCATTCCTAAAACTCTCTTTAGATGTCCTACCCTATCAGCAGATTAAAATGGAAGGGGTGTGTAACTAAAAACA 

TAAATGTTAAGCATTAGTATAAAGTAACTTCTGTAATAAATTATATCGCATATTTTTTCAGATAGGACAGCTCAA 

CCTTACGATGCCTACCTGATGCCAGGTGATGCTTATTTTCTTCCTAAAGTAGGTTACTGGTCATATCTTTTTTCC 

AAATATTAAATGCACCTTGCCAGATATTCTCCTGCAGCTCTAAGGAAAGGAAATCAATTTAAAAATAATTTGTAG 

AATCTACTATTGAGCCACCAAAGTATAATTCCCTAAAAGTTTAAGAAACCCTGGCAATTAATTCAGCATAAACAT 

ATCCTATAAACAGCAGGAGAGGTTCAGCTTTCTGATTTTACTGTGGACCTTTTCCTAAGGGCATTCATGAATGCA 

GCAACAGTTTTAACTATGGCTTACATTTATTTTAAATTTCACTAAATACAAATCTTGATTGTCATGCCAGTTTTA 

GATCTTATTAATTXTCAGAATGGATAAATTCAAATAATCATAAATTACGGTAACTTTTTATTATACCAAGGTGTT 

CTAATGCCATCATATGAAGACAGATGCTTCAAACAACCTGCATTAAATTATATTTTTAATAAAATTAAAATCTAT 

TTTTAACCTATTTGTAGTCACAAACCGAAAACGTGTCGTCTTTACCTTAGAGCTAAAGGCTTACTTTATGCATAC 

GGTATATTTAATAGTCTACAAATCAAAGATTTAAACAGTCCCTTAAAAATTCCATATATTTTCATACCAACTCAT 

CTACATAGAAATGAAAATCTCTATTGTTCTCACAAACCATTACCATGAGTTCACTATAACAACTGGATCAATATG 

GCTTGCCTTTCAAAGTTAAAGAATCAGAAAGGGGCCTGTAAGAAGTCATTTAGCCCAATTCCCTCACCCTGTGTG 

TTTTCCCICAAAGCCAGTGCAATTTTTTTTTAACCAAAAAACTGGACATGTTTAATACATACAGTTTGACAAATT 

TGGATTTCACTCTTTGTTTTGATGTAGTAACTCTTTTATAAAAGGGAACAGATTCAGACAAGCTCAGTGGCCCAA 

CTGAAGACATTCAGCAATTAATGGCAGGACTTCAGTAATCAGTGGCAGGACTACAACATACATCTCTTCATGCTA 

GGGAAACCAGGCTCTCTATTATAAAGCTGACCAGGGCTATTGTTTTCCCCTTTTCTCTCATCCTAAACACCATTC 

ATATTTTTCCTAGGTCACATTTTAGTGGGATCATTTACAAAGCCCCCAGAACTTAATCATCATGTTTTACCTTTT 

TTATTGAATTATATACACCTCTTACAAAAATGCTTGAAGTAATTTAACACCTGTACATCAGTACAAAACCTGGCT 
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GAGTAAAATGAAGAGAGGATCTATTCAAGATCATTAAGACCAAATGTAAACTGGGAAGTATGTGGAAGATAGCTG 
TCCAGCAAGTGTCTGGAAGGTGTTCTAGCTGGGTAGAGAGCCTATTCTAACAGACACGCACATCGCAGAAAGCAG 
CATGAACAGAACCACATCCTAGATAAGAGTTCTGTGTACAGAAGATCCATGGAGGCAAGTGCTGTCAGGAAGGAC 
ACTGCCTCCCTCCACCCTCCC2UVATGTCACCACCAAGTTCCTTCAGGTGAGACCTCACACAATGTCAAGTGCTTT 
CTAGGAAATACTAAGATCAGGTTGAGAGATTCTGCTTGGTCTAGTCAATCTGAAAAATTCAGGCTGGAAAGACAC 
CTTTTCTCAAGAGCTGAATTGACTTTTGCCTTCAAATCCTGCCTGCACCTTGCCTACGATGGCATCAATTTACAC 
CTAAGGACCTTTGAAGAGAAAAATTCCATTATTTCTTTTCTTTCTTGAGAGCAGATTTTTTCCCTCCTCCTTTGG 
AAGATTTGCAGTACTTTGCTTCCATCTGAGCCAGAAAATTGTCCATTTCCTTTTGCCGATCCTTTTGTCTGCTCT 
GTTTGAGAAGTTAAAACACAAGCTTTCACAACATTATCCATAGACAGAAAGTACCTAGTGGTTGCCAGGGGCTGG 
AAAAGTGGAATAACTACTAATGGGTATGGAGTTTTTTTGGAATGGTGAAAATGTCCTACAATTGGTGTTAATAAT 
TGTAAAACTTTGTAAATACACTTAAAACCACCAAATTGTACACTTTAAAAGGACAAATAGAAGGTATGCGGTTAT 
GTCTTAAAAGAAGAAAACAAAATACAACATTCCAAAGAAAATATTAGCAGTAGGAATCAGATCATTAAAGATGTG 
GCAACAAACTGCCAAGTTTACCTGAATGGCTGCCTTCAGGCTATCCACGCCTTCATCAAGCCCCAACTCCTTTCT 
GCTCATTTCTGCTTCTTTGGCCTCTTCCTGAGCCTGAAACAGGAACTCACATGAGACTCAGGGCCACCAGGAAAT 
GCTTAAAATACATACTCTTTCCCAAAAGCAAATCTATAATTCTGTTTCAATTTTATGAATATATGAATAGACAAA 
ATGAATCGAATTACATAACTATGTCATTCATTAAATGGCAACAATGCTGACAGCAAGCAGTAGATCCTCTGATTC 
CAATTACCATTTGTTTTTTACCCAATTCTATTTGCTAGAGGTAGTAAGTACTCTGGCACTCATAAATCACATGAT 
GATAAAAAGGAACATGAGGCCGGGTATGGTGGCTCACAACTGTAATCCCCATACCTTGGGAGGCCAAGGTGGGAG 
GATCACTTGAACTCAGGAGTTCAAGACCTGCCTGGGTAACATAGTGAGACCTCAGTTCTATAAAAAAGAAAAGAA 
ATGAGCCTGGTGTGGTGGCATGTGCTTGTAGTCCCAGCTACTAGGGAGGCTGAGGTGGGAAGATGGCTTCAGTCT 
GAGAGTTCAGGCTGCAATAAGCTGTGATCATGCCTCXGCACTCCAGCCTGGGTGATGGAGATGCCATCTCTTAGA 
AAAAAGAG 
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GITKHALNHHPPPEKLEEISPTSDSHEKDTSSQSKSDITRESSFTSADTGNSLSAFPSYTGAGISTEGSSDFSWG 
YGELDQNATEKVQTMFTAIDELLYEQKLSVHTKSLQEECQQWTASFPHLRILGRQIITPSEGYRLYPRSPSAVSA 
SYETTLSQERDSTIFGIRGKKLHFSSSYAHKASSIAKSSSFCSMERDEEDSIIVSEGIIEEYLAFDHIDIEEGFH 
GKKSEAATEKQKLGYPPIAPFYCMKEDVLAYVFDSVWCKWSCMEQLTRSHWEGFASDDESNVAVTRPDSESSCV 
LSELHPLVLPRVPQSKVLYITSNPMSLCQASRHQPNVNDLLVHGMPLQPRNLSLMDKLLDLDDKLLMRPGSSTIL 
STRNWPNRAVEFSTSSLSYTVQSTRRRNPPPRTLHPISTSHSCAETPRSVEEILRGARVPVAPDSLSSPSPTPLS 
RNNLLPPIGTAEVEHVSTVGPQRQMKPHGDSSRAQSAWDEPNYQQPQERLLLPDFFPRPNTTQSFLLDTQYRRS 
CAVE YP H QARPGRGS AGP QLHGSTKSQSGGRPVSRTRQGP 
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GGAATAACAAAACATGCTCTTAACCATCATCCCCCTCCAGAGAAGCTGGAGGAAATTTCCCCCACCAGTGACAGT 

CATGAGAAAGACACAAGTTCCCAAAGCAAGTCTGACATCACAAGAGAATCATCTTTTACATCAGCCGACACTGGG 

AATTCACTGTCTGCTTTTCCAAGTTATACAGGCGCAGGGATATCTACTGAAGGAAGCTCGGACTTCTCCTGGGGA 

TATGGTGAACTCGATCAAAATGCCACTGAAAAAGTCCAGACAATGTTCACAGCCATTGATGAACTCTTGTATGAG 

CAGAAGTTGAGTGTGCATACCAAGAGTCTACAAGAAGAGTGCCAACAGTGGACAGCTAGCTTTCCTCACCTCAGG 

ATTCTAGGTAGGCAGATAATCACTCCAAGTGAAGGTTATAGATTGTATCCTAGATCCCCTTCTGCTGTTTCCGCT 

TCATATGAAACAACCTTGTCTCAAGAAAGAGATTCTACTATATTTGGTATAAGGGGAAAGAAGTTACATTTTTCA 

TCTTCTTATGCTCATAAAGCATCTTCCATTGCCAAATCCTCCAGCTTTTGTTCTATGGAAAGAGATGAGGAAGAC 

TCTATAATCGTCTCAGAAGGAATAATTGAGGAATACCTAGCATTCGATCACATAGATATAGAAGAGGGATTTCAT 

GGGAAGAAATCAGAAGCAGCTACAGAGAAACAGAAATTAGGGTATCCTCCCATTGCTCCATTTTACTGCATGAAA 

GAAGATGTCCTTGCTTATGTGTTTGACAGTGTATGGTGCAAGGTTGTGAGCTGTATGGAGCAGTTGACACGTAGT 

CACTGGGAAGGATTTGCCTCTGATGATGAGAGTAATGTTGCAGTTACCAGACCCGATTCAGAAAGTTCCTGTGTG 

CTGAGTGAACTACATCCTTTGGTGTTACCGCGAGTGCCACAGTCTAAGGTGCTGTACATTACCTCAAATCCGATG 

AGTCTCTGTCAAGCAAGCAGACATCAGCCAAATGTGAATGATCTCTTGGTTCATGGAATGCCTCTACAGCCAAGA 

AATCTCTCCCTAATGGACAAGCTCCTAGATCTTGATGACAAGCTACTTATGAGGCCTGGGTCCAGTACCATCCTT 

TCAACTCGAAATTGGCCAAATCGAGCTGTGGAGTTTAGTACATCATCTCTGTCATACACAGTGCAGTCCACCAGG 

AGACGCAATCCACCACCACGAACTCTTCATCCGATCAGCACGAGCCATTCATGTGCTGAAACACCAAGATCTGTG 

GAAGAAATCCTCAGAGGAGCCCGAGTCCCAGTGGCACCCGACTCGCTCTCCTCTCCCTCACCGACGCCCCTGAGT 

CGAAATAATCTGCTACCACCTATTGGCACAGCTGAAGTGGAACATGTGAGCACTGTGGGGCCACAAAGACAGATG 

AAACCCCATGGCGACTCTAGTCGAGCTCAAAGTGCGGTGGTGGATGAACCTAACTATCAGCAGCCACAAGAAAGG 

CTCCTTTTGCCCGACTTTTTCCCCAGGCCCAACACAACTCAATCATTTTTGCTGGATACACAGTATCGTCGCTCA 

TGTGCAGTTGAGTATCCTCATCAGGCCCGACCTGGCAGGGGATCTGCAGGTCCTCAGTTACATGGGTCTACAAAA 

TCTCAAAGCGGAGGCAGACCAGTCTCTCGAACCAGGCAGGGACCATAAGGCAAATGAGAAGAATCTATCAGGCTG 

CAGGAAACACGAGATTTCATGAAGCAGTATTCAGTCATCAAGTGATGCAGAGCTTGTATAGAAGATCGACTAGAA 

ATCATCTTCATGAAGAGTGATTTTGGCACAAGTGACCGAAGAACAAAACACCATAGCAGCCAAAAATGACATGAG 

TGTTGTTTCTATCTCCAGTTACTGTCTCXTTCAGCAGAAATTAACCTATCCCATTGGAAAGGCAAGTTTGTACCC 

AAAGATGCAACAGTGAATAATACCCAAATCACTGCTCATGTTATCTCTTAACAATGATCAGTTCAATCATATAGG 

ATTTGATGAGCTCACACATACACAAAAAGCAGCAAATCATCAGTGACAATATCACTGGCTTCAGAATACTTCAGC 

CTGTGTTCATTTCTGGAGAGTTGTACTCAGTTTTAAGTCATTTTGCTGTTGAAAATCTGACCTCATCAAATAGAT 

GTCATTCCTAAAACTCTCTTTAGATGTCCTACCCTATCAGCACSATTAAAATGGAAGGGGTGTGTAACTAAAAACA 

TAAATGTTAAGCATTAGTATAAAGTAACTTCTGTAATAAATTATATCGCATATTTTTTCAGATAGGACAGCTCAA 

CCTTACGATGCCTACCTGATGCCAGGTGATGCTTATTTTCTTCCTAAAGTAGGTTACTGGTCATATCTTTTTTCC 

AAATATTAAATGCACCTTGCCAGATATTCTCCTGCAGCTCTAAGGAAAGGAAATCAATTTAAAAATAATTTGTAG 

AATCTACTATTGAGCCACCAAAGTATAATTCCCTAAAAGTTTAAGAAACCCTGGCAATTAATTCAGCATAAACAT 

ATCCTATAAACAGCAGGAGAGGTTCAGCTTTCTGATTTTACTGTGGACCTTTTCCTAAGGGCATTCATGAATGCA 

GCAACAGTTTTAACTATGGCTTACATTTATTTTAAATTTCACTAAATACAAATCTTGATTGTCATGCCAGTTTTA 

GATCTTATTAATTXTCAGAATGGATAAATTCAAATAATCATAAATTACGGTAACTTTTTATTATACCAAGGrGTT 

CTAATGCCATCATATGAAGACAGATGCTTCAAACAACCTGCATTAAATTATATTTTTAATAAAATTAAAATCTAT 

TTTTAACCTATTTGTAGTCACAAACCGAAAACGTGTCGTCTTTACCTTAGAGCTAAAGGCTTACTTTATGCATAC 

GGTATATTTAATAGTCTACAAATCAAAGATTTAAACAGTCCCTTAAAAATTCCATATATTTXCATACCAACTCAT 

CTACATAGAAATGAAAATCTCTATTGTTCTCACAAACCATTACCATGAGTTCACTATAACAACTGGATCAATATG 

GCTTGCCTTTCAAAGTTAAAGAATCAGAAAGGGGCCTGTAAGAAGTCATTTAGCCCAATTCCCTCACCCTGTGTG 

TTTTCCCTCAAAGCCAGTGCAATTTTTTTTTAACCAAAAAACTGGACATGTTTAATACATACAGTTTGACAAATT 

TGGATTTCACTCTTTGTTTTGATGTAGTAACTCTTTTATAAAAGGGAACAGATTCAGACAAGCTCAGTGGCCCAA 

CTGAAGACATTCAGCAATTAATGGCAGGACTTCAGTAATCAGTGGCAGGACTACAACATACATCTCTTCATGCTA 

GGGAAACCAGGCTCTCTATTATAAAGCTGACCAGGGCTATTGTTTTCCCCTTTTCTCTCATCCTAAACACCATTC 

ATATTTTTCCTAGGTCACATTTTAGTGGGATCATTTACAAAGCCCCCAGAACTTAATCATCATGTTTTACCTTTT 

TTATTGAATTATATACACCTCTTACAAAAATGCTTGAAGTAATTTAACACCTGTACATCAGTACAAAACCTGGCT 



WO 2004/043361 



PCT/US2003/035268 



947/1629 

FIGURE 852B 

GAGTAAAATGAAGAGAGGATCTATTCAAGATCATTAAGACCAAATGTAAACTGGGAAGTATGTGGAAGATAGCTG 
TCCAGCAAGTGTCTGGAAGGTGTTCTAGCTGGGTAGAGAGCCTATTCTAACAGACACGCACATCGCAGAAAGCAG 
CATGAACAGAACCACATCCTAGATAAGAGTTCTGTGTACAGAAGATCCATGGAGGCAAGTGCTGTCAGGAAGGAC 
ACTGCCTCCCTCCACCCTCCCAAATGTCACCACCAAGTTCCTTCAGGTGAGACCTCACACAATGTCAAGTGCTTT 
CTAGGAAATACTAAGATCAGGTTGAGAGATTCTGCTTGGTCTAGTCAATCTGAAAAATTCAGGCTGGAAAGACAC 
CTTTTCTCAAGAGCTGAATTGACTTTTGCCTTCAAATCCTGCCTGCACCTTGCCTACGATGGCATCAATrTACAC 
CTAAGGACCTTTGAAGAGAAAAATTCCATTATTTCTTTTCTTTCTTGAGAGCAGATTTTTTCCCTCCTCCTTTGG 
AAGATTTGCAGTACTTTGCTTCCATCTGAGCCAGAAAATTGTCCATTTCCTTTTGCCGATCCTTTTGTCTGCTCT 
GTTTGAGAAGTTAAAACACAAGCTTTCACAACATTATCCATAGACAGAAAGTACCTAGTGGTTGCCAGGGGCTGG 
AAAAGTGGAATAACTACTAATGGGTATGGAGTTTTTTTGGAATGGTGAAAATGTCCTACAATTGGTGTTAATAAT 
TGTAAAACTTTGTAAATACACTTAAAACCACCAAATTGTACACTTTAAAAGGACAAATAGAAGGTATGCGGTTAT 
GTCTTAAAAGAAGAAAACAAAATACAACATTCCAAAGAAAATATTAGCAGTAGGAATCAGATCATTAAAGATGTG 
GCAACAAACTGCCAAGTTTACCTGAATGGCTGCCTTCAGGCTATCCACGCCTTCATCAAGCCCCAACTCCTTTCT 
GCTCATTTCTGCTTCTTTGGCCTCTTCCTGAGCCTGAAACAGGAACTCACATGAGACTCAGGGCCACCAGGAAAT 
GCTTAAAATACATACTCTTTCCCAAAAGCAAATCTATAATTCTGTTTCAATTTTATGAATATATGAATAGACAAA 
ATGAATCGAATTACATAACTATGTCATTCATTAAATGGCAACAATGCTGACAGCAAGCAGTAGATCCTCTGATTC 
CAATTACCATTTGTTTTTTACCCAATTCTATTTGCTAGAGGTAGTAAGTACTCTGGCACTCATAAATCACATGAT 
GATAAAAAGGAACATGAGGCCGGGTATGGTGGCTCACAACTGTAATCCCCATACCTTGGGAGGCCAAGGTGGGAG 
GATCACTTGAACTCAGGAGTTCAAGACCTGCCTGGGTAACATAGTGAGACCTCAGTTCTATAAAAAAGAAAAGAA 
ATGAGCCTGGTGTGGTGGCATGTGCTTGTAGTCCCAGCTACTAGGGAGGCTGAGGTGGGAAGATGGCTTCAGTCT 
GAGAGTTCAGGCTGCAATAAGCTGTGATCATGCCTCTGCACTCCAGCCTGGGTGATGGAGATGCCATCTCTTAGA 
AAAAAGAG 
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GCGGCGGTGCGGCCCAGGCTGCAGCTGAGCGCTCTGCGCGGCGCAGCCGGGTCTCCCGCGTGTACCACGCCGTGA 
CAGGTGCAGAGTCCGGGCTGAGGACCCACCTGCAGCCGCCGCCGCGATOCCCACCATGCGGAGGACCGTGTCGGA 
GATCCGCTCGCGCGCCGAAGGTTATGAGAAGACAGATGATGTTTCAGAGAAGACCTCACTGGCTGACCAGGAGGA 
AGTAAGGACTATTTTCATCAACCAGCCCCAGCTGACAAAATTCTGCAATAACCATGTCAGCACTGCAAAATACAA 
CATAATCACATTCCTTCCAAGATTTCTCTACTCTCAGTTCAGAAGAGCTGCTAATTCATTTTTTCTCTTTATTGC 
ACTGCTGCAGCAAATACCTGATGTGTCACCAACAGGTCGTTATACAACACTGGTTCCTCTCTTATTTATTTTAGC 
TGTGGCAGCTATCAAAGAGATAATAGAAGATATTAAACGACATAAAGCTGATAATGCAGTGAACAAGAAACAAAC 
GCAAGTTTTGAGAAATGGTGCTTGGGAAATTGTCCACTGGGAAAAGGTGGCAGTAGGGGAGATAGTGAAAGTGAC 
CAATGGGGAACATCTCCCAGCAGATCTCATCAGTCTGTCCTCAAGTGAGCCCCAAGCCATGTGCTACATTGAAAC 
ATCCAACTTAGATGGTGAAACAAACTTGAAAATTAGACAGGGCTTACCAGCAACATCAGATATCAAAGACGTTGA 
CAGTTTGATGAGGATTTCTGGCAGAATTGAGTGTGAAAGTCCAAACAGACATCTCTACGATTTTGTTGGAAACAT 
AAGGCTTGATGGACATGGCACCGTTCCACTGGGAGCAGATCAGATTCTTCTTCGAGGAGCTCAGTTGAGAAATAC 
ACAGTGGGTTCATGGAATAGTTGTCTACACTGGACATGACACCAAGCTGATGCAGAATTCAACAAGTCCACCACT 
TAAGCTCTCAAATGTGGAACGGATTACAAATGTACAAATTTTGATTTTATTTTGTATCTTAATTGCCATGTCTCT 
TGTCTGTTCTGTGGGCTCAGCCATTTGGAATCGAAGGCATTCTGGAAAAGACTGGTATCTCAATCTAAACTATGG 
TGGCGCTAGTAATTTTGGACTGAATTTCTTGACCTTCATCATCCTTTTCAACAATCTCATTCCTATCAGCTTATT 
GGTTACATTAGAAGTTGTGAAATTTACCCAGGCATACTTCATAAATTGGGATCTTGACATGCACTATGAACCCAC 
AGACACTGCTGCTATGGCTCGAACATCTAATCTGAATGAGGAACTTGGCCAGGTTAAATACATATTTTCTGACAA 
AACTGGTACTCTGACATGCAATGTAATGCAGTTTAAGAAGTGCACCATAGCGGGAGTTGCTTATGGCCATGTCCC 
TGAACCTGAGGATTATGGCTGCTCTCCrGATGAATGGCAGAACTCACAGTTTGGAGATGAAAAAACATTTAGTGA 
TTCATCATTGCTGGAAAATCTCCAAAATAATCATCCAACTGCACCTATAATATATGAATTTCTTACAATGATGGC 
AGTCTGTCACACAGCAGTGCCAGAGCGAGAAGGTGACAAGATTATTTATCAAGCAGCATCTCCAGATGAGGGAGC 
ATTGGTCAGAGCAGCCAAGCAATTGAATTTTGTXTTCACTGGAAGAACACCCGACTCGGTGATTATAGATTCACT 
GGGGCAGGAAGAAAGATATGAATTGCTCAATGTCTTGGAGTTTACCAGTGCTAGGAAAAGAATGTCAGTGATTGT 
TCGCACTCCATCTGGAAAGTTACGACTCTACTGCAAAGGAGCTGACACTGTAATTTATGATCGACTGGCAGAGAC 
GTCAAAATAC2VAAGAAATTACCCTAAAACATTTAGAGCAGTTTGCTACAGAAGGGTTAAGAACTTTATGTTTTGC 
TGTGGCTGAGATTTCAGAGAGCGACTTTCAGGAGTGGCGAGCAGTCTATCAGCGAGCATCTACATCTGTGCAGAA 
CAGGCTACTCAAACTCGAAGAGAGTTATGAGTTGATTGAAAAGAATCTTCAGCTACTTGGAGCAACAGCCATTGA 
GGATAAATTACAAGATCAAGTGCCTGAAACCATAGAAACGCTAATGAAAGCAGACATCAAAATCTGGATCCTTAC 
AGGGGACAAGCAAGAAACTGCCATTAACATCGGACACTCCTGCAAACTGTTGAAGAAGAACATGGGAATGATTGT 
TATAAATGAAGGCTCTCTTGATGGAACAAGGGAAACTCTCAGTCGTCACTGTACTACCCTTGGrGATGCTCTCCG 
GAAAGAGAATGATTTTGCTCTTATAATTGATGGGAAAACCCTCAAATATGCCTTAACCTTTGGAGTACGACAGTA 
TTTCCTGGACTTAGCTTTGTCATGCAAAGCTGTCATTTGCTGTCGGGTTTCTCCXCTTCAAAAATCTGAAGTTGT 
TGAGATGGTTAAGAAACAAGTCAAAGTCGTAACGCTTGCAATCGGTGATGGAGCAAATGATGTCAGCATGATACA 
GACAGCGCACGTTGGTGTTGGTATCAGTGGCAATGAAGGCCTGCAGGCAGCTAATTCCTCTGACTACTCCATAGC 
TCAGTTCAAATATTTGAAGAATTTACTGATGATTCATGGTGCCTGGAACTATAACAGAGTCTCCAAGTGCATCTT 
ATACTGCTTCTACAAGAATATAGTGCTCTATATTATCGAGATCTGGTTTGCCTTTGTTAATGGCTTTTCTGGACA 
GATCCTCTTTGAAAGATGGTGTATAGGTCTCTATAACGTGATGrTTACAGCAATGCCTCCTTTAACTCTTGGAAT 
ATTTGAGAGATCATGCAGAAAAGAGAACATGTTGAAGTACCCTGAATTATACAAAACATCTCAGAATGCCCTGGA 
CTTCAACACCAAGGTTTTCTGGGTTCATTGTTTAAATGGCCTCTTCCACTCAGTTATTCTGTTTTGGTTTCCACT 
AAAAGCCCTTCAGTATGGTACTGCATTTGGAAATGGGAAAACCTCGGATTATCTGCTACTGGGAAACTTTGTGTA 
CACTTTTGTGGTGATAACTGTGTGTTTGAAAGCTGGATTGGAGACATCATATTGGACATGGTTCAGCCACATAGC 
GATATGGGGGAGCATCGCACTCTGGGTGGTGTTTTTGGGAATCTACTCATCTCTGTGGCCTGCCATTCCGATGGC 
CCCTGATATGTCAGGAGAGGCAGCCATGTTGTTCAGTTCTGGAGTCTTTTGGATGGGCTTGTTATTCATCCCTGT 
GGCATCTCTGCTCCTTGATGTGGTGTACAAGGTTATCAAGAGGACTGCTTTTAAAACATTGGTCGATGAAGTTCA 
GGAGCTGGAGGCT^AAATCTCAAGACCCAGGAGCAGTTGTACTTGGAAAAAGCCTGACCGAGAGGGCGCAACTGCT 
CAAGAACGTCTTTAAGAAGAACCACGTGAACTTGTACCGCTCTGAATCCTTGCAACAAAATCTGCTCCATGGGTA 
TGCGTTCTCTCAAGATGAAAATGGAATCGTTTCACAGTCTGAAGTGATAAGAGCATATGATACCACGAAACAGAG 
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GCCCGACGAATGGTGATGGGGAGAGCCTGAAAGGCAGGCTCXGTTACCTCTCTAAGGAGAGCTACCAGGTTGTCA 
CCGCAGTCTGCTAACCAATTCCAGTCTGGTCCATGAAGAGGAAAGGTAGATCTGAGCTCATCTCGCTGATGGACA 
TTCAGATTCATGTATATTATAGACATAAGCACTGTGCAACTGTACTGTAACACCATCTCTTTTGGATTTTTTTAA 
GGTATTTGCTAAGTCTTTGTAAACGGAAATTGAAAATGACCTGGTATCTTGCCAGAGGGCTTTCTTAAACGGAGA 
ATAAGTCAGTATTCTTATGCCATTACTGTGGGGCTGTAACTGACTGTCAGTTTATTGGCTGTACCACAAGGTAAC 
CAACCATTAAAAAACTCTAAATGATATTTAGTTAAAGGGACTCTTGGTATCCAGACTTAGATTTCAGGATAXGCT 
GAAACAAACCAGCATTCTTAAGGAACTGACTCACCTTCCTGAGCAAAATTTCTAAACAAGCATTTGTGTCCAAAA 
TTGTCTTGATAAATGTTTGCCAAAGAGGTTCAGTAAGTGTTTTTCTAGTTCAGTAGrCATATGCCCAGAAATGTA 
AGAGAAAGTTTACTTCCAGTTCCGCTGTAAGATCTGCATGCCTGACTTTCCAAATGTAAGAGTGATTTACAAAAA 
TGAATATTTCAAGGCATTTGCTACTAAAATCGGTGATGTTGCACCTTTGGCCTTACAAATGCTTCTTTGTTGTTT 
GTCGTGTTTATTTGTTAGAGGACACACGTGTTAATGTGACTCTGTTGTTATGACACTGATTTTTCAAACTATGTA 
TGTTTCAGGTATTTCTGATGAAGTTXCATCATCATTTAGATTTTTCTAAAAATCTGGCTAATGCAGTAGATTGAG 
TGATGTCATTTTGTCTTAAAGTTTTTCCTCTTAAGAAACATATGCTACGTATTTACGTGGGATTTCCAAAGCTTC 
TGTTGCAATATTTGGAATAACATGTCAGATAAATGCATGGGCTTTTGTCCTGTGTTCCAGTTCCCACTAGAGATG 
CCTGTGTCTTGTGTAGCACACCCAGTGTTATGGTGACTGCCCCCTATACTGAAGACTGAAAATTATTTCACAGTT 
CACTCATCAAATAGTTCCCAAAATTCGTCACATGCTGCTTATTGGGACAAATAGGTAGTACATTTTCCCCATTTA 
AAAAATGCGGATTTTACTCAGGCCGGTAACTTTACAGTCAGAGGACACGTTCATCATGAGTAGCTTTTGTTAGTA 
TGTTTTAAAATGTATCTTCAGTTCAATTATTTTCAGCATTTACAAGACATCTGAAAATGGCTATTTTGCTACCAA 
CAGTAAATGAAGGGGCTGTTTAAAAACCACAACCAGTTTTCTACACTATTTXTTAAATAATACTTTCATTTGAAA 
AAAAGGAAXXAGXXTXCAGAXACACXXCAGAGAXXGAAGCAAACXAXXXGCCXTXXACXCAAAAGCCTGCXXGCC 
XXXACAXGGACTXACCAGCAAAAXAGGXAGAACXXXCXCTXXXAAAAAAAGXCAACXAGAAXXGAGAAGAGGXGA 
TXXXXXXXCAGAXCGCXXCXCGAGXXXAAXAXXXXCACAXXCTTTXCACCCXXTXXCXCAAXCXAGAXTXAAAAX 
TAGGATAXAXGXCAXXXCCXXGXCXGXAXXXGXAGCXCCXXAGXXACCAGXAXGCCXCXCCAXXXXCXACAAAXA 
AGAGGXXAXAACACATAXACAXAAXXCXAACCXXAAGGGAACACACGXXXACATACXXXACTXCCCAAGCCCXXC 
CXGXXXGGGGXACAGAXXGAGAGAGXCAXGAAXCAACACAXCXAGCAAGACCACAGGXGXAAGAGXCXAAGAXCG 
XCXXCAAAAXXCXGAAGXCCCAGTCXXXACCXGXCCAGXGAAXGAAXAXXCAGAGCAGCXXXXCCXGGGCXXCCC 
AGXGGTGAXAGCXGAGGXCAAACCACAAAAAAXAAGAAAGCAAGAGXGAAAXGCACCCCXCCAGAGAAACACXXX 
GXAGXGXXXAAXXCXGXXAAXAGAGAAGAGCXGCXXCXGXXXGCGCXCACXXCAXCAGXGGCACCCXXCXGCAGA 
AXXXXAAXAXAAAAACAXXAXGGAXAXAAXAGAACXGGAXXXXCXGACXXAAAAAXGXAAGXXXXAXXXXAAXCX 
XGAAACGTGGAXXGXXTCXGXGGAGCXCXXAAACAXGAGAAGAAXACXXACGGXXGAXAAXGXGXAACATGAXCX 
GAAATGXGACXAAXXXGAGCCXCXXXGXCCCAXCGXCCXGXXXXXGAAXXAXXGACAXXGXCAGXCXCXXXGCXX 
CCXGGGXGAGACXXGGGGXXXGAGGGACAGGGAAXGACCXXCXXGGXGAAACTXAAAAXAXAACAXXGCAAXXGC 
AGXGACXXXACAGXGXXAAAXXAGAGAAAAXAGXCXGAXXXXXXAAACCXXCCXXAACXGGAAAAAAGXCACAXG 
GXXTXACCAGGAXXGAAAXAAACAGXCAAXGXGACXXXXAACAXGTGXXXXXXXGAAAXAAAGGGCACGXACXCX 
XCAAXXAAAAAGXXCCXXAXAGGGACXCXGGCAAATGCXAACACAGXXGCXXXACAAXGTXXACAAXXCAGACAA 
XACGACXXAXAAXAGAAAAXCCXCAXXCAXXXAGCAXXGAAAAGCXGGAAGXXGCXXCXXXAAXGTXGAAXAGXA 
XACAGXdGXAXXGAGCAXGGACXXXCXAAAXGXXXXATAXAXACAXAXAAAAAXAXAXXGGXGXCXCACACCCAG 
AAAGAXGXXAXAXXGXAGAXAXTAXXAGGAAAACAGXGXXXCXCAGGAACGXXGXAAAXXXXAAAXGAXAXAXGX 
ACXXCCCGXCCXCCCACCXCCACXCXGXGCXCXAAXGXGAGACXGCXTCAGCAGXGXXGCXAAGXXAAXGGAAAA 
CXXXXXCTAAXCAAGXCAGGTGAAXGXGXAXXCXGCXAAAXAAXGXXAGCCAXTXACAXGAAXXGXAXGGXCAXX 
AAAXGGAAXCAGXGATXCCXCXXXAAXXXCCAGAGGGGAAAXGAAXXAXGGAAAXCAGXCAGCAXXCXGAXCAXX 
AAAXXXXAXACXXXAATXXXGCCGXXCAGCAXXCXAAAXAXCCAAXGXGAAAGXCACAXGAXAAXXXGXTXXGCA 
XXGCGTGCACXGXACAACACXXACAACXXGXCAXXXAA21AXGXXXXCXCGGGAAAXGAAXGCTAGTCAGAAAGXA 
AXAGATXGXAXXAXXCATAGXXTXAAAAXXAXGACAAXGXCAXAAXXACXACAAAGCXAAAXAAXCGXGTXXAXX 
XXXGXGCAGXXGCCCXXXGAXAGXXCCXGGXXXXAAAACCXAXXAAGXGXAXAAXCXXACAAAXAGXCATCXACA 
AAAXXTAXGGAGAAAGXGCCCAGCCCAXXCACAXCACAXGGACCAGGAAXXCXXXXGXAAAXGACXXAAGGXAAC 
AXCAXGCAGTXCAGXGCCXAAXAAAXGCXXXXXAAXGAXGAGCAXXTCXAXAAXGACXCGXAAGAXACCAXAGXC 
XGAXXXXXCXCACAXXAAAAXAACXGAAGXCACXXGXGXAACGXAGXXAXACXXXGCXGCAXXXXAAXXAACCXX 
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CAACAGCXAXXAAAGTGGAAXGXAAGXXAAATXXXGAAGGAAAGGAAAXAAAXGXXXXCCATAXTXCGXCXXGAX 
TTACTTTCTGTATGAGAACAGCTGTGTTTTTGATAGGTTTATGGTTTGCATGAGTTCATATTTAAAGTGATCCAG 
GCCAATGCATGGCTATTGCTGTAAATCTTGATGTTTATTTCTGCCTTGTAAAGTTCTATCACGGCCTACCTGGAA 
TTTAAAATTCAGTAGACAAATTAATTGGTCCTCTGCACAACTTTTTTAATAAGTAGATTATTTTACAAAGAAATT 
TGAACAAATTTAATTGAATCTTTTGTTTAGCTTGCCTCTAAGAACTTTTCTTAATAAAGCTCCCAAAACTTCTCA 
GCAAATA2VATCTCCCTTAAGTAGGAAAACTAGATTTCATATTTGCTTACTTXGAATTAACAGCAACTTTCCACAG 
GTAAATCTGTTCTTGCAAAGATGTGAGCAGAATAGTTAAAAATAATATTTTTATGTTTCATGGTTCTAAAXGGAA 
GCCATAAATGCAGTAAATACTATCTGTTGTTTAACTACTTTAATCGTCATXTTXTACATTTTCAAGTTTATTAGG 
XXAAGAAAAACAGGGCAGCCXXGGAAGGCAGCXACXACAGAAAACXGCAGXXXXGCGXXAAAGAXAAAGXAGXAX 
TXXCAGCXCCCXGAAAAACCAXXCCXGCXGAAACXGCXGXAGAAAXXGXGAAGCTGCAXGAGXGGAGAGXAXXGA 
AXCXGXGGXXAXAGXAGXXXXCXCAGGXXXGXXXAXCXXGAXGTXXGAXGCACXGXGXXXXAXAGXXAXXAAAAX 
TGAGXAAXAXXAXXXCXAXGCAGXGXXAXGXGXCAXXGGCCXXXXGXGAAXGXGCAXGXXXXAAACXGCAAAXXX 
XAAACAXXXXGXCCXCXAAXXGXXAXXAAAAAXGAAAXAAACTXXACCAXXACXXAAAAAAA 
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MPTMRRTVSEIRSRAEGYEKTDDVSEKTSLADQEEVRTIFINQPQLTKFCl^HVSTAKYNIITFLPRFLYSQFRR 
AANSFFLFIALLQQIPDVSPTGRYTTLVPLLFILAVAAIKEIIEDIKRHKADNAVNKKQTQVLRNGAWEIVHWEK 
VAVGEIVKVTNGEHLPADLISLSSSEPQAMCYIETSNLDGETNLKIRQGLPATSDIKDVDSLMRISGRIECESPN 
RHLYDFVGNIRLDGHGTVPLGADQILLRGAQLRNTQWVHGIVVYTGHDTKLMQNSTSPPLKLSNVERITNVQILI 
LFCILIAMSLVCSVGSAIWNRRHSGKDWYLNLNYGGASNFGLNFLTFIILFNNLIPISLLVTLEVVKFTQAYFIN 
WDLDMHYEPTDTAAMARTSNLNEELGQVKYIFSDKTGTLTCNVMQFKKCTIAGVAYGHVPEPEDYGCSPDEWQNS 
QFGDEKTFSDSSLLENLQNNHPTAP 1 1 YEFLTMMAVCHTAVPEREGDKI I YQAASPDEGALVRAAKQLNFVFTGR 
TPDSVIIDSLGQEERYELLNVLEFTSARKRMSVIVRTPSGKLRLYCKGADTVIYDRLAETSKYKEITLKHLEQFA 
TEGLRTLCFAVAEISESDFQEWRAVYQRASTSVQNRLLKLEESYELIEKNLQLLGATAIEDKLQDQVPETIETLM 
KADIKIWILTGDKQETAINIGHSCKLLKKNMGMIVINEGSLDGTRETLSRHCTTLGDALRKENDFALIIDGKTLK 
YALTFGVRQYFLDLALSCKAVICCRVSPLQKSEVVEMVKKQVKWTLAIGDGANDVSMIQTAHVGVGISGNEGLQ 
AANSSDYSIAQFKYLKNLLMIHGAWNYNRVSKCILYCFYKNIVLYIIEIWFAFVNGFSGQILFERWCIGLYNVMF 
TAMPPLTLGIFERSCRKENMLKYPELYKTSQNALDFNTKVFWVHCLNGLFHSVILFWFPLKALQYGTAFGNGKTS 
DYLLLGNFVYTFWITVCLKAGLETSYWTWFSHIAIWGSIALWWFLGIYSSLWPAIPMAPDMSGEAAMLFSSGV 
FWMGLLFIPVASLLLDWYKVIKRTAFKTLVDEVQELEAKSQDPGAVVLGKSLTERAQLLKNVFKKNHVNLYRSE 
SLQQNLLHGYAFSQDENGIVSQSEVIRAYDTTKQRPDEW 
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CGACGCGGGAGCCGCACGCGCCGGACGAGGCTCGCTGCGCTCCCTGTTGCCCAGCGCGGGCCCGTTGAGGCGGAG 

CCCTCAGTTCCCGGCCAGGACACGGTCTGGGCCGCCGAATCTCCGGCCGAAGAGCGGCGGCGGCAGCGGCGGGAA 

AAAAATGAAGAATGAAATTGCTGCCGTTGTCTTCTTTTTCACAAGGCTAGTTCGAAI^ACATGATAAGTTGAAAAA 

AGAGGCAGTTGAGAGGTTTGCTGAGAAATTGACCCTAATACTTCAAGAAAAATATAAAAATCACTGGTATCCAGA 

AAAACCATCGAAAGGACAGGCCTACAGATGTATTCGTGTCAATAAATTTCAGAGAGTTGATCCTGATGTCCTGAA 

AGCCTGTGAAAACAGCTGCATCTTGTATAGTGACCTGGGCTTGCCAAAGGAGCTCACTCTCTGGGTGGACCCATG 

TGAGGTGTGCTGTCGTAGAGATGGGGTTTCACCATGTTGGCCAGACTGCTCTCAAACTCCTGACCTCGTGATCCG 

CCCGCCTTGGCCTCCCAAAGCGCTGGATTACAGGCGTGAGCCACTGCGCCCGGCCTCCTCCTTTTTGATTATGTA 

TGGAGAGAAAAACAATGCATTCATTGTTGCCAGCTTTGAAAATAAAGATGAGAACAAGGATGAGATCTCCAGGAA 

AGTTACCAGGGCCCTTGATAAGGTTACCTCTGATTATCATTCAGGATCCrCTTCTTCAGATGAAGAAACAAGTAA 

GGAAATGGAAGTGAAACCCAGTTCGGTGACXGCAGCCGCAAGTCCTGTGTACCAGATTTCAGAACTTATATTTCC 

ACCTCTTCCAATGTGGCACCCTTTGCCCAGAAAAAAGCCAGGAATGTATCGAGGGAATGGCCATCAGAATCACTA 

TCCTCCTCCTGTTCCATTTGGTTATCCAAATCAGGGAAGAAAAAATAAACCATATCGCCCAATTCCAGTGACATG 

GGTACCTCCTCCTGGAATGCATTGTGACCGGAATCACTGGATTAATCCTCACATGTTAGCACCTCACTAACTTCG 

TTTTTGATTGTGTTGGTGTCATGTTGAGAAAAAGGTAGAATAAACCTTACTACACATTAAAAGTTAAAAGTTCTT 

ACTAATAGTAGTGAAGTTAGATGGGCCAAACCATCAAACTTATTTTTATAGAAGTTATTGAGAATAATCTTTCTT 

AAAAAATATATGCACTTTAGATATTGATATAGTTTGAGAAATTTTATTAAAGTTAGTCAAGTGCCTAAGTTTTTA 

ATATTGGACTTGAGTATTTATATATTGTGCATCAACTCTGTTGGATACGAGAACCCTGTAGAAGTGGACGATTTG 

TTTTAGCCCCTTTGAGAATTTACTTTATGGAGCGTATGTAAGTTATTTATATACAAGGAAATCTATrTTATGTCG 

TTGTTTAAGAGAATTGTGTGAAATCATGTAGTTGCAAATAAAAAATAGTTTGAGGCAAAAAAAAAAAAAAAAAAA 
AAAAAAAAAAA 
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FIGURE 856 

MKNEIAAWFFFTRLVRKHDKLKKEAVERFAEKLTLILQEKYKNHWYPEKPSKGQAYRCIRVNKFQRVDPDVLKA 
CENSCILYSDLGLPKELTLWVDPCEVCCRRDGVSPCWPDCSQTPDLVIRPPWPPKALDYRREPLRPASSFLIMYG 
EKNNAFIVASFENKDENKDEISRKVTRALDKVTSDYHSGSSSSDEETSKEMEVKPSSVTAAASPVYQISELIFPP 
LPMWHPLPRKKPGMYRGNGHQNHYPPPVPFGYPNQGRKNKPYRPIPVTWVPPPGMHCDRNHWINPHMLAPH 
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FIGURE 857 

AATTTGGGGCCAAGATTAACACCCCTCCTGCAGGAGGAAGACAGCCACCAGCGGCTGCTCATGGGGCTGATGGTG 
TCTGAGCTAAAAGACCATTTTTTGAGACACCTACAGGGTGTAGAAAAGAAGAAAATTGAACAGATGGTTCTGGAC 
TACATTTCAAAACTGCTGGATCTCATTTGCCACATCGTAGAAACCAATTGGAGGAAACATAATCTTCATTCCTGG 
GTTCTCCACTTCAATAGTCGTGGCAGTGCTGCTGAATTTGCAGTTTTTCACATCATGACCAGGATTCTGGAAGCr 
ACAAACAGTTTGTTTTTACCTCTGCCTCCTGGTTTTCATACTCTGCACACCATCCTCGGGGTCCAGTGTCTCCCT 
TTGCATAACCTGCTGCATTGCATTGACAGTGGAGTGTTGCTTCTCACTGAAACAGCTGTCArAAGGCTCATGAAA 
GATCTGGATAATACAGAGAAAAATGAAAAACTGAAATTCAGTATCATTGTGCGGCTTCCTCCGCTTATXGGGCAG 
AAGATTTGTAGACTTTGGGATCATCCTATGAGTTCTAACATCATTTCGCGGAACCACGTGACGCGACTGCTTCAG 
AACTATAAGAAACAGCCTCGGAATTCTATGATTAACAAGTCATCGTTCAGTGTAGAATTTCTGCCTCTGAACTAC 
TTCATTGAAATTCTGACAGATATAGAGTCCTCCAATCAAGCCCTGTATCCTTTTGAAGGACATGACAATGTGGAT 
GCAGAATTTGTAGAGGAAGCAGCTCTGAAACACACCGCGATGCTTTTAGGCTT ATGAA AAAGAAAACGCAATTGG 
ATCTGCTGCTGCCATrTTAATCTTGCTCATTAACCTTACTCCTCTGAGAATTCTTTAACAATATTTAAAATTGGT 
AACAAAAATAGTTTAGCCATAATTGTTTAGCCATGTGAGTTTCAGGTTGGTACACGTTCAGACAGAACTGCTGTA 
TCACATTCCAATrrXGAATAGCCAGTGAGCAATCAAGTGTAGAGAAATGATAAATGGCCTAAGAAGGCATACAGT 
GGCArAAACGATGCTCTTCCTAGTAGCTTAATAGGCCACAAGCTAGTTTCTGTTGCACTCTGAAATAAAATATGC 
XTTAAAAATGTAGGGAACAGTGCTTAGAAAAGCAAAAACTAGGTGTGTCATTGAAATAATAGGCATAAAAATTAA 
ATGTTACATAAGAACACTATTTGGAAAGAGGGTCCTTTTAAAAACTGAATTTGTACTAAATCAGATTTGCCATGT 
CCCAGTCCAGAATAATTTGTACTTAGTATTTGCAGCAGGGTTTGTCTTTGTGAATTCAGATGAAACATATTTATT 
TTTTTTTATTTATAAAAGGTTGATTTAGGAATATTTTGTCAGTCATTAAAAAACCTGAAAACATAAAAAAAAAAA 
AAAAAAAA 
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FIGURE 858 

NLGPRLTPLLQEEDSHQRLLMGLMVSELKDHFLRHLQGVEKKKIEQMVLDYISKLLDLICHIVETNWRKHNLHSW 
VLHFNSRGSAAEFAVFHIMTRILEATNSLFLPLPPGFHTLHTILGVQCLPLHNLLHCIDSGVLLLTETAVIRLMK 
DLDNTEKNEKLKFSIIVRLPPLIGQKICRLWDHPMSSNIISRNHVTRLLQNYKKQPRNSMINKSSFSVEFLPLNY 
FIEILTDIES SNQALYP F E GHDNVDAE FVE E AALKHTAML LGL 
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FIGURE 859A 

GGCCGCGAGTGCATCTTCCACGAACCTAATTCATCTCTCCAGCAAAGGACACATCTCTCCAGCAAAGGACACCTC 

TCTCCAGCAAAGGACACCTGCAGAGATGTCCCCAGTCCTTCACTTCTATGTTCGTCCCTCTGGCCATGAGGGGGC 

AGCCTCTGGACACACTCGGAGGAAACTGCAAGGGAAACTGCCAGAGCTGCAGGGCGTCGAGACTGAACTGTGCTA 

CAACGTGAACTGGACAGCTGAGGCCCTCCCCAGTGCTGAGGAGACAAAGAAGCTGATGTGGCTGTTTGGTTGCCC 

CTTACTGCTGGATGATGTTGCTCGGGAGTCCTGGCTCCTTCCTGGCTCCAATGACCTGCTGCTGGAGGTCGGGCC 

CAGGCTGAACTTCTCCACCCCAACATCCACCAACATCGTGTCAGTGTGCCGCGCCACTGGGCTGGGGCCTGTGGA 

TCGTGTGGAGACCACCCGGCGCTACCGGCTCTCGXTTGCCCACCCCCCGTCAGCTGAGGTGGAAGCCATTGCTCT 

GGCTACCCTGCACGACCGGATGACAGAGCAGCACTTCCCCCATCCCATCCAGAGTTTCTCCCCTGAGAGCATGCC 

GGAACCCCTCAATGGCCCXATCAATATACTGGGTGAGGGCCGGCTTGCGCTGGAGAAGGCCAACCAGGAGCTTGG 

TCTGGCTTTAGACTCTTGGGACCTAGACTTCTACACCAAGCGCTTCCAGGAGCTACAGCGGAACCCGAGCACTGT 

GGAGGCCTTTGACTTGGCGCAGTCCAATAGCGAGCACAGCCGACACTGGTTCTTCAAGGGCCAGCTCCACGTGGA 

TGGGCAGAAGCTGGTGCACTCACIGTTTGAGTCCATCATGAGCACCCAGGAATCCTCGAACCCCAACAACGXCCT 

CAAATTCTGTGATAACAGCAGTGCAATCCAGGGAAAGGAAGTCCGATXCCTACGGCCTGAGGACCCCACACGGCC 

AAGCCGCTTCCAGCAACAGCAAGGGCTGAGACATGTTGTCTTCACAGCAGAGACTCACAACTTTCCCACAGGAGT 

AXGCCCCXXIAGXGGXGCAACCACXGGCACAGGGGGCCGGAIXCGAGAXGXCCAGXGCACAGGCCGCGGGGCCCA 

CGTGGTGGCTGGCACTGCCGGCTATTGCrTTGGAAATCTGCATATXCCAGGTTACAATCTGCCCTGGGAGGATCT 

AAGCXXCCAGXAXCCIGGGAAXIXXGCCCGGCCCCXGGAGGIXGCCAXIGAAGCCAGXAAIGGAGCXXCXGACXA 

IGGCAACAAGIIXGGGGAACCAGIGCXGGCIGGCXICGCCCGCXCCIIGGGCCXCCAGCXCCCAGACGGCCAGCG 

GCGXGAGXGGAXCAAGCCCAXCAXGXIXAGIGGGGGCAXXGGGXCCAXGGAAGCXGACCACAXAAGCAAGGAGGC 

CCCAGAGCCAGGCAXGGAAGXIGXAAAGGXXGGAGGXCCCGXCXACAGGAXTGGAGXXGGAGGXGGAGCXGCXXC 

AXCXGXGCAGGXGCAGGGAGAXAACACCAGXGACCXGGACXXXGGGGCXGXGCAGCGAGGAGACCCGGAGAXGGA 

ACAGAAGATGAACCGXGXGAXCAGGGCXXGXGXGGAGGCCCCCAAGGGAAACCCCAICIGCAGCCXXCAXGAXCA 

GGGCGCXGGXGGCAAIGGCAAIGXCCXAAAAGAGCXGAGIGACCCAGCXGGAGCCAXCAIIIACACCAGCCGCXI 

CCAGCXXGGGGACCCAACCCXGAAXGCCCIGGAAAXCXGGGGGGCXGAGXACCAGGAAXCAAAXGCXCXXCXGCX 

GAGGXCCCCCAACCGGGACXXCCIGACXCAXGXCAGXGCCCGXGAACGXXGCCCGGCIXGCXXCGIGGGCACCAX 

CACTGGAGACCGGAGAAXAGIGCIGGXGGACGAXCGGGAGXGICCXGXCAGAAGAAAXGGCCAGGGGGAXGCCCC 

CCCGACACCCCCGCCAACCCCIGXGGACCIGGAGCXCGAAXGGGXGCXGGGCAAGAXGCCXCGGAAGGAGXXCII 

CCXGCAGAGGAAGCCCCCCAXGCXGCAGCCXCXGGCCXXGCCCCCAGGGCXGAGCGXGCACCAGGCXCXGGAGAG 

GGXXCXGAGGCIGCCCGCCGXGGCCAGCAAGCGCXACCXCACCAAXAAGGXGGACCGCICCGXGGGAGGCCTGGX 

GGCCCAGCAGCAGXGCGIGGGGCCCCXGCAAACXCCXCXGGCAGAXGXAGCGGXXGXGGCACIGAGCCAXGAGGA 

GCICAXAGGGGCXGCCACAGCCXXGGGAGAACAGCCAGXCAAGAGCCXGCXGGACCCAAAAGXCGCCGCCCGGCI 

GGCCGXGGCCGAAGCCCXCACCAACCIGGXGXXXGCXCXGGICACXGACCXCCGGGAXGXGAAGIGXAGCGGGAA 

CXGGAIGIGGGCAGCCAAGCICCCAGGGGAGGGCGCAGCXXIGGCGGAXGCCXGXGAGGCXAIGGXGGCAGXGAX 

GGCAGCCCXGGGXGXGGCAGXGGAXGGXGGCAAGGACICCCXCAGCAXGGCIGCXCGGGXXGGCACXGAGACCGI 

GCGGGCICCXGGGXCACXGGXCAXCXCAGCCXAIGCCGICIGCCCAGACAXCACAGCCACXGIGACCCCAGACCX 

C AAGCAICC XGAAGGGAGAGGCCAICXGC XCXAXGIGGCXCIGAGCCC XGGGCAGCACC GGCXCGGGGGCACAGC 

XCXGGCCCAGIGCXICTCCCAGCIIGGGGAACACCCICCAGACCIGGACCXICCIGAGAACIXGGXGCGGGCCXI 
CAGCAICACXCAGGGGCXGCXGAAAGACCGCCXCCXCXGCICAGGCCACGAXGICAGXGACGGAGGCCXCGXCAC 
ArGCCTGCTGGAGATGGCCTTTGCTGGAAATTGCGGGCTACAGGXGGATGTGCCTGTCCCCAGGGTTGATGTCCT 
GICIGXGCXGXICGCIGAGGAGCCAGGCCICGTGCXGGAGGXGCAGGAGCCAGACCIGGCCCAGGXGCIGAAGCG 
XXACCGGGAXGCIGGCCICCAXIGCCXGGAGCXGGGCCACACAGGCGAGGCCGGGCCCCACGCCAXGGXCCGGGX 
GICAGIGAACGGGGCIGXGGXXCXGGAGGAGCCIGITGGGGAGCXGCGAGCCCXCXGGGAGGAGACGAGXXXCCA 
GCIGGACCGGCXACAGGCAGAGCCXCGCIGXGXGGCAGAGGAGGAACGGGGCCXGAGGGAGCGGAIGGGGCCCAG 
CXAXXGCCXGCCCCCCACCXXXCCCAAAGCCXCCGIGCCCCGIGAGCCXGGXGGXCCCAGCCCCCGAGXCGCCAX 
CXXGCGAGAGGAGGGCAGIAAIGGAGACCGGGAGAXGGCCGAXGCCIICCACIXAGCXGGGIXIGAGGXAXGGGA 
CGIGACCAIGCAGGACCXCIGCXCXGGGGCAAXXGGGCXGGACACXXXCCGXGGCGIGGCCXXCGXGGGCGGCXI 
CAGCTATGCAGATGTCCTGGGCTCTGCCAAAGGGTGGGCAGCTGCTGTGACCTTTCATCCCAGGGCTGGGGCTGA 
GCTGAGGCGCTTCCGGAAGCGGCCAGACACCTTCAGCCTGGGCGTGTGTAATGGCTGXCAACTGCTGGCTCTGCT 
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FIGURE 859B 

CGGCTGGGTGGGAGGCGACCCCAATGAGGATGCTGCAGAGATGGGCCCTGACTCCCAGCCAGCCCGGCCAGGCCT 
TCTGCTACGCCACAACCTGTCTGGGCGCTACGAGTCTCGCTGGGCCAGCGTGCGTGTGGGGCCTGGGCCAGCCCT 
GATGCTGCGAGGGATGGAGGGCGCCGTGCTGCCCGTGTGGAGTGCGCACGGGGAAGGTTACGTAGCATTTTCTTC 
TCCGGAACTCCAAGCTCAGATTGAGGCCAGGGGCTTGGCTCCACTGCACTGGGCTGATGATGACGGGAACCCCAC 
AGAGCAGTACCCTCTGAATCCCAATGGGTCCCCAGGGGGCGTGGCTGGCATCTGCTCCTGTGATGGCCGCCACCT 
GGCTGTCATGCCTCACCCTGAGCGGGCCGTTAGGCCTTGGCAGTGGGCATGGCGACCCCCTCCATTTGATACTCT 
GACCACCTCCCCCTGGCTCCAGCTCTCTATCAATGCCCGAAACTGGACCCTGGAAGGGAGCTGC T6AC TGGCCAC 
AGGGGCTCACCTGGGCCCCATGGCTTTTCACCTAAGTGGGTCCTGCCCCCTCCCCCATGACCTTCAGGAGCACCC 
CATATTATTTCCAAAAATATCTTGGACAGACAAGGACCAAAATGCCAAAATCTCAGCGGACTCGATGATCTGCCT 
GCTGAXGTTCCTTCTGTGGCTGTGTCTATTTTCAGTTCTGCTCTAACATGGCATGCCCTTTCTCAGCCCAGGAAA 
CAGCATGTGGTTCAGAGAAAAGAGCGACAAGGAAAAGTTAGGACTCCTGAGGTCCGAACAGGGGCTTCTGTTGCC 
CACTTCACAACACCCAGTGATCACCGGTGTGCAATTGCCTCCTTGGCTCTGAGGGATGTTTTGCGCTCCCTTTTC 
TCATCATTGGGGTTAGCGGGTGCAGACAAATTCAGCAATAGTATGCAGATCAGCCCCTCACCACCTCATTGTTCT 
CATCTGGAACTGAAACTTTCTGGATTTCTCTTGAAGTGCTACACTGCACTGAATGTAAGGAATTGTTGCTTGTGG 
AAGTTTCTCAGCGTTTCTGGCTGTCTTAGGGCTGGCCTCAGAACCCAGCATTCCTGTTATTTGCTTCTAAATTAG 
CAGCTCTCTTTTTTTTTTTTTTTTTGAGGCAGTCTCACTCTGTCACCCAGGCTGGAGTGCAGTGGCGTGATCTCG 
GCCCACTGCAACCTCTGCCTCCTGGGTTCAAGCAATTTTCCTGCCTCAGCCTCCCGAGTAGCTGGGAGTACAGGC 
ACACACCACCACACCCAGCTAATTTTTGTATTTTTAGTAGAGATAGGGTTTCACCGTGTCTCCCAGGCTGGTCTC 
AAACTCCTAACCTCAAGTGATTCGCCTGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGTGGGAGCCACTACAGC 
TGGCCCAGCAGCTCTGTTTCTGATAGAGGTGGTTGGGGCTCTCATCCCTAGATCCTAACCCTTTAGTATGCTGGA 
ATTCTACTCTTCACTTACTGCATTGACTGTTGTTGATTAGTTATTATTGCAAAGCACTGCCACCGGCCTCAGGGA 
GTTTATGTGTAATAGAATTAAAAATAATAGCTGTGTATAACACTTAGCTCAAGCCACGCATGTGTGAGGCATTTG 
GTATGTATCTGAATTAATTCTCACTAAAATTCAGCAAAGGACTTGATAGCCTCTCCCCGCCTTTTCAATAAAGGA 
TGAATGAAGGTTG 
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FIGURE 860 

AASASSTNLIHLSSKGHISPAKDTSLQQRTPAEMSPVLHFYVRPSGHEGAASGHTRRKLQGKLPELQGVETELCY 
NVNWTAEALPSAEETKKLMWLFGCPLLLDDVARESWLLPGSNDLLLEVGPRLNFSTPTSTNIVSVCRATGLGPVD 
RVETTRRYRLSFAHPPSAEVEAIALATLHDRMTEQHFPHPIQSFSPESMPEPLNGPINILGEGRLALEKANQELG 
LALDSWDLDFYTKRFQELQRNPSTVEAFDLAQSNSEHSRHWFFKGQLHVDGQKLVHSLFESIMSTQESSNPNNVL 
KFCDNSSAIQGKEVRFLRPEDPTRPSRFQQQQGLRHWFTAETHNFPTGVCPFSGATTGTGGRIRDVQCTGRGAH 
WAGTAGYCFGNLHIPGYNLPWEDLSFQYPGNFARPLEVAIEASNGASDYGNKFGEPVLAGFARSLGLQLPDGQR 
REWIKPIl^SGGIGSMEADHISKEAPEPGMEVVKVGGPVYRIGVGGGAASSVQVQGDNTSDLDFGAVQRGDPEME 
QKMNRVIRACVEAPKGNPICSLHDQGAGGNGNVLKELSDPAGAIIYTSRFQLGDPTLNALEIWGAEYQESNALLL 
RSPNRDFLTHVSARERCPACFVGTITGDRRIVLVDDRECPVRRNGQGDAPPTPPPTPVDLELEWVLGKMPRKEFF 
LQRKPPMLQPLALPPGLSVHQALERVLRLPAVASKRYLTNKVDRSVGGLVAQQQCVGPLQTPLADVAWALSHEE 
L I GAAT ALGEQP VKS LLDPKVAARLAVAE ALTNLVFALVTDLRD VKC S GNWMWAAKLP GEGAALAD ACE AMVAVM 
AALGVAVDGGKDSLSMAARVGTETVRAPGSLVISAYAVCPDITATVTPDLKHPEGRGHLLYVALSPGQHRLGGTA 
LAQCFSQLGEHPPDLDLPENLVRAFSITQGLLKDRLLCSGHDVSDGGLVTCLLEMAFAGNCGLQVDVPVPRVDVL 
SVLFAEEPGLVLEVQEPDLAQVLKRYRDAGLHCLELGHTGEAGPHAMVRVSVNGAVVLEEPVGELRALWEETSFQ 
LDRLQAEPRCVAEEERGLRERMGPSYCLPPTFPKASVPREPGGPSPRVAILREEGSNGDREMADAFHLAGFEVWD 
VTMQDLCSGAIGLDTFRGVAFVGGFSYADVLGSAKGWAAAVTFHPRAGAELRRFRKRPDTFSLGVCNGCQLLALL 
GWVGGD PNED AAEMGP D S QP ARP GLLLRHNL S GRYE SRWAS VRVGPGP AXMLRGME GAVLP VWSAHGE GYVAF S S 
PELQAQIEARGLAPLHWADDDGNPTEQYPLNPNGSPGGVAGICSCDGRHLAVMPHPERAVRPWQWAWRPPPFDTL 
TTSPWLQLS INARNWTLEGSC 
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FIGURE 861A 

CTGCGGCCGCCTGGTTTCTTGCCTTAAGGAGCCCATTGCCTTTCCCGCTGAAGTCTAGATGTTGACATGTAATAA 

AGCGGGCAGCAGGATGGTGGTGGATGCGGCCAACTCCAATGGGCCTTTCCAGCCCGTGGTCCTTCTCCATATTCG 

AGATGTTCCTCCTGCTGATCAAGAGAAGCTTTTTATCCAGAAGTTACGTCAGTGTTGCGTCCTCTTTGACTTTGT 

TTCTGATCCACTAAGTGACCTAAAGTGGAAGGAAGTAAAACGAGCTGCTTTAAGTGAAATGGTAGAATAXATCAC 

CCATAATCGGAATGTGATCACAGAGCCTATTTACCCAGAAGTAGTCCATATGTTTGCAGTTAACATGTTTCGAAC 

ATTACCACCTTCCTCCAATCCTACGGGAGCGGAATTTGACCCGGAGGAAGATGAACCAACGTTAGAAGCAGCCTG 

GCCTCATCTACAGCTTGTTTATGAATTTTTCTTAAGATTTTTAGAGTCTCCAGATTTCCAACCTAATATAGCGAA 

GAAATATATTGATCAGAAGTTTGTATTGCAGCTTTTAGAGCTCTTTGACAGTGAAGATCCTCGGGAGAGAGATTT 

TCTTAAAACCACCCTTCACAGAATCTATGGGAAATTCCTAGGCTTGAGAGCTTACATCAGAAAACAGATAAATAA 

TATATTTTATAGGTTTATTTATGAAACAGAGCATCATAATGGCATAGCAGAGTTACTGGAAATATTGGGAAGTAT 

AATTAATGGATTTGCCTTACCACTAAAAGAAGAGCACAAGATTTTCTTATTGAAGGTGTTACTACCTTTGCACAA 

AGTGAAATCTCTGAGTGTCTACCATCCCCAGCTGGCATACTGTGTAGTGCAGTTTTTAGAAAAGGACAGCACCCT 

CACGGAACCAGTGGTGATGGCACXTCTCAAATACTGGCCAAAGACTCACAGTCCAAAAGAAGTAATGXTCTTAAA 

CGAATTAGAAGAGATTTTAGATGTCATTGAACCATCAGAATTTGTGAAGATCATGGAACCCCTCTTCCGGCAGTT 

GGCCAAATGTGTCTCCAGCCCACACTTCCAGGTGGCAGAGCGAGCTCTCTATTACTGGAATAATGAATACATCAT 

GAGTTTAATCAGTGACAACGCAGCGAAGATTCTGCCCATCATGTTTCCTTCCTTGTACCGCAACTCAAAGACCCA 

TTGGAACAAGACAATACATGGCTTGATATACAACGCCCTGAAGCTCTTCATGGAGATGAACCAAAAGCTATTTGA 

TGACTGTACACAACAGTTCAAAGCAGAGAAACTAAAAGAGAAGCTAAAAATGAAAGAACGGGAAGAAGCATGGGT 

TAAAATAGAAAATCTAGCCAAAGCCAATCCCCAGTACACAGTGTATAGTCAAGCCAGCACCATGAGCATTCCGGT 

TGCAATGGAGACAGATGGGCCTTTATTTGAAGATGTGCAGATGCTGAGAAAGACAGTGAAGGACGAGGCTCATCA 

GGCACAGAAAGATCCGAAGAAGGACCGTCCTCTTGCACTCCGCAAGTCCGAGCTGCCTCAGGACCCCCACACCAA 

GAAAGCCTTGGAAGCTCACTGCAGGGCCGATGAGCTGGCCTCCCAGGACGGCCGCTAGCCTCCGGGGCGCCGCGT 

CGGGGCCGGGCCCGCCAGTTCTTTTCCGGATTCTGTAGAAAATACATACTTCCTGTGCCATACCAATCAGTTACA 

CTCAAAGCTTTCTTGGACCCCGTTCCGTAGGCAATAACGTGCGTCCGCCTCAGCGCGAGATTAGGAGTTCAAACA 

ATGGTGACTTCCCAGAGCCCGCTGGCAGAGCCGCGGGTTGACGACGGTGTCCTCGCAGTGTCGCCGCCACCCCAG 

CGTAGTCCAAGTCAGACTATTTCACAAAGTCAGAGCGATAGGAAAGCACCCTGCCCTTCATCTTCATGTTCTCCC 

AAATGGAACTTAGGATCTTTTAACATAGGTGGTICTGTGATAACATCAGTGTTTTCCAAATCAAAGGAACGCTTT 

AAAAAATAGGACCTATTTTTTAAGACTTTACAGCCTTTGAAATGGTTTCCACGTGATTGTTACGCCAGCAGTTCT 

TTTGTTXGTTTTTCAATCTCAGTGAAATGGCTCTTTGCTTTCGAGTTCTCACGCAACGTACTGGGCAAATGACAA 

TCCTCAGCCGCTGGTATTTTCTAAGGGGTCTCTTCACTTTGATGAGXGACATGAACACCGTGTCTCCTTCTCTTG 

TGTGTACCTAAAGCCATATTTCCAAGTCTGTGGTACTCCAGGATTCCAGGAGTAAGCCTGTAGAAGAGATTTATT 

TTAAAAGAGATTGCTCTGAAATTTATCTTAAAAGAGCTTGCTCTGTCTACCTTGACAGAAATXGGAGrTTTAAAA 

TTATGTGTTAATATTTTTATTTGCAGATTTCGTTTCCGTCAACTXAAACATTGTTGCCCTTCAACAAGGCTCTTG 

AATTAAXAAAATTATAGTCTCTAAGAATTCCACATTTTATGGAAAGTTAGAGCAAAATCATTTTGAGTTAAGCCA 

GTTCTTAGCCTAATGCAAACTGCAGCGCCTTTAAGCATAAAGTAACACAACAGCATTGCACGGGGCCGGCACTGC 

CGCTGCCTTCACTGAAGGCTGCAGTGCTGTTCTGAGAGCTTGGAGGAGGCACCAGCGAGGATGACGTTTAGTGGA 

GCTCTTTCTGTXGAAAAGAGCTCACGTTATCAACACCTTGTAAGGAAAATACAGTGTCTGAGTTTTCATCGGTCT 

TCACATGCTGCTATATATTCCACAGAGTTCCTTGCATGXACTGAGCTTTTGTTTTAGATGGAATAGCACAAGGAG 

AAAAATCTTTAAACTTAGTGCTTTGTCTATTCTTTATTTCTCTCAGGGTGGCCAGTATTTTGACTXATTTATCCT 

GCTTGAAAGCTACTTGAGATGTGTACTGCTATTCTAAACACGTGATCTAGTXTCTTTCATCTCTGGCATAAGATT 

ATATAACTTAATGTTAAGTGTCTTGAGGCATAAAAGACAAAATGTGGCTTATTTTAGGATCTGTTTTTTCAXCGA 

GGTCTCGGGTATCCTTTCAAAGATAGTGAGAAGCAGACACTGCTCCTTGTGCAGCTCTGGTACCTCCTGCCCACT 

GCTGTCACTTCAAGCCACTGGCAATGCTTCTGTCCTCGTGTCTTGGAGGAAAATCACCTGGGGGGAGGGGACTTC 

TTGTGGTAAGAGCAAGTGCAGGTATGAAATGCGAAGATTGCCCCAGCTAAAAGTGGACAAGTCCGCTTTGTGAGA 

TGAATACTTCCTGAGAAACTTGACAAGTATCTCTCCATTTTACCATTATGAAAACTATCATTAAAAAAAACAGTT 

TAGATGCCTTCTCCTTTTGAGGGAAAAAGGGTGCTTTTTATTGTATAAAGCAGCGTCTTATGTATTTTGATATAC 

CATTGTTTGAACTTCCGTCTTTAGCTGATAGATTCTCAAATATCCTTGATTTTGGATGTTCAGTATGTTTGTGAG 

AGAGGTTTCTGGGAAGACTCTCTTTTTGCCCTCGGGAAAAAGCAAAATATCAATGTTTGGGTGACTGTGTAAAGC 
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FIGURE 861B 

TCAGTGTGTAAGAACATCTTTTTGTCTAGGTTTTCTTTCTGCTCTTTATTGAAGACAAACACTCACCAAAAAGAA 

AAATAAAAGTTTTCAGAGAAACTAATTTTCTTTGGCAAGAGTATTACTTAATATTTTGGCCTCCTAAAGTTTCCC 

TAGTTAGTACTCGGACTCCTGTGCTAATTGTCAGCTTACATATCATTGTATAGAGACTGTTTATTCTGTACCAAA 

CTGATTTCAA2^AGTACTACATTGAAAATAAACCGGTGACTGTTTTTCTTCATAAAGTTCTGCGTTTGGCATCTTC 

ACTCTTTCCAAAATGTATCTGTACATCAGAAATGTCACTATTCCAAGTGTCTTTTTAGTGTGGCCTTTAGTATGG 

CTTCCTTTTAATATTGTACATACATTGTATCTTTGTTTTATGGTAATAAGTAATAAAAATGTAGACTTCAAAAAA 
AAAAGCGGCCGCAG 
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FIGURE 862 

MVVDAANSNGPFQPVVLLHIRDVPPADQEKLFIQKLRQCCVIjFDFVSDPLSDLKWKEVKRAALSEMVEYITHNRN 
VI TEP I YPE WHMFAVNMFRTLPP S SNP TGAEFDPEEDEP TLEAAWPHLQLVYEFFLRFLE SPDFQPNI AKKYI D 
QKFVLQLLELFDSEDPRERDFLKTTLHRIYGKFLGLRAYIRKQINNIFYRFIYETEHHNGIAELLEILGSIINGF 
ALPLKEEHKIFLLKVLLPLHKVKSLSVYHPQLAYCVVQFLEKDSTLTEPVVMALLKYWPKTHSPKEVMFLNELEE 
ILDVIEPSEFVKII^PLFRQLAKCVSSPHFQVAERALYYWNNEYIMSLISDNAAKILPIMFPSLYRNSKTHWNKT 
IHGLIYNALKLFMEMNQKLFDDCTQQFKAEKLKEKLKMKEREEAWVKIENLAKANPQYTVYSQASTMSIPVAMET 
DGPLFEDVQMLRKTVKDEAHQAQKDPKKDRPLALRKSELPQDPHTKKALEAHCRADELASQDGR 
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FIGURE 863 

TTAATGGTAGGAATTTGTATTTTTTGCCTTTGTTCAGAATACATGACATTGGTAAATATGCCACATGCCTTTGGT 
GGAAGTACAACTGTTGTTATTACTCTATACAAGTATGAGATCAGGGTTAGGAAAAAAAGACAAAGAGGTGATGAC 
AGACACACAGTGGAAACCCCACATCGTCTCATGGCAAACCGAAGAACGGGATGTGGGAAGCTCAGCTTCATTTGA 
CTGCAAAGTCCCAGGGTTTTGTTGCACATTTGCTCATGCACATGGGTGGTGGGAGGAAAGGGGGATAGCAGAGAC 
ACACAGAAGAGGGTACAGGGTGGGTGAGAAAGAAAGTAGAAGGGCTAATACCCCCAAAGAACAAGGCCAACTACA 
CCTGGTGAGCCTCAGAGGGACAGAAACCCAGGAATGATTCCT 
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FIGURE 864A 

CGAATTCCCCCCTCCCCTCCCCATAACATGCCCACTGCCCCAAATAAAAAAAAAACCAACTATGGGAGAGCAGCC 

GAGACAGCAACTAGGGGCAGGGGAAAGAGACATGGAACTCGAGGGCAGCGGTGAAGAGACCATGCGTGTGCTGGG 

AGGGCCCAGAGGCAGCGGCGGCACAAACAGCGCAGGTACGAGTCTCTGTGTCTTCCCCGGGGTTATGTATAAATA 

TAGAGAGATGAGGCCTTCTCTCCCCTGCTCTCCCTTCCGCTCCGTGCTGCTCGCCGCGGTCCCAGCTCCTCTTTC 

CACATGAGGGCGAAGGGAAGGGGGGATGAACAAGTCATCACCGAATTGCAATCAGACCCACATCCATCAGCTTCT 

GGATCTTCTGTGCTATTACAGGATTCTTTAAGTGTTCGCTGAGTGCCTGCTCCTGGGGACAATTCCCTTTTCCXT 

TCTTCAGCCTAACCCGCGGTGGCCCTCGCGGAGTCCGGTCAGCCCCGGGGAGCGCAACCCGGGAGGGGCGTCCAA 

GGGGCGTCTCGCGTCTGGGAACGGCCGGGCCCCCAGCGGGCTGTGGTCGCGGGGTGGGGGCCGGAGCGGCGAGGC 

CCCCCTTACCGGGCTGCGCAGGCCGCCCAGGGCCCCCGGGCTGAGACGGGGCCGGAGCGGCGCCCCGGCCGCCCG 

CGCGGGGTCTCCCCCATGGXGCAGCGGGGTTCGGGATGTCGAAGACGCTGAAGAAGAAGAAGCACTGGCTCAGCA 

AGGTGCAGGAGXGCGCCGTGTCCTGGGCCGGGCCCCCGGGCGACTTCGGCGCGGAGATCCGCGGTGGCGCGGAGC 

GTGGCGAATTCCCCTACCTGGGGCGGCTCCGCGAAGAACCCGGCGGGGGCACCTGCTGCATCGTCTCGGGCAAGG 

CGCCCAACCCAAGCGATGTGCTGCTGGAGGTAAACGGGACGCCTGTCAGCGGGCXCACCAACCGGGACACCCTGG 

CTGTCATCCGCCACTTCCGCGAGCCCATCCGTCTCAAGACTGTGAAACCAGGCAAAGTCATTAATAAAGATTTGC 

GGCATTACCTAAGTCTTCAGTTTCAAAAAGGATCAATTGACCACAAACTGCAGCAAGTGATCAGAGATAATCTCT 

ACTTGAGAACCATTCCATGCACTACAAGGGCCCCCAGGGATGGAGAAGTACCAGGAGTGGATTATAATTTCATTT 

CCGTTGAACAGTTCAAAGCACTGGAGGAGAGTGGAGCATTGTTAGAAAGTGGGACATATGATGGAAACTTCTATG 

GAACTCCCAAGCCTCCAGCAGAACCCAGCCCTTTTCAGCCAGATCCAGTTGATCAAGTCCTCTTTGATAATGAGT 

TTGATGCAGAATCTCAAAGAAAACGAACGACATCTGTCAGCAAGATGGAAAGAATGGATAGCTCTCTTCCTGAAG 

AGGAAGAAGATGAGGACAAGGGAGCTATTAATGGCAGTGGAAACGCAGAAAACAGAGAGAGGCATTCTGAGTCAT 

CTGACTGGATGAAGACTGTTCCAAGTTACAACCAAACAAATAGCTCCATGGACTTTAGAAATTATATGATGAGAG 

ATGAGACTCTGGAACCACTGCCCAAAAACTGGGAAATGGCCTACACTGACACAGGGATGATCTACTTCATTGACC 

ACAATACCAAGACAACCACTTGGTTGGATCCTCGTCTTTGTAAGAAAGCCAAAGCCCCTGAAGACTGTGAAGATG 

GAGAGCTTCCTTATGGCTGGGAGAAAATAGAGGACCCTCAGTATGGGACATACTATGTTGATTTCACTCTTGTCG 

CCCAAGCTGGAGTGCAATGGCATGATCTCGGCTCACTGCAACCTCCGCCTCCTGGGTTCAATCACCTTAACCAGA 

AAACCCAGTTTGAAAATCCAGTGGAGGAAGCCAAAAGGAAAAAGCAGTTAGGACAGGTTGAAATTGGGTCTTCAA 

AACCAGATATGGAAAAATCACACTTCACAAGAGATCCATCCCAGCTTAAAGGTGTCCTTGTTCGAGCATCACTGA 

AAAAAAGCACAATGGGATTTGGTTTTACTATTATTGGTGGAGATAGACCTGATGAGTTCCTACAAGTGAAAAATG 

TGCTGAAAGATGGTCCCGCAGCTCAGGATGGGAAAATTGCACCAGGCGATGTTATTGTAGACATCAATGGCAACT 

GTGTCTTCGGTCACACTCATGCAGATGTTGTCCAGATGTTTCAATTGGTACCTGTCAATCAGTATGTAAACCTCA 

CTTTATGTCGTGGTTATCCACTXCCTGATGACAGTGAAGATCCTGTTGTGGACATTGTXGCTGCTACCCCTGTCA 

TCAATGGACAGTCATTAACCAAGGGAGAGACTTGCATGAATCCTCAGGATTTTAAGCCAGGAGCAATGGXTCTGG 

AGCAGAATGGAAAATCGGGACACACTTCGACXGGTGATGGTCTCAATGGACCATCAGATGCAAGTGAGCAGAGAG 

IAXCCAIGGCAICGICAGGCAGCXCCCAGCCIGAACXAGXGACXAXCCCXXIGAIXAAGGGCCCIAAAGGGXIIG 

GGTTTGCAATTGCXGACAGCCCTACTGGACAGAAGGTGAAAATGATACTGGATAGTCAGTGGTGTCAAGGCCTTC 

AGAAAGAAGATATAATTAAGGAAATATACCATCAAAATGTGCAGAATTTAACACATCTCCAAGTGGTAGAGGTGC 

TAAAGCAGTTTCCAGTAGGTGCTGATGTACCATTGCTTATCTTAAGAGGAGGTCCTCCTTCAACAACCAAAACTG 

CCAAAATGAAAACAGATAAAAAGGAAAATGCAGGAAGTTTGGAGGCCATAAATGAGCCTATTCCTCAGCCTATGC 

CTTTTCCACCGAGCATTATCAGGTCAGGATCCCCAAAATTGGATCCTTCTGAGGTCTACCTGAAATCTAAGACTX 

TATATGAAGATAAACCACCAAACACCAAAGATTTGGATGTTTTTCTTCGAAAACAAGAGTCAGGGTTTGGCTTCA 

GGGTGCTAGGAGGAGATGGACCTGACCAGTCTATATATATTGGGGCTATTATTCCCCTGGGAGCAGCTGAGAAAG 

ATGGTCGGCTCCGCGCAGCTGATGAACTAATGTGCATTGATGGAATTCCTGTTAAAGGGAAATCACACAAACAAG 

TCTTGGACCTCATGACAACTGCTGCTCGAAATGGCCATGTGTTACTAACXGTCAGACGGAAGATCTTCTATGGAG 

AAAAACAACCCGAGGACGACAGCTCTCAGGCCTTCATTTCAACACAGAATGGATCTCCCCGCCTGAACCGGGCAG 

AGGTCCCAGCCAGGCCTGCACCCCAGGAGCCCTATGATGTTGTCTTGCAACGAAAAGAAAATGAAGGATTTGGCT 

TTGTCATCCTCACCTCCAAAAACAAACCACCTCCAGGAGTTATXCCTCATAAAATTGGCCGAGTCATAGAAGGAA 

GTCCGGCTGACCGCTGTGGAAAACTGAAAGTTGGAGATCATATCTCTGCAGTGAATGGGCAGTCCATTGTTGAAC 

TGTCTCATGCTAACATTGTTCAGCTGATCAAAGATGCTGGTGTCACCGTCACACTAACGGTCATTGCTGAAGAAG 
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AGCATCATGGTCCACCATCAGGAACAAACTCAGCCAGGCAAAGCCCAGCCCTGCAGCACAGGCCCATGGGACAGT 

CACAGGCCAACCACATACCTGGGGACAGAAGTGCCCTAGAAGGTGAAATTGGAAAAGATGTCTCCACTTCTTACA 

GACATTCTTGGTCAGACCACAAGCACCTTGCACAGCCTGACACCGCAGTAATTTCAGTTGTAGGCAGTCGGCACA 

ATCAGAACCTTGGTTGTTATCCAGTAGAGCTGGAGAGAGGCCCCCGGGGCTTTGGATTCAGCCTCCGAGGGGGGA 

AGGAGTACAACATGGGGCTGTTCATCCTTCGTCTTGCTGAAGATGGTCCTGCCATCAAAGATGGCAGAATTCATG 

TTGGTGACCAAATTGTTGAAATCAATGGGGAACCTACACAAGGAATCACACATACTCGAGCAATTGAGCTCATTC 

AGGCTGGTGGAAATAAAGTTCTTCTTCTTTTGAGGCCAGGAACTGGCTTGATACCTGACCATGGTTTGGCTCCTT 

CCGGTCTGTGCTCCTACGTGAAACCCGAGCAACATTAAGGCTTTCAGGGCTTTTCTTGGTCTTTCCTTAAAAAGA 

CTTGGTAAATTTGCATGTCTTGTAAATCACTTTCXTCTTTTGTTTTCTTTTAAATTAAAAATGATGCTATTAAAT 
AAAAAAAAAAAAA 
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MSKTLKKKKHWLSKVQECAVSWAGPPGDFGAEIRGGAERGEFPYLGRLREEPGGGTCCIVSGKAPNPSDVLLEVN 
GTPVSGLTNRDTLAVIRHFREPIRLKTVKPGKVINKDLRHYLSLQFQKGSIDHKLQQVIRDNLYLRTIPCTTRAP 
RDGEVPGVDYNFISVEQFKALEESGALLESGTYDGNFYGTPKPPAEPSPFQPDPVDQVLFDNEFDAESQRKRTTS 
VSKMERMDSSLPEEEEDEDKGAINGSGNAENRERHSESSDWMKTVPSYNQTNSSMDFRNYMMRDETLEPLPKNWE 
MAYTDTGMIYFIDHNTKTTTWLDPRLCKKAKAPEDCEDGELPYGWEKIEDPQYGTYYVDFTLVAQAGVQWHDLGS 
LQPPPPGFNHLNQKTQFENPVEEAKRKKQLGQVEIGSSKPDMEKSHFTRDPSQLKGVLVRASLKKSTMGFGFTII 
GGDRPDEFLQVKNVLKDGP AAQDGKI APGD VI VD INGNCVFGHTHADVVQMFQLVPVNQYVNLTLCRGYPLP DD S 
EDPWDIVAATPVINGQSLTKGETCMNPQDFKPGAMVLEQNGKSGHTSTGDGLNGPSDASEQRVSMASSGSSQPE 
LVTIPLIKGPKGFGFAIADSPTGQKVKMILDSQWCQGLQKEDIIKEIYHQNVQNLTHLQWEVLKQFPVGADVPL 
LILRGGPPSTTKTAKMKTDKKENAGSLEAINEPIPQPMPFPPSIIRSGSPKLDPSEVYLKSKTLYEDKPPNTKDL 
DVFLRKQESGFGFRVLGGDGPDQSIYIGAIIPLGAAEKDGRLRAADELMCIDGIPVKGKSHKQVLDLMTTAARNG 
HVLLTVRRKIFYGEKQPEDDSSQAFISTQNGSPRLNRAEVPARPAPQEPYDWLQRKENEGFGFVILTSKNKPPP 
GVIPHKIGRVIEGSPADRCGKLKVGDHISAVNGQSIVELSHANIVQLIKDAGVTVTLTVIAEEEHHGPPSGTNSA 
RQSPALQHRPMGQSQANHIPGDRSALEGEIGKDVSTSYRHSWSDHKHLAQPDTAVISWGSRHNQNLGCYPVELE 
RGPRGFGFSLRGGKEYNMGLFILRLAEDGPAIKDGRIHVGDQIVEINGEPTQGITHTRAIELIQAGGNKVLLLLR 
PGTGLIPDHGLAPSGLCSYVKPEQH 
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CCCTTCCGTCCTTCATTAGACGTTTGCTCTTGTCTTAGATGCTCAGATGGTAGTGGATAGGCCTGTGACGAAGGT 

GCTACCATCGTGAGAGTAAGATTATATTCTCCTGCCTTTTAAAAAGATGGACTTCAGCAGAAATCTTTATGATAT 

TGGGGAACAACTGGACAGTGAAGATCTGGCCTCCCTCAAGTTCCTGAGCCTGGACTACATTCCGCAAAGGAAGCA 

AGAACCCATCAAGGATGCCTTGATGTTATTCCAGAGACTCCAGGAAAAGAGAATGTTGGAGGAAAGCAATCTGTC 

CTTCCTGAAGGAGCTGCTCTTCCGAATTAATAGACTGGATTTGCTGATTACCTACCTAAACACTAGAAAGGAGGA 

GATGGAAAGGGAACTTCAGACACCAGGCAGGGCTCAAATTTCTGCCTACAGGGTCATGCTCTATCAGATTTCAGA 

AGAAGTGAGCAGATCAGAATTGAGGTCTTTTAAGTTTCTTTTGCAAGAGGAAATCTCCAAATGCAAACTGGATGA 

TGACATGAACCTGCTGGATATTTTCATAGAGATGGAGAAGAGGGTCATCCTGGGAGAAGGAAAGTTGGACATCCT 

GAAAAGAGTCTGTGCCCAAATCAACAAGAGCCTGCTGAAGATAATCAACGACrATGAAGAATTCAGCAAAGGGGA 

GGAGTTGTGTGGGGTAATGACAATCTCGGACTCTCCAAGAGAACAGGATAGTGAATCACAGACTTTGGACAAAGT 

TTACCAAATGAAAAGCAAACCTCGGGGATACTGTCTGATCAXCAACAATCACAATTTTGCAAAAGCACGGGAGAA 

AGTGCCCAAACTTCACAGCATTAGGGACAGGAATGGAACACACXTGGATGCAGGGGCTTTGACCACGACCTTTGA 

AGAGCTTCATTTTGAGATCAAGCCCCACGATGACTGCACAGTAGAGCAAATCTATGAGATTTTGAAAATCTACCA 

ACTCATGGACCACAGTAACATGGACTGCTTCATCTGCTGTATCCTCTCCCATGGAGACAAGGGCAXCATCTATGG 

CACTGATGGACAGGAGGCCCCCATCTATGAGCTGACATCTCAGTTCACTGGTTTGAAGTGCCCTTCCCTTGCTGG 

AAAACCCAAAGTGTTTTTTATTCAGGCTTGTCAGGGGGATAACTACCAGAAAGGTATACCTGTTGAGACTGATTC 

AGAGGAGCAACCCTATTTAGAAATGGATTTATCATCACCTCAAACGAGATATATCCCGGATGAGGCTGACTTTCT 

GCTGGGGATGGCCACTGTGAATAACTGTGTTTCCTACCGAAACCCTGCAGAGGGAACCTGGTACATCCAGTCACT 

TTGCCAGAGCCTGAGAGAGCGATGTCCTCGAGGCGATGATATTCTCACCATCCTGACTGAAGTGAACTATGAAGT 

AAGCAACAAGGATGACAAGAAAAACATGGGGAAACAGATGCCTCAGCCTACTTTCACACTAAGAAAAAAACTTGT 

CTTCCCTTCTGATTGATGGTGCTATTTTGTTTGTTTTGTTTTGTTTTGTTTTTTTGAGACAGAATCTCGCTCTGT 

CGCCCAGGCTGGAGTGCAGTGGCGTGATCTCGGCTCACCGCAAGCTCCGCCTCCCGGGTTCACGCCATTCTCCTG 

CCTCAGCCTCCCGAGTAGCTGGGACTACAGGGGCCCGCCACCACACCTGGCTAATTTTTTAAAAATATTTTTAGT 

AGAGACAGGGTTTCACTGTGTTAGCCAGGGTGGTCTTGATCTCCTGACCTCGTGATCCACCCACCTCGGCCTCCC 

AAAGTGCTGGGATTACAGGCGTGAGCCACCGCGCCTGGCCGATGGTACTATTTAGATATAACACTATGTTTATTT 

ACTAATTTTCTAGATTTTCTACTTTATTAATTGTTTTGCACTTTTTTATAAGAGCTAAAGTTAAATAGGATATTA 

ACAACAATAACACTGTCTCCTTTCTCTTATGCTTAAGGCTTTGGGAATGTTTTTAGCTGGTGGCAATAAATACCA 

GACACGTACAAAATCCAGCTATGAATATAGAGGGCTTATGATTCAGATTGTTATCTATCAACTATAAGCCCACTG 

TTAATATTCTATTAACTTTAATTCTCTTTCAAAGCTAAATTCCACACTACCACATTAAAAAAATTAGAAAGTAGC 

CACGTATGGTGGCTCATGTCTATAATCCCAGCACTTTGGGAGGTTGAGGTGGGAGGATTTGCTTGAACCCAAGAG 

GTCCAAGGCTGCAGTGAGCCATGTTCACACCGCTGCACrCAAGCTTGGGTGACAGAGCAAGACCCCGTCCCCAAA 

AAAATTTTTTTTTTAATAAAACAAAATTTGTTTGAAATCTTTTAAAAATTCAAATGATTTTTACAAGTTTTAAAT 

AAGCTCTCCCCAAACTTGCTTTATGCCrTCTrATTGCTTTTATGATATATATATGCTTGGCTAACTATATTTGCT 

TTTTGCTAACAATGCTCTGGGGTCTTTTTATGCATTTGCATTTGCTCTTTCATCTCTGCTTGGATTATTTTAAAT 

CATTAGGAATTAAGTTATCTTTAAAATTTAAGTATCTTTTTTCCAAAACATTTTTTAATAGAATAAAATATAATT 

TGATCTTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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MDFSRNLYDIGEQLDSEDLASLKFLSLDYIPQRKQEPIKDALMLFQRLQEKRMLEESNLSFLKELLFRINRLDLL 
ITYLNTRKEEMERELQTPGRAQISAYRVMLYQISEEVSRSELRSFKFLLQEEISKCBCLDDDMNLLDIFIEMEKRV 
ILGEGKLDILKRVCAQINKSLLKIINDYEEFSKERSSSLEGSPDEFSNDFGQSLPNEKQTSGILSDHQQSQFCKS 

TGESAQTSQH 
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AAGCTAAATAAATATAGCTTTATTCATCTTTCAGAGATTGCCATTTAGCCTAGAAAATTACATCAAAAGATGAAC 
TGATTTTTGCTTGAAAAAGTCAACCATGTTTAATTGCTCACACAATTTTAATTACAACAGATGTAATTTCTAATA 
TATACCATTCGATCACACACCATTTTTATGTTCTGGAGTGAGACCTGGGAGTATTTTGCTTAAGACTTTCTCATT 
CTCTAAAACTAGCTTTGGCAGTTAACAATGTGGAGAATTCAGCACAAAAAGCACCCTAGCCCAGCCTTTTTATTT 
TATTTTTTTAAATCTCTATTTAACCCTTCAAAGTTTCCTTTGCAGCCATATGCATTTCTAGGTGGCTCTACCTGT 
AGAAGGCTGCACTTTCCAAGCGGCGAGGGACTTTAATTCTCACTTXCCACCACTCC 
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GGCACGAGGGAGGTCTGCATGAAGGGGATCCCCTACATCGCAGCCTACCAGAAGGAACTGGCTCATTCCCAGCCG 
GCGGTGCAGCCCCGGCTCAAGCTGCTCCTGATGGGGCATAAGGCTGCAGGAAAGACTTTGCTGCGCCACTGCCTC 
ACCGAGGAGAGAGTGGAGGGATGCCCAGGAGGAGGGGACAAGGAGAAGTGCTACCCACCGTCACCTCCCCCTGTG 
AGCAAGGGCATCGAGGTGACCAGCTGGACGGCCGATGCCTCCCGGGGCCTGCGGTTCATCGTGTATGACTTAGCT 
GGGGATGAAAGTTATGAGGTGATCCAGCCCTTCTTCCTGTCCCCAGGGGCCCTATACGTGCTGGTGGTCAACTTG 
GCCACCTATGAGCCTCGCCACTTTCCTACCACCGTGGGCTCCTTCTTGCATCGGGTCGGGGCGAGAGTGCCCCAC 
GCGGTGGTGTGCATCGTGGGCACCCACGCAGACCTGTGCGGAGAGCGTGAGCTGGAGGAGAAATGTCTGGACATT 
CACCGCCAGATCGCCCTGCAGGAGAAGCACGACGCGGAGGGACTGAGCCGCTTGGCCAAGGTGGTGGACGAGGCA 
CTGGCCCGGGACTTCGAGCTGCGCTCTGCCAGCCCCCACGCAGCCTACTATGGCGTTTCGGACAAGAACCTTCGA 
CGGCGCAAGGCCCATTTTCAATACCTGCTCAACCACCGGCTGCAGATCCTCTCCCCCGTGTTGCCTGTTAGCTGC 
AGGGACCCGCGCCACTTACGACGCCTTCGGGACAAGTTGCTGTCAGTTGCTGAGCACCGAGAGATCTTCCCCAAC 
TTACACAGAGTACTGCCTCGATCCTGGCAGGTGCTGGAGGAACTGCATTTCCAGCCACCTCAGGCCCAGCGACTG 
TGGCTAAGCTGGTGGGACTCGGCGCGCTTGGGCCTGCAGGCGGGTCTGACCGAGGACCGACTGCAGAGTGCCCTC 
TCCTACCTGCATGAGAGCGGCAAGCTACTCTACTTTGAGGACAGTCCGGCTCTCAAGGAGCACGTCTTCCACAAC 
CTCACCCGCCTCATCGACATCCTCAATGTCTTCTTCCAGAGGGATCCCTCTTTGCTGCTGCATAAGCTGCTCCTA 
GGGACCAGTGGAGAGGGCAAGGCGGAGGGGGAAAGCTCCCCGCCCATGGCGCGGTCCACCCCCAGCCAGGAACTG 
CTCCGGGCCACCCAGCTCCATCAGTATGTGGAGGGCTTTCTGTTGCATGGGCTCTTGCCAGCTCATGTCATTCGG 
TTGCTGCTTAAGCCTCATGTCCAGGCCCAGCAGGACTTGCAGCTGTTGCTGGAGCTGCTGGAGAAGATGGGACTC 
TGTTACTGCCTCAATAAACCCAAGGGCAAGCCTTTGAATGGGTCCACAGCTTGGTACAAGTTCCCATGCTATGTG 
CAGAACGAGGTGCCCCATGCAGAAGCCTGGATTAATGGGACCAACCTAGCTGGGCAGTCTTTTGTGGCTGAGCAG 
TTGCAGATTGAATATAGCTTTCCTTTTACTTTTCCACCTGGGTTGTTTGCACGCTACAGTGTCCAGATCAACAGC 
CATGTGGTGCACAGGTCGGATGGTAAATTTCAGATCTTTGCCTATAGAGGGAAAGTTCCTGTGGTTGTGAGTTAC 
AGACCTGCCAGGGGAGTCCTGCAGCCAGACACCCTGTCCATTGCTAGCCATGCATCATTACCAAATATATGGACC 
GCATGGCAAGCCATAACCCCCTTGGTGGAGGAACTGAATGTCCTACTTCAGGAATGGCCTGGACTGCACTACACC 
GTGCACATTCTCTGTTCTAAGTGCCTTAAGAGAGGATCGCCCAATCCACATGCTTTTCCAGGGGAGTTGCTGAGT 
CAGCCCAGACCGGAAGGAGTGGCAGAGATCATTTGCCCCAAGAACGGCAGCGAGCGAGTAAATGTTGCCTTGGTT 
TACCCACCCACGCCGACTGTGATCAGCCCCTGTTCCAAGAAGAATGTTGGTGAAAAGCACAGAAACCAGTGACGT 
TTGTGGCXGTGGAATTTCCATGGAGAAAAGAGAGCATCTGAACACCTGGACCATCTTTTGCACCTGGCAGACCCT 
CTGCACTCACCCCAGCGTGTTCTGTGAACTTGAGTGACAACGCGTGCTTGCAGGGTGCTTTTTGGATGACTGGGG 
AAGAGGTGGGGAGGGGGTGGTGGGGGGAAGCATGGACGAGAACATGGAGCAAATGTTTTACAACCTGAACCTCAG 
AACTGTGATCCTCCAAGGAGCGCGCTACTTGAAGAAAAAAAAAAAAAAAAAAAAAA 
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ATGCGGGAGATCGTGCACATCCAGGCCGGCCAGTGCGGCAACCAGATCGGGGCCAAGTTCTGGGAAGTCATCAGT 
GATGAGCATGGCATCGACCCCAGCGGCAACTACGTGGGCGACTCGGACTTGCAGCTGGAGCGGATCAGCGTCTAC 
TACAACGAGGCCTCTTCTCACAAGTACGTGCCTCGAGCCATTCTGGTGGACCTGGAACCCGGAACCATGGACAGT 
GTCCGCTCAGGGGCCTTTGGACATCTCTTCAGGCCTGACAATTTCATCTTTGGTCAGAGTGGGGCCGGCAACAAC 
TGGGCCAAGGGTCACTACACGGAGGGGGCGGAGCTGGTGGATTCGGTCCTGGATGTGGTGCGGAAGGAGTGTGAA 
AACTGCGACTGCCTGCAGGGCTTCCAGCTGACCCACTCGCTGGGGGGGGGGACGGGCTCCGGCATGGGCACGTTG 
CTCATCAGCAAGGTGCGTGAGGAGTATCCCGACCGCATCATGAACACCTTCAGCGTCGTGCCCTCACCCAAGGTG 
TCAGACACGGTGGTGGAACCCTACAACGCCACGCTGTCCATCCACCAGCTGGTGGAAAACACGGATGAAACCTAC 
TGCATCGACAACGAGGCGCTCTACGACATCTGCTTCCGCACCCTCAAGCTGGCCACGCCCACCTACGGGGACCTC 
AACCACCTGGTATCGGCCACCATGAGCGGAGTCACCACCTCCTTGCGCTTCCCGGGCCAGCTCAACGCTGACCTG 
CGCAAGCTGGCCGTCAACATGGTGCCCTTCCCGCGCCTGCACTTCTTCATGCCCGGCTTCGCCCCCCTCACCAGG 
CGGGGCAGCCAGCAGTACCGGGCCCTGACCGTGCCCGAGCTCACCCAGCAGATGTTCGATGCCAAGAACATGATG 
GCCGCCTGCGACCCGCGCCACGGCCGCTACCTGACGGTGGCCACCGTGTTCCGGGGCCGCATGTCCATGAAGGAG 
GTGGACGAGCAGATGCTGGCCATCCAGAGCAAGAACAGCAGCTACTTCGTGGAGTGGATCCCCAACAACGTGAAG 
GTGGCCGTGTGTGACATCCCGCCCCGCGGCCTCAAGATGTCCTCCACCTTCATCGGGAACAGCACGGCCATCCAG 
GAGCTGTTCAAGCGCATCTCCGAGCAGTTCACGGCCATGTTCCGGCGCAAGGCCTTCCTGCACTGGTACACGGGC 
GAGGGCATGGACGAGATGGAGTTCACCGAGGCCGAGAGCAACATGAACGACCTGGTGTCCGAGTACCAGCAGTAC 
CAGGACGCCACGGCCGAGGAAGAGGGCGAGATGTACGAAGACGACGAGGAGGAGTCGGAGGCCCAGGGCCCCAAG 
TGAAACTGCTCGCAGCTGGAGTGAGAGGCAGGTGGCGGCCGGGGCCGAAGCCAGCAGTGTCTAAACCCCCGGAGC 
CATCTTGCTGCCGACACCCTGCTTTCCCCATCGCCCTAGGGCTCCCTTGCCGCCCTCCTGCAGTATTTATGGCCT 
CGTCCTCCCCCACCTAGGCCACGTGTGAGCTGCTCCTGTCTCTGTCTTATTGCAGCTCCAGGCCTGACGTTTTAC 
GGTTTTGTTTTTTACTGGTTTGTGTTTATATTTTCGGGGATACTTAATAAATCTATTGCTGTCAGATACCCTT 
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MREIVHIQAGQCGNQIGAKFWEVISDEHGIDPSGNYVGDSDLQLERISVYYNEASSHKYVPRAILVDLEPGTMDS 
VRSGAFGHLFRPDNFIFGQSGAGNNWAKGHYTEGAELVDSVLDWRKECENCDCLQGFQLTHSLGGGTGSGMGTL 
LISKVREEYPDRIMNTFSWPSPKVSDTWEPYNATLSIHQLVENTDETYCIDNEALYDICFRTLKLATPTYGDL 
NHLVSATMSGVTTSLRFPGQLNADLRKLAVNMVPFPRLHFFMPGFAPLTRRGSQQYRALTVPELTQQMFDAKNMM 
AACDPRHGRYLTVATVFRGRMSMKEVDEQMLAIQSKNSSYFVEWIPNNVKVAVCDIPPRGLPCMSSTFIGNSTAIQ 
ELFKRISEQFTAMFRRKAFLHWYTGEGMDEMEFTEAESNMNDLVSEYQQYQDATAEEEGEMYEDDEEESEAQGPK 
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ACGCCCTATACAACTTGGCTTCACATACTTTTACACTAACTTTATATGATTTTTAAAAACTGGTCTGATCGGACT 
TCTCGTCCTGGGACACTGTTTACTGGAGTCTGGCCGGCTCTCCGTGCTCCTCTTGGTACCTCATTTTGGGGAGAA 
CCTTAAACCCACTCGAGCAGATAATCTCCGCCTTGACCGGTGCCACCAAAGAAGGGTTGGAACC ATG TGGACTTT 
TCTGGGCATTGCCACTTTCACCTATTTTTATAAGAAGTTCGGGGACTTCATCACTTTGGCCAACAGGGAGGTCCT 
GTTGTGCGTGCTGGTGTTCCTCTCGCTGGGCCTGGTGCTCTCCTACCGCTGTCGCCACCGAAACGGGGGTCTCCT 
CGGGCGCCAGCGGAGCGGCTCCCAGTTCGCCCTCTTCTCGGATATTCTCTCAGGCCTGCCTTTCATTGGCTTCTT 
CTGGGCCAAATCCCCCCCTGAATCAGAAAATAAGGAGCAGCTCGGGGCCAGGAGGCGCAGAAAAGGAACCAATAT 
TTCAGAAACAAGCTTAATAGGAACAGCTGCCTGTACATCAACATCTTCTCAGAATGACCCAGAAGTTATCATCGT 
GGGAGCTGGCGTGCTTGGCTCTGCTTTGGTAGCTGTGCTTTCCAGAGATGGAAGAAAGGTGACAGTCATTGAGAG 
AGACTTAAAAGAGCCTGACAGAATAGTTGGAGAATTCCTGCAGCCGGGTGGTTATCATGTTCTCAAAGACCTTGG 
TCTTGGAGATACAGTGGAAGGTCTTGATGCCCAGGTTGTAAATGGTTACATGATTCATGATCAGGAAAGCAAATC 
AGAGGTTCAGATTCCTTACCCTCTGTCAGAAAACAATCAAGTGCAGAGTGGAAGAGCTTTCCATCACGGAAGATT 
CATCATGAGTCTCCGGAAAGCAGCTATGGCAGAGCCCAATGCAAAGTTTATTGAAGGTGTTGTGTTACAGTTATT 
AGAGGAAGATGArGTTGTGATGGGAGTTCAGTACAAGGATAAAGAGACTGGAGATATCAAGGAACTCCATGCTCC 
ACTGACTGTTGTTGCAGATGGGCTTTTCTCCAAGTTCAGGAAAAGCCTGGTCTCCAATAAAGTTTCTGTATCATC 
TCATTTTGTTGGCTTTCTTATGAAGAATGCACCACAGTTTAAAGCAAATCATGCTGAACTTATTTTAGCTAACCC 
GAGTCCAGTTCTCATCTACCGGATTTCATCCAGTGAAACTCGAGTACTTGTTGACATTAGAGGAGAAATGCC2VAG 
GAATTTAAGAGAATACATGGTTGAAAAAATTTACCCACAAATACCTGATCACCTGAAAGAACCATTCTTAGAAGC 
CACTGACAATTCTCATCTGAGGTCCATGCTAGCAAGCTTCCTTCCTCCTTCATCAGTGAAGAAACGAGGTGTTCT 
TCTTTTGGGAGACGCATATAATATGAGGCATCCACTTACTGGTGGAGGAATGACTGTTGCTTTTAAAGATATAAA 
ACTATGGAGAAAACTGCTAAAGGGTATCCCTGACCTTXATGATGATGCAGCTATTTTCGAGGCCAACAAATCATT 
TTACTGGGCAAGAAAAACATCTCATTCCTTTGTCGTGAATATCCTTGCTCAGGCTCTTTATGAATTATTTTCTGC 
CACAGATGATTCCCTGCATCAACTAAGAAAAGCCTGTTTTCTTTATTTCAAACTTGGTGGCGAATGTGTTGCGGG 
TCCTGTTGGGCTGCTTTCTGTATTGTCTCCTAACCCTCTAGCTTTAATTGGACACTTCTTTGCTGTTGCAATCTA 
TGCCGTGTATTTTTGCTTTAAGTCAGAACCTTGGATTACAAAACCTCGAGCCCTTCTCAGTAGTAGTGCTGTATT 
GTACAAAGCGTGTTCTGTAATATTTCCTCTAATTTACTCAGAAATGAAGTATATGGTTCATIMGCTTAAAGGGG 
AACCATTTGTGAATGAATATTTGGAACTTACCAAGTCCTAAGAGACTTTTGGAAGAGGATATATATAGCATAGTA 
CCATACCACTTATAAAGTGGAAACTCTTGGACCAAGATTTGGATTAATTTGTTTTTGAAGTTTTTTGTATATAAA 
TATGTAAATACATGCTTTAATTTGCAATTTAAAATGAAGGGGTTAAATAAGTTAGACATTTGAAAGAAATGATTG 
TTACCATAAATTAGTGCTAATGCTGAGGAGAACTACAGTTTTTCTTTTGAATTTAGTATTTGAGATGAGTTGTTG 
GGACATGCAAATAAAATGAAGAATGAC 
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MWTFLGIATFTYFYKKFGDFITLANREVLLCVLVFLSLGLVLSYRCRHRNGGLLGRQRSGSQFALFSDILSGLPF 

IGFFWAKSPPESENKEQLGARRRRKGTNISETSLIGTAACTSTSSQNDPEVIIVGAGVLGSALVAVLSRDGRKVT 

VIERDLKEPDRIVGEFLQPGGYHVLKDLGLGDTVEGLDAQWNGYMIHDQESKSEVQIPYPLSENNQVQSGRAFH 

HGRFIMSLRKAAMAEPNAKFIEGVVLQLLEEDDVVMGVQYKDKETGDIKELHAPLTVVADGLFSKFRKSLVS 

SVSSHFVGFLMKNAPQFKANHAELILANPSPVLIYRISSSETRVLVDIRGEMPRNLREYMVEKIYPQIPDHLKEP 

FLEATDNSHLRSMLASFLPPSSVKKRGVLLLGDAYNMRHPLTGGGMTVAFKDIKLWRKLLKGIPDLYDDAAIFEA 

NKSFYWARKTSHSFWNILAQALYELFSATDDSLHQLRKACFLYFKLGGECVAGPVGLLSVLSPNPLALIGHFFA 

VAIYAVYFCFKSEPWITKPRALLSSSAVLYKACSVIFPLIYSEMKYMVH 
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FIGURE 874 

GGCGCCATTTTGCTGGAGCCTGCGACCGAGTGGGAGTGGAGTGGAGCGGCTGTGGTTGCCGACTCTTTCCTCTTC 

CCCACGGTCCAGTCAGCGGGTTAATTAGGCCATCGGCCCTCGAGCCGAGACTTGTCTCTTATTTAGTTCTGGGGA 

GCGCCTCGTCGACATGAGTGATGTGGAGGAAAACAACTTCGAGGGCAGAGTGAGTACAAAGCCGCGGGAGCCGTC 

TAGGCGGCGGCCCAATGCTCGGGGTTTCACGGGAACAAGCGCGGTCGGGCGGGGTTGCGGGTAGTCCCGCGAGGA 

GCAACCTCTGGAGCCATCGCGATTGATTCCTCCCATCCCAAGATGGCTTCTGGGTTCCACTCCTTCCCCAAACAC 

CACGGATAACACCCCTCCCCCTTTTTTGGAGGCTGACTGATACCTGGACTTCTGGGTCCTCTTCCCTCCCCGCCC 

CCGCATTGCTTCCTCCCTTCTCCCCACCCCTGAGGCTTCCTTATGTCTGCTCCGAGGTGTGGGTCCCCGTCGCGG 

TTGGGCGGGAGGAGGCGGCAGGGAGCTCCCCTCCGTCCGGATAGTGGTAGGTGCTTCCTGCGGTGGCATTTCTGG 

CGACCCCGAGCATCGTAGAGGGTCTCGGGATCGAAAGTGCGCGGGGCTGCTTTCCGGGCGGGGAGAAGCTGGCGT 

GGGACTAGCTGGGGCCTGTGTCTCCTTGGCTCTCTATTTCAGTGAGCGGCCGCGTCTCTGTTGGAACCGGCGGCG 

TTGCGTCTAAAAAGGCGAAAGCCTTGAGGTTGAAGGTGGGACGAGCCTAATGAAGTGGTTAGTCAACGACCGCAC 

CGACCCTTAAGCGTTCTTAAGACGAGAGCTGTGAGGGGAAACTACGCAAGGAGCCCTTTTCCCTTAATGTCCCTT 

CGACTTTCCTTTCACTTCGAAATGAATGTGGAAATGCTGTCACGCCTTATTTTTCTAATTCCTCGATGTTGGGTT 

TTTTCTCTTCTTTATATCTCAACTTTTAATGCTCTTCTTCCTATGACCTTTCATCTAAAAACTGACCACTCCTTT 

ACAGGTTTTTACGGTAAAAAAAAAAAAATCGGTCTTTCTTTAATCTTACATAGCTGAACGAATTCATTGGCTCAG 

TATTTTTAAGATAACTAGTCAGTATATACTGTTCTGTAACTTAAAAGATGACCTGAAAATTAACAGGCCCTCTCC 

CATTTCTCTTCTCACTCTATCCCCCACCGAAGAGGGCTCAGAAAAAAGTTTTTATTAATATATTTGGGGTCGGAG 

AAATACAAACATCACAAAGAATACGATATCCCCAGCTTAAATGTACTGGAACGTTTGTCAGTGAGTTTCATTTCC 

AAAGTTTACCCTACATAGGGAATTGTAGAAGTGAGTTAGTAGAAGTGAGTTCGTGTGAAACCCTGGAAAGAAAAC 

AAAAGCCCCATGCAACACGTTCCGGGCTGTTGTGTAGATGTTTATTCTAGTCACTAGGGGAAGCACATAAAAACA 

CCTGAGGTGTGTGTGCTGAAGGGCGAATTTTGTCCTTTTGGGGAGTTCATGATATAAACATCTAGAACCAAT^AAG 

TCAAATCAGAAGGTCAGTTTAGGCTTTAGTTCTCTTTGAGGAAAGATTTAAAGCAATAGACTATAATAGTTACCC 

GGTAGACTAAAAAATTTGCCTTTAATTCTTTTGATTGGAATTTTTTTTTACAAAGTTTGGAGCATGGAAACAAAT 

GAAAATTGAACCTGCTTATTTTTTAGGATGGTGTATTGATGGCCCCAACAGAACTTTCTAAAATCATGCGATAAA 

CATATATGATAGTAGTTGTAAAATGCTTCTTGTTTTGAAAATGTTGAGTAATTATCGATAGAAATTTTGCTGTCC 

ATTCATACATTCCTTCAATTAACTTTCATTGTTAAAAAATTGGGGGATTGATGTTTGGTTTGGTTTGTGGGGAGT 

GAAGAGGACTACTGGAGGGACCTTGTTTGCTTGCTTTTTTTCTTTTTTTAATTTATCATCAAGTCTAGGAAAGGA 

GTAAGTTGCCGACAATTGTCACTTTTCCCTCCTAAGAAAGTAACATGTTAAGATTCCCACCTACCAGCCTGGGTG 

ACAGTGAGACTCCCGTCTCNNNNNNNNNNNNNNNNNNNNTTCCCACCCACTTTTAAGCTAAAGTATATGTAGGCA 

TTAAAGATTTATTTAATAGAAATAAAGGGCCCTCTTACGGCCCTTTGTGGTCATAGGAAATATTTTTTTCACAAG 
TGGTACCCAAGTGTATTT 
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RHFAGACDRVGVEWSGCGCRLFPLPHGPVSGLIRPSALEPRLVSYLVLGSASST 
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CCGCCGCCGCCATCTGAGGGAGGTACCCTGGAAACCACCTTTTATCGGTGGGGAAGTGCAGTCGCGGTGGGCGGC 
TCTGGGGGCCAGCGAAACGGGAGGCCTCTAAATCTTTAGGTTGGGGCTGCATTGCCCTGGAGCCGCACTCTTGAG 
TCCGAGGCCATCTTTTGTTGGAGAAGGCGTCGGCGTTGGCGTTTTCCCGAGGTTGGGCTGTACAGTGTCTCCGTC 
CGCGGAAAAAGAAGCCTCTGAACCCGCGCCGGCCCGCAGCCCCCGTGCCrTCCGGCCGCTGCTCGCCGTCGCCAG 
AGGCTAGGCCACGTTTCCCCCAGTGCCGAGGTGTTTCTGTGACCCTCCCrCCACTCCCATTCCCTTCTGAAAGGG 
CACCTGCTCTTGGTGAGAAAAGAAATTATAGCACGAAGAGCCAGTATCAGAAGAGTATCCATCACCCGCAGCAAC 
CGCTCAGGGAACACCATCAAAAAAAAAAAAAAAAAAA 
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CTCGACTCTTAGCTTGTCGGGGACGGTAACCGGGACCCGGTGTCTGCTCCTGTCGCCTTCGCCTCCTAATCCCTA 
GCCACTATGCGTGAGTGCATCTCCATCCACGTTGGCCAGGCTGGTGTCCAGATTGGCAATGCCTGCTGGGAGCTC 
TACTGCCTGGAACACGGCATCCAGCCCGATGGCCAGATGCCAAGTGACAAGACCATTGGGGGAGGAGATGACTCC 
TTCAACACCTTCTTCAGTGAGACGGGCGCTGGCAAGCACGTGCCCCGGGCTGTGTTTGTAGACTTGGAACCCACA 
GTCATTGATGAAGTTCGCACTGGCACCTACCGCCAGCTCTTCCACCCTGAGCAGCTCATCACAGGCAAGGAAGAT 
GCTGCCAATAACTATGCCCGAGGGCACTACACCATTGGCAAGGAGATCATTGACCTTGTGTTGGACCGAATTCGC 
AAGCTGGCTGACCAGTGCACCGGTCTTCAGGGCTTCTTGGTTTTCCACAGCTTTGGTGGGGGAACTGGTTCTGGG 
TTCACCTCCCTGCTCATGGAACGTCTCTCAGTTGATTATGGCAAGAAGTCCAAGCTGGAGTTCTCCATTTACCCA 
GCACCCCAGGTTTCCACAGCTGTAGTTGAGCCCTACAACTCCATCCTCACCACCCACACCACCCTGGAGCACTCT 
GATTGTGCCTTCATGGTAGACAATGAGGCCATCTATGACATCTGTCGTAGAAACCTCGATATCGAGCGCCCAACC 
TACACTAACCTTAACCGCCTTATTAGCCAGATTGTGTCCTCCATCACTGCTTCCCTGAGATTTGATGGAGCCCTG 
AATGTTGACCTGACAGAATTCCAGACCAACCTGGTGCCCTACCCCCGCATCCACTTCCCTCTGGCCACATATGCC 
CCTGTCATCTCTGCTGAGAAAGCCTACCATGAACAGCTTTCTGTAGCAGAGATCACCAATGCTTGCTTTGAGCCA 
GCCAACCAGATGGTGAAATGTGACCCTCGCCATGGTAAATACATGGCTTGCTGCCTGTTGTACCGTGGTGACGTG 
GTTCCCAAAGATGTCAATGCTGCCATTGCCACCATCAAAACCAAGCGCAGCATCCAGTTTGTGGATTGGTGCCCC 
ACTGGCTTCAAGGTTGGCATCAACTACCAGCCTCCCACrGTGGTGCCTGGTGGAGACCTGGCCAAGGTACAGAGA 
GCTGTGTGCATGCTGAGCAACACCACAGCCATTGCTGAGGCCTGGGCTCGCCTGGACCACAAGTTTGACCTGATG 
TATGCCAAGCGTGCCTTrGTTCACTGGTACGTGGGTGAGGGGATGGAGGAAGGCGAGTTTTCAGAGGCCCGTGAA 
GATATGGCTGCCCTTGAGAAGGATTATGAGGAGGTTGGTGTGGATTCTGTTGAAGGAGAGGGTGAGGAAGAAGGA 
GAGGAATACTAATTATCCATTCCTTTTGGCCCTGCAGCATGTCATGCTCCCAGAATTTCAGCTTCAGCTTAACTG 
ACAGACGTTAAAGCTTTCTGGTTAGATTGTTTTCACTTGGTGATCATGTCTTTTCCATGTGTACCTGTAATATTT 
TTCCATCATATCTCAAAGTAAAGTCATTAACATCAAAAAAAAAAAAAAAAA 
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MRECISIHVGQAGVQIGNACWELYCLEHGIQPDGQMPSDKTIGGGDDSFNTFFSETGAGKHVPRAVFVDLEPTVI 
DEVRTGTYRQLFHPEQLITGKEDAANNYARGHYTIGKEIIDLVLDRIRKLADQCTGLQGFLVFHSFGGGTGSGFT 
SLLMERLSVDYGKKSKLEFSIYPAPQVSTAVVEPYNSILTTHTTLEHSDCAFMVDNEAIYDICRRNLDIERPTYT 
NLNRLISQIVSSITASLRFDGALNVDLTEFQTNLVPYPRIHFPLATYAPVISAEKAYHEQLSVAEITNACFEPAN 
QMVKCDP RHGKYMACCLL YRGD WP KD VNAAI AT I KTKRS I QFVDWCP TGFKVG INYQPP T WP GGDL AK VQRAV 
CMLSNTTAIAEAWARLDHKFDLMYAKRAFVHWYVGEGMEEGEFSEAREDMAALEKDYEEVGVDSVEGEGEEEGEE 
Y 
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GGCACGAGGCAGTAGCTCCCGTTGCGGCGGCACCCGTGGCAGCCCTGGCGGACGCAGGAGCGATGGCAGCGACCG 
ATATAGCTCGCCAGGTGGGTGAAGGTTGCCGAACTGTCCCCCTGGCTGGACATGTGGGGTTTGACAGCTTGCCTG 
ACCAGCTGGTGAATAAGTCCGTCAGCCAGGGCTTCTGCTTCAACATCCTGTGCGTGGGAGAGACAGGTTTGGGCA 
AGTCCACCCTCATGGACACCCTGTTCAACACCAAATTCGAAGGGGAGCCAGCCACCCACACACAGCCGGGTGTCC 
AGCTCCAGTCTAATACCTATGACCTCCAAGAGAGCAACGTGAGGCTAAAGCTCACGATCGTTAGCACAGTTGGCT 
TTGGGGACCAGATCAACAAAGAGGACAGCTACAAGCCTATCGTGGAATTCATCGATGCACAATTCGAGGCCTACC 
TGCAGGAAGAGCTAAAGATCCGAAGAGTGCTACACACCTACCATGACTCCCGAATCCATGTCTGCTTGTATTTCA 
TTGCCCCCACGGGTCATTCCCTGAAGTCTCTGGACCTAGTGACTATGAAGAAGCTGGACAGTAAGGTGAACATCA 
TCCCCATCATTGCCAAAGCAGATGCCATTTCGAAGAGTGAGCTAACAAAGTTCAAAATCAAAATCACCAGCGAGC 
TTGTCAGCAACGGAGTCCAGATCTATCAGTTTCCTACAGATGATGAGTCGGTGGCAGAGATCAATGGAACCATGA 
ACGCCCACCTGCCGTTTGCTGTCATTGGCAGCACAGAAGAACTGAAGATAGGCAACAAGATGATGAGGGCGCGGC 
AGTATCCTTGGGGCACTGTGCAGGTTGAAAACGAGGCCCACTGCGACTTTGTGAAGCTGCGGGAGATGCTGATTC 
GGGTCAACATGGAGGATCTGCGGGAGCAGACCCACACCCGGCACTATGAGCTGTATCGCCGCTGTAAGCTGGAGG 
AGATGGGCTTCAAGGACACCGACCCTGACAGCAAACCCTTCAGTTTACAGGAGACATATGAGGCCAAAAGGAACG 
AGTTCCTAGGGGAACTCCAGAAAAAAGAAGAGGAGATGAGACAGATGTTCGTCCAGCGAGTCAAAGAGAAAGAAG 
CGGAGCTCAAAGAGGCAGAGAAAGAGCTGCACGAGAAGTTTGACCGTCTGAAGAAACTGCACCAGGACGAGAAGA 
AGAAACTGGAGGATAAGAAGAAATCCCTGGATGATGAAGTGAATGCTTTCAAGCAAAGAAAGACGGCGGCTGAGC 
TGCTCCAGTCCCAGGGCTCCCAGGCTGGAGGCTCACAGACTCTGAAGAGAGACAAAGAGAAGAAAAACTTTTTTT 
AATCTTGTCTTCAGCAGCTGCACTAAGTCTAAAGGAGAAGACTGCCATTATAGAAGAGTTAGGGTTCCATATTGT 
CTCAAATCAGAAATCAACCAATTTCCTCTCCCCTCAAACTGCAAGCACACACACATACACCACACCACTCAACAA 
GTGTTCATGTGTCCCTGTGTCCAGGCAAGAAGCTCTCTTCCTGACTCACATGGTATTTTAAATGGAAGTGTCTTG 
TCCTAACTAACAAGGCAGGAAAAGAACCATCAGAGCTGGAAAATGGACGAAATGTAACCTCAGAGAAACAACTAC 
AGGACCACTCACCCAAGTGTAAGTGACTGGGGCAGGACACCTCAGCTGTGGGTATGAAAGTACTGTTCTGTTCAC 
AAGGTTTTGTTTGAGTTTTATGTTTTTCTTTTAAACATTTCTCTGGTTCGATGGGTTGACTGTCTACAGCCACTG 
TTAAACATTTCTGAATATGCAAGAGAAAGTCAAGTGACATTTGTATCTTCTTCAGCATTCGCAGACCTTCTATAG 
ATXCCAGCAAAGGGGGAAAATGTATCCACTATCTAACACTTAGGTAGAGAAGGGAGGGGGTTTAAGCTTAGTGAG 
GGCAAAATTACTCCATTCCACCTTCCGAGACCAGTTAGGGTTTTGAGAGAGGTTTCTGCTCAACCTGGGATCTGG 
AGGGAGAGCTTTGATGTTGGTAAATCTGCCTTGAATTCATTGGTTTAACTTGCATCAAAATACCATGTGAGTGTG 
CTCATTCTCATATATCCCCTACCACCATCACCACCATTCTGCTGTTCAGTGTCTCTTGAGAGAGCCTCTTTGCAT 
GTTTTCCAGAATCTGTGTGTGTTTTTCCTTTCTTCTCCTTTGTTCTTTTTGCTCAAAGGTGrGACCAGTCATTGC 
CCCTCTGGGGCTTTCATTCTCCAGGAGAAACATCCCAGAACCAGCACTGTTTAGCCTGATACCTTTCTAATGTCC 
ATGTCAATTTTCAATAAAATTCAAAGAAATGCTA^lAAAAAAAAAAAAAAAAAAA 
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MAATDIARQVGEGCRTVPLAGHVGFDSLPDQLVNKSVSQGFCFNILCVGETGLGKSTLMDTLFNTKFEGEPATHT 
QPGVQLQSNTYDLQESNVI^KLTIVSTVGFGDQINKEDSYKPIVEFIDAQFEAYLQEELKIRRVLHTYHDSRIHV 
CLYFIAPTGHSLKSLDLVTMKKLDSKVNI IP I IAKADAI SKSELTKFKIKITSELVSNGVQI YQFPTDDESVAE I 
NGTl^AHLPFAVIGSTEELKIGNKMMRARQYPWGTVQVENEAHCDFVKLREMLIRVNMEDLREQTHTRHYELYRR 
CKLEEMGFKDTDPDSKPFSLQETYEAKRNEFLGELQKKEEEMRQMFVQRVKEKEAELKEAEKELHEKFDRLKKLH 
QDEKKKLEDKKKSLDDEVNAFKQRKTAAELLQSQGSQAGGSQTLKRDKEKKNFF 
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ATCAGCGAGGGATTCACGGCGAAAT^GACTGTTCGTGAGTGATGGCGTCCCGGGTTGCTTGCCGGTGCTGGCCG 
CCGCCGGGAGAGCCCGGGGCAGAGCAGAGGTGCTCATCAGCACTGTAGGCCCGGAAGATTGTGTGGTCCCGTTCC 
TGACCCGGCCTAAGGTCCCTGTCTTGCAGCTGGATAGCGGCAACTACCTCTTCTCCACTAGTGCAATCTGCCGAT 
ATTTTTTTTTGTTATCTGGCTGGGAGCAAGATGACCTCACTAACCAGTGGCTGGAATGGGAAGCGACAGAGCTGC 
AGCCAGCTTTGTCTGCTGCCCTGTACTATTTAGTGGTCCAAGGCAAGAAGGGGGAAGATGTTCTTGGTTCAGTGC 
GGAGAGCCCTGACTCACATTGACCACAGCTTGAGTCGTCAGAACTGTCCTTTCCTGGCTGGGGAGACAGAATCTC 
TAGCCGACATTGTTTTGTGGGGAGCCCTATACCCATTACTGCAAGATCCCGCCTACCTCCCTGAGGAGCTGAGTG 
CCCTGCACAGCTGGTTCCAGACACTGAGTACCCAGGAACCATGTCAGCGAGCTGCAGAGACTGTACTGAAACAGC 
AAGGTGTCCTGGCTCTCCGGCCTTACCTCCAAAAGCAGCCCCAGCCCAGCCCCGCTGAGGGAAGGGCTGTCACCA 
ATGAGCCTGAGGAGGAGGAGCTGGCTACCCTATCTGAGGAGGAGATTGCTATGGCTGTTACTGCTTGGGAGAAGG 
GCCTAGAAAGTTTGCCCCCGCTGCGGCCCCAGCAGAATCCAGTGTTGCCTGTGGCTGGAGAAAGGAATGTGCTCA 
TCACCAGTGCCCTCCCTTACGTCAACAATGTCCCCCACCTTGGGAACATCATTGGTTGTGTGCTCAGTGCCGATG 
TCTTTGCCAGGTACTCTCGCCTCCGCCAGTGGAACACCCTCTATCTGTGTGGGACAGATGAGTATGGTACAGCAA 
CAGAGACCAAGGCTCTGGAGGAGGGACTAACCCCCCAGGAGATCTGCGACAAGTACCACATCATCCATGCTGACA 
TCTACCGCTGGTTTAACATTTCGTTTGATATTTTTGGTCGCACCACCACTCCACAGCAGACCAAAATCACCCAGG 
ACATTTTCCAGCAGTTGCTGAAACGAGGTTTTGTGCTGCAAGATACTGTGGAGCAACTGCGATGTGAGCACTGTG 
CTCGCTTCCTGGCTGACCGCTTCGTGGAGGGCGTGTGTCCCTTCTGTGGCTATGAGGAGGCTCGGGGTGACCAGT 
GTGACAAGTGTGGCAAGCTCATCAATGCTGTCGAGCTTAAGAAGCCTCAGTGTAAAGTCTGCCGATCATGCCCTG 
TGGTGCAGTCGAGCCAGCACCTGTTTCTGGACCTGCCTAAGCTGGAGAAGCGACTGGAGGAGTGGTTGGGGAGGA 
CATTGCCTGGCAGTGACTGGACACCCAATGCCCAGTTTATCACCCGTTCTTGGCTTCGGGATGGCCTCAAGCCAC 
GCTGCATAACCCGAGACCTCAAATGGGGAACCCCTGTACCCTTAGAAGGTTTTGAAGACAAGGTATTCTATGTCT 
GGTTTGATGCCACTATTGGCTATCTGTCCATCACAGCCAACTACACAGACCAGTGGGAGAGATGGTGGAAGAACC 
CAGAGCAAGTGGACCTGTATCAGTTCATGGCCAAAGACAATGTTCCTTTCCATAGCTTAGTCTTTCCTTGCTCAG 
CCCTAGGAGCTGAGGATAACTATACCTTGGTCAGCCACCTCATTGCTACAGAGTACCTGAACTATGAGGATGGGA 
AATTCTCTAAGAGCCGCGGTGTGGGAGTGTTTGGGGACATGGCCCAGGACACGGGGATCCCTGCTGACATCTGGC 
GCTTCTATCTGCTGTACATTCGGCCTGAGGGCCAGGACAGTGCTTTCTCCTGGACGGACCTGCTGCTGAAGAATA 
ATTCTGAGCTGCTTAACAACCTGGGCAACTTCATCAACAGAGCTGGGATGTTTGTGTCTAAGTTCTTTGGGGGCT 
ATGTGCCTGAGATGGTGCTCACCCCTGATGATCAGCGCCTGCTGGCCCATGTCACCCTGGAGCTCCAGCACTATC 
ACCAGCTACTTGAGAAGGTTCGGATCCGGGATGCCTTGCGCAGTATCCTCACCATATCTCGACATGGCAACCAAT 
ATATTCAGGTGAATGAGCCCTGGAAGCGGATTAAAGGCAGTGAGGCTGACAGGCAACGGGCAGGAACAGTGACTG 
GCTTGGCAGTGAATATAGCTGCCTTGCTCTCTGTCATGCTTCAGCCTTACATGCCCACGGTTAGTGCCACAATCC 
AGGCCCAGCTGCAGCTCCCACCTCCAGCCTGCAGTATCCTGCTGACAAACTTCCTGTGTACCTTACCAGCAGGAC 
ACCAGATTGGCACAGTCAGTCCCTTGTTCCAAAAATTGGAAAATGACCAGATTGAAAGTTTAAGGCAGCGCTTTG 
GAGGGGGCCAGGCAAAAACGTCCCCGAAGCCAGCAGTTGTAGAGACTGTTACAACAGCCAAGCCACAGCAGATAC 
AAGCGCTGATGGATGAAGTGACAAAACAAGGAAACATTGTCCGAGAACTGAAAGCACAAAAGGCAGACAAGAACG 
AGGTTGCTGCGGAGGTGGCGAAACTCTTGGATCTAAAGAAACAGTTGGCXGTAGCTGAGGGGAAACCCCCTGAAG 
CCCCTAAAGGCAAGAAGAAAAAGTAAAAGACCTTGGCTCATAGAAAGTCACTTTAATAGATAGGGACAGTAATAA 
ATAAATGTACAATCTCTATA 
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MRLFVSDGVPGCLPVLAAAGRARGRAEVLISTVGPEDCVVPFLTRPKVPVLQLDSGNYLFSTSAICRYFFLLSGW 
EQDDLTNQWLEWEATELQPALSAALYYLWQGKKGEDVLGSVRRALTHIDHSLSRQNCPFLAGETESLADIVLWG 
ALYPLLQDPAYLPEELSALHSWFQTLSTQEPCQRAAETVLKQQGVLALRPYLQKQPQPSPAEGRAVTNEPEEEEL 
ATLSEEEIAMAVTAWEKGLESLPPLRPQQNPVLPVAGERNVLITSALPYVNNVPHLGNIIGCVXSADVFARYSRL 
RQWNTLYLCGTDEYGTATETKALEEGLTPQEICDKYHIIHADIYRWFNISFDIFGRTTTPQQTKITQDIFQQLLK 
RGFVLQDTVEQLRCEHCARFLADRFVEGVCPFCGYEEARGDQCDKCGKLINAVELKKPQCKVCRSCPWQSSQHL 
FLDLPKLEKRLEEWLGRTLPGSDWTPNAQFITRSWLRDGLKPRCITRDLKWGTPVPLEGFEDKVFYVWFDATIGY 
LSITANYTDQWERWWKNPEQVDLYQFMAKDNVPFHSLVFPCSALGAEDNYTLVSHLIATEYLNYEDGKFSKSRGV 
GVFGDMAQDTGIPADIWRFYLLYIRPEGQDSAFSWTDLLLKNNSELLNNLGNFINRAGMFVSKFFGGYVPEMVLT 
PDDQRLLAHVTLELQHYHQLLEKVRIRDALRSILTISRHGNQYIQVNEPWKRIKGSEADRQRAGTVTGLAVNIAA 
LLSVMLQPYMPTVSATIQAQLQLPPPACSILLTNFLCTLPAGHQIGTVSPLFQKLENDQIESLRQRFGGGQAKTS 
PKPAWETVTTAKPQQIQALMDEVTKQGNIVRELKAQKADKNEVAAEVAKLLDLKKQLAVAEGKPPEAPKGKKKK 
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GGCACGAGGCTGCTGTTTGTCTACTTCCTCCTGCTTCCCCGCCGCCGCCGCCGCCATC ATGA .G6GAAATCGTGCA 
CTTGCAGGCCGGGCAGTGCGGCAACCAAATCGGCGCCAAGTTTTGGGAGGTGATCAGCGATGAGCACGGCATCGA 
CCCCACGGGCACCTACCACGGGGACAGCGACCTGCAGCTGGAACGCATCAACGTGTACTACAATGAGGCCACCGG 
CGGCAAGTACGTGCCCCGCGCCGTGCTCGTGGATCTGGAGCCCGGCACCATGGACTCCGTGCGCTCGGGGCCCTT 
CGGGCAGATCTTCCGGCCGGACAACTTCGTTTTCGGTCAGAGTGGTGCTGGGAACAACTGGGCCAAGGGGCACTA 
CACAGAAGGCGCGGAGCTGGTGGACTCGGTGCTGGATGTTGTGAGAAAGGAGGCTGAGAGCTGTGACTGCCTGCA 
GGGTTTCCAGCTGACCCACTCCCTGGGTGGGGGGACTGGGTCTGGGATGGGTACCCTCCTCATCAGCAAGATCCG 
GGAGGAGTACCCAGACAGGATCATGAACACGTTTAGTGTGGTGCCTTCGCCCAAAGTGTCAGACACAGTGGTGGA 
GCCCTACAACGCCACCCTCTCAGTCCACCAGCTCGTAGAAAACACAGACGAGACCTACTGCATTGATAACGAAGC 
TCTCTACGACATTTGCTTCAGAACCCTAAAGCTGACCACGCCCACCTATGGTGACCTGAACCACCTGGTGTCTGC 
TACCATGAGTGGGGTCACCACCTGCCTGCGCTTCCCAGGCCAGCTCAATGCTGACCTGCGGAAGCTGGCTGTGAA 
CATGGTCCCGTTTCCCCGGCTGCACTTCTTCATGCCCGGCTTTGCCCCACTGACCAGCCGGGGCAGCCAGCAGTA 
CCGGGCGCTGACCGTGCCCGAGCTCACCCAGCAGATGTTTGATGCCAAGAACATGATGGCTGCCTGCGACCCCCG 
CCATGGCCGCTACCTGACGGTTGCCGCCGTGTTCAGGGGCCGCATGTCCATGAAGGAGGTGGATGAGCAAATGCT 
TAATGTCCAAAACAAAAACAGCAGCTATTTTGTTGAGTGGATCCCCAACAATGTGAAAACGGCTGTCTGTGACAT 
CCCACCTCGGGGGCTAAAAATGTCCGCCACCTTCATTGGCAACAGCACGGCCATCCAGGAGCTGTTCAAGCGCAT 
CTCCGAGCAGTTCACGGCCATGTTCCGGCGCAAGGCCTTCCTGCACTGGTACACGGGCGAGGGCATGGACGAGAT 
GGAGTTCACCGAGGCCGAGAGCAACATGAATGACCTGGTGTCCGAGTACCAGCAGTACCAGGATGCCACAGCCGA 
GGAGGAGGGCGAGTTCGAGGAGGAGGCTGAGGAGGAGGTGGCC TAGA GCCTTCAGTCACTGGGGAAAGCAGGGAA 
GCAGXGTGAACTCTTTATTCACTCCCAGCCTGTCCTGTGGCCTGTCCCACTGTGTGCACTTGCTGTTTTCCCTGT 
CCACATCCATGCTGTACAGACACCACCATTAAAGCATTTTCATAGTGAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AA 
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MREIVHLQAGQCGNQIGAKFWEVISDEHGIDPTGTYHGDSDLQLERINVYYNEATGGKYVPRAVLVDLEPGTMDS 
VRSGPFGQIFRPDNFWGQSGAGNNWAKGHYTEGAELVDSVLDVVRKEAESCDCLQGFQLTHSLGGGTGSGMGTL 
LISKIREEYPDRIMNTFSWPSPKVSDTWEPYNATLSVHQLVENTDETYCIDNEALYDICFRTLKLTTPTYGDL 
NHLVSATMSGVTTCLRFPGQLNADLRKLAVNMVPFPRLHFFMPGFAPLTSRGSQQYRALTVPELTQQMFDAKNMM 
AACDPRHGRYLTVAAVFRGRMSMKEVDEQMLNVQNKNSSYFVEWIPNWKTAVCDIPPRGLKMSATFIGNSTAIQ 
ELFKRISEQFTAMFRRKAFLHWYTGEGMDEMEFTEAESNMNDLVSEYQQYQDATAEEEGEFEEEAEEEVA 
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CAGGAGAAGCTGACCAGCCGCAAGATGGACAGCCGCTGGGGCGGGCGCAGCGAGTCCATCAATGTGACCCTCAAC 
GTGGAGCAGGCAGCCTACACCCGTGATGCCCTGGCCAAGGGGCTCTATGCCCGCCTCTTCGACTTCCTCGTGGAG 
GCCATCAACCGTGCTATGCAGAAACCCCAGGAAGAGTACAGCATCGGTGTGCTGGACATTTACGGCTTCGAGATC 
TTCCAGAAAAATGGCTTCGAGCAGTTTTGCATCAACTTCGTCAATGAGAAGCTGCAGCAAATCTTTATCGAACTT 
ACCCTGAAGGCCGAGCAGGAGGAGTATGTGCAGGAAGGCATCCGCTGGACTCCAATCCAGTACTTCAACAACAAG 
GTCGTCTGTGACCTCATCGAAAACAAGCTGAGCCCCCCAGGCATCATGAGCGTCTTGGACGACGTGTGCGCCACC 
ATGCACGCCACGGGCGGGGGAGCAGACCAGACACTGCTGCAGAAGCTGCAGGCGGCTGTGGGGACCCACGAGCAT 
TTCAACAGCTGGAGCGCCGGCTTCGTCATCCACCACTACGCTGGCAAGGTCTCCTACGACGTCAGCGGCTTCTGC 
GAGAGGAACCGAGACGTTCTCTTCTCCGACCTCATAGAGCTGATGCAGTCCAGTGACCAGGCCTTCCTCCGGATG 
CTCTTCCCCGAGAAGCTGGATGGAGACAAGAAGGGGCGCCCCAGCACCGCCGGCTCCAAGATCAAGAAACAAGCC 
AACGACCTGGTGGCCACACTGATGAGGTGCACACCCCACTACATCCGCTGCATCAAACCCAACGAGACCAAGCAC 
GCCCGAGACTGGGAGGAGAACAGAGTCCAGCACCAGGTGGAATACCTGGGCCTGAAGGAAAACATCAGGGTGCGC 
AGAGCCGGCTTCGCCTACCGCCGCCAGTTCGCCAAATTCCTGCAGAGGTATGCCATTCTGACCCCCGAGACGTGG 
CCGCGGTGGCGTGGGGACGAACGCCAGGGCGTCCAGCACCTGCTTCGGGCGGTCAACATGGAGCCCGACCAGTAC 
CAGATGGGGAGCACCAAGGTCTTTGTCAAGAACCCAGAGTCGCTTTTCCTCCTGGAGGAGGTGCGAGAGCGAAAG 
TTCGATGGCTTTGCCCGAACCATCCAGAAGGCCTGGCGGCGCCACGTGGCTGTCCGGAAGTACGAGGAGATGCGG 
GAGGAAGCTTCCAACATCCTGCTGAACAAGAAGGAGCGGAGGCGCAACAGCATCAATCGGAACTTCGTCGGGGAC 
TACCTGGGGCTGGAGGAGCGGCCCGAGCTGCGTCAGTTCCTGGGCAAGAAGGAGCGGGTGGACTTCGCCGATTCG 
GTCACCAAGTACGACCGCCGCTTCAAGCCCATCAAGCGGGACTTGATCCTGACGCCCAAGTGTGTGTATGTGATT 
GGGCGAGAGAAGATGAAGAAGGGACCTGAGAAAGGTCCAGTGTGTGAAATCTTGAAGAAGAAATTGGACATCCAG 
GCTCTGCGGGGGGTCTCCCTCAGCACGCGACAGGACGACTTCTTCATCCTCCAAGAGGATGCCGCCGACAGCTTC 
CTGGAGAGCGTCTTCAAGACCGAGTTTGTCAGCCTTCTGTGCAAGCGCTTCGAGGAGGCGACGCGGAGGCCCCTG 
CCCCTCACCTTCAGCGACACACTACAGTTTCGGGTGAAGAAGGAGGGCTGGGGCGGTGGCGGCACCCGCAGCGTC 
ACCTTCTCCCGCGGCTTCGGCGACTTGGCAGTGCTCAAGGTTGGCGGTCGGACCCTCACGGTCAGCGTGGGCGAT 
GGGCTGCCCAAGAACTCCAAGCCTACCGGAAAGGGATTGGCCAAGGGTAAACCTCGGAGGTCGTCCCAAGCCCCT 
ACCCGGGCGGCCCCTGGCGCCCCCCAAGGCATGGATCGAAATGGGGCCCCCCTCTGCCCACAGGGGGGGGCCCCC 
TGCCCCCTGGAGAAATTCATTTGGCCCAGGGGGCACCCACAGGCCTCCCCGGCCCTCCGTCCACATCCCTGGGAT 
GCCAGCAGACGACCCCGGGCACGTCCGCCCTCAGAGCACAACACAGAATTCCTCAACGTGCCTGACCAGGGGATG 
GCCGGCATGCAGAGGAAGCGCAGCGTGGGGCAACGGCCAGTGCCTGTGGGCCGACCCAAGCCCCAGCCTCGGACA 
CATGGTCCCAGGTGCCGGGCCCTATACCAGTACGTGGGCCAAGATGTGGACGAGCTGAGCTTCAACGTGAACGAG 
GTCATTGAGATCCTCATGGAAGATCCCTCGGGCTGGTGGAAGGGCCGGCTTCACGGCCAGGAGGGCCTTTTCCCA 
GGAAACTACGTGGAGAAGATCTGAGCTGGGCCCTGGGATACTGCCTTCTCTTTCGCCCGCCTATCTGCCTGCCGG 
CCTGGTGGGGAGCCAGGCCCTGCCAATGAAAGCCTCGTTTACCTGGGCTGCAATAGCCTAAAAGTCCAATCCTTT 
GGCCTCCAGTCCTTGCCCAGGCCCTGGGTCACCAGGTCACTGGTGCAGCCCCCGCCCCTGGGCCCTGGTTTTCCT 
CCAACATCACACCTGCTGCCCATTGTCCAAAACTGTGTGTGTCAAAGGGGACTAACAGCAGAATTTACCTCCCAA 
CTGCCATGTGATTAAGAAATGGGTCTTGAGTCCTGTGCTGTTGGCAAAGTTCCAGGCACAGTTGGGGAGGGGGGG 
CCGGAATCCGC 
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FIGURE 886 

CGGAGCCAGCGTGGGAGGCCGCTGCCGTCGCGCGCCTTGGTTTTTCTGTTCCTTTTTTTTTTTTTTTTTTAACTT 
CCTGCCTATCACACGCAGCCATCAGCCCACAAAGAC ATGA CTACCAACGCGGGCCCCTTGCACCCATACTGGCCT 
CAGCACCTAAGACTGGACAACTTTGTACCTAATGACCGCCCCACCTGGCATATACTGGCTGGCCTCTTCTCTGTC 
ACAGGGGTCTTAGTCGTGACCACATGGCTGTTGTCAGGTCGTGCTGCGGTTGTCCCATTGGGGACTTGGCGGCGA 
CTGTCCCTGTGCTGGTTTGCAGTGTGTGGGTTCATTCACCTGGTGATCGAGGGCTGGTTCGTTCTCTACTACGAA 
GACCTGCTTGGAGACCAAGCCTTCTTATCTCAACTCTGGAAAGAGTATGCCAAGGGAGACAGCCGATACATCCTG 
GGTGACAACTTCACAGTGTGCATGGAAACCATCACAGCTTGCCTGTGGGGACCACTCAGCCTGTGGGTGGTGATC 
GCCTTTCTCCGCCAGCATCCCCTCCGCTTCATTCTACAGCTTGTGGTCTCTGTGGGCCAGATCTATGGGGATGTG 
CTCTACTTCCTGACAGAGCACCGCGACGGATTCCAGCACGGAGAGCTGGGCCACCCTCTCTACTTCTGGTTTTAC 
TTTGTCTTCATGAATGCCCTGTGGCTGGTGCTGCCTGGAGTCCTTGTGCTTGATGCTGTGAAGCACCTCACTCAT 
GCCCAGAGCACGCTGGATGCCAAGGCCACAAAAGCCAAGAGCAAGAAGAACTGAGGAGTGGTGGACCAGGCTCGA 
ACACTGGCCGAGGAGGAGCTCTCTGCCTGCCAGAAGAGTCTAGTCCTGCTCCCACAGTTTGGAGGGACAAAGCTA 
ATTGATCTGTCACACTCAGGCTCATGGGCAGGCACAAGAAGGGGAATAAAGGGGCTGTGTGAAGGCACTGCTGGG 
AGCCATTAGAACACAGATACAAGAGAAGCCAGGAGGTCTATGATGGTGACGATTTTTAAAATCAGGAAATAAAAG 
ATCTTGACTCTAAAAAAAAAAAA 
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FIGURE 887 

MTTNAGPLHPYWPQHLRLDNFVPNDRPTWHILAGLFSVTGVLWTTWLLSGRAAVVPLGTWRRLSLCWFAVCGFI 
HLVIEGWFVLYYEDLLGDQAFLSQLWKEYAKGDSRYILGDNFTVCMETITACLWGPLSLWVVIAFLRQHPLRFIL 
QLWSVGQIYGDVLYFLTEHRDGFQHGELGHPLYFWFYFWMNALWLVLPGVLVIjDAVKHLTHAQSTLDAKATKA 

KSKKN 
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FIGURE 888 

GAATTCGGCACGAGGATGACGGAGCCGGGCGCCTCTCCCGAGGACCCTTGGGTCAAGGTGGAGTATGCCTACAGC 
GACAACAGCCTGGACCCCGGGCTTTTTGTAGAAAGCACCCGCAAGGGGAGTGTAGTGTCCAGAGCTAATAGCATC 
GGTTCCACCAGTGCCTCTTCTGTCCCCAACACAGATGATGAGGACAGTGATTACCACCAGGAGGCCTACAAGGAG 
TCCTACAAAGACCGGCGGCGGCGCGCACACACTCAGGCTGAGCAGAAGAGGAGGGACGCCATCAAGAGAGGCTAT 
GATGACCTTCAGACCATCGTCCCCACTTGCCAGCAGCAGGACTTCTCCATTGGCTCCCAAAAGCTCAGCAAAGCC 
ATCGTTCTACAAAAGACCATTGACTACATTCAGTTTTTGCACAAGGAGAAGAAAAAGCAGGAGGAGGAGGTGTCC 
ACGTTACGCAAGGATGTCACCGCCCTAAAGATCATGAAAGTGAACTATGAGCAGATTGTGAAGGCACACCAGGAC 
AACCCCCATGAAGGGGAGGACCAGGTCTCTGACCAGGTCAAGTTCAACGTGTTTCAAGGCATCATGGTTTCCCTG 
TTCCAGTCCTTCAATGCCTCCATCTCAGTGGCCAGCTTCCAGGAGCTGXCAGCGTGTGTCTTCAGCTGGATCGAG 
GAGCACTGTAAGCCTCAGACCCTGCGGGAGATTGTGATTGGCGTCCTGCACCAATTGAAAAACCAGCTTTACTGA 



CCGGTTCTTGGAAACCTGGAGAACAGCCAACAAGAGGCCCTTGAATCTCTACGTGGCCACTGAACTGCTGGGCCC 
GGGAGACTGGTCTACAACACCACACACTGGACAGCTGGTCTCTACTTGGTGTGTGGTTTCTCCCAGCCCCATTTT 
CTCTACAGCGGAGCCGCGGTGTGTGTTGTGTGAAAGCTTCTGATTAATTTATTATATTGACGATAAAACTCAAAC 
CTACCCAGCCTTCCCCCCACTCCATGGAAGTCCTTGGGATGGGCGTCTGCTCTGGACACCCCAAAGAGCTCCTGC 
CCTCTCAGCCCTTTATTCAAGCCTCAGATTTCTGCTCATGATCTACATAGATTTGGAAACTGTTTTCCTCTGTTG 
TGGTCTCTTGGGCAACATTTGTGGCCCAAGTTTGGGCAACATTTGGCCCAAGTTTGGGCATTGTGGGAGTAGCTG 
TATGGGAGAAAAAGAGTAAGAGGAAATATTCCCACAGCCATGAAGGGTGAAAGGGCACCTTGTGCCTAGACTAGG 
GCTGGCTGGTCAGTCCCAGGTGAGGACAAGGGCTTTCTGGCCATCTCAGGGAGGGGGCACCAGGTTCCTCCCCTC 
ACCCCATATTCCATCACCTTCCTCCTCTGCTCTGGGTGGTAAGGGAAGCCCTCCCGGTTCCCACAGGCTATGATG 
CTGCATGGCAGAGGCAGGTATAACACAGCACTACATATTGGAAATTTTTTATTTTTCTAAATACCAATGCAGTTT 
TGCTACGGTTACAATTTTGAAATATTAACTGAGCCTCAAAATCACCCTTTCTGTCAAGCATATCTTGGCCTCTCC 
CATGTCTCAGTGTTGCCTGCATTTCTCCCAGGACTTGGGGGTGGGGTGAAAAGCGTACAAAAGATACTTAAAAGG 
GCTCCTGGGGTACACAAGCCCAGCAGGTCCTGAGTGAAGCCGTGGGCCCTCCAAATGCTCGTTTTATAGCAACCT 
CTCTCTACCCTAGTTCTCCAAATTCACTTCTGCCTTCCTCAGGTTTGATATCTGGCAGGTTTGACTATCCAGAGG 
AAATTAAATATTTTTATATAAAATTAAATTATAATAAATATTGCCAAATGCTAAAAAAAAAAAAAAAAAA 
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FIGURE 889 

MTEPGASPEDPWVKVEYAYSDNSLDPGLFVESTRKGSWSRANSIGSTSASSVPNTDDEDSDYHQEAYKESYKDR 
RRRAHTQAEQKRRDAIKRGYDDLQTIVPTCQQQDFSIGSQKLSKAIVLQKTIDYIQFLHKEKKKQEEEVSTLRKD 
VTALKIMKVNYEQIVKAHQDNPHEGEDQVSDQVKFNVTQGIMVSLFQSFNASISVASFQELSACVFSWIEEHCKP 
QTLREIVIGVLHQLKNQLY 
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FIGURE 890 

ATGGTGAAAATGACAAAGTCCAAAACTTTCCAAGCGTATCTGCCGAACTGTCACCGAACGTACAGCTGTATCCAC 
TGCAGAGCACACCTGGCCAATCATGACGAGCTCATCTCCAAGTCCTTTCAGGGGAGCCAGGGACGCGCCTACCTC 
TTCAATTCCGTGGTGAACGTGGGCTGCGGCCCTGCAGAGGAGAGGGTCCTTCTCACCGGGCTGCATGCGGTTGCC 
GACATCTACTGCGAGAACTGCAAGACCACGCTCGGGTGGAAATACGAGCATGCCTTTGAGAGCAGTCAGAAATAT 
AAGGAAGGAAAATTCATCATTGAGCTTGCTCATATGATCAAAGACAATGGCTGGGAGTAA 
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FIGURE 891 

MVKMTKSKTFQAYLPNCHRTYSCIHCRAHLANHDELISKSFQGSQGRAYLFNSVVNVGCGPAEERVLLTGLHAVA 
D I YCENCKTTLGWKYEHAFES SQKYKEGKF 1 1 ELAHMIKDNGWE 
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FIGURE 892 

GCGGCCGCCGTGGCCAGGCAACCTATGGGTACCACCGGGTTCTCGCGGGTCTTGCGAACGAACTTTTCCTTGAAA 

CTCTCTGGATTCCTGTAAACAGTGGGGCTCAGCCCCTCAATGACTGGAGGCTTCGATGGTTCAAAGGGGACCTCC 

GGAATCACAGGGCCGGGAGTCGCCATGTCCGGGCCACAGCAGCAGGAGAAAATCGGGACTCCGACCTCAGCCTCC 

CGGTGAAGGTCATGAAAGGGGCGGGGAAACGAATAAATTGAGCCTTGTACGCAGGCGCAAATGCTCGTTGCATCC 

TGGGAGTCGTAGTGCTCAGCACGGTAGTGCTACAAAAGGACTACATTTCCCCAAATGCCCGCAAAGCCTTGTGCA 

CGCCTTCCGGAAGGAGTTTGTTACACGAGGTCTGAGAGACAGAGGCAGCGTGTTTGAGCTGCTGGTGCGGTGGTC 

AGCGCGMGCCCAAGGCCAAGGGCAAAACCCGGAGGCAGAAGTTTGGTTACAGTGTCAACCGAAAGCGTCTGAAC 

CGGAATGCTCGACGGAAGGCAGCGCGCGGAATCGAATGCTCCCACATCCGACATGCCTGGGACCACGCTAAATCG 

GTACGGCAGAACCTGGCCGAGATGGGGTTGGCTGTGGACCCCAACAGGGCGGTGCCCCTCCGTAAGAGAAAGGTG 

AAGGCCATGGAGGTGGACATAGAGGAGAGGCCTAAAGAGCTTGTACGGAAGCCCTATGTGCTGAATGACCTGGAG 

GCAGAAGCCAGCCTTCCAGAAAAGAAAGGAAATACTCTGTCTCGGGACCTCATTGACTATGTACGCTACATGGTA 

GAGAACCACGGGGAGGACTATAAGGCCATGGCCCGTGATGAGAAGAATTACTATCAAGATACCCCAAAACAGATT 

CGGAGTAAGATCAACGTCTATAAACGCTTTTACCCAGCAGAGTGGCAAGACTTCCTCGATTCTTTGCAGAAGAGG 

AAGATGGAGGTGGAGTAACTGGTTTACATCACAGCTGCCCCAGGCTGAGGCGTCCCCCGGACCAGTGAAGCTGGA 

GCCAGGGTGTAAGGCAAGGAGGTGCTGTGTGGCTCCAGAGGGGCTGGCCAGGTCCCATGGAATCAGAAGGrTACA 

CACACACGTGCACACTCCCCGCTCTGGGGAAGGAACTGTTCTCAGAGGCTCCAATTTATATTCATCTGGGGGTTC 

ACGGAAAAGCCAGAACCTGCTGTTTTCAGGGTGGGTGATGTAAATATAGTGTGTACATAATAAAGCAAATArATT 
XT AAA 
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FIGURE 893 

MPKAKGKTRRQKFGYSVNRKRLNRNARRKAA^ 

MEVDIEERPKELVRKPYVLNDLEAEASLPEKKGNTLSRDLIDYVRYMVENHGEDYKAMARDEKNYYQDTPKQIRS 
KINVYKRF YP AE WQDFLD SLQKRKMEVE 
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FIGURE 894 

GGAATAGGTTAGTTTCAGACAAGCCTGCTTGCCGGAGCTCAGCAGACACCAGGCCTTCCGGGCAGGCCTGGCCCA 
CCGTGGGCCTCAGAGCTGCTGCTGGGGCATTCAGAACCGGCTCTCCATTGGCATTGGGACCAGAGACCCCGCAAG 
TGGCCTGTTTGCCTGGACATCCACCTGTACGTCCCCAGGTTTCGGGAGGCCCAGGGGCGATGCCAGACCCCGCGG 
CGCACCTGCCCTTCTTCTACGGCAGCATCTCGCGTGCCGAGGCCGAGGAGCACCTGAAGCTGGCGGGCATGGCGG 
ACGGGCTCTrCCTGCTGCGCCAGTGCCTGCGCTCGCTGGGCGGCTATGTGCTGTCGCTCGTGCACGATGTGCGCT 
TCCACCACTTTCCCATCGAGCGCCAGCTCAACGGCACCTACGCCATTGCCGGCGGCAAAGCGCACTGTGGACCGG 
CAGAGCTCTGCGAGTTCTACTCGCGCGACCCCGACGGGCTGCCCTGCAACCTGCGCAAGCCGTGCAACCGGCCGT 
CGGGCCTCGAGCCGCAGCCGGGGGTCTTCGACTGCCTGCGAGACGCCATGGTGCGTGACTACGTGCGCCAGACGT 
GGAAGCTGGAGGGCGAGGCCCTGGAGCAGGCCATCATCAGCCAGGCCCCGCAGGTGGAGAAGCTCATTGCTACGA 
CGGCCCACGAGCGGATGCCCTGGTACCACAGCAGCCTGACGCGTGAGGAGGCCGAGCGCAAACTTTACTCTGGGG 
CGCAGACCGACGGCAAGTTCCTGCTGAGGCCGCGGAAGGAGCAGGGCACATACGCCCTGTCCCTCATCTATGGGA 
AGACGGTGTACCACTACCTCATCAGCCAAGACAAGGCGGGCAAGTACTGCATTCCCGAGGGCACCAAGTTTGACA 
CGCTCTGGCAGCTGGTGGAGTATCTGAAGCTGAAGGCGGACGGGCTCATCTACTGCCTGAAGGAGGCCTGCCCCA 
ACAGCAGTGCCAGCAACGCCTCAGGGGCTGCTGCTCCCACACTCCCAGCCCACCCATCCACGTTGACTCATCCTC 
AGAGACGAATCGACACCCTCAACTCAGATGGATACACCCCTGAGCCAGCACGCATAACGTCCCCAGACAAACCGC 
GGCCGATGCCCATGGACACGAGCGTGTATGAGAGCCCCTACAGCGACCCAGAGGAGCTCAAGGACAAGAAGCTCT 
TCCTGAAGCGCGATAACCTCCTCATAGCTGACATTGAACTTGGCTGCGGCAACTTTGGCTCAGTGCGCCAGGGCG 
TGTACCGCATGCGCAAGAAGCAGATCGACGTGGCCATCAAGGTGCTGAAGCAGGGCACGGAGAAGGCAGACACGG 
AAGAGATGATGCGCGAGGCGCAGATCATGCACCAGCTGGACAACCCCTACATCGTGCGGCTCATTGGCGTCTGCC 
AGGCCGAGGCCCTCATGCTGGTCATGGAGATGGCTGGGGGCGGGCCGCTGCACAAGTTCCTGGTCGGCAAGAGGG 
AGGAGATCCCTGTGAGCAATGTGGCCGAGCTGCTGCACCAGGTGTCCATGGGGATGAAGTACCTGGAGGAGAAGA 
ACTTTGTGCACCGTGACCTGGCGGCCCGCAACGTCCTGCTGGTTAACCGGCACTACGCCAAGATCAGCGACTTTG 
GCCTCTCCAAAGCACTGGGTGCCGACGACAGCTACTACACTGCCCGCTCAGCAGGGAAGTGGCCGCTCAAGTGGT 
ACGCACCCGAATGCATCAACTTCCGCAAGTTCTCCAGCCGCAGCGATGTCTGGAGCTATGGGGTCACCATGTGGG 
AGGCCTTGTCCTACGGCCAGAAGCCCTACAAGAAGATGAAAGGGCCGGAGGTCATGGCCTTCATCGAGCAGGGCA 
AGCGGATGGAGTGCCCACCAGAGTGTCCACCCGAACTGTACGCACTCATGAGTGACTGCTGGATCTACAAGTGGG 
AGGATCGCCCCGACTTCCTGACCGTGGAGCAGCGCATGCGAGCCTGTTACTACAGCCTGGCCAGCAAGGTGGAAG 
GGCCCCCAGGCAGCACACAGAAGGCTGAGGCTGCCTGTGCCTGAGCTCCCGCTGCCCAGGGGAGCCCTCCACGCC 
GGCTCTTCCCCACCCTCAGCCCCACCCCAGGTCCTGCAGTCTGGCTGAGCCCTGCTTGGTTGTCTCCACACACAG 
CTGGGCTGTGGTAGGGGGTGTCTCAGGCCACACCGGCCTTGCATTGCCTGCCTGGCCCCCTGTCCTCTCTGGCTG 
GGGAGCAGGGAGGTCCGGGAGGGTGCGGCTGTGCAGCCTGTCCTGGGCTGGTGGCTCCCGGAGGGCCCTGAGCTG 
AGGGCATTGCTTACACGGATGCCTTCCCCTGGGCCCTGACATTGGAGCCTGGGCATCCTCAGGTGGTCAGGCGTA 
GATCACCAGAATAAACCCAGCTTCCCTCTTGAAAAAAAAAAAAAAAAAAAAACC 
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FIGURE 895 

ACACGGACCAAGGAGTCTAACACGTGCGCGAGTCGGGGGCTCGCACGAAAGCCGCCGTGGCGCAATGAAGGTGAA 
GGCCGGCGCGCTCGCCGGCCGAGGTGGGATCCCGAGGCCTCTCCAGTCCGCCGAGGGCGCACCACCGGCCCGTCT 
CGCCCGCCGCGCCGGGGAGGTGGAGCACGAGCGCACGTGTTAGGACCCGAAAGATGGTGAACTATGCCTGGGCAG 
GGCGAAGCCAGAGGAAACTCTGGTGGAGGTCCGTAGCGGTCCTGACGTGCAAATCGGTCGTCCGACCTGGGTATA 
GGGGCGGGCTCCAGGCGAGGCGGTCGACGCTCCTGAAAACTTGCGCGCGCGCTCGCGCCACTGCGCCCGGAGCGA 
TGAAGATGGTCGCGCCCTGGACGCGGTTCTACTCCAACAGCTGCTGCTTGTGCTGCCATGTCCGCACCGGCACCA 
TCCTGCTCGGCGTCTGGTATCTGATCATCAATGCTGTGGTACTGTTGATTTTATTGAGTGCCCTGGCTGATCCGG 
ATCAGTATAACTTTTCAAGTTCTGAACTGGGAGGTGACTTTGAGTTCATGGATGATGCCAACATGTGCATTGCCA 
TTGCGATTTCTCTTCTCATGATCCTGATATGTGCTATGGCTACTTACGGAGCGTACAAGCAACGCGCAGCCTGGA 
TCATCCCATTCTTCTGTTACCAGATCTTTGACTTTGCCCTGAACATGTTGGTTGCAATCACTGTGCTTATTTATC 
CAAACTCCATTCAGGAATACATACGGCAACTGCCTCCTAATTTTCCCTACAGAGATGATGTCATGTCAGTGAATC 
CTACCTGTTTGGTCCTTATTATTCTTCTGTTTATTAGCATTATCTTGACTTTTAAGGGTTACTTGATTAGCTGTG 
TTTGGAACTGCTACCGATACATCAATGGTAGGAACTCCTCTGATGTCCTGGTTTATGTTACCAGCAATGACACTA 
CGGTGCTGCTACCCCCGTATGATGATGCCACTGTGAATGGTGCTGCCAAGGAGCCACCGCCACCTTACGTGTCTG 
CC TAA GCCTTCAAGTGGGCGGAGCTGAGGGCAGCAGCTTGACTTTGCAGACATCTGAGCAATAGTTCTGTTATTT 
CACTTTTGCCATGAGCCTCTCTGAGCTTGTTTGTTGCTGAAATGCTACTTTTTAAAATTTAGATGTTAGATTGAA 
AACTGTAGTTTTCAACATATGCTTTGCTAGAACACTGTGATAGATTAACTGTAGAATTCTTCCTGTACGATTGGG 
GATATAATGGGCTTCACTAACCTTCCCTAGGCATTGAAACTTCCCCCAAATCTGATGGACCTAGAAGTCTGCTTT 
TGTACCTGCTGGGCCCCAAAGTTGGGCATTTTTCTCTCTGTTCCCTCTCTTTTGAAAATGTAAAATAAAACCAAA 
AATAGACAACTTTTTCTTCAGCCATTCCAGCATAGAGAACAAAACCTTATGGAAACAGGAATGTCAATTGTGTAA 
TCATTGTTCTAATTAGGTAAATAGAAGTCCTTATGTATGTGTTACAAGAATTTCCCCCACAACATCCTTTATGAC 
TGAAGTTCAATGACAGTTTGTGTTTGGGTGGTAAAGGATTTTCTCCATGGCCTGAATTAAGACCATTAGAAAGCA 
CCAGGCCGTGGGAGCAGTGACCATCTGCTGACTGTTCTTGTGGATCTTGTGTCCAGGGACATGGGGTGACATGCC 
TCGTATGTGTTAGAGGGTGGAATGGATGTGTTTGGCGCTGCATGGGATCTGGTGCCCCTCTTCTCCTGGATTCAC 
ATCCCCACCCAGGGCCCGCTTTTACTAAGTGTTCTGCCCTAGATTGGTTCAAGGAGGTCATCCAACTGACTTTAT 
CAAGTGGAATTGGGATATATTTGATATACTTCTGCCTAACAACATGGAAAAGGGTTTTCTTTTCCCTGCAAGCTA 
CATCCTACTGCTTTGAACTTCCAAGTATGTCTAGTCACCTTTTAAAATGTAAACATTTTCAGAAAAATGAGGATT 
GCCTTCCTTGTATGCGCTTTTTACCTTGACTACCTGAATTGCAAGGGATTTTTATATATTCATATGTTACAAAGT 
CAGCAACTCTCCTGTTGGTTCATTATTGAATGTGCTGTAAATTAAGTTGTTTGCAATTAAAACAAGGTTTGCCCA 
CAAAAAAAAAA 
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FIGURE 896 

MVNYAWAGRSQRKLWWRSVAVLTCKSVVRPGYRGG 

CHVRTGTILLGVWYLIINAWLLILLSALADPDQYNFSSSELGGDFEFMDDANMCIAIAISLLMILICAMATYGA 
YKQRAAWIIPFFCYQIFDFALNMLVAITVLIYPNSIQEYIRQLPPNFPYRDDVMSVNPTCLVLIILLFISIILTF 
KGYLISCVWNCYRYINGRNSSDVLVYVTSNDTTVLLPPYDDATVNGAAKEPPPPYVSA 
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FIGURE 897 

GGCACGAGGCCGAGTTGCGMGCTGTACTTCTCTTTGTTTTGGGCGGCTCGGCCTCTGCAGAGATGTGGGCAGCT 
GGTCAGGATGGCCATTCGGGCTCAGCACAGCAACGCAGCCCAGACTCAGACTGGGGAAGCAAACAGGGGCTGGAC 
AGGCCAGGAGAGCCTGTCGGACAGTGATCCTGAGATGTGGGAGTTGCTGCAGAGGGAGAAGGACAGGCAGTGTCG 
TGGCCTGGAGCTCATTGCCTCAGAGAACTTCTGCAGCCGAGCTGCGCTGGAGGCCCTGGGGTCCTGTCTGAACAA 
CAAGTACTCGGAGGGTTATCCTGGCAAGAGATACTATGGGGGAGCAGAGGTGGTGGATGAAATTGAGCTGCTGTG 
CCAGCGCCGGGCCTTGGAAGCCTTTGACCTGGATCCTGCACAGTGGGGAGTCAATGTCCAGCCCTACTCCGGGTC 
CCCAGCCAACCTGGCCGTCTACACAGCCCTTCTGCAACCTCACGACCGGATCATGGGGCTGGACCTGCCCGATGG 
GGGCCATCTCACCCACGGCTACATGTCTGACGTCAAGCGGATATCAGCCACGTCCATCTTCTTCGAGTCTATGCC 
CTATAAGCTCAACCCCAAAACTGGCCTCATTGACTACAACCAGCTGGCACTGACTGCTCGACTTTTCCGGCCACG 
GCTCATCATAGCTGGCACCAGCGCCTATGCTCGCCTCATTGACTACGCCCGCATGAGAGAGGTGTGTGATGAAGT 
CAAAGCACACCTGCTGGCAGACATGGCCCACATCAGTGGCCTGGTGGCTGCCAAGGTGATTCCCTCGCCTTTCAA 
GCACGCGGACATCGTCACCACCACTACTCACAAGACTCTTCGAGGGGCCAGGTCAGGGCTCATCTTCTACCGGAA 
AGGGGTGAAGGCTGTGGACCCCAAGACTGGCCGGGAGATCCCTTACACATTTGAGGACCGAATCAACTTTGCCGT 
GTTCCCATCCCTGCAGGGGGGCCCCCACAATCATGCCATTGCTGCAGTAGCTGTGGCCCTAAAGCAGGCCTGCAC 
CCCCATGTTCCGGGAGTACTCCCTGCAGGTTCTGAAGAATGCTCGGGCCATGGCAGATGCCCTGCTAGAGCGAGG 
CTACTCACTGGTATCAGGTGGTACTGACAACCACCTGGTGCTGGTGGACCTGCGGCCCAAGGGCCTGGATGGAGC 
TCGGGCTGAGCGGGTGCTAGAGCTTGTATCCATCACTGCCAACAAGAACACCTGTCCTGGAGACCGAAGTGCCAT 
CACACCGGGCGGCCTGCGGCTTGGGGCCCCAGCCTTAACTTCTCGACAGTTCCGTGAGGATGACTTCCGGAGAGT 
TGTGGACTTTATAGATGAAGGGGTCAACATTGGCTTAGAGGTGAAGAGCAAGACTGCCAAGCTCCAGGATTTCAA 
ATCCTTCCTGCTTAAGGACTCAGAAACAAGTCAGCGTCTGGCCAACCTCAGGCAACGGGTGGAGCAGTTTGCCAG 
GGCCTTCCCCATGCCTGGTTTTGATGAGCATTGAAGGCACCTGGGAAATGAGGCCCACAGACTCAAAGTTACTCT 
CCTTCCCCCTACCTGGGCCAGTGAAATAGAAAGCCTTTCTATTTTTTGGTGCGGGAGGGAAGACCTCTCACTTAG 
GGCAAGAGCCAGGTATAGTCTCCCTTCCCAGAATTTGTAACTGAGAAGATCTTTTCTTTTTCCTTTTTTTGGTAA 
CAAGACTTAGAAGGAGGGCCCAGGCACTTTCTGTTTGAACCCCTGTCATGATCACAGTGTCAGAGACGCGTCCTC 
TTTCTTGGGGAAGTTGAGGAGTGCCCTTCAGAGCCAGTAGCAGGCAGGGGTGGGTAGGCACCCTCCTTCCTGTTT 
TTATCTAATAAAATGCTAACCTGCCCTGAGTTTCCATTACXGTGGGTGGGGTTCCCCTGGGCCAAACAGTGATTT 
GTCTCCCTCAATGTGTACACCGCTCCGCTCCCACCACCGCTACCACAAGGACCCCCGGGGCTGCAGCCTCCTCTT 
TCTGTCTCTGATCAGAGCCGACACCAGACGTGATTAGCAGGCGCAGCAAATTCAATTTGTTAAATGAAATTGTAT 
TTTGAAAAAAAAAAAAAAAAAA 



WO 2004/043361 



PCT/US2003/035268 



998/1629 

FIGURE 898 

MLYFSLFWAARPLQRCGQLVRMAIRAQHSNAAQTQTGEANRGWTGQESLSDSDPEMWELLQREKDRQCRGLELIA 
SENFCSRAALEALGSCLNNKYSEGYPGKRYYGGAEVVDEIELLCQRRALEAFDLDPAQWGVNVQPYSGSPANLAV 
YTALLQPHDRIMGLDLPDGGHLTHGYMSDVKRISATSIFFESMPYICLNPKTGLIDYNQLALTARLFRPRLIIAGT 
SAYARLIDYARMREVCDEVKAHLLADMAHI SGLVAAKVIP SPFKHAD I VTTTTHKTLRGARSGLIFYRKGVKAVD 
PKTGREIPYTFEDRINFAVFPSLQGGPHNHAIAAVAVALKQACTPMFREYSLQVLKNARAMADALLERGYSLVSG 
GTDNHLVLVDLRPKGLDGARAERVLELVS I TANKNTCPGDRSAI TPGGLRLGAPALTSRQFREDDFRRWDFIDE 
GVNIGLEVKSKTAKLQDFKSFLLKDSETSQRLANLRQRVEQFARAFPMPGFDEH 
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FIGURE 899 

GGCACGAGGCTCTACAATCTGTGGCCTCAGCCCTTGCCAACTCTGCCTCTTCCCCCGCTGACTGGGCCTCTGCAG 
AGATGTGGGCAGCTGGTCAGGATGGCCATTCGGGCTCAGCACAGCAACGCAGCCCAGACTCAGACTGGGGAAGCA 
AACAGGGGCTGGACAGGCCAGGAGAGCCTGTCGGACAGTGATCCTGAGATGTGGGAGTTGCTGCAGAGGGAGAAG 
GACAGGCAGTGTCGTGGCCTGGAGCTCATTGCCTCAGAGATACTATGGGGGAGCAGAGGTGGTGGATGAAATTGA 
GOTGCTGTGCCAGCGCCGGGCCTTGGAAGCCTTTGACCTGGATCCTGCACAGTGGGGAGTCAATGTCCAGCCCTA 
CTCCGGGTCCCCAGCCAACCTGGCCGTCTACACAGCCCTTCTGCAACCTCACGACCGGATCATGGGGCTGGACCT 
GCCCGATGGGGGCCATCTCACCCACGGCTACATGTCTGACGTCAAGCGGATATCAGCCACGTCCATCTTCTTCGA 
GTCTATGCCCTATAAGCTCAACGGCTTTAGCTGTTTGTGTGTCTGTCCAGCCCAAAACTGGCCTCATTGACTACA 
ACCAGCTGGCACTGACTGCTCGACTTTTCCGGCCACGGCTCATCATAGCTGGCACCAGCGCCTATGCTCGCCTCA 
TTGACTACGCCCGCATGAGAGAGGTGTGTGATGAAGTCAAAGCACACCTGCTGGCAGACATGGCCCACATCAGTG 
GCCTGGTGGCTGCCAAGGTGATTCCCTCGCCTTTCAAGCACGCGGACATCGTCACCACCACTACTCACAAGACTC 
TTCGAGGGGCCAGGTCAGGGCTCATCTTCTACCGGAAAGGGGTGAAGGCTGTGGACCCCAAGACTGGCCGGGAGA 
TCCCTTACACATTTGAGGACCGAATCAACTTTGCCGTGTTCCCATCCCTGCAGGGGGGCCCCCACAATCATGCCA 
TTGCTGCAGTAGCTGTGGCCCTAAAGCAGGCCTGCACCCCCATGTTCCGGGAGTACTCCCTGCAGGTTCTGAAGA 
ATGCTCGGGCCATGGCAGATGCCCTGCTAGAGCGAGGCTACTCACTGGTATCAGGTGGTACTGACAACCACCTGG 
TGCTGGTGGACCTGCGGCCCAAGGGCCTGGATGGAGCTCGGGCTGAGCGGGTGCTAGAGCTTGTATCCATCACTG 
CCAACAAGAACACCTGTCCTGGAGACCGAAGTGCCATCACACCGGGCGGCCTGCGGCTTGGGGCCCCAGCCTTAA 
CTTCTCGACAGTTCCGTGAGGATGACTTCCGGAGAGTTGTGGACTTTATAGATGAAGGGGTCAACATTGGCTTAG 
AGGTGAAGAGCAAGACTGCCAAGCTCCAGGATTTCAAATCCTTCCTGCTTAAGGACTCAGAAACAAGTCAGCGTC 
TGGCCAACCTCAGGCAACGGGTGGAGCAGTTTGCCAGGGCCTTCCCCATGCCTGGTTTTGATGAGCATTGAAGGC 
ACCTGGGAAATGAGGCCCACAGACTCAAAGTTACTCTCCTTCCCCCTACCTGGGCCAGTGAAATAGAAAGCCTTT 
CTATTTTTTGGTGCGGGAGGGAAGACCTCTCACTTAGGGCAAGAGCCAGGTATAGTCTCCCTTCCCAGAATTTGT 
AACTGAGAAGATCTTTTCTTTTTCCTTTTTTTGGTAACAAGACTTAGAAGGAGGGCCCAGGCACTTTCTGTTTGA 
ACCCCTGTCATGATCACAGTGTCAGAGACGCGTCCTCTTTCTTGGGGAAGTTGAGGAGTGCCCTTCAGAGCCAGT 
AGCAGGCAGGGGTGGGTAGGCACCCTCCTTCCTGTTTTTATCTAATAAAATGCTAACCTGCCCTGAGTTTCCATT 
ACTGTGGGTGGGGTTCCCCTGGGCCAAACAGTGAAAAAAAAAAAAAAAAAAAACTCGAGACTAGTTCTCTCCTGA 
AAACTGGAGGGCCTTCAAGGCTCTCATCGCTGCTCAGTACAGCGGGGCTCAGGTCCGCGTGCTCTCCGCACCACC 
CCACTTCCATTTTGGCCAAACCAACCGCACCCCTGAATTTCTCCGCAAATTTCCTGCCGGCAAGGTCCCAGCATT 
TGAGGGTGATGATGGATTCTGTGTGTTTGAGAGCAACGCCATTGCCTACTATGTGAGCAATGAGGAGCTGCGGGG 
AAGTACTCCAGAGGCAGCAGCCCAGGTGGTGCAGTGGGTGAGCTTTGCTGATTCCGATATAGTGCCCCCAGCCAG 
TACCTGGGTGTTCCCCACCTTGGGCATCATGCACCACAACAAACAGGCCACTGAGAATGCAAAGGAGGAAGTGAG 
GCGAATTCTGGGGCTGCTGGATGCTTACTTGAAGACGAGGACTTTTCTGGTGGGCGAACGAGTGACATTGGCTGA 
CATCACAGTTGTCTGCACCCTGTTGTGGCTCTATAAGCAGGTTCTAGAGCCTTCTTTCCGCCAGGCCTTTCCCAA 
TACCAACCGCTGGTTCCTCACCTGCATTAACCAGCCCCAGTTCCGGGCTGTCTTGGGCGAAGTGAAACTGTGTGA 
GAAGATGGCCCAGTTTGATGCTAAAAAGTTTGCAGAGACCCAACCTAAAAAGGACACACCACGGAAAGAGAAGGG 
TTCACGGGAAGAGAAGCAGAAGCCCCAGGCTGAGCGGAAGGAGGAGAAAAAGGCGGCTGCCCCTGCTCCTGAGGA 
GGAGATGGATGAATGXGAGCAGGCGCTGGCTGCTGAGCCCAAGGCCAAGGACCCCTTCGCTCACCTGCCCAAGAG 
TACCTTTGTGTTGGATGAATTTAAGCGCAAGTACTCCAATGAGGACACACTCTCTGTGGCACTGCCATATTTCTG 
GGAGCACTTTGATAAGGACGGCTGGTCCCTGTGGTACTCAGAGTATCGCTXCCCTGAAGAACTCACTCAGACCTT 
CATGAGCTGCAATCTCATCACTGGAATGTTCCAGCGACTGGACAAGCTGAGGAAGAATGCCTTCGCCAGTGTCAT 
CCTTTTTGGAACCAACAATAGCAGCTCCATTTCTGGAGTCTGGGTCTTCCGAGGCCAGGAGCTTGCCTTTCCGCT 
GAGTCCAGATTGGCAGGTGGACTACGAGTCATACACATGGCGGAAACTGGATCCTGGCAGCGAGGAGACCCAGAC 
GCTGGTTCGAGAGTACTTTTCCTGGGAGGGGGCCTTCCAGCATGTGGGCAAAGCCTTCAATCAGGGCAAGATCTT 
CAAGTGAACATCTCTTGCCATCACCTAGCTGCCTGCACCTGCCCTTCAGGGAGATGGGGGTCATTAAAGGAAACT 
GAACATTGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA2^ 
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FIGURE 900 

MHHNKQATENAKEEVRRILGLLDAYLKTRTFLVGERVTLADITVVCTLLWLYKQVLEPSFRQAFPNTNRWFLTCI 
NQPQFRAVLGEVKLCEKMAQFDAKKFAETQPKKDTPRKEKGSREEKQKPQAERKEEKKAAAPAPEEEMDECEQAL 
AAEPKAKDPFAHLPKS TFVLDEFKRKYSNEDTLS VALP YFWEHFDKDGWS LWYSE YRFPEELTQTFMSCNL I TGM 
FQRLDKLRKNAFASVILFGTNNSSSISGVWVFRGQELAFPLSPDWQVDYESYTWRKLDPGSEETQTLVREYFSWE 
GAFQHVGKAFNQGKIFK 
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FIGURE 901A 

caagccaattatggctccctttcccaatggtagtttgtgaatggctttaattcgccaggatcttataaaacaaat 
gctgctgctatgaatatgggtcgaccattccaaaaaaatcgtgtgaagcctcagtttaggtcatctggtggttca 
gaacactcaacagagggctctgtatccttgggggatggacagttgaacagatatagttcaagaajvctttccagct 
gaacggcataaccccacagtaactgggcatcaggagcaaacttaccttcagaaggagacttccactttgcaggtg 
gaacagaatggggactatggtaggggcaggagaactctcttcagaggtcgaagacgacgagaagatgacaggatc 
tcaagacctcatccttcaacagctgaatcaaaggctccaacaccaaagtttgacttattagcctcaaattttcca 
cctttacctggaagttcatcaagaatgccaggtgaactcgtttggagaataggatgtctgatgttgttaaaggtg 
tctacaaagaaaaggataatgaagagttgacaattagttgcccagtgcctgcagatgagcagacagaatgcactt 
ctgcccagcaactcaatatgagtaccagttctccatgt;gctgctgagcttactgcattaagcacaactcagcaag 
aaaaggatctaatagaagattcctctgttcagaaggatggtctcaatcagacaactataccagtttctcctccaa 
gtactacaaagccatcgagggcaagtactgcttcaccatgtaataataacataaatgcagctacagctgtggctc 
tacaggaaccccgaaagttaagttatgctgaagtgtgccagaagccccctaaagagccatcttcagttcttgtgc 
agccactacgggaacttcgctccaatgtggtgtctcccaccaaaaatgaagacaatggagctcctgagaactccg 
ttgagaaaccacatgagaagccagaagcaagggctagtaaggattattctggcttccgaggcaatataatcccca 
ggggagcagcaggaaaaatcagggaacagagacgccagtttagccatagggctatacctcagggagtgactcgac 
gtaatggcaaagagcaatatgtgccacccagatcaccaaag2aaaaaacaacaaaactattcaaaaacttcactc 
tcttcccattaaacttgaactgtggctatattgaactgttttggaggggagggggtagccaggaaggaaacaaga 
gaaagtacgtccatttcattatggattttggagttgtgagtgataggatcccaaaattcatctctaatgtggttt 
ttaaatgcrggaggattccaatcaatataaatatatatatatatatacacacacatatataaaaagtataatttt 
tctatttttgtttttggttttaatttgcagagatttgctgccaggaatcaattttgagggttcagatttagcttg 
gaagaaaaaaaagaaacatacatccttcagtataggagatgagggaatgagagaaaatattttttgaagaagcat 
ttctgtaaaattagaaattactttttttaatctatttaaagtttggcttgaagaatgccatctctgactatatgg 
ccttgtattgcaaagcagatcagtggctggggtgcctgttgtgggtgtgagtgtgtacaagagcgattgaagcca 
aatctgttgtcatgttagtaaatgatttgaaaactgaatgtaatacttgagtagatttttttttctagtttgaaa 
tttagtctgtctttttgaccttactaatatttcatttaacaagttgtaaaactctgattgtacttagagatgtga 
ctaccaatcagtttgatactcaaggaaagggggttattcaagaaattgaaaatttcatcttggacctcagtgcat 
cggtcaaatggatttcagaggtttaaacttccctgtgattccccctgaatacccccaaaatgagaaacaaaattt 
tttttcttactccatttgttactctctgttctttgactgcccacccacagaaaagcaaaataaccaactacctac 
tcaattgtgtgtttgtaattgctttgagcagtctagtcaaatcatataaattgttctaaatttcagaattgaaca 
ttgaagtattaactcttctgttcacacatttagaattttagctcccaagatggtagggcagactgaccgtacagt 
aatttatttgtcgttagtgttaaagattaagcatagtaactgactcttaagtgttaaataatgtagaagtaaaaa 
aattttttttaaaggcttaatttgggaggggggacttatttctgtttacagtgtattaccttccttccctcctct 
tctccccccacacccaacaaaatacagtttggaattcactgaaacagtaccagcaagtcatgagattttttagta 
aagatgagaaagatggttgaagaaaattagtgcataatttctcagtgaataaagttgtagctctcatatactaaa 
tagacaagtttacatgctgttatttagaaaatgactaaaatattaaaaaccgtgttgtgttaatctgttttaagt 
cataccatgttcagagttctatgtaaggtgggttttatttttcttttaagggatagtttgtaatagtaagaactg 
tcccatatgttagtaaattacatatgtacaaattgaaactgtaaattgtgaacactggaaagcaccattgtgaca 
tagagtaaacatcttagtaatatattaaagtgaatgtaaatggtggttaaaattacattactgtgaaattcatct 
tccaactctaagttaagctttggagatacatgttagtggttaactgttaagagctttgaaaacactgcacatatc 
tgtacaagccagaattactatttctttgacttattattagcttggcagttgcttttgatttgattgttttatgac 
atggtatactactatatttactcagtttgaaactattcatttctacacactatttttaaaaattgcctactaggt 
gaaacataacaataaaactacctgtgctgaaatttgggggaagtttaggtcctttaaaaaaacataxtaatcatt 
gactacatctatgataaaagtgcttattttggtttactaagataatgcagttggtggaaatgataaacgttttaa 
gtgttaacatcctttgaatgcgttggatttcagagaataaacattttgtaaaaatcacttggtaaggattataaa 
cttaattactgcacttaaaatgaaacattactttttttaaacaatgtgtcacaaatgtaggtctgtattacttgt 
atgcttgtgtgacttactgttagtccagctctaaaaatttaaaggttgtaattgaaatacaagaaaagagccttc 
ttttagaagaaagcaagtatatttttgcttttacttcaaatgttatttaaagtagaaatttaatttgtagatata 
acctttaaaaattttctcattaagacaatgtttttaatttaatttgcctcattacatctaatagttcccatttga 
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FIGURE 901B 

TGGCAXGIAXAGGGAAGAGXGANNNNNNNNKNNNNNNNNNN^ 

TATTTAGCATTTATTTTATTACAGCAGATTTAAAGTTTGTATCTAAATAATGCCTATGAGTTGTGTGAAGCTCTT 

GGCIITXITCCAACGXIACIXXGIAACXAAXGAGGGXGGAXGIXCAIXGIAGIXXAIIIAXXIGGXICXXXAGAX 

GGAGGAATTTAAAAAATCAAATTTTTCTCTTCACCTTTATGACTTGACATTTCCTTGATCTGTTGGAGGCTAAAA 

GTAGGTATAAATGATATTGAATGTTGGGTATAGTGATACTCTGCCATAGTTCTTACTGCATGAAGAGAACAAGAG 

TCACACAAGTTCACCACTTTGCACTTCATAGAGAAGGTACATAGAGACATTGCAAAACCTGTCTCCATTTGCTAT 

CCIGAIAAXXAAGGXIIXCAXAAIACCXAGGGCCIGXCXCIGAGXAAIXXIAAXIIIGCCAAAXACACXGACAXI 

TAAAATAGTGATCCATCTAAATTTTTTTCAGCTGGGTTTTGAGGAATATAAGAGCTTTCAATGATAAAGGTTTGT 

TGTAGTTGTCTTATGTGCTGAATTTGCAGATGATCAGATGCTGTGCAGAATTCTGATTTATTTTTGTTTCCTAAA 

AXXAAGAIAGCXXGAAXAIIAXIICACAXXCCXIIXXCIIXIXIAAAXAAACAGGIIXGCIXXGGAAAGGCXIAA 

TGATGGAATGTTAGCATCTTCACTAGGGTAAAGAAGAACAAAAAGAATGTTGCTGGAACGTAAAATAGTATTTAA 

AAGTTAATGAACACTTCTCTAGTTTTCTTAGTTATGGCCTTAATAATTAGTCTCTTGGCTTAAATGTCCACTGGT 

TTTACTTTGACACAGTTGAACAACACTGGGGTTAAGTCTCTGGTATTTAGGCTGGCAATATATATATTAACCATA 

TTTTAAAAGTACCAATTTTGTTTTTACAGAAAAGATAAAACTCAAAAGAGAACAGTGTATTCCTTCTGAGGGGCT 

TTTATAAAT.TATTAACTATAATATATGATGGATTTTTTCCTAATTTTTTATATTTCCTTACAATTTTGGTGGCCA 

TTAATTTAACTTTAGGCTTTTGGGCATATGCTAGTCTGAGCTTCCGAAAAGATACATArATGTTTCCCTTTTCAT 

TAGCTGAATGAGGATATTTTAAGAAGTTGAAAGAGAATTXATTTTCAAGTTGTGAGTAAATCCTCCTTTGAAATT 

CACCXGAIIAXIAGAXAACIXAAAGIXIAXIIIIAAAAGCIGACAACIIXXIAIGAAICXICGAGXIGACAGXIC 

CXAAAAGCGIAACICAGAXAIXAAXGGGCIGIGXAIIAAAXGGXXIXAIIIICAGIIXXGCAGCACAGAACACIG 

rXGAAAIAXCCAXAXCAACIXGAIIIXIIIAACCXAAXXCAGGIGICCIIIGCAXCICIIAAAXGXIGGGGGXGG 

GGGICAGAGCCAGXXAICCGGCXICXGIIXXGICGAIXGCIIAGAIXXGXXCCIGIIGICAAAACXGXIACCCCC 

AAAAXXGGIGXGACACATGCICAIGCAXAAAAXGXXAAAAXGAGIACAICCIXGIAXXIGXAIIIGXIIXCAACA 

XCGCCAAGGIGCXAIGGGAAAIXAACAAAAXIAGAAAAAAAAXAAAAXXAXIAAAAAGCAGAAAAA 
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FIGURE 902 

MNMGRPFQKNRVKPQFRSSGGSEHSTEGSVSLGDGQLNRYSSRNFPAERHNPTVTGHQEQTYLQKETSTLQVEQN 
GDYGRGRRTLFRGRRRREDDRISRPHPSTAESKAPTPKFDLLASNFPPLPGSSSRMPGELVWRIGCLMLLKVSTK 
KRIMKSTISCPVPADEQTECTSAQQLNMSTSSPCAAELTALSTTQQEKDLIEDSSVQKDGLNQTTIPVSPPSTTK 
PSRASTASPCNNNINAATAVALQEPRKLSYAEVCQKPPKEPSSVLVQPLRELRSNWSPTKNEDNGAPENSVEKP 
HEKPEARASKDYSGFRGNIIPRGAAGKIREQRRQFSHRAIPQGVTRRNGKEQYVPPRSPK 



WO 2004/043361 



PCT/US2003/035268 



1004/1629 

FIGURE 903 

AAAAGGGAAGCCTGCAACAAGTTAAGCTGAAGACCGAAGCAAGAGCTGGTTCAGCCTGCCAGTGGAGACACTGGG 
CCCGGCATCCAGGATGGACCCAGAATCTGAGAGAGCCCTGCAGGCCCCTCACAGCCCCTCCAAGACAGATGGGAA 
AGAATTAGCTGGGACCATGGATGGAGAAGGGACGCTCTTCCAGACTGAAAGCCCTCAGTCTGGCAGCATTCTAAC 
AGAGGAGACTGAGGTCAAGGGCACCCTGGAAGGTGATGTTTGTGGTGTGGAGCCTCCTGGCCCAGGAGACACAGT 
AGTCCAGGGAGACCTGCAGGAGACCACCGTGGTGACAGGCCTGGGACCAGACACACAGGACCTGGAAGGCCAGAG 
CCCTCCACAGAGCCTGCCTTCAACCCCCAAAGCAGCTTGGTTCAGGGAGGAGGGCCGCTGCTCCAGCAGTGACGA 
TGACACCGACGTGGACATGGAGGGTCTGCGGAGACGGCGGGGCCGGGAGGCCGGCCCACCTCAGCCCATGGTGCC 
CCTGGCTGTGGAGAACCAGGCTGGGGGTGAGGGTGCAGGCGGGGAGCTGGGCATCTCCCTCAACATGTGCCTCCT 
TGGGGCCCTGGTTCTGCTTGGCCTGGGGGTCCTCCTCTTCTCAGGTGGCCTCTCAGAGTCTGAGACTGGGCCCAT 
GGAGGAAGTGGAGCGGCAGGTCCTCCCAGACCCCGAGGTGCTGGAAGCTGTGGGGGACAGGCAGGATGGGCTAAG 
GGAACAGCTGCAGGCCCCAGTGCCTCCTGACAGTGTCCCCAGCCTGCAAAACATGGGTCTTCTGCTGGACAAGCT 
GGCCAAGGAGAACCAGGACATCCGGCTGCTGCAGGCCCAGCTGCAGGCCCAAAAGGAAGAGCTTCAGAGCCTGAT 
GCACCAGCCCAAAGGGCTAGAGGAGGAGAATGCCCAGCTCCGGGGGGCTCTGCAGCAGGGCGAAGCCTTCCAGCG 
GGCTCTGGAGTCAGAGCTGCAGCAGCTGCGGGCCCGGCTCCAGGGGCTGGAGGCCGACTGTGTCCGGGGCCCAGA 
TGGGGTGTGCCTCAGTGGGGATAGAGGCCCACAGGGTGACAAGGCCATCAGGGAGCAAGGCCCCAGGGAGCAGGA 
GCCAGAACTCAGCTTCCCGAAGCAGAAGGAACAGCTGGAGGCTGAGGCACAGGCATTAAGGCAAGAGTTAGAGAG 
GCAGCGACGGCTGCTGGGGTCTGTACAGCAGGATCTGGAGAGGAGCTTGCAGGATGCCAGCCGCGGGGACCCAGC 
TCATGCTGGCTTGGCTGAGCTGGGCCACAGATTGGCCCAGAAACTGCAGGGCCTGGAGAACTGGGGCCAGGACCC 
TGGGGTCXCTGCCAATGCCTCAAAGGCCTGGCACCAGAAGTCCCACTTCCAGAATTCTAGGGAGTGGAGTGGAAA 
GGAAAAGTGGTGGGATGGGCAGAGAGACCGGAAGGCTGAGCACTGGAAACATAAGAAGGAAGAATCTGGCCGGGA 
AAGGAAGAAGAACTGGGGAGGTCAGGAGGACAGGGAGCCAGCAGGAAGGTGGAAGGAGGGCAGGCCAAGGGTGGA 
GGAGTCGGGGAGCAAGAAGGAGGGCAAGCGACAGGGCCCGAAGGAACCCCCAAGGAAAAGTGGTAGCTTCCACTC 
CTCTGGAGAAAAGCAGAAGCAACCTCGGTGGAGGGAAGGGACTAAGGACAGCCATGACCCCCTGCCATCCTGGGC 
AGAGCTGTTGAGGCCCAAGTACCGGGCACCCCAGGGCTGCTCAGGTGTGGACGAGTGTGCCCGGCAGGAGGGCCT 
GACTTTCTTTGGCACAGAGCTAGCCCCAGTGCGGCAACAGGAGCTGGCCTCTCTGCTAAGAACATACTTGGCACG 
GCTGCCCTGGGCTGGGCAGCTGACCAAGGAGCTACCCCTCTCACCTGCTTTCTTTGGTGAGGATGGCATCTTCCG 
TCAXGACCGCCTCCGCTTCCGGGATTTTGTGGATGCCCTGGAGGACAGCTTGGAGGAGGTGGCTGTGCAACAGAC 
AGGTGATGATGATGAAGTAGATGACTTTGAGGACTTCATCTTCAGCCACTTCTTTGGAGACAAAGCACTGAAGAA 
GAGGTCAGGGAAGAAGGACAAGCACTCACAGAGCCCAAGAGCTGCGGGGCCCAGGGAGGGGCACAGCCATAGCCA 
CCACCACCACCACCGGGGCTGACACCCTGCCCCACAGGGAATGGCCTTGGCCTGGCCCAGCCCAAGATCCCAGCG 
TTATCTAACTCCTGGAGGGTGGACTCTGTCCTGGCTTGTTTGGTGTCCTCAGATATCTTTCACACAGTAGAGCAA 
AATCACCAGCCCTGCACTGATGTCACTTTATGTAGAAAAAGGCCTTAGCTGGACCTGTGTTGCCGTCTATGCAAA 
TGCATGCAAATACTCCAGGCCCTGGGATGTGGGCTTGTGTTTTGTCACTGTGAAGGGGGAGATGGGAGAGGAGCC 
TGTTTTGGGGTGGGGTCTGGGGAAGGCAATCTGATTCTGAAGCTAAAGAGCTTTCATCCTCTTGAGTGTATGTCC 
CCATAGTGGGCCCCTTGACCCACATGCTGACCGGTGCCTTGGGATTTGACTAGAGTTGCTGGCTCGAGGCCCAGC 
ACGAGGACTTACCCTGGGGTTTTGTTAGGTTTGGAAGCAGCTGTCCCTAGGGGGTGAAGTCCCCCCCCTTTTTTT 
TTTTACCCCTGCTTCTCCCACGGCTTCACCTCCCTATGTGAACTGTAGACTCAGATCCCAATAAAGTGCTGTTGC 
AGCTATGATGCTAGGTGGTTTCTAAGCACAGGGGACACCCCACACCCCCTGCCTGAATGGATGGGTCCATCCCAG 
GCACTGGTACTTGCCCCCTTGTTCTGTATCCCCCTTTGCCCTTGCCTTGCCCTTCCAACAAACCCTAGGCCCTTG 
AGAAGCTGATACTTCTCCTTTTGCTCACAGCTGCCTTGGCCCCACCCCTGGGAGATGTAGCAAATTGAGTGTGGG 
TTTTGGAGTCTGAGCCTCAGGCTCAAATCCAGGCCAAGTGATCTTGGGCAAGTTAATCTCTGGGGACTTTGGGTT 
TCXTATCCTCAAAAAAGGCGATGGAAGGGCTGGGGAAGTGATTAAATAAAAGCAACGCAAGAAAAATGCC 
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FIGURE 904 

MDPESERALQAPHSPSKTDGKELAGTMDGEGTLFQTESPQSGSILTEETEVKGTLEGDVCGVEPPGPGDTWQGD 
LQETTWTGLGPDTQDLEGQSPPQSLPSTPKAAWFREEGRCSSSDDDTDVDMEGLRRRRGREAGPPQPMVPLAVE 
NQAGGEGAGGELGISLNMCLLGALVLLGLGVLLFSGGLSESETGPMEEVERQVLPDPEVLEAVGDRQDGLREQLQ 
APVPPDSVPSLQNMGLLLDKLAKENQDIRLLQAQLQAQKEELQSLMHQPKGLEEENAQLRGALQQGEAFQRALES 
ELQQLRARLQGLEADCVRGPDGVCLSGDRGPQGDKAIREQGPREQEPELSFPKQKEQLEAEAQALRQELERQRRL 
LGSVQQDLERSLQDASRGDPAHAGLAELGHRLAQKLQGLENWGQDPGVSANASKAWHQKSHFQNSREWSGKEKWW 
DGQRDRKAEHWKHKKEESGRERKKNWGGQEDREPAGRWKEGRPRVEESGSKKEGKRQGPKEPPRKSGSFHSSGEK 
QKQPRWREGTKDSHDPLPSWAELLRPKYRAPQGCSGVDECARQEGLTFFGTELAPVRQQELASLLRTYLARLPWA 
GQLTKELPLSPAFFGEDGIFRHDRLRFRDFVDALEDSLEEVAVQQTGDDDEVDDFEDFIFSHFFGDKALKKRSGK 
KDKHSQSPRAAGPREGHSHSHHHHHRG 
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FIGURE 905 

CGAGG ATG TGCGTGGGGGCTCGGCGGCTGGGCCGCGGGCCGTGTGCGGCTCTGCTCCTCCTGGGCCTGGGGCTGA 
GCACCGTGACGGGGCTCCACTGTGTCGGGGACACCTACCCCAGCAACGACCGGTGCTGCCACGAGTGCAGGCCAG 
GCAACGGGATGGTGAGCCGCTGCAGCCGCTCCCAGAACACGGTGTGCCGTCCGTGCGGGCCGGGCTTCTACAACG 
ACGTGGTCAGCTCCAAGCCGTGCAAGCCCTGCACGTGGTGTAACCTCAGAAGTGGGAGTGAGCGGAAGCAGCTGT 
GCACGGCCACACAGGACACAGTCTGCCGCTGCCGGGCGGGCACCCAGCCCCTGGACAGCTACAAGCCTGGAGTTG 
ACTGTGCCCCCTGCCCTCCAGGGCACTTCTCCCCAGGCGACAACCAGGCCTGCAAGCCCTGGACCAACTGCACCT 
TGGCTGGGAAGCACACCCTGCAGCCGGCCAGCAATAGCTCGGACGCAATCTGTGAGGACAGGGACCCCCCAGCCA 
CGCAGCCCCAGGAGACCCAGGGCCCCCCGGCCAGGCCCATCACTGTCCAGCCCACTGAAGCCTGGCCCAGAACCT 
CACAGGGACCCTCCACCCGGCCCGTGGAGGTCCCCGGGGGCCGTGCGGTTGCCGCCATCCTGGGCCTGGGCCTGG 
TGCTGGGGCTGCTGGGCCCCCTGGCCATCCTGCTGGCCCTGTACCTGCTCCGGAGGGACCAGAGGCTGCCCCCCG 
ATGCCCACAAGCCCCCTGGGGGAGGCAGTTTCCGGACCCCCATCCAAGAGGAGCAGGCCGACGCCCACTCCACCC 
TGGCCAAGATC TGAC CTGGGCCCACCAAGGTGGACGCTGGGCCCCGCCAGGCTGGAGCCCGGAGGGTCTGCTGGG 
CGAGCAGGGCAGGTGCAGGCCGCCTGCCCCGCCACGCTCCXGGGCCAACTCTGCACCGTTCTAGGTGCCGATGGC 
TGCCTCCGGCTCTCTGCTTACGTATGCCATGCATACCTCCTGCCCCGCGGGACCACAATAAAAACCTTGGCAGAC 
GGGAGTCTCCGACCGGCAAAAAAAAAAAAAAAAA 
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FIGURE 906 

MCVGARRLGRGP C AALLLLGLGLS TVTGLHCVGD T YP SND RCCHECRP GNGMVS RCSRS QNTVCRP CGP GFYND V 
VSSKPCKPCTWCNLRSGSERKQLCTATQDTVCRCRAGTQPLDSYKPGVDCAPCPPGHFSPGDNQACKPWTNCTLA 
GKHTLQPASNSSDAICEDRDPPATQPQETQGPPARPITVQPTEAWPRTSQGPSTRPVEVPGGRAVAAILGLGLVL 
GLLGPLAILLALYLLRRDQRLPPDAHKPPGGGSFRTPIQEEQADAHSTLAKI 
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FIGURE 907 

ATGACCAAAGCTGATCTCATAAATAATTTGGGAACCATTGCCAAGTCTGGTACTAAAGCATTCATGGAGGCTCTT 
CAGGCTGGTGCAGACATCTCCATGATTGGGCAGTTTGGTGTTGGCTTTTATTCTGCCTACTTGGTGGCAGAGAAA 
GTGGTTGTGATCACAAAGCACAACGATGATGAACAGTATGCTTGGGAGTCTTCTGCTGGAGGTTCCTTCACTGTG 
CGTGCTGACCATGGTGAGCCCATTGGCAGGGGTACCAAAGTGATCCTCCATCTTA2^AGAAGATCAGACAGAGTAC 
CTAGAAGAGAGGCGGGTCAAAGAAGTAGTGAAGAAGCATTCTCAGTTCATAGGCTATCCCATCACCCTTTATTTG 
GAGAAGGAACGAGAGAAGGAAATTAGTGATGATGAGGCAGAGGAAGAGAAAGGTGAGAAAGAAGAGGAAGATAAA 
GATGATGAAGAAAAGCCCAAGATCGAAGATGTGGGTTCAGATGAGGAGGATGACAGCGGTAAGGATAAGAAGAAG 
AAAACTAAGAAGATCAAAGAGAAATACATTGATCAGGAAGAACTAAACAAGACCAAGCCTATTTGGACCAGAAAC 
CCTGATGACATCACCCAAGAGGAGTATGGAGAATTCTACAAGAGCCTCACTAATGACTGGGAAGACCACTTGGCA 
GTCAAGCACTTTTCTGTAGAAGGTCAGTTGGAATTCAGGGCATTGCTATTTATTCCTCGTCGGGCTCCCTTTGAC 
CTTTTTGAGAACAAGAAGAAAAAGAACAACATCAAACTCTATGTCCGCCGTGTGTTCATCATGGACAGCTGTGAT 
GAGTTGATACCAGAGTATCTCAATTTTATCCGTGGTGTGGTTGACTCTGAGGATCTGCCCCTGAACATCTCCCGA 
GAAATGCTCCAGCAGAGCAAAATCTTGAAAGTCATTCGCAAAAACATTGTTAAGAAGTGCCTTGAGCTCTTCTCT 
GAGCTGGCAGAAGACAAGGAGAATTACAAGAAATTCTATGAGGCATTCTCTAAAAATCTCAAGCTTGGAATCCAC 
GAAGACTCCACTAACCGCCGCCGCCTGTCTGAGCTGCTGCGCTATCATACCTCCCAGTCTGGAGATGAGATGACA 
TCTCTGTCAGAGTATGTTTCTCGCATGAAGGAGACACAGAAGTCCATCTATTACATCACTGGTGAGAGCAAAGAG 
CAGGTGGCCAACTCAGCTTTTGTGGAGCGAGTGCGGAAACGGGGCTTCGAGGTGGTATATATGACCGAGCCCATT 
GACGAGTACTGTGTGCAGCAGCTCAAGGAATTTGATGGGAAGAGCCTGGTCTCAGTTACCAAGGAGGGTCTGGAG 
CTGCCTGAGGATGAGGAGGAGAAGAAGAAGATGGAAGAGAGCAAGGCAAAGTTTGAGAACCTCTGCAAGCTCATG 
AAAGAAATCTTAGATAAGAAGGTTGAGAAGGTGACAATCTCCAATAGACTTGTGTCTTCACCTTGCTGCATTGTG 
ACCAGCACCTACGGCTGGACAGCCAATATGGAGCGGATCATGAAAGCCCAGGCACTTCGGGACAACTCCACCATG 
GGCTATATGATGGCCAAAAAGCACCTGGAGATCAACCCTGACCACCCCATTGTGGAGACGCTGCGGCAGAAGGCT 
GAGGCCGACAAGAATGATAAGGCAGTTAAGGACCTGGTGGTGCTGCTGTTTGAAACCGCCCTGCTATCTTCTGGC 
TTTTCCCTTGAGGATCCCCAGACCCACTCCAACCGCATCTATCGCATGATCAAGCTAGGTCTAGGTATTGATGAA 
GATGAAGTGGCAGCAGAGGAACCCAATGCTGCAGTTCCTGATGAGATCCCCCCTCTCGAGGGCGATGAGGATGCG 
TCTCGCATGGAAGAAGTCGATTAGGTTAGGAGTTCATAGTTGGAAAACTTGTGCCCTTGTATAGTGTCCCCATGG 
GCTCCCACTGCAGCCTCGAGTGCCCCTGTCCCACCTGGCTCCCCCTGCTGGTGTCTAGTGTTTTTTT 
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FIGURE 908 

MTKADLINNLGTIAKSGTKAFMEALQAGADISMIGQFGVGFYSAYLVAEKVVVITKHNDDEQYAWESSAGGSFTV 
RADHGEPIGRGTKVILHLKEDQTEYLEERRVKEWKKHSQFIGYPITLYLEKEREKEISDDEAEEEKGEKEEEDK 
DDEEKPKIEDVGSDEEDDSGKDKKKKTKKIKEKYIDQEELNKTKPIWTRNPDDITQEEYGEFYKSLTNDWEDHLA 
VKHFSVEGQLEFRALLFIPRRAPFDLFENKKKKNNIKLYVRRWIMDSCDELIPEYLNFIRGVVDSEDLPLNISR 
EMLQQSKILKVIRKNIVKKCLELFSELAEDKENYKKFYEAFSKNLKLGIHEDSTNRRRLSELLRYHTSQSGDEMT 
SLSEYVSRMKETQKSIYYITGESKEQVANSAFVERVRKRGFEWYMTEPIDEYCVQQLKEFDGKSLVSVTKEGLE 
LPEDEEEKKKMEESKAKFENLCKLMKE I LDKKVEKVT I SNRLVS SPCCI VTS TYGWTANMERIMKAQALRDNSTM 
GY^3MAKKHLEINPDHPIVETLRQKAEADKNDKAVKDLVVLLFETALLSSGFSLEDPQTHSNRIYRMIKLGLGIDE 
DEVAAEEPNAAVPDEIPPLEGDEDASRMEEVD 
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FIGURE 909 

ACTCTTCTGGTCCCCACAGACTCAGAGAGAACCCACCATOGTGCTGTCTCCTGCCGACAAGACCAACGTCAAGGC 
CGCCTGGGGTAAGGTCGGCGCGCACGCTGGCGAGTATGGTGCGGAGGCCCTGGAGAGGATGTTCCTGTCCTTCCC 
CACCACCAAGACCTACTTCCCGCACTTCGACCTGAGCCACGGCTCTGCCCAGGTTAAGGGCCACGGCAAGAAGGT 
GGCCGACGCGCTGACCAACGCCGTGGCGCACGTGGACGACATGCCCAACGCGCTGTCCGCCCTGAGCGACCTGCA 
CGCGCACAAGCTTCGGGTGGACCCGGTCAACTTCAAGCTCCTAAGCCACTGCCTGCTGGTGACCCTGGCCGCCCA 
CCTCCCCGCCGAGTTCACCCCTGCGGTGCACGCCTCCCTGGACAAGTTCCTGGCTTCTGTGAGCACCGTGCTGAC 
CTCCAAATACCGTTAAGCTGGAGCCTCGGTAGCCGTTCCTCCTGCCCGCTGGGCCTCCCAACGGGCCCTCCTCCC 
CTCCTTGCACCGGCCCTTCCTGGTCTTTGAATAAAGTCTGAGTGGGCGGC 
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FIGURE 910 



MVLSPADKTNVKAAWGKVGAHAGEYGAEALERMFLSFPTTKTYFPHFDLSHGSAQVKGHGKKVADALTNAVAHVD 
DMPNALSALSDLHAHKLRVDPVNFKLLSHCLLVTLAAHLPAEFTPAVHASLDKFLASVSTVLTSKYR 
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FIGURE 911 

GGAGTGCGGGGCGCCCGGCGCCAGGGGAGCCGCCACAGCCATGGATTGCAAAGATAGACCAGCTTTTCCAGTTAA 
GAAGTTAATACAAGCCCGTCTGCCGTTTAAGCGCCTGAATCTTGTCCCAAAGGGGAAAGCCGATGACATGTCAGA 
CGATCAGGGTACTTCTGTGCAAAGTAAAAGCCCCGATTTAGAGGCCTCTTTGGACACCTTGGAAAACAACTGTCA 
TGTGGGTTCTGACATAGACTTTAGACCGAAACTTGTCAACGGGAAGGGTCCCTTAGATAACTTTTTAAGAAATAG 
AATCGAAACCAGTATTGGCCAGAGCACAGTCATCATTGATTTGACAGAGGACTCGAATGAGCAGCCAGACAGTCT 
TGTGGACCACAATAAACTAAATTCTGAAGCCTCTCCCTCCAGGGAGGCAATAAATGGCCAGCGAGAAGACACTGG 
GGATCAGCAGGGGTTGTTGAAGGCCATTCAGAACGACAAGTTGGCATTTCCTGGAGAGACCCTTTCAGACATTCC 
TTGCAAAACAGAGGAGGAGGGTGTTGGCTGTGGAGGTGCAGGGAGGAGAGGCGACTCCCAGGAATGTTCGCCACG 
GAGCTGCCCGGAGCTGACGAGTGGCCCGAGAATGTGCCCCAGAAAGGAGCAGGACAGTTGGAGTGAAGCTGGGGG 
CATCCTGTTCAAAGGGAAGGTGCCTATGGTGGTCTTGCAGGACATCTTGGCTGTGAGACCACCGCAAATCAAGTC 
CCTTCCAGCCACACCCCAAGGCAAGAACATGACCCCTGAGAGTGAGGTGCTGGAATCTTTCCCCGAAGAAGACTC 
TGTACTCAGCCATTCGTCCCTGAGCTCTCCCTCTTCCACCAGCTCGCCCGAGGGGCCGCCTGCTCCCCCAAAGCA 
GCACAGCAGTACCAGTCCCTTCCCCACCTCCACGCCCCTCCGCAGAATAACTAAGAAATTCGTCAAAGGCTCTAC 
AGAGAAGAACAAGCTCAGACTGCA2VAGAGATCAGGAGCGTCTGGGCAAGCAGCTCAAGTTACGTGCAGA7\AGGGA 
AGAAAAGGAGAAGCTGAAAGAGGAGGCCAAGCGGGCCAAGGAGGAGGCCAAGAAGAAGAAGGAGGAAGAGAAGGA 
GCTTAAGGAAAAGGAGAGGCGGGAGAAGCGGGAGAAGGATGAGAAGGAGAAGGCGGAGAAGCAGCGGCTCAAGGA 
GGAGCGGCGCAAGGAGAGACAGGAAGCCCTGGAGGCTAAACTTGAGGAAAAAAGGAAAAAGGAAGAAGAGAAACG 
GTTAAGAGAAGAAGAGAAGCGCATTAAAGCAGAGAAGGCCGAAATCACGAGGTTCTTCCAGAAACCAAAGACTCC 
ACAGGCCCCCAAGACCCTGGCCGGCTCCTGTGGGAAGTTTGCCCCCTTTGAAATTAAAGAGCACATGGTCCTGGC 
CCCTCGGCGTCGGACCGCTTTCCATCCAGACCTCTGCAGTCAGCTGGACCAGCTCCTCCAGCAGCAGAGCGGCGA 
GTTCTCCXTCTTGAAAGACCTCAAAGGCCGGCAGCCCCTGAGGTCCGGACCCACGCACGTTTCCACCCGGAATGC 
AGATATTTTTAACAGTGATGTCGTCATCGTGGAGCGTGGGAAGGGCGACGGTGTTCCCGAGAGGAGGAAGTTTGG 
CAGGATGAAGCTCCTGCAGTTCTGTGAGAACCACCGGCCTGCCTACTGGGGTACCTGGAATAAGAAGACGGCACT 
CATCCGCGCGCGAGACCCCTGGGCCCAGGACACGAAGCTCCTGGACTATGAGGTGGACAGTGATGAGGAGTGGGA 
AGAAGAGGAGCCTGGGGAGTCCCTGTCCCACAGTGAGGGGGATGATGATGACGACATGGGAGAGGATGAAGATGA 
GGACGATGGTTTCTTTGTGCCCCATGGGTACCTGTCTGAGGACGAAGGTGTGACAGAGGAGTGTGCCGACCCTGA 
GAACCATAAGGTCCGCCAGAAACTGAAGGCCAAGGAGTGGGACGAGTTCCTGGCTAAGGGGAAGCGCTTTCGCGT 
CCTGCAACCTGTGAAGATCGGCTGCGTGTGGGCGGCTGACAGAGACTGCGCAGGCGATGACCTGAAGGTACTGCA 
GCAGTTCGCAGCCTGCTTCCTGGAGACCCTGCCGGCCCAGGAGGAGCAGACGCCCAAGGCCTCCAAGCGGGAGAG 
GAGAGACGAGCAGATCCTGGCCCAGCTGCTGCCGCTCCTGCACGGCAATGTGAACGGGAGCAAGGTCATCATCCG 
GGAGTTCCAGGAGCACTGCCGCCGGGGACTGCTCAGCAACCACACCGGCAGCCCGCGGACGCCCTCCACCACCTA 
CCTGCACACCCCCACCCCCAGCGAGGATGCCGCCATCCCCTCTAAGTCCCGGCTCAAGCGGCTCATTTCCGAGAA 
CTCAGTGTATGAGAAGCGGCCTGACTTCAGGATGTGCTGGTACGTGCACCCGCAGGTGCXACAGAGCTTCCAGCA 
GGAGCACCTGCCCGTGCCGTGCCAGTGGAGCTATGTGACATCGGTGCCCTCGGCCCCCAAAGAGGACAGTGGCAG 
CGTCCCCTCCACGGGGCCCAGCCAGGGCACTCCCATCTCGCTGAAGAGGAAGTCAGCGGGCAGCATGTGCATCAC 
CCAATTCATGAAGAAGCGCAGGCACGACGGCCAGATTGGTGCTGAAGACATGGACGGCTTCCAGGCAGACACGGA 
GGAGGAGGAAGAGGAGGAGGGCGACTGTATGATCGTGGATGTCCCGGATGCTGTGGAGGTCCAAGCCCCGTGTGG 
AGCCGCTTCCGGAGCTGGGGGTGGTGTGGGGGTGGACACCGGCAAGGCCACCCTGACCGCGAGCCCACTGGGTGC 
ATCCTGAGAGCAGGGGTGACGTATGTAGAACGCTTAGGGTGTCCTCCCCACAGAGCAGATACTTGAACCGACTCA 
ATTCCTGTGTAAAGAGCACTTTGTCCTGCTTCACGGACCTCCCCAAAGTGTGCAGAGTTCTATATAGGATGCTGG 
ATTAGTTCCTTTGATATTTGTAAAAATTCCCCCAAGAGCCGCATATGAATCTGCCCTTTAATAAAGCATTATTGA 
GATTGCTGGCCTATTGGGGAAGCTGCGGGCACAGGA 
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FIGURE 912 

MDCKDRPAFPVKKLIQARLPFKRLNLVPKGKADDMSDDQGTSVQSKSPDLEASLDTLENNCHVGSDIDFRPKLVN 
GKGPLDNFLRNRIETSIGQSTVIIDLTEDSNEQPDSLVDHNKLNSEASPSREAINGQREDTGDQQGLLKAIQNDK 
LAFPGETLSDIPCKTEEEGVGCGGAGRRGDSQECSPRSCPELTSGPRMCPRKEQDSWSEAGGILFKGKVPMVVLQ 
DILAVRPPQIKSLPATPQGKNMTPESEVLESFPEEDSVLSHSSLSSPSSTSSPEGPPAPPKQHSSTSPFPTSTPL 
RRITKKFVKGSTEKNKLRLQRDQERLGKQLKLRAEREEKEKLKEEAKRAKEEAKKKKEEEKELKEKERREKREKD 
EKEKAEKQRLKEERRKERQEALEAKLEEKRKKEEEKRLREEEKRIKAEKAEITRFFQKPKTPQAPKTLAGSCGKF 
APFEIKEHMVLAPRRRTAFHPDLCSQLDQLLQQQSGEFSFLKDLKGRQPLRSGPTHVSTRNADIFNSDWIVERG 
KGDGVPERRKFGRMKLLQFCENHRPAYWGTWNKKTALIRARDPWAQDTKLLDYEVDSDEEWEEEEPGESLSHSEG 
DDDDDMGEDEDEDDGFFVPHGYLSEDEGVTEECADPENHKVRQKLKAKEWDEFLAKGKRFRVLQPVKIGCVWAAD 
RDCAGDDLKVLQQFAACFLETLPAQEEQTPKASKRERRDEQILAQLLPLLHGNVNGSKVIIREFQEHCRRGLLSN 
HTGSPRTP STTYLHTP TP SEDAAIP S KSRLKRL I SENS VYEKRPDFRMCWYVHPQVLQSFQQEHLP VPCQWS YVT 
SVPSAPKEDSGSVPSTGPSQGTPISLKRKSAGSMCITQFMKKRRHDGQIGAEDMDGFQADTEEEEEEEGDCMIVD 
VPDAVEVQAPCGAASGAGGGVGVDTGKATLTASPLGAS 
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FIGURE 913 

GGCACGAGGTTCCGAGTTGCGATGCTGTACTTCTCTTTGTTTTGGGCGGCTCGGCCTCTGCAGAGATGTGGGCAG 

CTGGTCAGGATGGCCATTCGGGCTCAGCACAGCAACGCAGCCCAGACTCAGACTGGGGAAGCAAACAGGGGCTGG 

ACAGGCCAGGAGAGCCTGTCGGACAGTGATCCTGAGATGTGGGAGTTGCTGCAGAGGGAGAAGGACAGGCAGTGT 

CGTGGCCTGGAGCTCATTGCCTCAGAGAACTTCTGCAGCCGAGCTGCGCTGGAGGCCCTGGGGTCCTGTCTGAAC 

AACAAGTACTCGGAGGGTTATCCTGGCAAGAGATACTATGGGGGAGCAGAGGTGGTGGATGAAATTGAGCTGCTG 

TGCCAGCGCCGGGCCTTGGAAGCCTTTGACCTGGATCCTGCACAGTGGGGAGTCAATGTCCAGCCCTACTCCGGG 

TCCCCAGCCAACCTGGCCGTCTACACAGCCCTTCTGCAACCTCACGACCGGATCATGGGGCTGGACCTGCCCGAT 

GGGGGCCATCTCACCCACGGCTACATGTCTGACGTCAAGCGGATATCAGCCACGTCCATCTTCTTCGAGTCTATG 

CCCTATAAGCTCAACCCCAAAACTGGCCTCATTGACTACAACCAGCTGGCACTGACTGCTCGACTTTTCCGGCCA 

CGGCTCATCATAGCTGGCACCAGCGCCTATGCTCGCCTCATTGACTACGCCCGCATGAGAGAGGTGTGTGATGAA 

GTCAAAGCACACCTGCTGGCAGACATGGCCCACATCAGTGGCCTGGTGGCTGCCAAGGTGATTCCCTCGCCTTTC 

AAGCACGCGGACATCGTCACCACCACTACTCACAAGACTCTTCGAGGGGCCAGGTCAGGGCTCATCTTCTACCGG 

AAAGGGGTGAAGGCTGTGGACCCCAAGACTGGCCGGGAGATCCCTTACACATTTGAGGACCGAATCAACTTTGCC 

GTGTTCCCATCCCTGCAGGGGGGCCCCCACAATCATGCCATTGCTGCAGTAGCTGTGGCCCTAAAGCAGGCCTGC 

ACCCCCATGTTCCGGGAGTACTCCCTGCAGGTTCTGAAGAATGCTCGGGCCATGGCAGATGCCCTGCTAGAGCGA 

GGCTACTCACTGGTATCAGGTGGTACTGACAACCACCTGGTGCTGGTGGACCTGCGGCCCAAGGGCCTGGATGGA 

GCTCGGGCTGAGCGGGTGCTAGAGCTTGTATCCATCACTGCCAACAAGAACACCTGTCCTGGAGACCGAAGTGCC 

ATCACACCGGGCGGCCTGCGGCTTGGGGCCCCAGCCTTAACTTCTCGACAGTTCCGTGAGGATGACTTCCGGAGA 

GTTGTGGACTTTATAGATGAAGGGGTCAACATTGGCTTAGAGGTGAAGAGCAAGACTGCCAAGCTCCAGGATTTC 

AAATCCTTCCTGCTTAAGGACTCAGAAACAAGTCAGCGTCTG(3CCAACCTCAGGCAACGGGTGGAGCAGTTTGCC 

AGGGCCTTCCCCATGCCTGGTTTTGATGAGCATTGAAGGCACCTGGGAAATGAGGCCCACAGACTCAAAGTTACT 

CTCCTTCCCCCTACCTGGGCCAGTGAAATAGAAAGCCTTTCTATTTTTTGGTGCGGGAGGGAAGACCTCTCACTT 

AGGGCAAGAGCCAGGTATAGTCTCCCTTCCCAGAATTTGTAACTGAGAAGATCTTTTCTTTTTCCTTTTTTTGGT 

AACAAGACTTAGAAGGAGGGCCCAGGCACTTTCTGTTTGAACCCCTGTCATGATCACAGTGTCAGAGACGCGTCC 

TCTTTCTTGGGGAAGTTGAGGAGTGCCCTTCAGAGCCAGTAGCAGGCAGGGGTGGGTAGGCACCCTCCTTCCTGT 

TTTTATCTAATAAAATGCTAACCTGCAAAAAAAAAAAAAAAAAAAAAAAAAATCAGACTAGGTGGACTCTGCCTG 

CCTACCTGGTCTGGGAAGATGTTCTACCATATCTCCCTAGAGCACGAAATCCTGCTGCACCCGCGCTACTTCGGC 

CCCAACTTGCTCAACACGGTGAAGCAGAAGCTCTTCACCGAGGTGGAGGGGACCTGCACAGGGAAGTGAGTGTCG 

AGCTCACCGCACCGCCAGATCGTTCGATGCGCACACGGGGCGCTATACCTGCAACCCCTCCCCAACTCCTACTCG 

TCCTGCCACCCACTCTGGGGACCCCTCTCCTCTCTCAGGCAGCCAGTTGCTTCCTGCTTTGGGTTCCCAGGGCGC 

CCTCTGCAATGCTGGACAATAAGACTTCCTTCTCTCAGCTGAGATGGGTCATTCATTGACTCCTCAAACATTTTA 

AAAACCCTTGGTGTGTGCCAGGACCCGTGTTGGGCTCAGAACAAGGTAGAATGGGAACAAGATAGAATGAGGACA 

GCCCCTGTGGAGCTCACAGTGTAATCATTGTTCCTGTGTCTGCTCTCCCTCTGTCATTCTGCTGGTTTTCTCTTA 

TCCCCTGTGCCCAGGGACCACACACCATGGGCCTCTATATATCTTCTGAATGAATGACCAGAAAAAGCAGATCGA 

GAGTTTGGGGGAGGAAGGAAGTAGCCTGGGATTTGACCATCTCTGGGCTTTGCACAGAGGGGCCTCTCTGATATT 

AATGAGCTGGGACCCAGCTCAGGGCAGTGGAGTACTTGGGCCTCCAGCATCAGAAAAACCTGCAGGAACATGCAG 

ATTCCTGAGCCTCCTTATTCCCTACAGAATCAAGACTGTCTGGGGCAGACCTGAGAATCTGCATTTTAAGAAGAT 

GATTCTCAGGCATCCCGAAGATTGAGATCTGTTGCCTCAAGGACTCCAGCCTTCTTGGACATTTATTGTGAAATT 

ACCAGAACAGCATTTGGTCTTACACATACTGATCTCTGTTCTGTCTTCTTTTGGTCATTAAGCTCTCTGGGAGCA 

GAGGTGCTATCTACTTGTCCTTTTGCTCTCCCCGACCCTACCCCCAAGAGCTCAGCGACTTTTATTGCAGATGTC 

TTTAGAGGCTCTTGGACACACAGTGTCTTCCTGTTTCTCATCCTCCTTGCAGGTTGGACTCTTCACAGAAATTGG 

GCCCATGTCTTGCTTCATCTCTCGACATTCCATCCCTTCAGAGATGGAGTTTGATCCTAACTCCAACCCACCATG 

TTACAAGACAATGGATGAGGATATTGTGATTCAGCAGGACGATGAGATCCGCTTAAAGATTGTGGGGACCCGTGT 

GGACAAGAATGACATTTTTGCTATTGGCTCCCTGATGGACGATTACTTGGGGCTTGTAAGCTGAGCCTGGTGGCC 

TCCTACCCTTGGTCCTACTCTAGGAAGTGTGATTGTCACACTTATCATGTTGTCCAGAGGTCCAGTCTGGCTGCT 

GTTGTGGAGGCAAGGAAGGCAACTCATCCCAGAAGGCATCTGGTGCTTCTTGTAGCTTAACTACTGCCTCCTCAT 

TTTTCAGTATGTGTTCTAAGTATAAAAAGTCCTTGGTTCTCAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 914 

^YFSLFWAARPLQRCGQLVRMAIRAQHSNAAQTQTGEANRGWTGQESLSDSDPEMWELLQREKDRQCRGLELIA 
SENFCSRAALEALGSCLNNKYSEGYPGKRYYGGAEWDEIELLCQRRALEAFDLDPAQWGVNVQPYSGSPANLAV 
YTALLQPHDRIMGLDLPDGGHLTHGYMSDVKRISATSIFFESMPYKLNPKTGLIDYNQLALTARLFRPRLIIAGT 
SAYARLIDYARMREVCDEVKAHLLADMAHISGLVAAKVIPSPFKHADIVTTTTHKTLRGARSGLIFYRKGVKAVD 
PKTGREIPYTFEDRINFAVFPSLQGGPHNHAIAAVAVALKQACTPMFREYSLQVLKNARAMADALLERGYSLVSG 
GTDNHLVLVDLRPKGLDGARAERVLELVSITANKNTCPGDRSAITPGGLRLGAPALTSRQFREDDFRRWDFIDE 
GVNIGLEVKSKTAKLQDFKSFLLKDSETSQRLANLRQRVEQFARAFPMPGFDEH 
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FIGURE 915 

CTCGCCCGTCCGGCGCACGCTCCGCCTCCGTCAGTTGGCTCCGCTGTCGGGTGCGCGGCGTGGAGCGGCAGCCGG 
TCTGGACGCGCGGCCGGGGCTGGGGGCTGGGAGCGCGGCGCGCAAGATCTCCCCGCGCGAGAGCGGCCCCTGCCA 
CCGGGCGAGGCCTGCGCCGCGATGGCAGAGATGGGCAGTAAAGGGGTGACGGCGGGAAAGATCGCCAGCAACGTG 
CAGAAGAAGCTCACCCGCGCGCAGGAGAAGGTTCTCCAGAAGCTGGGGAAGGCAGATGAGACCAAGGATGAGCAG 
TTTGAGCAGTGCGTCCAGAATTTCAACAAGCAGCTGACGGAGGGCACCCGGCTGCAGAAGGATCTCCGGACCTAC 
CTGGCCTCCGTCAAAGCCATGCACGAGGCTTCCAAGAAGCTGAATGAGTGTCTGCAGGAGGTGTATGAGCCCGAT 
TGGCCCGGCAGGGATGAGGCAAACAAGATCGCAGAGAACAACGACCTGCTGTGGATGGATTACCACCAGAAGCTG 
GTGGACCAGGCGCTGCTGACCATGGACACGTACCTGGGCCAGTTCCCCGACATCAAGTCACGCATTGCCAAGCGG 
GGGCGCAAGCTGGTGGACTACGACAGTGCCCGGCACCACTACGAGTCCCTTCAAACTGCCAAAAAGAAGGATGAA 
GCCAAAATTGCCAAGGCCGAGGAGGAGCTCATCAAAGCCCAGAAGGTGTTTGAGGAGATGAATGTGGATCTGCAG 
GAGGAGCTGCCGTCCCTGTGGAACAGCCGCGTAGGTTTCTACGTCAACACGTTCCAGAGCATCGCGGGCCTGGAG 
GAAAACTTCCACAAGGAGATGAGCAAGCTCAACCAGAACCTCAATGATGTGCTGGTCGGCCTGGAGAAGCAACAC 
GGGAGCAACACCTTCACGGTCAAGGCCCAGCCCAGTGACAACGCGCCTGCAAAAGGGAACAAGAGCCCTTCGCCT 
CCAGATGGCTCCCCTGCCGCCACCCCCGAGATCAGAGTCAACCACGAGCCAGAGCCGGCCGGCGGGGCCACGCCC 
GGGGCCACCCTCCCCAAGTCCCCATCTCAGCTCCGGAAAGGCCCACCAGTCCCTCCGCCTCCCAAACACACCCCG 
TCCAAGGAAGTCAAGCAGGAGCAGATCCTCAGCCTGTTTGAGGACACGTTTGTCCCTGAGATCAGCGTGACCACC 
CCCTCCCAGCCAGCAGAGGCCTCGGAGGTGGCGGGTGGGACCCAACCTGCGGCTGGAGCCCAGGAGCCAGGGGAG 
ACGGCGGCAAGTGAAGCAGCCTCCAGCTCTCTTCCTGCTGTCGTGGTGGAGACCTTCCCAGCAACTGTGAATGGC 
ACCGTGGAGGGCGGCAGTGGGGCCGGGCGCTTGGACCTGCCCCCAGGrTTCATGTTCAAGGTACAGGCCCAGCAC 
GACTACACGGCCACTGACACAGACGAGCTGCAGCTCAAGGCTGGTGATGTGGTGCTGGTGATCCCCTTCCAGAAC 
CCTGAAGAGCAGGATGAAGGCTGGCTCATGGGCGTGAAGGAGAGCGACTGGAACCAGCACAAGGAGCTGGAGAAG 
TGCCGTGGCGTCTTCCCCGAGAACTTCACTGAGAGGGTCCCATGACGGCGGGGCCCAGGCAGCCTCCGGGCGTGT 
GAAGAACACCTCCTCCCGAAAAATGTGTGGTTCTTTTTTTTGTTTTGTTTTCGTTTTTCATCTTTTGAAGAGCAA 
AGGGAAATCAAGAGGAGACCCCCAGGCAGAGGGGCGTTCTCCCAAAGATTAGGTCGTTTTCCAAAGAGCCGCGTC 
CCGGCAAGTCCGGCGGAATTCACCAGTGTTCCTGAAGCTGCTGTGTCCTCTAGTTGAGTTTCTGGCGCCCCTGCC 
TGTGCCCGCATGTGTGCCTGGCCGCAGGGCGGGGCTGGGGGCTGCCGAGCCACCATGCTTGCCTGAAGCTTCGGC 
CGCGCCACCCGGGCAAGGGTCCTCTTTTCCTGGCAGCTGCTGTGGGTGGGGCCCAGACACCAGCCTAGCCTGGCT 
CTGCCCCGCAGACGGTCTGTGTGCTGTTTGAAAATAAATCTTAGTGTTCAAAACAAAATGAAACAAAAAAAAAAT 
GATAAAAACTTTCAG 
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FIGURE 916 

MAEMGSKGVTAGKIASNVQKKLTRAQEKVLQKLGKADETKDEQFEQCVQNFNKQLTEGTRLQKDLRTYLASVKAM 
HEASKKLNECLQEVYEPDWPGRDEANKIAENNDLLWMDYHQKLVDQALLTMDTYLGQFPDIKSRIAKRGRKLVDY 
DSARHHYESLQTAKKKDEAKIAKAEEELIKAQKVFEEMNVDLQEELPSLWNSRVGFYVNTFQSIAGLEENFHKEM 
SKLNQNLNDVLVGLEKQHGSNTFTVKAQPSDNAPAKGNKSPSPPDGSPAATPEIRVNHEPEPAGGATPGATLPKS 
PSQLRKGPPVPPPPKHTPSKEVKQEQILSLFEDTFVPEISVTTPSQPAEASEVAGGTQPAAGAQEPGETAASEAA 
SSSLPAVWETFPATVNGTVEGGSGAGRLDLPPGFMFKVQAQHDYTATDTDELQLKAGDWLVIPFQNPEEQDEG 
WLMGVKESDWNQHKELEKCRGVFPENFTERVP 
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FIGURE 917 

AAAGCAGAATTGAGAGTTTGTTCTTACACACAAGTTT7VATGCCACCTTCCTCTGTCTGCCATGGACCAACAAGCA 
ATATATGCTGAGTTAAACTTACCCACAGACTCAGGCCCAGAAAGTTCTTCACCTTCATCTCTTCCTCGGGATGTC 
TGTCAGGGTTCACCTTGGCATCAATTTGCCCTGAAACTTAGCTGTGCTGGGATTATTCTCCTTGTCTTGGTTGTT 
ACTGGGTTGAGTGTTTCAGTGACATCCTTAATACAGAAATCATCAATAGAAAAATGCAGTGTGGACATTCAACAG 
AGCAGGAATAAAACAACAGAGAGACCGGGTCTCTTAAACTGCCCAATATATTGGCAGCAACTCCGAGAGAAATGC 
TTGTTATTTTCTCACACTGTCAACCCTTGGAATAACAGTCTAGCTGATTGTTCCACCAAAGAATCCAGCCTGCTG 
CTTATTCGAGATAAGGATGAATTGATACACACACAGAACCTGATACGTGACAAAGCAATTCTGTTTTGGATTGGA 
TTAAATTTTTCATTATCAGAAAAGAACTGGAAGTGGATAAACGGCTCTTTTTTAAATTCTAATGACTTAGAAATT 
AGAGGTGATGCTAAAGAAAACAGCTGTATTTCCATCTCACAGACATCTGTGTATTCTGAGTACTGTAGTACAGAA 
ATCAGATGGATCTGCCAAAAAGAACTAACACCTGTGAGAAATAAAGTGTATCCTGACTCT TGA 
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FIGURE 918 

MDQQAIYAELNLPTDSGPESSSPSSLPRDVCQGSPWHQFALKLSCAGIILLVLWTGLSVSVTSIjIQKSSIEKCS 
VDIQQSRNKTTERPGLLNCPIYWQQLREKCLLFSHTVNPWNNSLADCSTKESSLLLIRDKDELIHTQNLIRDKAI 
LFWIGLNFSLSEKNWKWINGSFLNSNDLEIRGDAKENSCISISQTSVYSEYCSTEIRWICQKELTPVRNKVYPDS 
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FIGURE 919 

ATGACCATGGAAACAGTTGAATCCCAGCATGATGGAAGTATAACAGCTTCTTTGACAGAGAGCAAGTCTGCTCAT 
GTGCAGACTCAGACTGGGCAAATTTCAATCCCTGCTTTAGCTCAGTGCAGTGAGCTGAGATCAGGCACCAGAAGA 
GGCTCCCCAGCTGTAACTCTAGTGCAGTTACCTTCGGGCCAAACTATACATGTCCAGGGAGTAATTCAGACACCA 
CAGCCATGGGTTATTCAGTCATCAGAAATACACACCGTTCAGGTAGCAGCAATTGCAGAGACAGATG7UVTCTGCA 
GAATCAGAAGGTGTAATTGATTCTCATAAACGTAGAGAAATCCTTTCACGAAGACCCTCTTATAGGAAAATACTG 
AATGAACTGTCCTCTGATGTGCCTGGTGTTCCCAAGATTGAAGAAGAGAGAXCAGAGGAAGAAGGAACACCACCT 
AGTATTGCTACCATGGCAGTACCAACTAGCATATATCAGACTAGCACGGGGCAATACATTGCTATAGCCCAAGGT 
GGAACAATCCAGATTTCTAACCCAGGATCTGATGGTGTTCAGGGACTGCAGGCATTAACAATGACAAATTCAGGA 
GCTCCTCCACCAGGTGCTACAATTGTACAGTACGCAGCACAATCAGCTGATGGCACACAGCAGTTCTTTGTCCCA 
GGCAGCCAGGTTGTTGTTCAAGCTGCCACTGGTGACATGCCAACTTACCAGATCCGAGCTCCTACTGCTGCTTTG 
CCACAGGGAGTGGTGATGGCTGCATCGCCCGGAAGTTTGCACAGTCCCCAGCAGCTGGCAGAAGAAGCAACACGC 
AAACGAGAGCTGAGGCTAATGAAAAACAGAGAAGCTGCCCGGGAGTGTCGCAGGAAGAAGAAAGAATATGTCAAA 
TGTCTTGAAAATCGTGTGGCTGTGCTTGAAAACCAAAACAAGACTCTCATTGAGGAACTCAAGGCCCTCAAAGAT 
CTTTATTGCCATAAAGTAGAGTAACTGTCTTTGACTTGGACCTTGTTTACTCTAATCAAGGCAGGAGATGCAGCA 
GTCCTACTTATTGCCATGTGGACTTGTGGGAAGGACACGTGTGACCCTTAAGAATCCAGTTTGGATTAGTGTTTG 
AAATTGAATTGGGAATGTTGTTCCAGGATGTGGAATGCAGCGTGATCACACTTACCGAGCTTACTTTGATCTGTT 
TGTCAATAGCATGCAAAAAATGCTTTGTTTGCCCTTTGCTTCTGCTTTTTTTCAGGGAAGCTGCCAAAGAATGTC 
GACGTCGAAAGAAAGAATATGTAAAATGCCTGGAGAGCCGAGTTGCAGTGCTGGAAGTCCAGAACAAGAAGCTTA 
TAGAGGAACTTGAAACCTTGAAAGACATTTGTTCTCCCAAAACTGATTACTAGAAATATTTAACTATGAACTGAT 
TACAGA 
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FIGURE 920 

MAVTGDETDEETDLAPSHMAAATGDMPTYQIRAPTTALPQGVVMAASPGSLHSPQQLAEEATRKRELRLMKNREA 
AKECRRRKKE YVKCLESRVAVLEVQNKKL IEELETLKD ICSPKTD 
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FIGURE 921 

ATGAGACTTCTCATCCTGGCCCTCCTTGGCATCTGCTCTCTCACTGCATACATTGTGGAAGGTGTAGGGAGTGAA 
GTCTCACATAGGAGGACCTGTGTGAGCCTCACTACCCAGCGACTGCCAGTTAGCAGAATCAAGACCTACACCATC 
ACGGAAGGCTCCTTGAGAGCAGTAATTTTTATTACCAAACGTGGCCTAAAAGTCTGTGCTGATCCACAAGCCACG 
TGGGTGAGAGACGTGGTCAGGAGCATGGACAGGAAATCCAACACCAGAAATAACATGATCCAGACCAAGCCAACA 
GGAACCCAGCAATCGACCAATACAGCTGTGACCCTGACTGGCTAG 
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FIGURE 922 

MRLL ILALLGI CSLTAY I VEGVGS EVSHRRTCVSLTTQRLP VSRI KT YT I TEGSLRAVI F I TKRGLKVCADPQAT 
WVRDWRSMDRKSNTRNNMIQTKPTGTQQSTNTAVTLTG 
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FIGURE 923 

CACGTGGCTGCAGCGGGGCCAGAGCAGCAATGGCGGCGGGCGGCGGCGGTAGCTGCGACCCCCTGGCCCCTGCTG 
GGGTCCCTTGCGCCTTCTCCCCGCACAGCCAGGCCTACTTCGCTTTGGCCTCTACCGACGGTCACTXACGAGTAT 
GGGAGACGGCCAACAACCGGCTGCACCAGGAGTACGTGCCTTCCGCGCACCTCAGTGGTACCTGCACCTGTCTGG 
CCTGGGCGCCAGCGCGGCTGCAGGCCAAGGAAAGTCCCCAGAGGAAAAAAAGGAAATCAGAAGCTGTAGGAATGA 
GTAACCAGACTGACTTAXTGGCTCTTGGCACAGCAGTTGGTAGCATTTTATTATACAGCACAGTAAAAGGAGAGT 
TACACAGTAAATTAATAAGTGGTGGACATGACAACAGAGTCAACTGCATACAGTGGCATCAAGACAGTGGCTGTT 
TATATAGTTGTTCAGATGATAAACATATTGTGGAATGGAACGTACAGACATGCAAAGTAAAGTGCAAATGGAAAG 
GGGACAATAGCAGTGTCAGTTCCCTATGTATCAGCCCAGATGGAAAGATGTTGCTTTCAGCTGGTCGAACAATCA 
AACTATGGGTTTTGGAGACCAAAGAAGTCTACAGGCATTTCACAGGACATGCAACGCCAGTTTCGTCACTGATGT 
TCACTACCATCAGACCTCCTAATGAGAGCCAGCCCTTTGATGGAATTACAGGTCTTTATTTCTTATCTGGAGCAG 
TACATGACCGGTTACTTAATGTCTGGCAGGTCCGATCAGAAAACAAAGAAAAGAGTGCAGTGATGTCATTTACAG 
TTACCGATGAACCTGTCTATATTGACTTAACTTTGTCAGAAAACAAAGAAGAGCCTGTCAAGTTGGCTGTTGTTX 
GCAGAGATGGTCAAGTCCATCTTTTTGAACACATATTAAATGGGTACTGCAAAAAGCCTTTGACTTCAAACTGCA 
CAATTCAGATAGCAACACCTGGGAAAGGCAAGAAGTCAACACCAAAACCCATCCCTATTCTAGCTGCTGGTTTTT 
GCTCAGACAAAATGTCATTGTTGCTTGTATATGGCAGTTGGTTTCAGCCTACTATTGAGCGAGTGGCTTTAAACT 
CCAGAGAACCTCATATGTGTTTAGTAAGAGATATTTCAAACTGCTGGGCCCCCAAAGTAGAAACAGCTATAACAA 
AGGTGAGGACACCAGTGATGAATTCTGAAGCAAAAGTTCTGGTGCCTGGGATTCCTGGTCATCATGCAGCTATCA 
AGCCCGCTCCTCCACAAACCGAGCAAGTAGAGAGCAAGAGGAAGTCAGGGGGAAATGAGGTTAGCATTGAAGAAC 
GTCTGGGAGCAATGGATATAGACACACACAAAAAAGGAAAGGAAGACCTCCAGACGAATAGCTTTCCAGTTCTTC 
TTACCCAGGGCTTAGAAAGTAACGATTTTGAAATGCTAAATAAAGTACTTCAAACTAGGAATGTAAACCTTATAA 
AGAAGACTGTATTAAGGATGCCCCTGCATACTATTATTCCGTTGTTACAAGAGCTTACAAAGAGGTTACAAGGAC 
ATCCTAATAGTGCTGTGCTAATGGTTCAGTGGCTAAAATGTGTGTTAACAGTTCATGCATCATACCTGTCCACGT 
TGCCTGACCTGGTACCCCAGCTGGGGACACTCTACCAGTTAATGGAAAGCAGAGTCAAAACTTTTCAGAAACTTT 
CACACCTTCATGGAAAGCTTATTCTTCTAATTACACAAGTAACAGCATCAGAGAAGACAAAGGGAGCAACTTCCC 
CTGGACAGAAGGCAAAGTTGGTGTATGAAGAAGAGTCTTCTGAAGAGGAGTCTGATGATGAAATAGCAGATAAGG 
ATTCTGAAGATAATTGGGATGAAGATGAGGAGGAGAGTGAAAGTGAAAAAGATGAGGACGTTGAAGAGGAAGATG 
AGGATGCCGAAGGAAAAGATGAAGAAAATGGCGAGGACAGAGATACAGCAAGTGAAAAAGAATTAAATGGAGATT 
CTGACTTAGATCCTGAAAATGAAAGTGAAGAAGAATGAAGACAGCAAAGCAAGCCGGTCAAACTATATAAACTCT 
GGCTCACCTTGCCCAGTGGTGAGGGCTGCCTCTGTGCCAGGATGCCAAGGACCGCTGCACATTTCCAAATTCACA 
GCAGTGGATCCCATGCCACTTTGCTGTCCTGAGCACCCCAGACTTGACTGTGTAAATAAGAGTGTTTCATTCAAA 
TGTTAATAAACTTTACACAGTATATAGACACATTTTCTGCAATGTACTGACATCAGTGTCCAATATATGGTATAT 
TTTTATAATATAATATCCTAGTATGATTGGTTATATCAAGAATTGACAAGTGCAGATAAAGACCTTTCCCATAGG 
AGTTCAAGAACTGGACTGTTGTGAAGAAGTCAGCTCTTATCTCAGGTTGGTATCTTTCATCAAATCCAGATGCAA 
AGCAGCACTAGTGAAAATTTTTTTAATTTAGTACATTTAATTTGGTACATTTTCATAAAATATGAAGGGATAACT 
ACAAACTGGAGTAAAAATGATGGTAATTAAAAAAAATCCTCAGTATCCCTAGCTTGTCTATTAACTGTGATAATC 
TGACTTGAGTCAGATTGAATATTTGGAGTGCTTCCCCAGAATAACCACTTATTTTTGAAGCTATCATGTGAAGTA 
TTTTTTTAAAACAAAACAAAAATTATGGTCATTAAAAAACTAGAGAATTAGCCATATTAAGGATTTTTCTTGACT 
GCAAATTACTTCTAAAGAATCATCAGTGTATAGATTAGAAGTGCTCATTACCTGCAACTTTTAAAAAAAATTCAG 
TTATAGCTGCTTTTGAAGAGGTTTCCATTTTTATTTAAATTACTAATGGATCAAAGAACAATTGTTTATTTTTTC 
TCTXTGGTTTTAGATATTAATGATAACCTTGTTGGAATTTTTTTTCCAAAGAAAATATTTTTATAATTAAATAAT 
TTAATGTTTTTCTTCCTTTTCATTACCTACTCTTGGCAGTGTTAGGGTATCTGTTTACCTTTAAAATGATAAGTC 
TCACTCAAGATTTTTTATCTATGTATAAATATTTTGGTGTGCTACAAAAGCCTTTACAAATTATCAGTAGTAGTT 
TTTTTTTTTTTTTTTTTTTTTAAAGAATGAGCCGATATTGGCTTAGTGCTCACTAGGGGACATGCACATGGAAGC 
TCACCTCTAAGAAAGGGCTGGGCAGATGGATTTATTTTTTCCCACCTGTGAATATGTAAAACAAAACCATTATCT 
TTGAGGGAGTTTTTAATACCAATGACAGAACAGAGATTTGTGTGCTCATCTTAAGAGCCAGAGCCATATAAGCAT 
CTTGGGAAAGCAAGTTTGAACCAGCTGCTGGTGTAATGTACAGTTATATTTGTCTATAAATGGAGCTGTTTATGG 
CAATTTAATACCATTCTCTTTGTAAAGTGAATAAATATTCATCTTTTCCC 
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FIGURE 924 

RGCSGARAA>1AAGGGGSCDPLAPAGVPCAFSPHSQAYFALASTDGHLRVWETANNRLHQEYVPSAHLSGTCTCLA 

WAPARLQAKESPQRKKRKSEAVGMSNQTDLLALGTAVGSILLYSTVKGELHSKLISGGHDNRVNCIQWHQDSGCL 

YSCSDDKHIVEWNVQTCKVKCKWKGDNSSVSSLC1SPDGKMLLSAGRTIKLWVLETKEVYRHFTGHATPVSSLMF 

TTIRPPNESQPFDGITGLYFLSGAVHDP^LNVWQVRSENKEKSAVMSFTVTDEPVYIDLTLSENKEEPVKLAWC 

RDGQVHLFEHILNGYCKKPLTSNCTIQIATPGKGKKSTPKPIP1LAAGFCSDKMSLLLVYGSWFQPTIERVALNS 

REPHMCLVRDISNCWAPKVETAITKVRTPVMNSEAKVLVPGIPGHHAAIKPAPPQTEQVESKRKSGGNEVSIEER 

LGAMDIDTHKKGKEDLQTNSFPVLLTQGLESNDFEMLNKVLQTRNVNLIKKTVLRMPLHTIIPLLQELTKRLQGH 

PNSAVLMVQWLKCVLTVHASYLSTLPDLVPQLGTLYQLMESRVKTFQKLSHLHGKLILLITQVTASEKTKGATSP 

GQKAKLVYEEESSEEESDDEIADKDSEDNWDEDEEESESEKDEDVEEEDEDAEGKDEENGEDRDTASEKELNGDS 
DLDPENESEEE 
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FIGURE 925 

GCCACTTGCAGTGATGTTTTGTTCTTCCCTAGCTCCTGCAGATACCTAAAGATAGTCCATAATCTTTTTGGGTCT 
CACTTCTGCAAATTGGAGTTCATACTTGCGCTATCTTTTGTTGAAGAACCCTCAAGATAGTTGCAAAAAGTATTT 
TGAAAAGTATAAAGTGATGGGTTTAATGTAAATGTTTTATTCAATACTACTATCCTCTAGACTAATTTGGTTGTA 
GTTCACATTACAGTAGCTGCTTCGTAAGTGATTTTTG 
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FIGURE 926 

ATCSDVLFFPSSCRYLKIVHNLFGSHFCKLEFILALSFVEEPSR 
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FIGURE 927 

GAATCTCTTTCTCTCCCTTCAGAATCTTATCTTGGCTTTGGATCTTAGAAGAGAATCACTAACCAGAGACGAGAC 
TCAGTGAGTGAGCAGGTGTTTTGGACAATGGACTGGTTGAGCCCATCCCTATTATAAAAATCTCTCAGAGCAACC 
GGGAGCTGGTGGTTGACTTTCTCTCCTACAAGCTTTCCCAGAAAGGATACAGCTGGAGTCAGTTTAGTGATGTGG 
AAGAGAACAGGACTGAGGCCCCAGAAGGGACTGAATCGGAGATGGAGACCCCCAGTGCCATCAATGGCAACCCAT 
CCTGGCACCTGGCAGACAGCCCCGCGGTGAATGGAGCCACTGCGCACAGCAGCAGTTTGGATGCCCGGGAGGTGA 
TCCCCATGGCAGCAGTAAAGCAAGCGCTGAGGGAGGCAGGCGACGAGTTTGAACTGCGGTACCGGCGGGCATTCA 
GTGACCTGACATCCCAGCTCCACATCACCCCAGGGACAGCATATCAGAGCTTTGAACAGGTAGTGAATGAACTCT 
TCCGGGATGGGGTAAACTGGGGTCGCATTGTGGCCTTTTTCTCCTTCGGCGGGGCACTGTGCGTGGAAAGCGTAG 
ACAAGGAGATGCAGGTATTGGTGAGTCGGATCGCAGCTTGGATGGCCACTTACCTGAATGACCACCTAGAGCCTT 
GGATCCAGGAGAACGGCGGCTGGGATACTTTTGTGGAACTCTATGGGAACAATGCAGCAGCCGAGAGCCGAAAGG 
GCCAGGAACGCTTCAACCGCTGGTTCCTGACGGGCATGACTGTGGCCGGCGTGGTTCTGCTGGGCTCACTCTTCA 
GTCGGAA ATGAC CAGACACTGACCATCCACTCTACCCTCCCACCCCCTTCTCTGCTCCACCACATCCTCCGTCCA 
GCCGCCATTGCCACCAGGAGAACCCG 
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FIGURE 928 

MSQSNRELWDFLSYKLSQKGYSWSQFSDVEENRTEAPEGTESEMETPSAINGNPSWHLADSPAVNGATAHSSSL 
DAREVIPMAAVKQALREAGDEFELRYRRAFSDLTSQLHITPGTAYQSFEQVVNELFRDGVNWGRIVAFFSFGGAL 
CVESVDKEMQVLVSRIAAWMATYLNDHLEPWIQENGGWDTFVELYGNNAAAESRKGQERFNRWFLTGMTVAGVVL 
LGSLFSRK 



WO 2004/043361 



PCT/US2003/035268 



1030/1629 

FIGURE 929 

CGCCTCTTCACGGCACTGGGATCCGCATCTGCCTGGGATCATCAAGCCCTAGAAGCTGGGTTTCTTTAAATTAGG 
GCTGCCGTTTTCTGTTTCTCCCTGGGCTGCGGAAAGCCAGAAGATTTTATCTAGCTTATACAAGGCTGCTGGTGT 
TCCCTCTTTTTTTCCACGAGGGTGTTTTTGGCTGCAATTGCATGAAATCCCAATGGTGTAGACCAGTGGCGATGG 
ATCTAGGAGTTTACCAACTGAGACATTTTTCAATTTCTTTCTTGTCATCCTTGCTGGGGACTGAAAACGCTTCTG 
TGAGACTTGATAATAGCTCCTCTGGTGCAAGTGTGGTAGCTATTGACAACAAAATCGAGCAAGCTATGGATCTAG 
TGAAAAGCCATTTGATGTATGCGGTCAGAGAAGAAGTGGAGGTCCTCAAAGAGCAAATCAAAGAACTAATAGAGA 
A7UIATTCCCAGCTGGAGCAGGAGAACAATCTGCTGAAGACACTGGCCAGTCCTGAGCAGCTTGCCCAGTTTCAGG 
CCCAGCTGCAGACTGGCTCCCCCCCTGCCACCACCCAGCCACAGGGCACCACACAGCCCCCCGCCCAGCCAGCAT 
CGCAGGGCTCAGGACCAACCGC ATAGC TGCCTATGCCCCCGCAGAACTGGCTGCTGCGTGTGAACTGAACAGACG 
GAGAAGATGTGCTAGGGAGAATCTGCCTCCACAGTCACCCATTTCATTGCTCGCTGCGAAAGAGACGTGAGACTG 
ACATATGCCATTATCTCTTTTCCAGTATTAAACACTCATATGCTTATGGCTTGGAGAAATTTCTTAGTTGGGTGA 
ATTAAAGGTTAATCCGAGAATTAGCATGGATATACCGGGACCTCATGCAGCTTGGCAGATATCTGAGAAATGGTT 
TAATTCATGCTCAGGAGCTGTGTGCCTTTCCATCCCTTCCGGCTCCCTACCCCTCACTTCCAAGGGTTCTCTCTC 
CTGCTTGCGCTTAGTGTCCTACATGGGGTTGTGAAGCGATGGAGCTCCTCACTGGACTCGCCTCTCTCCTCTCCT 
CCCCCCAGGAGGAACTTGAAAGGAGGGTAAAAAGACTAAAATGAGGGGGAACAGAGTTCACTGTACAAATTTGAC 
AACTGTCACCAAAATTCATAAAAAACAATAGTACTGTGCCTCTTTCTTCTCAAACAATGGATGACACAAAACTAT 
GAGAGTGACAAAATGGTGACAGGTAGCTGGGACCTAGGCTATCTTACCATGAAGGTTGTTTTGCTTATTGTATAT 
TTGTGTATGXAGTGTAACTATTTTGTACAATAGAGGACTGTAACTACTATTTAGGTTGTACAGATTGAAATTTAG 
TTGTTTCATTGGCTGTCTGAGGAGGTGTGGACTTTTATATATAGATCTACATAAm^ACTGCTACATGACAAAAAC 
CACACCTAAACCCCTTTTAAGAATTTGGCACAGTTACTCACTTTGTGTAATCTGAAATCTAGCTGCTGAATACGC 
TGAAGTAAATCCTTGTTCACTGAAGTCTTTCAATTGAGCTGGTTGAATACTTTGAAAAATGCTCAGTTCTAACTA 
ATGAAATGGATTTCCCAGTAGGGGTTTCTGCATATCACCTGTATAGTAGTTATATGCATATGTTTCTGTGCATGT 
TCTCTACACAATTGTAAGGTGTCACTGTATTTAACTGTTGCACTTGTCAACTTTCAATAAAGCATATAAATGTTG 
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FIGURE 930 

MKSQWCRPVAMDLGVYQLRHFSISFLSSLLGTENASVRLDNSSSGASWAIDNKIEQAMDLVKSHLMYAVREEVE 
VLKEQIKELIEKNSQLEQENNLLKTLASPEQLAQFQAQLQTGSPPATTQPQGTTQPPAQPASQGSGPTA 
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FIGURE 931 

CAGAGGCAGGGAAAACCACGCAGAAGCAGGAGCTGAAGACCTCAGACCGGCACCAGGACAGCTTAATGAAGACAA 

ACTGAAGGGGAAACTGAGATCCTTAGAAAACCAGCTATACACCTGTACCCAGAAATACTCCCCTTGGGGAATGAA 

AAAAGTACTACTGGAGATGGAAGACCAGAAAAACAGCTATGAGCAGAAGGCCAAGGAGTCACTGCAGAAAGTGCT 

GGAGGAGAAAATGAATGCAGAGCAGCAACTACAGAGCACACAGGTATGGGGATGCCACATAGACATGGGGCTGGG 

GACTCCAGGCAGCTTGGGGAACAAGGGGAGCCAGCTGCACAACTCCCTGGAGCCCTCTCCTCTC TGAT CTCCCTC 

AGCGATCCCTGGCCCTGGCAGAGCAGAAGTGTGAAGAGTGGAGGAGCCAGTATGAGGCTCTGAAGGAGGACTGGA 

GGACCCTTGGGACCCAGCACAGGGAGCTGGAGAGCCAACTCCACGTGCTTCAGTCCAAACTGCAGGTACCAGGCA 

CTGGGGGTGGGGAGGGAAGACAGGGTATGGGGAGGAGGGATGGTGATGAAAGAAGCTGTTCTGGATTAGGGACTC 

CAAAGGCAGCTGACAGCATCTGGCTTTCAGTTCCTCAGTCACCACTACTTTGTACCAAATTCACTGTTTTGGCTC 

TGAAATCTAATTTTGAGTTTAGCAAGGATGTCTGCATTGCTCATGCAAATGAACTAAGCGTTCATTGGAATGACA 

CCATCACCACCCAAATGAAAAGAACTGGCTGGAATATTCATCAGCCTACTAATGTCATCTCCCAACCCACTCTCC 

AAACTCCATCCCAAAAAAGCATCCAGTTCAGAATTGCCCACTGTTGGCAAAGAAAGAATGTCACTAATTTATTTA 

CAGGTGAGTATTAACACTTTCTGCCAATGTGTATTTTAAGCAATTACATTTAGCAATTACAATTAGATTCTTGGC 

ATCCTCAAGGGTTCCATCATCTTCAATCTGTCCTAAGCCTCAGTTTCCCCCATCTCTAGAATGAGGATAATAGTA 

CCTACATCATAAGGTGGCTCTGAGTATTAAGTAAGATGATCCATGTCAAGCACTTAGCACAATGCCTGGCACACA 

AAAACACTCAGTAAATATTAGCTATTATTTTGCATAGATTTATTTACCTGGTTTGGAATTTTGAGGATCCACCTC 

AAAAGCTGATCTTTGTAATTTTCCTGAAGCAGGGCTCAGAACAGCCCACTTGATAAGAGACAGAGTATGTGAGTC 

TTATCAAAGGAGTGAACCCAGCTGGTCACTCTGCGTGGTATCCACAGCTCAACCTTTGTTGTTTTCTTCTTCCCA 

TCACCTATAAGGCAACTCCTATGAAGATTTTTGTGAGGGGTTTTTTAACTTTAAATCTTTGTGGAAAAAAAAAGA 

CCCTAACCAAAAAAAAACTGATACTGCCAGAAGTAGAAAAAAGAGAAAATGAAAACATCCAGAAAACTAATGACT 

TTGTATTCCTTAATTTGGTGATTTACCAAAGTGTCAAGACATGACTCCCACACCAATGACAACCACTTACATTTC 

CCCTAGAATGGCAGATTTTTTAACGTACTGGGTTTCCTAAAGCAATTCTTATTTTATATATTCTAATTTATGTAC 

ATGAATGTGTCACTTAGACCTGTCACTAGGGATGGTTTAGAAAATAAACTTACACTGCACATGCCTCAGTCCACT 

TCAAAACTNNNNNNNNNNNNNNl^^ 

NNlSnSfNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNXWNAGA 

ACAAAGCAAAGGGAAGAAATAGGAAAAAAGAAAGACTTCTCTATTTTCTCATCTCCCTAACATTCCTTCTATCTC 
TAAAATTCCAGACTTTTCTACATTTTCCTCTTCCATGGTACCCGCCCCCCAACCTCCACCCCAACACTGACCATC 
CTTCTATATTGGCCCCTCCTCCTCCTTACAGGGAGCAGATAGCAGGGACTTACAGATGAACCAGGCCCTGCGATT 
TTTGGAAAAXGAGCACCAGGAACTGCAGGCCAAGATTGAATGCCTGCAAGGGGACAGAGACCTGTGCAGCTTGGA 
TACCCAGGACCTACAAGGTACTCTTCTCCTTGGAGGCCTTGAGTGCATGGCAGCCATGGCCAAGTGAGCTAAGAA 
AAAAGAAACTGAATTAAGAGAAAGGCTTCAGCCTTTTATTTGTTTGCTTGATTGGTTGATTGGCTTTATAATCTC 
ATTTTACCTTGAGGGAGAGGCAGGACTGTTTTAATCATCCAAAATTGAAAATTAATTTCACTGTAGTAGATAGAG 
TATCTTGTTGTCTGAGCTCTCTTTTTTAGCCCATCCCTCTGGGCCAGATCACAGCTGCTCCCACATCAGTCACAT 
ATGTCAAGGCCACAGTCCTAATTTGAAAGGGAAAGGTCAGTTGAAACACAAGGCATAGAGAAAGTCTCTCAGTCA 
CATCCTCTGTGTCCGCTGATAGAGAGGACTAGATAGTGTGTAAACACAAGCCTCAATGCAACCCAACATTGTTGA 
TGCACAAAAACCTGAGGTACTTGGCTTCTGGTTTACCTCTTCAGAACTGGGACACGAAGATAGAGCAACTTCCAA 
TAGACACACGTTAAAGACCATGACAAGACAGCATCTATTACTAATTTCCATCCTAAGTACTGAGTTCATTAAGTC 
TTGGGTTCCTTTATTTTGGCTTGCATTATTGCATTTTCAGATCAACTAAAAAGGTCAGAGGCAGAGAAACTCACC 
CTGGTGACCAGAGTACAGCAGTTGCAGGGTTXGCTTCAAAATCAATCCTTACAGCTTCAAGAACAGGAGAAACTC 
TTAACAAAGAAAGGTCAGCAAATTTATTACCACA7\ATTCTAAGATATTGCTCTTCTCTTACCTGCCTAGAGGCAG 
CGGGATGGACTACATGACCTCCTGGAGTCCCAGCCAGTTCTGGGAGTCTGTTAAGTCCGGGATGTGTGGGAGCTT 
TTTAAGGACTGATCATTGGCTCTGAGGACACTTCAACTAGTTAGCCTTCTATCTTGAGGTATATAAACTGTGAAA 
AGGGTTCTATTCTCTCTGAAAGCACATGTCT 
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FIGURE 932 

RGRENHAEAGAEDLRPAPGQLNEDKLKGKLRSLENQLYTCTQKYSPWGMKKVLLEMEDQKNSYEQKAKESLQKVL 
EEKMNAEQQLQSTQVWGCHIDMGLGTPGSLGNKGSQLHNSLEPSPL 
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FIGURE 933 

GTTGGAAATAACTATAACTTAAAGCAAATCTAACCCAGTAAGCTATCAAAAAGAAAAATTATATAATTACCAAGT 
AGAGTTAATTTCACCTGAGTTCTATGAACATATTCATTATTAAAGGAAACCTCAAATTATTGTCCCATTGGAAGC 
AAAATATACATTTArAAATAGCCATTTCTCGTTTTAAAAAACTAATAACATTGAAATAAACAGAAACTTAAGCTC 
TTCTAGTTTGCCAAAAACCAGAAAGCAAACATCATATACTAAATGATGAAATGCCAAAGCCATTTCCATTATATC 
AGAAACGAGACTAATACTTCCTGTCATCATTTACATGATTGTCACTATTATTAAGCATTGTTTTGGTAGTTCTAG 
CCATTGCAGTAAGACAGTAGACAGAAAGTCAAATAATTGGCATAAATATTGGAAACAAAAAATTATTTCTACTTT 
GAAATGATACAATAGAATAGCTGGAAAGCCCAGGGGGACTCTAGTAGAAAACAGCAATGAGGATTAAATGTAAGA 
CACTTTGGAAAGCTGATGTGTGAGAAATGTACACAAACTAATAGCTTTCTCTTTATTAGTAGTCATCAGTTGAAA 
ATGGAAATGACCAAGCAAAAATATTCAACAGAATGACAAAACTATTGGTTACACCTAGGAATAAATGTGTTAAAG 
AAAGGTACAGAGTGAAGGTAATGACCCTTATGAAGAAAACTTGATATTATAAAAAGTAGTCCTTTTCTCCCTCAG 
TTTTTGTCTTCAAAATGTTTACTTGGGACAGATCGTGGTTTACATGATGGTCCTCAAACATATTGTGAACAACAT 
TAAAAAAAAAAGACACATTTTACTCAATAAGTAACATTTTTTGAGAAGCTACTATGTGCTAGGGACCTAGTTTTT 
AGTGCAGTGGTCTCCAAAATAATGTACTGGCAGTATGGGAAGAGCGTTTAGAACACTGTACCTTTTTATTTGGGA 
GGAGAAAAGAAACCTTTGTCAAATATTTAACACCTGCTGCCAGAGGTCTGTAGATTTGATGATTGTGTGCCATGA 
GTTACACACAGACTCCTAAATCAGTTTCACCTGTGGTGTCCTCATTCTGTTTACTTTGAGCATTTTGCATTCTAT 
ATCTGCTTAGTTATATGGATTTATTCGTCCCATATAATATGTGTAGCCACATGGACACATGTTTTAAAAGGTTTT 
AAATTCTGCAAGATAGTGACGATGATGTAAACACAAGAAAAGGGCAAATGGATACATTTTCCTACTCTGTGCTCA 
TCAAACATATTACAGGATAAAATTATTGGCTATCTAATAAAAACACAGACTAATAAGACCTGATAAGTTGGACAA 
AATGTTTAAAAATTAACATGAAGATGATAGGAAGTATGAATCTATATTCACTGTCATTAATGTCAAACCTTTACC 
TTATGGTATATTGTACTTTGAGAAATTA 
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FIGURE 934 

MSNLYLMVYCTLRN 
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FIGURE 935 A 

AAAATTGCGTTTGAGTTTGCCGCGAGCCGGGCCAATCGGTTTTGCCAACGCATGCCCACGTGCTGGCGAACAAAT 
GTAAACACGGAGATCGTGTGCCGGGCACTTGGTTTCGTGGTGGGCAACTGTGCTGCTGTTTCTTTTGGCCGCGGA 
CAAGGTCGGCAGAGGTGGACCCCTGCTTGGGAGAGCTCTTCTCGCTGTGCTGACACCCGCCCCTAACAGTCACCC 
ACCCCGGGGAAATAATGGGGCTCGGAGGCCTCCTCCCAGCCAGTGTCCAGCCTAAGCACATCGGCTCCCGCAGTT 
CAGAAAGGTCCCGAGGCCCGAGTCACCATTTCCGGCTCAGACCTCGACCCGGAACGTGGCTGCCCACTGCCACGC 
CCACTACGCCCCAGTGGCTCGCCCCAGGGGACGAGGGGCAAGAAGCGGCCTCCGAGGGCAGCGGCCGAAGGCCAT 
TCGGTCCCTGGCTCTTCCCAGCTCGCAGAGACCCGGAAGCGCTGCCCGGCCGCCTGCCCCTCTTCAGATCCCCCA 
GCACCGGAGGAGCAGCGAGGGGGCTGCGTCCAGGCCGGCTTTCGGGTCGGCTTAGGCGAATCCAGCTCTCTTTTG 
CCCCTCCCAGAAGGCCCAGCCCCGTCCGGGCGGTGTTCGGGCGGCGCCGGGCCGGGCCCCCCGCCGCCCCAGGCT 
CGCTCATAGGCCCGGAACACCACAGCCCGCCCAGACTTGGCTGGCGCCGAGCCGGGGGTGGAGCCAGCGGGTTCC 
CGCCAAAATCGCGTAGCTGGTCCTTCCCCCGCGGGCTACGTCGCGCCCTCCTTTTTTTTTCAAACCCGGAGCTGC 
ACTGGGATTGGTGGACTGGGCACTCACGTGGTTAACGGTCGCGGGAAGCCGCGGAGCCCGAACCTGAGACTGGAC 
CTGAGGAGACCTCAGCCTCGGTGCTCGGGCCGCCCCGCCTCTGCCGGAAAGTCCGCGCCGCCGCTGCCGCCACCG 
TCCGCAGCCCGAGCGCCCCGGAGCCGCAGGCCGCCGCCGCGCAGAGACGCCGCGGCTGCGACTAGGCGCGCCCAG 
CCGCACGTGGCGGACCCGCCCCCAGGCCCGCAGTGTCCTGGACCCCGCAGGCCTCCGCTCTCCTGTCCTCGGCCC 
CGTCCCCAGGGCCGCGA5CGAGCTTCCTGAGCCGACAGCAGCCGCCGCCACCCCGCCGCGCCGGGGCGGCCTGCAC 
CTTGCGGCAGAAGCTGATCTTCTCGCCCTGCAGCGACTGTGAGGAGGAGGAAGAAGAGGAGGAGGAGGAGGGCAG 
CGGCCACAGCACCGGGGAGGACTCGGCCTTTCAAGAGCCCGACTCGCCGCTGCCGCCCGCGCGGAGCCCCACGGA 
GCCCGGGCCCGAGCGCCGCCGCTCGCCCGGGCCGGCCCCCGGGAGCCCCGGCGAGCTGGAGGAGGACCTGTTGCT 
GCCCGGCGCCTGCCCGGGCGCGGACGAGGCGGGCGGTGGGGCGGAGGGCGACTCGTGGGAGGAGGAGGGCTTCGG 
CTCCTCGTCGCCGGTCAAGTCGCCGGCGGCCCCCTACTTCCTGGGTAGCTCTTTCTCGCCGGTGCGCTGCGGCGG 
CCCAGGAGATGCGTCGCCGCGGGGTTGCGGGGCGCGCCGGGCGGGCGAAGGCCGCCGCTCGCCGCGGCCGGACCA 
CCCGGGCACCCCGCCACACAAGACCTTCCGCAAGCTGCGACTCTTCGACACCCCGCACACGCCCAAGAGTTTGCT 
CTCCAAAGCTCGGGGAATTGATTCCAGCTCTGTXAAACTCCGGGGTAGTTCTCTCTTCATGGATACAGAAAAATC 
AGGAAAAAGGGAATTTGATGTGCGACAGACTCCTCAAGTGAATATTAATCCTTTTACTCCGGATTCTTTGTTGCT 
TCATTCCTCAGGACAGTGTCGTCGTAGAAAGAGAACGTATTGGAATGATTCCTGTGGTGAAGACATGGAAGCCAG 
TGATTATGAGCTTGAAGATGAAACAAGACCTGCTAAGAGAATTACAATTACTGAAAGCAATATGAAGTCCCGGTA 
TACAACAGAATTTCATGAGCTAGAGAAAATCGGCTCTGGAGAATTTGGTTCTGTATTTAAGTGTGTGAAGAGGCT 
GGATGGATGCATTTATGCCATTAAGCGATCAAAAAAGCCATTGGCGGGCTCTGTTGATGAGCAGAACGCTTTGAG 
AGAAGTATATGCTCATGCAGTGCTTGGACAGCATTCTCATGTAGTTCGATATTTCTCTGCGTGGGCAGAAGATGA 
TCATATGCTTATACAGAATGAATATTGTAATGGTGGAAGTTTAGCTGATGCTATAAGTGAAAACTACAGAATCAT 
GAGTTACTTTAAAGAAGCAGAGTTGAAGGATCTCCTTTTGCAAGTTGGCCGAGGCTTGAGGTATATTCATTCAAT 
GTCTTTGGTTCACATGGATATAAAACCTAGTAATATTTTCATATCTCGAACCTCAATCCCAAATGCTGCCTCTGA 
AGAAGGAGACGAAGATGATTGGGCATCCAACAAAGTTATGTTTAAAATAGGTGATCTTGGGCATGTAACAAGGAT 
CTCCAGTCCACAAGTTGAAGAGGGCGATAGTCGTTTTCTTGCAAATGAAGTTTTACAGGAGAATTATACCCATCT 
ACCAAAAGCAGATATTTTTGCGCTTGCCCTCACAGTGGTATGTGCTGCTGGTGCTGAACCTCTTCCGAGAAATGG 
AGATCAATGGCATGAAATCAGACAGGGTAGATTACCTCGGATACCACAAGTGCTTTCCCAAGAATTTACAGAGTT 
GCTAAAAGTTATGATTCATCCAGATCCAGAGAGAAGACCTTCAGCAATGGCACTGGTAAAGCATTCAGTATTGCT 
GTCCGCTTCTAGAAAGAGTGCAGAACAATTACGAATAGAATTGAATGCCGAAAAGTTCAAAAATTCACTTTTACA 
AAAAGAACTCAAGAAAGCACAGATGGCAAAAGCTGCAGCTGAGGAAAGAGCACTCTTCACTGACCGGATGGCCAC 
TAGGTCCACCACCCAGAGTAATAGAACATCTCGACTTATTGGAAAGAAAATGAACCGCTCTGTCAGCCTTACXAT 
ATACTGAGCTACTCCTTTCCCACCTCCCCCTGAACACTGTGACAAGAGGAAGCTAGGTTGAAATCACTGATAGAA 
TCCAGTTTGCAATTACTTTCTCGATTGGTGTCAGTAGTTTTACTGATTAGGACTTTTATTGTGAATTACAGTTGA 
AAGCTGTATTTTGATGATTGCTATGTCAGGCTTTCATCTAATCTTACCAGTCTGTCTTCTGTAGGATGTGTCACT 
GTTGGATGTTACACCAGCCTTTCCAGGGTTAACCACTGTGGTGGTGTGCTGCTTATAGTTTGCTGTTGCATTGTA 
ATAAAAGGTGTCTTTCCCTGTAGTGACCTGTAAAAAGTACTCAAGGGCTTTATTACAGACATACCCTCCCTTTGA 
AAAGGGACATGCTAAAAGACTCATTACTACTCAGCCTTCAATGTACCTGTGTGTCCATCTTATATTXCTTTTTTT 
TTTTTAATTGTGAATTAGACTTGTATATCCCACTGGGAGCACTTTGTAGGCATTGCATGAACCATGGGATGATGA 
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FIGURE 935B 

TTCTGTGGAGGTATTGCCTTGTGAATTTGCTGCTATTTTAGTTTTGTCTTTGCTGTAAACTTGTAGCATTAAACA 
ATCATTGTTGTTAATAGGTCTTCTTTXTGAAACAATTATGTGAAATGTATAGCTGCTTTTGATGAAAAGCAGCTA 
TTTGCCTTTTTTTTTTTTCCTTTGAACTTTGAAGCTAGTGCATTGGAAAAATGCACCCTTTCCCTCCTTTGGAAT 
GCTGTATTAATGTAGTATAATAATTACTGGTTTTGTAACTTGTTCTGGTAATGTCCTTCCCGGACTCTTTTTAAA 
TGTCTCCCCCTAAGTTTTATACTTGATTGTATTATTAGTCTGTTTTTAAATGTTTTGCCCGGTTTTTCTCTTCAA 
TATTTGTGTATATAAACCGATCTTCGTGATACTGTACATAGCTGTTTGAAATGCCAGAATGACTTCTGACATTCC 
AAGTTTTTCACAAAATATATTTTATCTGTGATTAGCCATTTGACTAATAATACTGGCTAACAGATGTTGAAAAAA 
ATTGTCTGTTTGTTTTCTCATTAATTTTGGTCTAAAACATGTTTGCACTTGTCTTTGACTTGTGTTTTATTAACA 
TTGATTGGCATATTAAAAGTCACTCTGAGCTT 
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FIGURE 936 

MSFLSRQQPPPPRRAGAACTLRQKLIFSPCSDCEEEEEEEEEEGSGHSTGEDSAFQEPDSPLPPARSPTEPGPER 

RRSPGPAPGSPGELEEDLLLPGACPGADEAGGGAEGDSWEEEGFGSSSPVKSPAAPYFLGSSFSPVRCGGPGDAS 

PRGCGARRAGEGRRSPRPDHPGTPPHKTFRKLRLFDTPHTPKSLLSKARGIDSSSVKLRGSSLFMDTEKSGKREF 

DVRQTPQVNINPFTPDSLLLHSSGQCRRRKRTYWNDSCGEDMEASDYELEDETRPAKRITITESNMKSRYTTEFH 

ELEKIGSGEFGSVFKCVKRLDGCIYAIKRSKKPLAGSVDEQNALREVYAHAVLGQHSHVVRYFSAWAEDDHMLIQ 

NEYCNGGSLADAISENYRIMSYFKEAELKDLLLQVGRGLRYIHSMSLVHMDIKPSNIFISRTSIPNAASEEGDED 

DWASNKVMFKIGDLGHVTRISSPQVEEGDSRFLANEVLQENYTHLPKADIFALALTWCAAGAEPLPRNGDQW 

IRQGRLPRIPQVLSQEFTELLKVMIHPDPERRPSAMALVKHSVLLSASRKSAEQLRIELNAEKFKNSLLQKELKK 

AQMAKAAAEERALFTDRMATRSTTQSNRTSRLIGKKMNRSVSLTIY 
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FIGURE 937A 

ACAGAGGGACACACGGAGGTCTGTTTTGATGATTCTGGGAGXTTTATTGTGACTTGTGGAAGXGATGGTGATGTG 
AGGATTTGGGAAGACTTGGATGATGATGATCCTAAGTTC^TTAATGTTGGAGAAAAGGCATATTCATCTGCTTTG 
AAGAGTGGAAAACTGGTCACTGCAGTXXCTAATAATACTATTCAAGTCCAC^CATT^^ 

GGIAIAIIGACXCGCXXCACTACAAAIGCAAACCAIGIGGICIXIAAIGGGGAIGGXACXA2VAAIIGCIGCIGGA 

ICIAGIGAIIXXCIAGICAAAA.ITGTGGAXGIGAXGGAXAGCAGCCAACAGAAAR.CATIICGAGGACAIGA 

CCTGTIXTAAGTCXTXCCXIIGAXCCTAAGGACAICXTTCIGGCATCAGCIAGTTGXGAIGGAXCIGTCAGAGIG 

IGGCAAAXIICAGAICAGACAIGXGCXAXTAGXIGGCCACXGCIACAAAAAXGCAACGAXGIG^IAAAXGCAA^ 

XCAAXCTGCAGACTXGCTXGGCAGCCAAAAAGXGGGAAGXXACXGGCAATXCCXGXGGAAAAATC^^ 

xaxagaagagaaicttggagxcatcaaxxxgaxcxtxcagaxaatxtcatctcxcagacccxcaaxaxagtScc 

IGGICICCCIGIGGGCAAIAXXXAGCIGCAGGIAGIAIIAAXGGICIAATCAIAGIIIG^AAIG^G^^CCAAA 

AGIAAGGIAICIAGCAGAGIGGAAAAGGAIIAIAAIGAXCIIIXIGAIGGAGAXGAIAXGAGIAAXGCXGGIGAI 
^ C ^ TGAC ^ TGCAGTT ^^ 

CICATGAXGGCTTCAGGTCGXCCXAGACAGCGAAGTCACATCCXAGAAGAXGAXGAAAACICAGXXGATAXTICA 
AXGCIAAAAACXGGIXCIAGTCXICICAAAGAGGAGGAGGAAGAIGGICAAGAAGGCAGCAIXCACAAXCI^ 
CXIGIAAGAXCCCAAAGGCCAXXIXAIGAIGGACCCAIGCCAACICCCCGGCAAAAGCCA^IICAGIC 
ACACCGITGCATCTCACICACAGAITCAXGGTGTGGAACTCIATTGGAATTATTCGCTGCrAIAATGAXGAGCA^ 
araiTir^ ^ ATAGAIG XGGAG T XCC ATGAT ACCTC C ATAC ACC AIGC AAC AC AC TIAT C AAAC AC TTIGAAXIAT 

ACAArAGCAGAICIIICCCACGAAGCIAXIIXGIIGGCAXGIGAAAGCACXGAIGAACXAGCAAGCAAGCXICAC 
XGCCTGCACXTXAGTTCTTGGGAIXCAAGCAAAGAGXGGATAAIAGACXTGCCXCAGAAXGAGGAIATTGAAGCC 

CAAAAAGAGGXAXTCAGCCTXGCXGGACCIGTGGXGTCAAXGGCAGGACAXGGAGAACAGCTXTICAXTGTXIAX 

cacagaggtacaggatxtgatggggatcagtgcctxggagtxcaacxgctagagcxggggaaaaIga^aa^caa 

^^if CTGCAAAGGAAAATCTGATCAC 

aggtgcaxxccttgxaaaggxxcxcggxxtcccccaacccticcacgcccigcxgxxgctaxaxtaxccx™g 

CTXCCIIACIGICAGAIIGCyu^CAGAGAAAGGACAAAIGGAGGAGCAAIIXIGGCGIXCAGIXAXAIIIC^ 

GAACIIXIAAXGAAAAXGCITGCGCXTXCXXGXAAACIGGAGCGAGAAIXCCGXTGTGXGGAACXXGCTGAXCIA 
ATGACICAAAAIGCIGXGAATIXAGCCAIXAAAXATGCIICTCGCXCXCGGAAAXIAATACIGGCIC^ 

agxgaacxggctgtagagaaggcagccgaaxxgacagcaacccaggxggaagaggaagaagaagaIga^S 
agaaaaaagctgaaigcxggiiacagcaaxacigctacagagtggagccaaccaaggxtcagaaaxcaagitga 

GAAGATGCTGAGGACAGXGGAGAAGCTGAXGATGAAGAAAAACCAGAAAXACAXAAGCCXGGA^G^ 
ICCAAAAGIACAAAIICCTCIGAXGTTXCAGCIAAGTCAGGXGCAGXTACCXIIAGCAGCCAAGGAC^AGXAAAI 

cccxxtaaggxaxcagccagtxccaaagaaccagccaxgx^ 

ccictgaiiccaaagccgaagcciaagcaggcaictgcagcatcctatitccagaaaagaaaticxcaaactaax 
aaaacxgaggaagxgaaagaagaaaaxcxxaaaaaxgxaxtatcxgaaaccccagctaxaxgtcScc^ 

Sggtgx^ 
g^tIaaIgI^^ 

xiagaitiiiciacaaatcagaaactaxcagcixiigcaxiiaagcaggagtaaaggaagaaagxgacccxaggg 
a^x^ 

AAAGAGTXIGAAGCAACXGXXXGXCTXIAIAAGAIAAIGIAGIAAIIAIAIIGGXGIAGGIAACAGGACAIAXGI 
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FIGURE 937B 

AAAAACTATCATCTTTGCAGATTACTCTGCCTCCAAATGCAGGGCCTTTCAGAGATGCATTGTGATTGTAATTAC 
TGAGTTGAAGCTCCAACCAATTTGAATTTGTTTCTTAACCTTGAAAAATCATTA2\AGCCAAGGTATTAAAACCTT 
TGTGCATTAATACCTTCTAGGGGTTTGGTTCATTTGGTTTTTGTCATGTGCAAGGAAGGACAATAGTCCTCTTTC 
CAAGTGTGTTAGCATAGACTTCTCTATATGTTTCTACTAGACCTAGGGGATGACGTCTTTTAATAATACTGGCCC 
TAAACATGTAAATAATCTTGTAGGTGAGACTTTTTCTTTTGTGTTTCGGAAATTTCCTATGTGGCTTTCAGTTGT 
CTGTTTGTATAGCCTGGATTTTTTTGAGGTAAATGAAACTTTCrCATTTGTAAAAAAAAAAAAAAAAAACTCGAG 
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FIGURE 938 

MPATRKPMRYGHTEGHTEVCFDDSGSFIVTCGSDGDVRIWEDLDDDDPKFINVGEKAYSCALKSGKLVTAVSNNT 
IQVHTFPEGVPDGILTRFTTNANHVVFNGDGTKIAAGSSDFLVKIVDVMDSSQQKTFRGHDAPVLSLSFDPKDIF 
LASASCDGSVRVWQISDQTCAISWPLLQKCNDVINAKSICRLAWQPKSGKLLAIPVEKSVKLYRRESWSHQFDLS 
DNF I SQTLNI VTWSP CGQYLAAGS INGL 1 I VWNVETKDCMERVKHEKGYAI CGLAWHP TCGRI S YTDAEGNLGLL 
ENVCDPSGKTSSSKVSSRVEKDYNDLFDGDDMSNAGDFLNDNAVEIPSFSKGIINDDEDDEDLMMASGRPRQRSH 
ILEDDENSVDISMLKTGSSLLKEEEEDGQEGSIHNLPLVTSQRPFYDGPMPTPRQKPFQSGSTPLHLTHRFMVWN 
SIGIIRCYNDEQDNAIDVEFHDTSIHHATHLSNTLNYTIADLSHEAILLACESTDELASKLHCLHFSSWDSSKEW 
IIDLPQNEDIEAICLGQGWAAAATSALLLRLFTIGGVQKEVFSLAGPWSMAGHGEQLFIVYHRGTGFDGDQCLG 
VQLLELGKKKKQILHGDPLPLTRKSYLAWIGFSAEGTPCYVDSEGIVRMLNRGLGNTWTPICNTREHCKGKSDHY 
WWGIHENPQQLRCIPCKGSRFPPTLPRPAVAILSFKLPYCQIATEKGQMEEQFWRSVIFHNHLDYLAKNGYEYE 
ESTKNQATKEQQELLMKMLALSCKLEREFRCVELADLMTQNAVNLAIKYASRSRKLILAQKLSELAVEKAAELTA 
TQVEEEEEEEDFRKKLNAGYSNTATEWSQPRFRNQVEEDAEDSGEADDEEKPEIHKPGQNSFSKSTNSSDVSAKS 
GAVTFSSQGRVNPFKVSASSKEPAMSMNSARSTNILDNMGKSSKKSTALSRTTNNEKSPIIKPLIPKPKPKQASA 
ASYFQKRNSQTNKTEEVKEENLKNVLSETPAICPPQNTENQRPKTGFQMWLEENRSNILSDNPDFSDEADIIKEG 
MIRFRVLSTEERKVWANKAKGETASEGTEAKKRKRWDESDETENQEEKAKENLNLSKKQKPLDFSTNQKLSAFA 
FKQE 
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FIGURE 939 

CTTGTCTCCCCTGGTTTGTGAAGTGCGGAAAACCAGAGGCGCAGTC ATGT CGGGATTCGACGATCCTGGCATTTT 
CTACAGCGACAGCTTCGGGGGCGACGCCCAGGCCGACGAGGGGCAGGCCCGCAAATCGCAGCTGCAGAGGCGCTT 
CAAGGAGTTCCTGCGGCAGTACCGAGTGGGCACCGACCGCACGGGCTTCACCTTCAAATACAGGGATGAACTCAA 
GCGGCATTACAACCTGGGGGAGTACTGGATTGAGGTGGAGATGGAGGATCTGGCCAGCTTTGATGAGGACCTGGC 
CGACTACTTGTACAAGCAGCCAGCCGAGCACCTGCAGCTGCTGGAGGAAGCTGCCAAGGAGGTAGCTGATGAGGT 
GACCCGGCCCCGGCCTTCTGGGGAGGAGGTGCTCCAGGACATCCAGGTCATGCTCAAGTCGGACGCCAGCCCTTC 
CAGCATTCGTAGCCTGAAGTCGGACATGATGTCACACCTGGTGAAGATCCCTGGCATCATCATCGCGGCCTCTGC 
GGTCCGTGCCAAGGCCACCCGCATCTCTATCCAGTGCCGCAGCTGCCGCAACACCCTCACCAACATTGCCATGCG 
CCCTGGCCTCGAGGGCTATGCCCXGCCCAGGAAGTGCAACACAGATCAGGCTGGGCGCCCCAAATGCCCATTGGA 
CCCGTACTTCATCATGCCCGACAAATGCAAATGCGTGGACTTCCAGACCCTGAAGCTGCAGGAGCTGCCTGATGC 
AGTCCCCCACGGGGAGATGCCCAGACACATGCAGCTCTACTGCGACAGGTACCTGTGTGACAAGGTCGrCCCTGG 
GAACAGGGTTACCATCATGGGCATCTACTCCATCAAGAAGTTTGGCCTGACCACCAGCAGGGGCCGTGACAGGGT 
GGGCGTGGGCATCCGAAGCTCCTACATCCGTGTCCTGGGCATCCAGGTGGACACAGATGGCTCTGGCCGCAGCTT 
TGCTGGGGCCGTGAGCCCCCAGGAGGAGGAGGAGTTCCGTCGCCTGGCTGCCCTCCCAAATGTCTATGAGGTCAT 
CTCCAAGAGCATCGCCCCCTCCATCTTTGGGGGCACAGACATGAAGAAGGCCATTGCCTGCCTGCTCTTTGGGGG 
CTCCCGAAAGAGGCTCCCTGATGGACTTACTCGCCGAGGAGACATCAACCTGCTGATGCTAGGGGACCCTGGGAC 
AGCCAAGTCCCAGCTTCTGAAGTTTGTGGAGAAGTGTTCTCCCATTGGGGTATACACGTCTGGGAAAGGCAGCAG 
CGCAGCTGGACTGACAGCCTCGGTGATGAGGGACCCTXCGTCCCGGAATTTCATCATGGAGGGCGGAGCCATGGT 
CCTGGCCGArGGTGGGGTCGTCTGTATTGACGAGTTTGACAAGATGCGAGAAGATGACCGTGTGGCAATCCACGA 
AGCCATGGAGCAGCAGACCATCTCTATCGCCAAGGCTGGGATCACCACCACCCTGAACTCCCGCTGCTCCGTCCT 
GGCTGCTGCCAACTCAGTGTTCGGCCGCTGGGATGAGACGAAGGGGGAGGACAACATTGACTTCATGCCCACCAT 
CTTGTCGCGCTTCGACATGATCTTCATCGTCAAGGATGAGCACAATGAGGAGAGGGATGTGATGCTGGCCAAGCA 
TGTCATCACTCTGCACGTGAGCGCACTGACACAGACACAGGCTGTGGAGGGCGAGATTGACCTGGCCAAGCTGAA 
GAAGTTTATTGCCTACTGCCGAGTGAAATGTGGCCCCCGGCTGTCAGCAGAGGCTGCAGAGAAACTGAAGAACCG 
CTACATCATCATGCGGAGCGGGGCCCGTCAGCACGAGAGGGACAGTGACCGCCGCTCCAGCATCCCCATCACTGT 
GCGGCAGCTGGAGGCCATTGTGCGCATCGCGGAAGCCCTCAGCAAGATGAAGCTGCAGCCCTTCGCCACAGAGGC 
AGATGTGGAGGAGGCCCTGCGGCTCTTCCAAGTGTCCACGTTGGATGCTGCCTTGTCCGGTACCCTGTCAGGGGT 
GGAGGGCTTCACCAGCCAGGAGGACCAGGAGATGCTGAGCCGCATCGAGAAGCAGCTCAAGCGCCGCTTTGCCAT 
TGGCTCCCAGGTGTCTGAGCACAGCATCATCAAGGACTTCACCAAGCAGAAATACCCGGAGCACGCCATCCACAA 
GGTGCTGCAGCTCATGCTGCGGCGCGGCGAGATCCAGCATCGCATGCAGCGCAAGGTTCTCTACCGCCTCAAGTG 
AGTCGCGCCGCCTCACTGGACTCATGGACTCGCCCACGCCTCGCCCCTCCTGCCGCTGCCTGCCATTGACAATGT 
TGCTGGGACCTCTGCCTCCCCACTGCAGCCCTCGAACTTCCCAGGCACCCTCCTTTCTGCCCCAGAGGAAGGAGC 
TGTAGTGTCCTGCTGCCTCTGGGCGCCCGCCTCTAGCGCGGTTCTGGGAAGTGTGCTTTTGGCATCCGTTAATAA 
TAAAGCCACGGTGTGTTCAGGTAAAAAAAAAAAAAAA 
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FIGURE 940 

MSGFDDPGIFYSDSFGGDAQADEGQARKSQLQRRFKEFLRQYRVGTDRTGFTFKYRDELKRHYNLGEYWIEVEME 
DLASFDEDLAD YLYKQP AEHLQLLEEAAKEVADEVTRPRP S GEE VLQD I QVMLKSD ASP S S IRSLKSDMMS HLVK 
IPGIIIAASAVRAKATRISIQCRSCRNTLTNIAMRPGLEGYALPRKCNTDQAGRPKCPLDPYFIMPDKCKCVDFQ 
TLKLQELPDAVPHGEMPRHMQLYCDRYLCDKWPGNRVTIMGIYSIKKFGLTTSRGRDRVGVGIRSSYIRVLGIQ 
VDTDGSGRSFAGAVSPQEEEEFRRLAALPNVYEVISKSIAPSIFGGTDMKKAIACLLFGGSRKRLPDGLTRRGDI 
NLLMLGDPGTAKSQLLKFVEKCSPIGVYTSGKGSSAAGLTASVMRDPSSRNFIMEGGAMVLADGGVVCIDEFDKM 
REDDRVAIHEAMEQQTISIAKAGITTTLNSRCSVLAAANSVFGRWDETKGEDNIDFMPTILSRFDMIFIVKDEHN 
EERDVMLAKHVITLHVSALTQTQAVEGEIDLAKLKKFIAYCRVKCGPRLSAEAAEKLKNRYIIMRSGARQHERDS 
DRRSSIPITVRQLEAIVRIAEALSKMKLQPFATEADVEEALRLFQVSTLDAALSGTLSGVEGFTSQEDQEMLSRI 
EKQLKRRFAIGSQVSEHS I IKDFTKQKYPEHAIHKVLQLMLRRGE IQHRMQRKVLYRLK 
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FIGURE 941 

GAATTCGGGCGTGGGCGCGGGGGCGCGGCGTGCGGCACGCTGCAGGGCTGAAGCGGCGGCGGCGGTGGGGACTGC 
ACGTAGCCCGGCGCTCGGCATGGCTCTCCTGGTGCTCGGTCTGGTGAGCTGTACCTTCTTTCTGGCAGTGAATGG 
TCTGTATTCCTCTAGTGATGATGTGATCGAATTAACTCCATCAAATTTCAACCGAGAAGTTATTCAGAGTGATAG 
TTTGTGGCTTGTAGAATTCTATGCTCCATGGTGTGGTCACTGTCAAAGATTAACACCAGAATGGAAGAAAGCAGC 
AACTGCATTAAAAGATGTTGTCAAAGTTGGTGCAGTTGATGCAGATAAGCATCATTCCCTAGGAGGTCAGTATGG 
TGTTCAGGGATTTCCTACCATTAAGATTTTTGGATCCAACAAAAACAGACCAGAAGATTACCAAGGTGGCAGAAC 
TGGTGAAGCCATTGTAGATGCTGCGCTGAGTGCTCTGCGCCAGCTCGTGAAGGATCGCCTCGGGGGACGGAGCGG 
AGGATACAGTTCTGGAAAACAAGGCAGAAGTGATAGTTCAAGTAAGAAGGATGTGATTGAGCTGACAGACGACAG 
CTTTGATAAGAATGTTCTGGACAGTGAAGATGTTTGGATGGTTGAGTTCTATGCTCCTTGGTGTGGACACTGCAA 
AAACCTAGAGCCAGAGTGGGCTGCCGCAGCTTCAGAAGTAAAAGAGCAGACGAAAGGAAAAGTGAAACTGGCAGC 
TGTGGATGCTACAGTCAATCAGGTTCTGGCCTCCCGATACGGGATTAGAGGATTTCCTACAATCAAGATATTTCA 
GAAAGGCGAGTCTCCTGTGGATTATGACGGTGGGCGGACAAGATCCGACATCGTGTCCCGGGCCCTTGATTTGTT 
TTCTGATAACGCCCCACCTCCTGAGCTGCTTGAGATTATCAACGAGGACATTGCCAAGAGGACGTGTGAGGAGCA 
CCAGCTCTGTGTTGTGGCTGTGCTGCCCCATATCCTTGATACTGGAGCTGCAGGCAG^LAATTCTTATCTGGAAGT 
TCTTCTGAAGTTGGCAGACAAATACAAAAAGAAAATGTGGGGGTGGCTGTGGACAGAAGCTGGAGCCCAGTCTGA 
ACTTGAGACCGCGTTGGGGATTGGAGGGTTTGGGTACCCCGCCATGGCCGCCATCAATGCACGCAAGATGAAATT 
TGCTCTGCTAAAAGGCTCCTTCAGTGAGCAAGGCATCAACGAGTTTCTCAGGGAGCTCTCTTTTGGGCGTGGCTC 
CACGGCACCTGTAGGAGGCGGGGCTTTCCCTACCATCGTTGAGAGAGAGCCTTGGGACGGCAGGGATGGCGAGCT 
TCCCGTGGAGGATGACATTGACCTCAGTGATGTGGAGCTTGATGACTTAGGGAAAGATGAGTTG TGAG AGCCACA 
ACAGAGGCTTCAGACCATTTTCTTTTCTTGGGAGCCAGTGGATTTTTCCAGCAGTGAAGGGACATTCTCTACTTT 
CTTTTCTTGGGAGCCAGTGGATTTTTCCAGCAGTGAAGGGACATTCTCTACACTCAGATGACTCTACCAGTGGCC 
TTTTAACCAAGAAGTAGTACTTGATTGGTCATTTGAAAACACTGCAACAGTGAACTTTTGCATCTCAAGAAAACA 
TTGAAAAATTCTATGAATTGTTGTAGCCGGTGAATTGAGTCGTATTCTGTCACATAATATTTTGAAGAAAACTTG 
GCTGTCGAAACATTTTTCTCTCTGACTGCTGCTTGAATGTTCTTGGAGGCTGTTTCTTATGTATGGGTTTTTTTT 
AATGTGATCCCTTCATTTGAATATTAATGGCTTTTTCCATTAAAGAATAAATTGGAAAAAAGAAAAAAAAAAAAA 
GGAATTC 
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FIGURE 942 

MALLVLGLVSCTFFLAVNGLYSSSDDVIELTPSNFNREVIQSDSLWLVEFYAPWCGHCQRLTPEWKKAATALKDV 
VKVGAVDADKHHSLGGQYGVQGFPTIKIFGSNKNRPEDYQGGRTGEAIVDAALSALRQLVKDRLGGRSGGYSSGK 
QGRSDSSSKKDVIELTDDSFDKNVLDSEDWMVEFYAPWCGHCKNLEPEWAAAASEVKEQTKGKVKLAAVDATW 
QVLASRYGIRGFPTIKIFQKGESPVDYDGGRTRSDIVSRALDLFSDNAPPPELLEIINEDIAKRTCEEHQLCWA 
VLPHILDTGAAGRNSYLEVLLKLADKYKKKMWGWLWTEAGAQSELETALGIGGFGYPAMAAINARKMKFALLKGS 
FSEQGINEFLRELSFGRGSTAPVGGGAFPTIVEREPWDGRDGELPVEDDIDLSDVELDDLGKDEL 
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FIGURE 943 

GCGACCGCTCGTCCGCCCGGCTTGAGGCCCGCGGGGAGCGCGCCGCAATTCGTCGGCCCGCGGGGGGGCGGCCTC 
CCGGCATCTTCGCGGCGACCAAGGACTACCAGGAAGGGGAGCGGCTGGG ATGG CGCGTCCGCGGCCCCGCGAGTA 
CAAAGCGGGCGACCTGGTCTTCGCCAAGATGAAGGGCTACCCGCACTGGCCGGCCCGGATTGATGAACTCCCAGA 
GGGCGCTGTGAAGCCTCCAGCAAACAAGTATCCTATCTTCTTTTTTGGCACCCATGAAACTGCATTTCTAGGTCC 
CAAAGACCTTTTTCCATATAAGGAGTACAAAGACAAGTTTGGAAAGTCAAACAAACGGAAAGGATTTAACGAAGG 
ATTGTGGGAAATAGAAAATAACCCAGGAGTAAAGTTTACTGGCTACCAGGCAATTCAGCAACAGAGCTCTTCAGA 
AACTGAGGGAGAAGGTGGAAATACTGCAGATGCAAGCAGTGAGGAAGAAGGTGATAGAGTAGAAGAAGATGGAAA 
AGGCAAAAGAAAGAATGAAAAAGCAGGCTCAAAACGGAAAAAGTCATATACTTCAAAGAAATCCTCTAAACAGTC 
CCGGAAATCTCCAGGAGATGAAGATGACAAAGACTGCAAAGAAGAGGAAAACAAAAGCAGCTCTGAGGGTGGAGA 
TGCGGGCAACGACACAAGAAACACAACTTCAGACTTGCAGAAAACCAGTGAAGGGACC TAAC TACCATAATGAAT 
GCTGCATATTAAGAGAAACCACAAGAAGGTTATATGTTTGGTTGTCTAATATTCTTGGATTTGATATGAACCAAC 
ACATAGTCCTTGTTGTCATTGACAGAACCCCAGTTTGTATGTACATTATTCATATTCCTCTCTGTTGTGTTTCGG 
GGGGAAAAGACATTTTAGCCTTTTTTAAAAGTTACTGATTTAATTTCATGTTATTTGGTTGCATGAAGTTGCCCT 
TAACCACTAAGGATTATCAAGATTTTTGCGCAGACTTATACATGTCTAGGATCCTTTTATCAAGGCAGTTATGAT 
CATCGTTTTCCTGCCTTGACCCCACCATCATCAAACACTCAGTTAAATATAAATTAACATTTTTTAGATGACCAC 
TCAACATAATGCTTAAGAATGGAATTTCCTCTCTGTGACAGAACCCAGGAATTAATTCCTAAATACATAACGTTG 
GTATATTGAAGACGAAATTAAAATTGGTCCTrCAGTTTTGAGGCCATGTGTAAAGTTTAACCATATTGTAAAATA 
TCTATTCCGTATTAGAAATAGCTAGTTGACAGCTTATACTTCTCAACATTCATATTGTTATGTACACAAACTAAG 
TTTCTATATGTGAAGTTAGTGAGTCTTTTTGTGTTACTCCAAAATAAAGGCAATGATTTATTTTTTTCCCAGTGC 
CAATACAATTTTGAGCTAAGCACTCAAGGTGGATACTTTACATTTTAAAGCTGGAATCAGCAACAGCCCTATGGG 
AAACCAGACAAAGCATTGACTTTTAAATGTAGACTTTTAAAATAAACTGTTTTCTTTTGGAACTACAATTAGAAT 
AGTTAATATTCATCCTTAAACCATTATTATGTGTACATTATTGTTGCTATTGTGATAATAGAGAATTTTATTTAT 
TTTTATGCCAGCTTATATTGTGAGAACACATTTAGTCAGTTTGGGTTTTATCAATCCTGTTAATGCTTGTCCTTG 
GAACATCTTTCGCGTATTCACGGTTTGTAGTTGAAAAGTTTACTGTAAAAAAATCAAAAACAAAAAAATGTATTG 
TTTTTACAGAATAAATTTATTGGAATGTGA 
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FIGURE 944 

MARPRPREYKAGDLWAKMKGYPHWPARIDELPEGAVKPPANKYPIFFFGTHETAFLGPKDLFPYKEYKDKFGKS 
NKRKGFNEGLWEIENNPGVKFTGYQAIQQQSSSETEGEGGNTADASSEEEGDRVEEDGKGKRKNEKAGSKRKKSY 
TSKKSSKQSRKSPGDEDDKDCKEEENKSSSEGGDAGNDTRNTTSDLQKTSEGT 
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FIGURE 945 A 

AATTCTCGAGCTCGTCGACCGGTCGACGAGCTCGAGGGTCGACGAGCTCGAGGGCGCGCGCCCGGCCCCCACCCC 

TCGCAGCACCCCGCGCCCCGCGCCCTCCCAGCCGGGTCCAGCCGGAGCCATGGGGCCGGAGCCGCAGTGAGCACC 

ATGGAGCTGGCGGCCTTGTGCCGCTGGGGGCTCCTCCTCGCCCTCTTGCCCCCCGGAGCCGCGAGCACCCAAGTG 

TGCACCGGCACAGACATGAAGCTGCGGCTCCCTGCCAGTCCCGAGACCCACCTGGACATGCTCCGCCACCTCTAC 

CAGGGCTGCCAGGTGGTGCAGGGAAACCTGGAACTCACCTACCTGCCCACCAATGCCAGCCTGTCCTTCCTGCAG 

GATATCCAGGAGGTGCAGGGCTACGTGCTCATCGCTCACAACCAAGTGAGGCAGGTCCCACTGCAGAGGCTGCGG 

ATTGTGCGAGGCACCCAGCTCTTTGAGGACAACTATGCCCTGGCCGTGCTAGACAATGGAGACCCGCTGAACAAT 

ACCACCCCTGTCACAGGGGCCTCCCCAGGAGGCCTGCGGGAGCTGCAGCTTCGAAGCCTCACAGAGATCTTGAAA 

GGAGGGGTCTTGATCCAGCGGAACCCCCAGCTCTGCTACCAGGACACGATTTTGTGGAAGGACATCTTCCACAAG 

AACAACCAGCTGGCTCTCACACTGATAGACACCAACCGCTCTCGGGCCTGCCACCCCTGTTCTCCGATGTGTAAG 

GGCTCCCGCTGCTGGGGAGAGAGTTCTGAGGATTGTCAGAGCCTGACGCGCACTGTCTGTGCCGGTGGCTGTGCC 

CGCTGCAAGGGGCCACTGCCCACTGACTGCTGCCATGAGCAGTGTGCTGCCGGCTGCACGGGCCCCAAGCACTCT 

GACTGCCTGGCCTGCCTCCACTTCAACCACAGTGGCATCTGTGAGCTGCACTGCCCAGCCCTGGTCACCTACAAC 

ACAGACACGTTTGAGTCCATGCCCAATCCCGAGGGCCGGTATACATTCGGGGCCAGCTGTGTGACTGCCTGTCCC 

TACAACTACCTTTCTACGGACGTGGGATCCTGCACCCTCGTCTGCCCCCTGCACAACCAAGAGGTGACAGCAGAG 

GATGGAACACAGCGGTGTGAGAAGTGCAGCAAGCCCTGTGCCCGAGTGTGCTATGGTCTGGGCATGGAGCACTTG 

CGAGAGGTGAGGGCAGTTACCAGTGCCAATATCCAGGAGTTTGCTGGCTGCAAGAAGATCTTTGGGAGCCTGGCA 

TTTCTGCCGGAGAGCTTTGATGGGGACCCAGCCTCCAACACTGCCCCGCTCCAGCCAGAGCAGCTCCAAGTGTTT 

GAGACTCTGGAAGAGATCACAGGTTACCTATACATCTCAGCATGGCCGGACAGCCTGCCTGACCTCAGCGTCTTC 

CAGAACCTGCAAGTAATCCGGGGACGAATTCTGCACAATGGCGCCTACTCGCTGACCCTGCAAGGGCTGGGCATC 

AGCTGGCTGGGGCTGCGCTCACTGAGGGAACTGGGCAGTGGACTGGCCCTCATCCACCATAACACCCACCTCTGC 

TTCGTGCACACGGTGCCCTGGGACCAGCTCTTTCGGAACCCGCACCAAGCTCTGCTCCACACTGCCAACCGGCCA 

GAGGACGAGTGTGXGGGCGAGGGCCTGGCCTGCCACCAGCTGTGCGCCCGAGGGCACTGCTGGGGTCCAGGGCCC 

ACCCAGTGTGTCAACTGCAGCCAGTTCCTTCGGGGCCAGGAGTGCGTGGAGGAATGCCGAGTACTGCAGGGGCTC 

CCCAGGGAGTATGTGAATGCCAGGCACTGTTTGCCGTGCCACCCTGAGTGTCAGCCCCAGAATGGCTCAGTGACC 

TGTTTTGGACCGGAGGCTGACCAGTGTGTGGCCTGTGCCCACTATAAGGACCCTCCCTTCTGCGTGGCCCGCTGC 

CCCAGCGGTGTGAAACCTGACCTCXCCTACATGCCCATCTGGAAGTTTCCAGATGAGGAGGGCGCATGCCAGCCT 

TGCCCCATCAACTGCACCCACTCCTGTGTGGACCTGGATGACAAGGGCTGCCCCGCCGAGCAGAGAGCCAGCCCT 

CTGACGTCCATCGTCTCTGCGGTGGTTGGCATTCTGCTGGTCGTGGTCTTGGGGGTGGTCTTTGGGATCCTCATC 

AAGCGACGGCAGCAGAAGATCCGGAAGTACACGATGCGGAGACTGCTGCAGGAAACGGAGCTGGTGGAGCCGCTG 

ACACCTAGCGGAGCGATGCCCAACCAGGCGCAGATGCGGATCCTGAAAGAGACGGAGCTGAGGAAGGTGAAGGTG 

CTTGGATCTGGCGCTTTTGGCACAGTCTACAAGGGCATCTGGATCCCTGATGGGGAGAATGTGAAAATTCCAGTG 

GCCATCAAAGTGTTGAGGGAAAACACATCCCCCAAAGCCAACAAAGAAATCTTAGACGAAGCATACGTGATGGCT 

GGTGTGGGCTCCCCATATGTCTCCCGCCTTCTGGGCATCTGCCTGACATCCACGGTGCAGCTGGTGACACAGCTT 

ATGCCCTATGGCTGCCTCTTAGACCATGTCCGGGAAAACCGCGGACGCCTGGGCTCCCAGGACCTGCTGAACTGG 

TGTATGCAGATTGCCAAGGGGATGAGCTACCTGGAGGATGTGCGGCTCGTACACAGGGACTTGGCCGCTCGGAAC 

GTGCTGGTCAAGAGTCCCAACCATGTCAAAATTACAGACTTCGGGCTGGCTCGGCTGCTGGACATTGACGAGACA 

GAGTACCATGCAGATGGGGGCAAGGTGCCCATCAAGTGGATGGCGCTGGAGTCCATTCTCCGCCGGCGGTTCACC 

CACCAGAGTGATGTGTGGAGTTATGGTGTGACTGTGTGGGAGCTGATGACTTTTGGGGCCAAACCTTACGATGGG 

ATCCCAGCCCGGGAGATCCCTGACCTGCTGGAAAAGGGGGAGCGGCTGCCCCAGCCCCCCATCTGCACCATTGAT 

GTCTACATGATCATGGTCAAATGTTGGATGATTGACTCTGAATGTCGGCCAAGATTCCGGGAGTTGGTGTCTGAA 

TTCTCCCGCATGGCCAGGGACCCCCAGCGCTTTGTGGTCATCCAGAATGAGGACTTGGGCCCAGCCAGTCCCTTG 

GACAGCACCTTCTACCGCTCACTGCTGGAGGACGATGACATGGGGGACCTGGTGGATGCTGAGGAGTATCTGGTA 

CCCCAGCAGGGCTTCTTCTGTCCAGACCCTGCCCCGGGCGCTGGGGGCATGGTCCACCACAGGCACCGCAGCTCA 

TCTACCAGGAGTGGCGGTGGGGACCTGACACTAGGGCTGGAGCCCTCTGAAGAGGAGGCCCCCAGGTCTCCACTG 

GCACCCTCCGAAGGGGCTGGCTCCGATGTATTTGATGGTGACCTGGGAATGGGGGCAGCCAAGGGGCTGCAAAGC 

CTCCCCACACATGACCCCAGCCCTCTACAGCGGTACAGTGAGGACCCCACAGTACCCCTGCCCTCTGAGACTGAT 

GGCTACGTTGCCCCCCTGACCTGCAGCCCCCAGCCTGAATATGTGAACCAGCCAGATGTTCGGCCCCAGCCCCCT 
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TCGCCCCGAGAGGGCCCTCTGCCTGCTGCCCGACCTGCTGGTGCCACTCTGGAAAGGGCCAAGACTCTCTCCCCA 
GGGAAGAATGGGGTCGTCAAAGACGTTTTTGCCTTTGGGGGTGCCGTGGAGAACCCCGAGTACTTGACACCCCAG 
GGAGGAGCTGCCCCTCAGCCCCACCCTCCTCCTGCCTTCAGCCCAGCCTTCGACAACCTCTATTACTGGGACCAG 
GACCCACCAGAGCGGGGGGCTCCACCCAGCACCTTCAAAGGGACACCTACGGCAGAGAACCCAGAGTACCTGGGT 
CTGGACGTGCCAGTGTGAACCAGAAGGCCAAGTCCGCAGAAGCCCTGATGTGTCCTCAGGGAGCAGGGAAGGCCT 
GACTTCTGCTGGCATCAAGAGGTGGGAGGGCCCTCCGACCACTTCCAGGGGAACCTGCCATGCCAGGAACCTGTC 
CTAAGGAACCTTCCTTCCTGCTTGAGTTCCCAGATGGCTGGAAGGGGTCCAGCCTCGTTGGAAGAGGAACAGCAC 
TGGGGAGTCTTTGTGGATTCTGAGGCCCTGCCCAATGAGACTCTAGGGTCCAGTGGATGCCACAGCCCAGCTTGG 
CCCTTTCCTTCCAGATCCTGGGTACTGAAAGCCTTAGGGAAGCTGGCCTGAGAGGGGAAGCGGCCCTAAGGGAGT 
GTCTAAGAACAAAAGCGACCCATTCAGAGACTGTCCCTGAAACCTAGTACTGCCCCCCATGAGGAAGGAACAGCA 
ATGGTGTCAGTATCCAGGCTTTGTACAGAGTGCTTTTCTGTTTAGTTTTTACTTTTTTTGTTTTGTTXTTTTAAA 
GACGAAATAAAGACCCAGGGGAGAATGGGTGTTGTATGGGGAGGCAAGTGTGGGGGGTCCTTCTCCACACCCACT 
TTGTCCATTTGCAAATATATTTTGGAAAAC 
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MELAALCRWGLLLALLPPGAASTQVCrGTDMKLRLPASPETHLDMLRHLYQGCQWQGNLELTYLPTNASLSFLQ 
DIQEVQGYVLIAHNQVRQVPLQRLRIVRGTQLFEDNYALAVLDNGDPLNNTTPVTGASPGGLRELQLRSLTEILK 
GGVLIQRNPQLCYQDTILWKDIFHKNNQLALTLIDTNRSRACHPCSPMCKGSRCWGESSEDCQSLTRTVCAGGCA 
RCKGPLPTDCCHEQCAAGCTGPKHSDCLACLHFNHSGICELHCPALVTYNTDTFESMPNPEGRYTFGASCVTACP 
YNYLSTDVGSCTLVCPLHNQEVTAEDGTQRCEKCSKPCARVCYGLGMEHLREVRAVTSANIQEFAGCKKIFGSLA 
FLPESFDGDPASNTAPLQPEQLQVFETLEEITGYLYISAWPDSLPDLSVFQNLQVIRGRILHNGAYSLTLQGLGI 
SWLGLRSLRELGSGLALIHHNTHLCFVHTVPWDQLFRNPHQALLHTANRPEDECVGEGLACHQLCARGHCWGPGP 
TQCVNCSQFLRGQECVEECRVLQGLPREYVNARHCLPCHPECQPQNGSVTCFGPEADQCVACAHYKDPPFCVARC 
PSGVKPDLSYMPIWKFPDEEGACQPCPINCTHSCVDLDDKGCPAEQRASPLTSIVSAWGIIiLVWLGVVFGILI 
KRRQQKIRKYTMRRLLQETELVEPLTPSGAMPNQAQMRILKETELRKVKVLGSGAFGTVYKGIWIPDGENVKIPV 
AIKVLRENTSPKANKEILDEAYVMAGVGSPYVSRLLGICLTSTVQLVTQLMPYGCLLDHVRENRGRLGSQDLLNW 
CMQIAKGMSYLEDVRLVHRDLAARNVLVKSPNHVKITDFGLARLLDIDETEYHADGGKVPIKWMALESILRRRFT 
HQSDVWSYGVTVWELMTFGAKPYDG1PAREIPDLLEKGERLPQPPICTIDVYMIMVKCWMIDSECRPRFRELVSE 
F SRMARDPQRFWI QNEDLGP ASP LD S TF YRS LLED DDMGDLVDAEE YLVPQQGFFCP DP AP GAGGMVHHRHRS S 
STRSGGGDLTLGLEPSEEEAPRSPLAPSEGAGSDVFDGDLGMGAAKGLQSLPTHDPSPLQRYSEDPXVPLPSETD 
GYVAPLTCSPQPEYVNQPDVRPQPPSPREGPLPAARPAGATLERAKTLSPGKNGWKDVFAFGGAVENPEYLTPQ 
GGAAPQPHPPPAFSPAFDNLYYWDQDPPERGAPPSTFKGTPXAENPEYLGLDVPV 
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GGCACGAGGGCGCGGCGGAGGCTCCCGTGGCCTCGGACGCTCCTCCTAGCTAGCGGCCGCCGCCCGCCGCCGCCT 

GCGCCTCCAGCTCCTTCGCCCCGGCGGGCCCGGCCGCCGCTTCCGGCAGCTCACCTGGGAAGCGCTCACCTGGGA 

CGCGCTCACCTGGGACGCGCTACCTGCCTCCGGGCGCCTGGGCTTCAGGATGAAGGACCGTCTGGAGCAGCTGAA 

GGCCAAGCAGCTGACACAGGATGATGATACTGATGCGGTTGAGATTGCTATCGACAACACGGCTTTTATGGACGA 

GTTCTTTTCTGAGATTGAGGAAACTCGGCTTAACATTGACAAGATCTCAGAACATGTAGAGGAGGCTAAGAAACT 

CTACAGTATCATTCTCTCTGCACCGATTCCAGAGCCAAAAACCAAGGATGACCTAGAGCAGCTCACGACTGAGAT 

TAAGAAAAGGGCCAACAACGTCCGGAACAAACrGAAGAGCATGGAGAAGCATATTGAAGAAGATGAGGTCAGGTC 

ATCGGCAGACCTTCGGATTCGGAAATCCCAGCACTCTGTCCTTTCTCGGAAGTTTGTGGAGGTGATGACCAAATA 

CAATGAAGCTCAAGTGGACTTCCGAGAACGCAGCAAAGGGCGAATCCAGCGGCAGCTCGAAATTACTGGCAAAAA 

GACAACCGATGAGGAGCTGGAGGAGATGTTGGAGAGTGGCAACCCGGCCATCTTCACTTCTGGGATCATTGACTC 

ACAGATTTCCAAGCAAGCCCTCAGTGAGATTGAGGGACGACACAAGGACATTGTGAGGCTGGAGAGCAGCATCAA 

GGAGCTTCACGACATGTTTATGGACATCGCCATGCTGGTGGAGAATCAGGGTGAGATGTTAGATAACATAGAGTX 

GAATGTCATGCACACAGTGGACCACGTGGAGAAGGCACGAGATGAAACGAAAAAAGCTGTGAAATACCAGAGTCA 

GGCCCGGAAGAAATTGATAATTATCATTGTGCTAGTAGTTGTGTTGCTGGGCATTTTAGCATTGATTATTGGACT 

TTCCGTTGGGCTGAATTAAGAGTGGCCTAAGAGGCTGCTGCACTGAAATAAACTGATTTCACTCCAGACTGGTGT 

GGCCACCCTTGTCTTCAGATGAGAATGGAGTCTGAATGGCCTrCCTGAGAGCGAGTGCGACCCGrTCCTXTGTTT 

CCTTGCAACCACCCTTGGACCTGACrCAGCTAACAATCTAGCCCTGGGGGAATGTGATCTACCTGATGCGACCCT 

GAGTTCTCCCCAGAGCCTCCTCCTGCCCCACCAGCTCTCAAGTACCTTTTCTCCTGGACTGTGTGGACCCACCCA 

GCTTTCTTCCXCCCTGTTGTGTGTCAGATTATGCCTTGCACTTGGGAAAGCTCTTGTGAGACTCTCCCAAGGTGC 

TGTArTTTTCTACCTCATGGAGTATTCTCCCAGAAACTGCAATGTATTTTTTTAGGGGAGTATCTTTAACAAAGC 

AGAATGATTCTTCTAAGTTTGGCAACAAGAAGGCTTGGATCTGAGTCTTCTACCTGGCAGGATGCCAATCCTGTT 

XGXTGTCCGTATGTCCTGAAAACATGAGGGACTGGCAGATGTCATTTTGGTCTAAAGAGCTGACTTGTTTGAAAT 

TCAGCCTTAAATTAAGCTCTTAGTTGTTCAGCXTGGGGGGCAACTTTGATTTTTCTCTGTGTTGTAGTCTCTCAT 

ATTTACTCAAGGAGGGACCAGGATGATACAGTCATCTGAGGTTATGCXTTGCAAAAGGCTGACGGTATGGAATAT 

GTTTCCATGTCTGAGTCTTAGAAACTGGCTGCTCATTGTTAGAAAGTGATGCTTTGTGAGACTATTGTCTTGGGG 

CCAAAAATAATCAGGGATTTTAAATTGGGCAAGGGACAAGGTGCTAGAATCCTAAGCTCTGGAAATATTTCATGA 

CACTGGTGTATTCACTCATGTGTTCCAGATGTATTCTAATTGXGTATGAAATGTATGTACACATAAGTGTGTGTG 

TCTCAGGAAGTAGGAAATAAAAATGGAAGCTATTATGACCTCAAAAAAAAAAAGCCAACTTTGAGCTAGGATAAA 

AATTGGGTAAAGGACATTTGCTTACCXGCAAATGAATCACTGTGGAAATGTGATCTTCCCATATCATCAAGAAAC 

XTGTTTTCXGGATGAATACTGGGAGAATAAAATGAGAACTCTGGAGTGAGCTAAATTGATCCCAATTAAGTTTTT 

CTGCTTAGCAGACAGAAGGTATAATTTTTTGACACCCTTTCCCACCTGGTGCCTATGCTAGGCTTGTCCTGAGAA 

CATCCCTCAGTAACTTGATATTCACATGACCTACAGGATGTCCCATCTGCAGGGCTGAGTCAGTTGGGGAACACC 

AGAGGCTACACAGTAGCTCTTCCTGCTACTCGGTTAATGAGCTTGGCAGGTTCTTTGTCTCACTGAATTCTTATC 

ATGGAAACAGCAGCAGCAGCCGCTAGGAAATCTTCAAGTGTAGTGTCTGTGCTAACCCAGTGGTAAATCCCTTAG 

ATCCCCTGCTGGTCTCTGGCAGTCTCCTTGATTTTGGGTACCATGTATATTTTCCGCTTTGACTTTAACGCrTTC 

TAGGATAGGGTAAGCACCCTTAATTCAGGCACTGTCCATTAGCTTCCTTTGCAAAGGCTACrTArGGCCGGTCAC 

AATCCAGCACTCAGACAGAGCCAAGGCAATATCCTCTTGCCCATGGCTATGATGTCAGACAGTGGATGGGCTCCA 

GCAACAAGAGACAAAATAACrAAAGGCCTTTGCTCTCCTCTGACATTGAGGCCTGGGGCTTACAGTTTGGAATAC 

AACATGTGAAGGTTTTTGTrGTTGTTTGTATTTTTTAGATGTAAACTTGATTATTTTATTGCTAATTTAAAAATA 

AAAATGACTTTGTATTGATrGTGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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MKDRLEQLKAKQLTQDDDTDAVEIAIDNTAFMDEFFSEIEETRLNIDKISEHVEEAKKLYSIILSAPIPEPKTKD 
DLEQLTTE I KKRANNVIWKLKSMEKH ^ 

RQLEITGKKTTDEELEEMLESGNPAIFTSGIIDSQISKQALSEIEGRHKDIVRLESSIKELHDMFMDIAMLVENQ 
GEMLDNIELNVMHTVDHVEKARDETKKAVKYQSQARKKLI 1 1 IVLVWLLGILALI IGLSVGLN 
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CGGCACGAGGCAAGTGACGCCGAGGGCCTGAGTGCTCCAGTAGCCACCGCATCTGGAGAACCAGCGGTTACCATG 

GAGGGGATCAGTATATACACTTCAGATAACTACACCGAGGAAATGGGCTCAGGGGACTATGACTCCATGAAGGAA 
CCCTGTTTCCGTGAAGAAAATGCTAATTTCAATAAAATCTTCCTGCCCACCATCTACTCCATCATCTTCTTAACT 
GGCATTGTGGGCAATGGATTGGTCATCCTGGTCATGGGTTACCAGAAGAAACTGAGAAGCATGACGGACAAGTAC 
AGGCTGCACCTGTCAGTGGCCGACCTCCTCTTTGTCATCACGCTTCCCTTCTGGGCAGTTGATGCCGTGGCAAAC 
TGGTACTTTGGGAACTTCCTATGCAAGGCAGTCCATGTCATCTACACAGTCAACCTCTACAGCAGTGTCCTCATC 
CTGGCCTTCATCAGTCTGGACCGCTACCTGGCCATCGTCCACGCCACCAACAGTCAGAGGCCAAGGAAGCTGTTG 
GCTGAAAAGGTGGTCTATGTTGGCGTCTGGATCCCTGCCCTCCTGCTGACTATTCCCGACTTCATCTTTGCCAAC 
GTCAGTGAGGCAGATGACAGATATATCTGTGACCGCTTCTACCCCAATGACTTGTGGGTGGTTGTGTTCCAGTTT 
CAGCACATCATGGTTGGCCTTATCCTGCCTGGTATTGTCATCCTGTCCTGCTATTGCATTATCATCTCCAAGCTG 
TCACACTCCAAGGGCCACCAGAAGCGCAAGGCCCTCAAGACCACAGTCATCCTCATCCTGGCTTTCTTCGCCTGT 
TGGCTGCCTTACTACATTGGGATCAGCATCGACTCCTTCATCCTCCTGGAAATCATCAAGCAAGGGTGTGAGTTT 
GAGAACACTGTGCACAAGTGGATTTCCATCACCGAGGCCCTAGCTTTCTTCCACTGTTGTCTGAACCCCATCCTC 
TATGCTTTCCTTGGAGCCAAATTTAAAACCTCTGCCCAGCACGCACTCACCTCTGTGAGCAGAGGGTCCAGCCTC 
AAGATCCTCTCCAAAGG2VAAGCGAGGTGGACATTCATCTGTTTCCACTGAGTCTGAGTCTTCAAGTTTTCACTCC 
AGCTAACACAGATGTAAGAGACTTTTTTTTATACGATAAATAACTTTTTTTTAAGTTACACATTTTTCAGATATA 
AAAGACTGACCAATATTGTACAGTTTTTATTGCTTGTTGGATTTTTGCTCTTGTGTTTCTTTAGTTTTTCGTGAA 
GGTTTAATTGACTTATTTATATAAATTTTTTTTGTTTCATATTGATGTGTGTCTAGGCAGGACCTGTGGCCAAGT 
TCTTAGTTGCTGTATGTCTCGTGGTAGGACTGTAGAAAAGGGAACTGAACATTCCAGAGCGTGTAGTGAATCACG 
TAAAGCTAGAAATGATCCCCAGCTGTTTATGCATAGATAATCTCTCCATTCCCGTGGAACGTTTTTCCTGTTCTT 
AAGACGTGATTTTGCTGTAGAAGATGGCACTTATAACCAAAGCCCAAAGTGGTATAGAAATGCTGGTTTTTCAGT 
TTTCAGGAGTGGGTTGATTTCAGCACCTACAGTGTACAGTCTTGTATTAAGTTGTTAATAAAAGTACATGTTAAA 
C T T AAAAAAAAAAAAAAAAA 
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MEGISIYTSDNYTEEMGSGDYDSMKEPCFREENANFNKIFLPTIYSIIFLTGIVGNGLVILVMGYQKKLRSMTDK 
YRLHLSVADLLFVITLPFWAVDAVANWYFGNFLCKAVHVIYTVNLYSSVLILAFISLDRYLAIVHATNSQRPRKL 
LAEKVVYVGVWIPALLLTIPDFIFANVSEADDRYICDRFYPNDLWVVVFQFQHIMVGLILPGIVILSCYCIIISK 
LSHSKGHQKRKALKTTVILILAFFACWLPYYIGISIDSFILLEIIKQGCEFENTVHKWISITEALAFFHCCLNPI 
L YAFLGAKFKTS AQHALTS VSRGS SLKI LSKGKRGGHSS VSTESE S S SFHS S 
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AAGATGGCTGCCCACGGGGGCTCCGCGGCGTCCTCGGCGCTGAAGGGGTTAATTCAACAGTTCACCACCATTACC 

GGTGCAAGTGAAAGTGTAGGAAAACATATGCTTGAAGCGTGCAACAATAATCTGGAAATGGCAGTCACTATGTTT 

TTGGATGGTGGAGGAATCGCTGAAGAGCCCAGTACCAGTTCAGCAAGTGTCTCTACTGTCAGACCACACACAGAA 

GAAGAAGTTCGTGCCCCAATTCCTCAAAAGCAGGAAATACTGGTGGAACCAGAACCATTATTTGGTGCTCCTAAA 

AGACGACGGCCTGCACGTTCAATTTTTGATGGTTTCCGGGATTTTCAGACTGAAACTATTCGGCAAGAACAAGAA 

TTAAGAAATGGAGGAGCTATCGATAAGAAATTAACTACCCTTGCAGATCTATTCCGGCCACCCATTGATTTGATG 

CATAAAGGCAGCTTTGAAACAGCCAAAGAGTGTGGCCAGATGCAAAATAAGTGGCTGATGATAAACATTCAAAAT 

GTTCAAGACTTTGCATGTCAGTGCCTCAACCGCGATGTGTGGAGCAACGAAGCTGTGAAGAATATTATCCGGGAA 

CATTTCATTTTCTGGCAGGTTTATCATGACAGTGAGGAAGGTCAGAGATACATACAGTTTTATAAGTTAGGGGAT 

TTCCCCTATGTTTCCATATTGGACCCACGGACAGGTCAGAAGCTAGTAGAATGGCACCAGTTAGATGTATCTTCT 

TTCTTGGACCAAGTGACGGGATTTCTGGGTGAACATGGACAACTGGATGGACTTTCTAGCAGTCCCCCCAAAAAA 

TGTGCCCGTTCAGAGAGCCTTATAGATGCAAGTGAAGACAGCCAGCTAGAAGCTGCCATCAGAGCCTCCTTACAA 

GAAACACATTTTGATTCAACACAGACAAAACAGGATAGCCGCTCAGATGAAGAATCTGAATCTGAACTTTTTTCT 

GGCAGTGAGGAGTTCATATCCGTTTGTGGCTCTGATGAAGAAGAAGAGGTAGAGAATCTTGCCAAGTCCAGAAAG 

TCTCCCCACAAAGATTTGGGGCATAGAAAAGAGGAGAATAGAAGGCCGCTGACTGAGCCACCAGTCAGAACTGAT 

CCTGGAACAGCCACAAACCACCAAGGATTGCCAGCTGTGGATXCAGAGATACTGGAGATGCCACCTGAAAAAGCA 

GATGGAGTAGTGGAGGGGATAGATGTAAATGGACCAAAAGCACAGCTGATGTTGCGGTATCCAGATGGAAAAAGG 

GAACAGATCACTCTTCCAGAGCAAGCTAAACTGCTAGCTTTGGTGAAGCACGTGCAGTCTAAAGGATACCCAAAT 

GAACGTTTTGAACTXCTCACCAACTTTCCTCGAAGGAAATTATCTCATCTGGACTATGATATTACATTGCAAGAG 

GCAGGCCTTTGTCCTCAAGAGACTGTCTTTGTACAGGAAAGAAAT TAAC ACCATGGCTTGACCTCTCTCAGCTTA 

CCCCTTTTTTCCCTTTTCCTGTGAGATACATGTCACTAAGTATGCATTTTGGCTCATAGGACCACAGAGCCAAAG 

TTGGGCAAGCAAGTCACCTTCCTTCTCTTATTTCTTGATCTCTCCTATAATCAGTCTCTTTCTCCCCCTTTGTTT 

CTTTGTCCTCTTCTGTTTTCTCGCTCCCCACTCCGTACCCTTCTGCCTCCCCCTCCCCCCACACTTTTCTTTCTT 

ACCTAATCTGGTGACCAAACTGAAGXGTAAGGATAAGACCTCTCCTAGTACTAGCAGCAGGAATTGTGTGTTCCA 

GTAAGTGGTCTCTTGCACGGCACTTTTTTGGGATCAAATGTTAACGTXACTCCCCAGACTCTTCGGGCAAAGGAA 

TGGCTAGATTCAGAGTAAGAACAACCCTCCCTTTTTTGTAAGTCCCCGTGTTTAGCAGGGAGAAGAAATTCTCTA 

ACATGGGTTTGGTTTTGTTGTGTTCTTCATGTGGAAATGTCGCTTAACAAAATATCCAGGCTTTTGTTTACGTGG 

AAAAAGCATCCCTTGTAATGATTGCTCATCATACTTAAAAACCTTTTTCAAAGGATTTTCATGTTCCCAGCTATA 

AGGACTATTTCCATGACGTGTTATTGGCAGAATGAGTGTTAAATATGGAGCATATAGCATGGGGTGACTTTCATT 

GTCCTAACCTGAGACAGTTTTCCTTATTACTCTGTATTGATCCTGCTAGTCCAAGAATGGACATGAAGTGAACCT 

ATCGTGGTGACTGGGATAGGAAGGTGCTTGCTATTTTTGCCAGCACAGCATATTAGTTCCTTTGGAGCCCTCCAT 

TGTCTGAGTCTGCAGTGATCTGTAGGAAGGCAGCTGGTCAATAATCATGTAGTACAATGGCTTGGAATTGTAACC 

ACTATGGTTATTGATTGTCCTGTGTTGTTTCAGGCATACTTAGGTATGTCCCTGGGGAAAAAGAAAACCATTCAG 

CTGAGAGTTGCTAACCATGTTCTTTTGGTTAGAAATAATGGTTCATTTTTTGCCCCTGGTTGGAATAGTCTCTAA 

AAGGCTCTGGTGACTGAATTGAACATGAGTCCGCATGCTGTTTTCTTTCAAAAGGTATCAAAACGGAAAGCCTCT 

CTAAGGGGAAGACCTTTCAACTCCATTCAGAAGACAACATTTAGTAAGGAGGATGGCGGAGGTTACTAGTAATTT 

TCAGATGTCTTGGGCTTTTTCTGCCAACAAAACCCAAAATCAAATTAGAGTTGGTGAAAGCTTTCTTCAGTGTTT 

TTAGAAGAGGCCATCTTGAATCTGTAGAATACCATTTACACATCAACTTCACCCTATGCTCATTTCGTATTTTGA 

GCTTAAATGGAGTCCTCTGAAGGGGGGGTAGTCGTGATTCTGGTGGCAAAACTAGAACTTTTAACTTGTAAAATG 

AAAAATATTAAATGGACCTTTTTGTCAGTTGAGGATTTAGATTGATTCTTTTATCTGAGGAGCGTATGTTCCTCA 

GATGTTGCGTAGAGACCTTTAGGTTTTCATCTACTTTAAGATTGCTCTCTTGGCAATTAGGGGATTTGGGAAAAG 

AAGAAAAAAAGATGCCATGTGTTGCTAGTACACAGTTATAGGATATGGTTTCTAATGGTTGAATTTTGAGGAACT 

CTCCCTAAAGAATGAGTTTTATATCTCCTCAAGGAAATCATGGAAAAATCTGTTTATTCTTCAGTGAGTCCTTTT 

GAATTAATGTTCTTAAATTTTTTTCTAAGTCTGTGTAAGTGCTTATGTATAAGTATATAATTGTATAAATATTTA 

TAAATATATTTATATAATTACGGTTTCATTTCTACCTTGAGTCAAAGTTCTGTCTTTAGATTGGTGACTGAGTAA 

TACTTACACTTTGGTGTTTTTTCTTAGGTTCTTGAGGCTTACTTAACTAGCAGCTTCTGATTTATTGAGTGAAAG 

ATGGTTTTCATGTTAATTCCTCAGTTGCATCTCTGAACTTGGATAACATACTTGCCGTTTGAAAAATAGAGCXGT 

ATACTGTCAAAGGTGCACTGGAGGGTAAAACATTTGTTGGTAGTAGACAAGCTCAGAAATCCAAAAATTCAGGGA 
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GGGCACAGGGTAAGAAGAGAGGTTTGCTCAGCTTTGTGCTCTGATGGCACCCATCTGTACTCCAGCAAAGTCATA 

GCTGAAGCCCAAATCGCTCAAACGTGTGAAGTCAATCATTTTTCCTATAGGGCTCTGTTTCCTTTTCTTTACCTT 

CTAGCTTCTCTTGATAAAACAGTTGGGAGAACTGCCAACGTGTTCATCAGTGAGAGGGTGTGGTTCTTTCCGATA 

XGTTCAGCACGTGCATATTCATTTATGAGAAACCAAAGTAACTTCTTCAACTCGGGTTACTGTGGGATGATTAAG 

TAGATATAAAGTGATTTAAAAGACAGCATGGTACTTTCACTCAGCTTAACAXGCAGCTGGGATGTCTACAATACA 

AGATGTGGTGGGTTTTATTTTATTTTATTTTGAGGCAGGAGTGTAATTATCTTAGGGTTGATATAAAGGCCCATG 

GGAAGAGTTACGGATTGTACATGGGAAGAATCCATAAGGAGTATTGCCTTGCTCAAGAATTTAATCCGCTGACAG 

TATGCTTCTTCCAGTTTGCCTTACTTCCTCTGCAAGTTTCTTTGCTCCTTAGGGCAGAGGTTTTATTGAATAGAT 

TAAATGAGGTCAGTAAGATTAGTTAAAAATAGTCATTCCTTGTGGGTGTTGGACACAGCTTGAAAGGAGTGTTTA 

AAAAAAAAAAGCTAGGGAGGAAAAGAACAAGAAAGATAGACTTCGAGAGTGATAAGAGAAAAATACAGGGAGATG 

GAATGGAAACTACCAGGAAGGCCGGGCGCGGTGGCTCATGCCTGTAATCCCAACACTTTGGGAGGCGGAGGTGGG 

CAGATCACCTAAGGTCAGGAGATCGAGGCCAGCCXGAGCAACATGGTGAAACCCCGTCTCTACTAAAAATACAAA 

AATTACCTGGGTGTGGTGGCGTGCACCTGTAATCCCAGCTACTCAGAGGCTGAGGCAGGGGAATGGCTTGAACCT 

GGGAGGCAGAGGTTGCAGTGAGCCAAGATCGCACCATTACACTCCAGCCTGGGCGACAAAGCGACACTCCATCTC 
AAATTT 
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KMAAHGGSAAS S ALKGL I QQF XT I TGASES VGKHMLEACNNNLEMAVTMFLDGGGI AEEP S TS S AS VSTVRPHTE 
EEVRAPIPQKQEILVEPEPLFGAPKRRRPARSIFDGFRDFQTETIRQEQELRNGGAIDKKLTTLADLFRPPIDLM 
HKGSFETAKECGQMQNKWLMINIQNVQDFACQCLNRDVWSNEAVKNIIREHFIFWQVYHDSEEGQRYIQFYKLGD 
FPYVSILDPRTGQKLVEWHQLDVSSFLDQVTGFLGEHGQLDGLSSSPPKKCARSESLIDASEDSQLEAAIRASLQ 
ETHFDSTQTKQDSRSDEESESELFSGSEEFISVCGSDEEEEVENLAKSRKSPHKDLGHRKEENRRPLTEPPVRTD 

PGTATNHQGLPAVDSEILEMPPEKADGWEGIDVNGPKAQLMLRYPDGKREQITLPEQAKLLALVKHVQSKGYPN 
ERFELLTNFPRRKLSHLDYDITLQEAGLCPQETVFVQERN 
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FIGURE 953 

GGAGGGCCCGGCGGCGACAGCGGAGGCAGAGAGGAAGGCGGXXCIGAGAGCIXCAGAGAGCGAXGGAAAGCAAAA 

TGGGTGAATTGCCTTTAGACATCAACATCCAGGAACCTCGCTGGGACCAAAGTACTTTCCTGGGCAGAGCCCGGC 

ACTTTTTCACTGTTACTGATCCTCGAAATCTGCTGCTGTCCGGGGCACAGCTGGAAGCTTCTCGGAACATCGTGC 

AGAACTACAGGGCCGGCGTGGTGACCCCAGGGATCACCGAGGACCAGCTGTGGAGGGCCAAGTATGTGTATGACT 

CCGCCTTCCATCCGGACACAGGGGAGAAGGTGGTCCTGATTGGCCGCATGTCAGCCCAGGTGCCCATGAACATGA 

CCATCACTGGCTGCATGCTCACATTCTACAGGAAGACCCCAACCGTGGTGTTCTGGCAGTGGGTGAATCAGTCCT 

TCAATGCCATTGTTAACTACTCCAACCGCAGTGGTGACACTCCCATCACTGTGAGGCAGCTGGGGACAGCCTATG 

TGAGTGCCACCACTGGAGCTGTGGCCACGGCCCTGGGACTCAAATCCCXCACCAAGCACCTGCCCCCCTTGGTCG 

GCAGATTTGTGCCCTXTGCAGCAGTGGCAGCTGCCAACTGCATCAACATCCCCCTGATGAGGCAGAGAGAGCTGC 

AGGTGGGCATCCCGGTGGCTGATGAGGCAGGTCAGAGGCTTGGCTACTCGGTGACTGCAGCCAAGCAGGGAATCT 

TCCAGGTGGTGATTTCAAGAATCTGCATGGCGATTCCTGCCATGGCCATCCCACCACTGATCATGGACACTCTGG 

AGAAGAAAGACTTCCTGAAGCGCCGCCCCTGGCTGGGGGCACCCCTGCAGGTGGGACTGGTGGGCTTCTGCCTGG 

TATTTGCAACCCCCCTGTGCTGTGCCCTATTCCCCCAGAAGAGCTCCATACACATAAGCAACCTGGAACCAGAGC 

TGAGAGCTCAGATCCATGAGCAAAACCCCAGCGTTGAAGTGGTCTACTACAACAAGGGGCTTTGAGGAGGGTCAG 

CCTCTGTCCCCTCCCTCACTTCCTTGGGCTGCTGCTTTAGTGGAGTCATGTCACCCCTACCACTTGGCTATCTGC 

CTAGCACTGGGCAGGGGCCTTGGTGGGCAGATGGCAATXGAGGGTAGCAACCTATTAGGGTGGGGGAGGGACCTC 

CAXAAGGCIXXICCICCCXXCXCIGGXXXCAAAGAXCAGAGCACAXAACCCCICCXGIGCXXGAGXGXCCAXGCA 

TAXACAIACAXGAXACACAXGXGIAXGIGXACAIIGGGICCXGAAAGCXAGAAGCAGGCAIGCIAGCCXAGIAXG 

TTCTGACATCrGGCTTCCCTTCTCAGCCTCATGTCCACCTGCCTGCCAGCCAGGCTACAGGTGTGACTTCCTTCT 

CXAAACXGXIACACCAGCCAAGXXAIXIIIGAXGGCACCICAICCCXXCXAGAAAIAGGAGGAGCCCCAGGAXCI 

CAGGACAGAGACXTATAGACACTAGTAGGACAAAGCGGGCTGAATCCTTCAGGTTTCTGATACCTAGCTCCCCAA 

GCIGACIGGGCIGGCAGAGGAGAACAXGIXGAGACAAGGGAGGCAGGGGACIXAXGCAXCCCXCAGXGCCAXCCC 

IXGIAXCCIGGAAIAGCICCAXXICCCCICCICCICXCIACCAGACAAAGGAGIGCCXGIGICCIGXACIGCCCX 

CGCXGICICCCCCACCACCCXACIIGACAGCGIGGGCAXCIXCAGGCACAGCCIXGGGAGIICCXGGIGIGCXCX 

GACAXCAIGACCXCAAAXCXAAAICCXCCAAXCCCAACXCCCXIXCCCAAACAAAAAGCCACAGAGGCAGAGCAA 

GCAXICCCCXXIAAGAGCXICCACXGCACCCCCXCCCAAGGGACACAGCGGIAGGAAIGGIGCIXAAACICCACA 

GGXAXCAGAGAGGGIGXAACXAGGACAXCCXCAAGGGCAGCXAGGCCCCGAAXGXACAAXGXXAAGACAGGGAAI 

XXXGXGIXCCAIXGACXIXIXXXIIXXXXXIXAAIGGAGIXXCACXAIXXIGCCCAGGCIGGAGIGCGAXGGXGC 

GAXCXIGGCICACXGCAACCXCIGCCXCCIGGGXXCAAGXGAIICXCXIGCCXCAGXCICCCGAGIAGXGGAAAI 

XACAGGXGIGXGCXACCACAICXXGCIAGXXXIGIAIXXIXAGCAGAGAXGGGGGIIXCACCAXGXXGGCCAGGC 

IAGICICGAACXCCIGACCICAGGIGAXCCACCXGCCIIGGCCICCCAAAGCACIGGGAXXACAAGCAXGAGCCA 

CXGXGCCCAGCCIGIICCACXGACAXIXCXXAGACAXXCAGCAAAACCCCCACCIXAACCICIIIICIXXCXIGA 

GGGXXGGICCIGICCCCACCXCCACCCICCCACCCCCXGGAAGAGGAAGGGCCCGGGCAXCAGIGGCXAGICCAA 

AXAAAAIAIGGGCIIGGGGAXGGAAXGGGXGGIGGIAAGXXCACAGAGXGXAGTIAGAXCCCAACXCCCAXGACC 

XCXGGCXICAGIGGXGGGXGGGGCAGGGCAGAXGAAAGGGCXICAGXGGGAACCXCXGAGAGCAXIXXCCXGXXC 

CCCCXAXCAACCGCCCCCAGIGAXAACAICXGIGAAGCCAGCCAIXACICAAIAAACXGCAAACXIGXCIAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 954 

MGELPLDINIQEPRWDQSTFLGRARHFFTVTDPRNLLLSGAQLEASRNIVQNYRAGWTPGITEDQLWRAKYVYD 
SAFHPDTGEKVVLIGRMSAQVPMN^^ 

VSATTGAVATALGLKSLTKHLP PLVGRF VPFAAVAAANC INI P LMRQRELQVG I P VAD E AGQRL G Y S VT AAKQG I 

FQVVISRICMAIPAMAIPPIjIMDTLEKKDFLKRRPWLGAPLQVGLVGFCLVFATPLCCALFPQKSSIHISNLEPE 
LRAQIHEQNPSVEWYYNKGL 
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FIGURE 955 

TGCAGGAGTTCATGATCCTCCCAGTCGGTGCAGCAAACTTCAGGGAAGCCATGCGCATTGGAGCAGAGGTTTACC 
ACAACCTGAAGAATGTCATCAAGGAGAAATATGGGAAAGATGCCACCAATGTGGGGGATGAAGGCGGGTTTGCTC 
CCAACATCCTGGAGAATAAAGAAGGCCTGGAGCTGCTGAAGACTGCTATTGGGAAAGCTGGCTACACTGATAAGG 
TGGTCATCGGCATGGACGTAGCGGCCTCCGAGTTCTTCAGGTCTGGGAAGTATGACCTGGACTTCAAGTCTCCCG 
ATGACCCCAGCAGGTACATCTCGCCTGACCAGCTGGCTGACCTGTACAAGTCCTTCATCAAGGACTACCCAGTGG 
TGTCTATCGAAGATCCCTTTGACCAGGATGACTGGGGAGCTTGGCAGAAGTTCACAGCCAGTGCAGGAATCCAGG 
TAGTGGGGGATGATCTCACAGTGACCAACCCAAAGAGGATCGCCAAGGCCGTGAACGAGAAGTCCTGCAACTGCC 
TCCTGCTCAAAGTCAACCAGATTGGCTCCGTGACCGAGTCTCTTCAGGCGTGCAAGCTGGCCCAGGCCAATGGTT 
GGGGCGTCATGGTGTCTCATCGTTCGGGGGAGACTGAAGATACCTTCATCGCTGACCTGGTTGTGGGGCTGTGCA 
CTGGGCAGATCAAGACTGGTGCCCCTTGCCGATCTGAGCGCTTGGCCAAGTACAACCAGCTCCTCAGAATTGAAG 
AGGAGCTGGGCAGCAAGGCTAAGTTTGCCGGCAGGAACTTCAGAAACCCCTTGGCCAAGTAAGCTGTGGGCAGGC 
AAGCCTTCGGTCACCTGTTGGCTACACAGACCCCTCCCCTCGTGTCAGCTCAGGCAGCTCGAGGCCCCCGACCAA 
CACTTGCAGGGGTCCCTGCTAGTTAGCGCCCCACCGCCGTGGAGTTCGTACCGCTTCCTTAGAACTTCTACAGAA 
GCCAAGCTCCCTGGAGCCCTGTTGGCAGCTCTAGCTTTTGCAGTCGTGTAATGGGCCCAAGTCATTGTTTTTCTC 
GCCTCACTTTCCACCAAGTGTCTAGAGTCATGTGAGCCTCGTGTCATCTCCGGGGTGGCCACAGGCTAGATCCCC 
GGTGGTTTTGTGCTCAAAATAAAAAGCCTCAGTGACCCATGAGACGGAGATCTCGCCGGCTTTACGTTCACCTCG 
GTGTCTGCAGCACCCTCCGCTTCCTCTCCTAGGCGACGAGACCCAGTGGCTAGAAGTTCACCATGTCTATTCTCA 
AGATCCATGCCAGGGAGATCTTTGACTCTCGCGGGAATCCCACTGTTGAGGTTGATCTCTTCACCTCAAAATAAA 
AAGCCTCAGTGACCCTGCATTTGAGGGTTCAGCAGCATATACCTTCACACTAGGTTTCAGAGCCTGGGAAGAGGA 
ATATTAAGACATCTTAACAACAAACCACAACATTGCCTGCATGTCTAAAAGAAAATATGGGCCTGGTGTGGTGGC 
TCACACCTGTAATCCCAACACTTTGGGAGCCCGAGXCAG 
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FIGURE 956 

CCAGGGCCTGACTAAACCTGGAGACTCGGGTGGCCGAGGGGCTTCATACCAGCTGAAGAGCGACAAGCCGCTGGC 
AGCCGCGGATCTCACCGCCGCTCAGGGTTTTTAGAACTTCAGCCATAAAA ATGG GCAGAATTTTCCTTGATCATA 
TCGGTGGTACCCGTCTGTTTTCTTGTGCAAACTGTGATACGATCCTGACCAACCGCTCAGAACTCATCTCCACTC 
GTTTCACAGGCGCCACTGGCAGAGCATTTCTTTTTAACAAGGTAGTTAACCTGCAGTACAGCGAAGTTCAAGATC 
GGGTCATGCTCACTGGCCGCCACATGGTTCGAGATGTGAGCTGCAAAAACTGCAATAGCAAACTGGGATGGATCT 
ATGAGTTTGCCACTGAAGACAGCCAGCGATATAAGGAAGGCCGCGTGATCCTGGAACGTGCTCTAGTTCGAGAGA 
GTGAGGGCTTTGAGGAGCATGTACCATCTGATAACTCT TGAA GATACAGAGAGAAATCCATCTTTTCCCAGGTCT 
CCTTCACTGAAAACAAAAATCTACTTACATACACTGTCACCTTAGCATCAGAGTCGGATTAATGAACTGCGGAAC 
AAGAGGXXGXGAGAAXCXAAGATGGAACCXXXCXXXCXXXCXXXCXXXXXXXXXAAAXXXXGXAXXXXCCAXCCA 
ACAGCAGTGTGTAGAGAGAATATTATGCAGATGCCGTTAATTTTTTACCCTATGTTTACATCTTGAGGCAGCAGA 
GTCTGTCTGCAGCTATGTGGTGAGCTATGTAAGGAAAAAAATCTGGGCTGTTAGAGTGAAAAAGTGTGTTTTATG 
TCAATTGTGAAAGGAAAATGTTAGGAGTATGGTTTTTAAACTTGGGCTTCATTTTAAACTTTTTTTTTTAAACCC 
AGTTATTTCACTTGATTTGCTAGCTTCAGAGAAGAGATCCGAATCTGTGCCCAGCGCTAAAGGCTCAGTGTTAGC 
ATGGCTTGTGCTGGCCGGTGXGCCATATTCTTGTTGGAGATGAACCGTAGCACCAGAGCCCATTCTTCCTTGTCA 
GTCTTGGCCCAAAGATGTCACCATTCCTAGTTATTTGTCACCACATAATTGGTGTTGATTGGAAACTTTTTCTGA 
GATGGGACAGAACTGCTGGGTTGTCTTTTTCCATGTAACTTAAGCATAGTAATATAAATAAAGTAATAGTTGGAT 
GCTTTTGGTCCTGTGTTGCTTTTAAAAACACCTTATAAAAGAGGAGAGTATTTGATAAGCAATTTTCATAGTAGT 
AAAGTTTTTTTTCATCTCTTAAACTAAATTGACCATGCATATAATATTCTTTGTTTAAATGAAAGCATACTGTTG 
AAACCCGCAGTGTTGCATTTAGAAAACAGTTGAACAGAATGTCAATGTGCATXCATGCAAAAAAACATTTAATCT 
GCATCTGTTTTAGAAAAGGGGGAAATGAAGCAACTTGTCTAAAAATACTGCTTTACAAAGCATTTCAGCCTTTCC 
CCCTCAGTTTTGCATTGATTTTTTGACAAGTCTGTAGAGCCTAATAGTTTCCATCAAAGGCCTAGATCTCTTATT 
TAGCATTTTTTTCAGCTCTTCTCTCAGAAGTTCAGCTGTTGAAACGAAAACTGTACTTTGTACCCTCACATACAA 
AGGGAXCAAAXXXGACCXGGXGXXAXXXXAGCCCCAAAXXXAXGACAXXACACAAXAXXAAAAXGTAAAXGXTXC 
XXTACCCAAACXACXXCXAGAXAXXCXAGXAXXXGCXXCXGGXGGAAXXAAAXGACGGXAAAAXXGGCXAAXXAX 
XXGAAXGAAXGAAXGGAXGGAXGXXXXGCAXGCXCAAXXXCXAGGXCCTXXGXCTAGAAAGGAAAXTXGCCXCAG 
XXGAAXXAGXGAAAXAXXXCXGXCGXXGAXAXXAAAAGXGACXXCXGAGXACAGXXAAGXXCCXCCXAXXXGCCA 
CXGGGCXGTXGGXXAGAAGCAXAGGXAACTGAXTAAGTAGGXAXGATACXGCATXXGAAAXAAGTGGACACAAAC 
XATCCXXXCXCCACCATGGACXCAAXCXGAGAACAACAGCATXCATXXCCAXTCAXXTCCAXACTGGCXTTXGAX 
XATAXGCAGAXTCCXAGXAGCATGCCXXACCXACAGCACXAXGTGCATTTGCXGXCACAAXAAAGXAXAXXXXGX 
CXTGCAAA 
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FIGURE 957 

MGRIFLDHIGGTRLFSCANCDTILTNRSELISTRFTGATGRAFLFNKVVNLQYSEVQDRVMLTGRHMVRDVSCKN 
CNSKLGWIYEFATEDSQRYKEGRVILERALVRESEGFEEHVPSDNS 



WO 2004/043361 



PCT/US2003/035268 



1063/1629 

FIGURE 958 

GGCACGAGGGAGAGAACTAGTCTCGAGTTTTTTTTTTTTTTTTTTTGACAAGATGGCGGCAGGAGGCAGTGGCGT 
TGGTGGGAAGCGCAGCTCGAAAAGCGATGCCGATTCTGGTTTCCTGGGGCTGCGGCCCACTTCGGTGGACCCAGC 
GCTGAGGCGGCGGCGGCGAGGCCCAAGAAATAAGAAGCGGGGCTGGCGGCGGCTTGCTCAGGAGCCGCTGGGGCT 
GGAGGTTGACCAGTTCCTGGAAGACGTGCGGCTACAGGAGCGCACGAGCGGTGGCTTGTTGTCAGAGGCCCCAAA 
TGAAAAACTCTTCTTCGTGGACACTGGCTCCAAGGAAAAAGGGCTGACAAAGAAGAGAACCAAAGTCCAGAAGAA 
GTCACTGCTTCTCAAGAAACCCCTTCGGGTTGACCTCATCCTCGAGAACACATCCAAAGTCCCTGCCCCCAAAGA 
CGTCCTCGCCCACCAGGTCCCCAACGCCAAGAAGCTCAGGCGGAAGGAGCAGCTATGGGAGAAGCTGGCCAAGCA 
GGGCGAGCTGCCCCGGGAGGTGCGCAGGGCCCAGGCCCGGCTCCTCAACCCTTCTGCAACAAGGGCCAAGCCCGG 
GCCCCAGGACACCGTAGAGCGGCCCTTCTACGACCTCTGGGCCTCAGACAACCCCCTGGACAGGCCGTTGGTTGG 
CCAGGATGAGTTTTTCCTGGAGCAGACCAAGAAGAAAGGAGTGAAGCGGCCAGCACGCCTGCACACCAAGCCGTC 
CCAGGCGCCCGCCGTGGAGGTGGCGCCTGCCGGAGCTTCCTACAATCCATCCTTTGAAGACCACCAGACCCTGCT 
CTCAGCGGCCCACGAGGTGGAGTTGCAGCGGCAGAAGGAGGCGGAGAAGCTGGAGCGGCAGCTGGCCCTGCCCGC 
CACGGAGCAGGCCGCCACCCAGGAGTCCACATTCCAGGAGCTGTGCGAGGGGCTGCTGGAGGAGTCGGATGGTGA 
GGGGGAGCCAGGCCAGGGCGAGGGGCCGGAGGCTGGGGATGCCGAGGTCTGTCCCACGCCCGCCCGCCTGGCCAC 
CACAGAGAAGAAGACGGAGCAGCAGCGGCGGCGGGAGAAGGCTGTGCACAGGCTGCGGGTACAGCAGGCCGCGTT 
GCGGGCCGCCCGGCTCCGGCACCAGGAGCTGTTCCGGCTGCGCGGGATCAAGGCCCAGGTGGCCCTGAGGCTGGC 
GGAGCTGGCGCGGCGGCGGAGGCGGCGGCAGGCGCGGCGGGAGGCTGAGGCTGACAAGCCCCGAAGGCTGGGACG 
GCTCAAGTACCAGGCACCTGACATCGACGTGCAGCTGAGCTCGGAGCTGACAGACTCGCTCAGGACCCTGAAGCC 
CGAGGGCAACATCCTTCGAGACCGGTTCAAGAGCTTCCAGAGGAGGAATATGATCGAGCCTCGAGAGAGAGCCAA 
GTTCAAACGCAAGTACAAGGTGAAGCTGGTGGAGAAGCGGGCGTTCCGTGAGATCCAGTTGTAGCTGCCATCAGA 
TGCCGGAGACTCGCCCTTCAATAAAAAATCTCTTCTAGCTGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 959 

maaggsgvggkrssksdadsgflglrptsvdpalrrrrrgprnkkrgwrrlaqeplglevdqfledvrlqertsg 

GLLSEAPNEKLFFVDTGSKEKGLTKKRTKVQKKSLLLKKPLRVDLILENTSKVPAPKDVLAHQVPN 

LWEKLAKQGELPREVRRAQARLLNPSATRAKPGPQDTVERPFYDLWASDNPLDRPLVGQDEFFLEQTKKKGVKRP 

ARLHTKPSQAPAVEVAPAGASYNPSFEDHQTLLSAAHEVELQRQKEAEKLERQLALPATEQAATQESTFQELCEG 

LLEESDGEGEPGQGEGPEAGDAEVCPTPARLATTEKKTEQQRRREKAVHRLRVQQAALRAARLRHQELFRLRGIK 

AQVALRLAELARRRRRRQARREAEADKPRRLGRLKYQAPDIDVQLSSELTDSLRTLKPEGNILRDRFKSFQRRNM 
IEPRERAKFKRKYKVKLVEKRAFRE IQL 
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FIGURE 960 

GGGCTCTCTCCTTGTCAGTCGGCGCCGCGTGCGGGCTGGTGGCTCTGTGGCAGCGGCGGCGGCAGGACTCCGGCA 
CT ATGA GCGGCTTCAGCACCGAGGAGCGCGCCGCGCCCTTCTCCCTGGAGTACCGAGTCTTCCTCAAAAATGAGA 
AAGGACAATATATATCTCCATTTCATGATATTCCAATTTATGCAGATAAGGATGTGTTTCACATGGTAGTTGAAG 
TACCACGCTGGTCTAATGCAAAAATGGAGATTGCTACAAAGGACCCTTTAAACCCTATTAAACAAGATGTGAAAA 
AAGGAAAACTTCGCTATGTTGCGAATTTGTTCCCGTATAAAGGATATATCTGGAACTATGGTGCCATCCCTCAGA 
CTTGGGAAGACCCAGGGCACAATGATAAACATACTGGCTGTTGTGGTGACAATGACCCAATTGATGTGTGTGAAA 
TTGGAAGCAAGGTATGTGCAAGAGGTGAAATAATTGGCGTGAAAGTTCTAGGCATATTGGCTATGATTGACGAAG 
GGGAAACCGACTGGAAAGTCATTGCCATTAATGTGGATGATCCTGATGCAGCCAATTATAATGATATCAATGATG 
TCAAACGGCTGAAACCTGGCTACTTAGAAGCTACTGTGGACTGGTTTAGAAGGTATAAGGTTCCTGATGGAAAAC 
CAGAAAATGAGTTTGCGTTTAATGCAGAATTTAAAGATAAGGACTTTGCCATTGATATTATTAAAAGCACTCATG 
ACCATTGGAAAGCATTAGTGACTAAGAAAACGAATGGAAAAGGAATCAGTTGCATGAATACAACTTTGTCTGAGA 
GCCCCTTCAAGTGTGATCCTGATGCTGCCAGAGCCATTGTGGATGCTTTACCACCACCCTGTGAATCTGCCTGCA 
CAGTACCAACAGACGTGGATAAGTGGTTCCATCACCAGAAAAACTAATGAGATTTCTCTGGAATACAAGCTGATA 
TTGCTACATCGTGTTCATCTGGATGTATTAGAAGTAAAAGTAGTAGCTTTTCAAAGCTTTAAATTTGTAGAACTC 
ATCTAACTAAAGTAAATTCTGCTGTGACTAATCCAATATACTCAGAATGTTATCCATCTAAAGCATTTTTCATAT 
CTCAACTAAGATAACTTTTAGCACATGCTTAAATATCAAAGCAGTTGTCATTTGGAAGTCACTTGTGAATAGATG 
TGCAAGGGGAGCACATATTGGATGTATATGTTACCATATGTTAGGAAATAAAATTATTTTGCTGAAAAAAAAAAA 
AAAAAAA 
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FIGURE 961 

MSGFSTEERAAPFSLEYRVFLKNEKGQYISPFHDIPIYADKDVFHMVVEVPRWSNAKMEIATKDPLNPIKQDVKK 
GKLRYVANLFPYKGYIWNYGAIPQTWEDPGHNDKHTGCCGDNDPIDVCEIGSKVCARGEIIGVKVLGILAMIDEG 
ETDWKVIAINVDDPDAANYNDINDVKRLKPGYLEATVDWFRRYKVPDGKPENEFAFNAEFKDKDFAIDIIKSTHD 
HWKALVTKKTNGKGISCMNTTLSESPFKCDPDAARAIVDALPPPCESACTVPTDVDKWFHHQKN 
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FIGURE 962 

AGACGGGCTGCAAGAGGGAGCCGGCCCGACGCGGACCGCTTCCCTGCAGTGCCCCGAGTCCCGGGCCCGCGCCGC 
CGCCGCCCGGCTCCGCTCGCGGCCCCTCTGTCTGCAGGCGTGCCCCGGCGGCGGCGGAGAGCCGTCCTCGGCCGA 
GGAGGCTGGGAAACGCGAGCGCAGGCGGCAGAGAGGCCTCAACGCCGTCCCTTTCGCCACCGCCTTTTCCTTGCC 
TCGCGCCGCTGTGCATTTCTCTCCTTTTCCTTTGTTTTTTTGGCCCCTCGCGGGTGTGGGCATTGTTGGTTAGCA 
AAAGTGCAGCCTCAAGATGGCTGATGGCAACGAGGATCTGCGGGCTGACGACTTGCCTGGGCCAGCCTTCGAGAG 
CTATGAGTCCATGGAGCTTGCCTGCCCCGCTGAGCGCAGCGGCCACGTAGCCGTCAGCGACGGGCGCCACATGTT 
CGTCTGGGGCGGCTACAAGAGTAATCAAGTCAGAGGATTATATGACTTTTATCTGCCTAGAGAAGAACTATGGAT 
CTACAACATGGAGACTGGAAGATGGAAAAAAATCAACACTGAAGGTGATGTTCCTCCTTCTATGTCAGGAAGCTG 
TGCTGTGTGTGTAGACAGGGTGCTGTACTTGTTTGGAGGACACCATTCAAGAGGCAATACCAATAAGTTCTACAT 
GCTGGATTCAAGGTCTACAGACAGAGTGTTACAGTGGGAAAGAATTGATTGCCAAGGAATTCCTCCATCATCAAA 
GGACAAACTTGGTGTCTGGGTATATAAAAACAAGTTAATATTTTTTGGAGGGTATGGATATTTGCCTGAAGATAA 
AGTATTGGGAAGTTTTGAATTCGATGAAACATCTTTTTGGAATTCAAGTCATCCAAGAGGATGGAATGATCATGT 
ACATATTTTAGATACTGAAACATTTACCTGGAGCCAGCCTATAACTACTGGTAAAGCACCTTCACCrCGTGCTGC 
CCATGCCTGTGCAACTGTCGGAAATAGAGGCTTCGTGTrTGGAGGCAGGTATCGAGATGCTAGAATGAATGATCr 
TCACTATCTTAATCTGGATACATGGGAGTGGAATGAATTAATTCCACAAGGCATATGCCCAGTTGGTCGATCTTG 
GCACTCACTAACACCAGTTTCTTCAGATCATCTXTTTCrCTTTGGAGGATTTACCACTGATAAACAGCCACTAAG 
TGATGCCTGGACTTACTGCATCAGTAAAAATGAATGGATACAATTTAATCATCCATATACCGAAAAACCAAGGTT 
ATGGCACACAGCTTGTGCCAGCGATGAAGGAGAAGTAATTGTTTTTGGTGGATGTGCCAACAACTTGCTTGTCCA 
TCACAGAGCrGCACACAGTAATGAAATACTAATATTTTCAGTTCAACCAAAATCTCTTGTACGGCTAAGCTTAGA 
AGCAGrCATTTGCTTTAAAGAAATGTTAGCCAACTCATGGAACTGCCTTCCAAAACACTTACTTCACAGTGTTAA 
TCAGAGGTTTGGTAGTAACAACACTTCTGGATCTXAAGGCTTCATAAATAATGCCTATGATCACCTTGCATGGAC 
AGCAATCCTGTAAACATCACAGAGTGGCATCATTTGTATAATTATATGCATTGTTGTAGTTTGCACCTGTTGGTT 
XTAATGTGCATGTGAATGGCCTAGAGAACCTATTTTTGTGTCTAAAGTTTACAATAAATGTATTTAACACC 
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FIGURE 963 

MADGNEDLRADDLPGPAFESYESMELACPAERSGHVAVSDG 

GRWKKINTEGDVPPSMSGSCAVCVDRVLYLFGGHHSRGNTNKFYMLDSRSTDRVLQWERIDCQGIPPSSKDKLGV 
WVYKNKLIFFGGYGYLPEDKVLGTFEFDETSFWNSSHPRGWNDHVHILDTETFTWSQPITTGKAPSPRAAHACAT 
VGNRGFVFGGRYRDARMNDLHYLNLDTWEWNELIPQGICPVGRSWHSLTPVSSDHLFLFGGFTTDKQPLSDAWTY 
CISKNEWIQFNHPYTEKPRLWHTACASDEGEVIVFGGCA3STNLLVHHRAAHSNEILIFSVQPKSLVRLSLEAVICF 
KEMLANSWNCLPKHLLHSVNQRFGSNNTSGS 
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FIGURE 964 

CGGCGACTGACCGTGGTCGTGGGCGGACGGCGGCTTGCAGCGTGGAGGAGCTGGGGTCGCTGTGGGTCGCGAAGC 
AGAGCCCGGGACGTGCGCGCTTGGTGCACGATCCTGAAGGGGAGCTCCGAGGGGCCCGGGTCGCCAGGGCTGCTG 
CGGCCATTCCCGGAGCCCGGCGCGGGGCCCGCGAGATACTGGTTTAGGCCGTCCCAGGGCTCCGGGCGCACCCGG 
TGGCCGCTGCTGCAGCGGAGGGAGCGCGGCGGCGCGGGGGCTCGGAGACAGCGTTTCTCCCGGAAGTCTTCCTCG 
GGCAGCAGGTGGGAAGTGGGAGCCGGAGCGGCAGCTGGCAGCGTTCTCTCCGCAGGTCGGCACC ATGC GCCCTGC 
AGCCCTGCGCGGGGCCCTGCTGGGCTGCCTCTGCCTGGCGTTGCTTTGCCTGGGCGGTGCGGACAAGCGCCTGCG 
TGACAACCATGAGTGGAAAAAACTAATTATGGTTCAGCACTGGCCTGAGACAGTATGCGAGAAAATTCAAAACGA 
CTGTAGAGACCCTCCGGATTACTGGACAATACATGGACTATGGCCCGATAAAAGTGAAGGATGTAATAGATCGTG 
GCCCTTCAATTTAGAAGAGATTAAGGATCTTTTGCCAGAAATGAGGGCATACTGGCCTGACGTAATTCACTCGTT 
TCCCAATCGCAGCCGCTTCTGGAAGCATGAGTGGGAAAAGCATGGGACCTGCGCCGCCCAGGTGGATGCGCTCAA 
CTCCCAGAAGAAGTACTTTGGCAGAAGCCTGGAACTCTACAGGGAGCTGGACCTCAACAGTGTGCTTCTAAAATT 
GGGGATAAAACCATCCATCAATTACTACCAAGTTGCAGATTTTAAAGATGCCCTTGCCAGAGTATATGGAGTGAT 
ACCCAAAATCCAGTGCCTTCCACCAAGCCAGGATGAGGAAGTACAGACAATTGGTCAGATAGAACTGTGCCTCAC 
TAAGCAAGACCAGCAGCTGCAAAACTGCACCGAGCCGGGGGAGCAGCCGTCCCCCAAGCAGGAAGTCTGGCTGGC 
AAATGGGGCCGCCGAGAGCCGGGGTCTGAGAGTCTGTGAAGATGGCCCAGTCTTCTATCCCCCACCTAAAAAGAC 
CAAGCATTGATGCCCAAGTTTTGGAAATATTCTGTTTTAAAAAGCAAGAGAAATTCACAAACTGCAG 
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FIGURE 965 

MRP AALRGALLGCLCLALLCLGGADKRLRDNHE WKKL I MVQHWP E TVCEK I QNDCRDP P D YWT I HGLWPDKS EGC 
NRSWPFNLEEIKDLLPEMRAYWPDVIHSFPNRSRFWKHEWEKHGTCAAQVDALNSQKKYFGRSLELYRELDLNSV 

LLKLGIKPSINYYQVADFKDALARVYGVIPKIQCLPPSQDEEVQTIGQIELCLTKQDQQLQNCTEPGEQPSPKQE 
VWLANGAAESRGLRVCEDGPVFYPPPKKTKH 
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FIGURE 966 

CGGCGACTGACCGTGGTCGTGGGCGGACGGCGGCTTGCAGCGTGGAGGAGCTGGGGTCGCTGTGGGTCGCGAAGC 
AGAGCCCGGGACGTGCGCGCTTGGTGCACGATCCTGAAGGGGAGCTCCGAGGGGCCCGGGTCGCCAGGGCTGCTG 
CGGCCATTCCCGGAGCCCGGCGCGGGGCCCGCGAGATACTGGTTTAGGCCGTCCCAGGGCTCCGGGCGCACCCGG 
TGGCCGCTGCTGCAGCGGAGGGAGCGCGGCGGCGCGGGGGCTCGGAGACAGCGTTTCTCCCGGAAGTCTTCCTCG 
GGCAGCAGGTGGGAAGTGGGAGCCGGAGCGGCAGCTGGCAGCGTTCTCTCCGCAGGTCGGCACC ATQC GCCCTGC 
AGCCCTGCGCGGGGCCCTGCTGGGCTGCCTCTGCCTGGCGTTGCTTTGCCTGGGCGGTGCGGACAAGCGCCTGCG 
TGACAACCATGAGTGGAAAAAACTAATTATGGTTCAGCACTGGCCTGAGACAGXATGCGAGAAAATTCAAAACGA 
CTGTAGAGACCCTCCGGATTACTGGACAATACATGGACTATGGCCCGATAAAAGTGAAGGATGTAATAGATCGTG 
GCCCTTCAATTTAGAAGAGATTAAGGATCTTTTGCCAGAAATGAGGGCATACTGGCCTGACGTAATTCACTCGTT 
TCCCAATCGCAGCCGCTTCTGGAAGCATGAGTGGGAAAAGCATGGGACCTGCGCCGCCCAGGTGGATGCGCTCAA 
CTCCCAGAAGAAGTACTTTGGCAGAAGCCTGGAACTCTACAGGGAGCTGGACCTCAACAGTGTGCTTCTAAAATT 
GGGGATAAAACCATCCATCAATTACTACCAAGTTGCAGATTTTAAAGATGCCCTTGCCAGAGrATATGGAGTGAT 
ACCCAAAATCCAGTGCCTTCCACCAAGCCAGGATGAGGAAGTACAGACAATTGGTCAGATAGAACTGTGCCTCAC 
TAAGCAAGACCAGCAGCTGCAAAACTGCACCGAGCCGGGGGAGCAGCCGTCCCCCAAGCAGGAAGTCTGGCTGGC 
AAATGGGGCCGCCGAGAGCCGGGGTCTGAGAGTCTGTGAAGATGGCCCAGTCTTCTATCCCCCACCTAAAAAGAC 
CAAGCATTGATGCCCAAGTTXTGGAAATATTCTGTTTTAAAAAGCAAGAGAAATTCACAAACTGCAG 
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FIGURE 967 

MRPAALRGALLGCLCLALLCLGGADKRLRDNHEWKKLIMVQHWPETVCEKIQNDCRDPPDYWTIHGLWPDKSEGC 
NRSWPFNLEEIKDLLPEMRAYWPDVIHSFPNRSRFWKHEWEKHGTCAAQVDALNSQKKYFGRSLELYRELDLNSV 
LLKLGIKPSINYYQVADFKDALARVYGVIPKIQCLPPSQDEEVQTIGQIELCLTKQDQQLQNCTEPGEQPSPKQE 
VWL ANGAAE S RGLRVCE D GP VF Y P P P KKTKH 
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FIGURE 968 

GAATTCCGAGCTTTTTATTCCTAAGAGGAGAAAATCAGTAACGGGAGAAGCAGGAGGATGTCCAGAAGAAATTTC 
ATCCCTTGCTCTCGCCCCTACTCTTTCTGGTGTTAGATCGAGCTACCCTCTAAAAGCAGTTTAGAGTGGTAAAAA 
AAAAAAAAACACACCAAACGCTCGCAGCCACAAAAGGGATS^AATTTCTTCTGGACATCCTCCTGCTTCTCCCGT 
TACTGATCGTCTGCTCCCTAGAGTCCTTCGTGAAGCTTTTTATTCCTAAGAGGAGAAAATCAGTCACCGGCGAAA 
TCGTGCTGATTACAGGAGCTGGGCATGGAATTGGGAGACTGACTGCCTATGAATTTGCTAAACTTAAAAGCAAGC 
TGGTTCTCTGGGATATAAATAAGCATGGACTGGAGGAAACAGCTGCCAAATGCAAGGGACTGGGTGCCAAGGTTC 
ATACCTTTGTGGTAGACTGCAGCAACCGAGAAGATATTTACAGCTCTGCAAAGAAGGTGAAGGCAGAAATTGGAG 
ATGTTAGTATTTTAGTAAATAATGCTGGTGTAGTCTATACATCAGATTTGTTTGCTACACAAGATCCTCAGATTG 
AAAAGACTTTTGAAGTTAATGTACTTGCACATTTCTGGACTACAAAGGCATTTCTTCCTGCAATGACGAAGAATA 
ACCATGGCCATATTGTCACTGTGGCTTCGGCAGCTGGACATGTCTCGGTCCCCTTCTTACTGGCTTACTGTTCAA 
GCAAGTTTGCTGCTGTTGGATXTCATAAAACTTTGACAGATGAACTGGCTGCCTTACAAATAACTGGAGTCAAAA 
CAACATGTCTGTGTCCTAATTTCGTAAACACTGGCTTCATCAAAAATCCAAGTACAAGTTTGGGACCCACTCTGG 
AACCCGAGGAAGTGGTAAACAGGCTGATGCATGGGATTCTGACTGAGCAGAAGATGATTTTTATTCCATCTTCTA 
TAGCTTTTTTAACAACATTGGAAAGGATCCTTCCTGAGCGTTTCCTGGCAGTTTTAAAACGAAAAATCAGTGTTA 
AGTTTGATGCAGTTATTGGATATAAAATGAAAGCGCA ATAAG CACCTAGTTTTCTGAAAACTGATTTACCAGGTT 
TAGGTTGATGTCATCTAATAGTGCCAGAATTTTAATGTTTGAACTTCTGTTTTTTCTAATTATCCCCATTTCTTC 
AATATCATTTTTGAGGCTTTGGCAGTCTTCATTTACTACCACTTGTTCTTTAGCCAAAAGCTGATTACATATGAT 
ATAAACAGAGAAATACCTTTAGAGGTGACTTTAAGGAAAATGAAGAAAAAGAACCAAAATGACTTTATTAAAATA 
ATTTCCAAGATTATTTGTGGCTCACCTGAAGGCTTTGCAAAATTTGTACCATAACCGTTTATTTAACATATATTT 
TTATTTTTGATTGCACTTAAATTTTGTATAATTTGTGTTTCTTTTTCTGTTCTACATAAAATCAGAAACTTCAAG 
CTCTCTAAATAAAATGAAGGACTATATCTAGTGGTATTTCACAATGAATATCATGAACTCTCAATGGGTAGGTTT 
CATCCTACCCATTGCCACTCTGTTTCCTGAGAGATACCTCACATTCCAATGCCAAACATTTCTGCACAGGGAAGC 
TAGAGGTGGATACACGTGTTGCAAGTATAAAAGCATCACTGGGGGArTTAAGGAGAATTGAGAGAATGTACCCAC 
AAAT GGC AGC AAT AAT AAATGGAT C AC AC T T AAC G 
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FIGURE 969 

MKFLLDILLLLPLLIVCSLESFVKLFIPKRRKSVTGEIVLITGAGHGIGRLTAYEFAKLKSKLVLWDINKHGLEE 
TAAKCKGLGAKVHTFVVDCSNRED I Y S S AKKVKAE IGDVS ILVNNAGVVYTSDLFATQDPQ IEKTFEVNVIjAHF W 
TTKAFLPAMTKNNHGHIVTVASAAGHVSVPFLLAYCSSKFAAVGFHKTLTDELAALQITGVKTTCLCPNFVNTGF 
IKNPSTSLGPTLEPEEVVNRLMHGILTEQKMIFIPSSIAFLTTLERILPERFLAVLKRKISVKFDAVIGYKMKAQ 
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FIGURE 970 

GGCACGAGGGTGAGCGCTCGCAAGAGGACGGCAGAGGCCCGGCAGCTCGGAGCTCCGGGACCTTGTGGCGCATCA 

GGACGCGGCTGTCCCTCTGCCGGGACCCAGAGCCGCCGCCGCCGCTCTGCCTCCTGCGTGTTAGCCTCCTCTGCG 

CGCTCCGGGCAGGCGGCCGTGGGAGCCGCTGGGGCGAGGACGGCGCGAGGCTGCTGCTGCTGCCCCCGGCCCGCG 

CGGCTGGAAACGGAGAGGCCGAGCCAAGCGGCGGCCCCTCTTATGCTGGGAGGATGCTGGAGAGTAGCGGCTGCA 

AAGCGCTGAAGGAGGGCGTGCTGGAGAAGCGCAGCGACGGGTTGTTGCAGCTCTGGAAGAAAAAGTGTTGCATCC 

TCACCGAGGAAGGGCTGCTGCTTATCCCGCCCAAGCAGCTGCAACACCAGCAGCAGCAGCAACAGCAGCAGCAGC 

AGCAGCAACAACAGCCCGGGCAGGGGCCGGCCGAGCCGTCCCAACCCAGTGGCCCCGCTGTCGCCAGCCTCGAGC 

CGCCGGTCAAGCTCAAGGAACTGCACTTCTCCAACATGAAGACCGTGGACTGTGTGGAGCGCAAGGGCAAGTACA 

TGTACTTCACTGTGGTGATGGCAGAGGGCAAGGAGATCGACTTTCGGTGCCCGCAAGACCAGGGCTGGAACGCCG 

AGATCACGCTGCAGATGGTGCAGTACAAGAATCGTCAGGCCATCCTGGCGGTCAAATCCACGCGGCAGAAGCAGC 

AGCACCTGGTCCAGCAGCAGCCCCCCTCGCAGCCGCAGCCGCAGCCGCAGCTCCAGCCCCAACCCCAGCCTCAGC 

CTCAGCCGCAACCCCAGCCCCAATCACAACCCCAGCCTCAGCCCCAACCCAAGCCTCAGCCCCAGCAGCTCCACC 

CGTATCCGCATCCACATCCACATCCACACTCTCATCCTCACTCGCACCCACACCCTCACCCGCACCCGCATCCGC 

ACCAAATACCGCACCCACACCCACAGCCGCACTCGCAGCCGCACGGGCACCGGCTTCTCCGCAGCACCTCCAACT 

CTGCC TGA AAGGGGCAGCTCCCGGGCAAGACAAGGTTTTGAGGACTTGAGGAAGTGGGACGAGCACATTTCTATT 

GTCTTCACTTGGATCAAAAGCAAAACAGTCTCTCCGCCCCGCACCAGATCAAGTAGTTTGGACATCACCCTACTG 

AAAACTTGCGATTCTTCTTAGTTTTCTGCATACTTTTCATCACGATGCAGGAAACGATTTCGAGTCAAGAAGACT 

TTTATTTATGAACCTTTGAAAGGATCGTCTTGTATGGTGAATTTTCTAGGAGCGATGATGTACTGTAATTTTATT 

TTAATGTATTTTGATTTATGATTATTTATTAGTTTTTTTTAAATGCTTGTTCTAAGACATTTCTGAATGTAGACC 

ATTTTCCAAAAAGGAAACTTTATTTTCAAAAACCTAATCCGTAGTAATTCCTAATCTTGGAGAATAAAAAAGGGC 

GGTGGAGGGGAAAACATTAAGAATTTATTCATTATTTCTCGAGTACTTTCAGAAAGTCTGACACTTTCATTGTTG 

TGCCAGCTGGTTGAAATTAAAACTCTGATATTAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAA 
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FIGURE 971 

MLESSGCKALKEGVLEKRSDGLLQLWKKKCCILTEEGLLLIPPKQLQHQQQQQQQQQQQQQQPGQGPAEPSQPSG 
PAVASLEPPVKLKELHFSNMKTVDCVERKGKYMYFTVVl^EGKEIDFRCPQDQGWNAEITLQMVQYKNRQAILAV 
KSTRQKQQHLVQQQPPSQPQPQPQLQPQPQPQPQPQPQPQSQPQPQPQPKPQPQQLHPYPHPHPHPHSHPHSHPH 
PHPHPHPHQIPHPHPQPHSQPHGHRLLRSTSNSA 
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FIGURE 972 

CCCGTATCCGCATCCACATCCACATCCACACTCTCATCCTCACTCGCACCCACACCCTCACCCGCACCCGCATCC 

GCACCAAATACCGCACCCACACCCACAGCCGCACTCGCAGCCGCACGGGCACCGGCTTCTCCGCAGCACCTCCAA 

CTCTGCCTGAAAGGGGCAGCTCCCGGGCAAGACAAGGTTTTGAGGACTTGAGGAAGTGGGACGAGCACATTTCTA 

TTGTCTTCACTTGGATCAAAAGCAAAACAGTCTCTCCGCCCCGCACCAGATCAAGTAGTTTGGACATCACCCTAC 

TGAACAACTTGGCGATTCTTCTTAGTTTTCTGCATACTXTTCATCACCGATGCAGGAAACGATTTCGAGTCAAGA 

AGACTTTTATTTATGAACCTTTGAAAGGATCGTCTTGTATGGTGAATTTTCTAGGAGCGATGATGTACTGTAATT 

TTATTTTAATGTATTTTGATTTATGATTATTTATTAGTTTTTTTTAAATGCTTGTTCTAAGACATTTCTGAATGT 

AGACCATTTTCCAAAAAGGAAACTTTATTTTCAAAAACCTAATCCGTAGTAATTCCTAATCTTGGAGAATAAAAA 

AGGGCGGTGGAGGGGAAAACATTAAGAATTTATTCATTATTTCTCGAGTACTTTCAGAAAGTCTGACACTTTCAX 

TGTTGTGCCAGCTGGTTGAAATTAAAACTCTGATATTACTTTTTTTGAGGATTTTTATTTTTGTTTTTGCTTAAA 

CACTATAGTTTGTCTAGAAGTTTAAAAAGCTAAAAGTTAAAAATGGTGTAATTATGAAAATCTAACACTCAAGAT 

AGTTTCTAAAAGGAAATCAGTAGTTAAGGATACCTGATTTCAAAATATTTAAAGCAXAACCTAACTGATGGTAGG 

ATGATTGTATCTTGAATATGTGGTAGGGCCACATCTATTGTAGGAAAACCTTGCTTTTATCATCTGTGTGTAAAG 

GGCTTAATAAGGAGAAGAGGCCTTTXGACTGATTTGTGAGTATAAATGCATrTGCTGTTTCATTTCAAAAATGTT 

GTGGAGGAAAAGAGTACATTTAACTTGTATAAGAGAATATTTGXACTCCTGTCCAGGCTGCAGGACCTTTCTrCG 

AGAGCTTTGCACACTTGACTTGAACCACATTTTCXGATCCCTTTACTTTGXTTTAGAAGCACACTGAAAAATCTC 

GTTGTTTAAAGXACAATTTGTAAATATTTCAAAGGTCTAGGAGTCATAACTTTTGTTTTCATACTGAAAATGATG 

TTGATCAGAGAAACCAACTGTTrTGCTTTTCATTGCTCTGTGAGAAATTGAGGATTCTGTTTTGCTGTTAGGTAA 

GCTAACTCAGAAATTGAAAGGAAAGACTGGATAAACACCGGATTTTCAGTAAGAAAACAACCCCAGTCTTGTCTT 

AGAAGCCACTTGTTGAGGAGTCTGTTGGGGGAAAAAAGAGGATATGCTTTTAAAGGTAGAACAAACCTTCTTCTG 

TGTXAAATCAAAAGGATGTTCAAAATCCACCAGGACAGATGCTACTTGGGTTTAAATGGAGCCATAGATGATACA 

AAGICCXCXIGGGGCXGAAAAXCACXICCXAXXXGCAXGGCIXXACXAACXGGXIICXGIIXICCAXXAICXIXX 

ICACAGAAAGTCIXGGICAGIAXXXXXCCAGCAIIXAAAIXGAAACGGICAGXAXIAGACCACIGCXAGGXIAIG 

IAGXCAAGAAAIAAAAAIAGAAXXACAXGCXACAGAIGXCXIXAIXCXCCXXCCAICXAGAAAGGAGXXCCAAGG 

XCAAAXXACIIXIXAGXGCAAXAGXXAAAXGACAIXXXGAGAICAXAACXCAXAXCCAAAAAGIIGCAGGGAAAA 

IIAAAAIAGCXITCCCCXAIIAAGCXAAXGGCAAACAAAACXXAAGIGGACCCCCACIICCAGIGGXXGXIXAGG 

XIGCAGIIGXGAAAAIAXGCIGCCAACAXXIAAAAACXXGXIXCAIAXGIAXAXAIGIAXACACAXAXAXGAAXA 

XGXAXGXAXAXAIACAIAIAXGAGAACAXGIGXGIACACAIAXAXGAAXAXGXAXAIAXGIGIAXGXAXGXAIAX 

AXGXAXAXGAAAIGAGAGCCACAXCXAAAGAXIXCXXAAAXCAAGIXXGGIXCAGCIXCCXIAGAACXGXGGCXG 

XACIIIIIGAGGAGIACCXCAXAGXACIAIAXIXIXAAIGCAIGCAAAXCAIAAIAGCXCCAAAXGAACCACAGX 

XIXXXCCCAAXGGAGGAIXXXXXIXIAAIICIXGXACXAAAAAAAAAAAAICCAXACCAAAIAIXIIIACAAAII 

AAGAXIGAXGXAGGIXIXAAAAAAGGCAXIXGXAXGXXGXXAGCXXACAIAXGGGGCXAGGIAAXIXCAXXGCIX 

AAAAAGAIGCGCCXAGGCICCCXCXXGGXGGCXGGAIIXCXXXXXCXICGCCCGXGGXGGCCAIGGXIIXXAAXA 

GGGCCACCGGAAXCAXGGXXXCXIXIXXIIIXXXXIIXXXGGAGAIGGAGICICGCCCIGXGACCCAGGCXGGAG 

IGCAGXGGCACGAICICGGCXCACXGCAACCXCXGCCICXXGGGXXCACGCCAXICXCCIGXGICAGCCXCCIGA 

GTAGCTGGGACTACAGGTGAATGCCACCACGCCCGGCTGATTTTTGTATTTTTAGTAGAGATGGGGTTTCACCAT 

AGTGGTCAGGCTGTTCTCGAACTCCTGACCTCAGGTGATCCACCTGCCTTGGCCTCCCAAAGTGCTAGGATTACA 

GGTGTGAGCCACCACACCCGGCCCCAGAGTAATGGTTTCTTGACTTTCTGTAGCCCTTGTTCCTTAGTCTGCTGT 

GATArTTATGTTGACCTTTATCATTTTCTATTCTGAACCCCTCTTAGCATTTAATGTGAAATCTAAGAAATTAGA 

AGTAGAATGGCTTTTATTGTTTTGACACCTTTGAAATTATTATTAATAATTTTTCCAGAGCAAAAAAGCAAACAC 

GCTCAATAAGACTAAACAAAACAAAATATAAATGTACATCATTTAATGTCCCAGTGGCTCTATTCTACCTGTAAG 

AAAATGATACAAAACCACCTAAGATATTTTGAAGCCTGACAAATCAGCTTCATGGAAAAAGGTAAAAAATGCATT 

TTTCAACCGAAAGGGCAGATCCAATAGAAGACCCGCTCCTTAAATAAACATAAAATGTAAAAAGTTGGAAAAAAA 
AA 



WO 2004/043361 



PCT/US2003/035268 



1078/1629 

FIGURE 973 

GTTTGCGGGTGGTTGTTGCTCTCGGGGCCGTGTGGAGTAGGTCTGGACCTGGACTCACGGCTGCTTGGAGCGTCC 
GCCATGAGGAGAAGTGAGGTGCTGGCGGAGGAGTCCATAGTATGTCTGCAGAAAGCCCTAAATCACCTTCGGGAA 
ATATGGGAGCTAATTGGGATTCCAGAGGACCAGCGGTTACAAAGAACTGAGGTGGTAAAGAAGCATATCAAGGAA 
CTCCTGGATATGATGATTGCTGAAGAGGAAAGCCTGAAGGAAAGACTCATCA2UVAGCATATCCGTCTGTCAGAAA 
GAGCTGAACACTCTGTGCAGCGAGTTACATGTTGAGCCATTTCAGGAAGAAGGAGAGACGACCATCTTGCAACTA 
GAAAAAGATTTGCGCACCCAAGTGGAATTGATGCGAAAACAGAAAAAGGAGAGAAAACAGGAACTGAAGCTACTT 
CAAGAGCAAGATCAAGAACTGTGCGAAATTCTTTGTATGCCCCACTATGATATTGACAGTGCCTCAGTGCCCAGC 
TTAGAAGAGCTGAACCAGTTCAGGCAACATGTGACAACTTTGAGGGAAACAAAGGCTTCTAGGCGTGAGGAGTTT 
GTCAGTATAAAGAGACAGATCATACTGTGTATGGAAGAATTAGACCACACCCCAGACACAAGCTTTGAAAGAGAT 
GTGGTGTGTGAAGACGAAGAXGCCTTTTGTTTGTCTTTGGAGAATATTGCAACACTACAAAAGTTGCTACGGCAG 
CTGGAAATGCAGAAATCACAAAATGAAGCAGTGTGTGAGGGGCTGCGTACTCAAATCCGAGAGCTCTGGGACAGG 
TTGCAAATACCTGAAGAAGAAAGAGAAGCTGTGGCCACCATTATGTCTGGGTCAAAGGCCAAGGTCCGGAAAGCG 
CTGCAATTAGAAGTGGATCGGTTGGAAGAACTGAAAATGCAAAACATGAAGAAAGTGATTGAGGCAATTCGAGTG 
GAGCTGGTXCAGTACTGGGACCAGTGCTTTTATAGCCAGGAGCAGAGACAAGCTTTTGCCCCTTTCTGTGCTGAG 
GACTACACAGAAAGTCTGCTCCAGCTCCACGATGCTGAGATTGTGCGGTTAAAAAACTACTATGAAGTTCACAAG 
GAACTCTTTGAAGGTGTCCAGAAGTGGGAAGAAACCTGGAGGCTTTTCTTAGAGTTTGAGAGAAAAGCTTCAGAT 
CCAAATCGATTTACAAACCGAGGAGGAAATCTTCTAAAAGAAGAAAAACAACGAGCCAAGCTCCAGAAAATGCTG 
CCCAAGCTGGAAGAAGAGTTGAAGGCACGAATTGAATTGTGGGAACAGGAACATTCAAAGGCATTTATGGTGAAT 
GGGCAGAAATTCATGGAGTATGTGGCAGAACAATGGGAGATGCATCGATTGGAGAAAGAGAGAGCCAAGCAGGAA 
AGACAACTGAAGAACAAAAAACAGACAGAGACAGAGATGCTGTATGGCAGCGCTCCTCGAACACCTAGCAAGCGG 
CGAGGACTGGCTCCCAATACACCGGGCAAAGCACGTAAGCTGAACACTACCACCATGTCCAATGCTACGGCCAAT 
AGTAGCATTCGGCCTATCTTTGGAGGGACAGTCTACCACTCCCCCGTGTCTCGACTTCCTCCTTCTGGCAGCAAG 
CCAGTCGCTGCTTCCACCTGTTCAGGGAAGAAAACACCCCGTACTGGCAGGCATGGAGCCAACAAGGAGAACCTG 
GAGCTCAACGGCAGCATCCTGAGTGGTGGGXACCCTGGCTCGGCCCCCCTCCAGCGCAACTTCAGCATTAATTCT 
GTTGCCAGCACCTATTCTGAGTTTGCGAAGGATCCGTCCCTCTCTGACAGTTCCACTGTTGGGCTTCAGCGAGAA 
CTTTCAAAGGCTTCCAAATCTGATGCTACTTCTGGAATCCTCAATTCAACCAACATCCAGTCC TGAG AAGCCCTG 
ATCAGTCAACCAGCTGTGGCTTCCTGTGCCTAGACTGGACCTAATTATATGGGGGTGACTTTAGTTTTTCTTCAG 
CTTAGGAGTGCTTGAAACCTTGGCCAGGTTCCATGACCATGGGCCTAACTTAAAGATGTGAATGAGTGTTACAGT 
TGAAAGCCCATCATAGGTTTAGTGGTCCTAGGAGACTTGGTTTTGACTTATATACATGAAAAGTTTATGGCAAGA 
AGTGCAAATTTTAGCATATGGGGCCTGACTTCTCTACCACATAATTCTACTTGCTGAAGCATGATCAAAGCTTGT 
TTTATTTCACCACTGTAGGAAAATGATTGACTATGCCCATCCCTGGGGGTAATTTTGGCATGTATACCTGTAACT 
AGTAATTAACATCTTTTTTGTTTAGGCATGTTCAATTAATGCTGTAGCTATCATAGCTTTGCTCTTACCTGAAGC 
CTTGTCCCCACCACACAGGACAGCCTTCCTCCTGAAGAGAATGTCTTTGTGTGTCCGAAGTTGAGATGGCCTGCC 
CTACTGGCAAAGAGGTGACAGGAAGGCTGGGAGCAGCTTTGTTAAATTGTGTTCAGTTCTGTTACACAGTGCATT 
GCCCTTTGTTGGGGGTATGCATGTATGAACACACATGCTTGTCGGAACGCTTTCTCGGCGTTTGTCCCTTGGCTC 
TCATCTCCCCCATTCCTGTGCCTACTTTGCCTGAGTTCTTCTACCCCCGCAGTTGCCAGCCAGATTGGGAGTCTG 
TTTGTTCCAATGGGTTGAGCTGTCTTTGTCGTGGAGATCTGGAACTTTGCACATGTCACTACTGGGGAGGTGTTC 
CTGCTCTAGCTTCCACGATGAGGCGCCCTCTTTACCTATCCTCTCAATCACTACTCTTCTTGAAGCACTATTATT 
TATTCTTCCGCTGTCTGCCTGCAGCAGTACTACTGTCAACATAGXGTAAATGGTTCTCAAAAGCTTACCAGTGTG 
GACTTGGTGTTAGCCACGCTGTTTACCTCATACAGTACGTGTCCTGTTTTTAAAATATACAATTATTCTTAAAAA 
TAAATTAAAATCGTATACTTACATTTCAAAAAAAAAAAAAAAAA 
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FIGURE 974 

MRRSEVLAEESIVCLQKALNHLREIWELIGI^^ 

LNTLCSELHVEPFQEEGETTILQLEKDLRTQVELMRKQKKERKQELKLLQEQDQELCEILCMPHYDIDSASVPSL 

EELNQFRQHVTTLRETKASRREEFVSIKRQIILCMEELDHTPDTSFERDWCEDEDAFCLSLENIATLQKLLRQL 

EMQKSQNEAVCEGLRTQIRELWDRLQIPEEEREAVATIMSGSKAKVRKALQLEVDRLEELKMQNMKKVIEAIRVE 

LVQYWDQCFYSQEQRQAFAPFCAEDYTESLLQLHDAEIVRLKNYYEVHKELFEGVQKWEETWRLFLEFERKASDP 

NRFTNRGGNLLKEEKQRAKLQKMLPKLEEELKARIELWEQEHSKAFMVNGQKFMEYVAEQWEMHRLEKERAKQER 

QLKNKKQTETEMLYGSAPRTPSKRRGLAPNTPGKARKLNTTTMSNATANSSIRPIFGGTVYHSPVSRLPPSGSKP 

VAASTCSGKKTPRTGRHGANKENLELNGSILSGGYPGSAPLQRNFSINSVASTYSEFAKDPSLSDSSTVGLQREL 
SKASKSDATSGILNSTNIQS 
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FIGURE 975 

GCGGATCATCCGCTTCCGGAGTCGAGGTTTTCGGGCTTGTACCGCTTGGCGGTGCGGCCTGGTGTCGGCTTGCAG 
GTTCTTTCTGTGTTTGTTCTCTGCCCTGCCAAGGCCGTAGAGCTGGTGCGTGCGGGTAGCGGGGCTCTCCGAGGA 
GCGCGGCACGCCGCGCACCATGGTCCACCTCACTACTCTCCTCTGCAAGGCCTACCGTGGGGGCCACTTAACCAT 
CCGCCTTGCCCTGGGTGGCTGCACCAATCGGCCGTTCTACCGCATTGTGGCTGCTCACAACAAGTGTCCCAGGGA 
TGGCCGTTTCGTAGAGCAGCTGGGCTCCTATGATCCATTGCCCAACAGTCATGGAGAAAAACTCGTTGCCCTCAA 
CCTAGACAGGATCCGTCATTGGATTGGCTGCGGGGCCCACCTCTCTAAGCCTATGGAAAAGCTTCTGGGTCTTGC 
TGGCTTTTTCCCTCTGCATCCTATGATGATCACAAATGCTGAGAGACTGCGAAGGAAACGGGCACGTGAAGTCCT 
GTTAGCTTCTCAGAAAACAGATGCAGAAGCTACAGATACAGAGGCTACAGAAACATA^TGAGCTGACTTTAGTG 
AGCATAGCAGTGGGAACAAGGTCAAGGTCCTTTTGAAACACTGCAGCGATCTTAATTTTGTTAGATTTGGAGTTC 
AATAAATGGAGTATCCTGAAAAAAAAAAA 
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FIGURE 976 

MVHLTTLLCKAYRGGHLTIRLALGGCTNRPFYRIVAAHNKCPRDGRFVEQLGSYDPLPNSHGEKLVALNLDRIRH 
WIGCGAHLSKPMEKLLGLAGFFPLHPMMITNAERLRRKRAREVLLASQKTDAEATDTEATET 
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FIGURE 977 

GGAGCTCTGGAGGCGGGGCTTCGAGCGTGGCTCGTGGGTTTTCCGTGAAGTCGCGGTGCAGCGGTGGGCGGCMG 

TCTGTGGCCGGTGGGGAGATTCGTGGGGACACGGGGGGAGAGGACACTGCTGCTCCCGGCCGGTTCAGCTTCAGC 
CCGGAGCCCACGCTCGAGGACATCCGCCGCCTCCATGCTGAGTTTGCTGCGGAACGAGACTGGGAACAGTTCCAT 
CAGCCTCGGAATCTCCTCCTGGCCTTGGTXGGGGAAGTGGGGGAGCTGGCAGAACTCTTTCAGTGGAAAACCGAT 
GGGGAACCTGGCCCCCAAGGCTGGTCCCCCAGGGAACGGGCAGCCCTTCAAGAGGAGCTTAGTGACGTCCTCATC 
TACCTGGTGGCATTAGCAGCCCGCTGCCGTGTGGATCTGCCGCTAGCAGTGCTCTCCAAAATGGACATCAACCGG 
CGACGCTACCCAGCCCATCTGGCCCGCAGCTCTTCCCGCAAGTATACAGAATTGCCCCATGGGGCCATCTCTGAA 
GACCAGGCTGTGGGGCCTGCGGACATTCCCTGTGACTCCACAGGCCAGACCTCAACCTAGAAAGATGGCCACAGG 
ACTTGCAACTCAGGGTGGTGTCTGAAGAGCAGAGAGTGGCCTGGCCCTGGAGCCTTTTTCTAGXCTTTTCAGAAT 
AGATCATGGGCCTGAGGCCTCCACTTCTTGAGGTCTGAGGCCCAGCAGCCTCTAGAAGGTAGCCTCCTGGTGTTT 
GTTCTCCCAGTAAAATGGTTTTGGGCGATAACTTCTAGATTATTCCTGGATGGCCAGGGAGGCTCTCTGTCTCAG 
CAGGTGATGACGGGGGTACCAGGGGTGCCTCTGAGACCCATTCTCGTGTTTCCCTGTTGTACCTTTTGCCTGCAG 
GGCAGAGAGATCTGGTTTCTAGCAAATTCCCAGTAGGATGTCATGTAAGTTCCTTCCCCCTCTTAGAGATTGAAG 
GCTGTAAGAGTCCAGATGGTGGAGCCAGGCTGTCTGGGTTCAAATGCCATCTTTGACACTTGCAAGCTAAATGAC 
ATTACTCAAATTAATCGTTCTGCACTTCAGCTTCCTTGTCTATCAAATAAAAAGAAXAGTACCTGCCCAAAAAAA 
AAAAAAAAAAAAAAAAAA 
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FIGURE 978 

MSVAGGEIRGDTGGEDTAAPGRFSFSPEPTLEDIRRLHAEFAAERDWEQFHQPRNLLLALVGEVGELAELFQWKT 

DGEPGPQGWSPRERAALQEELSDVLIYLVALAARCRVD^ 

EDQAVGPADIPCDSTGQTST 
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FIGURE 979 

GAAGGTCAGCGTGTGAAGTAGGCGCTGGCAACGCGGGGTTACCCTGXTXTATTGAGGAGTAACGGCCCAGCGGAC 
CACCCAGGCTTGAGGCAGCGGCGGGAACCACTCGGTTTGCTGCGATACCMGGAAGGAGGCGGGGGAAGCGGCAA 
CAAAACCACAGGGGGATTGGCCGGCTTTTTCGGAGCCGGCGGAGCAGGTTACTCGCACGCGGATTTGGCTGGCGT 
CCCGCTAACTGGTATGAACCCTCTGTCTCCTTATTTAAATGTGGATCCACGATACCTCGTGCAGGATACAGATGA 
GTTTATTTTACCTACCGGAGCTAATAAAACCCGGGGCAGATTTGAGCTGGCCTTCTTTACGATTGGAGGATGTTG 
CATGACAGGGGCTGCGTTTGGTGCAATGAATGGTCTTCGGCTAGGATTGAAGGAAACCCAGAACATGGCCTGGTC 
CAAACCAAGAAATGTACAGATTTTGAAXATGGTGACTAGGCAAGGGGCACTTTGGGCTAATACTCTAGGTTCTCT 
GGCTTTGCTCTATAGTGCATTTGGTGTCATCATTGAGAAAACACGAGGTGCAGAAGATGACCTTAACACAGTAGC 
AGCTGGAACCATGACAGGCATGTTGTATAAATGTACAGGTGGTCTTCGAGGGATAGCACGAGGTGGTCTGACAGG 
ACTAACACTTACCAGCCTCTATGCACTATATAATAACTGGGAGCACATGAAAGGCTCCTTGCTCCAACAGTCACT 
CTGAAGATTTTGCCAACTCATGAATGGAGGACACTTCAGTAGTTCATCTAGGATCCTTTTATTAAGGACAGTTTG 
GGAGTTATTTCTCTCT 
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FIGURE 980 

MEGGGGSGNKTTGGLAGFFGAGGAGYSHADLAGVPLTGMNPLSPYLNVDPRYLVQDTDEFILPTGANKTRGRFEL 
AFFTIGGCCMTGAAFGAMNGLRLGLKETQNMAWSKPRlsrVQILNMVTRQGALWANTLGSLALLYSAFGVIIEKTRG 
AEDDLNTVAAGTMTGMLYKCTGGLRGIARGGLTGLTLTSLYALYNNWEHMKGSLLQQSL 
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FIGURE 981 

GGCGAAGGAGATCAGCAGGACGCTGCGCACAACATGGGCAACCACCTGCCGCTCCTGCCTGCAGAGAGTGAGGAA 
GAAGATGAAATGGAAGTTGAAGACCAGGATAGTAAAGAAGCCAAAAAACCAAACATCATAAATTTTGACACCAGT 
CTGCCGACATCACATACATACCTAGGTGCTGATATGGAAGAATTTCATGGCAGGACTTTGCACGATGACGACAGC 
TGTCAGGTGATTCCAGTTCTTCCACAAGTGATGATGATCCTGATTCCCGGACAGACATTACCTCTTCAGCTTTTT 
CACCCTCAAGAAGTCAGTATGGTGCGGAATTTAATTCAGAAAGATAGAACCTTTGCTGTTCTTGCATACAGCAAT 
GTACAGGAAAGGGAAGCACAGTTTGGAACAACAGCAGAGATATATGCCTATCGAGAAGAACAGGATTTTGGAATT 
GAGATAGTGAAAGTGAAAGCAATTGGAAGACAAAGGTTCAAAGTCCTTGAGCTAAGAACACAGTCAGATGGAATC 
CAGCAAGCTAAAGTGCAAATTCTTCCCGAATGTGTGTTGCCTTCAACCATGXCTGCAGTTCAATTAGAATCCCTC 
AATAAGTGCCAGATATTTCCTTCAAAACCTGTCTCAAGAGAAGACCAATGTTCATATAAATGGTGGCAGAAATAC 
CAGAAGAGAAAGTTTCATTGTGCAAATCTAACTTCATGGCCTCGCTGGCTGTATTCCTTATATGATGCTGAGACC 
TTAATGGACAGAATC2VAGAAACAGCTACGTGAATGGGATGAAAATCTAAAAGATGATTCTCTTCCTTCAAATCCA 
ATAGATTTTTCTTACAGAGTAGCTGCTTGTCTTCCTATTGATGATGTATTGAGAATTCAGCrCCTTAAAATTGGC 
AGTGCTATCCAGCGACTTCGCXGTGAATTAGACATTATGAATAAATGTACTrCCCTTTGCTGTAAACAATGTCAA 
GAAACAGAAATAACAACCAAAAATGAAATATTCAGTTTATCCTTATGTGGGCCGATGGAGCTXATGTGAATCCTC 
ATGGATATGTGCATGAGACACTTACTGTGTATAAGGCTTGCAACTTGAATCTGATAGGCCGGCCTTCTACAGAAC 
ACAGCTGGTTTCCTGGGTATGCCTGGACTGTTGCCCAGTGTAAGATCTGTGCAAGCCCATATTGGATGGGAAGTT 
TACGGCCACCAAAAAAGACATGTCACCTCAAAAATTTTGGGGCTTAACGCGATCTGCTCTGTTGCCCACGATCCC 
AGACACTGAAGATGAAATAAGTCCAGACAAAGTAATACTTTGCTTGTAAACAGATGTGATAGAGATAAAGTTATC 
TAACAAAT TGG T TATAT TC TAAGATCTGCTTTGGAAATTATTGCCTCTGATAC AT ACCTAAGTAAAC AT AAC ATT 
AATACCTAAGTAAACATAACATTACTTGGAGGGTTGCAGTTTCTAAGTGAAACTGTATTTGAAACTTTTAAGTAT 
ACTTTAGGAAACAAGCATGAACGGCAGTCTAGAATACCAGAAACATCTACTTGGGTAGCTTGGTGCCATTATCCT 
GTGGAATCTGATATGTCTGGTAGCATGTCATTGATGGGACATGAAGACATCTTTGGAAATGATGAGATTATTTCC 
TGTGTTAAAAAAAAAAAA 
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FIGURE 982 

MGNHLPLLPAESEEEDEbffiVEDQDSKEAKKPNIINFDTSLPTSHTYLGADMEEFHGRTLHDDDSCQVIPVLPQVM 
MILIPGQTLPLQLFHPQEVSMVRNLIQKDRTFAV^ 

RFKVLELRTQSDGIQQAKVQILPECVLPSTMSAVQLESLNKCQIFPSKPVSREDQCSYKWWQKYQKRKFHCANLT 
SWPRWLYSLYDAETLMDRIKKQLREWDENLKDDSLPSNPIDFSYRVAACLPIDDVLRIQLLKIGSAIQRLRCELD 
IMNKCT SLCCKQCQETE I TTKNE I F SLSLCGPMELM 
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FIGURE 983 

CCCGCGrGCATACGGTTGCCGGCATGGCACATTACAACTTCAAGAAAATTACGGTGGTGCCGTCCGCCAAGGACT 
TCATAGACCTCACGTTGTCGAAGACTCAACGAAAGACTCCAACCGTTATTCATAAACATTACCAAATACATCGCA 
TTAGACATTTTTACATGAGAAAAGTCAAATTTACTCAACAGAATTACCATGATAGACTTTCACAAATTCTAACAG 
ATTTCCCCAAATTGGATGATATTCATCCGTTCTATGCTGATTTGATGAATATTCTCTACGACAAGGATCATTACA 
AGTTGGCTCTGGGGCAAATAAATATTGCCAAAAATTTAGTGGACAATGTTGCTAAAGATTATGTGCGACTGATGA 
AGTATGGCGACTCTCTCTACCGCTGCAAACAGCTGAAGCGTGCGGCCCTGGGACGGATGTGCACAGTGATCAAGA 
GGCAGAAGCAGAGTTTGGAGTATTTGGAGCAAGTGCGTCAGCATTTATCCCGTTTGCCAACCATTGATCCGAATA 
CCAGGACCCTGCTTTTGTGTGGGTACCCAAATGTTGGGAAGTCCAGCTTCATCAACAAGGTGACGAGAGCAGACG 
TGGATGTCCAGCCCTATGCGTXCACAACCAAGTCTCTGTTTGTTGGGCACATGGATTATAAGTATCTACGTTGGC 
AGGTTGTAGACACTCCTGGGATCCTGGACCACCCTCTGGAGGATAGGAACACCATCGAGATGCAGGCCATCACTG 
CCCTGGCCCACCTCCGTGCTGCGGTCCTGTATGTGATGGATTTGTCTGAGCAGTGTGGGCATGGGCTGAGGGAGC 
AGCTAGAACTCTTCCAGAACATCAGACCTCTCTTCATCAACAAGCCTCTCATAGTTGTAGCCAACAAATGTGATG 
TGAAGAGAATAGCTGAACTTTCTGAAGATGATCAGAAAATATTTACAGATTTGCAGTCTGAAGGATTCCCTGTAA 
TAGAGACCAGCACCCTGACTGAGGAAGGTGTTATTAAAGTTAAAACAGAGGCTTGCGATAGGCTTTTGGCTCATC 
GAGTGGAAACCAAAATGAAGGGAAATAAAGTGAATGAGGTGCTGAATAGACTGCACCTGGCTATCCCAACCAGGA 
GGGACGATAAGGAGAGGCCCCCTTTCATCCCTGAAGGAGTGGTGGCTCGCAGGAAGAGGATGGAAACTGAGGAGT 
CCAGGAAGAAGAGGGAACGAGATCTTGAGCrGGAAATGGGAGATGATTATATTTTGGATCTTCAGAAGTACTGGG 
ATTTAATGAATTTGTCXGAAAAACATGATAAGATACCAGAAATCTGGGAAGGCCATAATATAGCTGATTATATTG 
ATCCAGCCATCArGAAGAAATTGGAAGAATTAGAAAAAGAAGAAGAGCTGAGAACAGCTGCTGGAGAGTATGACA 
GTGTATCTGAGAGTGAAGACGAAGAGATGCTGGAAATCCGACAGCTGGCAAAGCAAATTCGAGAGAAAAAGAAGT 
TGAAAATTCTGGAGTCCAAAGAAAAGAATACACAGGGACCCAGGATGCCGCGAACTGCTAAGAAGGTTCAGAGGA 
CAGTTTTGGAGAAGGAGATGCGTAGTCTTGGTGTTGACATGGACGATAAAGACGATGCCCATTACGCAGTCCAGG 
CAAGAAGATCCCGGAGCATCACTAGGAAAAGAAAGCGGGAAGACTCTGCTCCCCCGTCCTCTGTGGCCCGGAGTG 
GGAGTTGCTCTCGAACTCCACGTGACGTTTCTGGTCTTAGGGATGTCAAGATGGTGAAGAAAGCCAAGACTATGA 
AGAATGCTCAGAAGAAGATGAATCGGTTGGGGAAGAAAGGGGAGGCGGATAGACACGTGTTTGATATGAAGCCCA 
AGCACTTGCTGTCTGGGAAGAGGAAAGCTGGTAAAAAGGACAGGAGATACTATCCGTTTGGTTGGCGTGGCTTCG 
CTAGAGTGTTGCTGTTTATTTCCTGGTTTGGTACAGTATGGTTTCATGAAATTGGAGCTCTGTACAAACTGAAAA 
AGACAAAATAAGTAAAGCACTTGTTGCTTTGCTGAAAACTATGGTTAACCCTATATAGGTGTGGGAAATTTTTGT 
CACTGCATAATATTACAAATATTTTGAGTAGACAGTGTTTCCACATTTAATGGAGTATCAGTTGCTTCAGATTTT 
CAGAACTGGGAAGATTTACTGGTGTAACTGGGXTGTTTTTGATGGAGAAAAACCTTATTTTCTTTTGTAAGAGCT 
GGGAGCAAACACGTTTATGAGTGTGTCGGAATCCCGTGCTTAAAATACGCTCTTAAATTATTTTCTAGTCTTATT 

TTACAATGTCTCATTGTAGTCTGTCTTCAACTATTTTATCCAAAATAAACCTCCAGAAGAAACTAAAAAAAAAAA 
AAAAAAAAAAAAAA 
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FIGURE 984 

MAHYNFKKITWPSAKDFIDLTLSKTQRKTPTVIHKHYQIHRIRHFYMRKVKFTQQNYHDRLSQILTDFPKLDDI 
HPF YADLMN I L YDKDH YKLALGQ I N I AKNLVD1WAKD YVRLMKYGD SL YRCKQLKRAALGRMCTV IKRQKQS LEY 

LEQVRQHLSRLPTIDPNTRTLLLCGYPNVGKSSFINKVTRADVDVQPYAFTTKSLFVGHMDYKYLRWQWDTPGI 
LDHPLEDRNTIEMQAITALAHLRAAVLYVMD^^ 

EDDQKIFTDLQSEGFPVIETSTLTEEGVIKVKTEACDRLLAHRVETKMKGNKVNEVLNRLHLAIPTRRDDKERPP 
FIPEGWARRKRMETEESRKKRERDLELEMGDDYILDLQKYWDLMNLSEKHDKIPEIWEGHNIADYIDPAIMKKL 
EELEKEEELRTAAGEYDSVSESEDEEMLEIRQLAKQIREKKKLKILESKEKNTQGPRMPRTAKKVQRTVLEKEMR 
SLGVDMDDKDDAHYAVQARRSRSITRKRKREDSAPPSSVARSGSCSRTPRDVSGLRDVKMVKKAKTMKNAQKKMN 
RLGKKGEADRHVFDMKPKHLLSGKRKAGKKDRR 
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FIGURE 985 

GGCXGCGAGAAGACGACAGAAGGGGGAAGGGGCXGAXGCGAACXGGGGCCACGGXAGCCATCGCGCXTXGCAGXX 

CGGTCTCCTGGTGTACGGCCAACGCCAAGTAGGGGATTGCGTTCCCTCCAGTCGCAGACCCTATCAGATTTGGAT 

ATGTCCTTCATATTTGATTGGATTTACAGTGGTTTCAGCAGTGTGCTACAGTTTTTAGGATTATATAAGAAAACT 

GGTAAACTGGTATTTCTTGGATTGGATAATGCAGGAAAAACAACATTGCTACACATGCTAAAAGATGACAGACTT 

GGACAACATGTCCCAACATTACATCCCACTTCCGAAGAACTGACCATTGCTGGCATGACGTTTACAACTTTTGAT 

CTGGGTGGACATGTTCAAGCTCGAAGAGTGTGGAAAAACTACCTTCCTGCTATCAATGGCATTGTATTTCTGGTG 

GATTGTGCAGACCACGAAAGGCTGTTAGAGTCAAAAGAAGAACTTGATTCACTAATGACAGATGAAACCATTGCT 

AATGTGCCTATACTGATTCTTGGGAATAAGATCGACAGACCTGAAGCCATCAGTGAAGAGAGGTTGCGAGAGATG 

TTTGGTTTATATGGTCAGACAACAGGAAAGGGGAGTATATCTCTGAAAGAACTGAATGCCCGACCCTTAGAAGTT 

TTCATGTGTAGTGTGCTCAAAAGACAAGGTTACGGAGAAGGCTTCCGCTGGATGGCACAGTACATTGAT TAAC AC 

AAACTCACATTGGTTCCAGGTCTCAACGTTCAGGCTTACTCAGAGATTTGATTGCTCAACATGCATAACTTGAAT 

XCAATAGACTTXXGCXGGXXATAAAACAGAXGXTXXXTAGATXAXXAAXAXXAAAXCAACXXAAXTXGAAXGAGA 

AXTGAAAACXGATXCAAGXAAGXXTGAGTATCACAAXGXXAGCXTXCTAAXXCCAXAAAAGXACXXGGXXXXXAC 

AGTTTATAATCTGACATCACCCCAGCGCCATTTGTAAAGAGCAACTTTCCAGCAGTACATTrGAAGCACTTTTTA 

ACAACATGAAACTATAAACCATATTTAAAAGCXCATCATGTTAAATTTTTTATGTACXTTTCTGGAACTAGTTTT 

TAAATTTTAGATTATATGTCCACCTATCTTAAGTGTACAGTTAATAAXTAGCTTATTCAATGATTGCATGATGCC 

XXACAGTTXXCAAXAACXTTXXTXCXXAXGCAAACGXCAXGCAAXAAAACAAACXCXAAXGXXTGGCAAAAAAAA 
AAAAA 
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FIGURE 986 

MSFIFDWIYSGFSSVLQFLGLYKKTGKLVFLGLDNAGKTTLLHMLKDDRLGQHVPTLHPTSEELTIAGMTFTTFD 
LGGHVQARRVWKNYLPAINGIVFLVDCADHERLLESKEELDSLMTDETIANVPILILGNKIDRPEAISEERLREM 
FGLYGQTTGKGSISLKELNARPLEVFMCSVLKRQGYGEGFRWMAQYID 
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FIGURE 987A 

CCGGCCCGGCCCGCCCGGCCCAGCCGCTCCTGCTGGGCGCCCCAACCGGGTCCGGCCCGGGGGGGCGGGGGCCGC 

GGCCGCCGAGGATGGGGAAATCCAACAGCAAGTTGAAGCCCGAAGTTGTGGAGGAGCTGACCAGGAAGACCTACT 

TTACCGAGAAGGAGGTCCAGCAGTGGTACAAAGGCTTCATCAAGGACTGCCCCAGTGGGCAGCTGGATGCGGCAG 

GCTTCCAGAAGATCTACAAGCAATTCTTCCCGTTCGGAGACCCCACCAAGTTTGCCACATTTGTTTTCAACGTCT 

TTGATGAAAACAAGGACGGGCGAATTGAGTTCTCCGAGTTCATCCAGGCGCTGTCGGTGACCTCACGGGGAACCC 

TGGATGAGAAGCTACGGTGGGCCTTCAAGCTCTACGACTTGGACAATGATGGCTACATCACCAGGAATGAGATGC 

TGGACATTGTGGATGCCATTTACCAGATGGTGGGGAATACCGTGGAGCTCCCAGAGGAGGAGAACACTCCTGAGA 

AGAGGGTGGACCGGATCTTTGCCATGATGGATAAGAATGCCGACGGGAAGCTGACCCTGCAGGAGTTCCAGGAGG 

GGTCCAAGGCAGACCCGTCCATTGTGCAGGCGCTGTCCCTCTACGACGGGCTGGT ATAGT CCCAGGCTGGAGCTG 

GATGCCTGGGAACCACTCACCTCCTTCTGTGCCATGAGGCCACCTCAGCCCTGACACCAACCCCGTGCGTCCACC 

CAGCCTTCTTCCGCATCCACACACAGCCGGCTGCCCTTGACCCGGGAGGCCCCGGCTCTCCTCTCCCCTGTCCTG 

CACCCATCCCCCGCCTGAAGCCACCGGCTCCAATTGCCAGCAACCTCTGCTTGTCCGGAAAACGACAACACGAAA 

TGGAAAAGGCTACAGCCCTCTGCATAAACCAAGGACTTGGCTGCCTCGCAGGCAGCCTCCGTTCCTCCCGCTCTC 

TTGCGCGTGTGCTTTTGTTTTTTATTTTGAACAGACGTTTTAAAAGAAAAAAAAACAACTACCTTCTGTCCTAGA 

AGACACAGACTGACAGATGGGGTGAAGGCCTGGGGACCTCAGAGAACTCTGCCTTGCCCTCGTCCCTCGTCCTTC 

GGCAGCCGGAGAGGCTGTGGGTGGGCCGAGGGTGTCTAGGGGTTCTGCCTAGTCAACGTTATTTGTCGTCCCATC 

TTTTGGCAGCAAAACCACCTGCGTGGCTAGGATGATTAATTATGAGGATGATGATTTTTTTTGTGATAACAGTAT 

TGTGCTTTTTGTGGGGAAAGTGAGGTTTTTTTTTTATATACATATATAATTGATATCTTTAATTTATTGGTTGTT 

AACTGTTGCTGCTGCCTGGTGTGTCCTCAGCTCCCAGGGCTGCGGGCCCACCGTTTACATGTGCACGCCCTGACC 

CACCTGCCCACGCCGACTTGGGAGGATGGTGGCCTGCAGCGGCCAAGAAGCCAAAAAAAATTTTTTTTTTTTCAG 

ATACTGTGCTTGATTTTTGGAGAGGGGAGAGGTGGAAATTCCTAAATGGCTAATGCACTGTTCCCTCCAGCCCGA 

ATGCCTCCTGCCAAACCCCTTTTCCCXGCTGCCTCTGTCCCCGCATCCTTGTTCTCCCCTGGGTCCGTAACATTT 

TTTCCGAGGATGAACAGGGGACATCTTTAGGTTTCTCAACTCTTGCTTTGGTGTTTGCCGCAGCATGGAAAACAG 

GGCGCCTAAGGCTGGGAGCTGGAAGAAGGGGCATTGGGTACCCAGGCAGAGTCAGGAGAGGTGGTCTTTGAAGTA 

AGTTAGCAGAAATCAAGGGGACCCCCGCCTCCTTGGGCTGGGGAGGGGATTTCAAGATAGTTCATAACTCTCTCC 

CGCTCTGCCTTCCCTCCTTCCTATCTGCTTTTTCCAGTAAACTGCATGGTGTCCTTCCCTGGCCTTCTCTTGGCT 

CAAAGGCTGGGAGGGAGGGAAGGAGAGAAGAGTTCCAGGCAATCCCATCAATATAGTCCCTACACCTGGGGCTGC 

GGCCCACATGTCTTCACGGAGGCTTCCAGCGGTGCCTGCCACTGAGGCAGGTGCGGCCCCAGGACCATCACCAGG 

AATGCGAGGCCACCCTGGACCAGAGGTAGGAGCCCAAGGTCCGGCCCTTGCTCTTTGATTGTGGGCAGCCTCCTG 

CCCTCTCTGGGTCTCAGTTGCCCCATCTGCAGAGCGAGGAGGCCCGGGCTGGTTGGTCTTGAAGGCCCTTTTCCA 

TGCCGACATCATGTCACTCTAGGCCTGGGGTTCAGTTTCCTGTGGCTGGTGATGCTGTGGTTAAGTTTGCTTGAC 

CCCAGCAGCCCGAGGGACTGTCTGAGTCACAGCACAGCCCCTATTGCGTGGCTGCTGGTGTGTGGGGTCAGTTCC 

AGCAGATGAATGTGTCATGTGGCACACCTTGTCCCTTCCCGCAGCATTTCCTGGTTCCCCCCAGACCCTTGAGCG 

CTCTTTGGGACCCAGAAGGAGTCCTTGCACAGGGAAGGCTTGAGGTGAGAAGCCGCTTCCCAGACTGTCAGGGCC 

AGGCCTGGGTCTAGAATTCTTGCTGCTGCTTTGCAGAGTCAACAGCCCATCAGCCCATGTTTTAGAGGGGACACT 

TTGGTCCTCGGTTCCCACCCTCAGCAAGCAGGCCTCCAGCCCGAGGAAGGCCTCTGCCGTAGTGACGTTGCCGTG 

TGGGGCTGCGTGGCTGTTCCCCTTGGCTGGAGCATTCAGCCAACCCCAGCGTCCCCCCTGAGGCGTTCATTGGCA 

GCCCCCTAGGACTGCACGCTGGCCCCACGGTAACCCCCCCTCCCCCACCAACATCCTGCAGGGATGGGGTCAGTG 

GTTCCACCTTCACAGGCCACTTTGAAGGGTGGATTCTTTGAGGCCCCTGCCAGTCGGCTCCCTGCTCAGCTGCTG 

GCCCGGGCGACCTGGGACTCAGCACCAACGGCTGAAGTTTCTCAGCTGGGCTCTGACCTGGGGTCTGGGGCAGGG 

AACGAACATGGTGGCTTTGGGCTGAGAGGATGAGGGAGGTCTTTCCCAGGTCAAATTACTTTCCTTTGGCCTCTG 

CCTGAGGCTCGATTTGCCTCTCTGGTCCAATGGGACTGACACTGTTGTACAACCTGACCTGTGGCTGAGGGTGTC 

TGGGCTTAAGCATGTGGACCCCTTCGGTGTGTCTGGCCTTCCTCCATCGTCCTGCCCTTTGGCCTTTTGGTTTGA 

AGCCACAGGTGTGGCTTCTGGCCTTAGCAGATGGTATGCTTGCGGACCGCAGCCCAGCATGCCGGTGGGCCCACA 

GCCCGAGCCAGCCCAGAGCTGCCGGAAGGGCCGCCCTTCCCGGCCCTGGCGGGGTGCTGGACACTGGCCATTTTC 

ACTAGAGTTTGCCTGGCAGGGACCGATCTCTGCCCCCTCCTCTCCCCAGGCCTCTGGCTGCAGTGATGCCGCAGA 

ATCCTGAGCCAGGTGCCTCCTGAGCAGCCCGTGCGCCTCTCCACAGCGGCGTTTGCCACCCAATGCGGCTCGCTT 

CAGATGCTCTGATGCAGAGGGCACGCCCATAGTCCCTCTGCAGAGCCTCGCACTGGGGCCAGGGCAGGCACCAGC 
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FIGURE 987B 

CCCAGGCGGCCAGTCGGCCACGGCCTGTCCTCTTCCTCGTAGCGTCTGCTCCTCACTTTGTGTTGATGGTGACTT 
AGGAGAATGTTCCGATTTTCCATGATCTAAGCAGGCCACGTTTAAAATAACATCAAGGCAAGCGTACGTGTCACC 
CTCTGTACTGACATCTCCTCCCCTGAAATGCTTTTCAGTTTGACAGCCCGTTTCCTAGACAAGTGCACCTGGGGT 
TTCAGGAACTTTGTGTTTTTTCGGAGGGGGTTGGTGGGGAGGTCGGGATGCCTGGGATCCCTTCCTGGAGAGGCA 
GGCTGTCTCTGGAAAAAGCCTCCATTGCCCACCCGCCAGGCGGAAAGTCACCCTGTTCCCAGCGCGGTTTCAGCA 
TTTAATTTTAAGGGAGCTAAGGAAGCGCGGCGCGCCCCCTGGTGGTGGTAAGCCGCCAACGCACCTGGGGGCTGC 
AACCCCACCGGACGGGTGGTCCGGAGGGAGGCTGGAGCGGGGAGGCGAGGAGGGGGCTGTGAGTCCTCAGAGGCC 
CTGGGCCACCACATTTCTGGCAGCGTTTCCCAGACACCCCTCTGCTAGGCCATCCCTGGATAGCAAGTGAATTAA 
CTXAAGGGCACTGTGATGGGAAGCCTTGCCCCCCTCTTTTTTXTTTTTTTTTTAATATCTGCGGAATAAACCCAA 
TGGTTAATTTTTGAATGAATAAAAGGCTTTTGTTGAATAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 988 

MGKSNSKLKPEVVEELTRKTYFTEKEVQQWYKGFIKDCPSGQLDAAGFQKIYKQFFPFGDPTKFATFVFNVFDEN 
KDGRIEFSEFIQALSVTSRGTLDEKLRWAFKLYDLDNDGYITRNEMLDIVDAIYQMVGNTVELPEEENTPEKRVD 
RIFAMMDKNADGKLTLQEFQEGSKADPSIVQALSLYDGLV 
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FIGURE 989 

AGAGCTCGCGGTGGACTCCGACCCGGCGCAACATGGCCGCAGCCTCGCCTCTGCGCGACTGCCAGGCCTGGAAGG 

ATGCGAGGCTCCCGCTCTCCACCACAAGCAACGAAGCCTGCAAGCTGTTCGATGCCACGCTGACCCAGTATGTAA 

AATGGACCAATGACAAGAGTCTCGGTGGCATCGAGGGCTGCCTGTCAAAGCTCAAAGCAGCAGATCCAACCTTTG 

TGATGGGCCACGCCATGGCTACTGGCCTTGTGCTGATTGGCACTGGAAGCTCCGTGAAGCTGGACAAAGAGCTGG 

ACCTGGCTGTGAAGACAATGGTGGAGATTTCAAGAACCCAGCCGCTGACAAGGCGGGAGCAGCTGCACGTGTCTG 

CAGTAGAGACATTTGCCAATGGGAACTTTCCGAAAGCCTGTGAACTATGGGAACAGATTCTCCAGGACCACCCGA 

CAGACATGTTGGCCCTGA2VATTTTCCCATGATGCTTATTTTTACCTGGGCTATCAGGAACAGATGAGAGATTCTG 

TTGCTCGAATTTACCCCTTCTGGACACCTGACATCCCCCTAAGCAGCTATGTGAAAGGCATCTACTCTTTTGGCT 

TGATGGAAACCAACTTCTACGACCAGGCAGAAAAACTCGCCAAAGAGGCTTTATCTATTAACCCGACAGACGCAT 

GGTCGGTGCACACCGTCGCTCACATCCACGAGATGAAAGCAGAGATCAAGGATGGGTTGGAATTCATGCAGCACT 

CAGAGACCCTCTGGAAGGACTCTGATATGTTGGCTTGTCATAACTATTGGCACTGGGCTTTATATCTGATTGAGA 

AGGGCGAATATGAGGCCGCGCTGACCATCTACGATACCCACATCCTTCCCAGCCTGCAGGCCAACGATGCAArGC 

TGGACGTGGTGGACAGCTGCTCCATGCTCTACCGCCTGCAGATGGAAGGAGTGTCTGTGGGCCACGGTGGCAGGA 

TGTCCTGCCTGTGGCCCGGAAGCACAGCCGAGACCACATCCTGCTGTTCAATGACGCACACTrCCTGATGGCATC 

CCTGGGTGCACACGACCCCCAGACCACACAGGAGCTGCTGACCACCCTGCGGGACGCCAGCGAATCCCCAGGGGA 

GAACTGCCAGCACCTCCTGGCCCGAGACGTGGGGCTGCCCCrGTGCCAGGCCCTGGTGGAGGCTGAGGACGGGAA 

CCCTGACCGCGTCCTGGAGCTGCTCCTGCCCATCCGCTACCGGATCGrCCAGCTCGGTGGGAGCAATGCCCAGAG 

AGACGTCTTCAACCAGCTGCTGATTCACGCGGCCTTAAACTGCACCTCCAGCGTCCATAAGAACGTAGCCCGGAG 

CCTTCTGATGGAGCGTGATGCCTTGAAGCCCAACTCGCCCCTGACCGAGCGGCTCATCCGCAAGGCAGCTACCGT 

CCACCTCATGCAGTGAGCCAGCCTGGCCGCTCCACCCTGCAGAACCTCAGTGGTGGCGTCACTGCGTCCAGTCAG 

CTGCTCCACCGGGTTAGGGTCAGGAGACGGCCAGAGCCTGTTTGTTAGGGCTGTTAGAGGGTGATCTTCAGTTTT 

ACAGGAAGTGGGTCACGGGTTAATTTTAAATGTGATTCCGAATCTCCTTTCAGTCCTCGAGAAGGGCCAATGAGC 

ATTTTTCAGCAGTCACAGCCAGXGTGAGTGCTGCTCTTTCCACCTGCCTTGCAAATTCTGTTTCCCAGGGGAATG 

TGTCTACTGCCTGGTGGTTCAAAGGTTGGAAGGCAGTGCAGAGGTGGGGGCTGATTCTGCTGGGACAGGTCTTCC 

AGAGGCAGCCTCCCCCCACTGCCTGTCCCCGTCCCCACCAGGCTGCCCTTGGGATGGACCTTTTCATTCTTTTCT 

TTATATTCTAGACAGTCTCTGTTGTCTCATTGTGTTGCTGTCCCATTTTTCAGGTGAGGGTACCGGGGTAGGGGA 

GTGGCCTGCCCAGGGTCACACTATGAGAGGCCCCCACCTGCTGCCTTTGGACGCAGCCCCCTGCTGCTGCATCCA 

CCACCCTTCTTACAGATCAGCGCGCACATGGGGTCCTTCTGCTGTCTCTGGGGCGAGTCTTGGAGCCCCCTGGGG 

GGCTCTGTTGGTGCTGATTTGGACCCGTTTCTCTTTTTAAACTGCACATCATAACAGGGCTTCATGTCGAGCATG 

ATTTTAATCATAAATGCACTTCTGAGGTGCAAGGATTGAGCTCAGAGCTGCTCTGTTGTGGCAAAACCCAAAGTG 

CTGTGATGTGTGGCTGTGACAAGCCTGGAGCGGGTCCTGTGAGCGCCGCCTCTGTCTCCTGCTTCCTCACTGAAC 

GCCTGCTGAATGTGCCGCTGACTCAGCTGTGCTGCTTTCAGCCCTCCTGTGAGGGGCGGTCCCAGTGCACAGATG 

TTTTTCAAGTTCCTCAGTTTGTACTGAAATTAGGGATTCATCAGGGCAGGAAGCAGGCAGGCCTCTCAGAAGGGA 

GAGGAGGCCTCCAAATCTATTGAGTCCCCACAGTTTGCTCAAGCCCAGGCAAATrTCTGTGATTAAAATGAATTC 

ATCAGTTCCTCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 990 

MAi^SPLRDCQAWKDARLPLSTTSNEACKLFDATLTQYVKWTNDKSLGGIEGCLSKLKAADPTFVMGHAMATGLV 
LI GTGSS VKLDKELDLAVKTMVE I SRTQPLTRRE^ 

AyFYLGYQEQMRDSVARIYPFWTPDIPLSSYVKGIYSFGLMETNFYDQAEKLAKEALSINPTDAWSVHTVAHIHE 
MKAEIKDGLEFMQHSETLWKDSDMLACHNYWHWALYLIEKGEYEAALTIYDTHILPSLQANDAMLDWDSCSMLY 
RLQMEGVSVGHGGRMSCLWPGSTAETTSCCSMTHTS 
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FIGURE 991 

CGGACGCGXGGGCGAGGTGGCAAXTGGGGAAGGGGXXCXGGGCXGCCGCAGGCACACAGGCCAGAGCXTCGXGGA 
TACCTGCAGGGCCCAAAGGTCCCTCCCTGTTTTGAAGAGTGAGTGATGGCTATGAGGTAGCGGCCAGGCTGATCA 
CCCCTGCGTTGGCTGGAGGCAGAATTCTGTAAATCCTCGCCAAGTCTTTCTCCAGGCCACTGGTTAGCTCATCTC 
AGCCTCCTCTGGGAGCATCAACACCAACATGGCACAGGGGACTGCAGTGGTGTGCTTTGGACCTGTGTACCCACC 
CAAGGCTAAAGGCAGAGCCAGATGGAGAAGGAAAGGCAAGTGACTTGTCCAGAGCCACTCTGTCAAAAGGGGACT 
TGAGTCCTCAGGGCTGTTGACTCCAAAGCTGACAAGCAGGAGCCAAGTTACACCCTGTTTAACCCTGCCTTCAAA 
GGGACGACTCTGTAAGATTCTCTGCTACTTATTCAAGTTGACACGATGCCCTTCACACTCCACCTGAGGTCCCGC 
CTTCCCTCTGCCATAAGGAGTTTGATTCTACAAAAGAAACCAAACATCAGAAATACATCCAGCAXGGCTGGAGAG 
CTCCGACCAGCCAGCCTGGTGGTCCTGCCCAGGTCCCTTGCTCCAGCTTTTGAAAGATTCTGCCAGGTCAACACT 
GGTCCTCTACCCCTGCTGGGCCAGAGTGAGCCAGAAAAGTGGATGCTGCCCCCTCAAGGTGCTATCTCAGAGACC 
AGGATGGGCCATCCCCAGTTCTGGAAATACGAGTTCGGTGCCTGCACCGGTAGCCTGGCTTCGCTGGAGCAGTAC 
TCGGAGCAGCTGAAGGACATGGTGGCCTTCTTCCTGGGCTGCAGCTTCTCCCTGGAGGAGGCCTTGGAGAAAGCG 
GGGCTCCCCAGAAGAGACCCAGCAGGTCACAGCCAGACAACAGTGCCTTGTGTTACCCATGCrGGCTTCTGCTGC 
CCTCTGGTGGTCACGATGAGGCCCATTCCCAAGGACAAGCTGGAAGGGCTGGTGCGGGCCXGCTGCTCCCTCGGA 
GGTGAGCAGGGGCAACCTGTTCACATGGGCGACCCAGAACTGTTGGGAATCAAAGAGCTTTCCAAACCTGCCTAC 
GGGGATGCCATGGTGTGTCCCCCAGGGGAGGTTCCAGTGTTCTGGCCTTCTCCGCTGACCAGrCTCGGAGCTGTC 
AGCAGCTGTGAGACCCCACTGGCTTTTGCCAGCATCCCAGGCTGCACAGTTATGACTGACCTGAAGGATGCAAAG 
GCTCCACCTGGTTGTCTCACCCCAGAGAGAATrCCAGAGGTCCATCACATTTCCCAAGATCCTCTGCACTACAGC 
ATCGCGTCAGTCTCTGCTTCTCAGAAGATCAGAGAACTAGAGTCTATGATCGGCATAGACCCAGGGAACCGGGGG 
ATTGGGCACCTGCTCTGTAAAGATGAGCTGCTGAAGGCCTCTCTCTCGCTGTCCCATGCCCGCTCAGTGCTCATC 
ACCACTGGGTrCCCCACACATTTCAATCATGAGCCTCCAGAAGAGACAGATGGCCCACCAGGAGCTGTTGCTCTG 
GTTGCCTTCCTGCAGGCCTTGGAGAAGGAGGTCGCCATAATCGTTGACCAGAGAGCCXGGAACTTGCACCAGAAG 
ATTGTTGAAGATGCTGTTGAGCAAGGTGTTCTGAAGACGCAGATCCCGATATTAACTTACCAAGGTGGATCAGTG 
GAAGCTGCTCAGGCATTCCTGTGCAAAAATGGGGACCCGCAGACACCTAGATTTGACCACCTGGTGGCCATAGAG 
CGTGCCGGAAGAGCTGCTGATGGCAATTACTACAATGCAAGGAAGATGAACATCAAGCACTTGGTTGACCCCATT 
GACGATCTTTTTCTTGCTGCGAAGAAGATTCCTGGAATCTCATCAACTGGAGTCGGTGATGGAGGCAACGAGCTT 
GGGATGGGTAAAGTCAAGGAGGCTGTGAGGAGGCACATACGGCACGGGGATGTCATCGCCTGCGACGTGGAGGCT 
GACTTTGCCGTCATTGCTGGTGTTTCTAACTGGGGAGGCTATGCCCTGGCCTGCGCACTCTACATCCTGTACTCA 
TGTGCTGTCCACAGTCAGTACCTGAGGAAAGCAGTCGGACCCTCCAGGGCACCTGGAGATCAGGCCTGGACTCAG 
GCCCTCCCGTCGGTCATTAAGGAAGAAAAAATGCTGGGCATCTTGGTGCAGCACAAAGTCCGGAGTGGCGTCTCG 
GGCATCGTGGGCATGGAGGTGGATGGGCTGCCCTTCCACAACACCCACGCCGAGATGATCCAGAAGCTGGTGGAC 
GTCACCACGGCACAGGTGTAACCGTCCATGTTCCGTGTGAGCAGAGTCCCTACCAACGGGCAGGTCTGCATCCGG 
GGAGAATGCAGCTGCTTCTGGCGACAATCCTGCTAGTAAACACTGGTCTTCGGTGAGCAACGAACACTCGCCTGG 
CCTGGGAAACTGCATGCCCACTTTCTGGGAGGGGTTAGTGCAGGTGCCGTGGACAAAGGACAACATXTCTCTGGG 
GCXXXXTAACXXXTAXXCCXAAGACXCXAAAGGCGXXGAXXXCAACCCXCCXXCACXCXGGCXXCXXCAGGCAAC 
CCACGXGGXCXCCTGTGAGAAXCXXCXCGACAGXXACXXAXGGGGACACTXGXGAACAAXXAACTGCCAGGCAGA 
GCAXGAGAACAAACAXXCCCAGGCCAXGXAGGAXAGGATACXCCAGACXCCAGTCATCCXCCCCCAXCCAXGGTX 
XCTGXXACXCAXGGTXXCAGXXACXCAXAGCCAACXGCAGACCGAAAAXACXAAAXGAAAAAXXXCAGAAATAAA 
CAACXCXXAAGXXXXAAAAAAAAAAAAAAAA 
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FIGURE 992 

MPFTLHLRSRLPSAIRSLILQKKPNIRNTSSMAGELRPASLVVLPRSLAPAFERFCQVNTGPLPLLGQSEPEKWM 

LPPQGAISETRMGHPQFWKYEFGACTGSLASLEQYSEQLKDMVAFFLGCSFSLEEALEKAGLPRRDPAGHSQTTV 

PCVTHAGFCCPLWTMRPIPKDKLEGLVRACCSLGGEQGQPVHMGDPELLGIKELSKPAYGDAMVCPPGEVPVFW 

PSPLTSLGAVSSCETPLAFASIPGCTVMTDLKDAKAPPGCLTPERIPEVHHISQDPLHYSIASVSASQKIRELES 

MIGIDPGNRGIGHLLCKDELLKASLSLSHARSVLITTGFPTHFNHEPPEETDGPPGAVALVAFLQALEKEVAIIV 

DQRAWNLHQKIVEDAVEQGVLKTQIPILTYQGGSVEAAQAFLCKNGDPQTPRFDHLVAIERAGRAADGNYYNARK 

MNIKHLVDPIDDLFLAAKKIPGISSTGVGDGGNELGMGKVKEAVRRHIRHGDVIACDVEADFAVIAGVSNWGGYA 

LACALYILYSCAVHSQYLRKAVGPSRAPGDQAWTQALPSVIKEEKMLGILVQHKVRSGVSGIVGMEVDGLPFHNT 
HAEMIQKLVDVTTAQV 
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FIGURE 993 

GGGCAAACCCXXTGAAAAAIAIICIAAAIGAAAATGACAXAGXATXCAXAGXGGAAAAAGXGCCXTIAGAAAAGG 

AAGAAACAAGTCATATTGAAGAACTTCAATCTGAAGAAACTGCCATATCTGATTTCTCTACTGGCGAAAATGTTG 

GACCACTXGCIXTACCAGIXGGGAAGGCAAGGCAGIIAAXXGGACIIXACACCATGGCICACAAXCCTAAIATGA 

CCCATTTGAAGATTAATCTGCCTGTTACTGCCCTTCCCCCCCTTTGGGTAAGATGTGACAGTTCAGATCCTGAAG 

GTACTTGTTGGCTAGGAGCTGAGCTTATCACAACAAACAACAGCATTACAGGAATTGTCTTATATGTGGTCAGTT 

GTAAAGCTGATAAAAATTATTCTGTAAATCTTGAAAACCTAAAAAATTTACACAAGAAAAGACATCACTTGTCTA 

CTGTAACATCCAAAGGCTTTGCCCAGTATGAGCTCTTTAAGTCCTCTGCCTTGGATGATACAATCACAGCATCAC 

AAACTGCGATCGCTTTGGATATTTCCTGGAGTCCTGTGGATGAGATTCTTCAAATCCCTCCACTCTCTTCAACTG 

CAATCTGAATATTAAAGTGGAATCAGGAGAGCCCAGAGGTCCTTTGAATCATCTCTACAGAGAACTGAAATTTCT 

TCXTGTTTTGGCTGATGGTTTGAGGACTGGTGTCACTGAATGGCTCGAGCCCCTGGAAGCAAAATCTGCTGTTGA 

ACTTGTXCAGGAATTTCTGAATGACTTAAATAAGCTGGATGGATTTGGTGATTCTACAAAAAAAGACACTGAGGT 

TGAGACCTTGAAGCATGACACTGCTGCAGTCGATCGTTCCGTCAAGCGTCTTTTCAAAGTTCGGAGTGATCTTGA 

TTTTGCTGAGCAACTGTGGTGCAAAATGAGCAGTAGTGTGATXTCATACCAAGACTAGGTGAAGXGTTTCACATT 

GATCATCCAGAGTCTACAACGTGGTGATATACAGCCATGGCTCCATAGTGGAAGTAACAGTTTACTAAGTAAGCT 

CATTCATCAGTCTTATCAXGGAACCATGGACACAGTTTCTCXCAGTGGGACTATTCCAGTrCAAATGCTTTTGGA 

AAITGGITTGGACAAACTAAAGAAAGAXTATAXCAGTXTXXXCAXAGGICAGGAACXrGCAICTIIGAAXCATTI 

GGAAXACIICATXGCTCCAXCAGXAGATATACAAGAACAGGXIIATCGIGICCAAAAACICCACCATAIXCXAGA 

AAIAXIAGICAGXXGCAXGCCXXXCAXTAAAICICAACAIGAACXCCXCTIIICTXXAACACAGAICTGCAIAAA 

GTATTACAAACAAAATCCXCTTGATGAGCAACACATTTTTCAGCTGCCAGTCAGACCAACTGCTGTAAAGAACTT 

ATATCAAAGTGAGAAGCCACAGAAATGGAGAGTGGAAATATATAGTGGTCAAAAGAAGATTAAGACAGTTTGGCA 

ACXGAGTGACAGCTCACCCATAGGCCATCTGAATTTTCACAAACCTGATTTTTCGGAATTAACACTAAGCGGTAG 

CCIGGAAGAAAGGATAXTCTTIACTAACATGGXIACCTGCAGCCAGGIGCAIIXCAAGIGAAGXGTGCXGAXGAA 
GXCCICXATAAGCACAAGCC 
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FIGURE 994 

^HNPNMTHLKINLPVTALPPLWVRCDSSDPEGTCWLGAELITTNNSITGIVLYWSCKADKNYSVNLENLKNLH 
KKRHHLSTVTSKGFAQYELFKSSALDDTITASQTAIALDISWSPVDEILQIPPLSSTAI 
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FIGURE 995 

GTTCGGAGCGGGCGAGCGGAGTTAGCAGGGCTTTACTGCAGAGCGCGCCGGGCACTCCAGCGACCGTGGGGATCA 
GCGTAGGTGAGCTGTGGCCTTTTGCGAGGTGCTGCAGCCATAGCTACGTGCGTTCGCTACGAGGATTGAGCGTCT 
CCACCCAGTAAGTGGGCAAGAGGCGGCAGGAAGTGGGTACGCAGGGGCGCAAGGCGCACAGCCTCTAGACGACTC 
GCTTTCCCTCCGGCCAACCTCTGAAGCCGCGTCCTACTTTGACAGCTGCAGGGCCGCGGCCTGGTCTTCTGTGCT 
TCACCATCTACATAATGAATCCCAGTATGAAGCAGAAACAAGAAGAAATCAAAGAGAATATAAAGAATAGTTCTG 
TCCCAAGAAGAACTCTGAAGATGATTCAGCCTTCTGCATCTGGATCTCTTGTTGGAAGAGAAAATGAGCTGTCCG 
CAGGCTTGTCCAAAAGGAAACATCGGAATGACCACTTAACATCTACAACTTCCAGCCCTGGGGTTATTGTCCCAG 
AATCTAGTGAAAATAAAAATCTTGGAGGAGTCACCCAGGAGTCATTTGATCTTATGATTAAAGATU^ATCCATCCT 
CTCAGTATTGGAAGGAAGTGGCAGAAAAACGGAGAAAGGCGCTGTATGAAGCACTTAAGGAAAATGAGAAACTTC 
ATAAAGAAATTGAACAAAAGGACAATGAAATTGCCCGCCTGAAAAAGGAGAATAAAGAACTGGCAGAAGTAGCAG 
AACATGTACAGTATATGGCAGAGCTAATAGAGAGACTGAATGGTGAACCTCTGGATAATTTTGAATCACTGGATA 
ATCAGGAATTTGATTCTGAAGAAGAAACTGTTGAGGATTCTCTAGTGGAAGACTCAGAAATTGGCACGTGTGCTG 
AAGGAACTGTATCTTCCTCTACGGATGCAAAGCCATGTATATG^ATGCATTAATATTTGACTGTTGAGAATTTT 
ACTGCCGAAGTTTACCTCCACTAGTTCTTTGTAGCAGAGTACATAACXACATAATGCCAACTCTGGAATCAAATT 
TCCTTGTTTGAATCCTGGGACCCTATTGCATTAAAGTACAAATACTATGTATTTTTAATCTATGATGGTTTATGT 
GAATAGGATTTTCTCAGTTGTCAGCCAXGACTTATGTTTATTACTAAATAAACTTCAAACTCCTGTGGAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 996 

MNPSMKQKQEEIKENIKNSSVPRRTLKMIQPSASGSLVGRENELSAGLSKRKHRNDHLTSTTSSPGVIVPESSEN 
KNLGGVTQESFDLMIKENP S SQYWKEVAEKRRKALYEALKENEKLHKE I EQKDNE I ARLKKENKELAEVAEHVQY 
MAELIERLNGEPLDNFESLDNQEFDSEEETVEDSLVEDSEIGTCAEGTVSSSTDAKPCI 
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FIGURE 997 

ACGAGGGGAGCTCCGGCTGCGTCTTCCCGCAGCGCTACCCGCCATG3GCCTGCCGCGCCGGGCCGCGCTGGGGCT 
CCTGCCGCTTCTGCTGCTGCTGCCGCCCGCGCCGGAGGCCGCCAAGAAGCCGACGCCCTGCCACCGGTGCCGGGG 
GCTGGTGGACAAGTTTAACCAGGGGATGGTGGACACCGCAAAGAAGAACTTTGGCGGCGGGAACACGGCTTGGGA 
GGAAAAGACGCTGTCCAAGTACGAGTCCAGCGAGATTCGCCTGCTGGAGATCCTGGAGGGGCTGTGCGAGAGCAG 
CGACTTCGAATGCAATCAGATGCTAGAGGCGCAGGAGGAGCACCTGGAGGCCTGGTGGCTGCAGCTGAAGAGCGA 
ATATCCTGACTTATTCGAGTGGTTTTGTGTGAAGACACTGAAAGTGTGCTGCTCTCCAGGAACCTACGGTCCCGA 
CTGTCTCGCATGCCAGGGCGGATCCCAGAGGCCCTGCAGCGGGAATGGCCACTGCAGCGGAGATGGGAGCAGACA 
GGGCGACGGGTCCTGCCGGTGCCACATGGGGTACCAGGGCCCGCTGTGCACTGACTGCATGGACGGCTACTTCAG 
CTCGCTCCGGAACGAGACCCACAGCATCTGCACAGCCTGTGACGAGTCCTGCAAGACGTGCTCGGGCCTGACCAA 
CAGAGACTGCGGCGAGTGTGAAGTGGGCTGGGTGCTGGACGAGGGCGCCTGTGTGGATGTGGACGAGTGTGCGGC 
CGAGCCGCCTCCCTGCAGCGCTGCGCAGTTCTGTAAGAACGCCAACGGCTCCTACACGTGCGAAGATGTGGACGA 
GTGCTCACTAGCAGAAAAAACCTGTGTGAGGAAAAACGAAAACTGCTACAATACTCCAGGGAGCTACGTCTGTGT 
GTGTCCTGACGGCTTCGAAGAAACGGAAGATGCCTGTGTGCCGCCGGCAGAGGCTGAAGCCACAGAAGGAGAAAG 
CCCGACACAGCTGCCCTCCCGCGAAGACCTGJPAATGTGCCGGACTTACCCTTTAAATTATTCAGAAGGATGTCCC 
GTGGAAAATGTGGCCCTGAGGATGCCGTCTCCTGCAGTGGACAGCGGCGGGGAGAGGCTGCCTGCTCTCTAACGG 
TTGATTCTCATTTGTCCCTTAAACAGCTGCATTTCTTGGTTGTTCTTAAACAGACTTGTATATTTTGATACAGTT 
CTTTGTAATAAAATTGACCATTGTAGGTAATCAGGAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 998 

MRLPRRAALGLLPLLLLLPP AP EAAKKP TP CHRCRGLVDKFNQGMVD TAKKNFGGGNTAWEEKTL SK YE S S E I RL 

LEILEGLCESSDFECNQMLEAQEEHLEAWWLQLKSEYPDLFEWFCVKTLKVCCSPGTYGPDCLACQGGSQRPCSG 

NGHCSGDGSRQGDGSCRCHMGYQGPLCTDCMDGYFSSLRNETHSICTACDESCKTCSGLTNRDCGECEVGWVLDE 

GACVDVDECAAEPPPCSAAQFCKNANGSYTCEDVDECSLAEKTCVRKNENCYNTPGSYVCVCPDGFEETEDACVP 
PAEAEATEGESPTQLPSREDL 
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FIGURE 999 

GGCTGACCCACCTACCCGCGATCCTGCCCATGGCTGACGGGCTCTTTCGGCGCAGACCCTGGGGTCTCGAGCAGA 
TTCGCCCGGACCCCGAGTCCGAAGGCCTGTTTGACAAGCCTCCCCCGGAAGACCCTCCCGCTGCCCGCGGGCCCA 
GGTCGGCGTCGGCCGCGGGCAAGAAGGCTGGTCGGCGCGCGGGCGGGAGGGCGCAGGGGGGCCGCGCCGGGCAGC 
CCCCGAAGGCCGCATCGCACCCCCCGCCCAAGAAGGAGGCGCCTCCACTGGACGAGGGCTGCTATCTCGACCATT 
TTCCGCACCTCTCCATCTTCATCTACGCAGCCATCGCCTTCTCCATCACCTCCTGCATCTTTACCTATATCCATT 
TACAGCTTGCCTGAGTGGCCAGCGCGGGACGGGGTGGGCGCAGGACCGAGCGGGGAGGGAAAGGGAAAACGGGGC 
TCGGCATTTTGTGTXTTAGAACAGCGCTGCACCCCCTTCATGTAGCTTTCGATGCTTGTTTCTTTCCGTCTTTGT 
TGTCACTATCTTTGTCTATCAGTACGAAAGTACAAAGTAGCTGCCGGCAATGAAATAGGGGTGCTGTTTGCACCT 
GCAGGTTAGGGGTGGAGGCGTTTAGAATTTTGGGGTGTGATTGAGCCCCGTTTATAATTAGAATGCCCCTGGACC 
CCTACCACTCTGTGACGTGGGGGCACGCGCAGGGATCCCATCATTTTGTGTTTGGGGAGCTCAGAGTGCGCCCAA 
TCTTGGAATCTTTAAGGGATGAGCCAGACCCAGACCCGCGGCCTTCTAGAGAGGGTCCGGCAGGGAGGGTCGGCG 
CCCTGGCCCGGGATGGGCCGGAGCCCTGTGATGCTGCATCGCCCCCAGGAGGAGCCAGCTGTGCCCCAGAGTTGG 
CGCGGCCGAGAGAGGACAAGAGCGCGCAGCAGGCGAAGCTGGAGGGCGGGACTCGACTTTGTTGTCGCTGCCCGG 
AGGAGTCGAGACTGGTACCCGGAGGAGCTGTCTCACCAGGAGACCACGTCCTGGAAGTGTCCGGGACTCGCGGGA 
CCTGTGGCTGCAGACCCCGCCGGCACGCAGGCCCAGAGCTGGCGCACTCCTGAGGATGAGACTCTGGGGGCCCTA 
GCCGGGGTCCACGGGAGGGCTGTCCTTGGGGACTCTAGGATGGCTTCGXTCTGGCCCGGCTCACTTCTGGAGCTG 
TGAGACCCAAGACAAAAGGGGCTGAGGGATTTCTCATTGACAAGAGTTCGTGCGGGAAAACCACCTGACCCCTAG 
GGATTTGTCATCTTAAGACTCAAAAGGCTTAATACCAGGAACCACCTTGGCAAGATAXTTACCCACCGGCCATCT 
CTGTTTACTCATGAATGTTAAATGTTAAAACGCAGCGCTCTAACCCTGCATATTATTTACTTGCAAATGTCTGTA 
ATCTGTAATTGTGATGCCTCTGATGGAATAAATTATCTTTTTCAGTCTCCTCTAAAAAAAAAAAAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 1000 

MPLDPYHSVTWGHAQGSHHFVFGELRVRPILESLRDEPDPDPRPSREGPAGRVGALARDGPEPCDAASPPGGASC 
APELARPREDKSAQQAKLEGGTRLCCRCPEESRLVPGGAVSPGDHVLEVSGTRGTCGCRPRRHAGPELAHS 
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FIGURE 1001 

CGCTGTTGTTAGTCACCGCGGAGCCGCCGAAACCTGCAGGAGTCTACTATGCAACTGCATACTGGATGCCTGCTG 
AAAAGACAGTACAAGTCJUVAAATGTAATGGACAAGAATGGGGACGCCTATGGCTTTTACAATAACTCTGTGAAAA 
CCACAGGCTGGGGCATCCTGGAGATCAGAGCTGGCTATGGCTCTCAAACCCTGAGCAATGAGATCATCATGTTTG 
TGGCTGGCTTTTTGGAGGGTTACCTCACTGCCCCACACATGAATGACCACTACACAAACCTCTACCCACAGCTGA 
TCACGAAACCTTCCATCATGGATAAAGTGCAGGATTTTATGGAGAAGCAAGATAAGTGGACCCGGAAAAATATCA 
AAGAATACAAGACTGATTCATTTTGGAGACATACAGGCTATGTGATGGCACAAATAGATGGCCTCTATGTAGGAG 
CAAAGAAGAGGGCTATATTAGAAGGGACAAAGCCAATGACCCTGTTCCAGATTCAGTTCCTGAATAGTGTTGGAG 
ATCTATTGGATCTGATTCCCTCACTCTCTCCCACAAAAAACGGCAGCCTAAAGGTTTTTAAGAGATGGGACATGG 
GACATTGCTCCGCTCTTATCAAGGTTCTTCCTGGATTTGAGAACGTCCTTTTTGCTCACTCAAGCTGGTACACGT 
ATGCAGCCATGCTCAGGATATATAAACACTGGGACTTCAACATCATAGATAAAGATACCAGCAGTAGTCGCCTCT 
CTTTCAGCAGTTACCCAGGGTXTTTGGAGTCTCTGGATGATTTTTACATTCTTAGCAGTGGATTGATATTGCTGC 
AGACCACAAACAGTGTGTTTAATAAAACCCTGCTAAAGCAGGTAATACCCGAGACTCTCCTGTCCTGGCAAAGAG 
TCCGTGTGGCCAATATGATGGCAGATAGTGGCAAGAGGTGGGCAGACATCTTTTCAAAATACAACTCTGGCACCT 
ATAACAATCAATACATGGTTCTGGACCTGAAGAAAGTAAAGCTGAACCACAGTCTTGACAAAGGCACTCTGTACA 
TTGTGGAGCAAATTCCTACATATGTAGAATATTCTGAACAAACTGATGTTCTACGGAAAGGATATTGGCCCTCCT 
ACAATGTTCCTTTCCATGAAAAAATCTACAACTGGAGTGGCTATCCACTGTTAGTTCAGAAGCTGGGCTTGGACT 
ACTCTTATGATTTAGCTCCACGAGCCAAAATTTTCCGGCGTGACCAAGGGAAAGTGACTGATACGGCATCCATGA 
AATATATCATGCGATACAACAATTATAAGAAGGATCCTXACAGTAGAGGTGACCCCTGTAATACCATCTGCTGCC 
GTGAGGACCTGAACTCACCTAACCCAAGTCCTGGAGGTTGTTATGACACAAAGGTGGCAGATATCTACCTAGCAT 
CTCAGTACACATCCTATGCCATAAGTGGTCCCACAGTACAAGGTGGCCTCCCTGTTTTTCGCTGGGACCGTTTCA 
ACAAAACTCTACATCAGGGCATGCCAGAGGTCTACAACTTTGATTTTATTACCATGAAACCAATTTTGAAACTTG 
ATATAAAATGAAGGAGGGAGATGACGGACTAGAAGACTGTAAATAAGATACCAAAGGCACTATTTTAGCTATGTT 
TTTCCCATCAGAATTATGCAATAAAATATATTAATTTGTCAAAAAAAAAAAAAAAAA 
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FIGURE 1002 

MPAEKTVQVKNVMDKNGDAYGFYN^^ 

PQLITKPSIMDKVQDFMEKQDKWTRKNIKEYKTDSFWRHTGYVMAQIDGLYVGAKKRAILEGTKPMTLFQIQFLN 
S VGDLLDL I P S LS P TKNGSLKVFKRWDMGH C SAL I KVLP GFENVLF AH S S W Y T Y AAMLR I YKH WDFN 1 1 D KD T S S 
SRLSFSSYPGFLESLDDFYILSSGLILLQTTNSVFNKTLL^ 

SGTYNNQYMVLDLKKVKLNHSLDKGTLYIVEQIPTYVEYSEQTDVLRKGYWPSYNVPFHEKIYNWSGYPLLVQKL 
GLDYSYDLAPRAKIFRRDQGKVTDTASMKYIMRYNNYKKDPYSRGDPCNTICCREDLNSPNPSPGGCYDTKVADI 
YL ASQYT S Y AI S GP T VQGGLP VF RWDRFNKTLHQGMPE VYNFDF I TMKP I LKLD I K 
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FIGURE 1003 

CGGAAGCAGGAAGTGAGTTTGCGAACGGAGCAGCTGCTGCAGGGCCC ATGG CGGACACCCAGTACATCCTGCCCA 
ATGACATCGGCGTGTCTAGCCTGGACTGCCGTGAGGCCTTCCGCCTGCTGTCACCCACAGAGCGCCTCTATGCCT 
ACCACCTGTCCCGTGCCGCCTGGTACGGAGGCCTGGCTGTGCTGCTTCAGACCTCCCCTGAGGCCCCCTACATCT 
ATGCTCTGCTCAGCCGCCTCTTCCGCGCCCAGGACCCCGACCAGCTGCGCCAACATGCCCTGGCTGAAGGCCTTA 
CCGAGGAGGAGTATCAGGCGTTCCTGGTCTATGCCGCGGGTGTTTACTCCAACATGGGCAACTAC2^AGTCCTTTG 
GTGACACCAAGTTTGTTCCCAACTTGCCCAAGGAAAAGCTGGAACGGGTGATCCTAGGGAGTGAGGCTGCTCAGC 
AGCACCCAGAAGAAGTCAGGGGCCTCTGGCAGACCTGCGGGGAGCTTATGTTCTCTCTGGAGCCAAGGCTTCGAC 
ACCTCGGACTGGGGAAGGAGGGAATCACCACCTATTTCTCTGGGAATTGTACCATGGAAGATGCCAAATTGGCCC 
AGGACTTTCTGGACTCACAGAACCTCAGTGCCTACAACACCCGGCTCTTCAAAGAGGTCGATGGAGAAGGGAAGC 
CCTACTACGAGGTGCGGCTGGCTTCTGTGCTTGGCTCAGAGCCTTCCCTGGACTCTGAGGTGACTTCCAAGCTGA 
AGAGCTATGAATTCCGGGGAAGCCCTTTCCAGGTGACCCGGGGGGACTACGCGCCCATCCTCCAGAAGGTGGTGG 
AGCAGCTGGAGAAAGCCAAGGCCTATGCAGCCAACAGCCACCAGGGGCAGATGCTGGCCCAGTATATAGAGAGCX 
TCACCCAGGGCTCCATCGAGGCCCACAAGAGGGGCTCCCGCTTCTGGATCCAGGACAAAGGCCCCATCGTGGAGA 
GXXACAXCGGGXXCAXCGAGAGCXACCGCGACCCCXXXGGXXCCCGAGGAGAAXXXGAAGGXXXCGTAGCXGXGG 
TGAACAAGGCCATGAGTGCCAAGTTTGAGCGGCTGGTGGCGAGCGCAGAGCAGCTGCTGAAGGAGCTGCCCTGGC 
CCCCAACCTTTGAGAAGGACAAGTTCCTCACCCCTGACTTCACCTCCCTGGATGTTCTCACCTTCGCTGGCTCCG 
GCATCCCTGCCGGCATCAACATCCCCAACTACGATGATCTGAGGCAGACGGAAGGCTXTAAGAACGTGTCGCTGG 
GGAATGTGCTGGCTGTGGCCTACGCCACGCAGCGGGAGAAGCTTACCTTTCTGGAGGAGGATGACAAGGACCXGT 
ACATCCTCTGGAAGGGGCCCTCCTTCGATGTGCAGGTGGGCCTGCACGAGCTGCTGGGCCATGGCAGTGGCAAGC 
TCTTCGTACAGGACGAAAAAGGAGCATTCAACTTTGACCAGGAAACAGTGATCAACCCAGAGACGGGCGAGCAGA 
TTCAGAGCTGGTATCGGAGCGGGGAGACCTGGGATAGCAAGTTCAGCACCATCGCCTCCAGCTACGAAGAGTGCC 
GGGCTGAGAGCGTGGGTCTCTACCTCTGTCTCCACCCGCAAGTGCTGGAGATCTTTGGCTTTGAGGGGGCTGAXG 
CGGAGGACGXGAXCXACGTGAACXGGCXCAACAXGGXTCGGGCCGGGCXGCXCGCXCXGGAGXXCXACACACCXG 
AGGCCXXCAACXGGCGACAGGCCCAXATGCAGGCCCGGXTXGXGAXCCTGAGAGXCXXGCXGGAGGCXGGCGAGG 
GACXCGXXACCAXCACXCCCACCACAGGCTCCGATGGGCGCCCAGAXGCCCGGGTCCGCCXCGACCGCAGCAAGA 
TCCGGTCXGXGGGCAAGCCXGCXCXAGAGCGCTXCCXGCGGAGACXXCAGGXGCXGAAGTCCACAGGGGATGTGG 
CCGGAGGGCGGGCCCXGXACGAGGGGXAXGCAACGGXCACXGAXGCGCCCCCCGAGXGCXXCCXCACCCTCAGGG 
ACACGGXGCXGCXGCGXAAGGAATCXCGGAAGCXCAXXGXXCAGCCCAACACXCGCCXXGAAGGCXCAGACGXGC 
AGCXXCXGGAAXACGAGGCGXCAGCXGCXGGCCXCAXCCGAXCCXXCXCTGAGCGXXXCCCAGAGGAXGGACCCG 
AGTXGGAGGAGAXCCTCACACAGCXGGCCACAGCCGAXGCCCGAXXCXGGAAGGGCCCCAGXGAGGCCCCATCTG 
GCCAAGCXTGAGGAAGAXGXGTGGCCTTGCCCCCAAXXCCAXCAGACCAAGGCXGCAAGXGGCCCXCCAXXCGTG 
XGXGXAXXXAGGGGCXGGGGAGGGGGAGGGGCAGGAGCXXGGACCXXGGXACXACCXCAGCXGAGGGXGGTGACA 
CAACCCCTXCCAXTXGXCAGCACXXTCCAGCCTGCCAAXXGCXXCCCCXCXGXGAXCXCAXXXCAXCXGCACXGC 
CAXACGXGGAGXGAGCAAGACAGGGCXXACCAXCCXGXCXACCAGAXGAGGAAAXGGCAGXXCTGAGAAGTCACX 
GGXCXAGAXCCCGCAGGXGGCACGTGACAGCXAGGGXXCAAAACGXXCXCACCAAAXCCAAXGCXCCXCACAXAT 
XAAXX X X AXAACC AGAC AAAX AAAX AX X AG AG AC AAC C AAAAAAAAAAAAAAAAAAAAA 
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FIGURE 1004 

MADTQYILPNDIGVSSLDCREAFRLLSPTERLyAYHLSRAAWYGGLAVLLQTSPEAjPYIYALLSRLFRAQDPDQL 
RQHALAEGLTEEEYQAFLVYAAGVYSNMGNYKSFGDTKFVPNLPKEKLBRVILGSEAAQQHPEEVRGLWQTCGEL 
MFSLEPRLRHLGLGKEGITTYFSGNCTMEDAKLAQDFLDSQNLSAYNTRLFKEVDGEGKPYYEVRLASVLGSEPS 
LDSEVTSKLKSYEFRGSPFQVTRGDYAPILQKWEQLEKAKAYAANSHQGQMLAQYIESFTQGS1EAHKRGSRFW 
1QDKGPIVESYIGFIESYRDPFGSRGEFEGFVAWNKAMSAKFERLVASAEQLLKELPWPPTFEKDKFLTPDFTS 
LDVLTFAGSGIPAGINIPNYDDLRQTEGFKNVSLGNVLAVAYATQREKLTFLEEDDKDLYILWKGPSFDVQVGLH 
ELLGHGSGKLFVQDEKGAFNFDQETVINPETGEQ1QSWYRSGETWDSKFSTIASSYEECRAESVGLYLCLHPQVL 
EIFGFEGADAEDVIYVNWLNMVRAGLLALEFYTPEAFNWRQAHMQARFVILRVLLEAGEGLVTITPTXGSDGRPD 
ARVRLDRSKIRSVGKPALERFLRRLQVLKSTGDVAGGRALYEGYATVTDAPPECFLTLRDTVLLRKESRKL1VQP 
NTRLEGSDVQLLEYEASAAGLIRSFSERFPEDGPELEEILTQLATADARFWKGPSEAPSGQA 
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FIGURE 1005A 

CGATAACGATTTGTGTTGTGAGAGGCGCAAGCTGCGATTTCTGCTGAACTTGGAGGCATTTCTACGACTTTTCTC 
TCAGCTGAGGCTTTTCCTCCGACCCTGATGCTCTTCAATTCGGTGCTCCGCCAGCCCCAGCTTGGCGTCCTGAGA 
AATGGATGGTCTTCACAATACCCTCTTCAATCCCTTCTGACTGGTTATCAGTGCAGTGGTAATGATGAACACACT 
TCTTATGGAGAAACAGGAGTCCCAGTTCCTCCTTTTGGATGTACCTTCTCTTCTGCTCCCAATATGGAACATGTA 
CTAGCAGTTGCCAATGAAGAAGGCTTTGTTCGATTGTATAACACAGAATCACAAAGTTTCAGAAAGAAGTGCTTC 
AAAGAATGGATGGCTCACTGGAATGCCGTCTTTGACCTGGCCTGGGTTCCTGGTGAACTTAAACTTGTTACAGCA 
GCAGGTGATCAAACAGCCAAATTTTGGGACGTAAAAGCTGGTGAGCTGATTGGAACATGCAAAGGTCATCAATGC 
AGCCTCAAGTCAGTTGCCTTTTCTAAGTTTGAGAAAGCTGTATTCTGTACGGGTGGAAGAGATGGCAACATTATG 
GTCTGGGATACCAGGTGCAACAAAAAAGATGGGTTTTATAGGCAAGTGAATCAAATCAGTGGAGCTCACAATACC 
TCAGACAAGCAAACCCCTTCAAAACCCAAGAAGAAACAGAATTCAAAAGGACTTGCTCCTTCTGTGGATTTCCAG 
CAAAGTGTTACTGTGGTCCTCTTTCAAGACGAGAATACCTTAGTCTCAGCAGGAGCTGTGGATGGGATAATCAAA 
GTATGGGATTTACGTAAGl^ATTATACTGCTTATCGACAAGAACCCATAGCATCCAAGTCTTTCCTGTACCCAGGT 
AGCAGCACTCGAAAACTTGGATATTCAAGTCTGATTTTGGATTCCACTGGCTCTACTTTATTTGCTAATTGCACA 
GACGATAACATCTACATGTTTAATATGACTGGGTTGAAGACTTCTCCAGTGGCTATTTTCAATGGACACCAGAAC 
TCTACCTTTTATGTAAAATCCAGCCTTAGTCCAGATGACCAGTTTTTAGTCAGTGGCTCAAGTGATGAAGCTGCC 
TACATATGGAAGGTCTCCACACCCTGGCAACCTCCTACXGTGCTCCTGGGTCATTCTCAAGAGGTCACGTCTGTG 
TGCTGGTGTCCATCTGACTTCACAAAGATTGCTACCTGTTCTGATGACAATACACTAAAAATCTGGCGCTTGAAT 
AGAGGCTTAGAGGAGAAACCAGGAGGTGATAAACTTTCCACGGTGGGTTGGGCCTCTCAGAAGAAAAAAGAGTCA 
AGACCTGGCCTAGTAACAGTAACGAGTAGCCAGAGTACTCCTGCCAAAGCCCCCAGGGTAAAGTGCAATCCATCC 
AATTCTTCCCCGTCATCCGCAGCTTGTGCCCCAAGCTGTGCTGGAGACCTCCCTCTTCCTTCAAATACTCCTACG 
TTCTCTATTAAAACCTCTCCTGCCAAGGCCCGGTCTCCCATCAACAGAAGAGGCTCTGTCTCCTCCGTCTCTCCC 
AAGCCACCTTCATCTTTCAAGATGTCGATXAGAAACTGGGTGACCCGAACACCTTCCTCATCACCACCCATCACT 
CCACCTGCTTCGGAGACCAAGATCATGTCTCCGAGAAAAGCCCTTATTCCTGTGAGCCAGAAGTCATCCCAAGCA 
GAGGCTTGCTCTGAGTCTAGAAATAGAGTAAAGAGGAGGCTAGACTCAAGCTGTCTGGAGAGTGTGAAACAAAAG 
TGTGTGAAGAGTTGTAACTGTGTGACTGAGCTTGATGGCCAAGTTGAAAATCTTCATTTGGATCTGTGCTGCCTT 
GCTGGTAACCAGGAAGACCTTAGTAAGGACTCTCTAGGTCCTACCAAATCAAGCAAAATTGAAGGAGCTGGTACC 
AGTATCTCAGAGCCTCCGTCTCCTATCAGTCCGTATGCTTCAGAAAGCTGTGGAACGCTACCTCTTCCTTTGAGA 
CCTTGTGGAGAAGGGTCTGAAATGGTAGGCAAAGAGAATAGTTCCCCAGAGAATAAAAACTGGTTGTTGGCCATG 
GCAGCCAAACGGAAGGCTGAGAATCCATCTCCACGAAGTCCGTCATCCCAGACACCCAATTCCAGGAGACAGAGC 
GGAAAGACATTGCCAAGCCCGGTCACCATCACGCCCAGCTCCATGAGGAAAATCTGCACATACTTCCATAGAAAG 
TCCCAGGAGGACTTCTGTGGTCCTGAACACTCAACAGAATTATA^TTCTAATCTGAGTGAGTTACTGAGCTTTG 
GTCCACTAAAACAAGCTGAGCTTTGGTCCACTAAAACAAGATGAAAAATACAAGAGTGACTCTATAACTCTGGTC 
TTTAAGAAAGCTGCCTTTTCATTTTTAGACAAAATCTTTTCAACGCTGAAATGTACCTAATCTGGTTCTACTACC 
ATAATGTATATGCAGCTTCCCGAGGATGAATGCTGTGTTTAAATTTCATAAAGTAAATTTGTCACTCTAGCATTT 
TGAATGAATAGTCTTCACTTTTTAAATTATTCATCTTCTCTATAATAATGACATCCCAGTTCATGGAGGCAAAAA 
ACAAGTTTCTTGTTATCCTGAAACTTTCTATGCTCAGTGGAAAGTATCTGCCAGCCACAGCATGAGGCCTGTGAA 
GGCTGACTGAGAAATCCTCTGCTGAAGACCCCTGGTTCTGTTCTGCCTCCAACATGTATAATTTTATTTGAAATA 
CATAATCTTTTCACTATGCTTTTGTGGGGTTTTTTTTAAGTATGTGTAAAAATGTGATGCTCAGATAAGTACATT 
TATATCAGTTCAGTGTTAAAATGCAGTCTCTTGAGTTAAAGTCATCTTTATTTTAAATGCAGTGATAAATGTCAA 
CTCTTCGGAGAAACTAGGAGAACAACAACAGAAAGCTGTGTTTGTCTTTTTTCTCTCAAATATATCTCCCGTATG 
AGATTTCAGGTCCCCATGTTTrCACCAAGCAATCTGCTATGTCAGCCAACCCAACATCACTTTCTACAGGAGGTT 
ATGATTTTTGCCATTTACTAGAGGAAGATGTTTTATGAAATCAATTTGGGGTTTGAATTCAGGTGCAGTCATCAG 
TTCTTTAGGGGCTGCAATGTTTTAAAAAAAATAAGTCATCAGATTTTAAGAAAAAAGTGATGATTTCTTATTGAT 
ATTTTTGTAACAGAATATAGCTCTTAACTGAAAATCCAGAACCAGAAACATAAATCTTGAGTTTCTTTTCATGTA 
CATAAAAAGCAATAGCCTTTTAGTATAGATAGCCCTGAGCCAAAAAGTAATAGAATTTTCTCTAGATATTTAATA 
CAGAGAGTGTATAGACTGACTCTAAGTTAATAATGTGCAAAATATCTTAAACATCCCTCCCCTTATTCAACAATT 
ATGTATCAGTGATCTTGAACCATTGTTTTATATTTTTCACCTTTGTAAGCTCATGGAAAGAGGCTTTACATACTT 
TCTATGTACTATTTACTTAGAAGGGAGCCCCCTTCCAGTCATGAAACTTCATTTGTTTTATCCATATCCCTGAGG 
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FIGURE 1005B 

ACTGTGTAGACTTTATGTCAGTTCTGTGTAGACTTTATGTCAGTTTTTGTCATTATTTGAAAATCTATTCTGACA 
ACTTTTTAATTCCTTTGATCTTATAAGTTAAAGCTGTAACAACTGAAATTGCATGGATCAAGTAAGCATAGTTTT 
ATCCAGGGAGAAAAATAAAAGGAAGCCATAGAATTGCTCTGGTCAAAACCAAGCACACCATAGCCTTAACTGAAT 
ATTTAGGAAATCTGCCTAATCTGCTTATATTTGGTGTTTGTTTTTTGACTGTTGGGCTTTGGGAAGATGTTATTT 
ATGACCAATATCTGCCAGTAACGCTGTTTATCTCACTTGCTTTGAAAGCCAATGGGGGAAAAAAATCCATGAAAA 
AAAAAAGATTGATAAAGTAGATGATTTTGTTTGTATCCCTACCCATCTCCTGGCAGCCCTACTGAGTGAAATTGG 
GATACATTTGGCTGTCAGAAATTATACCGAGTCTACTGGGTATAACATGTCTCACTTGGAAAGCTAGTACTTTTA 
AATGGGTGCCAAAGGTCAACTGTAATGAGATAATTATCCCTGCCTGTGTCCATGTCAGACTTTGAGCTGATCCTG 
AATAATAAAGCCTTTTACCTT 
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FIGURE 1006 

MLFNSVLRQPQLGVLRNGWSSQYPLQSLLTGYQCSGNDEHTSYGETGVPVPPFGCTFSSAPNMEHVLAVANEEGF 
VRLYNTESQSFRKKCFKEWMAHWNAVFDLAWVPGELKLVTAAGDQTAKFWDVKAGELIGTCKGHQCSLKSVAFSK 
FEKAWCTGGRDGNIMVWDTRCNKKDGFYRQVNQISGAHNTSDKQTPSKPKKKQNSKGLAP SVDFQQSVTWLFQ 
DENTLVSAGAVDGIIKVWDLRKNYTAYRQEPIASKSFLYPGSSTRKLGYSSLILDSTGSTLFANCTDDNIYMFNM 
TGLKTSPVAIFNGHQNSTFYVKSSLSPDDQFLVSGSSDEAAYIWKVSTPWQPPTVLLGHSQEVTSVCWCPSDFTK 
IATCSDDNTLKIWRLNRGLEEKPGGDKLSTVGWASQKKKESRPGLVTVTSSQSTPAKAPRVKCNPSNSSPSSAAC 
APSCAGDLPLPSNTPTFSIKTSPAKARSPINRRGSVSSVSPKPPSSFKMSIRNWVTRTPSSSPPITPPASETKIM 
SPRKALIPVSQKSSQAEACSESRNRVKRRLDSSCLESVKQKCVKSCNCVTELDGQVENLHLDLCCLAGNQEDLSK 
DSLGPTKSSKIEGAGTSISEPPSPISPYASESCGTLPLPLRPCGEGSEMVGKENSSPENKNWLLAMAAKRKAENP 
SPRSPSSQTPNSRRQSGKTLPSPVTITPSSMRKICTYFHRKSQEDFCGPEHSTEL 



WO 2004/043361 



PCT/US2003/035268 



1114/1629 

FIGURE 1007 

GCACGAGGGAAGAGGGTGATCCGACCCGGGGAAGGTCGCTGGGCAGGGCGAGTTGGGAAAGCGGCAGCCCCCGCC 
GCCCCCGCAGCCCCTTCTCCTCCTTTCTCCCACGTCCTATCTGCCTCTCGCTGGAGGCCAGGCCGTGCAGCATCG 
AAGACAGGAGGAACTGGAGCCTCATTGGCCGGCCCGGGGCGCCGGCCTCGGGCTTAAATAGGAGCTCCGGGCTCT 
GGCTGGGACCCGACCGCTGCCGGCCGCGCTCCCGCTGCTCCTGCCGGGTGMGGAAAACCCCAGCCCGGCCGCCG 
CCCTGGGCAAGGCCCTCTGCGCTCTCCTCCTGGCCACTCTCGGCGCCGCCGGCCAGCCTCTTGGGGGAGAGTCCA 
TCTGTTCCGCCAGAGCCCCGGCCAAATACAGCATCACCTTCACGGGCAAGTGGAGCCAGACGGCCTTCCCCAAGC 
AGTACCCCCTGTTCCGCCCCCCTGCGCAGTGGTCTTCGCTGCTGGGGGCCGCGCATAGCTCCGACTACAGCATGT 
GGAGGAAGAACCAGTACGTCAGTAACGGGCTGCGCGACTTTGCGGAGCGCGGCGAGGCCTGGGCGCTGATGAAGG 
AGATCGAGGCGGCGGGGGAGGCGCTGCAGAGCGTGCACGCGGTGTTTTCGGCGCCCGCCGTCCCCAGCGGCACCG 
GGCAGACGTCGGCGGAGCTGGAGGTGCAGCGCAGGCACTCGCTGGTCTCGTTTGTGGTGCGCATCGTGCCCAGCC 
CCGACTGGTTCGTGGGCGTGGACAGCCTGGACCTGTGCGACGGGGACCGTTGGCGGGAACAGGCGGCGCTGGACC 
TGTACCCCTACGACGCCGGGACGGACAGCGGCTTCACCTTCTCCTCCCCCAACTTCGCCACCATCCCGCAGGACA 
CGGTGACCGAGATAACGTCCTCCTCTCCCAGCCACCCGGCCAACTCCTTCTACTACCCGCGGCTGAAGGCCCTGC 
CTCCCATCGCCAGGGTGACACTGGTGCGGCTGCGACAGAGCCCCAGGGCCTTCATCCCTCCCGCCCCAGTCCTGC 
CCAGCAGGGACAATGAGATTGTAGACAGCGCCTCAGTTCCAGAAACGCCGCTGGACTGCGAGGTCTCCCTGTGGT 
CGTCCTGGGGACTGTGCGGAGGCCACTGTGGGAGGCTCGGGACCAAGAGCAGGACTCGCTACGTCCGGGTCCAGC 
CCGCCAACAACGGGAGCCCCTGCCCCGAGCTCGAAGAAGAGGCTGAGTGCGTCCCTGATAACTGCGTCTAAGACC 
AGAGCCCCGCAGCCCCTGGGGCCCCCGGAGCCATGGGGTGTCGGGGGCTCCTGTGCAGGCTCATGCTGCAGGCGG 
CCGAGGCACAGGGGGTTTCGCGCTGCTCCTGACCGCGGTGAGGCCGCGCCGACCATCTCTGCACTGAAGGGCCCT 
CTGGTGGCCGGCACGGGCATTGGGAAACAGCCTCCTCCTTTCCCAACCTTGCTTCTTAGGGGCCCCCGTGTCCCG 
TCTGCTCTCAGCCTCCTCCTCCTGCAGGATAAAGTCATCCCCAAGGCTCCAGCTACTCTAAATTATGGTCTCCTT 
ATAAGTTATTGCTGCTCCAGGAGATTGTCCTTCATCGTCCAGGGGCCTGGCTCCCACGTGGTTGCAGATACCTCA 
GACCTGGTGCTCTAGGCTGTGCTGAGCCCACTCTCCCGAGGGCGCATCCAAGCGGGGGCCACTTGAGAAGTGAAT 
AAATGGGGCGGTTTCGGAAGCGTCAGTGTTTCCATGTTATGGATCTCTCTGCGTTTGAATAAAGACTATCTCTGT 
TGCTCAC 



WO 2004/043361 



PCTYUS2003/035268 



1115/1629 

FIGURE 1008 

MENPSPAAALGKALCALLLATLGAAGQPLGGESICSARAPAKYSITFTGKWSQTAFPKQYPLFRPPAQWSSLLGA 
AHSSDYSMWRKNQYVSNGLRDFAERGEAWALMKEIEAAGEALQSVHAVFSAPAVPSGTGQTSAELEVQRRHSLVS 
FWRIVPSPDWFVGVDSLDLCDGDRWREQAALDLYPYDAGTDSGFTFSSPNFATIPQDTVTEITSSSPSHPANSF 
Y YPRLKALPP I ARVTLVRLRQSPRAF I P P AP VLP SRDNE I VD SASVPETP LDCEVSLWS S WGLCGGHCGRLGTKS 
RTRYVRVQPANNGSPCPELEEEAECVPDNCV 
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FIGURE 1009 

GCTGGAGCCGGGCCGGGGCGATCTGGAGCGCGGGCCGCGGCGGGGCTGCCTGGCCGGTGCTGTTGGGGCTGCTGC 
TGGCGCTGTTAGTGCCGGGCGGTGGTGCCGCCAAGACCGGTGCGGAGCTCGTGACCTGCGGGTCGGTGCTGAAGC 
TGCTCAATACGCACCACCGCGTGCGGCTGCACTCGCACGACATCAAATACGGATCCGGCAGCGGCCAGCAATCGG 
TGACCGGCGTAGAGGCGTCGGACGACGCGAATAGCTACTGGCGGATCCGCGGCGGCTCGGAGGGCGGGTGCCCGT 
GCGGGTCCCCGGTGCGCTGCGGGCAGGCGGTGAGGCTCACGCATGTGCTTACGGGCAAGAACCTGCACACGCACC 
ACTTCCCGTCGCCGCTGTCCAACAACCAGGAGGTGAGTGCCTTTGGGGAAGACGGCGAGGGCGACGACCTGGACC 
TATGGACAGTGCGCTGCTCTGGACAGCACTGGGAGCGTGAGGCTGCTGTGCGCTTACAGCATGTGGGCACCTCTG 
TGTTCCTGTCAGTCACGGGTGAGCAGTATGGAAGCCCCATCCGTGGGCAGCATGAGGTCCACGGCATGCCCAGTG 
CCAACACGCACAATACGTGGl^AGGCCATGGAAGGCATCTTCATCAAGCCTAGTGTGGAGCCCTCTGCAGGTCACG 
ATGAACTCTGAGTGTGTGGATGGATGGGTGGATGGAGGGTGGCAGGTGGGGCGTCTGCAGGGCCACTCrTGGCAG 
AGACTTTGGGTTTGTAGGGGTCCTCAAGTGCCTTTGTGATTAAAGAATGTTGGTCTATGA 
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FIGURE 1010 

MWSAGRGGAAWPVLLGLLLALLVPGGGAAKTGJySLVTCGSVLKLLNTHHRVRLHSHDIKYGSGSGQQSVTGVEAS 
DDANSYWRIRGGSEGGCPCGSPVRCGQAVRLTHVLTGKNLHTHHFPSPLSNNQEVSAFGEDGEGDDLDLWTVRCS 
GQHWEREAAVRLQHVGTSVFLSVTGEQYGSPIRGQHEVHGMPSANTHNTWKAMEGIFIKPSVEPSAGHDEL 
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FIGURE 1011 

ACCTCCGGAAACCGTAGATTCCGGGCGGTCGGAGCCGCCGGGAGCTGTAGTTCTCCCGCGGCTCAGAGAAGTAGG 
CAGAGAGCGGACCTGGCGGCCGGGCAGCATGGCGGGGCTGGAGCTCTTGTCGGACCAGGGCTACCGGGTGGACGG 
GCGGCGCGCCGGGGAGCTGCGCAAGATCCAGGCGCGGATGGGCGTGTTCGCGCAGGCTGACGGCTCGGCCTACAT 
TGAGCAGGGCAACACCAAGGCACTGGCTGTGGTCTACGGCCCGCACGAGATCCGGGGCTCCCGGGCTCGAGCCCT 
GCCGGACAGGGCCCTAGTGAACTGTCAATATAGTTCAGCGACCTTCAGCACAGGTGAGCGCAAGCGACGGCCACA 
TGGGGACCGTAAGTCCTGTGAGATGGGCCTGCAGCTCCGCCAGACTTTCGAAGCAGCCATCCTCACACAGCTGCA 
CCCACGCTCCCAGATTGATATCTATGTGCAGGTGCTACAGGCAGATGGTGGGACCTATGCAGCTTGTGTGAATGC 
AGCCACGCTGGCAGTGCTGGATGCCGGGATACCCATGAGAGACTTTGTGTGTGCGTGCTOAGCTGGCTTCGTGGA 
CGGCACAGCCCTGGCGGACCTCAGCCATGTGGAGGAAGCAGCTGGTGGCCCCCAGCTGGCCCTGGCCCTGCTGCC 
AGCCTCAGGACAGATTGCGCTGCTTGAGATGGATGCCCGGCTGCACGAGGACCACCTGGAGCGGGTGTTGGAGGC 
TGCTGCCCAGGCTGCCCGAGATGTGCACACCCTCTTAGATCGAGTGGTCCGGCAGCATGTGCGTGAGGCCTCTAT 
CTTGCTGGGGGACTGACCACCCAGCCACCCATGTCCAGAATAAACCCTCCTTGCCCACACXAAAAAAAAAA 
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FIGURE 1012 

MAGLELLSDQGYRVDGRRAGELRKIQARMGWAQADGSAYIEQGNTKALAVVYGPHEIRGSRARALPDRALVNCQ 
YSSATFSTGERKRRPHGDRKSCEMGLQLRQTFEAAILTQLHPRSQIDIYVQVLQADGGTYAACVNAATLAVLDAG 
IPMRDFVCACSAGFVDGTALADLSHVEEAAGGPQLALALLPASGQIALLEMDARLHEDHLERVLEAAAQAARDVH 
TLLDRWRQHVREASILLGD 
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FIGURE 1013 

CCGCTTCCCCGTCTTGTACACCCCTAACTCCTGAGGCTCCTCCGAATCACGCGAGTGGAAGCGGAGAAGCTCAAG 
TGGCCGCCATGTCAGAGGCTTATTTCCGAGTGGAGTCGGGTGCGCTGGGGCCTGAGGAGAACTTTCTTTCTTTGG 
ACGACATCCTGATGTCCCACGAGAAGCTGCCGGTGCGCACGGAGACCGCCATGCCTCGCCTTGGCGCTTTCTTCC 
TGGAGCGGAGCGCAGGCGCCGAGACTGACAACGCGGTCCCACAGGGTTCCAAGCTTGAACTACCCTTGTGGCTGG 
CAAAAGGACTTTTTGACAACAAGCGACGGATCCTTTCTGTGGAACTCCCCAAGATCTACCAAGAGGGTTGGAGGA 
CTGTGTTCAGTGCAGATCCCAATGTGGTGGACCTCCACAAAATGGGGCCCCATTTCTACGGGTTTGGCTCCCAGC 
TCCTGCATTTTGACAGTCCCGAGAATGCAGACATTTCCCAGTCTCTGCTGCAGACTTTTATCGGACGTTTTCGCC 
GCATCATGGACTCCTCACAGAATGCTTACAACGAAGACACTTCAGCCCTGGTAGCCAGGCTAGACGAGATGGAGA 
GGGGCTTATTTCAAACAGGGCAGAAAGGACTGAATGACTTTCAGTGTTGGGAGAAGGGGCAGGCTTCTCAGATCA 
CAGCTTCCAACCTCGTTCAGAATTACAAGAAGAGAAAATTCACTGATATGGAAGAC TGAA AGCCGGAAGAACACA 
GAATGGCTCCTCACAGACGTATCCCTCCGTGTGTCCTTGATAGGAGCTGGTTGACCTTGTACAGAACCAGAATCC 
TGTCCCATTTCATGGCTTATTTCCTGTGGCCATAGAGAATTATAGGGAACTGGACATGCTGGAGGATGTGGGTGT 
CCCTGGCTCTGTGAGTCTTCCAGGACCGTCCCACCCTGCTGACCCACAGCCCAGGCCCTTTAACCCAAGAACCCA 
TGGCCAAGGAGAAATCAAAGTCCTTCCTAAATAAGAATCACTGCCATATAATATATCACAGTAGAGTTGCAACTG 
AGATTCCTTGTGTCTGGGAGTTTGGACAGCTTCAGATGTACAGrTrCACTAGCCACAAAGCACAGGTACAAACTG 
GGTCATCGCCTGTTCACAAAATGCTCTCTTGATCTTATTrGCCTCATCTTCCTCATGGTTGTACAGAGGATAGCA 
CCCCACCATGCCAGCCTGACTTGGAGATATCTCCTGCTGCCTGCCTGCAGGGAGTTACCCCAGTTTCCAAAAACA 
GTCGCCCAGATAAAGGAGGAAAAGGGAAAGGCAGACGAATGGCATGGCTTTTACTAAAGAAAAGATGTTGGCCTC 
ATACTCTATACTCAGGGCTTAATGAACTGGAATCTGCATAACTCAGCAGTCAACCCAGAAGGGAAATGGTTAAAC 
TGAGCTTGTTATTGCCTCGGAGAGCCTAAGAGCACCCGCACACTTAATTCTACTCCCTGTCTAGAAAAGCTGTCA 
GGGAGTCGTTTGGAATTGCAArGTAGTTATTAAGGGCTGTTAACCAGCCTGCATTACATCTGGAAGTCAGGACTT 
GGGTGCTGACTATGAAGGGCCCTGTTTTCAAAATCTAACATTGCAAGTGTAAATGGGCAAGAAGCCTCCGTTGTG 
CTTTTTTTTTCCTCTTCAGTAACTTTTGCAACATTATTGCATAGAAGATCCCTGACCATTTACTAGGAACCTGGT 
TAAGCAAGCACTAATCTCTTTTCCTGGAGATCAAGGATGCAACCTCAGGTTGAGAAAGAAACAGGGTTCCCTGGG 
CCCATTAGACTGTTTGCAGGGCATCACTGCTTCCCCCTGACACCTCACAACTAGCAAAAATTGTCTTTGTCTTTG 
GAAATTATAGAGGGATTTGGGTATCCAGATTGTGCAGATGCAl^ACTTAGGCTGTCTTGATGCAAACTTAGAACCA 
CAGAAATGCTTTTAAAATGCCTGTTTTAAGATGGAATTGTTGTTTTTATAATTTGATTTTAGTGCTAAATAAATG 
ATTGGCTTTGTACATGAATATGTTCTGTACAAGXGCTCTTTCACTAGTACTACAGATAATCAAAGCTATCAGAAT 
TGTGTCTTTGATCATATTTGACGGTAATACACAAATAAATCCATGTTTTAGCAAAAAAAAAAAAAAAAAAAAAAA 
A 
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FIGURE 1014 

MSEAYFRVESGALGPEENFLSLDDILMSHEKLPVRTETAMPRLGAFFLERSAGAETDNAVPQGSKLELPLWLAKG 
LFDNKRRILSVELPKIYQEGWRTVFSADPbTVVDLHKMGPHFYGFGSQLLHFDSPENADISQSLLQTFIGRFRRIM 
DSSQNAYNEDTSALVARLDEMERGLFQTGQKGLNDFQCWEKGQASQITASNLVQNYKKRKFTDMED 
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FIGURE 1015 

GGCACGAGGGCACCGCAGGAGCAACGGTTGGTCCTGCGGCTGTGATGTCGGTGTTGAGGCCCCTGGACAAGCTGC 
CCGGCCTGAACACGGCCACCATCTTGCTGGTGGGCACGGAGGATGCTCTTCTGCAGCAGCTGGCGGACTCGATGC 
TCAAAGAGGACTGCGCCTCCGAGCTGAAGGTCCACTTGGCAAAGTCCCTCCCTTTGCCCTCCAGTGTGAATCGGC 
CCCGAATTGACCTGATCGTGTTTGTGGTTAATCTTCACAGCAAATACAGTCTCCAGAACACAGAGGAGTCCCTGC 
GCCATGTGGATGCCAGCTTCTTCTTGGGGAAGGTGTGTTTCCTCGCCACAGGTGCTGGGCGGGAGAGCCACTGCA 
GCATTCACCGGCACACCGTGGTGAAGCTGGCCCACACCTATCAAAGCCCCCTGCTCTACTGTGACCTGGAGGTGG 
AAGGCTTTAGGGCCACCATGGCGCAGCGCCTGGTGCGCGTGCTGCAGATCTGTGCTGGCCACGTGCCCGGTGTCT 
CAGCTCTGAACCTGCTGTCCCTGCTGAGAAGCTCTGAGGGCCCCTCCCTGGAGGACCTGTGAGGGTGGCTGGCCC 
CTGGGCTGCCCCTTCTCATGGCTTCGTGCTGACTCCATAAACATTCTCTGTTGAGGATGTCCAGTCAGGGCTTGA 
CAGGCCCAGGCTCAGCCCGCCGTGGCTGGGAAGGTTCCCTGCAGTGCCAGTGCTGCAGCAGGGAGAGCTGGGCAG 
AAGCAGCGAGGGGGCCCAGCTGGCGAGACTGTAGCCCCCTCCCACTCCCACACTCACTCTTGCAGAGCCTGTGTC 
TTTAAGCAGCTGGCGTGTTACATCTCCATTTAAGGTTTCCTTTGAACAAAAGGTCTGTGGCTAAAAAAAGTTTAA 
AAATCAAAAAAAAAAAAAAAAAA 
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FIGURE 1016 

MSVLRPLDKLPGLNTATILLVGTEDALLQQLADSMLKEDCASELKVHLAKSLPLPSSVNRPRIDLIVFVVNLHSK 

YSLQNTEESLRHVDASFFLGKVCFLATGAGRESHCSIHRHTVVKLAHTYQSPLLYCDLEVEGFRATMAQRL 

QICAGHVPGVSALNLLSLLRSSEGPSLEDL 
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FIGURE 1017 

GGGAGTAGGAGGTGTGACCGGAGGGCGAAATTGGGGCTTCCTCTGCTCTGGTGACCCAGAACCGTCAACTGAAAT 
GACCCTGTCTGTGTAGTACTCCGGCAGGATGGGCCTCGGAGCGTAAAGGCGGCAAAAACAAAAATATTAAAAAAA 
AGGAGAGAGGGACAAAAAAAAGAAAACCCGAAAGTTTCAGCTGCATTGCTGCGGAACGTTTTTTAGCCAGAAGGC 
GAAAGAAGAAATCGGAAGTGACGTCGCGGCCAAAACAAGCCCGGGCTTGGAGGCCTGTACTGAAGCTGGCCTCAG 
ATGGGAAGGCCCGACTCGCTGTCTGCTGTCGTCGGTGGTCGCGAGACCTTGCACTCTCACCGGGTCGGCCTCCAG 
CCCCTGTGCCCGGGATCCGCTCGCCGCGGATGAGCGAGAGTTTCTTCCTGGGACTTTTCGGGCACAGCTGGCCGG 
TGGCGACAGAACGGACTTTCTTTCCTGCAAGAGTCTCCCCTCCAGCGGGAGACAGCGGGCTCCTGTCTCGGGACG 
CTGGGACACCTGTCGCCTATTTTTAAATATCCAGATTCCAAGAACACACTGGATACTGCTCTTACAAAACCAAGA 
GGAAATCATGAAGAAATGTTTTAGTTATTGAAACTACAGTTGAAATC ATGG ATACATCAACAAATCTGGATATTG 
GAGCCCAGCTTATCGTGGAAGAGTGTCCCAGCACTTATAGCCTAACTGGCATGCCAGACATTAAAATAGAACATC 
CACTGGACCCAAATTCAGAAGAAGGGTCAGCTCAGGGTGTTGCCATGGGAATGAAATTCATATTGCCTAACCGAT 
TTGATATGAATGTGTGTTCTCGATTTGTGAAGTCCTTAAATGAAGAAGATAGTAAAAATATTCAAGATCAGGTTA 
ACTCTGACCTGGAGGTGGCATCTGTCCTATTTAAAGCTGAATGCAATATCCATACATCTCCTTCTCCGGGAATTC 
AAGTAAGGCATGTCTACACCCCCTCTACAACAAAGCATTTCTCACCCATAAAACAGTCAACCACTTTAACCAACA 
AACACAGAGGAAATGAGGTCTCTACCACACCTCTGTTAGCAAATTCTTTGTCTGTTCACCAGTTGGCTGCTCAGG 
GAGAGATGCTCTATCTGGCTACTCGTATCGAACAAGAAAATGTTATCAATCACACGGATGAAGAAGGATTTACTC 
CTCTGATGTGGGCTGCAGCACACGGGCAAATAGCTGTGGTAGAGTTCCTACTTCAGAATGGTGCTGATCCCCAAC 
TTTTAGGAAAAGGTCGAGAAAGTGCACTGTCGTTGGCCTGTAGTAAAGGCTACACAGATATTGTCAAAATGCTGC 
TTGATTGTGGAGTTGATGTAAATGAATATGATTGGAATGGAGGAACACCTCTGCTTTATGCTGTACATGGAAATC 
ATGTGAAATGTGTAAAGATGCTCTTAGAAAGTGGGGCTGATCCAACAATTGAAACTGACTCTGGATATAATTCTA 
TGGATCTAGCTGTAGCCCTAGGCTATAGAAGTGTTCAACAGGTTATTGAGTCACATTTGTTGAAGCTGCTTCAAA 
ATATCAAGGAGTAGACACAGTCATCAGAAAATGTCTGCCCTTTTGTTTACTTCTTGGTCCTTATAAATGATAGTT 
TTGTTTACTTATAAATTTTTACCTCAGTTGCAATATTTACTGGTTTTTAGTAGGTTTTAATAAATATTTCTCTGA 
GTAATTCACTGGTTTATAATAAATGTAATACTCTTTTTATAACTATGTTTTACTGTATATTTAAAATTATAAATT 
AATGTTTTCGTGGCATGTAAATTTTTATGGTACAGATAGTTATCATCAGTCTTTGTATCAAGTGCTGTAATTTGA 
CATTTTCAGAAATTATTCTACCCTAGTCATCTTCACTCGTGTATTAAGTCATTCACTTTATATAGGGTTTGCTAT 
AAATCCCTAGAAAAAAATTGTTCTTATTGTTGAATTAAAAAGTGCACAGTGTGATTGTTTACAAAATGATATTAT 
AAAT AAAT AAAAT AC TTCTTCTG 
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FIGURE 1018 

MDTSTNLDIGAQLIVEECPSTYSLTGMPDIKIEHPLDPNSEEGSAQGVAMGMKFILPNRFDMNVCSRFVKSLNEE 
DSKNIQDQVNSDLEVASVLFKAECNIHTSPSPGIQVRHVYTPSTTKHFSPIKQSTTLTNKHRGNEVSTTPLLANS 
LSVHQLAAQGEMLYLATRIEQENVINHTDEEGFTPLMWAAAHGQIAVVEFLLQNGADPQLLGKGRESALSLACSK 
GYTDIVKMLLDCGVDWEYDWNGGTPLLYAVHGNHVKCVKMLLESGADPTIETDSGYNSMDLAVALGYRSVQQVI 
ESHLLKLLQNIKE 
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FIGURE 1019A 

ATCCTTGCCGCCCGCCCCGGCCCAGCCGCGTCCCGGAGCCGTCGGGCATGGAGCCGTGGAAGCAGTGCGCGCAGT 
GGCTCATCCATTGCAAGGTGCTGCCCACCAACCACCGGGTGACCTGGGACTCGGCTCAGGTGTTCGACCTTGCGC 
AGACCCTCCGCGATGGAGTCCTGCTCTGCCAGCTGCTTAACAACCTCCGGGCGCACTCCATCAACCTGAAGGAGA 
TCAACCTGAGGCCGCAGATGTCCCAGTTTCTCTGTTTGAAGAACATAAGGACATTTCTCACGGCCTGTTGTGAGA 
CGTTTGGAATGAGGAAAAGTGAACTTTTCGAGGCATTTGACTTGTTTGATGTTCGTGACTTTGGAAAGGTTATAG 
AAACATTATCACGACTTTCTCGAACACCTATAGCATTGGCCACAGGAATCAGGCCCTTCCCAACAGAAGAAAGCA 
TTAATGATGAAGACATCTACAAAGGCCTTCCTGATTTAATAGATGAAACCCTTGTGGAAGATGAAGAAGATCTCT 
ATGACTGTGTTTATGGGGAAGATGAAGGTGGAGAAGTCTATGAGGACTTAATGAAGGCAGAGGAAGCACATCAGC 
CCAAATGTCCAGAAAATGATATACGAAGTTGTTGTCTAGCAGAAATTAAGCAGACAGAAGAAAAATATACAGAAA 
CTTTGGAGTCAATAGAAAAGTATTTCATGGCACCACTAAAAAGATTTCTGACAGCAGCAGAATTTGATTCAGTAT 
TCATCAACATTCCTGAACTTGTAAAACTTCATCGGAACCTAATGCAAGAGATTCATGATTCCATTGTAAATAAAA 
ATGACCAGAACTTGTACCAAGTTTTTATTAACTACAAGGAAAGATTGGTTATTTACGGGCAGTACTGCAGTGGAG 
TGGAGTCAGCCATCTCTAGTTTAGACTACATTTCTAAGTCAAAAGAAGATGTCAAACTGAAATTAGAGGAATGTT 
CCAAAAGAGCAAATAATGGGAAATTTACTCTTCGAGACTTGCTTGTGGTTCCTATGCAACGTGTTTTAAAGTACC 
ACCTTCTCCTCCAGGAACTGGTCAAACATACCACrGATCCGACTGAGAAGGCAAATCTGAAACTGGCTCTTGATG 
CCATGAAGGACTTGGCACAATATGTGAATGAAGTGAAAAGAGATAATGAGACCCTTCGTGAAATTAAACAGTTTC 
AGCTATCTATAGAGAATTTGAACCAACCAGTTTTGCTTTTTGGACGACCTCAGGGAGATGGTGAAATTCGAATAA 
CCACTCTAGACAAGCATACCAAACAAGAAAGGCATATCTTCTTATTTGATTTGGCAGTGATCGTATGTAAGAGAA 
AAGGTGATAACTATGAAATGAAGGAAATAATAGATCTTCAGCAGTACAAGATAGCCAATAATCCTACAACCGATA 
AAGAAAACAAAAAGTGGTCTTATGGCTTCTACCTCATCCATACCCAAGGACAAAATGGGTTAGAATTTTATTGCA 
AAACAAAAGATTTAAAGAAGAAATGGCTAGAACAGTTTGAAATGGCTTTGTCTAACATAAGACCAGACTATGCAG 
ACTCCAATTTCCACGACTTCAAGATGCATACCTTCACTCGAGTCACATCCTGCAAAGTCTGCCAGATGCTCCTGA 
GGGGAACATTTTATCAAGGCTATTTATGTTTTAAGTGTGGAGCGAGAGCACACAAAGAATGTTTGGGAAGAGTAG 
ACAATTGTGGCAGAGTXAATTCTGGTGAACAAGGGACACTCAAACTACCAGAGAAACGGACCAATGGACTGCGAA 
GAACTCCTAAACAGGTGGATCCAGGTTTACCAAAGATGCAGGTCATTAGGAACTATTCTGGAACACCACCCCCAG 
CTCTGCATGAAGGACCCCCTTTACAGCTCCAGGCCGGGGATACCGTTGAACTTCTGAAAGGAGATGCACACAGXC 
TGTTTTGGCAGGGCAGAAATTTAGCATCTGGAGAGGTTGGATTTTTTCCAAGTGATGCAGTCAAGCCTTGCCCAT 
GTGTGCCCAAACCAGTAGATTATTCTTGCCAACCCTGGTATGCTGGAGCAATGGAAAGATTGCAAGCAGAGACCG 
AACTTATTAATAGGGTAAATAGTACTTACCTTGTGAGGCACAGGACCAAAGAGTCAGGAGAATATGCAATTAGCA 
TTAAGTACAATAATGAAGCAAAGCACATCAAGATTTTAACAAGAGATGGCTTTTTTCACATTGCAGAAAATAGAA 
AATTTAAAAGTTTAATGGAACTTGTGGAGTACTACAAGCATCATTCTCTCAAGGAAGGGTTCAGAACCTTAGATA 
CAACTCTGCAGTTTCCATACAAGGAGCCAGAACATTCAGCTGGACAGAGGGGTAArAGAGCAGGCAACAGCTTGT 
TAAGXCCAAAAGTGCTGGGCATTGCCATCGCTCGGTATGACTTCTGTGCAAGAGATATGAGAGAGTTGTCCTTGT 
TGAAAGGAGATGTGGTGAAGATTTACACAAAGATGAGTGCAAATGGCTGGTGGAGAGGAGAAGTAAATGGCAGGG 
TGGGCTGGTTTCCATCCACATATGTGGAAGAGGATGAATMATTCAAATCCCGTGTTGCACCCTGCACCAAAAAT 
TTCAGAGAAGGGATAAATAGAAGCCTGCACAGCATCGTGAATTAACTGAAGTGTTTAAAAAGCTGCATTTCTGGC 
TGTTCAACATCCTCCCTCCTTAGCCCCTCCTAAGTCTTAATGCTGAGATTTCTAAAGATGCTGGTACTGACAGAT 
TAATGGCTTGCCTAGAGCTGTGCAAGAAACAGCCTGCCAGTCTGTCATTGTCAGGGACCAGGGCAAAACCAAGAG 
CTGTTCTTCCCAGAAGAGCCCTGCAAACACATTGGTTCGTGCTTCCCTTTACTTCTTCTGGTCAGATACCATGAA 
TGCCAGTCATCAGTAAATCTTAATACACTTTTGCTTTATTCTCACATGCCATTCACCAGATTATTTGATGGTACA 
AAGAAGCAGAAGTGTAATTTTCCTTTTCCCAGCATGACGAAAAATTGGAGTTCTGCCATTTGAGCAGCTTACTGG 
AAAGATCCAGCCTTACTTGTCTTAAATTGTCCAACAAGGTGACTCATTGCCCGGCAAACACTTTTACCCTCAGAT 
GTXACTCATGATATTATAAAATATGAGGCCAGTGCTCAGGTTTGCATCATAAGTGAGCTATCCCTGAAGGGTTTT 
AATTACTTATTTGGTGTCCTGATTATATTTGCAAACTTCTTTATAAAAGGTGAAAAAAGCACACAAAAGAGAGGG 
TGTCTTCATATTAAACCTTCACAACCTTCATGATrTCATAGGATTATTTrGGAAATATAGCACTTGACTTTATGA 
AAGGATCTGGGCTAGGTATATTAGGGGTAGTTGCCAATAACCTGAAGAAGCTGGCATTGTTTACAGAAACAGATC 
AAGGGCTATAATTTATGTCATTTTATAGCAGCAGTATCTATTAATACATGCCTTTTCCTCCCATCCACCTCCCCC 
GCACACACACAAAGATGACCTGGGACATGATTTTTTTATTCCCACATTTTCTTGGAGCACAAACAACTTTGTTGA 
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FIGURE 1019B 

GGATTTTGGAAGGAAAGCACAACTGGGTCCTTTATTCATTTCTGGGACAGAAAGAGGGTCAGTGGACTTTTGTGG 
GCCTCCAGCTTCTCTCAGAGTCTCCCCCTCTGCAGCCCATCCTGGGAGTGTATTAACTGGAGGGAAGATGGGTCT 
TGCAGTACATTTGTXTTGCCCAGCCATCACTCTXTTTTGTGAGGAGCCTAAATACATTCTTCCTGGGGTCCAGAG 
TCCCCATTCAAGGCAGTCAAGTTAAGACACTAACTTGGCCCTTTCCTGATGGAAATATTTCCTCCATAGCAGAAG 
TTGTGTTCTGACAAGACTGAGAGAGTTACATGTTGGGAAAAAAAAGAAGCATTAACTTAGTAGAACTGAACCAGG 
AGCATTAAGTTCTGAAATTTTGAATCATCTCTG2VAATGAAGCAGGTGTAGCCTGCCCTCTCATCAATCCGTCTGG 
GTGCCAGAACTCAAGGTTCAGTGGACACATCCCCCTGTTAGAGACCCTCATGGGCTAGGACTTTTCATCTAGGAT 
AGATTCAAGACCTTTACCTCAGAATTATGTAAACTGTGATTGTGTTTTAGAAAAATTATTATTTGCTAAAACCAT 
TTAAGTCTTTGTATATGTGTAAATGATCACAAAAATGTATTTTATAAAATGTTCTGTACAATAAAGTTACACCTC 
AAAGTGTACTCTTGGAATGGATTCTTTCCTGTAAAGTCTTATCTGCGACTCTGTCTCGGGAATGTTTTGTCTGTT 
GCCGTCAGCCGAACTTTGTTATGGAGGGAGCAGCCTCACACAAGCAGAAACACTCCTGTGGATGGTATTGTAGCA 
TGTATTGTTTATTTTAGTCAATAGACCCTCTCCTTATAAATGGTGTTTAGTCTTCCTGTTGCATTTCATGGGCCT 
GGGGGTTTCCTAGCAGAGGATATTGGAGCCCCTTTXTGTGACATTACCAATTACATCTTTGTCCACGTTTAATAC 
TTTGTTTTGGAAAATTTAAATGCTGCAGATTTGTGTAGAGTTCTAATACCAAAGACAGAAGTAAATGTTTTCCAT 
ATACTTTGTCTTGCCTGTATGCAGCCCTTGTGTAATATGGTGAATTAGAGTGGTATTTCACTTTGTATTATTTTG 
TAAATATGTCAATATAATAAATAGTGACTAAAAAAAAAAAAAA 
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FIGURE 1020 

MEPWKQCAQWL1HCKVLPTNHRVTWDSAQVFDLAQTLRDGVLLCQLLNNLRAHSINLKEINLRPQMSQPLCLKNI 

RTFLTACCETFGMRKSELFEAFDLFDVRDFGKVIETLSRLSRTPIALATG1RPFPTEESINDEDIYKGLPDLIDE 

TLVEDEEDLYDCVYGEDEGGEVYEDLMKAEEAHQPKCPENDIRSCCLAEIKQTEEKYTETLESIEKYFMAPLKRF 

LTAAEFDSVFINIPELVKLHRNLMQEIHDSIVNKNDQNLYQVF1NYKERLVIYGQYCSGVESAISSLDYISKSKE 

DVKLKLEECSKRANNGKFTLRDLLWPMQRVLKYHLLLQELVKHTTDPTEKANLKLALDAMKDLAQYVNEVKRDN 

ETLREIKQFQLSIENLNQPVLLFGRPQGDGE1RITTLDKHTKQERHIFLFDLAVIVCKRKGDNYEMKEIIDLQQY 

KIANNPTTDKENKKWSYGFYLIHTQGQNGLEFYCKTKDLKKKWLEQFEMALSNIRPDYADSNFHDFKMHTFTRVT 

SCKVCQMLLRGTFYQGYLCFKCGARAHKECLGRVDNCGRVNSGEQGTLKLPEKRTNGLRRTPKQVDPGLPKMQVI 

RNYSGTPPPALHEGPPLQLQAGDTVELLKGDAHSLFWQGRNLASGEVGFFPSDAVKPCPCVPKPVDYSCQPWYAG 

AMERLQAETELINRVNSTYLVRHRTKESGEYAISIKYNNEAKHIKILTRDGFFHIAENRKFKSLMELVEYYKHHS 

LKEGFRTLDTTLQFPYKEPEHSAGQRGNRAGNSLLSPKVLGIAIARYDFCARDMRELSLLKGDWKIYTKMSANG 
WWRGE VNGRVGWFP ST YVEEDE 



WO 2004/043361 



PCTAJS2003/035268 



1129/1629 

FIGURE 1021 

GTTGACGTGTTCGACTTTCCTGATAATTCTGATGTCTCAAGCATTGGCAGGCTGGGTGAAAATGAGAAAGATGAA 
GAAACTTATGAGACCTTTGATCCTCCTTTACATAGCACAGCTATATATGCTGATGAAGAAGAATTCTCCAAACAT 
TGTGGACTGTCTCTCTCTTCAACTCCTCCAGGAAAAGAAGCAAAAAGAAGTTCAGACACTTCTGGAAATGAAGCA 
AGTGAAATCGAATCTGTAAAAATTAGTGCAAAAAAGCCAGGAAGAAAGCTCAGGCCCATTAGTGATGACTCTGAA 
AGCATTGAAGAAAGTGATACAAGGAGAAAAGTTAAATCAGCAGAGAAAATAAGTACACAACGTCATGAGGTTATT 
CGAACCACAGCGTCTTCAGAACTTTCAGAGAAACCAGCTGAGTCTGTCACTTCTAAAAAGACAGGACCCCTTAGT 
GCCCAGCCCTCTGTTGAAAAAGAGAACTTGGCAATAGAAAGTCAATCGAAAACTCAGAAAAAAGGGAAGATATCT 
CATGACAAAAGGAAGAAATCAAGAAGTAAAGCCATAGGCTCAGATACTTCTGACATTGTGCACATTTGGTGTCCA 
GAAGGAATGAAAACCAGTGACATCAAGGAGTTGAATATTGTTTTGCCTGAATTTGAGAAAACCCACCTAGAGCAT 
CAACAAAGAATAGAATCTAAAGTTTGTAAGGCAGCCATCGCCACATTTTATGTTAATGTTAAAGAACAATTCATC 
AAAATGCTTAAAGAAAGCCAGATGTTGACAAATCTGAAAAGGAAGAATGCTAAGATGATTTCAGATATCGAAAAG 
AAAAGGCAGCGTATGATTGAAGTCCAGGATGAACTGCTTCGGTTAGAGCCACAGCTGAAACAACTACAAACAAAA 
TATGATGAACTTAAAGAGAGAAAGTCCTCCCTTAGGAATGCAGCATATTTCTTATCTAATTTAAAACAGCTTTAT 
CAAGATTATTCAGATGTTCAAGCTCAAGAACCAAACGTAAAGGAAACGTATGATTCATCCAGCCTTCCAGCTCTG 
TTATTTAAAGCAAGAACACTTCTGGGAGCCGAAAGCCATCTGCGAAATATCAACCATCAGTTAGAGAAGCTCCTT 
GACCAGGGATGAGAAGAGCAGTCTACTAAAATGTGCCTATAGGAAGACTAGrCTCATGCrGTTACCTTCTGAAAC 
TGTACCTTTATAAATCAATTGTTTTGCAAAGAAGTTATGGCCTACTTAGAATCTAAAATTTGTTATTCAAATTAA 
ATGGCTGTGAACAATGTTAAATAGCATCAGTTTGTCCAATAGTTTTAAAGGCCAXAATCATCTTTTCTGGTTAAT 
ATCTTGAGTAATTTTAAAATGTTGACACCTXAATCGGTCCCAGGTATGAGCTATAATAAACTTGTAAAATTAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 1022 

MKTSDIKELNIVLPEFEKTHLEHQQRIESKVCKAAIATFYVNVKEQFIKMLKESQMLTNLKRKNAKMISDIEKKR 
QRMIEVQDELLRLEPQLKQLQTKYDELKERKSSLRNAAYFLSNLKQLYQDYSDVQAQEPNVKETYDSSSLPALLF 
KARTLLGAE S HLRN I NHQLEKLLD QG 
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FIGURE 1023 

ATGT GGGGGCGCACGGCGCGGCGGCGCTGCCCGCGGGAACTGCGGCGCGGCCGGGAGGCGCTGTTGGTGCTCCTG 
GCGCTACTGGCGTTGGCCGGGCTGGGCTCGGTGCTGCGGGCGCAGCGTGGGGCCGGGGCCGGGGCTGCCGAGCCG 
GGACCCCCGCGCACCCCGCGCCCCGGGCGGCGCGAGCCGGTCATGCCGCGGCCGCCGGTGCCGGCGAACGCGCTG 
GGCGCGCGGGGCGAGGCGGTGCGGCTGCAGCTGCAGGGCGAGGAGCTGCGGCTGCAGGAGGAGAGCGTGCGGCXG 
CACCAGATTAACATCTACCTCAGCGACCGCATCTCACTGCACCGCCGCCTGCCCGTGCGCTGGAACCCGCTGTGC 
AAAGAGAAGAAATATGATTATGATAATTTGCCCAGGACATCTGTTATCATAGCATTTTAT2^ATGAAGCCTGGTCA 
ACTCTCCTTCGGACAGTTTACAGTGTCCTTGAGACATCCCCGGATATCCTGCTAGAAGAAGTGATCCTTGTAGAT 
GACTACAGTGATAGAGAGCACCTGAAGGAGCGCTTGGCCAATGAGCTTTCGGGACTGCCCAAGGTGCGCCTGATC 
CGCGCCAACAAGAGAGAGGGCCTGGTGCGAGCCCGGCTGCTGGGGGCGTCTGCGGCGAGGGGCGATGTTCTGACC 
TTCCTGGACTGTCACTGTGAGTGCCACGAAGGGTGGCTGGAGCCGCTGCTGCAGAGGATCCATGAAGAGGAGTCG 
GCAGTGGTGTGCCCGGTGATTGATGTGATCGACTGGAACACCTTCGAATACCTGGGGAACTCCGGGGAGCCCCAG 
ATCGGCGGTTTCGACTGGAGGCTGGTGTTCACGTGGCACACAGTTCCTGAGAGGGAGAGGATACGGATGCAATCC 
CCCGTCGATGTCATCAGGTCTCCAACAATGGCTGGTGGGCTGTTTGCTGTGAGTAAGAAATATTTTGAATATCTG 
GGGTCTTATGATACAGGAATGGAAGTTTGGGGAGGAGAAAACCTCGAATTTTCCTTTAGGATCTGGCAGTGTGGT 
GGGGTTCTGGAAACACACCCATGTTCCCATGTTGGCCATGTTTTCCCCAAGCAAGCTCCCTACTCCCGCAACAAG 
GCTCTGGCCAACAGTGTTCGTGCAGCTGAAGTATGGATGGATGAATTTAAAGAGCTCTACTACCATCGCAACCCC 
CGTGCCCGCTTGGAACCTTTTGGGGATGTGACAGAGAGGAAGCAGCTCCGGGACAAGCTCCAGTGTAAAGACTTC 
AAGTGGTTCTXGGAGACTGTGTATCCAGAACTGCATGTGCCTGAGGACAGGCCTGGCTTCTTCGGGATGCTCCAG 
AACAAAGGACTAACAGACTACTGCTTTGACTATAACCCTCCCGATGAAAACCAGATTGTGGGACACCAGGTCATT 
CTGTACCTCTGTCATGGGATGGGCCAGAATCAGTTTTTCGAGTACACGTCCCAGAAAGAAATACGCTATAACACC 
CACCAGCCTGAGGGCTGCATTGCTGTGGAAGCAGGAATGGATACCCTTATCATGCATCTCTGCGAAGAAACTGCC 
CCAGAGAATCAGAAGTTCATCTTGCAGGAGGATGGATCTTTATTTCACGAACAGTCCAAGAAATGTGTCCAGGCT 
GCGAGGAAGGAGTCGAGTGACAGTTTCGTTCCACTCTTACGAGACTGCACCAACTCGGATCATCAGAAATGGTTC 
TTCAAAGAGCGCATGTTATGA 
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FIGURE 1024 

MWGRTARRRCPRELRRGREALLVLLALLALAGLGSVLRAQRGAGAGAAEPGPPRTPRPGRREPVMPRPPVPANAL 
GARGEAVRLQLQGEELRLQEESVRLHQINIYLSDRISLHRRLPVRWNPLCKEKKYDYDNLPRTSVIIAFYNEAWS 
TLLRTVYSVLETSPDILLEEVILVDDYSDREHLKERLANELSGLPKVRLIRANKREGLVRARLLGASAARGDVLT 
FLDCHCECHEGWLEPLLQRIHEEESAWCPVIDVIDWNTFEYLGNSGEPQIGGFDWRLVFTWHTVPERERIRMQS 
PVDVIRSPTMAGGLFAVSKKYFEYLGSYDTGMEVWGGENLEFSFRIWQCGGVLETHPCSHVGHVFPKQAPYSRNK 
ALANSVEIAAEVWMDEFKELYYHRNPRARLEPFGDVTERKQLRDKLQCKDFKWFLETVYPELHVPEDRPGFFGMLQ 
NKGLTDYCFDYNPPDENQIVGHQVILYLCHGMGQNQFFEYTSQKEIRYNTHQPEGCIAVEAGMDTLIMHLCEETA 
PENQKFILQEDGSLFHEQSKKCVQAARKESSDSFVPLLRDCTNSDHQKWFFKERML 
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FIGURE 1025 

AATTATATATTTTTACTCTATGTTTCTCTACATGTTTTTTTCTTTCCGTTGCTGGCGGAAGAGGCACGTGCGCTG 
CTGAATGGAGCTGGTCGCTGGTTGCTACGAGCAGGTCCTCTTTGGGTTCGCTGTACACCCGGAGCCCAAGGCTTG 
CGGCGACCACGAGCAATGGACTCTTGTGGCTGACTTCACTCACCATGCTCACACTGCCTCCTTGTCAGCAGTAGC 
TGTAAATAGXCGTTTTGTGGTCACTGGGAGCAAAGATGAAACAATTCACATTTATGACATGAAAAAGAAGATTGA 
GCATGGGGCTCTAGTGCATCACAGTGGTACAATAACTTGCCTGAAATTCTATGGCAACAGGCATTTAATCAGTGG 
AGCGGAAGATGGACTCATCTGTATCTGGGATGCAAAGAAATGGGAATGCCTGAAGTCAATTAAAGCTCACAAAGG 
ACAGGTGACCTTCCTTTCTATTCACCCATCTGGCAAGTTGGCCCTGTCGGTTGGTACAGATAAAACTTTAAGAAC 
GTGGAATCTTGTAGAAGGAAGATCAGCATTCATAAAAAATATAAAACAAAATGCTCACATAGTAGAATGGTCCCC 
AAGAGGAGAGCAGTATGTAGTTATCATACAGAATAAAATAGACATCTATCAGCTTGACACTGCATCCATTAGTGG 
CACCATCACAAATGAAAAGAGAATTTCCTCTGTTAAATTTCTTTCAGAGTCTGTCCTTGCAGTGGCTGGAGATGA 
AGAAGTTATAAGGTTTTTTGACTGTGATTCACTAGTGTGCCTCTGCGAATTTAAAGCTCATGAAAACAGGGTAAA 
GGACATGTTCAGTTTTGAAATTCCAGAGCATCATGTTATTGTTTCAGCATCGAGTGATGGTTTCATCAAAATGTG 
GAAGCTTAAGCAGGATAAGAAAGTTCCCCCATCTTTACTCTGTGAAATAAACACTAATGCCAGGCTGACGTGTCT 
TGGAGTGTGGCTAGACAAAGTGGCAGACATGAAAAGCCTTCCTCCAGCTGCAGAGCCTTCrCCTGTAAGTAAAGA 
ACAGTCCAAAATTGGCAAAAAGGAGCCTGGTGACACAGTGCACAAAGAAGA2UVAGCGGTCAAAACCTAACACAAA 
GAAACGCGGTTTAACAGGTGACAGTAAGAAAGCAACAAAAGAAAGTGGCCTGATATCAACCAAGAAGAGGAAAAT 
GGTAGAAATGTTGGAAAAGAAGAGGAAAAAGAAGAAAATAAAAACAATGCAG TGAA TCACAGATGTCTCCTGAAA 
GAACTCTTTTAGATGAAATCATTCTACTCAAATGTACCTTAATTTTTTTTTTTCCCTGAGTAAAAGCAAGAAATT 
TCTTCCTTTGGAAAAAATATATATATTAAAAAACCACTTTTAGATGGXTTTTTTTAAAAAAAAAAAAAAAACTGG 
TAAAATTACTTTTGGCAGACAGTGTTTTATGAATTATGTATCATGTTGATATATAATATGTTAATGTGTCATGTA 
ATTTTTACTTTGTACAAAGCAAATAAAGATCTTTCTCAAAAAAAAAAAAAAAAA 
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FIGURE 1026 

MELVAGCYEQVLFGFAVHPEPKACGDHEQWTLVADFTHHAHTASLSAVAVNSRFVVTGSKDETIHIYDMKKKIEH 
GALVHHSGTITCLKFYGNRHLISGAEDGLICIWDAKKWECLKSIKAHKGQVTFLSIHPSGKLALSVGTDKTLRTW 
NLVEGRSAFIKNIKQNAHIVEWSPRGEQYWIIQNKIDIYQLDTASISGTITNEKRISSVKFLSESVLAVAGDEE 
VIRFFDCDSLVCLCEFKAHENRVKDMFSFEIPEHHVIVSASSDGFIKMWKLKQDKKVPPSLLCEINTNARLTCLG 
VWLDKVADMKSLPPAAEPSPVSKEQSKIGKKEPGDTVHKEEKRSKPNTKKRGLTGDSKKATKESGLISTKKRKMV 
EMLEKKRKKKK I KTMQ 
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FIGURE 1027 

AAACCCAAAGCGGCCGCCGTAGGCGAAGGTGAAGATGGCTGCCTCTGCCTTTGCTGGTGCAGTGAGAGCAGCTTC 
AGGAATCCTACGGCCCCTGAATATTTTGGCATCTTCAACCTACCGCAACTGTGTCAAGAATGCCTCTCTTATTTC 
TGCATTGTCCACTGGACGTTTTAGTCATATTCAGACACCAG.TTGTTTCCTCCACTCCCAGACTTACCACATCTGA 
GAGAAACCTGACATGTGGGCATACCTCAGTGATCCTTAATAGAATGGCCCCCGTGCTTCCAAGTGTCCTGAAGCT 
GCCAGTCAGATCTCTAACATACTTCAGTGCAAGAAAAGGCAAGAGAAAGACCGTG2VAAGCTGTCATCGATAGGTT 
TCTTCGACTTCATTGTGGCCTTTGGGTGAGGAGAAAGGCTGGCTATAAGAAAAAATTATGGAAAAAGACACCTGC 
AAGGAAGAAGCGAXXGAGGGAAXXXGXAXXCXGCAAXAAAACCCAGAGXAAACXCXXAGAXAAAAXGACGACGXC 
CXXCXGGAAGAGGCGAAACXGGXACGXXGAXGAXCCXXAXCAGAAGXAXCAXGAXCGAACAAACCXGAAAGTATA 
GAXCAGAAGXXXCACXXGXXXCXCAGXXAXXGGAXAXGXAXCXXXGXGXACAXAXCXXXGCAAAAATGGAXAAGX 
ACAAAACTTGATGTAAATTGTACCAATGAATACGTAAACATACAGTGACAACATTAAACrTAGAAAAGTTTTAAA 
ACTTAATGGATCAGACTTTGCCAGATTTGGTTAGGGAAACAGAAATTTAGAATGGTGCATTATTTTTAACAAATG 
GTATTGGCTTAACTAGTTGTTTCAGTTATGCTCTTTTAGTTGCAAGGAATCXCAAGTGGGACAAACATAAAAAGA 
CTCAAAAGCTACAAGTTAGCTCAAGCAATGTGACATTATTrCAAGGATATGTGCCAGGGAArTCAGGAACCACCT 
CACCAACCCCATCTCCCACTCAGAAArCACCTCCCAGCCTCAGGAAGAGTAGAAATTGGGTGGTGCTCCXCAGCA 
GGGGAAGGXGGAXGXXXAGGCXXGGGCXCXGCAXGCAXGXGACXXGCXXCXXXXXGCAXXGTXAACXCCAXXCXC 
TCTATTCACCAACTTCTCTACACAGCTTTTGCATACTTACAGTTTCTGTTCCTTTGTAATAACTTTAACTTGCAC 
CTTTGAGGTTCTrTTCTACATGATGACCTTCAGCTCCTGCTGCTAGTCTCCAATTGCCAAGGGAATTTAACTGGG 
CCAGACXACCXXXXXAXACXAGGXCXGGXXGGGXCAXXGXCXAGAGXAGGGAXXGGCXGXCCXXAAGXCAGGAGC 
CCGCTTTGTATTAGCAGGTTTGCATGCAGCAAAAAAACAGTTATGTGAGCAGTTTCACTTGGAGGTTCACATGGG 
GTGGCAGCACACTTAACATCTAACACACCAGGTTCATTGTGTTCATAACACTTGTCATTTACTGTAACAACATTT 
TTTCATAGGAGAGTAAATAGCCCTTCAGCATGCTCATTCATGAAACAGAAGAGGCTGTACAAGTGAAGACAAGGG 
CXXXXXAXGCAAGXXXXGAAAGAXAGGXAXXXAXXXXXXCXAGAGACAGGAGXXXXGCXCXGXXGCCCAGGCXGG 
AGTGCAGTGGTGCAATCATAGCTCATTGAAGCCTCGCACTCCTGGGCTCAAGTGGTCCTCCTGCCTCAGCTTACT 
GAGTAAGGATATGTATTTCTTAAAAGTTAGXTTATCCACTTCAGATTTCATGTTTTCATTTGTAAGGATAAACTT 
XXCCCACAAAXXXXCAACAAXCAXXGXAGAAACXAAGGGGGAGAAAGXAAXCXCAGXXGXXXXAGAAACGAAAAA 
GXXAAGCAXXGXXXACXXGAAGXGGGCAGGGAAGCAGCACXGAGXAAAGTXCAAXXGAGXGGTXACAGXCXAGGG 
CAGXGGXXCCCAACXCXCCGAXCAGAAXCAXCXGGGAAGCAXXXXCAAACAGCAAAGTACXXXGAAAACCAXXAX 
XAAAXAGAAXXAXGCAXGAAXXACXGXXXCAGAXCCXXXAAXGXGGXAGXXGGXAATAAXAAGAXGAAAXXCCXC 
XGXXGXXAGXAAAAXXAXGAAAXXGAAGXXCXGCAGCAXGXCAGGCCAGGAXXAXXAGGGAGAXXCCXCGAAACX 
AGXGXGXGXXXAXXAAAAGGAGAAAGGAXAACAAXAGAAXGXXCXAAAACCAGAAGXCCAAGXGCGXGXCXACXX 
AXGGGACCAAXAAAXAAAGAACAGACATXXGATXXGAGGXGAGGXAAAAGCCXGAAACAXGGAAXGGCAXXCXGX 
XXXGAXGGAXXXXCAXXXCXXCGCACXXCXGAGACGGCAAAGCCAACCACXXAGAAGCCXXCCACAXCXXXGXCA 
CCXGCCXGGCXCCXGCXCXCXGAXGXACCXCXGGGTAGXGAGAXGGAAAXGGXGCCXGCAGAAGXXGGGGAGAAG 
GAXACXXXXGCACAGCCXCCAXGAXGXCXXXAXXGCAAAXAXGGAXGACAAGGGXCXCXGXXACAGGGGCCXCAG 
AGCACCXXCGXXXCXCCXCXAGACCAGGGACAGGTGXAGAGAXAAGGACXGGCAACCAGAGCCXCAGCAXCCAAA 
GAXGGACXGAAGXGGGAXGGCXGACAGGCACATAACXXACGGGAAAGGGAAXXXCAXACAXACGAXXXXXGXXXX 
GXGGGXAGGAGGGCXXAXCAXCAACACXGAXXXXAXAAXCXGACAAXAAAXGXCXXXCAXXAAAGAGXXXACCXA 
AAXGAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 1028 

MAASAFAGAVRAASGILRPLNILASSTYRNCVKNASLISALSTGRFSHIQTPWSSTPRLTTSERNLTCGHTSVI 

LNRMAPVLPSVLKLPVRSLTYFSARKGKRKTVK^ 

NKTQSKLLDKMTTSFWKRRNWYVDDPYQKYHDRTNLKV 
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FIGURE 1029 

GGCGCCGGGGGACACGTTGGCTGCGTTTTCGGCGGGCCTCCCGGGTACAAAAMGGCTGTGGCTAGCGATTTCTA 

CCTGCGCTACTACGTAGGGCACAAGGGCAAGTTTGGGCACGAGTTTCTGGAGTTCGAATTTCGGCCGGACGGAAA 

GCTTAGATATGCCAACAACAGCAATTACAAAAATGATGTGATGATCAGAAAAGAGGCTTATGTGCACAAGAGTGT 

AATGGAAGAACTGAAGAGAATTATTGATGACAGTGAAATTACAAAAGAAGATGATGCTTTGTGGCCTCCCCCTGA 

TAGGGTTGGCCGACAGGAGCTTGAAATTGTAATTGGAGATGAGCACATATCTTTTACCACATCAAAAATAGGTTC 

TCTTATTGATGTAAATCAGTCAAAGGATCCTGAAGGCCTTCGAGTATTTTACTATXTGGTACAAGACTTGAAATG 

TTTAGTTTTCAGTCTTATTGGATTACACTTCAAGAXTAAACCAATTJPAAATTGTATGTTTTCAGGCTGTTTGTAT 

ATTTAATTAAGGGATGGGAGGGGTTATTTGTCATTTACAGTATTGGGGTTTTTATGAATGTGAAGCAAACAAAAA 

AAATTTGTATGTAAACXGAAAATAAGAAAATACATTAGCAAGCTTAATGGTTATCCTTACTTGAGTCCACATGGG 

TTGGACAGTCCCCACACACATTAAATTCTGTAAATGAAAGCCACCTTTTGTTAAAAATTTGCTCTAATAAAACAT 

ACCAAATCCTGGTTGCAGAGTAGTTTTTTGTTTTTTCCAGGAGGCTATGTCTCTAATTCACTTTAGAGATAATAA 

GAAATTGXTCTGGTAGATACATCCTGTGACAGAAGATACTTTAGGTGGAACTATGTAGCCAGATTCCCATCCATG 

AAAGGCAAGXGXAGAXXGXCCCIXAIXXCCXXCAXACAXGAIXGGAXIIAAIXIIGGGGGGCIXAXACAAGGXCX 

AGIITTIXXXXACAGXIAXGACAAACCCCXCAGGGAXXAXXCACAXIXAAAXAXXXICAGXXACAAGCAGXGAGG 

TCCTAAAGTGTTACAAGAGTACAGTCTACCCCATGTTAGGCATATCTTTGATTATGTCTTTATTCCTTATTTCAC 

AATGTATTTGGTGTGTAGGGGAGGGGGGAGAACTAAATGAGTTTTCAGCTTTAXAAATTGTTAAACATTTAGACA 

AACATAXAXGXAXGIAXGAAXGXACAXAAAXAXIXIIAACICCXAXXGACCACGAGXCXCACIXCAGXXICCCAG 

XICCTXXCAACCXCIIICIGAIAGAIXICCXCIXXCAIIACIXXIAGXAACCAIGXXCCIXGIIICCIIXIAIIC 

XXCCATCIGAAGCCCCACICXIAAAAAGXXGCACXGIICCAGXAGIIAXAAICCACXIGCCCIAGGAACAAGXIA 

GCACTGAAXXIXGGGXGGAAXAAIIAGIXXCIGAAGGCXIGCCAGGACCCCXGAGCAGGXAGGCXCIAGAGICGG 

GCAGTCCAAXAACIIIXIIGCAAXAAXGGAAACGICCIAIGIGCAGXCCAAXAGGGXAGCAACIGGCCAAAXGAG 

GCCIACIGAXIACXIGAGGIGXGCCIXGXAXAACXGAAIIIAXGGXGCXAXXIAAACAAXIIIIXXCXAACGXGA 

AAAGGAXAAAACAXAAAAAACXCIXGAGAACXAXAAAGIGAACACCXAXAXGCCIACCCCIACCXAGAIXCXAXA 

CTTAACATCTTTTTTACTGTAATATCTCTATTATAATAAATCTTGGTTTTTCACTTAACTGGTGTAATTGGTGCC 

AATAAACTACTTTTTTTGTAGTGCTATTTAATTTTGATTAAATTTAGATAGCCACGTGTCTAGCGGCTACCGTTT 

GGACAGTATAGCTCTAGAGCATGGCTTGGTAACCTGTTTGCCATGGAGCACTAGATGGTCCTXTTCACTCCTCAA 

AATGCATGCCCATTGCCTTCAGGTTTGCCATGGAAAGTCAAATGATTTCCACTTCAXTATGCAAGTACGCTATCA 

TCTTCAGGTCTTTTGTATGTAAAATGTTTCTGTTCCAGTTGTAGACCTXGATGATTGTGCAGTATGAAATCGTAT 

TGTAATTTTCTTGCATTTAGATGTCAACCTCAGAAACAGGAACAATCGTCTTTTGAACTTCCAGTAGGCCCACAG 

TXGTTGGTTGTTCCTCAAAACAGGTTGTGGCTCCTGTTGAATAAGATGATCCATTAAAAACTGAACAAGGTTGAG 

GAGAAATAGTGCTTACGTTGAAAAATCTTTAAGTCTTTGTCCCCGTTCTCTAACTTCCTTACGTTTTCGTTTATT 

TAGCTCCATCCCCACTATCTACTAGAATTTCTCATATTTAAACCAAGATGGGAGACTAGGTCATTAGGAAAATAT 

TACCGTCTACAATTTTCTTATACTTTGATCTGTCTTTTATTTGATTGTAAGTTGCTGATGGACAGXGATCATTAG 

AAACTGAATTTTGTATAATACTAGTTTTATATGAAACTAGATATTTATTGCGCTCAGGrTATGTrCCTTTTACCT 
CCTTCCTTAATAAAGAGACCACTTGAAAX 
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FIGURE 1030 

MAVASDFYLRYYVGHKGKFGHEFLEFEFRPDGKLRYANNSNYKNDVMIRKEAYVHKSVMEELKRIIDDSEITKED 
DALWPPPDRVGRQELEIVIGDEHISFTTSKIGSLIDVNQSKDPEGLRVFYYLVQDLKCLVFSLIGLHFKIKPI 



WO 2004/043361 



PCI7US2003/035268 



1139/1629 

FIGURE 1031 

GTTGCCGCTGCGCACCTGGCTCAGGTGAGCTGCCCCGCCCCCGCCCGGCGCGAGCCCCAGGTCCTGGCAGCAGCC 
CCTGACCTGTCCAGGTGCCCTGTCCAGCTGACTGCAAGGACAGAGAGGAGTCCTGCCCAGCTCTTGGATCAGTCT 
GCTGGCCGAGGAGCCCGGTGGAGCCAGGGGTGACCCTGGAGCCCAGCCTGCCCCGAGGAGGCCCCGGCTCAGAGC 
C ATGC CAGGTGTCTGTGATAGGGCCCCTGACTTCCTCTCCCCGTCTGAAGACCAGGTGCTGAGGCCTGCCTTGGG 
CAGCTCAGTGGCTCTGAACTGCACGGCTTGGGTAGTCTCTGGGCCCCACTGCTCCCTGCCTTCAGTCCAGTGGCT 
GAAAGACGGGCTTCCATTGGGAATTGGGGGCCACTACAGCCTCCACGAGTACTCCTGGGTCAAGGCCAACCTGTC 
AGAGGTGCTTGTGTCCAGTGTCCTGGGGGTCAACGTGACCAGCACTGAAGTCTATGGGGCCTTCACCTGCTCCAT 
CCAGAACATCAGCTTCTCCTCCTTCACTCTTCAGAGAGCTGGCCCTACAAGCCACGTGGCTGCGGTGCTGGCCTC 
CCTCCTGGTCCTGCTGGCCCTGCTGCTGGCCGCCCTGCTCTATGTCAAGTGCCGTCTCAACGTGCTGCTCTGGTA 
CCAGGACGCGTATGGGGAGGTGGAGATAAACGACGGGAAGCTCTACGACGCCTACGTCTCCTACAGCGACTGCCC 
CGAGGACCGCAAGTTCGTGAACTTCATCCTAAAGCCGCAGCTGGAGCGGCGTCGGGGCTACAAGCTCTTCCTGGA 
CGACCGCGACCTCCTGCCGCGCGCTGAGCCCTCCGCCGACCTCTTGGTGAACCTGAGCCGCTGCCGACGCCTCAT 
CGTGGTGCTTTCGGACGCCTTCCTGAGCCGGGCCTGGTGCAGCCACAGCTTCCGGGAGGGCCTGTGCCGGCTGCT 
GGAGCTCACCCGCAGACCCATCTTCATCACCTTCGAGGGCCAGAGGCGCGACCCCGCGCACCCGGCGCTCCGCCT 
GCTGCGCCAGCACCGCCACCTGGTGACCTTGCTGCTCTGGAGGCCCGGCTCCGTGACTCCTTCCTCCGATTTTTG 
GAAAGAAGTGCAGCTGGCGCTGCCGCGGAAGGTGCGGTACAGGCCGGTGGAAGGAGACCCCCAGACGCAGCTGCA 
GGACGACAAGGACCCCATGCTGATTCTTCGAGGCCGAGTCCCTGAGGGCCGGGCCCTGGACTCAGAGGTGGACCC 
GGACCCTGAGGGCGACCTGGGTGTCCGGGGGCCTGTTTTTGGAGAGCCATCAGCTCCACCGCACACCAGTGGGGT 
CTCGCTGGGAGAGAGCCGGAGCAGCGAAGTGGACGTCTCGGATCTCGGCTCGCGAAACTACAGTGCCCGCACAGA 
CTTCTACTGCCTGGTGTCCAAGGATGATATG TAGC TCCCACCCCAGAGTGCAGGATCATAGGGACAGCGGGGGCC 
AGGGCAGCGGCGTCGCTCCTCTGCTCAACAGGACCACAACCCCTGCCAGCAGCCCTGGGACCCTGCCAGCAGCCC 
TGGGAAAAGGCTGTGGCCTCAGGGCGCCTCCCAGTGCCAGAAAATAAAGTCCTTTTGGATTCTGAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 1032 

MPGVCDRAPDFLSPSEDQVLRPALGSSVALNCTAWVVSGPHCSLPSVQWLKDGLPLGIGGHYSLHEYSWVKANLS 
EVLVSSVLGVNVTSTEVYGAFTCSIQNISFSSFTLQRAGPTSHVAAVLASLLVLLALLLAALLYVKCRLNVLLW 
QDAYGEVEINDGKLYDAYVSYSDCPEDRKFVNFILKPQLERRRGYKLFLDDRDLLPRAEPSADLLVNLSRCRRLI 
WL SDAFL SRAWC SHSFREGLCRLLELTRRP I F I TFEGQRRDP AHP ALRLLRQHRHLVTLLLWRP GS VTP S SDFW 
KEVQLALPRKVRYRPVEGDPQTQLQDDKDPMLILRGRVPEGRALDSEVDPDPEGDLGVRGPVFGEPSAPPHTSGV 
SLGESRSSEVDVSDLGSRNYSARTDFYCLVSKDDM ■ 
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FIGURE 1033 

AGTCTTGGCGGAGGTGACCAAAGCCACGTAATCTCCGTAGTTCGCTCATCCGTCCATGCCAGATGGATTGTGGGG 
AAGGTGATTGGGACAAAAATGCAAAAGACTGCTAAAGTGAGAGTGACCAGGCTTGTTCTGGATCCCTATTTATTA 
AAGTATTTTAATAAGCGGAAAACCTACTTTGCTCACGATGCCCTTCAGCAGTGCACAGTTGGGGATATTGTGCrT 
CTCAGAGCTTTACCTGTTCCACGAGCAAAGCATGTGAAACATGAACTGGCTGAGATCGTTTTCAAAGTTGGAAAA 
GTCATAGATCCAGTGACAGGAAAGCCCTGTGCTGGAACTACCTACCTGGAGAGTCCGTTGAGTTCGGAAACCACC 
CAGCTAAGCAAAAATCTGGAAGAACTCAATATCTCTTCAGCACAGTGAAGCGGGAGTGGAAGAAGGATCTAAAGG 
GAAAAACTGACATGTTTATGTTATGGAAAAAGAAATTTTTCTAAGTTTCATCACAAACTGTGTCCAGTTTCTCTG 
TGGTGTTTATGAAATAGCTAAAAGCAAATGAAGTAAAGGGCATACTATGGTTTTTCACAAAAAAAAAAAAAAAAA 



WO 2004/043361 



PCT/US2003/035268 



1142/1629 

FIGURE 1034 

MSVVRSSVHARWIVGKVIGTKMQKTAKVRVTRLVLDPYL 

HVKHELAE I VFKVGKVI DPVTGKPCAGTT YLE SPLS SETTQLSKNLEELNI SSAQ 



WO 2004/043361 



PCTYUS2003/035268 



1143/1629 

FIGURE 1035 

GGCGCGCTTTCAAACGCTCAGGTTTCCTACCTTCCGGCTGCTTGGGAACTTCTTTCTTGCCCGCCAAGCCCGCAG 
CCACCCGGGCGCGGCGGGACTCCTAGACCCGGCGCTGCGATGAAGAGGACCCGCGACGAGGTGGATGCGACGCTG 
CAGATCGCCAAGCTGAATGCGGCCGAGCTGCTGCCGGCGGTGCACTGCCTGGGCTTCGGCCCTGGGGCCAGCGGC 
GCTGCAGCCGGCGACTTCTGCCTGCTGGAGCTGGAGCCCACGCTGTGCCAGCAGCTGGAGGATGGACACAGTCTT 
GTGATTCGTGGTGATAAAGACGAGCAAGCTGTGCTGTGCAGTAAAGACAAAACATACGACTTGAAGATAGCAGAC 
ACTTCCAATATGTTGCTTTTCATTCCTGGTTGTAAAACTCCGGACCAGTTGAAGAAGGAAGATTCACACTGTAAC 
ATTATTCACACTGAGATCTTTGGTTTTTCTAATAATTATTGGGAATTAAGAAGACGTAGACCCAAGTTAAAGAAG 
CTAAAGAAACTTTTGATGGAAAATCCATATGAAGGACCTGACAGTCAAAAAGAGAAGGATTCAAATAGCTCAAAA 
TATACAACTGAAGATTTGCTTGATCAAATTCAGGCAAGTGAGGAAGAAATAATGACCCAATTACAAGTTCTAAAT 
GCCTGTAAGATTGGAGGTTATTGGAGGATTCTTGAATTTGATTATGAGATGAAACTTCTGAATCATGTAACTCAG 
CTTGTGGATTCTGAATCATGGTCTTTTGGTAAAGTTCCTTTGAACACATGCCTTCAGGAACTCGGACCATTGGAG 
CCAGAGGAAATGATAGAACACTGTCTTAAATGTTATGGGAAGAAATATGTAGATGAAGGCGAAGTTTATTTTGAG 
TTGGATGCTGATAAAATATGTAGAGCAGCAGCACGAATGCTACTTCAGAATGCGGTGAAATTCAATCTCGCTGAG 
TTXCAAGAAGTGTGGCAGCAGAGTGTTCCTGAAGGAATGGTAACTAGTCTTGATCAGCTTAAGGGTTTAGCGCTG 
GTGGATAGACACTCGAGACCAGAAATCATATTTTTGCTGAAAGTAGATGATTTACCTGAGGATAATCAGGAACGT 
TTTAATAGCCTTTTCTCTCTAAGGGAGAAGTGGACAGAAGAAGATATTGCTCCATATATTCAAGATTTGTGTGGA 
GAGAAGCAAACCATAGGTGCATTACTCACTAAATATTCTCGTTCTTCGATGCAAAATGGTGTTAAAGTTTATAAT 
TCGAGAAGACCCATTTCTTAAAAGAACAACAGTCTTTTCTTCAGGACTCAAGTTGCTTTATAAAGTTGCTGGATA 
CAAGAAAAATAACTTGTACTTTTATTTCTGACTTTTAGAAACCTAGTCTTCTAAGGCATTTTTCTCCTCATCTTA 
AGCAXTTTGAAACTACTGTTATTTCTTAAATGTTATAGGATGTAGCTTTAAAATTATATTTGTACTATGTACACA 
GTGTAAACAAGGACAAAAGAATTCTTTCCTATATTATGTCTGAGGTCTCTATGATTTATTTAAAGTTTGGCTTTT 
TATATTTAAAATGTCATTTCTTTACTTAGGATTTGATGTTCTAATCATTAATACACTTAAGTTTTCCAGAGAACT 
AAATAGTAATAGTTTCATAGAAGAGAACTATTTATTCACTTAAATATCATTTCTCAAGTGAGTGAGTTCCCCTCT 
ACTTTTAGCCTTCCACCCAAACTGGAAGCCTCTAGGTGCTATCAATTATTTATATCCATCGTTTACATCCATGAA 
ATTGGCTGAATAATTACTCCTCTGCCTGGCGTAGACATGTGCTTTGGGAAAAAAACGAGTTTATAATCCTATAAT 
GAAGAATACTGGCACAGGCAATGCTCACTCGAAAACTTCAAGTAATTTCTAGTTGGTTTTGGAATGCTTGATAAA 
GTTCCTTTACAGCTTTATTTTCCTGATTTGTTTTGGTTTAGATCAAAGTTCAAATTAATTTTAACTTAGCTAATG 
AACTCATCACCAGGACAGTTGGAGGGGGTAGGCCGAGGTTAAATGGTCCACGTTTCAAAAATGTTAATGGCTAAT 
CCATAATTAAAGAAGGTTTAACTGTTACTGAAGTTTACAAGTTTTATTGTCATGAACATGAAATACAAACACGAT 
GGCTTCGAAATGTCTTTCAATAAATGTTTCTGCATTTAAAAAAAAAAAAAAAAAAAA 
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FIGURE 1036 

MKRTRDEVDATLQIAKLNAAELLPAVHCLGFGPGASGAAAGDFCLLELEPTLCQQLEDGHSLVIRGDKDEQAVLC 
SKDKTYDLKIADTSNMLLFIPGCKTPDQLKKEDSHCNIIHTEIFGFSNNYWELRRRRPKLKKLKKLLMENPYEGP 
DSQKEKDSNSSKYTTEDLLDQIQASEEEIMTQLQVLNACKIGGYWRILEFDYEMKLLNHVTQLVDSESWSFGKVP 
LNTCLQELGPIiEPEEMIEHCLKCYGKKYVDEGEVYFELDADKICRAAARMLLQNAVKFNLAEFQEVWQQSVPEGM 
VTSLDQLKGLALVDRHSRPEIIFLLKVDDLPEDNQERFNSLFSLREKWTEEDIAPYIQDLCGEKQTIGALLTKYS 
RS SMQNGVKVYNSRRP I S 
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FIGURE 1037 

GAGTTTTCATTTGTGGTGAGATTCTCTCCCAGGCCACAAGACATTTCCTGCTCGGAACCTTGTTTACTAATTTCC 

ACTGCTTTTAAGGCCCTGCACTGAAAATGCAAGCTCAGGCGCCGGTGGTCGTTGTGACCCAACCTGGAGTCGGTC 

CCGGTCCGGCCCCCCAGAACTCCAACTGGCAGACAGGCATGTGTGACTGTTTCAGCGACTGCGGAGTCTGTCTCT 

GTGGCACATTTTGTTTCCCGTGCCTTGGGTGTCAAGTTGCAGCTGATATGAATGAATGCTGTCTGTGTGGAACAA 

GCGTCGCAATGAGGACTCTCTACAGGACCCGATATGGCATCCCTGGATCTATTTGTGATGACTATATGGCAACTC 

TTTGCTGTCCTCATTGTACTCTTTGCCAAATCAAGAGAGATATCAACAGAAGGAGAGCCATGCGTACTTTCTAAA 

AACTGATGGTGAAAAGCTCTTACCGAAGCAACAAAATTCAGCAGACACCTCTTCAGCTTGAGTTCTTCACCATCT 

TTTGCAACTGAAATATGATGGATATGCTTAAGTACAACTGATGGCATGAAAAAAATCAAATTTTTGATTTATTAr 

AAATGAATGTTGTCCCTGAACTTAGCTAAATGGTGCAACTTAGTTTCTCCTTGCTTTCATATTATCGAArTTCCr 

GGCTTATAAACTTTTTAAATTACATTTGAAATATAAACCAAATGAAATATTTTAACTGATAAAAAAAAAAAAAAA 
AAATAAAAAA 
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FIGURE 1038 

MQAQAPVVWTQPGVGPGPAPQNSNWQTGMCDCFSDCGVCLCGTFCFPCLGCQVAADMNECCLCGTSVA^3RTLYR 
TRYGIPGSICDDYMATLCCPHCTLCQIKRDINRRRAMRTF 
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FIGURE 1039 

GGAAGAAAACCTGAAAAAGACCCCAAAGAAGAAT ATG^ AAATGGTAACTGGAGCCGTAGCGTCGGTGCTGGAAGA 
CGAGGCCACAGACACTTCTGATAGTGAAGGAAGCTGTGGATCGGAAAAGGACCACTTTTATTCTGATGATGACGC 
AATAGAAGCTGACAGTGAGGGTGATGCTGAGCCCTGTGACAAAGAAAATGAAAATGATGGAGAATCAAGTGTTGG 
GACTAATATGGGCTGGGCAGATGCTATGGCTAAAGTCCTCAACAAGAAAACTCCTGAAAGTAAACCTACTATTCT 
GGT C AAAAATAAGAAGC TGGAAAAGGAAAAAGAAAAGT T AAAGCAAGAAAGACTAGAGAAAAT AAAAC AGC GTGA 
TAAGAGGCTGGAGTGGGAAATGATGTGCAGAGTAAAGCCAGATGTTGTCCAAGACAAAGAGACAGAGAGAAATCT 
TCAGAGAATTGCAACAAGGGGTGTGGTGCAATTATTTAATGCTGTTCAGAAACATCAAAAGAATGTTGATGAAAA 
GGTTAAGGAAGCTGGAAGTTCTATGAGAAAGCGTGCTAAGTTGATATCAACTGTTTCCAAGAAAGATTTCATCAG 
TGTTTTGAGAGGGATGGATGGAAGTACAAATGAGACTGCTTCAAGCAGGAAGAAACCAAAAGCCAAACAGACTGA 
AGTGAAATCAGAAGAAGGCCCAGGTTGGACGATCCTACGTGATGATTTCATGATGGGAGCATCTATGAAAGACTG 
GGACAAGGAAAGTGATGGGCCAGATGACAGCAGACCAGAATCTGCAAGTGACTCTGATACA TAAA GCATCATAGG 
AAATACAATTGCAGTCGTTTTATTTTTTCTAGAAAAATATGTCATCCTCTGATAGTTGGGGAATTATAAGGATAC 
CATTTGTAAGAAAGCCAAAAGACTTTTGCCAGATTTCATATTTCCCCTTTTCATGTACACTTTATATATACTTCA 
TTAAAATTATATTTTAAACCCTTGTATAATTTTAAGCATTGTTCCTCAGAACATTTGTAAAAGGATATATTTCTG 
CTTGACCAGCGAGATGTGCATTTTGCCAGGATCATATTGGTCATGTCTATXGGTGTATTATTTCAGTATCACCAA 
TGTTTTCAGAAATACAGTACTAATTCATCATTAAACTCTTTGAAGTTAATATTTTTCTGCCTTCTAACTTATAGA 
CTCAACTATGTATCTGTAGTTTTTGGGAATGGTTGGTGTTTTTTGCTTTGTGTTGGGAAGTTATTGAGAAAACCT 
ATATAATAAAATTTAAAATTATAGTTTTTCAAA 
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FIGURE 1040 

MKMVTGAVASVLEDEATDTSDSEGSCGSEKDHFYSDDDAIEADSEGDAEPCDKENENDGESSVGTNMGWADAMAK 
VLNKKTPESKPTILVKNKKLEKEKEKLKQERLEKIKQRDKRLEWEMMCRVKPDWQDKETERNLQRIATRGVVQL 
FNAVQPCHQK1WDEKVKEAGSSMRKRAKLISTVSKKDFISVLRGMDGSTNETASSRKKPKAKQTEVKSEEGPGWTI 
LRDDFMMGASMKDWDKESDGPDDSRPESASDSDT 
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FIGURE 1041 

GCTGCCGCCCCGCACTCGGGCGAGCGCGGGAGCCGCACAGTAGACGGAGCGCGCCCGGCCGAGCGGGCCATGGCC 

GCGGGGGCCGCCGCCGCAGGTGGTGGCGCGCGGTGAGGAGAGCGCGGCGCCCCCTCCGGGGCGGATGGAACGCGG 

CTCGGCGGGCGGGCAGTGCCGGCGTCCGCGGCTGGAATGGTGCTGGCTGTGTTGGTCGGTGCCTGCGTTCTGAAG 

CCCGAGAGGAGCCACAATGGAGACGCCGCCGCTGCCTCCCGCATGCACAAAGCAGGGTCATCAGAAGCCTCTCGA 

TTCAAAAGATGATAATACCGAAAAACACTGCCCAGTGACAGTGAATCCTTGGCATATGAAGAAAGCTTTCAAAGT 

CATGAACGAATTAAGAAGTCAAAATTTGCTGTGCGATGTCACAATTGTGGCAGAAGACATGGAAATTTCTGCTCA 

TAGAGTGGTGCTGGCCGCCTGTAGTCCTTATTTTCATGCCATGTTTACAGGTGAGATGAGTGAGAGCCGAGCAAA 

GAGAGTTAGAATAAAAGAGGTAGATGGCTGGACCCTGAGGATGCTAATTGATTATGTTTACACTGCAGAAATTCA 

GGTTACAGAAGAAAATGTACAGGTACTTCTCCCAGCAGCTGGTCTCTTACAGTTACAGGATGTGAAGAAGACTTG 

TTGTGAATTTTTGGAATCCCAGCTTCACCCTGTCAACTGCTTAGGAATCCGGGCTTTTGCTGATATGCATGCATG 

TACTGACCTTCTGAACAAGGCCAACACCTATGCAGAGCAACATTTTGCAGATGTTGTACTTAGTGAAGAATTTCT 

CAATCTTGGCATCGAACAAGTGTGCAGCTTAATCTCAAGTGACAAACTTACCATTTCTTCAGAAGAGAAGGTATT 

TGAAGCAGTAATAGCATGGGTGAACCATGACAAGGATGTGAGGCAAGAGTTTATGGCCCGACTGATGGAACATGT 

ACGGTTACCTTTGCTTCCTCGGGAATATTTAGTTCAGAGGGTTGAAGAGGAAGCATTGGTCAAGAATAGCAGTGC 

TTGCAAAGATTACCTCATTGAAGCAATGAAGTACCATTTGCTGCCAACAGAGCAGCGTATATTAATGAAGAGTGT 

CCGGACCCGGCTGAGGACACCCATGAACCTTCCCAAATTGATGGTGGTGGTTGGGGGCCAAGCACCAAAGGCTAT 

CCGGAGTGTGGAATGCTATGACTTTAAAGAAGAAAGGTGGCACCAAGTAGCAGAGTTGCCTTCCAGGAGGTGCAG 

GGCAGGCATGGTCTACATGGCTGGACTTGTTTTTGCTGTTGGTGGCTTTAATGGCTCATTAAGAGTTCGCACTGT 

AGATTCCTACGACCCTGTGAAGGACCAGTGGACCAGCGTTGCTAACATGAGAGACCGGAGAAGCACTTTGGGAGC 

TGCTGTGTTAAATGGATTATTATACGCTGTGGGAGGCTTTGATGGGAGTACAGGTTTGTCATCTGTGGAAGCATA 

CAACATAAAGTCTAATGAGTGGTTTCATGTAGCTCCCATGAATACAAGGAGGAGCAGTGTTGGTGTGGGTGTTGT 

TGGAGGTTTGCTCTATGCTGTAGGAGGTTATGATGTAGCATCACGTCAGTGTCTTAGCACAGTAGAATGCTATAA 

TGCTACAACAAATGAGTGGACCTATATAGCAGAAATGAGCACCAGGCGGAGTGGAGCAGGTGTTGGTGTGTTAAA 

CAATTTATTGTATGCTGTAGGAGGTCATGATGGCCCTTTAGTACGAAAAAGTGTTGAAGTATATGATCCCACCAC 

TAACGCATGGAGACAGGTTGCAGATATGAACATGTGCAGAAGAAATGCAGGAGTTTGTGCAGTTAATGGTCTGTT 

ATATGTTGTTGGAGGGGATGATGGTTCCTGTAACTTGGCGTCAGTAGAATATTATAACCCAACAACCGATAAATG 

GACAGTTGTGTCATCGTGTATGAGCACAGGGAGAAGTTATGCAGGGGTCACAGTTATTGATAAACGATTATGAGC 

CTGAAGGACATTTTCAGCATATTTATACATGAGAAACAGCCTTCAACAAGTATTTGTGAAGTGACTGAGAATCTA 

GCACTTCTCCACTTGTAGCTGCACTTTAAGTCTCAGCAGAAGATACGATCGTCTGCCTTTATAGGCCTCAGATAC 

TGAAGATTATTTTTGGTAGAAGCACCGTGTAGGCTTTTTCTGCAATGAGCAGCAGCTGACTGAATTTTCATAAGA 

AACTTGGACTGCAGGACTTAATCTGTAGTCTTTAGACAACAGTTGCTTTCATAAAGACTAGTTCTTATCAACCTT 

GAATGACTACAGATTATTTTGTGAAGGAGGATGAAGTAATGTGTGTTCTTGTAAAATTAAATTTTATCTTTATTT 

CTTCTAAAAATCTGTATACCAGGAACTGAAAATCTTTGAACAGATATTAAAATCTACGTAAGTATACAAACTAGT 

TGAGGGATACACTGTTTGCTTTTATAAAATAACTTTGATTACATGAATATAATAAATTATGTGCATATAAATGTG 

TGTCTATATGCTTTCCTTTAAATATGTTTGAAAAGATGTTTGAAACTTGATTATACTATTTATAATTGGCACAGT 

ACTTTGAATTATGCCAGTACTACATTGTAAAACAGAGTTGTATTTTTTGATATTTAACAATGCTTAACACTTTAA 

ATGCCACTTCTGAGGAATGGACCTGGTGTAACACACTTGAATATGTGTGATGCCAAACTTTTTAAAATACAATAT 

AAGTTATGCTTATTTATTATTTTCTTTAGTTTAATCTTGGTCATGTTTTGGTGTGTATTTTTAATTTTTTTCTTA 

AATTAACACTTTGGCATGAACATTACTGCAGGTTTTTGATGAATATAATGAATGTATGGAATTCAATTGAATTTG 

CATGGTCTTCGGAATTTTTTCTGTGTGTATAAATTTAGCTGCTATTAACAGAAGAGAGAACTTTCTGTGAGTAGC 

CATGTGTGTTGATCAGATACAGTTTTTCTGAGATCTTCAATTAATCTCACTTTAAAAATGACCAAAACATGTCTT 

TCTTGAATTAACTTTGAATAAAAGTTTGTATATTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGAAAAA^ 
AAAAAAAAA 
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FIGURE 1042 

METPPLPPACTKQGHQKPLDSKDDNTEKHCPVTVNPWHMKKAFKV^ELRSQNLLCDVTIVAEDMEISAHRVVLA 
ACSPYFHAMFTGEMSESRAKRVRIKEVDGWTLRMLIDYVY^ 

SQLHPVNCLGIRAFADMHACTDLLNKANTYAEQHFADWLSEEFLNLGIEQVCSLISSDKLTISSEEKVFEAVIA 

WVNHDKDVRQEFMARLMEHVRLPLLPREYLVQRVEEEALVKNSSACKDYLIEAMKYHLLPTEQRILM^ 

TPMNLPKLMVVVGGQAPKAIRSVECYDFKEERWHQVAELPSRRCRAGMVYMAGLVFAVGGFNGSLRVRTVDSYDP 

VKDQWTSVANMRDRRSTLGAAVLNGLLYAVGGFDGSTGLSSVEAYNIKSNEWFHVAPMNTRRSSVGVGVVGGLLY 

AVGGYD VASRQCLS TVEC YNATTNEWT Y I AEMS TRRS GAGVGVLNNLL YAVGGHD GP LVRKS VE VYDP TTNAWRQ 

VADMNMCRRNAGVCAVNGLLYWGGDDGSCNLASVEYYNPTTDKWTWSSCMSTGRSYAGVTVIDKRL 
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FIGURE 1043 

AGAAAXCAACXGCXXAGCCGGGXTGXXAGGAGGAXCXGAXGAGACXAGGAXGXGAGXXGAAACXGCXGXGCCAGG 

CACACCTGTGTGGGTCTCACTTGTGCCAGGCATACCTGCGTGGGTCTCACCTGTGTAGGTCTCACCTGTGCCAGG 

XGTACCTGTGTGGGTCTTACCTGTGCAGGXCTCCTGATGCAGGTCTCACCTGTGCCGAGTGTACCTACCTGTGCG 

GGTCTCACCTGTGTCAGGCGTACGTGTAGGGGTCTCACCTGTGAACGTCTCACCTGTGCCAGGTGTATACCTGXG 

TGGCTCTCACTTGTGTGGGTCTGGTATGTGACAAAGGCCTGGGAATTGGCAGCTGTCATCTGCCAGGAGCAGACC 

CTGAGCCAAGTXCCCTGTGCCTTAGGCTCATTTCATGCCCTCAGCTCTGGGAGGCCAATCCCTTTACTGCCACAT 

XXXAXAAAXGGAAGACXGAGGXXAAGCAGXGGGCCCAGGGCCAXAGAACAGCXGAGCXGXGGAGCTGGACAXCGA 

CCXXGGGCAGGXGCXGCCAGGGGCCXGAGCCCAGGCCCXCCACXCCCGCAXCCXCXGAXGACCCAXCCXGGGXGA 

GXGGAGGCAXCXGCCCGCGCCAGXCAGGCCCAGXGGXGA5PGGCCCCCAXGCCCACAGGACAGAAGCXGCXGGACX 

CACXGGCAGAGACCXGGGACTXCXXCXXCAGTGACGXGCXGCCCAXGCXGCAGGCCAXCXXCXACCCGGXGCAGG 

GCAAGGAGCCAXCGGXGCGCCAGCXGGCCCXGCXGCACXXCCGGAAXGCCAXCACCCXCAGXGXGAAGCXAGAGG 

ATGCGCXGGCCCGGGCCCAXGCCCGCGXGCCCCCXGCCAXCGXGCAGAXGCXGCXGGXGCXGCAGGGGGXACAXG 

AGXCCAGGGGCGXGACXGAGGACXACCXGCGCCXGGAGACGCXGGXCCAGAAGGXGGXGTCGCCAXACCXGGGCA 

CCXACGGCCXCCACXCCAGCGAGGGGCCCXXCACCCAXXCCXGCAXCCXGGAAAAGCGCCXCCXCCGCCGCXCCC 

GCXCGGGGGACGXGCXGGCCAAGAACCCXGXGGXGCGCXCCAAGAGCXACAACACGCCXCXGCXGAACCCCGXGC 

AGGAGCACGAGGCGGAGGGCGCGGCGGCCGGCGGXACCAGCAXCCGCXGGCACTCXGXGXCGGAGAXGACGXCCX 

GCCCCGAGCCXCAGGGCXXCXCCGACCCGCCCGGCCAGGGCCCCACCGGGACCXXCAGGTCCXCCCCGGCGCCCC 

ACXCAGGGCCCXGCCCCAGCAGACXGXACCCCACGACCCAGCCCCCXGAGCAGGGCXXGGATCCCACCCGCAGCX 

CCCTGCCCCGCXCCAGCCCGGAGAACCXGGXGGACCAGAXCCXGGAGXCCGXGGACXCGGAXXCTGAAGGGAXXX 

XCAXXGACTXXGGCCGGGGCCGGGGCXCTGGCATGXCCGACXXGGAGGGCXCXGGGGGCCGGCAGAGXGXCGXGT 

GAGGCCXCACAGCXGGCCXXGAGXTXXXACXGACACGXCCCXGXGXGCGGGGGXGXCCAXGXGGCGXGXGXGXGA 

GXGAGACXXXXXXACXGCGXCCCGXCCCGCCAGCCCXGXCGGCCXCGXCACXGGCCXXGGXCACXXXGXAXXXCX 

GXCXXGGXXGGAAAXACCAXCAGCCXXCCXXGCXCGGCCCAGGXCXGXXXCAGGCAXCXGAGXCAGCGXXXACCC 

AGGGGCCGGGCCAGAGACGGGGGCCGGCCGCXCGCXCCCACGCXCCXCCXGCCCCAGCCCXCXGGXGXCCACACC 

XGCCCACAGAGAAXGXAAACCCAGXGGGCXCXGCCCACGCCGGGCCCCAAAGXGACCAGACXCCAGCACACCXGX 

CXCCXCCXGCCXGGGGXGGCCAXGGGGAXGGAAGGGGGXGGAAXAAAACCXGXCAACCXGAAAAAAAAAAAAAAA 
AAAAAA 
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FIGURE 1044 

MAPMP TGQKLLD S LAET WDFFF S DVLPMLQAI FY P VQGKEP S VRQLALLHFRNAI TLS VKLED AL ARAHARVPP A 
IVQMLLVLQGVHESRGVTEDYLRLETLVQKWSPYLGTYGLHSSEGPFTHSCILEKRLLRRSRSGDVLAKNPVVR 
SKSYNTPLLNPVQEHEAEGAAAGGTSIRWHSVSEMTSCPEPQGFSDPPGQGPTGTFRSSPAPHSGPCPSRLYPTT 
QPPEQGLDPTRSSLPRSSPENLVDQILESVDSDSEGIFIDFGRGRGSGMSDLEGSGGRQSW 
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FIGURE 1045 

TGXCAAAAGCCTGCACACGAGACCCCCGTGGGCCAGGACTGACTTCCTCCCCACACAGGGCTGGGCGGGGCAAGC 
AGGAAGGAGCCTGTTACAGTCAAGGTGACGCATCCTTGCCGGGCCAGCCCGAACAGCAGCTGGGTCGGCAAGCGA 
CAGGAGCACGGGTCATCTTTTCCCCAGAGGCGTCGGAATG3ACCTGTGCCACCCAGAGCCCGCGGAGCTGAGCAG 
CGGGGAGACGGAAGAGTTACAGAGGATCAAGTGGCACCGAAAGCAGCTCCTGGAGGACATCCAGAAGCTGAAGGA 
TGAGATTGCAGATGTGTTTGCCCAAATCGACTGCTTCGAGAGTGCGGAGGAGAGCCGGATGGCCCAGAAGGAGAA 
GGAGCXGTGTATTGGGCGCAAGAAGTTCAACATGGACCCCGCCAAGGGTATCCAGTATTTCATTGAGCACAAGCT 
GCTGACCCCTGACGTCCAGGACATTGCACGGTTCCTGTATAAAGGCGAGGGCCTCAACAAGACAGCCATTGGTAC 
CTACCXGGGGGAGAGGGATCCCATCAACCTGCAGGTCCTCCAGGCCTTCGTGGACTGCCACGAGTTCGCCAACCT 
CAACCTCGTCCAGGCCCTCAGGCAGTTCCTGTGGAGCTTCCGGCTGCCGGGCGAGGCCCAGAAGATAGACCGGAT 
GATGGAGGCCTTTGCCACTCGATACTGCCTCTGCAACCCAGGCGXCTTCCAGTCCACAGACACCTGCTACGTGTT 
GTCCTTCTCCATCATCATGCTCAACACCAGCCTCCACAATCCCAACGTCCGGGACAGGCCGCCTTTCGAGCGCTT 
TGTGTCCATGAACCGCGGCATCAACAATGGTAGCGACCTGCCCGAGGACCAGCTGCGGAACCTCTTCGACAGCAX 
CAAGAGTGAGCCATTCTCCATCCCTGAGGACGACGGCAATGACCTCACTCACACCTTCTTCAATCCAGACCGGGA 
GGGTTGGCTGCTCAAGCTAGGGGGCCGCGTGAAGACGTGGAAACGGCGCTGGTTCATCCrGACCGACAACTGCCT 
CTACTACTTCGAGTTCACCACTGACAAGGAGCCACGGGGAATTATACCTCTTGAGAACCTCTCGGTGCAGAAGGT 
GGATGACCCCAAGAAGCCATTCrGCCTGGAGCTCTACAACCCTAGCTGCCGAGGCCAGAAAATCAAGGCCTGCAA 
GACCGATGGCGACGGCAGGGTGGTGGAGGGCAAGCACGAATCGTACCGCATCTCAGCCACCAGTGCCGAGGAACG 
TGACCAGTGGATCGAGTCCATCCGAGCCAGCATCACCCGTGTCCCCTTCTACGACCTGGTCTCTACTCGGAAGAA 
GAAGATTGCCAGCAAGCAGTGAGATTCCTGGAGGTGGCACTGGGGGCTGGTCACCCTGAGAGTCCCATCGCCTGC 
AGCACCTGGAGACCCACCTCCCACCCCAGTGCACTCTTTTGGGCCACAGACATCATTGCTGTTCCCCGTTACCTC 
GAGCTGACTCTAGAGGGGAAGGCAGAGCTCAGGAGGGTGGGTGGGAGCTGCAGTGGGCTCAGAGTCCAGCAATGA 
GGCCCCCTGGCCTGGGCACCCAGCTGCAGGCCCCTGCCCTACGTGCACTACAGGAAGGGGTGAGGAGAGCAGCCA 
GAGGAAAACCAGCCCCAGAATGCTGCAACTTCTCTTCTCTCTGGACTTCGGTGTCCTCGGCTCTGAAGGCGCTCT 
CTGCACTTAGATGCTGTCAGCCCTCAACGTAGGAGGGGCCGTGGGGTCCCTAAGTGATTCTTCTCCCTGGCAAGG 
CTCTTCCTTTTCAGGGATATCTCTGCCAACCCTTCCCCTGTCCTCGGGTTGGGCTTGGCCCXCTCTGCCTGAGAG 
AGCTCAGCACACACACAGCTCAGACCCACGGACAGGACCCCGGGACAGAACCCCGGGAGCACTGCCCTAGGAGCC 
TGGACCCCACGAGCTCAGTCCCAGCTCTGCCTCTGACTCGCTGTGTACCCTCTGCCAAGTCATGCCCATTCTCTA 
GTTCTTGCAAAACTGCAGTGTTTGGACTAGAAACGTATTGGCCCCTGCTAGCCCTGTGCTCCAGCTTCCAGCTGG 
AGATGGCAGCCGTTATTTGCGGAGCCCAGGCTGACTCCGGATTCAACGTTGCXGGGGAGAGAAAAGCAGTAXAGA 
CTCCACCTTCCAGGATGTCCATTTCGGGGAGAGGAGCAGGTGGGACCCTCAAGAAAATGACGGAGAACATCCCAG 
ACAGATGGGACTCAAGCAGGATGGGTGCTATATCCAAGAAGCCAAGAAGGGAGAGTTTCGTGCACTGTGGTTAAC 
AGGAGGGCCGCCXGGAGGCAGTGGCTGAGCCAGAAAGTAACACAGAGCTCATGCXTGGAGAGATAGAGTCTTGGC 
CATGGCTTTCCTGCAAGACCACTGACGAGCAGTCCCATGGTGATAAAGGGCAGCCCGGCGGGTCCCAGCATCTCG 
AGACCCTCTGCAGAAGTATTATCAGAGTAGAGCTGACTTCCAGTACCCGGGCAGCCAGCTCTGTCTCCAGGGAGG 
CCTGGCCTGGAGGAGGAGTCCACTAACAGGAAACACTTCTCACCCCCTCACACAGGCCCAGGGGAGCCCCTGGAG 
GGAAATTCCTTGGCAGGGGAACAGGAAAXGTGGTCGCCTCTGCCCCACTGCCAGCCTGAGTGGGCAAGGAAGCAG 
GTGGATCCCCCAGAAGGAACCGCAGCTCGCGAGGCACCTCTCCTCGTCCCCACCCACCCCCACATTTGCACACCT 
TCCACAGGGTCAGGATGGAGTAGCTGCCTTGCGAGGTGGTGAGACTCCTGTCTCTGGAGGTCTGCAAGCACTGGT 
AGTGATATTGCAGCAGACAAGGTCTGGGTTGGGCGTCTGCAGGAGGAGACCTTGTGGGACATCTGAGGACATCCG 
CAGATTCTTGTCAGCCTGTGAACTAGGCCCTGCCTCTGTCACCTCATTGGTCCATGAAGGAGCAGCCAGGGGTGG 
XGGAAGGAGCACTGGGCTAGGGGTCAGGGGTCAGAGATTCTGTCCTGCTCCTGGGATGCACTGGCTACTCCCTTA 
GXCTACTCCCTTCCCCTCTCTGGTCCTCAGCTTCCTCCATCATGGAGGAGATGGGATCATGGATTTTCTGGGCAT 
AAGTGGCTGTTCTGGGAGTCATTCCAAAGAGAGAATAAAACTCCXGATCCAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 1046 

MDLCHPEPAELSSGETEELQRIKWHRKQLLEDIQKLKDEIADVFAQIDCFESAEESRMAQKEKELCIGRKKFNMD 
PAKGIQYFIEHKLLTPDVQDIARFLYKGEGLNKTAIGTYLGERDPINLQVLQAFVDCHEFANLNLVQALRQFLWS 
FRLPGEAQKIDRMMEAFATRYCLCNPGVFQSTDTCYVLSFSIIMLNTSL^ 

LPEDQLRNLFDSIKSEPFSIPEDDGNDLTHTFFNPDREGWLLKIiGGRVKTWKRRWFILTDNCLYYFEFTTDKEPR 
GIIPLENLSVQKVDDPKKPFCLELYNPSCRGQKIKACKTDGDGRWEGKHESYRISATSAEERDQWIESIRASIT 
RVPFYDLVSTRKKKIASKQ 
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FIGURE 1047 

GrGTTTTCTGCGTGAGAGGAAAAGATGCTAGAACCACAGGAGAATGGCGTGATTGACCTACCAGATTATGAGCAT 

GTAGAAGATGAAACTTTTCCTCCTTXCCCACCTCCAGCCTCTCCAGAGAGACAAGATGGTGAAGGAACTGAGCCT 

GATGAAGAGTCAGGAAATGGAGCACCTGTTCCTGTACCTCCAAAGAGAACAGTTAAAAGAAATATACCCAAGCTG 

GATGCTCAGAGATTAATTTCAGAGAGAGGACTTCCAGCCTTAAGGCATGTATTTGATAAGGCAAAATTCAAAGGT 

AAAGGTCATGAGGCTGAAGACTTGAAGATGCTAATCAGACACATGGAGCACTGGGCACATAGGCTATTCCCTAAA 

CTGCAGTTTGAGGATTTTATTGACAGAGTTGAATACCTGGGAAGTAAAAAGGAAGTTCAGACCTGTTTAAAACGA 

ATTCGACTTGATCTCCCTATTTTACATGAAGATTTTGTTAGCAATAATGATGAAGTTGCGGAGAATAATGAACAT 

GATGTCACTTCTACTGAATTAGATCCCTTTCTGACAAACTTATCTGAAAGTGAGATGTTTGCTTCTGAGTTAAGT 

AGAAGCCTAACAGAAGAGCAACAACGAAGAATTGAGAGAAATAAACAACTGGCCTTGGAAAGAAGGCAGGCAAAG 

CTGCTGAGTAATAGTCAGACCCTAGGAAATGATATGTTAATGAATACACCCAGGGCACACACGGTTGAAGAGGTT 

AATACTGATGAGGATCAAAAGGAGGAGTCAAATGGATTAAACGAAGACATTCTGGACAATCCATGTAATGATGCT 

ATTGCCAATACTTTAAATGAAGAGGAAACACTGCTGGACCAGTCTTTTAAAAATGTGCAACAGCAACTTGATGCT 

ACATCCAGAAATATTACTGAAGCTAGATAAGTTTCCATTAAGAGAAAATGTATCTGTTAAGTCATCGTCCTGCAA 

GCTTGGCGTTACTATGTATTTTTTCTTCTTGGAGTGAAAAXCCTTAGATAGTAAAACTGTTATAGATTATTGTTT 
AAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 1048 

MLEPQENGVIDLPDYEHVEDETFPPFPPPASPERQDGEGTEPDEESGNGAPVPVPPKRTVKRNIPKLDAQRLISE 
RGLPALRHVFDKAKFKGKGHEAEDLKMLIRHMEHWAHRLFPKLQFEDFIDRVEYLGSKKEVQTCLKRIRLDLPIL 
HEDFVSNNDEVAENNEHDVTSTELDPFLTNLSESEMFASELSRSLTEEQQRRIERNKQLALERRQAKLLSNSQTL 
GNDMLMNTPRAHTVEEVNTDEDQKEESNGLNEDILDNPCNDAIANTLNEEETLLDQSFKNVQQQLDATSRNITEA 
R 
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FIGURE 1049A 

CGCXCGGAAAGXXCAGCAXGCAGGAAGXXXGGGGAGAGCXCGGCGAXXAGCACAGCGACCCGGGCCAGCGCAGGG 
CGAGCGCAGGCGGCGAGAGCGCAGGGCGGCGCGGCGXCGGXCCCGGGAGCAGAACCCGGCXXXXXCXXGGAGCGA 
CGCTGTCTCTAGTCGCTGATCCCAAATGCACCGGCTCATCTTTGTCTACACTCTAATCTGCGCAAACTTTTGCAG 
CTGTCGGGACACTTCTGCAACCCCGCAGAGCGCATCCATCAAAGCTTTGCGCAACGCCAACCTCAGGCGAGAXGA 
GAGCAATCACCTCACAGACTTGTACCGAAGAGATGAGACCATCCAGGTGAAAGGAAACGGCTACGTGCAGAGTCC 
TAGATTCCCGAACAGCTACCCCAGGAACCTGCTCCTGACATGGCGGCTTCACTCTCAGGAGAATACACGGATACA 
GCXAGXGXXXGACAAXCAGXXXGGAXXAGAGGAAGCAGAAAAXGAXAXCXGXAGGXAXGAXXXXGXGGAAGXXGA 
AGATATATCCGAAACCAGTACCATTATTAGAGGACGATGGTGTGGACACAAGGAAGTTCCTCCAAGGATAAAATC 
AAGAACGAACCAAATTAAAATCACATTCAAGTCCGATGACTACTTTGTGGCTAAACCTGGATTCAAGATTTATTA 
TTCTTTGCTGGAAGATTTCCAACCCGCAGCAGCTTCAGAGACCAACTGGGAATCTGTCACAAGCrCTATTTCAGG 
GGTATCCTATAACTCTCCATCAGTAACGGATCCCACTCTGATTGCGGATGCTCTGGACAAAAAAATTGCAGAATT 
TGATACAGTGGAAGATCTGCTCAAGTACTTCAATCCAGAGTCATGGCAAGAAGATCTTGAGAATATGTATCTGGA 
CACCCCTCGGTATCGAGGCAGGTCATACCATGACCGGAAGTCAAAAGTTGACCTGGATAGGCTCAATGATGATGC 
CAAGCGTTACAGTTGCACTCCCAGGAATTACTCGGTCAATATAAGAGAAGAGCTGAAGTTGGCCAATGTGGTCTT 
CTTTCCACGTTGCCTCCTCGTGCAGCGCTGTGGAGGAAATTGTGGCTGTGGAACTGTCAACTGGAGGTCCTGCAC 
ATGCAATTCAGGGAAAACCGTGAAAAAGTATCATGAGGTATTACAGTTTGAGCCTGGCCACATCAAGAGGAGGGG 
TAGAGCTAAGACCATGGCTCTAGTTGACATCCAGTrGGATCACCATGAACGATGTGATTGTATCTGCAGCTCAAG 
ACCACCTCGATAAGAGAATGTGCACATCCTTACATTAAGCCTGAAAGAACCTTTAGTTTAAGGAGGGTGAGATAA 
GAGACCCTTTTCCTACCAGCAACCAAACTTACTACTAGCCTGCAATGCAATGAACACAAGTGGTTGCTGAGTCTC 
AGCCTTGCTTTGTTAATGCCATGGCAAGTAGAAAGGTATATCATCAACTTCTATACCTAAGAATATAGGATTGCA 
XXXAAXAAXAGXGXXXGAGGXXATAXAXGCACAAACACACACAGAAAXAXAXXCAXGXCXAXGXGXAXAXAGAXC 
AAATGTTTTTTTTGGTATATATAACCAGGTACACCAGAGCTTACATATGTTTGAGTTAGACTCTTAAAATCCTTT 
GCCAAAATAAGGGATGGTCAAATATATGAAACATGXCTTTAGAAAATTTAGGAGATAAATTTATTTTTAAATTTT 
GAAACACAAAACAATTTTGAATCTTGCTCTCTTAAAGAAAGCATCTTGTATATTAAAAATCAAAAGATGAGGCTT 
TCTTACATATACATCTTAGTTGATTATTAAAAAAGGAAAAATATGGTTTCCAGAGAAAAGGCCAATACCTAAGCA 
TTTTTTCCATGAGAAGCACTGCATACTTACCTATGTGGACTATAATAACCTGTCTCCAAAACCATGCCATAATAA 
TATAAGTGCTTTAGAAATTAAATCATTGTGTTTTTTATGCATTTTGCTGAGGCATGCTTATTCATTTAACACCTA 
TCTCAAAAACTTACTTAGAAGGTTTTTTATTATAGTCCTACAAAAGACAATGTATAAGCTGTAACAGAATTTTGA 
ATTGTTTTTCTTTGCAAAACCCCTCCACAAAAGCAAATCCTTTCAAGAATGGCATGGGCATTCTGTATGAACCTT 
TCCAGATGGTGTTCAGTGAAAGATGTGGGTAGTTGAGAACTTAAAAAGTGAACATTGAAACATCGACGTAACTGG 
AAATTAGGTGGGATATTTGATAGGATCCATATCTAATAATGGATTCGAACTCTCCAAACTACACCAATTAATTTA 
AXGXAXCXXGCXXXXGXGXXCCCGXCXXXXXGAAAXAXAGACAXGGAXXXAXAAXGGCAXXXXAXAXXXGGCAGG 
CCATCATAGATTATTTACAACCTAAAAGCTTTTGTGTATCAAAAAAATCACATTTTATTAATGTAAATTTCTAAT 
CGTATACTTGCTCACTGTTCTGATTTCCTGTTTCTGAACCAAGTAAAATCAGTCCTAGAGGCTATGGTTCTTAAT 
CXAXGGAGCXXGCXXXAAGAAGCCAGXXGXCAAXXGXGGXAACACAAGXXXGGCCCXGCTGXCCXACXGXXXAAX 
AGAAAACXGXXXXACAXXGGXXAAXGGXAXXXAGAGXAAXXXXXXCXCXCXGCCXCCXXXGXGXCXGXXXXAAAG 
GAGACTAACTCCAGGAGTAGGAAATGATTCATCATCCTCCAAAGCAAGAGGCTTAAGAGAGAAACACCGAAATTC 
AGATAGCTCAGGGACTGCTAACAGAGAACTACATTTTTTCTTATTGCCTTGAAAGTTAAAAGGAAAGCAGATTTC 
TrCAGrGACTTXGTGGTCCTACTAACTACAACCAGTTTGGGTGACAGGGCTGGTAAAGTCCCAGTGTTAGATGAG 
XGACCXAAAXAXACXXAGAXXXCXAAGXAXGGXGCXCXCAGGXCCAAGXXCAACXAXXCXXAAGCAGXGCAAXXC 
TTCCCAGTTATTTGAGATGAAAGATCTCTGCTTATTGAAGATGTACCTTCTAAAACTTTCCTAAAAGTGTCTGAT 
GTTTTTACTCAAGAGGGGAGTGGTAAAATTAAATACTCTATTGTTCAAXTCTCTAAAATCCCAGAACACAATCAG 
AAATAGCTCAGGCAGACACTAATAATTAAGAACGCTCTTCCTCTXCATAACTGCTTTGCAAGTTTCCTGTGAAAA 
CAXCAGXXXCCXGXACCAAAGXCAAAAXGAACGXXACAXCACXCXAACCXGAACAGCXCACAAXGXAGCXGXAAA 
XAXAAAAAAXGAGAGXGXXCXACCCAGXXXXCAAXAAACCXXCCAGGCXGCAAXAACCAGCAAGGXXXXCAGXXA 
AAGCCCXAXCXGCACXXXXXAXXXAXXAGCTGAAAXGXAAGCAGGCAXAXXCACXCACXXXXCXXXGCCXXXCCX 
GAGAGXXXXAXXAAAACXXCXCCCXXGGXXACCXGXXAXCXXXXGCACXXCXAACAXGXAGCCAAXAAAXCXAXX 
XGAXAGCCAXCAAAGGAAXAAAAAGCXGGCCGXACAAAXXACAXXXCAAAACAAACCCXAAXAAAXCCACAXXXC 
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FIGURE 1049B 

CGCATGGCTCATTCACCTGGAATAATGCCTTTTATTGAATATGTTCTTATAGGGCAAAACACTTTCATAAGTAGA 
GTTTTTTATGTTTTTTGTCATATCGGTAACATGCAGCTTTTTCCTCTCATAGCATTTTCTATAGCGAATGTAATA 
TGCCTCTTATCTTCATGAAAAATAAATATTGCTTTTGAACAAAAAAAAAAAAAAAAAA 
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FIGURE 1050 

^RLIFVYTLICANFCSCRDTSATPQSASIKALRNANLRRDESNHLTDLYRRDETIQVKGNGYVQSPRFPNSYPR 
NLLLTWRLHSQENTRIQLVFDNQFGLEEAEND I CRYDFVEVED I SETS T I IRGRWCGHKEVPPRIKSRTNQ I KI T 
FKSDDYFVAKPGFKI YYSLLEDFQPAAASETNWES VTS S I SGVS YNSPSVTDPTLI ADALDKKI AEFDTVEDLLK 
YFNPESWQEDLENMYLDTPRYRGRSYHDRKSKVDLDRLNDDAKRYSCTPRNYSVNIREELKLANVVFFPRCLLVQ 
RCGGNCGCGTVNWRSCTCNSGKTVKKYHEVLQFEPGHIKRRGRAKTMALVDIQLDHHERCDCICSSRPPR 
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FIGURE 1051 

AGTCGCTGTTTGGGACGCTGGGTGTGCGGTGTTCTGTCTCCGCTCCCGTTTCGCTGTCACAGCCCGTTCCTTCCC 

GGAGCCCGGGACAGGCTGGGCGCGCGCCCGTGTGAGTGAGCGGGACTCAGGGCAGAAGTGTCCCCTCACTGCGTT 

TTTTTTTCCTTTTATCCAAAGAACGGGGCAGTTAGTACGCTTGCCTTCCTGTCGCCCGGTTGGGAGCGGGGTTGG 

TGTGCGGAGTGGTTCGCCTTTTTTTCTTTAGAACTTGTGAGCCTTTTTTTTTTTTTTTTTTTCTTTCCTTTTTTT 

AGGCTCAGTGCTGTCCGGGCTGGTTTGCCCGGTCCCTGACTAACGGCTTTCTGCCCCTTCTCTCGCCACCCCTGC 

CCAAGGTCGCCCCTCTGCCTTCGCCCCTGTCCCGGGAGGGTGGGAAGCTTTGACCCCGCCCTGCCCACTCGCGTC 

TCCGCAGCCGTAGCCGCGCCTGTCCCAATATGAATAGGGTCAACGACCCACTTATTTTTATAAGAGATATTAAGC 

CCGGACTGAAAAACTTAAATGTCGTCTTXATTGTCCTGGAGATAGGACGCGTGACCAAAACCAAAGACGGCCATG 

AAGTGAGATCGTGCAAAGTAGCAGATAAAACGGGCAGCATCACTATTTCCGTGTGGGATGAGATCGGAGGTCTTA 

TACAGCCAGGGGATATTATTCGGTTGACCAGAGGGTATGCATCCATGTGGAAAGGATGTCTGACACTTTATACTG 

GAAGGGGTGGTGAACTTCAAAAAATTGGGGATCTAGGTGCGGTGCAGGCAGCCGCAATGCGAGATTCCATACACT 

ACTACCCTGGTAATGATCTCCACCCTGACCTGGAGGAGCCATCCTCTCTAGGGGTGTAAGATTTTGTATGGTTTA 

TTCAGAAGTGCCAAATTTCAGTGAACCCAACCCAGATTATCGAGGACAGCAGAACAAAGGGGCACAGAGTGAACA 

GAAGAATAATTCCATGAATAGTAATATGGGTACAGGTACATTTGGACCAGTGGGAAATGGTGTTCACACTGGCCC 

TGAATCAAGGGAACACCAGTTTTCACATGCTGGCAGAAGCAATGGCCGGGGACTTATAAATCCACAACTACAAGG 

AACAGCTAGTAATCAAACAGTGATGACCACAATAAGTAATGGCAGGGACCCTCGGAGAGCCTTTAAAAGATGACC 

TATGCTAAATACTCATGTGTAGTTTTTATACTACATGCCCTACTTGAACACTTATTGCACTTTTATTTATTGTTA 

ACTGTGAAAAGTACGTCCTTTATTGGGTTTCCTTTTATATTCTTGGTTTGTTAAGAAGAATGGTTTGTTTTTATA 

GCAAAACTGTTAAGCTGCTCGAGTCTCCTGTTGAAGAATGGGAACACTGAAAAGTAGGGGCATTTATTTTTAGAG 

XAAAAAGAT TAT TGGATAGCCTTTAAAAAACCTGCACCCATTTCATGGGTGAGT TACT TAAGACATCAGCTT TAT 

AGCCTCTATGAGTCTATCTTCTGTATAAGTTTTGTAATATTTAACATAAGGCTTAATGGGAGATGTTCTTTTGTC 

TTGTATTCAGATATTGCCAACTAAAGCAATAACCATCAAAAAACACAAGAACTTGTCAATGCTAGCAGTAATTTT 

TGAGTGTTTGTGGCTCTCGGAATGATTGACTTCGTTCAGTGACTACTATTAAGATTTTCCAAGGACTGACTCATC 

CCAAATTTTTGTTGTATTACCAAAAAAACAGATTCCTTATCAGAATTTGGAATAGAATGTGATCTCTATTGCAAC 

AAGTAATTTTAAAAGAAAGCTACATTTATTTTAGAGTAGTGCTCCTAACATGTATTATCAACTTTGTGGATTACA 

TTGGAGGAAAATTTAAAACTGGGGCCTTGAATATTTATTTTTTGAAACTACCATGTTAAATACTGAAGTATAATT 

TGGGGGAGTTATAAAGTTATGATAAACATTCATCTGATTATTTTAAACAATAGTTGTGGTAGATAAACATACTGG 

AGGTGAGTAAAATTGAATTCATATAGTAACATGCAGTCTGAAGTCCTAGTTACTTAATAGGTACTCAGCCTGGAG 

TGAAAATCCTGGGTACTGACTTTGAGAGGAGTGAGTGTGCATGTTGTCAAAGTTTCTGAACACAGTTCACATAGC 

CTTATTAGCAAAAGTTTTAAGAAATGGCTCTATCAAAGAAGCAATTGCAGCTTTATTCAGAAATATAAAAGTGGA 

ATTTATGTACATGTCATAAGTGGTACCCACTTCCCCTTTTTACTGTAGGGTGGATAACTCTTAGGATTTAACTCT 

TTGAATATTATCTCTTGAATAAAGCATGTGTTAATGTTAACAAACCTACGTAATTTTTGCCCTTTCAATGACTTA 

CAGTGGAGAGCCAGTACATCTTAACTACTGTTGTAGTGATGGTATCAACCTCATGGTTACTTAGCTCTGCATTTG 

TTGCTTTGTTTTTTTTCCACTTCAAATCACAAAATAAGTAGATTTTGTTTTCTGAAAACTCCATAGCATTTGAAT 

ACAAAAAGTTGTGCCAGATTGTTTGCCCTAATTCACTGTGTTTAACAAATATTTCAGTACACACTATGTATTAGG 

CACTGTGTGGAAAGTGTTAAGGGGTAGACAAGATACCGAATAATCTCCACAAGTTTATTTGTGGTCTATAGTACT 

TTTGTAACTGGGGTTACAAAAATTATAGAAATTTTTTTCCTTTGTTCATATGCATATTCATGATTATAATTTGGC 

TTTGTTTGTGATTAATGTTTTCTTAAGATTTTCACATTATAGAATACCTCAAAAGAAGTTGTCTAAGGACTGGGA 

TAGAGAGTATGTTTCATAAAATTGTAGATGTTTAGAATTTTTAAAAACCCTACAAATTAGTATATGATTGTTTTA 

TATAAGTAAGATAGGAGCAACACTTTAAATTATTTGTGGGAGAATACAGCATTAAAGGTGATTTTAAAAGAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 1052 

l^RVNDPLIFIRDIKPGLKNLNVVFIVLEIGRVTKTKDGHEVRSCKVADKTGSITISVWDEIGGLIQPGDI IRLT 
RGYASMWKGCLTLYTGRGGELQKIGDLGAVQAAAMRDSIHYYPGNDLHPDLEEPSSLGV 
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FIGURE 1053 

ATTCCCCAACCTGATAGCCCTCCGCGACGCATTACGCACCGCGGACAGCTGGAGAGGCCGAGGCGCTCTCGCTTT 
GATTTCGGCGCCTCCGCCCTCGCGGGGAGAGATTGGCTGCGGCCGCGGGACGGGGTAGTGAGCGCGTCACTTCCT 
GCCGCTGCCAGGCGCGTCCTCCCGCGCGCT ATGA CGGCCAGCGCACAGCCGCGCGGGCGGCGGCCAGGAGTCGGA 
GTCGGAGTCGXGGXGACCAGCXGCAAGCATCCGCGXXGCGTCCXCCTGGGGAAGAGGAAAGGCXCGGXTGGAGCX 
GGCAGTTTCCAACTCCCTGGAGGTCATCTGGAGTTCGGTGAAACCTGGGAAGAATGTGCTCAAAGGGAAACCTGG 
GAAGAAGCAGCTCTTCACCTGAAAAATGTTCACTTTGCCTCAGTTGTGAATTCTTTCATTGAGAAGGAGAATTAC 
CATTATGXTACXAXATXAAXGAAAGGAGAAGXGGAXGXGACXCATGATTCAGAACCAAAGAATGTAGAGCCTGAA 
AAAAATGAAAGTTGGGAGTGGGTTCCTTGGGAAGAACTACCTCCCCTGGACCAGCTTTTCTGGGGACTGCGTTGT 
TTAAAAGAACAAGGCTATGATCCATTTAAAGAAGATCTGAACCATCTGGTGGGATACAAAGGAAATCATCTC TAG 

GTGGCCGAGAAGATTTGATTTTCTTTAAAAAGACAAGAATAAGGTCTGGTTAGGGAATGAAAAATGTATACATTT 
CGGAACAACTCCATTTTATCTAAAAAAGTTCTTGTGATTGCCAGTTTATTTGCAGTCTCTTAATGTATCCCCCAC 
TCTTTCAGCCAGTACTTGAGAAAATTTTTCTGAAATATGTCATTGAATTGTATTCCAGACACAGAATACATGATA 
AATACTGATATTATGGGTAATCTGCTTTCCATATTTACCTATGATATTTACTGTGCAGTTTGTCATTACTAGCTT 
GCAXGGAGXAGGATGCAGXCAAAXTTGCCTTAGXGXXXCXGXXCAAATAGAGACCXGAAXTCAAAXAXXGTAGXT 
TAGGTTCAAACAGAGTATGGCTGTTGCAAAATTrACCAAATTTGTTGATTACCTCTXTTATTAAAGAAATGTTGG 
GGAGAGGGTAATATATTGTGACAATTTTXGCAACTTACAGGGAATAGGACAGGTCATTAGGGTGTATTTCCCAGG 
TTTCCAATTGAGAAXCTAAACCAAGAGAAGTGAGACAAACCATCTAATATCTGTATCATGCTATTAATAGGCTGT 
GATGTTGAGTTTCTCACTTACTCTTTCTGAGGTCCAGGGTCCTTATATGAAGAGATTCATATATATGAAGAGATT 
CGTCrAGAGCAGTGGTTGTCAAAGTGTGGTCTGGGGGGGCCTCAAGAGCCTTTCAAGGGTATTCTAGGTCAAAGC 
TGTTXTTATAACACTAAGACATTATTTCACTATTTATAGCTTTTCCTTTTTTTTATTTGAGAAGGAGTCTTGCTC 
XGXXGCCCACAXXGGAGXGCAGTGGCACGAXCXCAGCTCATTGCAGCCTCCGCCACCTGGGTTCAAGCAATTCTC 
CTACCXCAGCXTCCCGAGTAGCTGGGAXTATAGGCACCCACCACCACACCTGGCXAAXTTTXGTATXXTTAGTGG 
AGACGGGGTXTCACCATGTXGGCCAGGCTGGXCTGGAACTCCXGAGCTCAAGXGATCXGCCCATCTCAGCCXCCC 
AAAGXGCTGGGATTACAGGXATGAGCCACAACGCCCAGCCATCATXTATCXTTTXCACXCATXTTTXCAXGAGTA 
TGCAGAGGAGTTTTCAAGAGGCTATCTGGTGTGATAXXGXAATAGGCTGAATGCAAAAGCAGATACAAGAXTCCA 
GCXTTCGTCTGTCATCAGACATTGAAGAGAXXXGGAGAAATGTAAAGCAGCAGXACTCTXCTCACTAATXTXXAX 
TGXGGXXAGXXAGAAAAAXGGTTAXTXXTAGTGGGXXXXAATATGXGAAAAAAATAAAAXTAGCTATXTGCC 
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FIGURE 1054 

MTASAQPRGRRPGVGVGVWTSCKHPRCVLLGKRKGSVGAGSFQLPGGHLEFGETWEECAQRETWEEAALHLKNV 

HFASVVNSFIEKENYHYVTILMKGEVDVTHDSEPK^ 

EDLNHLVGYKGNHL 
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FIGURE 1055 

GCCCGCCCGCGCCCCGACCAGCCCGGCCTCGGGCAGCCACTCACCGGTGTCCCCGTCCGCGTCCTTCCTCCCCGG 
GTCCCGGCCATGGCGCTGAGTGAACCCATCCTGCCGTCCTTCTCCACTTTCGCCAGCCCGTGCCGCGAGCGCGGC 
CTGCAGGAGCGCTGGCCGCGCGCCGAACCCGAGTCCGGCGGCACCGACGACGACCTCAACAGCGTGCTGGACTTC 
ATCCTGTCCATGGGGCTGGATGGCCTGGGCGCCGAGGCCGCCCCGGAGCCGCCGCCGCCGCCCCCGCCGCCTGCG 
TTCTATTACCCCGAACCCGGCGCGCCCCCGCCCTACAGCGCCCCCGCGGGTGGCCTGGTGTCTGAGCTGCTGCGA 
CCCGAGCTGGATGCGCCGCTGGGGCCCGCACTGCACGGCCGCTTTCTGCTGGCGCCGCCCGGCCGCCTGGTCAAG 
GCCGAGCCCCCTGAAGCGGACGGCGGCGGCGGCTACGGCTGCGCCCCCGGGCTGACCCGTGGACCGCGCGGCCTC 
AAGCGCGAGGGCGCCCCGGGCCCGGCGGCTTCGTGCATGCGAGGTCCCGGGGGCCGCCCCCCGCCGCCGCCCGAC 
ACACCGCCGCTCAGCCCCGACGGCCCCGCGCGCCTGCCCGCGCCCGGTCCGCGCGCCTCCTTCCCGCCGCCTTTC 
GGTGGCCCTGGTTTCGGCGCGCCCGGGCCCGGCCTGCATTACGCGCCGCCTGCGCCCCCAGCCTTCGGTCTCTTC 
GACGACGCGGCCGCCGCCGCGGCAGCCCTGGGCCTGGCGCCCCCCGCCGCCCGCGGTCTCCTCACGCCGCCTGCG 
TCCCCGCTGGAGCTGCTGGAGGCCAAGCCAAAGCGCGGCCGCCGCTCTTGGCCCCGCAAACGCACCGCCACTCAC 
ACCTGCAGCTACGCGGGCTGCGGCAAGACCTACACCAAGAGTTCGCATCTGAAGGCGCATCTGCGCACGCACACA 
GGTGAGAAGCCCTACCACTGCAACTGGGACGGCTGCGGCTGGAAGTTTGCGCGCTCAGACGAGCTCACGCGCCAC 
TACCGAAAGCACACGGGCCACCGGCCArTCCAGTGCCATCTGTGCGATCGTGCCTTTTCGCGCTCCGATCACCTG 
GCGCTGCACATGAAACGGCACATGTAGCCGGGACGCCCCCGCCCACCTGCGGCGGGCCGTGGCGGGTCCCACGCG 
CCGGGCGCGGCCCCCTCCCAAACTGTGACTGGTATTTATTGGACCCAGAGAACCGGGCCGGGCACAGCGTGGCTA 
CAGAGGGTCTCCCTCGATGACGACGACGACGACGCCACCACCCCAGCCCCCGTCTGTGACTGAAGGCCCGGTGGG 
AAAAGACCACGArCCTCCTTGACGAGTTTTGTTTTTCAAAATGGTGCAATAATTTAAGTGGCATCTTCTCTCCCA 
CCGGGTCTACACTAGAGGATCGAGGCTTGTGATGCCTTGTGAGAAATAAGGGCCTTAATTTGTACTGTCTGCGGC 
ATTTTTTATAATATTGTATATAGTGACTGACAAATATTGTATTACTGTACATAGAGAGACAGGTGGGCATTTTTG 
GGCTACCTGGTTCGTTTTTATAAGATTTTGCTGGGTTGGTTTTTTTTTTAATTAAAAAGTTTTGCATCTTTT 
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FIGURE 1056 

MALSEPILPSFSTFASPCRERGLQERWPRAEPESGGTDDDLNSVLDFILSMGLDGLGAEAAPEPPPPPPPPAFYY 
PEPGAPPPYSAPAGGLVSELLRPELDAPLGPALHGRFLLAPPGRLVKAEPPEADGGGGYGCAPGLTRGPRGLKRE 
GAPGPAASCMRGPGGRPPPPPDTPPLSPDGPARLPAPGPRASFPPPFGGPGFGAPGPGLHYAPPAPPAFGLFDDA 
AAAAAALGLAPPAARGLLTPPASPLELLEAKPKRGRRSWPRKRTATHTCSYAGCGKTYTKSSHLKAHLRTHTGEK 
PYHCNWDGCGWKFARSDELTRHYRKHTGHRPFQCHLCDRAFSRSDHLALHMKRHM 
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FIGURE 1057 

CGGAATTGGTGGGTTCTTGGTCTCACTGAGTTCTAGAATGAAGCTGCAGACCCTCGCAGTGAGTGTTACAGCTCT 
TAAGGCTCTCTGACTGCCACCCCTGCCTGCCTGCCCGGCCCTGCACAAC ATGC AGCCCTCCGGCCTCGAGGGTCC 
CGGCACGTTTGGTCGGTGGCCTCTGCTGAGTCTGCTGCTCCTGCTGCTGCTGCTCCAGCCTGTAACCTGTGCCTA 
CACCACGCCAGGCCCCCCCAGAGCCCTCACCACGCTGGGCGCCCCCAGAGCCCACACCATGCCGGGCACCTACGC 
TCCCTCGACCACACTCAGTAGTCCCAGCACCCAGGGCCXGCAAGAGCAGGCACGGGCCCTGATGCGGGACTTCCC 
GCTCGTGGACGGCCACAACGACCTGCCCCTGGTCCTAAGGCAGGTTTACCAGAAAGGGCTACAGGATGTTAACCT 
GCGCAATTTCAGCTACGGCCAGACCAGCCTGGACAGGCTTAGAGATGGCCTCGTGGGCGCCCAGTTCTGGTCAGC 
CTATGTGCCATGCCAGACCCAGGACCGGGATGCCCTGCGCCTCACCCTGGAGCAGATTGACCTCATACGCCGCAT 
GTGTGCCTCCTATTCTGAGCTGGAGCTTGTGACCTCGGCTAAAGCTCTGAACGACACTCAGAAATTGGCCTGCCT 
CATCGGTGTAGAGGGTGGCCACTCGCTGGACAATAGCCTCTCCATCTTACGTACCTTCTACATGCTGGGAGTGCG 
CTACCTGACGCTCACCCACACCTGCAACACACCCTGGGCAGAGAGCTCCGCTAAGGGCGTCCACTCCTTCTACAA 
CAACATCAGCGGGCTGACTGACTTTGGTGAGAAGGTGGTGGCAGAAATGAACCGCCXGGGCATGATGGTAGACXT 
ATCCCATGTCTCAGATGCTGTGGCACGGCGGGCCCTGGAAGTGTCACAGGCACCTGTGATCTTCTCCCACTCGGC 
TGCCCGGGGTGTGXGCAACAGTGCTCGGAATGTTCCTGATGACATCCTGCAGCTTCTGAAGAAGAACGGTGGCGT 
CGTGAXGGXGXCXXXGXCCAXGGGAGXAAXACAGXGCAACCCAXCAGCCAATGXGXCCACXGXGGCAGAXCACXX 
CGACCACAXCAAGGCXGXCAXXGGAXCCAAGXXCAXCGGGAXTGGXGGAGAXXAXGAXGGGGCCGGCAAAXXCCC 
XCAGGGGCXGGAAGACGXGXCCACAXACCCGGXCCXGAXAGAGGAGXXGCXGAGXCGXGGCXGGAGXGAGGAAGA 
GCTXCAGGGTGXCCXXCGXGGAAACCXGCXGCGGGXCXTCAGACAAGXGGAAAAGGXACAGGAAGAAAACAAAXG 
GCAAAGCCCCXXGGAGGACAAGXXCCCGGAXGAGCAGCXGAGCAGXXCCXGCCACXCCGACCXCXCACGXCXGCG 
TCAGAGACAGAGXCXGACXXCAGGCCAGGAACXCACXGAGAXTCCCAXACACXGGACAGCCAAGXXACCAGCCAA 
GXGGXCAGXCTCAGAGXCCXCCCCCCACATGGCCCCAGXCCXXGCAGTXGTGGCCACCXXCCCAGXCCXXAXXCX 
GXGGCTCTGAXGACCCAGXXAGXCCXGCCAGAXGTCACXGTAGCAAGCCACAGACACCCCACAAAGXXCCCCTGT 
XGXGCAGGCACAAAXAXXXCXXGAAAXAAATGXXTXGGACATAGAAAAAA 
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FIGURE 1058 

MQPSGLEGPGTFGRWPLLSLLLLLLLLQPVTCAYTTPGPPRALTTLGAPRAHTMPGTYAPSTTLSSPSTQGLQEQ 

ARALMRDFPLVDGHNDLPLVLRQVYQKGLQDVNLRNFSYGQTSLDRLRDGLVGAQFWSAYVPCQTQDRDALRLTL 

EQIDLIRRMCASYSELELVTSAKALNDTQKLACLIGVEGGHSLDNSLSILRTFYMLGVRYLTLTHTCNTPWAESS 

AKGVHSFYNNISGLTDFGEKVVAEMNRLGMMVDLSHVSDAVARRALEVSQAPVIFSHSAARGVCNSARNVPDDI 

QLLKKNGGWMVSLSMGVIQCNP SANVSTVADHFDHIKAVIGSKFIGIGGDYDGAGKFPQGLEDVSTYPVLIEEL 

LSRGWSEEELQGVLRGNLLRVFRQVEKVQEENKWQSPLEDKFPDEQLSSSCHSDLSRLRQRQSLTSGQELTEIPI 

HWTAKLPAKWSVSESSPHMAPVLAWATFPVLILWL 
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FIGURE 1059 

TATTTTGTCAGATGTGTTGAACCTCGATTAAGATTGCATTATGACATTCTTGAAGACCGAGTTCCATCAGGACTT 

ATTGTTGACTACCACAATCTGTTGTCTCAATGTGAGGAGAGTTACAGGAAATTTTTAAATCTGAGAAGCAGTTTG 

TCAAATTGTAACTCTGACTCCGAGCAGGAAAATATCTCCATGGTGGAAGGGTTAAAATTGTATTCGGAGATGGAA 

CAGTTGAAACAAAAGCTGAAACTCATTGAGAATCCTTTGTTGAGGTATGTGTTTGGTTATCAGAAGAATTCTAAC 

ATCCAAGCAAAGGGTGTCCGTTCCAGCGGTCAGAAGATCACTCATGTGGTCTCCTCCACCATGATGGCTGGTCTC 

CTGCGGTCCCTGCTTACGGACAGGCTTTGCCAGGAGCCTGGTGAGGAAGAAAGAGAAATTCAGTTCCATAGTGAT 

CCATTGTCTGCTATAAATGCCTGCTTCGAAGGTGACACTGTTATTGTTTGTCCTGGCCATTATGTGGTACATGGC 

ACTTTCTCCATTGCTGACTCCATTGAGTTGGAAGGATATGGCCTACCAGATGACATTGTGATAGAAAAGAGGGGC 

AAAGGCGACACTTTTGTGGACTGCACTGGTGCTGATATTAAAATCTCAGGCATAAGATTTGTTCAGCATGATGCT 

GTAGAGGGAATCTTAATTGCTCACCGTGGTAAGACTACGCTGGAAAACTGTGTGCTGCAGTGTGAGACGACCGGA 

GTCACAGTGCGGACATCAGCAGAGTTTCTAATGAAGAACTCGGATTTATATGGCGCCAAGGGTGCTGGTATAGAA 

ATCTACCCTGGGAGTCAGTGCACCCTGAGTGACAATGGGATCCATCACTGCAAGGAAGGGATCCTCATTAAGGAC 

TTCTTAGATGAACATTATGACATTCCCAAGATATCCATGGTGAATAATATAATACATAATAATGAAGGTTATGGT 

GTTGTCTTGGTGAAACCTACAATCTTCTCTGACCTGCAAGAAAATGCTGAAGATGGAACTGAAGAAAATAAAGCG 

CTTAAAATTCAGACAAGTGGAGAGCCAGATGTGGCTGAAAGAGTGGATCTAGAAGAGCTGATTGAGTGTGCAACT 

GGTAAAATGGAGCTTTGTGCAAGAACTGACCCTTCTGAGCAAGTCGAGGGAAATTGTGAAATTGTAAATGAACTA 

ATTGCTGCCTCCACACAGAAAGGCCAGATAAAGAAGAAAAGGTTGAGTGAACTGGGGATCACGCAAGCTGATGAC 

AACTTAATGTCACAGGAGATGTTTGTTGGGATTGTGGGGAACCAGTTCAAGTGGAATGGGAAAGGTAGTTTTGGC 

ACATTTCTTTTC TGAC TACAGTGATGTAAGTAGATAGCAAAATACTGGATTTTGCACATGCTGCCCTAAGAATCA 

CTGCTGCCATTGTAGTTTGCTGTATTGTCTGTATTTTATATTTGATTATTTGGGCTTGAGTGAAAGGTAGATTTA 

TTTCCATTTGCAGGTGTTGCACATAAAACACTCCCTCTTTATAAGAAAAATCATAAATGCATATAAAATAGAAAA 

TATTTGGAGATTGCTTATCTGAAAGTCTTGCTTTCTTATACACATGGTTCTCTCATATTAAGCCTGGTGGTTACT 

TTTTAGTGTAATTACCTTTAGCACTTCAAAGACGAGGAAGTAAGGAAGGGAATGCAAGACTAGTGCATAAAAATG 

CAATAGGTGTCATATGTACAGCATTCTTCTTAGAGTTGCCTTTTCATCCCAATTACAGTGAGTCTGATTTCCATC 

CTGTATTTGCATAATACTTGTCTTAAAATAAAAGCTTTTATGATTGGGAATTTATCTGCCTAATCAGACTTATTA 

TTGAGACGTCAATGGGACGCATTTTTCTGTTGAGCTATGCAGTCGTCAAAACAGCGATAGACAGCATAGGAGGTT 

TGAAGCAGAAATGAAATGTGTTATTCAGAGCCAATGTTGTACATAGAGCATTTTCACTATTGCTGAATGGGAATG 

ATTAAAAACAAGGTATTTTTCGGGCCAGGCGGTGGCTCACGCTTGTAATCGCAGCACTTTGGGAGGCTGAGGCAG 

GAGGATCACTTGAGCCCAGGAGTTCAAGACTAGCCTAGGCAACATAGTGAGACCCTGTCTCTACTAAAAATAAAT 

TTAAAAAAAATTAGCTGAGTGTGGTGGTGCATGCATGTAGTTCCAGCTACTCAGGAGGCTGAGGCTAGAGGATCC 

TTGAGCCCAGGAGGTTGAGGCTGCAGTGAGGTGTGATTGCGCCACTGCATTCCAGCTTGGGCGACAGAGCGAGAC 

CCAGTCTCAAAAAAAAAAAAAAAGTATTTTTCTCTTACCGTTACAGTATTCTGATTATATTACTGACACAGTCAA 

AATGATTAACTGTACAACCTGTATCTGCTGGGTGTTCTTGTTATCATATTGTAAAACAGCTTTAAAAATATTTAT 

ATTTTAAAAACTGTATGTGACATTAATATGCCTAATGATTAAAATTATAGTGATGAAATAAAAAAAAAAAAAAAA 

AAAAA 
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FIGURE 1060 

MVEGLKL YSEMEQLKQKLKLIENP LLRY VFGYQKNSNIQAKGVRS SGQKI THWS S TMMAGLLRS LLTDRLCQEP 
GEEEREIQFHSDPLSAINACFEGDTVIVCPGHYWHGTFSIADSIELEGYGLPDDIVIEKRGKGDTFVDCTGADI 
KISGIRFVQHDAVEGILIAHRGKTTLENCVLQCETTGVTVRTSAEFLMKNSDLYGAKGAGIEIYPGSQCTLSDNG 
IHHCKEGILIKDFLDEHYDIPKISMVNNIIHNNEGYGVVLVKPTIFSDLQENAEDGTEENKALKIQTSGEPDVAE 
RVDLEELIECATGKMELCARTDPSEQVEGNCEIVNELIAASTQKGQIKKKRLSELGITQADDNLMSQEMFVGIVG 
NQFKWNGKGSFGTFLF 
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FIGURE 1061A 

TTGGGAAACCCCTACCTGTCTGTACCTGTAGGTCTTTTCTCTGGGGTCTGGAAGAAGAATCCTTCAATATCTTGC 
CTTCTGGTAATCTGAGAGCAGGGCGAGAAAAGGAAGATCAGAGTTCCACCCTTAAATCTGTAGGTTTTCACTCCC 
CCACTCTCCTTTGCAGTCCCGTGGAGTCTCCATCTGAGCCCTTTCCTAGTCCAGGCATCCCG ATGT TGGTGGATG 
GCCCATCTGAGCGGCCAGCCCTGTGCTTCTTGCTGTTGGCTGTGGCAATGTCTTTCTTCGGCTCAGCTCTATCCA 
TAGATGAAACACGGGCGCATCTGTTGTTGAAAGAAAAGATGATGCGGCTCGGGGGGCGGCTGGTGCTGAACACCA 
AGGAGGAGCTGGCCAATGAGAGGCTCATGACGCTCAAAATCGCTGAGATGAAGGAGGCCATGAGGACCCTGATAT 
TCCCACCCAGCATGCACTTTTTCCAGGCCAAGCATCTCATTGAGAGAAGTCAAGTGTTTAATATTCTAAGGATGA 
TGCCAAAAGGGGCTGCCTTGCACCTCCATGACATTGGCATCGTGACTATGGACTGGCTGGTGAGGAATGTCACCT 
ACAGGCCTCACTGCCACATCTGTTTCACCCCAAGGGGGATCATGCAGTTCAGATTTGCTCACCCAACTCCCCGTC 
CATCAGAAAAATGTTCCAAGTGGATTCTGCTGGAGGATTATCGGAAGCGGGTGCAGAACGTCACTGAGTTTGATG 
ACAGCTTGCTGAGGAATTTCACTCTGGTGACCCAGCACCCGGAGGTGATTTACACAAACCAAAATGTTGTCTGGT 
CGAAATTTGAAACCATCTTCTTCACCATCTCTGGTCTCATCCATTACGCACCAGTGTTCAGAGACTATGTCTTCC 
GGAGCATGCAGGAGTTCTACGAGGACAACGTGCTCTACATGGAGATCAGAGCCAGGCTGCTGCCGGTGTATGAGC 
TCAGTGGAGAGCACCATGACGAAGAGTGGTCAGTGAAGACTTACCAGGAAGTAGCTCAGAAGTTTGTGGAAACTC 
ACCCTGAGTTTATTGGAATCAAAATCATTTATTCGGATCACAGATCCAAAGATGTGGCTGTCATCGCAGAATCCA 
TCCGAATGGCCATGGGGCTCCGAATCAAGTTCCCCACGGTGGTGGCAGGGTTTGACCTGGTGGGGCATGAGGACA 
CTGGCCACTCCTTGCGTGACTACAAGGAAGCTCTGATGATCCCCGCCAAGGATGGCGTTAAGCTGCCTTACTTCT 
TCCACGCCGGAGAAACAGACTGGCAGGGTACTTCCATAGACAGGAACATTCTGGATGCTCTGATGCTGAACACTA 
CCAGAATCGGCCATGGATTTGCTTTGAGCAAACACCCCGCAGTCAGGACTTACTCCTGGAAAAAGGACATCCCCA 
TAGAAGTCTGTCCCATCTCTAACCAGGTGCTGAAACTGGTGTCTGACTTGAGGAACCACCCTGTAGCCACTCTGA 
TGGCCACTGGGCACCCCATGGTGATCAGCTCTGATGACCCAGCTATGTTTGGTGCCAAAGGCTTGTCCTATGATT 
TCTATGAGGTCTTCATGGGCATTGGGGGGATGAAGGCTGACCTGAGGACCCTCAAACAGCTGGCCATGAACTCTA 
TCAAGTACAGTACCCTGTTGGAGAGTGAGAAAAATACTTTCATGGAAATCTGGAAGAAGAGATGGGATAAGTTCA 
TAGCAGATGTGGCTACAAAGTGAGGAGAAGCTAGCCAGCCCTCTACAAGCTGTCTTCTTGCACACGCTGTCACTT 
CCTCTCACTCGTTCTTGAATCAGCTCCATGTGCCCATGAAATCAATGGCCTCTGTATGGAGCGACCCTGTGAGAA 
GCACTTGGCTGGCTGAGCAAATTCATCCTCTGGAAATATTCTCTCTCAGCCACAGTGACATTGACCCTCTTGGTT 
TTCTCCTCTCTCTGGCCATTTCTTCCAGTTTCCCTATTTCAGAGTCTTCTCCTCTCTCTGATCTCTGTGCTGTTT 
CCTCAGGACTCAGTCCTGGGCTCTCTTCTATTCTGGTCTCTTTATTTTTTTATTTTTGTATTTTTTCGAGATGGA 
GTTTTGCTCTTGTTGCCCAGGCTGGAGTACAATGGTGCGATCTCAGCTCAGTGCAACCTCCGCCACCCGGGTTCA 
GGCAATTCTCTTGCATCAGCCTCCCGAGTAGTTGGAATTATAGGCATGTGCCACCACACCCAGCTGATTTTTGCA 
TTTTTAGTAGAGACAGGTTTTCACCATGTTGGCGAGCTGGTATCCAACTCTTGACCTCAGGTGATCCACTCGCCC 
CTTGGCTCCCAAAGTGCTGGAATTACAGGCGTTAGCCACCATGCCTGGCCTATTCTGGTCTCTTTAACTCTCTCC 
TCTTTATTTCTCTTCTCTCTCTGTACACTTTTCCTGGGTGGTCTCATCCATTCCTTTGCTTTTTCATACCATTTA 
TTTGTTAATGATTCCCACATTTATTTATGCACTTGGAGAGCTCACAGGAATCTCAGAAACTGATGAGGTACAATT 
CTGAACCCTCAGTCTCTTCCCTTTAAACCTTTCTTTTTCTCTACTTTAATTTTTCTAAAGAGTGTCTTGCTATGr 
TGCCCAGGCTGGTCTCCAACTCAAGTGATCCTCCTGCCGCAGTCTCCCGAAGTGCTGGGATTACTGACATGAGCC 
ACCACACTCAGCCCTTTAAACCTTTCCCTGGCCTTTCCCATAGCTGGTGAAGGACACCTCCATCCATTCCACGCA 
GTTGCTCAAAGCAGAAATTTTCAGTGCAAGTCTTGATGCTGCGCCGTCCCCCACTCCCTACATCAGAACGCATCC 
CTCATCTGGACTCCAGCGGTGGCTTCTTGATGCTGCGCGGTCCCCCACTCCCTACATCAGAATGCATCCCGCATC 
CAGACTCCAGCGGTGGTGCTCTACCXGCACGCTGTTGCCAAGTCCAAGCTACCATACTCCTGCCTGAGCTATGAC 
AACAGCCTCCTCACTGATCTCCCCTTTCTTCCCTTTGCCTCCTCCAGCTCATTTTTCACAGTGTAGAATGACATT 
TTGTTTGTTTGTTTTGTTTTGTTTGAGATGGAGTCTCGTTCTGTTGCCCAGGGTGGAGTGCAGCGGTGCGATCTC 
GGCTCACTGCAACTTCCACTCCCGGGTTCAAGCGGATTCTCGTGCCTCAGCCTCCTGAGTAGCTGGGATTACAGG 
CATGCACCACCATGCCCGGATAATTTTTGTATTTTTAGTAGAGATGGGGTTTCACTATGTTGGCCAGGCTGGTCT 
CGAACACCTGACTTCGTGGTCCACCCGCCTTCGGCCTCCCAAAGCACTGGGATTACAGGCGTGAGCCACCCGGCC 
TGGCCTAGAATGACTTTTAAAAGATCAAATTAAATCAGGTCACTCCTTTGCTTACAACGCAGTGCGTTTAGAGGT 
ACACCCCATGTCTCCACAGGGCATACAGCATCCGATTTAATCTGGATCCATTCCGGCGCTTCCTCTCCCAGTCAC 
CCAGAGGGCCCCAACCCCGGCGGCCCTTTCTTCCTCAAATGTCCTCGGCTCTATACCGTGCCTGGGTCTTTTCTC 
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FIGURE 1061B 

XTTCTCTCTGCCTGGAACATTCCTTCTTTCCCCTTTTGTCTTGCCCACTCCTGTTTACCCTTCAAGTTTCAAGTT 
CATGTCACTGTCTCAGAGAGGTTTTCCTGTGCTCGCCCTGTTTCTCTCAGGAAGCCTTGCTCTTTTCCATCATGC 
CTCTAATCACAGCTTATAATCGGATATTTATTTCTGTGTCTACAGTCTTGCCCTGCCAGACTGTAAGCCCCATGT 
GGGCAGGCGCTCATGATTGTTTCTGATTGTTTCACGCATGCTGCTAACCCAGAGCCTGGGCCCAAAGCTAGTTAG 
TACTCAATAAACAATGCATTGAAAAAAAAAAAAAAAAAXTA 
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FIGURE 1062 

MLVDGPSERPALCFLLLAVAMSFFGSALSIDETRAHLLLKEKMMRLGGRLVLNTKEELANERLMTLKI 

RTLIFPPSMHFFQAKHLIERSQVFNILRMMPKGAALHLHDIGIVTMDWLVRNVTYRPHCHICFTPRGIMQFRFAH 

PTPRPSEKCSKWILLEDYRKRVQNVTEFDDSLLRNFTLVTQHPEVIYTNQNVVWSKFETIFFTISGLIHYAPVFR 

DYWRSMQEFYEDNVLYMEIRARLLPVYELSGEHHDEEWSVKTYQEVAQKFVETHPEFIGIKIIYSDHRSKDVAV 

IAESIRMAMGLRIKFPTVVAGFDLVGHEDTGHSLRDYKEALMIPAKDGVKLPYFFHAGETDWQGTSIDRNILDAL 

MLNTTRI GHGFALSKHP AVRTYS WKKD IP IE VCP I SNQVLKLVSDLRNHP VATLMATGHPMVI S SDDPAMFGAKG 

LSYDFYEVFMGIGGMKADLRTLKQLAMNSIKYSTLLESEKNTFMEIWKKRWDKFIADVATK 
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FIGURE 1063 

CCAAGCTCCAGCTGTTTGTCAAGGCGAGTGAGGACGGGGAGAGCGTGGGTCACTGCCCCTCCTGCCAGCGGTCTT 
CATGGTCCTGCTCCTCAAGGGCGTACCTTTCACCCTCACCACGGTGGACACGCGCAGGTCCCCGGACGTGCTGAA 
GGACTTCGCCCCCGGCTCGCAGCTGCCCATCCTGCTCTATGACAGCGACGCCAAGACAGACACGCTGCAGATCGA 
GGACTTTCTGGAGGAGACGCTGGGGCCGCCCGACTTCCCCAGCCTGGCGCCTCGTTACAGGGAGTCCAACACCGC 
CGGCAACGACGTTTTCCACAAGTTCTCCGCGTTCATCAAGAACCCGGTGCCCGCGCAGGACGAAGCCCTGTACCA 
GCAGCTGCTGCGCGCCCTCGCCAGGCTGGACAGCTACCTGCGCGCGCCCCTGGAGCACGAGCTGGCGGGGGAGCC 
GCAGCTGCGCGAGTCCCGCCGCCGCTTCCTGGACGGCGACAGGCTCACGCTGGCCGACTGCAGCCTCCTGCCCAA 
GCTGCACATCGTCGACACGGTGTGCGCGCACTTCCGCCAGGCGCCCATCCCCGCGGAGCTGCGCGGCGTACGCCG 
CTACCTGGACAGCGCGATGCAGGAGAAAGAGTTCAAATACACGTGTCCGCACAGCGCCGAGATCCTGGCGGCCTA 
CCGGCCCGCCGTGCACCCCCGC TAGC GCCCCACCCCGCGTCTGTCGCCCAATAAAGGCATCTTTGTCGGGAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 1064 

MVLLLKGVPFTLTTVDTRRSPDVLKDFAPGSQLPILLYDSDAKTDTLQIEDFLEETLGPPDFPSLAPRYRESNTA 
GNDVFHKFSAFIKNPVPAQDEALYQQLLRAIARLDSYLRAPLEHELAGEPQLRESRRRFLDGDRLTLADCSLLPK 
LH I VD TVCAHFRQAP I P AE LRGVRRYLD S AMQEKEF K Y TCPH SAEI L AAYRP AVHP R 
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FIGURE 1065 

GGCACGAGGCACCTCGCTCGCAGCCTCCCCAGCGCAGCAGCCCGGCTGTGGGCCTGCGGCAGCCGGGTCTTCCTG 
GTCCCCACCTCCTGGGGCCGACGGGCGGCAGGAAGGGGCTCGGCGGGACGCGCCGTCAGGGACCTGAGGAGGAAC 
AACGGAACGCGTTCGGAACGGCCTGGACTCCCGAGACTCACCCGACTCGTGGCCACACCGGGAGAACTGAAGCGG 
CAGTAGCCGGCGGAGACGCCCGACCCGAAGGCCGGCTGCTAGGGAGCAGACAGCTGAACCGCTTGCCAGACGCCG 
AAACCCAGTGACGCCCTCCACCGCTCCACCGTGCTCCCGGCTCCCCGCCCCCGCCGCCCGCGGGCCCCAAGGCGC 
ATGCGCCGCCTGTCCTGGAGGGGCCCATTTCCGTCCGTCGTGGGGGGAGGCACAGTGAGTCCACTGGGGCACGGC 
AGCGTCTAAGCCACAAGCCGAGCACATAAGCCAGGTCCTAACGGAGCCTATGTGTAAGTCCACTACTGGTGCAAG 
GTTGCACACTTCTAAGAAGAGCGGCGTGGGGGGCTCGGCGACCTTCGCTTCAGTCGCTCCCCCGTGCAGTCCCCT 
GTGCCCAAGACACAGCCTGATGCTTGTGCTCCGGTGGGCGGAGCTTGGAGGCGGCGGGAACTGCAATTGGTGGCT 
TTGAAGGCGCGGCGAGCGGGAACAGCTCTTGAGGAGTGAGACTGCAGGAGATGTGGGCCGTGCCAAAGAGATG3A 
TGAGACTGTTGCTGAGTTCATCAAGAGGACCATCTTGAAAATCCCCATGAATGAACTGACAACAATCCTGAAGGC 
CTGGGATTTTTTGTCTGAAAATCAACTGCAGACTGTAAATTTCCGACAGAGAAAGGAATCTGTAGTTCAGCACTT 
GATCCATCTGTGTGAGGAAAAGCGTGCAAGTATCAGTGATGCTGCCCTGTTAGACATCATTTArATGCAATTTCA 
TCAGCACCAGAAAGTTTGGGATGTTTTTCAGATGAGTAAAGGACCAGGTGAAGATGTTGACCTTTTTGATATGAA 
ACAATTTAAAAATTCGTTCAAGAAAATTCTTCAGAGAGCATTAAAAAATGTGACAGTCAGCTTCAGAGAAACTGA 
GGAGAATGCAGTCTGGATTCGAATTGCCTGGGGAACACAGTACACAAAGCCAAACCAGTACAAACCTACCTACGT 
GGTGTACTACTCCCAGACTCCGTACGCCTTCACGTCCTCCTCCATGCTGAGGCGCAATACACCGCTTCTGGGTCA 
GGAGTTAGAAGCTACTGGGAAAATCTACCTCCGACAAGAGGAGATCATTTTAGATATTACCGAAATGAAGAAAGC 
T TGC AATTAGTG AAC ATG AAAGGAAAAT AAAAAT T C C TC AC AG T C AAAAAAAAAAAAAAAAAAA 
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FIGURE 1066 

MDETVAEF IKRT I LKIPMNELTT I LKAWDFLSENQLQTVNFRQRKES VVQHL I HLCEEKRAS I SDAALLD 1 1 YMQ 
FHQHQKVWDVFQMSKGPGEDVDLFDMKQFKNSFKKILQRALKWTVSFRETEENAWIRIAWGTQYTKPNQYKPT 
YWYYSQTPYAFTSSSMLRRNTPLLGQELEATGKIYLRQEEIILDITEMKKACN 
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FIGURE 1067 

GTTTTTGTGCAGGAACAGCCCCTCCCGTCTTTGTCCTGGCGGTGAGCACCCAGGGCTAAGCTTTTGAACACTTTC 
TTTGTGTTTGGATTCAGCCCAGGCAATGCATATTTGCTTTCATTTCTTCTTGAGCTTGAGGAGCTCCTGGGTGCA 
AATCTTGGAAAATGAGGATCTCTGAGCCTTTCCAGGCCAGCTCTTTGTTTTGTAGCAGACAATTGAGGCTTTGAA 
AAGGAAAGTGGGTGGGGGCACCCCACAGGTGGCCCTCATCACCCAATTGCCAGTGCCTGCAGGCTGCTTCAGCAG 
AGGCCCAGAGTCAAAGAGGACTTAAAACCAGCTGTCGTTTCTCCCTTAGCTTCTGTGTATGAGAGAAACGACTTC 
TGTTTTTCAAAGTAAGAACAAGGAGGAATTTGTTTCTAAAAGAACATTAAAACACAGGCTCGTGGTCTAAAAGCA 
AATGGTTCAGCAGGATGTTCAGGGCCTTAAAGCACAGTCAGCAGGACTCAGCATCTCCCAGCACCTGCTCTCCGG 
TTGTCATGGTAACATCATCCCCAACCCAACCACCTTGTCCAGCCGAGAGACAGCAATCATAAGGAGGGACCTCGG 
TTTCCCCCGAGGATCCTGGGCTTCCTTTCTGAAACGCTTGCTTCTGAGCTCAGCAACCAGGAACACCAGGCCAGC 
CCATCCCCAGCACCTCTGTGGAGATGAGGGACAAAGTCCTACAGTCCCTCTTCCTGTTCTGATGAGAAAGGGAGG 
GAAGAAAACATACCCCGAGCGCCTGCAATATGGTCATGACACTTTCAAAAAGCCTGTGCTATGGAGTCATGATCA 
GAAACCAGAGTGTGGAGAGGGTCAGCAGCCTGCCTCAGAGCAGCCAGCTAGGCGGGGAGTGGTAAATTTGGGACT 
TGTACCCAGGCATGACTGGCTCCGAGCCCAGTGCTCCACTCTATGGAATGTTCCCTGGGCCTCAGTTGCTTTCCT 
TTCCTTTGCAGGCCGCGGGCTGCTGCCACTCTGGCAGCTGGTGAGT TAGC TGGAGGGCAACATTCCAAAGCAGGG 
GCAGCATGCTGCTTTCCTCCTGTGCCCACTCCTGCGGGGAAGTCCGTTGACTCCCACCGCTGAAGGGAGCTGGCA 
ACACCAGGATGAGGTCCCAGGGGACGGGAGCAGGTACCCACTGTCTGTCTACCTTCCCACTGGAAAAGCACGGAC 
AGGCCAGCCCTTGCGGGGGCAGGCAGAGGACAGAGTTGGCTTTGCGCGGTCTCTGCCTGCTGAGCAGTTCCAATT 
CCTCTCATGGGAGAAACAAGGAGGCAGTCGCTTGTGCATGTTCCAGAAGTTTTACTGGGGAGGAGGAAGCGGACA 
GAGGAAGCTGTGTGTGCATGTGAAGGGGTGGGCAGGGTGGGAGGGATGCACGCGTATGTGAGCATAGCATGTGTG 
AGTACTACACACATCTCCATGCAGAAGCACAACTGGGCAGCCCTGGCTTCCAGCTCTGGGCTTCAGCACAACAGA 
CACCAGCCTGTGGTCTCTCAGAAGCCAGGGAGACCACATCGGGCTCAGGACGTTTTACCCAAAGTCCAGAGTTTT 
TATGCCTCTCCCTGGCATTCTCCATAAAGAAGGGAAGGTCAGATGACCCCTTAGATCTGTGTCATCXGGGAATTT 
CCTTGGGCTGGTTTAGACACGATGCCCTCTTTTTCTCAGGATAGCAGATAACCTGCTTTGAAAGAGGGCTTAATT 
CTGTGGGTCCTAAATTTTCTCCTTTCTCTCTCTCTTTCTGTGTGTGTGTGTTGGGAAAATGGCAAGTTTCCAATA 
CCAGCTTTGGAGGAACGATTACGTTTTCCCTCCAATTTCAAGTCCGAAAGACCAGAGCCCTCATTCCAAAGCCCC 
CCACCCAGATGGATTTTTTCGTTTCATTTGTCATCCGTCCCATGGGAGGGCCCCATGTCTCCTCAGAACCCATCC 
TGGAGGCAGCAGGTCGGGTAGAGTGAGTTTGGCCTGCTCATGACCTCCACCCCTGAGATTGTGAACAAGGATGTC 
TGGGGCGATGCTGAGAATGTTTTTGAAGCTGCTCCCAGATGACGCTGATGATCACACCAGATTGAGTGCTGCGAT 
CGCCTTGAGTCCAGCCTCTGCATAAACGAGGTTCTCATAAACAAGTTCACTCTACCCTAAGCTAAGTCTATGTGA 
GCAAACCCACTTCATCCTTTGTACCTGGAGACCTGGTTACACTAACCTGATACTGACCTGTTCATGTAGCTGGAA 
TGGTGTGTTTCATGCAGTGTGGACCAAGCAATGGCATGGGGTGTGTGTGTGTGTGTGTGTGTGTCTGTGTGTGTG 
TGTTTGTGTATGCGTTCACACTTGTGTGTGTATATGTGCATGTAGATGCTGCATAAATGATTTTTGATGTCAAAG 
ACAAACACATTCCATTGTTTTAAATATTCTATTATGTAAACAATACGCAGAGGGACCATATCTACTCTTGTCATA 
TTATTTGTGATGGTAAAACATGCATTTGCAATAAATTAAGCTTTCTGGGAAGGCAAGCAGTATTGGAGCCAAACG 
ACTGTCTCGGAACATGTGTGTGTTATCTCGGTTCATATCAAGTCCAAAGCTAATGGAGCCTTCCCCGCCATCCAG 
GGAGGAACACCAGGACCCCGGAGTTTCTTCTTAGTGCTATATTTTAAAGTTGCATTGACGTTTTCCTCCCCTTCC 
TTTTGTGCAAGTTGGAAGTAGCAGTGTTCTAAAAGATGGTTTGACGTTTTTGCTGTTGTTTTATGTTTTTAAAAA 
TGTATCTGCTTTGTGTTTGGAAATAAAAATCTCTATTTTGGTCTATGAAAAAAAAAAAAAAAAAA 
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MVQQDVQGLKAQSAGLSISQHLLSGCHGNIIPNPTTLSSRETAIIRRDLGFPRGSWASFLKRLLLSSATRNTRPA 
HPQHLCGDEGQSPTVPLPVLMRKGGKKTYPERLQYGHDTFKKPVLWSHDQKPECGEGQQPASEQPARRGWNLGL 
VP RHD WLRAQC S TLWNVP WAS VAFL SF AGRGLLPLWQLVS 
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GCCGCGGAGAAGGAGCCGGACCCCTTGGGCGGAGCGCCCAATGTGTGGTCCCTCACGCCGTCCCGCACCTTGCTT 
TTTAGGGTTCTTTTTCCGCTTTCTGAGCCCTTTTATACCTTACGTTTAGAAGGGGAAAATCATCCTCCCACACCT 
TCTCCCCGACTTTTTGCCTTTTTTGTCTTGAAGTTACCCAAAGGCCTGTGTATTGTTCTCAATGGTCCCAAGAAT 
TACTCTAATATAGTTGTTTTTCTGAGGGAGGATGGATGGAGATAACTATCCTGATCCCAATGTCACTTTTTAAGG 
CATTCGCTTCAAGAGACAAGCAGTTTAGAATCAGGCAGAACTGGATTGCAAAATTTATGGGCAGACCGAGAAAAT 
GCTGCTGTGAAGACCCAATTAAAGCTTTCACATAAATGAAGCTACAGCTATCATGATTTAGTGCCCCCAAAAGGA 
AGAACTTCAGTGGACAAGAAAGGACATTTCTGGGGGTAGTAGAATGCTTGAGGCCTGGAATTTAAACCTGAGCCA 
CTATCTGAAGGTTTAATATATCTTTGCCAAGTCCAAGGGTACAAAGATTTTCTCCTGTGTTTTCTTCTAGAAGTT 
TTATCATTTGATAGTCTGTGATCCATTTCAAGTTGATTTGCTATCTGGTGTGAGCTATTAAATAATAGAAGAAAA 
TGGAATTGAATATGATGTCAGCATGGAACAATCTAATGATTCATTAAGAGTCAACCATAATGACGGTGAAGAGTC 
AAAAACCAGTGCTCAAGTATTTGAGCATCTAATCTGTATGGACTCCAGGGATTCTTCCTTTGGACAAAATGATTC 
TCCTACAGTTTTGCCCATCACTACTCGTGAAGCAAATAATTCACTCATATCACAGAATATACCAGGGCCCCTGAC 
TCAGACACAGACTCTTTCTGCAGAGCAATTCCATCTAGTGGACCAAAATGGGCAGGCTATTCAATATGAACTTCA 
GTCATTGGGGGAATCCAATGCACAAATGATGATCGTTGCCAGCCCAACAGAAAATGGACAGGTACTTCGTGTAAT 
TCCACCTACCCAGACAGGAATGGCACAAGTGATTATACCTCAGGGGCAACTTGTGGATGTGAATAGTCCTCGGGA 
TGTCCCTGAAGAGAAACCCAGTAACAGAAACTTACCAACTGTAAGAGTGGATACTCTAGCAGACAATACCAGCAA 
TTACATTCTTCATCCTCAAACATCCTTCCCATTGCCCAAAAAGTCAGTGACCGGAATGCTGGAAGAACCCCTTCT 
GGGGCCTCTTCAGCCACTTTCTTCTAATACACCTATATGGGCCTGCCGTCTTAGGAGCTGTGAGAAAATTGGAGA 
TTCATACCGTGGCTACTGTGTAAGTGAGACTGAATTAGAAAGTGTCCTAACATTTCACAAGCAGCAAACACAGAG 
TGTTTGGGGGACCCGTCAGTCTCCAAGCCCAGCCAAGCCTGCTACACGCTTGATGTGGAAATCCCAGTATGTTCC 
ATATGATGGAATCCCATTTGTTAATGCAGGGAGTAGAGCTGTGGTAATGGAGTGTCAGTATGGGCCAAGAAGAAA 
AGGTTTCCAGTTAAAAAAAGTCAGTGAGCAGGAAAGCAGGTCTTGTCAGCTCTACAAAGCCACTTGTCCAGCTCG 
GATTTACATTAAAAAGGTACAGAAGTTTCCTGAATATAGAGTTCCTACAGACCCCAAAATTGACAAGAAAATTAT 
CAGAATGGAGCAGGAGAAAGCTTTTAACATGCTAAAGAAGAACTTGGTAGATGCTGGTGGTGTTCTTAGGTGGTA 
TGTACAGTTACCTACACAGCAAGCTCATCAGTATCATGAATTAGAGACTCCCXGCCTCACTTTGTCACCTTCTCC 
TTTTCCTGTGTCTTCTCTTGAAGAAGAGGAAACTGCAGTTAGAGATGAGAATTGTGCATTACCCTCACGTTTACA 
TCCTCAAGTAGCACATAAGATTCAAGAATTAGTATCACAGGGAATAGAACAAGTGTATGCAGTAAGGAAACAGCT 
AAGAAAATTTGTGGAAAGGGAACTGTTCAAACCCGATGAGGTACCTGAAAGACATAATTTATCTTTTTTTCCAAC 
TGTAAATGATATAAAAAATCACATCCATGAGGTACAGAAATCCTTGAGAAATGGAGATACGGTATATAACTCAGA 
GATTATTCCAGCAACGCTTCAATGGACTACAGACAGTGGGAATATTCTCAAAGAGACCATGACAGTTACATTTGC 
AGAAGGAAATTCACCAGGAGAATCAATTACCACCAAAGTGGAAACAAATCAGACCAGGGGTTCTTTGTCTCCTGA 
GCCAACCCACTTGCTCTCCTCACTCTCCTCATTTCAGCCCAAAATATTTACACAACTACAGGGTTTGCAGTTACA 
ACCAAGGTACACCTCTCCTGATGAATCACCAGCTGTGGTATCAGTAAATAACCAGCCGTCCTCTAGTCCTTCAGG 
ACTTCTGGATACAATAGGAAGTGCTGTAATGAATAATAATTCTCTACTGCTTGGTCAAAGTCATAGCCTTCAAAG 
AGATACATGCTTAACCCAAAACAATAGTACTGCCTCCACCATGGGTAACCTTCCAGAACCAGATCAAAATCTAGT 
TGCAATGGACGAGCTGGTAGAAGTTGGAGATGTTGAGGATACAGGGAATCTGGAAGGAACTGTTCATCGGATTCT 
GTTGGGAGATGTGCAGACTATTCCAATACAGATTATAGACAACCACTCAGCTCTTATTGAAGAAAATCCAGAAAG 
TACCATTTCTGTGAGCCAAGTTAAACAAGAACCCAAAGAACCAGCATTGTCTATGGAAGCAAAAAACTGTGGACT 
ATAAGAAATTATCTGCTACATAAATTATTGAAGCTTTTCAGAATTTACAACTCTGGTGACTTCTGATGTCTTAGA 
AAGGAAGGTGAATATAGTCAAAGCGTGGCATTGAGATAATTGGACTGAAGACCAGTTTGATGAGAAGCTTTTATT 
TAAAACTGATATATTTGTTGCCAGTTCCATATTTTTACCTTCCTTAAGAGATGTTTTACTCTTCTTATTTTGTAT 
AATTTTTATGCTCTTTGATTATCTAATAAGGCCAGTATTTCAAAAGCTGTTCTGAATTTATCCACAGTAATATAG 
TCTGAACACAAATAGTTTACTTAACTTATCCTTGGAAATATTCAATTTTGGTTATTACAAAACAGAAAAGAACAA 
CAGCAACAAAAACATTGTGTGAATATATGTTTGTATGTGTGTATGTATATCATGAATTTTTTTTTTAAGTTCTGA 
AAAAGAACTTGTTCTCTCCTTAAAGTTGTGAAGAAATTGTTAATTGCCAGACAGGTAAGAAAATGTTTATAATCT 
ATCTCATTAAGAAAGATGAAGTATTAGATTTTACATCATAACACAAAGTCCAGCAGCTACAXC 
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MEQSNDSLRVNHNDGEESKTSAQVFEHLICMDSRDSSFGQNDSPTVLPITTREANNSLISQNIPGPLTQTQTLSA 
EQFHLVDQNGQAIQYELQSLGESNAQMMIVASPTENGQVLRVIPPTQTGMAQVIIPQGQLVDVNSPRDVPEEKPS 
NRNLPTVRVDTLADNTSNYILHPQTSFPLPKKSVTGMLEEPLLGPLQPLSSNTPIWACRLRSCEKIGDSYRGYCV 
SETELESVLTFHKQQTQSWGTRQSPSPAKPATRLMWKSQYVPYDGIPFVNAGSRAVVMECQYGPRRKGFQLKKV 
SEQESRSCQLYKATCPARIYIKKVQKFPEYRVPTDPKIDKKIIRMEQEKAFNMLKKNLVDAGGVLRWYVQLPTQQ 
AHQYHELETPCLTLSPSPFPVSSLEEEETAVRDENCALPSRLHPQVAHKIQELVSQGIEQVYAVRKQLRKFVERE 
LFKPDEVPERHNLSFFPTVNDIKNHIHEVQKSLRNGDTVYNSEIIPATLQWTTDSGNILKETMTVTFAEGNSPGE 
SITTKVETNQTRGSLSPEPTHLLSSLSSFQPKIFTQLQGLQLQPRYTSPDESPAWSVNNQPSSSPSGLLDTIGS 
AVMNNNSLLLGQSHSLQRDTCLTQNNSTASTMGNLPEPDQNLVAMDELVEVGDVEDTGNLEGTVHRILLGDVQTI 
P IQ 1 1 DNH S AL I EENP E S T I S VSQVKQEP KE P ALSMEAKNCGL 
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AGTGTGGTTTTAGTTTTTCCTAAGAAGTGGCGTGGTTTGGGGCTTTATATCCGGGAGGAGCATATGTACGCAAAT 
CCTGGGGCGTTTGCAAACCCGGATCCGGGGCGTCTGGCCCCATGCCCGGCCGGGCGTTTGAGGGCTACTGCCACG 
CAGCGTTTCTGGAGCCTGCCGGCTGGTGCCCTGGTGGCCTTTATCTCTGTCCCCCTTTGTCCTCTTTATCTCAGG 
CTCTCCAGGAGGCCGGGGGGCCCACTCCGCCTATCGCTCCCCTCGGCTACGCTGCCACTCCAATGCCCCGCAGGT 
CGCGAGCTGCTGTTCTTTCGAAGGCGCCGGAGAACCAGGGGCGTCCCGCGCCACCTCTGACTCGGAGCAGCGCCG 
AGCACTGACGCTCCCGCCCTTGGGCAAGGACGCCAGTGCGCCCGCGCGCGTCCCTCTGCGCGGCAGCCCGTCGCG 
GGCCCTCAAGGGGAAGCCCAGGCCAGGATGGCCCCGGGTCGCGCGGTGGCCGGGCTCCTGTTGCTGGCGGCCGCC 
GGCCTCGGAGGAGTGGCGGAGGGGCCAGGGCTAGCCTTCAGCGAGGATGTGCTGAGCGTGTTCGGCGCGAATCTG 
AGCCTGTCGGCGGCGCAGCTCCAGCACTTGCTGGAGCAGATGGGAGCCGCCTCCCGCGTGGGCGTCCCGGAGCCT 
GGCCAGCTGCACTTCAACCAGTGTTTAACTGCTGAAGAGATCTTTTCCCTTCATGGCTTTTCAAATGCTACCCAA 
ATAACCAGCTCCAAATTCTCTGTCATCTGTCCAGCAGTCTTACAGCAATTGAACXTTCACCCATGTGAGGATCGG 
CCCAAGCACAAAACAAGACCAAGTCATTCAGAAGTTTGGGGATATGGATTCCTGTCAGTGACGATTATTAATCTG 
GCATCTCTCCTCGGATTGATTTTGACTCCACTGATAAAGAAATCTTATTTCCCAAAGATTTTGACCTTTTTTGTG 
GGGCTGGCTATTGGGACTCTTTTTTCAAATGCAATTTTCCAACTTATTCCAGAGGCATTTGGATTTGATCCCAAA 
GTCGACAGTTATGTTGAGAAGGCAGTTGCTGTGTTTGGTGGATTTTACCTACTTTTCTTTTTTGAAAGAATGCTA 
AAGATGTTATTAAAGACATATGGTCAGAATGGTCATACCCACTTTGGAAATGATAACTTTGGTCCTCAAGAAAAA 
ACTCATCAACCTAAAGCATTACCTGCCATCAATGGTGTGACATGCTATGCAAATCCTGCTGTCACAGAAGCTAAT 
GGACATATCCATTTTGATAATGTCAGTGTGGTATCTCTACAGGATGGAAAAAAAGAGCCAAGTTCATGTACCTGT 
TTGAAGGGGCCCAAACTGTCAGAAATAGGGACGATTGCCTGGATGATAACGCTCTGCGATGCCCTCCACAATTTC 
ATCGATGGCCTGGCGATTGGGGCTTCCTGCACCTTGTCTCTCCTTCAGGGACTCAGTACTTCCATAGCAATCCTA 
TGTGAGGAGTTTCCCCACGAGTTAGGAGACTTTGTGATCCTACTCAATGCAGGGATGAGCACTCGACAAGCCTTG 
CTATTCAACTTCCTTTCTGCATGTTCCTGCTATGTTGGGCTAGCTTTTGGCATTTTGGTGGGCAACAATTTCGCT 
CCAAATATTATATTTGCACTTGCTGGAGGCATGTTCCTCTATATTTCTCTGGCAGATATGTTTCCAGAGATGAAT 
GATATGCTGAGAGAAAAGGTAACTGGAAGAAAAACCGATTTCACCTTCTTCATGATTCAGAATGCTGGAATGTTA 
ACTGGATTCACAGCCATTCTACTCATTACCTTGTATGCAGGAGAAATCGAATTGGAGTAATAGAAAATGGAAGAT 
GGTGTTGTTAATAAAGGCATTTAATAGATAAAAACATCTCCAAAAAGGATTTTGAAGCTGATCCTATTTAGTTAA 
AAAGATAATTTTGCTTTCAACTGTAGGTCCAGAAAACTAATTATTGGCATCAGTCTGTGAAATAGTCCATTATTT 
GTTGTTAAAAATGCTTCAAAAGGTTTTCAGTGTCAGTCTGAGATGCCTGGTATATAGGAGCCTTTGGGAAATACT 
TATTTTTCAGTATTCCATGCATATTAGATATCACCATGAAGCAAGAGACATGCATTCTATAATCATGTAGACACT 
CAGACTCAGGGGAAAATACAAGTTATATCCTGAAAGCCTTTAAAACTCTATGGTAGGATCAAAGATTCAAATGGT 
TTCAGAGAGGTTTTATTTCAATTAATTTGTTCTAGTGCTTTCAAGAGCAAGTACATCAAAATGTAGAAGGTAAAA 
TGTATGCAACACTAATATAAATTATTCCAAGTCTTTAAGGAGCCAAAGAAAAAAAAGATTTCTCACAGCTTTTTG 
TTCTGTTTTGTATTTCAATTAGGAACTTGCAGTATTATTTTGAAAACCATTCTAAAATAATAGGAGTTAGGAAAT 
AAATAAAGTTTTGCTAGCCCTGCTAAGTTCAGGCTTAGAGGCTTATCGCTAAGTXTAAACTTCACCAGATTCCAC 
GAAAAGCTGGATAGCTTTTTTTCTGACTTATGTTGTGGTTGCACCCCTCACAAATGGCAGAACAGTATGTAAAGC 
TGGTAACACCTCGGTTTCAGTGCACCATGTGTTTGCTTTGTGAAGGTGAAGAATATGTTGGTTTAGAGAAAGAAA 
TTGGATGTAATTTTATGCAATTTACTTTTAAAGACAAACATAACTATTTAGCAGAGAATATTTTAATAAATGCAA 
AACAACAGCTGGACTGCTGTACATCAAGGACAGATTAACTGGAAAACATATGTTCCTTATGTGTGATTGAGAGCC 
ATTCAGAAAAGACTTCCTTTGTGTTCAGCCTATACTTTTCCATATGGTATACCTTGAAAAAAATTAGCACACCAT 
GGTTATTTTTCTACCTTTTATAAAAGACAGAGCCTGTTTACTCATTTAGAAGATAGAGAAAATTGGTCTAAAATT 
GAACATCCTAGATTCACACTCCCAAGTCACTTAAGGTGATTTGATGGTGAGGAAAATGATTGACAAAGCCCAACA 
ATGATCTCAGGAATTACATTTTCCAACAGACCAAAAAATGTTTTCATGTAGCAGCAATGCAGATTTGGTGAATAT 
TTAATATATATTTTAGTATGTATTTCACTTTATGACTGACAATTAAAAAATArTGTTTGGCCAAATAGTAAACAC 
CCTTTTGAAACCATGAAAAAA 
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MAPGRAVAGLLLLAAAGLGGVAEGPGLAFSEDVLSVFGANLSLSAAQLQHLLEQMGAASRVGVPEPGQLHFNQCL 
TAEEIFSLHGFSNATQITSSKFSVICPAVLQQLNFHPCEDRPKHKTRPSHSEVWGYGFLSVTIINLASLLGLILT 
PLIKKSYFPKILTFFVGLAIGTLFSNAIFQLIPEAFGFDPKVDSYVEKAVAVFGGFYLLFFFERMLKMLLKTYGQ 
NGHTHFGNDNFGPQEKTHQPKALPAINGVTCYANPAVTEANGHIHFDNVSWSLQDGKKEPSSCTCLKGPKLSEI 
GTIAWMITLCDALHNFIDGLAIGASCTLSLLQGLSTSIAILCEEFPHELGDFVILLNAGMSTRQALLFNFLSACS 
CYVGLAFGILVGNNFAPNIIFALAGGMFLYISLADMFPEMNDMLREKVTGRKTDFTFFMIQNAGMLTGFTAILLI 
TLYAGEIELE 
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GAATTCCGGCTCCCGCGGCTGCAGGCGCGCGCCTAGAGTGCCTGGCGGGCTCCGGCTTCCGCGTCCGCCCCGGCC 
CCGGTCCAGACTTAGTCTTCAGCTCCGCGCCCGCTCCGCCGCGGCCCACCGCGCCCGCCGGCAGCCGAGCCCCCA 
GCGACGCCCGCACAGCTCCGGGTGCCCAGACAGGGGGCC ATGC CGTGCCGGAGGGAGGAGGAAGAGGAAGCCGGC 
GAGGAGGCGGAGGGGGAGGAAGAGGAGGAGGACAGCTTCCTCCTACTGCAGCAGTCAGTGGCGCTGGGCAGCTCG 
GGCGAGGTGGACCGGCTGGTGGCCCAGATCGGCGAGACGCTGCAGCTGGACGCGGCGCAXGACAGCCCGGCCTCG 
CCGTGCGGGCCCCCGGGGGCGCCGCTGCGGGCCCCGGGGCCCCTGGCTGCGGCGGTGCCGGCGGACAAGGCCAGG 
TCCCCGGCGGTGCCGCTGCTGCTGCCGCCCGCGTTGGCGGAGACTGTGGGCCCGGCGCCCCCTGGGGTCCTGCGC 
TGCGCCCTGGGGGACCGCGGCCGCGTGCGGGGCCGCGCTGCGCCCTACTGCGTGGCCGAGCTCGCCACAGGCCCC 
AGCGCGCTGTCCCCACTGCCCCCTCAGGCCGACCTTGATGGGCCTCCGGGAGCTGGCAAGCAGGGCATCCCGCAG 
CCGCTGTCGGGTCCGTGCCGGCGAGGATGGCTCCGGGGCGCCGCCGCCTCCCGCCGCCTGCAGCAGCGACGCGGG 
TCCCAACCAGAAACCCGCACAGGCGACGACGACCCGCACCGGCTTCTGCAGCAGCTAGTGCTCTCTGGAAACCTC 
ATCAAGGAGGCCGTGCGAAGGCTTCATTCGCGACGGCTGCAGTTACGTGCAAAGCTTCCCCAACGCCCGCTCCTG 
GGACCTCTGTCGGCCCCGGTGCATGAACCCCCTTCGCCTCGCAGCCCTCGCGCGGCCTGCAGTGACCCTGGCGCC 
TCCGGGAGGGCGCAGCTCAGAACTGGCGACGGCGTTCTTGTGCCTGGCAGCTAACACGCCCGGGGTGGCCACAGC 
GCCAGCCTCAGACTGGAGGGCAAGGGGTTCCCTTGAGGGCTGCAGTTCTACTCAGGCTGGTGGAGAACTCTGGCT 
TTTGGAAGCGAGAGTAAAAAGCTAATGACGAGGAACCGAAAAATCGCGAGTGTTTCGCGGGTAACTGGGGTTGAG 
GGCCAAAATATTTGGAATGAAGGACTTGGCCCTATTTAAGGCAGATTTTACAGAGCGCACCTCAAACGTACAAGT 
CAGTAGGACTCCTTATTTGGCGTGACCCGACCTGGCCGCGGAGCCTGCATTTCCTCGCAGCCTCTCAGTGCCCTC 
CAGCCCCGCGACCATGTGGCCACAATCCACGCTTCTCCGGATCGCGGTGCGCCGGAACCACGGAGGATGATGCCA 
GTTACTTGCTTTACCTTTTCAGGGCTGGCTCCTGATCCACTTTGGGGGAGGAGAACATGAGTAGATAATTTCAGG 
GTGCAGCCCAATCTGCCAGACTTAAAAAAACCATCTTGTGTCTTTGGAGGTGCTGCTTAATATCAAACATGCGGT 
GCCATGAAGGGACCCTTTGGGGGTTGAATAGGAGTTAACCCCTGCGCTCTCTTTGCAACTGTCTCTCTTCTCAGA 
GTGGTGGGGGAAGGCTGTACGACACGGGTGGGGAAAGGAGGTGGGGGCGGGGAGTATTGAATGGTGGTGGAAGGG 
TAGAGAGGCGCGGAGTGAACCCCACGCCCTGTCTAAAGTGTATTTTCAGAGCCGGCCCGCCTCTCCTCGGTTCAA 
GGTCACTGTTTCCTGGGCACGCACTGGGTTGCGGGACAGAGTAGCCAGTTTCTGCCGGTGCTCGGAGAAGAGCGC 
AGTGTTTTGCAAGTGCTGGAGTCTCCTGAGGACACGCGCGTCGCCGCCACCGCGGGTGTGGGAAAGCGCGGACGT 
GCTGGGCGTCTGTGCTTCGGTAGGCGACCACCGCCCCTGGCCGCGCTCCGGGCTTTCACGGAAACTCCCGAGACC 
GGGCCCTGGGTTCCTCCTCTCCTACTCGGCTCTGCAGTCCTACTCAAGCGGGTGGCTCTGGGATCCTGGGGGCCT 
GGGTTGGGGGCTAGGGAGACGCCATGTGATGGACACTCCAGGGACACACAGCCTAGCACAGCAGCTTATAATGGG 
CTCTCCGGGGCCATTTGCAATAACAGCTGCAATTCCCTGGATAGACGAGTTGATTTCCTCCCTCTGCCCCTCCCC 
CAGCCATGCCAGCTGGCCTTTGTAAGTGCAGGAAACCGAGTAGAAAATGTGACCCTCCAAATGGAGAAGCTGCCA 
GCTTTGCCATTGTGAACCATGGTGAAGTGCTTGGAACATACTGTTCACTCACTCTAAAGGCGCTGAGACTGTGCT 
GTTGTTCTCGTTTTTATAGTCAATGGCTTGTTCATCATCCAGATGTGGCTACTGACATATCTACACTTCGCACCG 
GAGTGTCTGGAATTGTGGCTATCCTGATTATAGGATTTTAACTTAACTGAAATGCCTGCTTTGAATAAATGTGTT 
GGGTTTTT 
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MPCRREEEEEAGEEAEGEEEEEDSFLLLQQSVALGSSGEVDRLVAQIGETLQLDAAXDSPASPCGPPGAPLRAPG 
PLAAAVPADKARSPAVPLLLPPALAETVGPAPPGVLRCALGDRGRVRGRAAPYCVAELATGPSALSPLPPQADLD 
GPPGAGKQGIPQPLSGPCRRGWLRGAAASRRLQQRRGSQPETRTGDDDPHRLLQQLVLSGNLIKEAVRRLHSRRL 
QLRAKLPQRPLLGPLSAPVHEPPSPRSPRAACSDPGASGRAQLRTGDGVLVPGS 
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GGGGGGGGCGGGGCGCCCAGCGGGATGCGGTGAAGGGCGAGCGGCGCGGCGGCTGCGATQVGTGCCTCTGCGGCC 

ACCGGGGTCTTCGTGCTGTCCCTCTCGGCCATCCCGGTCACCTATGTCTTCAACCACCTGGCGGCCCAGCATGAT 

TCCTGGACTATTGTAGGGGTTGCTGCCCTCATCCTGTTCCTGGTAGCACTGCTGGCTCGTGTCCTCGTCAAAAGA 

AAACCACCCCGGGACCCACTGTTCTATGTGTATGCAGTTTTTGGATTTACCAGCGTGGTGAACCTCATCATAGGA 

CTGGAGCAAGATGGAATCATTGACGGGTTCATGACACACTACTTGAGAGAGGGTGAACCGTATCTGAACACCGCA 

TATGGGCACATGATCTGCTACTGGGATGGCTCTGCTCATTATCTGATGXACCTGGTGATGGTGGCAGCCATAGCA 

TGGGAGGAAACTTATAGAACCATTGGCCTATATTGGGTTGGATCTATTATTATGAGTGTTGTTGTTTTTGTGCCA 

GGAAACATTGTAGGGAAGTATGGAACACGAATTTGCCCTGCTTTTTTCTTAAGCATACCATATACTTGTCTTCCT 

GTCTGGGCTGGTTTCAGAATCTATAATCAGCCATCAGAAAATTATAATTACCCCTCAAAGGTTATTCAAGAAGCC 

CAAGCGAAAGACCTGCTGAGAAGACCATTTGATTTAATGTTGGTTGTGTGTCTCCTCCTGGCAACTGGATTTTGC 

CTGTTCAGAGGTTTGATTGCTTTGGATTGCCCATCTGAGCTCTGCCGATTATATACGCAATTTCAAGAGCCCTAT 

CTAAAGGATCCTGCTGCTTATCCTAAAATTCAGATGCTGGCATATATGTTCTATTCTGTTCCTTACTTTGTGACT 

GCACTGTATGGCTTAGTGGTTCCTGGATGTTCCTGGATGCCTGACATCACATTGATACATGCTGGAGGTCTGGCT 

CAGGCTCAGTTTTCTCACATTGGTGCATCTCTTCATGCTAGAACTGCTTATGTCTACAGAGTCCCTGAAGAAGCA 

AAAATCCTTTTTTTAGCATTAAACATAGTATATGGAGTTCTTCCTCAGCTCTTGGCCTATCGTTGTATCXACAAA 

CCAGAGTTCTXCATAAAAACAAAGGCAGAAGAAAAAGTGGAATMAAATATTACTTCATGTTCCTCCTTTCTAAA 

TTACTAACTTTTGTTATACTGGTACTGATATTTTGTCCCATTXCACXCTCTTCTCATACGTGAGTACTTAAGAAT 

AXGTACAXXCTXGCXCXGCACXGXATGXGTGAGCXATATGGXAXTGXGTAAAXXTXXXXTGAAGGAAAAXGGAAA 

XXCTTGAGAAACAGXXXGTTXAAAGAAAXAXAXXCAAAAXCATXXGXGAAXAAACXXGAXCAXCCAXCTCAAAAA 
AAAAAAAAAAAAAAAAAAA 
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MSASAATGWVLSLSAIPVTYWNHLAAQH^ 

VNLIIGLEQDGIIDGFMTHYLREGEPYLNTAYGHMICYWDGSAHYLMYLVMVAAIAWEETYRTIGLYWGSIIMS 
VVVFVPGNIVGKYGTRICPAFFLSIPYTCLPWAGFRIYNQPSENYNYPSKVIQEAQAKDLLRRPFDLMLWCLL 
LATGFCLFRGLIALDCPSELCRLYTQFQEPYLKDPAAYPKIQMLAYMFYSVPYFVTALYGLWPGCSWMPDITLI 
HAGGLAQAQFSHIGASLHARTAYVYRVPEEAKILFLALNIVYGVLPQLLAYRCIYKPEFFIKTKAEEKVE 
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GGCTGCCGGGGAGGCCAGAGCGTGGAGCGCTGCGCGGCGCGGCGGCCGGGCCCTCGAGACGGGGACGGACACACC 

AGCCCCTCAGATACCACTTGGCCACTCCCGCTGAGGCCACTCCCACTGCGTGGCTGAAGCCTCGAGGTCACCAGG 

CGGAGGCGCGGAGATGCCCCTGCATCAGCTGGGGGACAAGCCGCTCACCTTCCCCAGCCCCAACTCAGCCATGGA 

AAACGGGCTTGACCACACCCCACCCAGCAGGAGGGCATCCCCGGGCACACCCCTGAGCCCCGGCTCCCTCCGCTC 

CGCTGCCCATAGCCCCCTGGACACCAGCAAGCAGCCCCTCTGCCAGCTCTGGGCCGAGAAGCATGGCGCCCGGGG 

GACCCATGAGGTGCGGTACATCTCGGCCGGGCAGAGCGTGGCGTGCGGCTGGTGGGCCTTCGCACCGCCGTGCCT 

GCAGGTCCTCAACACGCCCAAGGGCATCCTGTTCTTCCTGTGTGCGGCCGCATTCCTGCAGGGGATGACTGTGAA 

TGGCTTCATCAACACAGTCATCACCTCCCTGGAGCGCCGCTATGACCTGCACAGCTACCAGAGCGGGCTCATCGC 

CAGCTCCTACGACATTGCCGCCTGCCTCTGCCTCACCTTCGTCAGCTACTTCGGGGGCTCAGGGCACAAGCCGCG 

CTGGCTGGGCTGGGGCGTGCTGCTTATGGGCACGGGTTCGCTGGTGTTCGCGCTGCCCCACTTCACGGCTGGCCG 

CTATGAGGTGGAGTTGGACGCGGGTGTCAGGACGTGCCCTGCCAACCCCGGCGCGGTGTGTGCGGACAGCACCTC 

GGGCCTGTCCCGCTACCAGCTGGTCTTCATGCTGGGCCAGTTCCTGCATGGCGTGGGTGCCACACCCCTCTACAC 

GCTGGGCGTCACCTACCTGGATGAGAACGTCAAGTCCAGCTGCTCGCCCGTCTACATTGCCATCTTCTACACAGC 

GGCCATCCTGGGCCCAGCTGCCGGCTACCTGATTGGAGGTGCCCTGCTGAATATCTACACGGAAATGGGCCGACG 

GACGGAGCTGACCACCGAGAGCCCACTGTGGGTCGGCGCCTGGTGGGTCGGCTTCCTGGGCTCTGGGGCCGCTGC 

TTTCTTCACCGCCGTTCCCATCCTTGGTTACCCTCGGCAGCTGCCAGGCTCCCAGCGCTACGCGGTCATGAGAGC 

GGCGGAAATGCACCAGTTGAAGGACAGCAGCCGTGGGGAGGCGAGCAACCCGGACTTTGGGAAAACCATCAGAGA 

CCTGCCTCTCTCCATCTGGCTCCTGCTGAAGAACCCCACGTTCATCCTGCTCTGCCTGGCCGGGGCCACCGAGGC 

CACTCTCATCACCGGCATGTCCACGTTCAGCCCCAAGTTCTTGGAGTCCCAGTTCAGCCTGAGTGCCTCAGAAGC 

TGCCACCTTGTTTGGGTACCTGGTGGTGCCAGCGGGTGGTGGCGGCACCTTCCTGGGCGGCTTCTTTGTGAACAA 

GCTCAGGCTCCGGGGCTCCGCGGTCATCAAGTTCTGCCTGTTCTGCACCGTTGTCAGCCTGCTGGGCATCCTCGT 

CTTCTCACTGCACTGCCCCAGTGTGCCCATGGCGGGCGTCACAGCCAGCTACGGCGGGAGCCTCCTGCCCGAAGG 

CCACCTGAACCTAACGGCTCCCTGCAACGCTGCCTGCAGCTGCCAGCCAGAACACTACAGCCCTGTGTGCGGCTC 

GGACGGCCTCATGTACTTCTCACTGTGCCACGCAGGGTGCCCTGCAGCCACGGAGACGAATGTGGACGGCCAGAA 

GGTGTACCGAGACTGTAGCTGTATCCCTCAGAATCTTTCCTCTGGTTTTGGCCATGCCACTGCAGGGAAATGCAC 

TTCAACTTGTCAGAGAAAGCCCCTCCTTCTGGTTTTCATATTCGTXGTAATTTTCTTTACATTCCTCAGCAGCAT 

TCCTGCACTAACGGCAACTCTACGATGTGTCCGTGACCCTCAGAGATCCTTTGCCCTGGGAATCCAGTGGATTGT 

AGTTAGAATACTAGGGGGCATCCCGGGGCCCATCGCCTTCGGCTGGGTGATCGACAAGGCCTGTCTGCTGTGGCA 

GGACCAGTGTGGCCAGCAGGGCTCCTGCTTGGTGTACCAGAATTCGGCCATGAGCCGCTACATACTCATCATGGG 

GCTCCTGTACAAGGTGCTGGGCGTCCTCTTCTTTGCCATAGCCTGCTTCTTATACAAGCCCCTGTCGGAGTCTTC 

AGATGGCCTGGAAACTTGTCTGCCCAGCCAGTCCTCAGCCCCTGACAGTGCCACAGATAGCCAGCTCCAGAGCAG 

CGTCTGACCACCGCCCGCGCCCACCCGGCCACGGCGGGCACTCAGCATTTCCTGATGACAGAACAGTGCCGTTGG 

GTGATGCAATCACACGGGAACTTCTATTTGACCTGCAACCTTCTACTTAACCTGTGGTTTAAAGTCGGCTGTGAC 

CTCCTGTCCCCAGAGCTGTACGGCCCTGCAGTGGGTGGGAGGAACTTGCATAAATATATATTTATGGACACACAG 

TTTGCATCAGAACGTGTTTATAGAATGTGTTTTATACCCGATCGTGTGTGGTGTGCGTGAGGACAAACTCCGCAG 

GGGCTGTGAATCCCACTGGGAGGGCGGCGGGCCTGCAGCCCGAGGAAGGCTTGTGTGTCCTCAGTTAAAACTGTG 

CATATCGAAATATATTTTGTTATTTAAGCCTGAAAAAAAAAAAAAAAAAA 
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FIGURE 1078 

MPLHQLGDKPLTFPSPNSAMENGLDHTPPSRRASPGTPLSPGSLRSAAHSPLDTSKQPLCQLWAEKHGARGTHEV 
RYISAGQSVACGWWAFAPPCLQVLNTPKGILFFLCAAAFLQGMTVNGFINTVITSLERRYDLHSYQSGLIASSYD 
IAACLCLTFVSYFGGSGHKPRWLGWGVLLMGTGSLVFALPHFTAGRYEVELDAGVRTCPANPGAVCADSTSGLSR 
YQLVFMLGQFLHGVGATPLYTLGVTYLDENVKSSCSPVYIAIFYTAAILGPAAGYLIGGALLNIYTEMGRRTELT 
TESPLWVGAWWVGFLGSGAAAFFTAVPILGYPRQLPGSQRYAVMRAAEMHQLKDSSRGEASNPDFGKTIRDLPLS 
I WLLLKNP TF I LLCL AGATE ATL I TGMS TF S PKFLE SQF SLS AS E AATLFGYL WP AGGGGTFLGGFF VNKLRLR 
GSAVIKFCLFCTWSLLGILVFSLHCPSVPMAGVTASYGGSLLPEGHLNLTAPCNAACSCQPEHYSPVCGSDGLM 
YFSLCHAGCPAATETNVDGQKVYRDCSCIPQNLSSGFGHATAGKCTSTCQRKPLLLVFIFWIFFTFLSSIPALT 
ATLRCVRDPQRSFALGIQWIVVRILGGIPGPIAFGWVIDKACLLWQDQCGQQGSCLVYQNSAMSRYILIMGLLYK 
VLGVLFFAIACFLYKPLSESSDGLETCLPSQSSAPDSATDSQLQSSV 
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FIGURE 1079 

GAGTTCGGGGCCAGCAGCCGTCTACCCGGTGTCGCGTTCTGTGTTGTGGCGGCCCTGGATCCGGCGTCAGGGCGA 
CCGGGCGGACGAGGTGGAGCCAGAGTCTGTCAGGCGGGTTGGTGAAGGGCGCGGGGCCGGGCACGGCGTTGGGAG 
TGCGCGGCAGGGACCGGCCAGGCGGGCTGCAGGCACCTCAGAGCCCGGGACACCCCCTCAACGTCCGCAGGCGCG 
ATGAAGGCACTGATCTTAGTGGGGGGCTATGGGACGCGGCTACGGCCGCTGACGCTGAGCACCCCGAAGCCACTG 
GTGGACTTCTGCAATAAGCCCATCTTGCTGCACCAAGTGGAGGCGCTAGCCGCGGCAGGCGTGGACCACGTGATC 
CTGGCCGTGAGCTACATGTCGCAGGTGCTGGAGAAGGAAATGAAGGCACAGGAGCAGAGGCTGGGAATCCGAATC 
TCCATGTCCCATGAAGAGGAGCCTTTGGGGACAGCTGGGCCCCTGGCGCTGGCCCGTGACCTACTCTCTGAGACT 
GCAGACCCTTTCTTCGTCCTCAACAGTGACGTGATCTGCGATTTCCCCTTCCAAGCCATGGTGCAGTTCCACCGG 
CACCATGGCCAGGAGGGCTCCATCCTGGTGACCAAGGTGGAGGAACCCTCCAAGTACGGTGTGGTGGTGTGTGAG 
GCTGACACAGGCCGCATTCACCGGTTCGTGGAGAAGCCACAGGTGTTTGTGTCCAATAAGATCAACGCAGGCATG 
TACATCCTGAGCCCTGCAGTGCTGCGGCGCATCCAGCTGCAGCCTACGTCCATTGAGAAGGAGGTCTTCCCCATT 
ATGGCCAAGGAGGGGCAGCTATATGCCATGGAGTTACAGGGCTTCTGGATGGACATTGGGCAGCCCAAGGACTTC 
CTCACTGGCATGTGCCTCTTCCTGCAGTCACTGAGGCAGAAGCAGCCTGAGCGGCTGTGCTCAGGCCCTGGCATT 
GTGGGCAACGTGCTGGTGGACCCAAGTGCCCGCATCGGCCAGAACTGCAGCATTGGCCCCAATGTGAGCCTGGGA 
CCTGGCGTGGTGGTCGAAGATGGTGTGTGTATCCGGCGGTGCACGGTGCTGCGGGATGCCCGGATCCGTTCCCAT 
TCCTGGCTTGAGTCCTGCATTGTGGGCTGGCGCTGCCGCGTGGGTCAGTGGGTAAGCCTGTGGGCTGGGCTGGGT 
GGGGAGAGGGGCGGGGAGTGTGCCTGCCXCCCTGACAAGGCCTATCCTCTCCTGGAGGTACGCATGGAGAACGTG 
ACAGTGCTGGGTGAGGACGTCATAGTTAATGATGAGCTCTACCTCAACGGAGCCAGCGTGCTGCCCCACAAGTCT 
ATTGGCGAGTCAGTGCCAGAGCCTCGTATCATCATGTGAGGGGATGCAGTGGGGCTGGCCGAGCCCCGGTTTTCC 
CATCAGCAAGGGGAGTGCTGGCCTGACACATCAGAAGACCCTGGACTTGTCATTATTTGTCTGGGGGGCACTGGG 
TGAAGCTGAAGCTGTTGGACACCTGCCTTCTCATGTGGACATCATCTGGCAGGATCCCTGCTGGGCACACCCCAC 
AAACCCCACTCCCTCAAGAAGGGCCAGGGCCAGGGCTGTATGGAATAATAATTTAATGCTCACTGTGAAAAAAAA 
AAAAAAAAAAAAAA 
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FIGURE 1080 

MKALILVGGYGTRLRPLTLSTPKPLVDFCNKPILLHQVEALAAAGVDHVILAVSYMSQVLEKEMKAQEQRLGIRI 
SMSHEEEPLGTAGPLALARDLLSETADPFFVLNSDVICDFPFQAMVQFHRHHGQEGSILVTKVEEPSKYGVWCE 
ADTGRI HRFVEKPQVFVSNKINAGMY I LSP AVLRRIQLQPTS IEKEVFP IMAKEGQLYAMELQGFWMD I GQPKDF 
LTGMCLFLQSLRQKQPERLCSGPGIVGNVLVDPSARIGQNCSIGPNVSLGPGVWEDGVCIRRCTVLRDARIRSH 
SWLESCIVGWRCRVGQWVSLWAGLGGERGGECACLPDKAYPLLEVRMENVTVLGEDVIVNDELYLNGASVLPHKS 
IGESVPEPRIIM 
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FIGURE 1081 

AAGGCTATTATTACCACCACTGAGTGGCTTAAATAATCCTGTCAACAGCAATCGCCCATTTCCAAAGCCATGGTG 
AAACATCTCTGTGCTAATTTCTTTTGTTTTGTTTCCTAATTTTTTTTTTTTGGCAGGTGGTGGGAAATAATCTTT 
GTCTTCTTTGGAGTAAACCTTCAACACCGGATTTTTTCTTTTAATTATGGATGTAAACCCCAATATCCCCATAAT 
TTACATTGGGTCTCGACCAATTGCCTAATTATAAGAGGATATATTTAGGCTCTTATTTCATCCACACAAAAACTT 
GTGTAACAGGTAGTTGGAAACATCTGAGGCACCACTTTGATTCTGTTTTGGATGGTCATGTTTTTTCTCCTCCGT 
TTCCCCAGCATGTCTGCCACCATCCTCATGCACTGCTTCCAAGTGCCTGGGAGCCTTTATGAGCGTCCCTAAACC 
TAAAAGAATCCAGAGGCGGGGCTCGG ATGA ACCCTCGAGATAAGCAAGTGAGCCGCTTCTCCCCTCTAAAGGATG 
TTTACACGTGGGTGGCACTCGCTGGAATCCAGCGCTCGGGCAGCCCTGGGAGGACGCGCTCAGCTGCGAGGAGGA 
TGGAGAGCAATACATCATCATCTTTGGAGAATTTAGCGACGGCGCCTGTGAACCAGATCCAAGAAACAATTTCTG 
ATAATTGTGTGGTGATTTTCTCAAAAACATCCTGTTCTTACTGTACAATGGCAAAAAAGCTTTTCCATGACATGA 
ATGTTAACTATAAAGTGGTGGAACTGGACCTGCTTGAATATGGAAACCAGTTCCAAGATGCTCTTTACAAAATGA 
CTGGTGAAAGAACTGTTCCAAGAATATTTGTCAATGGTACTTTTATTGGAGGTGCAACTGACACTCATAGGCTTC 
ACAAAGAAGGAAAATTGCTCCCACTAGTTCATCAGTGTTATTTAAAAAAAAGTAAGAGG2UUVGAATTTCAGTGAT 
GTTTATACTAATAAGTTTGCTAGTACAGTGTCAGTTATTTAAAGTGGTAATGCCCGATAATGrCTTTTAAATGTT 
TGAGGATGTTTTAAATACATGCATXGTCTTCACGAAGAAGATGTAAAAATAATGAACAATAAATTGCGGTGGAAA 
CCTAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 1082 

MNPRDKQVSRFSPLKDVYT1WALAGIQRSGSPGRTRSAARRMESNTSS 

TSCSYCTMAKKLFHDMNVNYKVVELDLLEYGNQFQDALYKMTGERTVPRIFVNGTFIGGATDTHRLHKEGKLLPL 
VHQCYLKKSKRKEFQ 
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FIGURE 1083 

GGGGATTTGGCTAGAAGGCTGGGCCGGCAGCGGTTGTGAGGAGTTAGCTCGCGGCATTGCAGGCTCTGAGAGGAG 

GGGACCCGGTTCCCGGGTGAGTGTCCAGGCATGCCAGCGGAACGGCCCGCGGGCAGCGGCGGCTCGGAGGCTCCA 

GCAATGGTTGAACAACTGGACACTGCTGTGATTACCCCGGCCATGCTAGAAGAGGAAGAACAGCTTGAAGCTGCT 

GGACTAGAGAGAGAGCGGAAGATGCTGGAAAAGGCTCGCATGTCTTGGGATAGAGAGTCGACAGAAATTCGGTAC 

CGTAGACTTCAACATTTGCTTGAAAAAAGCAATATCTACTCCAAATTTTTATTGACGAAAATGGAACAGCAACAA 

TTAGAGGAACAGAAGAAG2^AAGAAAAATTGGAGAGAAAAAAGGAGTCTTTAAAAGTTAAAAAGGGTAAAAATTCA 

ATTGATGCAAGTGAAGAGAAGCCAGTTATGAGGAAAAAAAGAGGAAGAGAAGATGAATCATACAATATTTCAGAG 

GTCATGTCAAAAGAGGAAATTTTGTCTGTGGCTAAAAAAAATAAAAAGGAGAATGAGGATGAAAACTCCTCCTCT 

ACTAATCTCTGTGTGGAAGATCTTCAGAAAAATAAAGATTCGAATAGTATAATTAAAGATAGATTGTCTGAAACG 

GTTAGGCAGAATACTAAATTCTTTTTTGACCCAGTCCGGAAGTGTAATGGTCAGCCAGTACCTTTTCAACAACCA 

AAGCACTTCACTGGAGGAGTGATGCGATGGTACCAAGTAGAAGGCATGGAATGGCTTAGGATGCTTTGGGAAAAT 

GGAATTAATGGCATTTTAGCAGATGAAATGGGATTGGGTAAGACAGTTCAGTGCATTGCTACTATTGCATTGATG 

ATTCAGAGAGGAGTACCAGGACCTTTTCTTGTCTGTGGCCCTTTGTCTACACTTCCTAACTGGATGGCTGAATTC 

AAAAGATTTACACCAGATATCCCTACAATGTTATATCATGGAACCCAGGAGGAACGTCAAAAATTGGTAAGAAAT 

ATTTACAAACGGAAAGGGACTTTGCAGATTCATCCTGTGGTAATCACGTCATTTGAAATAGCCATGAGAGACCGA 

AATGCGTTACAGCATTGCTATTGGAAATACTTAATAGTAGATGAAGGACACAGGATTAAGAATATGAAGTGCCGT 

CTAATCAGGGAGTTAAAACGATTCAATGCTGATAACAAACTTCTTTTGACTGGTACTCCCTTGCAAAACAATTTA 

TCAGAACTTTGGTCATTGCTAAACTTTTTGTTGCCAGATGTATTTGATGACTTGAAAAGCTTTGAGTCTTGGTTT 

GACATCACTAGTCTTTCTGAAACTGCTGAAGATATTATTGCTAAAGAAAGAGAACAGAATGTATTGCATATGCTG 

CACCAGATTTTAACACCTTTCTTATTGAGAAGACTGAAGTCTGATGTTGCTCTTGAAGTTCCTCCTAAACGAGAA 

GTAGTCGTTTATGCTCCACTTTCAAAGAAGCAGGAGATCTTTTATACAGCCATTGTGAACCGTACAATTGCAAAC 

ATGTTTGGATCCAGTGAGAAAGAAACAATTGAGTTAAGTCCTACTGGTCGACCAAAACGACGAACTAGAAAATCA 

ATAAATTACAGCAAAATAGATGATTTCCCTAATGAATTGGAAAAACTGATCAGTCAAATACAGCCAGAGGTGGAC 

CGAGAAAGAGCTGTTGTGGAAGTGAATATCCCTGTAGAATCTGAAGTTAATCTGAAGCTGCAGAATATAATGATG 

CTACTTCGTAAATGTTGTAATCATCCATATTTGATTGAATATCCTATAGACCCTGTTACACAAGAATTTAAGATC 

GATGAAGAATTGGTAACAAATTCTGGGAAGTTCTTGATTTTGGATCGAATGCTGCCAGAACTAAAAAAAAGAGGT 

CACAAGGTGCTGCTTTTTTCACAAATGACAAGCATGTTGGACATTTTGATGGATTACTGCCATCTCAGAGATTTC 

AACTTCAGCAGGCTTGATGGGTCCATGTCTTACTCAGAGAGAGAAAAAAACATGCACAGCTTCAACACGGATCCA 

GAGGTGTTTATCTTCTTAGTGAGTACACGAGCTGGTGGCCTGGGCATTAATCTGACTGCAGCAGATACAGTTATC 

ATTTATGATAGTGATTGGAACCCCCAGTCGGATCTTCAGGCCCAGGATAGATGTCATAGAATTGGTCAGACAAAG 

CCAGTTGTTGTTTATCGCCTTGTTACAGCAAATACTATCGATCAGAAAATTGTGGAAAGAGCAGCTGCTAAAAGG 

AAACTGGAAAAGTTGATCATCCATAAAAATCATTTCAAAGGTGGTCAGTCTGGATTAAATCTGTCTAAGAATTTC 

TTAGATCCTAAGGAATTAATGGAATTATTAAAATCTAGAGATTATGAAAGGGAAATAAAAGGATCAAGAGAGAAG 

GTCATTAGTGATAAAGATCTAGAGTTGTTGTTAGATCGAAGTGATCTTATTGATCAAATGAATGCTTCAGGACCA 

ATTAAAGAGAAGATGGGGATATTCAAGATATTAGAAAATTCTGAAGATTCCAGTCCTGAATGTTTGTTT TAAA GT 

GGAGCTCAAGAATAGCTTTTAAAAGTTCTTATTTACATCTAGTGATTTCCCTGTATTGGGTTTGAAATACTGATT 

GTCCACTTCACCTTTTTTATTATATCAGTTGACATGTAACTAGTACCATGCGTACTTAAATAGATGGTAATTTTC 

TGAGCCTTACCAAGAACAAAGAAGTATCCATATTAAGTTTAGATTTTCAGTTAATTTTTGAGACTGAGTAGTATT 

CTTGGATACAGGCTGATGTGTACTTAACCACTTCCAGATTTATACAGTCTTCCTGTGGAAGTTTAGTAAATGTCT 

TTTTCCCTCCTTTCTTCTAGTAATGCAGTTCATGGGCTTTAGGTACTTCAGTTATGAAGTAGGCTTTTCATGGGG 

AGAGATTGGGATTATGCTTTCTGTTGTTTAAGAAACTGTTTGATTTTAGAGTCTATTTCTATGAGATAGTTTACC 

AAATAAATGTTCCTTATAAGATGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAA 
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FIGURE 1084 

MPAERPAGSGGSEAPAMVEQLDTAVITPAMLEEEEQLEAAGLERERKMLEKARMSWDRESTEIRYRRLQHLLEKS 
NIYSKFLLTKMEQQQLEEQKKKEKLERKKESLKVKKGKNSIDASEEKPVMRKKRGREDESYNISEVMSKEEILSV 
AKKNKKENEDENSSSTNLCVEDLQKNKDSNSIIKDRLSETVRQNTKFFFDPVRKCNGQPVPFQQPKHFTGGVMRW 
YQVEGMEWLRMLWENGINGILADEMGLGKTVQCIATIALMIQRGVPGPFLVCGPLSTLPNWMAEFKRFTPDIPTM 
LYHGTQEERQKLVRNIYKRKGTLQIHPVVITSFEIAMRDRNALQHCYWKYLIVDEGHRIKNMKCRLIRELKRFNA 
DNKLLLTGTPLQNNLSELWSLLNFLLPDVFDDLKSFESWFDITSLSETAEDIIAKEREQNVLHMLHQILTPFLLR 
RLKSDVALEVPPKREVWYAPLSKKQEIFYTAIVNRTIANMFGSSEKETIELSPTGRPKRRTRKSINYSKIDDFP 
NELEKLISQIQPEVDRERAWEVNIPVESEVNLKLQNIMMLLRKCCNHPYLIEYPIDPVTQEFKIDEELVTNSGK 
FLILDRMLPELKKRGHKVLLFSQMTSMLDILMDYCHLRDFNFSRLDGSMSYSEFFIKNMHSFNTDPEVFIFLVSTR 
AGGLGINLTAADTVIIYDSDWNPQSDLQAQDRCHRIGQTKPVWYRLVTANTIDQKIVERAAAKRKLEKLIIHKN 
HFKGGQSGLNLSKNFLDPKELMELLKSRDYEREIKGSREKVISDKDLELLLDRSDLIDQMNASGPIKEKMGIFKI 
LENSEDSSPECLF 
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FIGURE 1085 

GAATTCCGGCAAA ATGC ATGACAGTAACAATGTGGAGAAAGACATTACACCATCTGAATTGCCTGCAAACCCAGG 
TTGTCTGCATTCAAAAGAGCATTCTATTAAAGCTACCTTAATTTGGCGCTTATTTTTCTTAATCATGTTTCTGAC 
AATCATAGTGTGTGGAATGGTTGCTGCTTTAAGCGCAATAAGAGCTAACTGCCATCAAGAGCCATCAGTATGTCT 
TCAAGCTGCATGCCCAGAAAGCTGGATTGGTTTTCAAAGAAAGTGTTTCTATTTTTCTGATGACACCAAGAACTG 
GACATCAAGTCAGAGGTTTTGTGACTCACAAGATGCTGATCTTGCTCAGGTTGAAAGCTTCCAGGAACTGAATTT 
CCTGTTGAGATATAAAGGCCCATCTGATCACTGGATTGGGCTGAGCAGAGAACAAGGCCAACCATGGAAATGGAT 
AAATGGTACTGAATGGACAAGACAGTTTCCTATCCTGGGAGCAGGAGAGTGTGCCTATTTGAATGACAAAGGTGC 
CAGTAGTGCCAGGCACTACACAGAGAGGAAGTGGATTTGTTCCAAATCAGATATACATGTC TAGA TGTTACAGCA 
AAGCCCCAACTAATCTTTAGAAGCATATTGGAACTGATAACTCCATTTTAAAATGAGCAAAGAATTTATTTCTTA 
TACCAACAGGTATATGAAAATATGCTCAATATCACTAATAACTGGGAAAATACAAATCAAAATCATAGTAAAATA 
TTACCTGTTTTCATGGTGCTAATATTACCTGTTCTCCCACTGCTAATGACATACCCGAGAATGAGTAATTTATAA 
ATAAAAGAGATTTAATTGAAAAAAA 
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FIGURE 1086 

MHDSNNVEKDITPSELPANPGCLHSKEHSIKATLIWRLFFLIMFLTIIVCGMVAALSAIRANCHQEPSVCLQAAC 
PESWIGFQRKCFYFSDDTKNWTSSQRFCDSQDADLAQVESFQELNFLLRYKGPSDHWIGLSREQGQPWKWINGTE 
WTRQFP ILGAGECAYLNDKGASSARHYTERKWICSKSD IHV 
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FIGURE 1087A 

CTCCTCCTCCGTCTCCTCCTCTCTCTCTCATCTGCTGTGGTTMQGCCTGTCGCTGGAGCACAAAAGAGTCTCCG 

CGGTGGAGGTCTGCGTTGCTCTTGCTTTTCCTCGCTGGGGTGTACGGAAATGGTGCTCTTGCAGAACATTCTGAA 

AATGTGCATATTTCAGGAGTGTCAACTGCTTGTGGAGAGACTCCAGAGCAAATACGAGCACCAAGTGGCATAATC 

ACAAGCCCAGGCTGGCCTTCTGAATATCCTGCAAAAATCAACTGTAGCTGGTTCATAAGGGCAAACCCAGGCGAA 

ATCATTACTATAAGTTTTCAGGATTTTGATATTCAAGGATCCAGAAGGTGCAATTTGGACTGGTTGACAATAGAA 

ACATACAAGAATATTGAAAGTTACAGAGCTTGTGGTTCCACAATTCCACCTCCGTATATCTCTTCACAAGACCAC 

ATCTGGATTAGGTTTCATTCGGATGACAACATCTCTAGAAAGGGTTTCAGACTGGCATATTTTTCAGGGAAATCT 

GAGGAACCAAATTGTGCTTGTGATCAGTTTCGTTGTGGTAATGGAAAGTGTATACCAGAAGCCTGGAAATGTAAT 

AACATGGATGAATGTGGAGATAGTTCCGATGAAGAGATCTGTGCCAAAGAAGCAAATCCTCCAACTGCTGCTGCT 

TTTCAACCCTGTGCTTACAACCAGTTCCAGTGTTTATCCCGTTTTACCAAAGTTTACACTTGCCTCCCCGAATCT 

TTAAAATGTGATGGGAACATTGACTGCCTTGACCTAGGAGATGAGATAGACTGTGATGTGCCAACATGTGGGCAA 

TGGCTAAAATATTTTTATGGTACTTTTAATTCTCCCAATTATCCAGACTTTTATCCTCCTGGAAGCAATTGCACC 

TGGTTAATAGACACTGGTGATCACCGTAAAGTCATTTTACGCTTCACTGACTTTAAACTTGATGGTACTGGTTAT 

GGTGATTATGTCAAAATATATGATGGATTAGAGGAGAATCCACACAAGCTTTTGCGTGTGTTGACAGCTTTTGAT 

TCTCATGCACCTCTTACAGTTGTTTCTTCTTCTGGACAGATAAGGGTACATTTTTGTGCTGATAAAGTGAATGCT 

GCAAGGGGATTTAATGCTACTTACCAAGTAGATGGGTTCTGTTTGCCATGGGAAATACCCTGTGGAGGTAACTGG 

GGGTGTTATACTGAGCAGCAGCGTTGTGATGGGTATTGGCATTGCCCAAATGGAAGGGATGAAACCAATTGTACC 

ATGTGCCAGAAGGAAGAATTTCCATGTTCCCGAAATGGTGTCTGTTATCCTCGTTCTGATCGCTGCAACTACCAG 

AATCATTGCCCAAATGGCTCAGATGAAAAAAACTGCTTTTTTTGCCAACCAGGAAATTTCCATTGTAAAAACAAT 

CGTTGTGTGTTTGAAAGTTGGGTGTGTGATTCTCAAGATGACTGTGGTGATGGCAGCGATGAAGAAAATTGCCCA 

GTAATCGTGCCTACAAGAGTCATCACTGCTGCCGTCATAGGGAGCCTCATCTGTGGCCTGTTACTCGTCATAGCA 

TTGGGATGTACTTGTAAGCTTTATTCTCTGAGAATGTTTGAAAGAAGATCATTTGAAACACAGTTGTCAAGAGTG 

GAAGCAGAATTGTTAAGAAGAGAAGCTCCTCCCTCGTATGGACAATTGATTGCTCAGGGTTTAATTCCACCAGTT 

GAAGATTTTCCTGTTTGTTCACCTAATCAGGCTTCTGTTTTGGAAAATCTGAGGCTAGCGGTACGATCTCAGCTT 

GGATTTACTTCAGTCAGGCTTCCTATGGCAGGCAGATCAAGCAACATTTGGAACCGTATTTTTAATTTTGCAAGA 

TCACGTCATTCTGGGTCATTGGCTTTGGTCTCAGCAGAXGGAGATGAGGTTGTCCCTAGTCAGAGTACCAGTAGA 

GAACCTGAGAGAAATCATACTCACAGAAGTTTGTTTTCCGTGGAGTCTGATGATACAGACACAGAAAATGAGAGA 

AGAGATATGGCAGGAGCATCTGGTGGGGTTGCAGCTCCTTTGCCTCAAAAAGTCCCTCCCACAACGGCAGTAGAA 

GCGACAGTAGGAGCATGTGCAAGTTCCTCAACTCAGAGTACCCGAGGTGGTCATGCAGATAATGGAAGGGATGTG 

ACAAGTGTGGAACCCCCAAGTGTGAGTCCAGCACGTCACCAGCTTACAAGTGCACTCAGTCGTATGACTCAGGGG 

CTACGCTGGGTACGTTTTACATTAGGACGATCAAGTTCCCTAAGTCAGAACCAGAGTCCTTTGAGACAACTTGAT 

AATGGGGTAAGTGGAAGAGAAGATGATGATGATGTTGAAATGCTAATTCCAATTTCTGATGGATCTTCAGACTTT 

GATGTGAATGACTGCTCCAGACCTCTTCTTGATCTTGCCTCAGATCAAGGACAAGGGCTTAGACAACCATATAAT 

GCAACAAATCCTGGAGTAAGGCCAAGTAATCGAGATGGCCCCTGTGAGCGCTGTGGTATTGTCCACACTGCCCAG 

ATACCAGACACTTGCTTAGAAGTAACACTGAAAAACGAAACGAGTGATGATGAGGCTTTGTTACTTTGT TAGG TA 

CGAATCACATAAGGGAGATTGTATACAAGTTGGAGCAATATCCATTTATTATTTTGTAACTTTACAGTTAAACTA 

GTTTTAGTTTAAAAAGAAAAAATGCAGGGTGATTTCTTATTATTATATGTTAGCCTGCATGGTTAAATTCGACAA 

CTTGTAACTCTATGAACTTAGAGTTTACTATTTTAGCAGCXAAAAATGCATCACATATTCATATTGTTCAATAAT 

GTCCTTTCATTTGTTTCTGATTGTTTTCATCCTGATACTGTAGTTCACTGTAGAAATGTGGCTGCTGAAACTCAT 

TTGATTGTCATTTTTATCTATCCTATGTTAAATGGTTTGTTTTTACAAAATAATACCTTATTTTAATTGAAACGT 

TTATGCTTTTGCCAACACATCTTGTAACTTAATATACTAGATGTTAAGGTTGTTAATGTACAAAAAAAAAACCCT 

TATACTCACCTGCGTTTTCATTTGTTTGACATTTGTCTATTATTGGATTTCATTATCATATGAACTTGTCAGTGG 

GAAACAAACTGTCTAAAAATTTTTCTCTTACGTTTAACATACAATCATGTGAAATTTAGGCAGAGTTCGATAAAT 

TACTGGCAAAAACAAAACTCTTTTATAAAGATTTTCTAATGTTGACTTTAATACTCTAACATGGTACAAACCAAA 

TGGTAAAATCCCAAGTCATTTCTTTTTTCATCTCTATTTAGCAACAGAATTAAGTGGATGAAGATATTCTACTAT 

GCATTAAATCTTGAACTTTATAAAACATGTACAAAAATTGTACAAGATAAGTTCCACCTGGTAATGTCTTTCCCT 

AATACAGGGTTGCGCTTGCATTGGACCCTAGGGATTTGCACTAAAATTATATCAAGGTCTCAGATGAGCTTAGTG 

CACAAGCACTATCACTTTAAATACTATTATTTGCTACCACAGCAACTATATATTTCCATAGCTTTTGGCTGGGGG 
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FIGURE 1087B 

CGGGGGACATTTTTATTACAACTTGAAATTGCTTTGCTGGTTTCATATTTATTTGTTGTATTTAAAAAATACATT 
GTTGTAAGAGTGATTTTTTCAATATATTTTATTCCTGGGGGGGATCATGCTACACTCTCAAAAGAAAATTAAGAA 
ATCATTCAGATCATCCCCCCTTTTTAAGTAGTGTGAATTGCAAAACCCAACATATTTTTTTTACTGTCAGTTGCG 
GTTTATTTATTCTTTAACTGTCTGTTTTAGTAGTTTAATGATTATGAAAAATGTATCTGTGTGTGATTTGCTATT 
TATTAAATTTTAAGTACTTTGCTGAATGTCATTTTAAAGCATGTTTGAAGTCTTGTGTATTTGTCTGTGTTAATG 
CTGTCAGGAGGAACTGACTAAGATGTTTTAATATGTATCAAAAATTAAAATGATTTTTTTTATTGCCTTGAGGTA 
CTTTTTAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 1088 

MACRWSTKESPRWRSALLLLFLAGVYGNGALAEHSENVHISGVSTACGETPEQIRAPSGIITSPGWPSEYPAKIN 
CSWFIRANPGEIITISFQDFDIQGSRRCNLDWLTIETYKNIESYRACGSTIPPPYISSQDHIWIRFHSDDNISRK 
GFRLAYFSGKSEEPNCACDQFRCGNGKCIPEAWKCNNMDECGDSSDEEICAKEANPPTAAAFQPCAYNQFQCLSR 
FTKVYTCLPESLKCDGNIDCLDLGDEIDCDVPTCGQWLKYFYGTFNSPNYPDFYPPGSNCTWLIDTGDHRKVILR 
FTDFKLDGTGYGDYVKIYDGLEENPHKLLRVLTAFDSHAPLTWSSSGQIRVHFCADKVNAARGFNATYQVDGFC 
LPWEIPCGGNWGCYTEQQRCDGYWHCPNGRDETNCTMCQKEEFPCSRNGVCYPRSDRCNYQNHCPNGSDEKNCFF 
CQPGNFHCKNNRCVFESWVCDSQDDCGDGSDEENCPVIVPTRVITAAVIGSLICGLLLVIALGCTCKLYSLRMFE 
RRSFETQLSRVEAELLRREAPPSYGQLIAQGLIPPVEDFPVCSPNQASVLENLRLAVRSQLGFTSVRLPMAGRSS 
NIWNRIFNFARSRHSGSLALVSADGDEWPSQSTSREPERNHTHRSLFSVESDDTDTENERRDMAGASGGVAAPL 
PQKVPPTTAVEATVGACASSSTQSTRGGHADNGRDVTSVEPPSVSPARHQLTSALSRMTQGLRWVRFTLGRSSSL 
SQNQSPLRQLDNGVSGREDDDDVEMLIPISDGSSDFDVNDCSRPLLDLASDQGQGLRQPYNATNPGVRPSNRDGP 
CERCGIVHTAQIPDTCLEVTLKNETSDDEALLLC 
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FIGURE 1089 

GGGGGTGGCGGGGACGCGAGTGGCGGCCGCGGGGCCCCGGACAAGGGTCCGCAGAGCTGCAGCCTTCGAGGGCCA 
GCCCTCTCCGAGTCCGGGGCTGGGTCCCACCAGTGACAAGGCGGCAGCCCCGCGCACACCAAAGAGAAAGCGGCT 
GTGGCGGCAGCGGCAGCCCCAGCCATGCTGTGTTATGTGACGAGGCCGGACGCGGTGCTGATGGAGGTGGAGGTG 
GAGGCGAAAGCCAACGGCGAGGACTGCCTCAACCAGGTGTGCAGGCGACTGGGAATCATAGAAGTTGACTATTTT 
GGACTGCAATTTACGGGTAGCAAAGGTGAAAGTTTATGGCTAAACCTGAGAAACCGGATCTCCCAGCAGATGGAT 
GGGCTAGCCCCTTACAGGCTTAAACTTAGAGTCAAGTTCTTCGTGGAGCCTCATCTCATCTTACAGGAGCAGACT 
AGGCATATCTTTTTCTTGCACATCAAGGAGGCCCTCTTGGCAGGCCACCTCTTGTGTTCCCCAGAGCAGGCAGTG 
GAACTCAGTGCCCTCCTGGCCCAGACCAAGTTTGGAGACTACAACCAGAACACTGCCAAGTATAACTATGAGGAG 
CTCTGTGCCAAGGAGCTCTCCTCTGCCACCTTGAACAGCATTGTTGCAAAACATAAGGAGTTGGAGGGGACCAGC 
CAGGCTTCAGCTGAATACCAAGTTTTGCAGATTGTGTCGGCAATGGAAAACTATGGCATAGAATGGCATTCTGTG 
CGGGATAGCGAAGGGCAGAGACTGCTCATTGGGGTTGGACCTGAAGGAATCTCAATTTGTAAAGATGACTTXAGC 
CCAATTAATAGGATAGCTTATCCTGTGGTGCAGATGGCCACCCAGTCAGGAAAGAATGTATATTTGACGGTCACC 
AAGGAATCTGGGAACAGCATCGTGCTCTTGTTTAAAATGATCAGCACCAGGGCGGCCAGCGGGCTCTACCGAGCG 
ATAACAGAGACGCACGCATTCTACAGGTGTGACACAGTGACCAGCGCCGTGATGATGCAGTATAGCCGTGACTTG 
AAGGGCCACTTGGCATCTCTGTTTCTGAATGAAAACATTAACCTTGGCAAGAAATATGTCTTTGATATTAAAAGA 
ACATCAAAGGAGGTGTATGACCATGCCAGGAGGGCTCTGTACAATGCTGGCGTTGTGGACCrCGTTTCAAGAAGC 
AACCAGAGCCCTTCACACTCGCCTCTGAAGTCCTCAGAAAGCAGCATGAACTGCAGCAGCTGCGAGGGCCTCAGC 
TGCCAGCAGACCCGGGTGCTGCAGGAGAAGCTACGCAAGCTGAAGGAAGCCATGCTGTGCATGGTGTGCTGCGAG 
GAGGAGATCAACTCCACCTTCTGTCCCTGTGGCCACACTGTGTGCTGTGAGAGCTGCGCCGCCCAGCTACAGTCA 
TGTCCCGTCTGCAGGTCGCGTGTGGAGCATGTCCAGCACGTCTATCTGCCAACGCACACCAGTCTTCTCAATCTG 
ACTGrAATCTAATCTGTTGTGCTTTTGTTGGACTTGGCATGTTTCCATGAACTGCACTATTATAAACTATTAAAA 
TGATAGATGTTGGAGAAAGTAATTATTCCAACACCCATCTGCCCATGCGATGTTAAAAAA 
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FIGURE 1090 

MLCYVTRPDAVLMEVEVEAKANGEDCL^ 

LRVKFFVEPHLILQEQTRHIFFLHIKEALLAGHLLCSPEQAVELSALLAQTKFGDYNQNTAKYNYEELCAKELSS 
ATLNSIVAKHKELEGTSQASAEYQVLQIVSAMENYGIEWHSVRDSEGQRLLIGVGPEGISICKDDFSPINRIAYP 
WQMATQSGKNWLTVTKESGNSIVLLFKMISTRAASGLYRAITETHAFYRCDTVTSAViy^ 

LNENINLGKKYVFDIKRTSKEVYDHARRALYNAGWDLVSRSNQSPSHSPLKSSESSMNCSSCEGLSCQQTRVLQ 
EKLRKLKEAMLCMVCCEEEINSTFCPCGHTVCCESCAAQLQSCPVCRSRVEHVQHVYLPTHTSLLNLTVI 
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FIGURE 1091 

GGAAGCTCAGCAGTGTCCACTGTCGCCATTCCTTGGCCATAGAAAACAATGTATTTGAATTTTGATGTAAGCATA 
GCAAATTGAAGATGAAGATGACACGTTGATTTCXTGTTTGAAATTAACCAAGTCCCGAGAAAAGAAAGTGAATAG 
TGTTAGCACGAGGAGGAAGGAAGAAATGGAGATTAGATTGGATACTCTTTCTGCATCACTGGGTAGATCCAGCAC 
TTTAAATGACTGCAACTTGG2VAGATAAATTAGCTTGGTATGAAGGTGAAGCTTACATGTGGCATCACTGGAAGCC 
TTTTCCTGAAAACCCTCTCTGGACATGTCTTGATTTCCAAATAGCACAAGTTGGACCCTGGGACTACTGCTCCrC 
TTGTATTCGCCACACACGTCTCAAGTCTTCCTGCTCAGATATGGATCTCCTACATTCATGGCGAAGCAGCAGTTT 
TGGGAATTTCGATCGTTTTCGGAATAATTCTTTATCAAAACCAGATGATTCAACTGAGGCACATGAAGGAGATCC 
CACAAATGGAAGTGGAGAACAAAGTAAAACTTCAAATAATGGAGGCGGTTTGGGTAAAAAAATGAGAGCTATTTC 
ATGGACAATGAAGAAAAAAGTGGGTAAAAAGTACATCAAAGCCCTTTCTGAGGAAAAGGATGAGGAAGATGGAGA 
GAATGCCCACCCATATAGAAACAGTGACCCTGTGATTGGGACCCACACAGAGAAGGTGTCCCTCAAAGCCAGTGA 
CTCCATGGATAGTCTCTACAGTGGACAGAGCTCATCAAGTGGCATAACAAGCTGTTCAGATGGTACAAGTAACCG 
GGACAGCTTTCGACTGGATGACGATGGCCCCTATTCAGGACCATTCTGTGGCCGTGCCAGAGTGCATACGGATTT 
CACGCCAAGTCCCTATGACACTGACTCCCTCAAAATCAAGAAAGGAGACATCATAGACATTATTTGCAAAACACC 
AATGGGGATGTGGACAGGAATGTTGAACAATAAAGTGGGAAACTTCAAATTCATTTATGTGGATGTCATCTCAGA 
AGAGGAAGCAGCCCCCAAGAAAATAAAGGCAAACCGAAGGAGTAACAGCAAAAAATCCAAGACTCTGCAGGAGTT 
CCTAGAGAGGATTCATCTGCAGGAATACACCTCAACACTTTTGCTCAATGGTTATGAGACTCTAGAAGATTTAAA 
AGATATAAAAGAGAGTCACCTCATTGAATTAAATATTGAAAACCCAGATGACAGAAGAAGGTTACTATCAGCTGC 
TGAAAACTTCCTTGAAGAAGAAATTATTCAAGAGCAAGAAAATGAACCTGAGCCCCTATCCTTGAGCTCAGACAT 
CTCCTTAAATAAGTCACAGTTAGATGACTGCCCAAGGGACTCTGGTTGCTATATCTCATCAGGAAATTCAGATAA 
TGGCAAAGAGGATCTGGAGTCTGAAAATCTGTCTGACATGGTACATAAGATTATTATCACAGAGCCAAGTGACTG 
AACACGCATXCCCAACTATATATCTACAGATGCATTCCATTTTAACTCTTCTTGAGCTAAAACGTCAAATAGGAG 
AGGAAGATAAGATAAATATTTGTAAATAAAACCTAAAGTTTAAATGTTTTAATCTGAATAATTGTACATAAAATT 
TTGTATCTCTAACATTCCAAATTACTGTCAATAAAATATATATTTATTATTTTAAATGCTATGTGTTAATATTTC 
ACTTGCTTGTATTAGAAAGGCAAAATGTAAGACTTTGGTATGTGTGACATATGCTTTATTTGGCTTTATTTTACA 
AGTACAGTATCTGCAAAAAACAAAGTAACCTTTTTTCATACCTGCCAGTTTTGAATTTATATATGTTATXGAACA 
AATAGTAATAGAGGATTCGCTGTTGAAACAAGTTGTCCAAGCAATGTTATATTCATTTTTATACTTATTGGGAAA 
GTGTGAGTTAATATTGGACACATTTTATCCTGATCCACAGTGGAGTTTTAGTAATTATATTTTGTTGATTTCTTC 
ATTTTGTTTTCTGGTATAAAAGTAGAGATAATGTGTAGTCACTTCTGATTTAGTGAAACCAATTGTAATAATTGT 
GGAAATGTXTTGTCTTTAAGTGTAAATATTTTAAAAXTTGACATACCCTAATGTTAATAATAAAAAGAACTATTT 
GCAXAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 1092 

MEIRLDTLSASLGRSSTLNDCNLEDKLAWYEGEAYMWHHWKPFPENPLWTCLDFQIAQVGPWDYCSSCIRHTRLK 
SSCSDMDLLHSWRSSSFGNFDRFRNNSLSKPDDSTEAHEGDPTNGSGEQSKTSNNGGGLGKICMRAISWTMKKKVG 
KKYIKALSEEKDEEDGENAHPYRNSDPVIGTHTEKVSLKASDSMDSLYSGQSSSSGITSCSDGTSNRDSFRLDDD 
GPYSGPFCGRARVHTDFTPSPYDTDSLKIKKGDIIDIICKTPMGMWTGMLNNKVGNFKFIYVDVISEEEAAPKKI 
KANRRSNSKKSKTLQEFLERIHLQEYTSTLLLNGYETLEDLKDIKESHLIELNIENPDDRRRLLSAAENFLEEEI 
IQEQENEPEPLSLSSDISLNKSQLDDCPRDSGCYISSGNSDNGKEDLESENLSDMVHKIIITEPSD 
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FIGURE 1093 

CGGGAATCCCTGCAGCTGAGCCTGTCTCTCACGGGACCGGGAAGCTGGAGAGAGCCCCAACCCTGCCCGCTGGGG 
CCGAGCTCCCTGCTCCTGCAGCAGTCCCATGCCCCACACTCTGAGTCTGCCCTATCCACAGCTGCTGGGCCTCTC 
TGTGGCCACCATGGTGACTCTTACCTACTTCGGGGCCCACTTTGCTGTCATCCGCCGAGCGTCCCTGGAGAAGAA 
CCCGTACCAGGCTGTGCACCAATGGGCCTTCTCTGCGGGGTTGAGCCTGGTGGGCCTCCTGACTCTGGGAGCCGT 
GCTGAGCGCTGCAGCCACCGTGAGGGAGGCCCAGGGCCTCATGGCAGGGGGCTTCCTGTGCTTCTCCCTGGCGTT 
CTGCGCACAGGTGCAGGTGGTGTTCTGGAGACTCCACAGCCCCACCCAGGTGGAGGACGCCATGCTGGACACCTA 
CGACCTGGTATATGAGCAGGCGATGAAAGGTACGTCCCACGTCCGGCGGCAGGAGCTGGCGGCCAXCCAGGACGT 
GTTTCTGTGCTGTGGGAAGAAGTCTCCTTTCAGCCGTCTGGGGAGCACAGAGGCTGACCTGTGTCAGGGAGAGGA 
GGCGGCGAGAGAGGACTGCCTTCAGGGCATCCGGAGCTTCCTGAGGACACACCAGCAGGTCGCCTCCAGCCTGAC 
CAGCATCGGCCTGGCCCTCACGGTGTCCGCCTTGCTCTTCAGCTCCTTCCTGTGGTTTGCCATCCGCTGTGGCTG 
CAGCTTGGACCGCAAGGGCAAATACACCCTGACCCCACGAGCATGTGGCCGCCAGCCCCAGGAGCCCAGCCTCTT 
GAGATGCTCCCAGGGTGGACCCACACATTGTCTCCACTCCGAAGCAGTTGCTATTGGTCCAAGAGGATGCTCGGG 
TAGTCTTCGGTGGCTGCAGGAGAGCGATGCTGCGCCTCTGCCCCTCTCCTGCCACCTGGCTGCCCACAGAGCTCT 
CCAGGGCAGAAGTCGCGGTGGGCTCAGTGGGTGCCCTGAGCGGGGTCTCTCAGACTGACGTCAGGCCTTGGTGGG 
CTGCACTCTCACCTGGAGGCTCCGGGGAAGCATCTGCCTCCAGGACCATTCAGGCTGTTGACAAGTCAACTCCTC 
ATGGCTGTAGGACTGAGGTTCCCAAGTCCTTGTCCCTGGTCCTGTGGTCCCTCCACCTTCAAACCAGCAATGGTG 
CATTGAGCAAATTGTGGTCAAATATACATCACATCAAATTTACCATCTTAAAAAAA 
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FIGURE 1094 

MVTLTYFGAHFAVIRRASLEKNPYQAVHQWAFSAGLSLVGLLTLGAVLSAAATVREAQGLMAGGFLCFSLAFCAQ 
VQWFWRLHSPTQVEDAMLDTYDLVYEQAMKVSVLWEEVSFQPSGEHRG 
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FIGURE 1095 

GGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAATCTCACTC^ 

AGGTCCCTTCTAGGCTCT6ACAACTGGAAACTCTGAAAATAGACATATTG ATGT CTTTGACTGTTGGAAACCTTG 
CAGAGCAAGAATTTGTAACCATTGCACGTCACTACCGTGTGCCTGAGGGCACATGTTCAGATATGGATTTCTTAA 
TCGCACTGGCCCACGAAAAGTTCAAGAAAAATATGTTTGAGAATTTCGACACTTTCATTTATTCCTGTGTGTATG 
AAGATCGAGAAAAAAAAAATGTATTACCCACCAAAGACATTAAAAGGCTGTGCAAATCCTCCAGATTACCTTTGA 
GTGATGATCTTCTAGAATCCTTATTGTCAAGGTTTGAAGACAGTGAAAAACAAATAGATTATAAGTCATTTTTCT 
CTGCCCTGAACTGGAGAAAGAATCCAGCGCCTGAATTGCAACCAGCATCATACCTTAAAGAGAGATGTGAAGATG 
TTTGGCTTGGTATGCCATCACCTATTCCTGCGAAATACATTGACTACTGGACCTTTTTGAAGGACGCGTTTGGCT 
TAGAGGAGGAATAACCATGCCAGTTTTGGTCAATTCTCTATGATTTACTTCTCTCATTTTGCCACATTTACTTTA 
GTAGATATAAT T TCAT TAAAAAC AAAAAAGAAAC AAGGTT T AT AT TAAAT GGAAAT CC ATAAAC C ACAAT T AATC 
CTATTTTGTCATGTTAGTTTTACAGAACATCATGTTACATTGCCGACGTACTGTTACTATTTAAAATGCCATCTT 
AAAACATGTTGAATATTTTTATTATATGTATGGTTTATTAATACCAAAAAATCTTCTGATAATTTTTGATCCAAC 
ATAATTTGATTCATTACTATATGAACAGAAAATGACTTTTGAAGGTTATACATGACAATACAAAATCAAATTATA 
TCACAGCAATAAGTTGTGATTCTATTAAACATTTTTGAAACCTTTTTGACACGTTTATTACTTACATAATTAAGT 
TTTGTAGCAACCCACCTCATCAAAATAATTCTTAAACCTCTCTAGAGTAAATATATTTATCTTTTGAACTTAGTA 
AAGCTATGGGAAGAAAAAGAACCTCCAACACACACACACACACACACACACACGCACGTGCACACACACTGGAAA 
CATATGCAGTATTTATATTTGTAATGCCCTTTTTTCTATCTAAAGTCAGCTTGTTAGCCTAGGAATATATGCATG 
TGTGTATAATTATAGTTTGACCAAAACTTTATTATGTCTAAAATATTTACAAATGTGAAAGCTGAAGATTTTGAG 
ATTTTTGTTTTTTTTTTGGTTTGTTTTACACACACATCCCACGCGCCCCACCCTAGAGGTTTAAATATTCAGAAA 
CTACAACATTTTTCCCCTGCATTTTTCTAGTTCTATTTTTATTTTTCTTCAGCAGAACTCTTGTCATGTAGTGTA 
CATTTGATTAAAACCCATAGCCATGTAAAAAAAAAAAAAAAAA 
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FIGURE 1096 

MSLTVGNLAEQEFVT I ARH YRVP EGTCSDMDFLI ALAHEKFKKNMFENFDTF I YSCVYEDREKKNVLP TKD IKRL 
CKSSRLPLSDDLLESLLSRFEDSEKQIDYKSFFSALNWRKNPAPELQPASYLKERCEDVWLGMPSPIPAKYIDYW 
TFLKDAFGLEEE 
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FIGURE 1097 

ATTTCATGTTATACTTAATAAAACAAT^CATACCTGTATACACACACATTCACTCACATTGAAGATOCAAGATGA 
AGAAAGATACATGACATTGAATGTACAGTCAAAGAAAAGGAGTTCTGCCCAAACATCTCAACTTACATTTAAAGA 
TTATTCAGTGACGTTGCACTGGTATAAAATCTTACTGGGAATATCTGGAACCGTGAATGGTATTCTCACTTTGAC 
TTTGATCTCCTTGATCCTGTTGGTTTCTCAGGGAGTATTGCTAAAATGCCAAAAAGGAAGTTGTTCAAATGCCAC 
TCAGTATGAGGACACTGGAGATCTAAAAGTGAATAATGGCACAAGAAGAAATATAAGTAATAAGGACCTTTGTGC 
TTCGAGATCTGCAGACCAGACAGTACTATGCCAATCAGAATGGCTCAAATACCAAGGGAAGTGTTATTGGTTCTC 
TAATGAGATGAAAAGCTGGAGTGACAGTTATGTGTATTGTTTGGAAAGAAAATCTCATCTACTAATCATACATGA 
CCAACTTGAAATGGCTTTTATACAGAAAAACCTAAGACAATTAAACTACGTATGGATTGGGCTTAACTTTACCTC 
CTTGAAAATGACATGGACTTGGGTGGATGGTTCTCCAATAGATTCAAAGATATTCTTCATAAAGGGACCAGCTAA 
AGAAAACAGCTGTGCTGCCATTAAGGAAAGCAAAATTTTCTCTGAAACCTGCAGCAGTGTTTTCAAATGGATTTG 
TCAGTAT TAGA GTTTGACAAAATTCACAGTGAAATAATCAATGATCACTATTTTTGGCCTATTAGTTTCTAATAT 
TAATCTCCAGGTGTAAGATTTTAAAGTGCAATTAAATGCCAAAATCTCTTCTCCCTTCTCCCTCCATCATCGACA 
CTGGTCTAGCCTCAGAGTAACCCCTGTTAACAAACTAAAATGTACACTTCAAAATTTTTACGTGATAGTATAAAC 
CAATGTGACTTCATGTGATCATATCCAGGATTTTTATTCGTCGCTTATTTTATGCCAAATGTGATCAAATTATGC 
CTGTTTTTCTGTATCTTGCGTTTTAAATTCTTAATAAGGTCCTAAACAAAATTTCTTATATTTCTAATGGTTGAA 
TTATAATGTGGGTTTATACATTTTTTACCCTTTTGTCAAAGAGAATTAACTTTGTTTCCAGGCXTTTGCTACTCT 
TCACTCAGCTACAATAAACATCCTGAATGTTTTCTTAAAAAA 
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FIGURE 1098 

MQDEERYMTLWQSKKRSSAQTSQLTFKDysVTLHWYKILLGISGTVNGILTLTLISLILLVSQGVLLKCQKGSC 
SNATQYEDTGDLKVNNGTRRNISNK^^ 

IIHDQLEMAFIQKNLRQLNYWIGLNFTSLKMTWTWVDGSPIDSKIFFIKGPAKENSCAAIKESKIFSETCSSVF 
KWICQY 
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FIGURE 1099A 

GAAGGCGTCCCGGCATCGGCCAAGATTCTACATTGCTCATCTGGGCATCTGAGCCTCCTTCGAAGTTTCCTGTCA 
CAACTGTCCTCTTGACAGCATGGATGAGGAGGAAGACAATCTGTCTCTGCTGACCGCACTGCTGGAAGAAAATGA 
GTCAGCCTTGGATTGTAATTCAGAAGAAAATAACTTCTTGACGCGGGAAAATGGCGAGCCCGACGCATTTGATGA 
GCTCTTTGATGCCGACGGCGACGGTGAATCTTATACAGAAGAGGCTGATGATGGAGAAACAGGAGAGACAAGAGA 
CGAAAAGGAAAATCTGGCCACTCTCTTTGGAGATATGGAGGACTTAACAGATGAAGAAGAAGTTCCCGCATCACA 
GTCAACTGAAAATAGGGTCCTCCCTGCTCCTGCCCCCAGGCGAGAGAAAACGAATGAAGAGTTGCAAGAGGAATT 
AAGGAATTTGCAAGAGCAAATGAAGGCCTTACAAGAGCAGCTAAAAGTAACAACAATTAAACAGACAGCAAGCCC 
AGCCCGTCTGCAAAAATCCCCTGAGAAGTCTCCCCGGCCACCTCTTAAGGAGAGGAGAGTTCAGAGAATTCAGGA 
GTCAACATGCTTTTCTGCGGAGCTTGATGTCCCTGCGCTACCAAGAACCAAGAGGGTGGCTCGAACACCAAAGCC 
TTCACCTCCAGATCCCAAAAGCTCATCTTCAAGGATGACAAGTGCACCCTCCCAACCCCTACAGACGATTTCTCG 
GAACAAACCTAGTGGGATAACTAGAGGTCAAATXGTGGGGACCCCAGGAAGTTCTGGGGAAACGACTCAACCCAT 
CTGTGTGGAAGCCTTCTCTGGTCTGCGGCTCAGGCGGCCTCGAGTATCCTCCACAGAAATGAACAAGAAAATGAC 
CGGCCGAAAACTGATCAGACTGTCTCAGATCAAGGAAAAGATGGCCAGAGAGAAGCTGGAAGAAATAGATTGGGT 
GACATTTGGGGTTATATTGAAGAAGGTTACGCCACAGAGTGTGAATAGTGGAAAAACCTTCAGCATATGGAAACT 
GAATGATCTTCGTGACCTGACACAATGTGTGTCCTTGTTCTTATTTGGAGAAGTTCACAAAGCGCTCTGGAAGAC 
GGAGCAGGGGACTGTCGTAGGGATCCTCAATGCCAACCCCATGAAGCCCAAGGATGGTTCAGAGGAGGTGTGTTT 
ATCTATCGATCATCCTCAGAAGGTCTTAATTATGGGTGAAGCTCTTGACCTGGGAACCTGTAAAGCCAAGAAGAA 
GAATGGAGAGCCGTGCACGCAGACTGTGAATTTGCGTGACTGTGAGTACTGTCAGTACCATGTCCAGGCTCAGTA 
CAAGAAGCTCAGTGCAAAGCGTGCGGATCTGCAGTCCACCTTCTCTGGAGGACGAATTCCAAAGAAGTTTGCCCG 
CAGAGGCACCAGCCTCAAAGAACGGCTGTGCCAAGATGGCTTTTACTACGGAGGGGTTTCTTCTGCCTCGTATGC 
AGCTTCAATTGCAGCAGCTGTGGCTCCTAAGAAGAAGATTCAAACCACTCTGAGTAATCTGGTTGTTAAGGGCAC 
AAACTTGATCATCCAGGAAACACGGCAAAAACTCGGAATACCCCAGAAGAGCCTGTCTTGCTCTGAGGAGTTCAA 
GGAACTGATGGACCTGCCGACGTGTGGAGCCAGGAACTTAAAACAACATTTAGCCAAAGCCTCAGCTTCAGGGAT 
TATGGGGAGCCCAAAACCAGCCATCAAGTCCATCTCGGCCTCAGCACTCTTGAAGCAACAGAAGCAGCGGATGTT 
GGAGATGAGGAGAAGGAAATCAGAAGAAATACAGAAGCGATTTCTGCAGAGCTCAAGTGAAGTTGAGAGCCCAGC 
TGTGCCATCTTCATCAAGACAGCCCCCTGCTCAGCCTCCACGGACAGGATCCGAGTTCCCCAGGCTGGAGGGAGC 
CCCGGCCACAATGACGCCCAAGCTGGGGCGAGGTGTCTTGGAAGGAGATGATGTTCTCTTTTATGATGAGTCACC 
ACCACCAAGACCAAAACTGAGTGCTTTAGCAGAAGCCAAAAAGTTAGCTGCTATCACCAAATTAAGGGCAAAAGG 
CCAGGTTCTTACAAAAACAAACCCAAACAGCATTAAGAAGAAACAAAAGGACCCTCAGGACATCCTGGAGGTGAA 
GGAACGTGTAGAAAAAAACACCATGTTTTCTTCTCAAGCTGAGGATGAATTGGAGCCTGCCAGGAAAAAAAGGAG 
AGAACAACTTGCCTATCTGGAATCTGAGGAATTTCAGAAAATCCTAAAAGCAAAATCAAAACACACAGGCATCCT 
GAAAGAGGCCGAGGCTGAGATGCAGGAGCGCTACTTTGAGCCACTGGTGAAAAAAGAACAAATGGAAGAAAAGAT 
GAGAAACATCAGAGAAGTGAAGTGCCGTGXCGTGACATGCAAGACGTGCGCCTATACCCACTTCAAGCTGCTGGA 
GACCTGCGTCAGTGAGCAGCATGAATACCACTGGCATGATGGTGTGAAGAGGTTTTTCAAATGTCCCTGTGGAAA 
CAGAAGCATCTCCTTGGACAGACTCCCGAACAAGCACTGCAGTAACTGTGGCCTCTACAAATGGGAACGGGACGG 
AATGCTAAAGGTATGCCATTTGCGTACTAATTTTTGACTCCTTTTAGTGACCCATGCTAATAATGTGGAACCATC 
TCCTATTAAAATATTTTCATTTTTCTAGGAAAAGACTGGTCCAAAGATAGGAGGAGAAACTCTGTTACCAAGAGG 
AGAAGAACATGCTAAATTTCTGAACAGCCTTAAATAACCCGAACTTCAGACATTTTCCCACAGACTTCCTGGCCT 
CCTGTGACTCTGGAAAGCAAAGGATTGGCTGTGTATTGTCCATTGATTCCTGATTGACGCCGTCAAAAACAAATG 
CTTGTTAAGCCCATAAGCTTTGCCTGCTTACTTTCTGCCATTGGGTTGGTTTGATACCACATTTAACATTGACAT 
TTAAGTGGAAAACCAAGTTATCATTGTCTTTTCTAAGCTCAGTGTGGATGATTGCATTACTTCATTCACTGAAGT 
TTTTGCCCAAAAATTGGAAGGTAAACAGAGAGCTATGTTTCTGTATCTTTTGGTTATAGAGTGTTCACTTCTTTA 
TCATAACAAAATTCTAGTGTTTATACGAACACCCAGAGGCAAAAGAATTTGGCTTAATTCTCACTCCAGGTAAGT 
AGCTTAACTTCTGGGCTTCAGTTTTCTCATCTGTAAAATCAGGAAGATTGGACTAAGTGATCCTGAAATGTATTT 
TTTAGCACTGGATTTCTACAAATAATAAAACTTTCCCATCTAGATAATGATGATCACATAGTCTTGATGTACGGA 
CATTAAAAGCCAGATTTCTTCATTCAATTCTGTTATCTCTGTTTTACTCTTTGAAATTGATCAAGCCACTGAATC 
ACTTTGCATTTCAGTTTATATATAGAGAGAGAAAGAAGGCTGTCTGCTCTTACATTATTGTGGAGCCCTGTGATA 
GAAATATGTAAAATCTCATATTATTTTTTTTTTAATTTTTTTATTTTTTATGACAGGGTCTCACTATGTCACCCT 
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FIGURE 1099B 

GGCTGGAGTGCAGTAGXGCGATCGCGGCACACTGCAGCCTTGGCTTCCCTGGGCTCAAGCAGTCCTCCCACCTCA 
GTCTCCCAAATAGCTAGGACTACAGGCGTGCGTGACCAAGCCCAGCTAATTTTTGCATTTTTTGTAGAGATGGGG 
TTTTGCCATGTTGCTCAGGCTGGTCTCAAACTCCTGAGCACTAGCAATCCACCCACCTCTGTTTCCAAAAAAAAA 
AAAAAAATGAAAGGTCAACCCCTATGCAAATTACCACAGCAAAGGTTTCATTCAGGAGATTCTTCCATCTGGGCA 
ACCTGGTTTTCCAAATATCATTTGACCTAAGTGAATGTTGATACTAGCTAAAGATTGGGTAAATTGGTTGAATTA 
TTGTATTGAAGCTTGAGCTGTAGCTAAAAGTAATTTAGGTTTCCCCTAAGATGTTATTATGTTAGGGACATAACA 
CTTTTGGGAGGTTGTTGTGGGAGATGGTTGATTTAGGTTTTCAAAAGCTAGAAATAAAATTTACATGCCTTAGAT 
TTCATAAAATTCTGCTCTAATTGGGTGGAAGGTGCTGTATCT2VACTTGTGTTCCTCCTAAGGTTATGTCCTAATA 
ACTATTCTTTTAGGAGTATACTTCTACTTTATAGAAGGTTGCTTTTCTTTTTAATTTTTTCTAACAAAGAAAAGA 
ATAAAGTATTTATTAATAAGAACCAGAAAGCACTTGAAACTGATGXTTTTAATGGCTCATTTAGGGTAGATTTAT 
TTATCTCATTAACTTAAAACAGCTATGTGTATGAAATAGGTCACAACAGAACTTGAACACCAGGTTGGTGTCTGA 
GCAATCCCTTTCTTATGGGAAAAACAATGTTCTTGTTTGAACAGAGGGTATCATTGCAGTCAGTATTCACGTGTA 
TATTGTTATATAAGTTGTATAATATGCTTGTAAAGGCTGAGGGTGAGCTGTATCTGGATGCCTTTTTACAATTTG 
AT T T T AACT T T T AAAAT AAATT T AAAAC AT AAAAAAAAAAAAAA 
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FIGURE 1100 

MDEEEDNLSLLTALLEENESALDCNSEENNFLTRENGEPDAFDELFDADGDGESYTEEADDGETGETRDEKENLA 
TLFGDbffiDLTDEEEVPASQSTENRVLPAPAPRREKTNEELQEELRNLQEQMKALQEQLKVTTIKQTASPARLQKS 
PEKSPRPPLKERRVQRIQESTCFSAELDVPALPRTKRVARTPKPSPPDPKSSSSRMTSAPSQPLQTISRNKPSGI 
TRGQIVGTPGSSGETTQPICVEAFSGLRLRRPRVSSTEMNKKMTGRKLIRLSQIKEKMAREKLEEIDWVTFGVIL 
KKVTPQSVNSGKTFSIWKLNDLRDLTQCVSLFLFGEVHKALWKTEQGTWGILNANPMKPKDGSEEVCLSIDHPQ 
KVLIMGEALDLGTCKAKKKNGEPCTQTVNLRDCEYCQYHVQAQYKKLSAKRADLQSTFSGGRIPKKFARRGTSLK 
ERLCQDGFYYGGVSSASYAASIAAAVAPKKKIQTTLSNLWKGTNIiIIQETRQKLGIPQKSLSCSEEFKELMDLP 
TCGARNLKQHLAKASASGIMGSPKPAIKSISASALLKQQKQRMLEMRRRKSEEIQKRFLQSSSEVESPAVPSSSR 
QPPAQPPRTGSEFPRLEGAPATMTPKLGRGVLEGDDVLFYDESPPPRPKLSALAEAKKLAAITKLRAKGQVLTKT 
NPNSIKKKQKDPQDILEVKERVEKNTMFSSQAEDELEPARKKRREQLAYLESEEFQKILKAKSKHTGILKEAEAE 
MQERYFEPLVKKEQMEEKMRNIREVKCRWTCKTCAYTHFKLLETCVSEQHEYHWHDGVKRFFKCPCGNRSISLD 
RLPNKHC SNCGL YKWERD GMLKVCHLRTNF 
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FIGURE 1101 

ACCGTCTTCCGCCGCACGTGGATTCAGCGCGATGCCCAAATCCAAGCGCGACAAGAAAGTCTCCTTAACCAAAAC 
TGCCAAGAAAGGCTTGGAATTGAAACAAAACCTGATAGAAGAGCTTCGGAAATGTGTGGACACCTACAAGTACCT 
TTTCATCTTCTCTGTGGCCAACATGAGGAACAGCAAGCTGAAGGACATCCGGAACGCCTGGAAGCACAGCCGGAT 
GTTCTTTGGCAAAAACAAGGTGATGATGGTGGCCTTGGGTCGGAGCCCATCTGATGAATACAAAGACAACCTGCA 
CCAGGTCAGCAAAAGGTTGAGGGGTGAGGTGGGTCTCCTGTTCACCAACCGCACAAAGGAAGAGGTGAATGAGTG 
GTTCACGAAATACACAGAAATGGACTACGCCCGAGCTGGTAACAAAGCAGCTTTCACTGTGAGCCTGGATCCAGG 
GCCCCTGGAGCAGTTCCCCCACTCCATGGAGCCACAGCTCAGGCAGCTGGGCCTGCCCACCGCCCTCAAGAGAGG 
TGTGGTGACTCTGCTGTCTGACTACGAGGTGTGCAAGGAGGGCGATGTGCTGACCCCAGAGCAGGCTCGCGTCCT 
GAAGCTTTTTGGGTATGAGATGGCTGAATTCAAGGTGACCATCAAATACATGTGGGATTCACAGTCGGGAAGGTT 
CCAGCAGATGGGAGACGACTTGCCAGAGAGCGCATCTGAGTCCACAGAAGAGTCAGACTCAGAAGATGATGACTG 
AAAGGGACTCGGGACTGAAGGTCTCCTGGAAGCTTCTGGGTCTCACTGGACCATCAGGACTGCTGCCGCCCCTCT 
GGAGAGAGCAGCTTTTTATTTGTCTGTAGACAGGGAACATGATGGGCACTGACCTCCTGTAAAGAATAAAACTGT 
GGGCCGGGCGCGGTGGCTCACGCCTGGAATCCCAGCACTTTGGGAAGCCGAGGTGGGCAGATCATAAGGTCAGGA 
GATTAAGACCATCCTGGCTAACACGGTGAAACCCCGTCTCTACTAAAAATAGAAAAAAAAACTAGTTGGGCATAG 
TGGCATGTGCCTGTAGTCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATCACTTGAACCCGGGAGGTGGAGGTTG 
CCGTGAGTTGAGATTGGACCACTGCTCTCCAGCCTGGGCAACAGAGTAAAACTCTGTCCC 



WO 2004/043361 



PCT/US2003/035268 



1214/1629 

FIGURE 1102 

MPKSKRDKKVSLTKTAKKGLELKQNLIEELRKCVDTYKYLFIFSVANMRNSKLKDIRNAWKHSRMFFGKNKVMMV 
ALGRSPSDEYKDNLHQVSKRLRGEVGLLFTNRTKEEVNEWFTKYTEl^YARAGNKAAFTVSLDPGPLEQFPHSME 
PQLRQLGLPTALKRGWTLLSDYEVCKEGDVIiTPEQARVLKLFGYEMAEFKVTIKYMWDSQSGRFQQMGDDLPES 
ASESTEESDSEDDD 
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FIGURE 1103 

GAGGCGGGAGGATGAAGTTGATTGACTATGGTCTCTCCGGCTACCAGGAAGAGTCTGCCGAAGGTGAAGGCCATG 
GACTTCATCACCTCCACAGCCATCCTGCCCCTGCTGTTCGGCTGCCTGGGCGTCTTCGGCCTCTTCCGGCTGCTG 
CAGTGGGTGCGCGGGAAGGCCTACCTGCGGAATGCTGTGGTGGTGATCACAGGCGCCACCTCAGGGCTGGGCAAA 
GAATGTGCAAAAGTCTTCTATGCTGCGGGTGCTAAACTGGTGCTCTGTGGCCGGAATGGTGGGGCCCTAGAAGAG 
CTCATCAGAGAACTCACCGCTTCTCATGCCACCAAGGTGCAGACACACAAGCCTTACTTGGTGACCTTCGACCTC 
ACAGACTCTGGGGCCATAGTTGCAGCAGCAGCTGAGATCCTGCAGTGCTTTGGCTATGTCGACATACTTGTCAAC 
AATGCTGGGATCAGCTACCGTGGTACCATCATGGACACCACAGTGGATGTGGACAAGAGGGTCATGGAGACAAAC 
TACTTTGGCCCAGTTGCTCTAACGAAAGCACTCCTGCCCTCCATGATCAAGAGGAGGCAAGGCCACATTGTCGCC 
ATCAGCAGCATCCAGGGCAAGATGAGCATTCCTTTTCGATCAGCATATGCAGCCTCCAAGCACGCAACCCAGGCT 
TTCTTTGACTGTCTGCGTGCCGAGATGGAACAGTATGAAATTGAGGTGACCGTCATCAGCCCCGGCTACATCCAC 
ACCAACCTCTCTGTAAATGCCATCACCGCGGATGGATCTAGGTATGGAGTTATGGACACCACCACAGCCCAGGGC 
CGAAGCCCTGTGGAGGTGGCCCAGGATGTTCTTGCTGCTGTGGGGAAGAAGAAGAAAGATGTGATCCTGGCTGAC 
TTACTGCCTTCCTTGGCTGTTTATCTTCGAACTCTGGCTCCTGGGCTCTTCTTCAGCCTCATGGCCTCCAGGGCC 
AGAAAAGAGCGGAAATCCAAGAACTCCTAGTACTCTGACCAGCCAGGGCCAGGGCAGAGAAGCAGCACTCTTAGG 
CTTGCTTACTCTACAAGGGACAGTTGCATTTGTTGAGACTTTAATGGAGATTTGTCTCACAAGTGGGAAAGACTG 
AAGAAACACATCTCGTGCAGATCTGCTGGCAGAGGACAATCAAAAACGACAACAAGCTTCTTCCCAGGGTGAGGG 
GAAACACTTAAGGAATAAATATGGAGCTGGGGTTTAACACTAAAAACTAGAAATAAACATCTCAAACAGTAAGAG 
TTGTAGTCTTCCAGGACTAGAACCTTGTGTCCTTTGAATTCTCGCCCTGCCAGCTCCTAGAAATAGTTTCAATCT 
TGGAATCAGATGTTATGTCACCTGAAA 
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FIGURE 1104 

GGCACGAGGGCCAGGAACGCCAGCCGTTCACGCGTTCGGTCCTCCTTGGCTGACTCACCGCCCTCGCCGCCGCAC 
CATGGACGCCCCCAGGCAGGTGGTCAACTTTGGGCCTGGTCCCGCCAAGCTGCCGCACTCAGTGTTGTTAGAGAT 
ACAAAAGGAATTATTAGACTACAAAGGAGTTGGCATTAGTGTTCTTGAAATGAGTCACAGGTCATCAGATTTTGC 
CAAGATTATTAACAATACAGAGAATCTTGTGCGGGAATTGCTAGCTGTTCCAGACAACTATAAGGTGATTTTTCT 
GCAAGGAGGTGGGTGCGGCCAGTTCAGTGCTGTCCCCTTAAACCTCATTGGCTTGAAAGCAGGAAGGTGTGCGGA 
CTATGTGGTGACAGGAGCTTGGTCAGCTAAGGCCGCAGAAGAAGCCAAGAAGTTTGGGACTATAAATATCGTTCA 
CCCTAAACTTGGGAGTTATACAAAAATTCCAGATCCAAGCACCTGGAACCTCAACCCAGATGCCTCCTACGTGTA 
TTATTGCGCAAATGAGACGGTGCATGGTGTGGAGTTTGACTTTATACCCGATGTCAAGGGAGCAGTACTGGTTTG 
TGACATGTCCTCAAACTTCCTGTCCAAGCCAGTGGATGTTTCCAAGTTTGGTGTGATTTTTGCTGGTGCCCAGAA 
GAATGTTGGCTCTGCTGGGGTCACCGTGGTGATTGTCCGTGATGACCTGCTGGGGTTTGCCCTCCGAGAGTGCCC 
CTCGGTCCTGG7UITACAAGGTGCAGGCTGGAAACAGCTCCTTGTACAACACGCCTCCATGTTTCAGCATCTACGT 
CATGGGCTTGGTTCTGGAGTGGATTAAAAACAATGGAGGTGCCGCGGCCATGGAGAAGCTTAGCTCCATCAAATC 
TCAAACAATTTATGAGATTATTGATAATTCTCAAGGATTCTACGTTTGTCCAGTGGAGCCCCAAAATAGAAGCAA 
GATGAATATTCCATTCCGCATTGGCAATGCCAAAGGAGATGATGCTTTAGAAAAAAGATTTCXTGATAAAGCTCT 
TGAACTCAATATGTTGTCCTXGAAAGGGCATAGGTCTGTGGGAGGCATCCGGGCCTCTCTGTATAATGCTGTCAC 
AATTGAAGACGTTCAGAAGCTGGCCGCCTTCATGAAAAAATTTTTGGAGATGCATCAGCT ATGAA CACATCCTAA 
CCAGGATATACTCTGTTCTTGAACAACATACAAAGTTTAAAGTAACTTGGGGATGGCTACAAAAAGTTAACACAG 
TATTTTTCTCAAATGAACATGTTTATTGCAGATTCTTCTTTTTTGAAAGAACAACAGCAAAACATCCACAACTCT 
GTAAAGCTGGTGGGACCTAATGTCACCTTAATTCTGACTTGAACTGGAAGCATTTTAAGAAATCTTGTTGCTTTT 
CTAACAAATTCCCGCGTATTTTGCCTTTGCTGCTACTTTTTCTAGTTAGATTTCAAACTTGCCTGTGGACTTAAT 
AATGCAAGTTGCGATTAATTATTTCTGGAGTCATGGGAACACACAGCACAGAGGGTAGGGGGGCCCTCTAGGTGC 
TGAATCTACACATCTGTGGGGTCTCCTGGGTTCAGCGGCTGTTGATTCAAGGTCAACATTGACCATTGGAGGAGT 
GGTTTAAGAGTGCCAGGCGAAGGGCAAACTGTAGATCGATCTTTATGCTGTTATTACAGGAGAAGTGACATACTT 
TATATATGTTTATATTAGCAAGGTCTGTTTTTAATACCATATACTTTATATTTCTATACATTTATATTTCTAATA 
ATACAGTTATCACTGATATATGTAGACACTTTTAGAATTTATTAAATCCTTGACCTTGTGCATTATAGCATTCCA 
TTAGCAAGAGTTGTACCCCCTCCCCAGTCTTCGCCTTCCTCTTTTTAAGCTGTTTTATGAAAAAGACCTAGAAGT 
TCrTGATTCATTTTTACCATTCTTTCCATAGGTAGAAGAGAAAGTTGATTGGTTGGTTGTTTTTCAATTATGCCA 
TTAAACTAAACATTTCTGTTAAATTACCCTATCCTTTGTTCTCTACTGTTTTCTTTGTAATGTATGACTACGAGA 
GTGATACTTTGCTGAAAAGTCTTTCCCCTATTGTTTATCTATTGTCAGTATTTTATGTTGAATATGTAAAGAACA 
TTAAAGTCC TAAAAC ATC T AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 1105 

^©APRQVVNFGPGPAKLPHSVlJLEIQKELLDYKGVGISVLEMSHRSSDFAKIINNTENLVRELLAVPDNYKVIFL 
QGGGCGQFSAVPLNLIGLKAGRCADYVVTGAWSAKAAEEAKKFGTINIVHPKLGSYTKIPDPSTWNLNPDASYVY 
YCANETVHGVEFDFIPDVKGAVLVCDMSSNFLSKPVDVSKFGVIFAGAQKNVGSAGVTWIVRDDLLGFALRECP 
SVLEYKVQAGNSSLYNTPPCFSIYVMGLVLEWIKNNGGAAAMEKLSSIKSQTIYEIIDNSQGFYVCPVEPQNRSK 
MNIPFRIGNAKGDDALEKRFLDKALELNMLSLKGHRSVG 
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FIGURE 1106 

GGAGGGCCCGGCGGCGACAGCGGAGGCAGAGAGGAAGGCGGTTCTGAGAGCTTCAGAGAGCGATGGAAAGCAAAA 
TGGGTGAATTGCCTTTAGACATCAACATCCAGGAACCTCGCTGGGACCAAAGTACTTTCCTGGGCAGAGCCCGGC 
ACTTTTTCACTGTTACTGATCCTCGAAATCTGCTGCTGTCCGGGGCACAGCTGGAAGCTTCTCGGAACATCGTGC 
AGAACTACAGGGCCGGCGTGGTGACCCCAGGGATCACCGAGGACCAGCTGTGGAGGGCCAAGTATGTGTATGACT 
CCGCCTTCCATCCGGACACAGGGGAGAAGGTGGTCCTGATTGGCCGCATGTCAGCCCAGGTGCCCATGAACATGA 
CCATCACTGGCTGCATGCTCACATTCTACAGGAAGACCCCAACCGTGGTGTTCTGGCAGTGGGTGAATCAGTCCT 
TCAATGCCATTGTTAACTACTCCAACCGCAGTGGTGACACTCCCATCACTGTGAGGCAGCTGGGGACAGCCTATG 
TGAGTGCCACCACTGGAGCTGTGGCCACGGCCCTGGGACTCAAATCCCTCACCAAGCACCTGCCCCCCTTGGTCG 
GCAGATTTGTGCCCTTTGCAGCAGTGGCAGCTGCCAACTGCATCAACATCCCCCTGATGAGGCAGAGAGAGCTGC 
AGGTGGGCATCCCGGTGGCTGATGAGGCAGGTCAGAGGCTTGGCTACTCGGTGACTGCAGCCAAGCAGGGAATCT 
TCCAGGTGGTGATTTCAAGAATCTGCATGGCGATTCCTGCCATGGCCATCCCACCACTGATCATGGACACTCTGG 
AGAAGAAAGACTTCCTGAAGCGCCGCCCCTGGCTGGGGGCACCCCTGCAGGTGGGACTGGTGGGCTTCTGCCTGG 
TATTTGCAACCCCCCTGTGCTGTGCCCTATTCCCCCAGAAGAGCTCCATACACATAAGCAACCTGGAACCAGAGC 
TGAGAGCTCAGATCCATGAGCAAAACCCCAGCGTTGAAGTGGTCTACTACAACAAGGGGCTTTGAGGAGGGTCAG 
CCTCTGTCCCCTCCCTCACTTCCTTGGGCTGCTGCTTTAGTGGAGTCATGTCACCCCTACCACTTGGCTATCTGC 
CTAGCACTGGGCAGGGGCCTTGGTGGGCAGATGGCAATTGAGGGTAGCAACCTATTAGGGTGGGGGAGGGACCTC 
CATAAGGCTTTTCCTCCCTTCTCTGGTTTCAAAGATCAGAGCACATAACCCCTCCTGTGCTTGAGTGTCCATGCA 
TATACATACATGATACACATGTGTATGTGTACATTGGGTCCTGAAAGCTAGAAGCAGGCATGCTAGCCTAGTATG 
TTCTGACATCTGGCTTCCCTTCTCAGCCTCATGTCCACCTGCCTGCCAGCCAGGCTACAGGTGTGACTTCCTTCT 
CTAAACTGTTACACCAGCCAAGTTATTTTTGATGGCACCTCATCCCTTCTAGAAATAGGAGGAGCCCCAGGATCT 
CAGGACAGAGACTTATAGACACTAGTAGGACAAAGCGGGCTGAATCCTTCAGGTTTCTGATACCTAGCTCCCCAA 
GCTGACTGGGCTGGCAGAGGAGAACATGTTGAGACAAGGGAGGCAGGGGACTTATGCATCCCTCAGTGCCATCCC 
TTGTATCCTGGAATAGCTCCATTTCCCCTCCTCCTCTCTACCAGACAAAGGAGTGCCTGTGTCCTGTACTGCCCT 
CGCTGTCTCCCCCACCACCCTACTTGACAGCGTGGGCATCTTCAGGCACAGCCTTGGGAGTTCCTGGTGTGCTCT 
GACATCATGACCTCAAATCTAAATCCTCCAATCCCAACTCCCTTTCCCAAACAAAAAGCCACAGAGGCAGAGCAA 
GCATTCCCCTTTAAGAGCTXCCACTGCACCCCCTCCCAAGGGACACAGCGGTAGGAATGGTGCTTAAACTCCACA 
GGTATCAGAGAGGGTGTAACTAGGACATCCTCAAGGGCAGCTAGGCCCCGAATGTACAATGTTAAGACAGGGAAT 
TTTGTGTTCCATTGACTTTTTTTTTTTTTTTTAATGGAGTTTCACTATTTTGCCCAGGCTGGAGTGCGATGGTGC 
GATCTTGGCTCACTGCAACCTCTGCCTCCTGGGTTCAAGTGATTCTCTTGCCTCAGTCTCCCGAGTAGTGGAAAT 
TACAGGTGTGTGCTACCACATCTTGCTAGTTTTGTATTTTTAGCAGAGATGGGGGTTTCACCATGTTGGCCAGGC 
TAGTCTCGAACTCCTGACCTCAGGTGATCCACCTGCCTTGGCCTCCCAAAGCACTGGGATTACAAGCATGAGCCA 
CTGTGCCCAGCCTGTTCCACTGACATTTCTTAGACATTCAGCAAAACCCCCACCTTAACCTCTTTTCTTTCTTGA 
GGGTTGGTCCTGTCCCCACCTCCACCCTCCCACCCCCTGGAAGAGGAAGGGCCCGGGCATCAGTGGCTAGTCCAA 
ATAAAATATGGGCTTGGGGATGGAATGGGTGGTGGTAAGTTCACAGAGTGTAGTTAGATCCCAACTCCCATGACC 
TCTGGCTTCAGTGGTGGGTGGGGCAGGGCAGATGAAAGGGCTTCAGTGGGAACCTCTGAGAGCATTTTCCTGTTC 
CCCCTATCAACCGCCCCCAGTGATAACATCTGTGAAGCCAGCCATTACTCAATAAACTGCAAACTTGTCTAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 1107 

MGELPLDINIQEPRWDQSTFLGRARHFFTVTDPRNLLLSGAQLEASRNIVQNYRAGWTPGITEDQLWRAKYVYD 
SAFHPDTGEKVVLIGRMSAQVPMNMTITGCMLTFYRKTPTVVFWQWWQSFNAIVNYSNRSGDTPIIVRQLGTAY 
VSATTGAVATALGLKSLTKHLPPLVGRFVPFAAVAAANCINIPLMRQRELQVGIPVADEAGQRLGYSVTAAKQGI 
FQWISRICMAIPAMAIPPLIMDTLEKKDFLKRRPWLGAPLQVGLVGFCLVFATPLCCALFPQKSSIHISNLEPE 
LRAQ I HEQNP S VE WY YNKGL 
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FIGURE 1108 

GTGCTTTACTGCGCGCTCTGGTACTGCTGTGGCTCCCCGTCCTGGTGCGGGACCTGTGCCCCGCGCTTCAGCCCT 

CCCCGCACAGCCTACTGATTCCCCTGCCGCCCTTGCTCACCTCCTGCTCGCCATQSAGTCGCTGGTTTTCGCGCG 

GCGCTCCGGCCCCACTCCCTCGGCCGCAGAGCTAGCCCGGCCGCTGGCGGAAGGGCTGATCAAGTCGCCCAAGCC 

CCTAATGAAGAAGCAGGCGGTGAAGCGGCACCACCACAAGCACAACCTGCGGCACCGCTACGAGTTCCTGGAGAC 

CCTGGGCAAAGGCACCTACGGGAAGGTGAAGAAGGCGCGGGAGAGCTCGGGGCGCCTGGTGGCCATCAAGTCAAT 

CCGGAAGGACAAAATCAAAGATGAGCAAGATCTGATGCACATACGGAGGGAGATTGAGATCATGTCATCACTCAA 

CCACCCTCACATCATTGCCATCCATGAAGTGTTTGAGAACAGCAGCAAGATCGTGATCGTCATGGAGTATGCCAG 

CCGGGGCGACCTTTATGACTACATCAGCGAGCGGCAGCAGCTCAGTGAGCGCGAAGCTAGGCATTTCTTCCGGCA 

GATCGTCTCTGCCGTGCACTATTGCCATCAGAACAGAGTTGTCCACCGAGATCTCAAGCTGGAGAACATCCTCTT 

GGATGCCAATGGGAATATCAAGATTGCTGACTTCGGCCTCTCCAACCTCTACCATCAAGGCAAGTTCCTGCAGAC 

ATTCTGTGGGAGCCCCCTCTATGCCTCGCCAGAGATTGTCAATGGGAAGCCCTACACAGGCCCAGAGGTGGACAG 

CTGGTCCCTGGGTGTTCTCCTCTACATCCTGGTGCATGGCACCATGCCCTTTGATGGGCATGACCATAAGATCCT 

AGTGAAACAGATCAGCAACGGGGCCTACCGGGAGCCACCTAAACCCTCTGATGCCTGTGGCCTGATCCGGTGGCT 

GTTGATGGTGAACCCCACCCGCCGGGCCACCCTGGAGGATGTGGCCAGTCACTGGTGGGTCAACTGGGGCTACGC 

CACCCGAGTGGGAGAGCAGGAGGCTCCGCATGAGGGTGGGCACCCTGGCAGTGACTCTGCCCGCGCCTCCATGGC 

TGACTGGCTCCGGCGTTCCTCCCGCCCCCTCCTGGAGAATGGGGCCAAGGTGTGCAGCTTCTTCAAGCAGCATGC 

ACCTGGTGGGGGAAGCACCACCCCTGGCCTGGAGCGCCAGCATTCGCTCAAGAAGTCCCGCAAGGAGAATGACAT 

GGCCCAGTCTCTCCACAGTGACACGGCTGATGACACTGCCCATCGCCCTGGCAAGAGCAACCTCAAGCTGCCAAA 

GGGCATTCTCAAGAAGAAGGTGTCAGCCTCTGCAGAAGGGGTACAGGAGGACCCTCCGGAGCTCAGCCCAATCCC 

TGCGAGCCCAGGGCAGGCTGCCCCGCTGCTCCCCAAGAAGGGCATTCTCAAGAAGCCCCGACAGCGCGAGTCTGG 

CTACTACTCCTCTCCCGAGCCCAGTGAATCTGGGGAGCTCTTGGACGCAGGCGACGTGTTTGTGAGTGGGGATCC 

CAAGGAGCAGAAGCCTCCGCAAGCTTCAGGGCTGCTCCTCCATCGCAAAGGCATCCTCAAACTCAATGGCAAGTT 

CTCCCAGACAGCCTTGGAGCTCGCGGCCCCCACCACCTTCGGCTCCCTGGATGAACTCGCCCCACCTCGCCCCCT 

GGCCCGGGCCAGCCGACCCTCAGGGGCTGTGAGCGAGGACAGCATCCTGTCCTCTGAGTCCTTTGACCAGCTGGA 

CTTGCCTGAACGGCTCCCAGAGCCCCCACTGCGGGGCTGTGTGTCTGTGGACAACCTCACGGGGCTTGAGGAGCC 

CCCCTCAGAGGGCCCTGGAAGCTGCCTGAGGCGCTGGCGGCAGGATCCTTTGGGGGACAGCTGCTTTTCCCTGAC 

AGACTGCCAGGAGGTGACAGCGACCTACCGACAGGCACTGAGGGTCTGCTCAAAGCTCACCTGAGTGGAGTAGGC 

ATTGCCCCAGCCCGGTCAGGCTCTCAGATGCAGCTGGTTGCACCCCGAGGGGAGATGCCTTCTCCCCCACCTCCC 

AGGACCTGCATCCCAGCTCAGAAGGCTGAGAGGGTTTGCAGTGGAGCCCTGAGCAGGGCTGGATATGGGAAGTAG 

GCAAATGAAATGCGCCAAGGGTTCAGTGTCTGTCTTCAGCCCTGCTGAACGAAGAGGATACTAAAGAGAGGGGAA 

CGGGAATGCCCGCGACAGAGTCCACATTGCCTGTTTCTTGTGTACATGGGGGGGCCACAGAGACCTGGAAAGAGA 

ACTCTCCCAGGGCCCATCTCCTGCATCCCATGAATACTCTGTACACATGGTGCCTTCTAAGGACAGCTCCTTCCC 

TACTCATTCCCTGCCCAAGTGGGGCCAGACCTCTTTACACACACATTCCCGTTCCTACCAACCACCAGAACTGGA 

TGGTGGCACCCCTAATGTGCATGAGGCATCCTGGGAATGGTCTGGAGTAACGCTTCGTTATTTTTATTTTTATTT 

TTATTTATTTATTTATTTTTTTGAGACGGAGTTTCGCTCTTGGTGCCCAGGCTAGAGTGCAATGGCGCGATCTCA 

GCTCACCTCAACCTCCGCCTCCCGGGTTCAAGCGATTCTCCTGCCTCAGCCTCCCTAGTAGCTGGGATTACAGGC 

GCCCGCCACCATGCCCGGCTAATTTTGTATTTTTAGTAGAGACAGGGTTTCTCCATGTTGGTCAGGCTGGTCTCA 

AACTCCCGACCTCAGGTGATCCACCCACCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCGCCC 

CACCTAACCCTTCCTTATTTAGCCTAGGAGTAAGAGAACACAATCTCTGTTTCTTCAATGGTTCTCTTCCCTTTT 

CCATCCTCCAAACCTGGCCTGAGCCTCCTGAAGTTGCTGCTGTGAATCTGAAAGACTTGAAAAGCCTCCGCCTGC 

TGTGTGGACTTCATCTCAAGGGGCCCAGCCTCCTCTGGACTCCACCTTGGACCTCAGTGACTCAGAACTTCTGCC 

TCTAAGCTGCTCTAAAGTCCAGACTATGGATGTGTTCTCTAGGCCTTCAGGACTCTAGAATGTCCATATTTATTT 

TTATGTTCTTGGCTTTGTGTTTTAGGAAAAGTGAATCTTGCTGTTTTCAATAATGTGAATGCTATGTTCTGGGAA 

AATCCACTATGACATCTAAGTTTTGTGTACAGAGAGATATTTTTGCAACTATTTCCACCTCCTCCCACAACCCCC 

CACACTCCACTCCACACTCTTGAGTCTCTTTACCTAATGGTCTCTACCTAATGGACCTCCGTGGCCAAAAAGTAC 

CATTAAAACCAGAAAGGTGATTGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 1109 

MESLVFARRSGPTPSAAELARPLAEGLIKSPKPLMKKQAVKRHHHKHNLRHRYEFLETLGKGTYGK^ 

RLVAIKSIRKDKIKDEQDLMHIRREIEIMSSLNHPHIIAIHEVFENSSKIVIVMEYASRGDLYDYISERQQLSER 

EARHFFRQIVSAVHYCHQNRWHRDLKLENILLDANGNIKIADFGLSNLYHQGKFLQTFCGSPLYASPEIVNGKP 

YTGPEVDSWSLGVLLYILVHGTMPFDGHDHKILVKQISNGAYREPPKPSDACGLIRWLLMVNPTRRATLEDVASH 

WWVNWGYATRVGEQEAPHEGGHPGSDSARASMADWLRRSSRPLLENGAKVCSFFKQHAPGGGSTTPGLERQHSLK 

KSRKENDMAQSLHSDTADDTAHRPGKSNLKLPKGILKKKVSASAEGVQEDPPELSPIPASPGQAAPLLPKKGILK 

KPRQRESGYYSSPEPSESGELLDAGDVFVSGDPKEQKPPQASGLLLHRKGILKLNGKFSQTALELAAPTTFGSLD 

ELAPPRPLARASRPSGAVSEDSILSSESFDQLDLPERLPEPPLRGCVSVDNLTGLEEPPSEGPGSCLRRWRQDPL 

GDSCFSLTDCQEVTATYRQALRVCSKLT 
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FIGURE 1110 

GGCACGAGGCCTGGGTCCCGTCACATCCTTCTTGCTCAACCACTGGGTGCACAGGATGGAAACTTCTATTCCCTC 
TCTGGAAGACAGCGCGTGGCTTGGCTTCACAGAGTTGTGGCTGGAGACCGAAGCAGCCCCTTTCTCAGGCTTACT 
GTCACCAGTCTGTCTGTGTTAGGGGAGAGGGGAGTCCGCTCTGTCCTGAAGGCCCAGAGATGGAAGGACAAGTGG 
TAGGCCGGGTGTTCAGGCTCTTCCAACGCCGACTGCTTCAACTCCGAGCAGGACCACCCCAGGACAATTCAGGGG 
AAGCTTTAAAGGAACCAGAAAGGGCCCAGGAGCACTCTTTGCCCAACTTTGCTGGGGGGCAGCACTTCTTTGAAT 
ACCTTCTTGTGGTTTCTCTCAAAAAGAAGCGTTCAGAGGATGATTACGAGCCTATAATCACCTACCAATTTCCCA 
AGCGGGAGAACCTGCTTCGGGGTCAGCAGGAGGAGGAGGAGCGGCTGCTCAAAGCTATCCCCTTGTTCTGCTTCC 
CAGATGGGAATGAGTGGGCATCACTCACCGAGTATCCCAGGGAGACCTTCTCCTTCGTTCTGACCAATGTGGATG 
GGAGCAGAAAGATTGGATACTGCAGGCGCCTCTTGCCTGCCGGCCCTGGCCCTCGCCTTCCCAAAGTGTACTGCA 
TCATCAGCTGCATCGGCTGCTTCGGCTTGTTCTCCAAGATCCTGGATGAAGTGGAGAAGAGACATCAGATCTCCA 
TGGCTGTCATCTACCCGTTCATGCAGGGCCTCCGAGAGGCAGCCTTCCCTGCTCCTGGGAAGACTGTCACTCTCA 
AGAGCTTCATCCCCGACTCAGGCACTGAGTTCATTTCACTGACACGGCCCCTGGACTCCCACCTAGAACATGTGG 
ATTTTAGTTCTCTATTGCACTGTCTCAGrTTTGAACAGATACTTCAGATCTTTGCCTCTGCCGTGCTGGAGAGAA 
AAATCATCTTCCTGGCGGAAGGTCTCAGCACCTTGTCTCAGTGCATCCATGCTGCTGCCGCACTGCTCTACCCCT 
TCAGCTGGGCGCACACCTACATCCCTGTTGTCCCTGAGAGCCTTCTGGCCACCGTCTGCTGCCCCACCCCCTTCA 
TGGTTGGAGTACAAATGCGCTTCCAGCAGGAGGTCATGGACAGCCCTATGGAAGAGGTCCTGCTGGTCAATCTTT 
GTGAAGGAACCTTCTTAATGTCGGTTGGTGATGAAAAAGACATCCTGCCACCGAAGCTTCAGGATGACATCTTAG 
ACTCTCTTGGTCAGGGGATCAATGAGTTAAAGACTGCAGAACAAATCAACGAGCATGTTTCAGGCCCCTTTGTGC 
AGTTCTTTGTCAAGATTGTGGGCCATTATGCTTCCTATATCAAGCGGGAGGCAAATGGGCAAGGCCACTTCCAAG 
AAAGATCCTTCTGTAAGGCTCTGACCTCCAAGACCAACCGCCGATTTGTGAAGAAGTTTGTGAAGACACAGCTCT 
TCTCACTTTTCATCCAGGAAGCCGAGAAGAGCAAGAATCCTCCTGCAGGCTATTTCCAACAGAAAATACTTGAAT 
ATGAGGAACAGAAGAAACAGAAGAAACCAAGGGAAAAAACTGTGAAATAAGAGCTGTGGTGAATAAGAATGACTA 
GAGCTACACACCATTTCTGGACTTCAGCCCCTGCCAGTGTGGCAGGATCAGCAAAACTGTCAGCTCCCAAAATCC 
ATATCCTCACTCTGAGTCTTGGTATCCAGGTATTGCTTCAAACTGGTGTCTGAGATTTGGATCCCTGGTATTGAT 
TTCTCAGGACTTTGGAGGGCTCTGACACCATGCTCACAGAACTGGGCTCAGAGCTCCATTTTTTGCAGAGGTGAC 
ACAGGTAGGAAACAGTAGTACATGTGTTGTAGACACTTGGTTAGAAGCTGCTGCAACTGCCCTCTCCCATCATTA 
TAACATCTTCAACACAGAACACACTTTGTGGTCGAAAGGCTCAGCCTCTCTACATGAAGTCTGTGGACATGTAAG 
GACGAGAGTAAAGAGGAAAATC rTATAAAAAAAAAAAAAAAAAAAA 
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FIGURE 1111 

MEGQWGRVFRLFQRRLLQLRAGPPQDNSGEALKEPERAQEHSLPNFAGGQHFFEYLLWSLKKKRSEDDYEPII 
TYQFPKRENLLRGQQEEEERLLKAIPLFCFPDGNEWASLTEYPRETFSFVLTNVDGSRKIGYCRRLLPAGPGPRL 
PKVYCIISCIGCFGLFSKILDEVEKRHQISMAVIYPFMQGLREAAFPAPGKTVTLKSFIPDSGTEFISLTRPLDS 
HLEHVDFSSLLHCLSFEQILQIFASAVLERKIIFLAEGLSTLSQCIHAAAALLYPFSWAHTYIPWPESLLATVC 
CPTPFMVGVQMRFQQEVMDSPMEEVLLVNLCEGTFLMSVGDEKDILPPKLQDDILDSLGQGINELKTAEQINEHV 
SGPFVQFFVKIVGHYASYIKREANGQGHFQERSFCK2VLTSKTNRRFVKKFVKTQLFSLFIQEAEKSKNPPAGYFQ 
QKILEYEEQKKQKKPREKTVK 
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FIGURE 1112 

TCCCTGTCCTGCGCCCGCGCGCCCCGGGAGCCTACCCAGCACGCGCTCCGCGCCCACTGGTTCCCTCCAGCCGCC 

GCCGTCCAGCCGAGTCCCCACTCCGGAGTCGCCGCTGCCGCGGGGACATOGTCCTCTGCGTTCAGGGGTGAGCAC 

CCCCTTGTAAGCTCAGGGCTACTGTTGGGTGTCAGGGAACAAAGTTTTAGACTGCTGCGCTCCAAAGCGGGCACA 

CACATGTACCTAGAACACACCAGCCACTGTCCCCACCATGATGATGACACAGCCATGGACACACCCCTGCCCAGA 

CCTCGTCCTTTGCTGGCTGTGGAGCGGACTGGGCAGCGGCCCCTGTGGGCCCCGTCCCTGGAACTGCCCAAGCCA 

GTCATGCAGCCCTTGCCTGCTGGGGCCTTCCTCGAGGAGGTGGCAGAGGGTACCCCAGCCCAGACAGAGAGTGAG 

CCAAAGGTGCTGGACCCAGAGGAGGATCTGCTGTGCATAGCCAAGACCTTCTCCTACCTTCGGGAATCTGGCTGG 

TATTGGGGTTCCATTACGGCCAGCGAGGCCCGACAACACCrGCAGAAGATGCCAGAAGGCACGTTCTTAGTACGT 

GACAGCACGCACCCCAGCTACCTGTTCACGCTGTCAGTGAAAACCACTCGTGGCCCCACCAATGTACGCATTGAG 

TATGCCGACTCCAGCTTCCGTCTGGACTCCAACTGCTTGTCCAGGCCACGCATCCTGGCCTTTCCGGATGTGGTC 

AGCCTTGTGCAGCACTATGTGGCCTCCTGCACTGCTGATACCCGAAGCGACAGCCCCGATCCTGCTCCCACCCCG 

GCCCTGCCTATGCCTAAGGAGGATGCGCCTAGTGACCCAGCACTGCCTGCTCCTCCACCAGCCACTGCTGTACAC 

CTAAAACTGGTGCAGCCCTTTGTACGCAGAAGCAGTGCCCGCAGCCTGCAACACCTGTGCCGCCTTGTCATCAAC 

CGTCTGGTGGCCGACGTGGACTGCCTGCCACTGCCCCGGCGCATGGCCGACTACCTCCGACAGTACCCCTTCCAG 

CTCTGACTGTACGGGGCAATCTGCCCACCCTCACCCAGTCGCACCCTGGAGGGGACATCAGCCCCAGCTGGACTT 

GGGCCCCCACTGTCCCTCCTCCAGGCATCCTGGTGCCTGCATACCTCTGGCAGCTGGCCCAGGAAGAGCCAGCAA 

GAGCAAGGCATGGGAGAGGGGAGGTGTCACACAACTTGGAGGTAAATGCCCCCAGGCCGCATGTGGCTTCATTAT 

ACTGAGCCATGTGTCAGAGGATGGGGAGACAGGCAGGACCTTGTCTCACCTGTGGGCTGGGCCCAGACCTCCACT 

CGCTTGCCTGCCCTGGCCACCTGAACTGTATGGGCACTCTCAGCCCTGGTTTTTCAATCCCCAGGGTCGGGTAGG 

ACCCCTACTGGCAGCCAGCCTCTGTTTCTGGGAGGATGACATGCAGAGGAACTGAGATCGACAGTGACTAGTGAC 

CCCTTGTTGAGGGGTAAGCCAGGCTAGGGGACTGCACAATTATACACTATTTATTTATTTATTCTCCTTGGGGTT 

GGTGTCAGGGGCGAGCCAACCCCACCTCTATGCCCTGAGCCCTGGTAGTCCAGAGACCCCAACTCTGCCCTGGCT 

TCTCTGGTTCTTCCCTGTGGAAAGCCCATCCTGAGACATCTTGCTGGAACCAAGGCAATCCTGGATGTCCTGGTA 

CTGACCCACCCGTCTGTGAATGTGTCCACTCTCTTCTGCCCCCAGCCATATTTGGGGAGGATGGACAACTACAAT 

AGGTAAGAAAATGCAGCCGGAGCCTCAGTCCCCAGCAGAGCCTGTGTCTCACCCCCTCACAGGACAGAGCTGTAT 

CTGCATAGAGCTGGTCTCACTGTGGCGCAGGCCCCGGGGGGAGTGCCTGTGCTGTCAGGAAGAGGGGGTGCTGGT 

TTGAGGGCCACCACTGCAGTTCTGCTAGGTCTGCTTCCTGCCCAGGAAGGTGCCTGCACATGAGAGGAGAGAAAT 

ACACGTCTGATAAGACTTCATGAAATAATAATTATAGCAAAGAACAGTTTGGTGGTCTTTTCTCTTCCACTGATT 

TTTCTGTAATGACATTATACCTTTATTACCTCTTTATTTTATTACCTCTATAATAAAATGATACCTTTTTCATGT 
AAAAAAAAAAAAAAAAA 
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FIGURE 1113 

MVLCVQGPRPLLAVERTGQRPLWAPSLELPKPVMQPLPAGAFLEEVAEGTPAQTESEPKVLDPEEDLLCIAKTFS 
YLRESGWYWGSITASEARQHLQKMPEGTFLVRDSTHPSYLFTLSVKTTRGPTNVRIEYADSSFRLDSNCLSRPRI 
LAFPDWSLVQHYVASCTADTRSDSPDPAPTPALPMPKEDAPSDPALPAPPPATAVHLKLVQPFVRRSSARSLQH 
LCRLVINRLVADVDCLPLPRRMADYLRQYPFQL 
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FIGURE 1114 

GXCCCTCGACGGCXTGCAGCCGGGAGAGCCATGGCGGGGGCCGCAGCGGGCGGCAGAGGCGGAGGTGCCTGGGGG 
CCGGGGCGCGGAGGGGCCGGGGGGCTCCGGCGGGGCTGCTCTCCCCCAGCCCCCGCCGGCTCCCCCCGGGCTGGG 
CTGCAGCCGCTCAGGGCCACGATCCCCTTCCAGCTGCAGCAGCCGCACCAGCGCCGGGACGGGGGTGGCCGTGCA 
GCCAGCGTCCCATGCTCGGTGGCCCCAGAAAAGTCAGTGTGTAGGCCTCAGCCACTTCAGGTCCGGCGTACATTC 
TCCCTGGACACCATCCTCAGCTCCTACCTTCTGGGCCAGTGGCCACGAGATGCTGATGGGGCCTTCACCTGCTGC 
ACCAATGACAAGGCCACCCAGACGCCCCTGTCCTGGCAAGAGCTAGAAGGTGAGCGTGCCAGTTCCTGTGCACAC 
AAGCGCTCAGCATCCTGGGGCAGCACAGACCACCGAAAAGAGATTTCCAAGTTGAAGCAACAACTGCAGAGGACG 
AAGCTGAGCCGCAGTGGGAAAGAGAAGGAGCGAGGTTCACCACTCCTAGGGGACCACGCAGTGCGGGGAGCACTG 
AGGGCGTCCCCTCCCAGCTTCCCCTCAGGGTCCCCTGTCTTGCGACTCAGCCCCTGCCTGCACAGGAGCCTGGAA 
GGGCTCAACCAAGAGCTGGAGGAGGTATTTGTGAAGGAGCAGGGAGAAGAGGAGCTGCTGAGGATCCTTGATATC 
CCTGATGGGCACCGGGCCCCAGCTCCTCCCCAGAGTGGCAGCTGTGATCATCCCCTCCTCCTCCTGGAGCCTGGC 
AACCTTGCCAGCTCTCCTTCCATGTCCTTGGCATCTCCCCAGCCTTGTGGCCTGGCCAGTCATGAGGAACATCGG 
GGTGCCGCCGAGGAGCTGGCATCCACCCCCAACGACAAAGCCXCCTCTCCAGGACACCCAGCCTTTCTTGAAGAT 
GGCAGCCCATCTCCAGTCCTTGCCTTTGCTGCCTCCCCTCGACCTAATCATAGCTACATCTTCAAACGGGAGCCC 
CCAGAAGGCTGTGAGAAAGTGCGTGTGTTTGAAGAAGCCACGTCTCCAGGTCCTGACCTGGCCTTCCTGACTTCC 
TGTCCTGACAAGAACAAAGTCCATTTCAACCCGACTGGCTCAGCCTTCTGCCCCGTCAACCTGATGAAGCCCCTC 
TTCCCCGGCATGGGCTTCATCTTCCGTAACTGCCCCTCAAACCCGGGATCTCCCCTTCCCCCGGCCAGCCCCAGG 
CCACCACCTCGGAAGGATCCGGAAGCCTCCAAGGCCTCCCCACTGCCATTCGAGCCATGGCAGCGCACCCCACCA 
TCAGAAGAGCCTGTGCTTTTCCAGAGCTCCCTGATGGTC TGAG GGTCCCACCCCTGCCCCACTTTACCATAGAGA 
CCAGTGCCTTGGTGGCAGGTCCCTCCCCAGGTCCCCTGAGATGGGGTATGGAGGGGCCCTTCCCTCTCGGCCTTC 
GAGCACTTTCTTTCACTTACTGTGTCAAAGCCCTGGGTCCTCTTTTTGATGGGCACCGGCCCCTCTGAACGTGAT 
GGGACCTGCCTTCTCCACXAGTAGCTGGGCAGCTCACAATTCACACCTGTGTACCTGCCACATCCCTCACTTGGT 
GGAAAACACCCAGAAGGTCTTGAGTCCCCCACCCCTGGGTGTCAGTCCAAATGACTGTATAGGAGGCCCTTATTT 
TTGTCACAGAGCAAGCTGGCCATGAACGAAGGAGAGAAGACGCCACAGATTTCCTTCCCTCTCCTCCAGGAGACC 
ATAAGATAGATCCCCCATCCTCTCAGCCCTATTCCCATGCCTCCCTCTCATTGGAGGAGCTGACCAAAGCAGCCC 
TAACGGGCCATAACACTTGACCAATTCAGCTGCTGGCAGAGGGAGGAAACAAGTGTTTTCCCAAGTGGCATTTTC 
ATCTCGCTTTCACCCTGACTAAAGATTGTCTTAAGTAGCAGCCCAGCCCGCCCAGCCCCAGGTGGGTAGTGGGGA 
GGAGAGCTGGCATTCCTCCAGGTGGCAAATGGCGACTCTATACTCTCCGCCCGCCCCAGGGCTGGATGGATTAGA 
AAAATCCCTATTTTTCTTGTATCGATGTAGAGACTCTATTTTCTCCCAAAGACACTATTTTTGCAGCTGTTTGAA 
GTTTGTATATTTTCCGTACTGCAGAGCTTACACAAAATTGAAGAATGTTAATGTTCGAGTTTTCTTATCTTGTGT 
TTAGAGGTTGTTTTTTGCAGATCTTGGTGTTAATAGACCAAATAAATAAATAAATATTCCCAGCAAAAAAAAAAG 
TCGAC 
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FIGURE 1115 

MAGAAAGGRGGGAWGPGRGGAGGLRRGCSPPAPAGSPRAGLQPLRATIPFQLQQPHQRRDGGGRAASVPCSVAPE 
KSVCRPQPLQVRRTFSLDTILSSYLLGQWPRDADGAFTCCTNDKATQTPLSWQELEGERASSCAHKRSASWGSTD 
HRKEISKLKQQLQRTKLSRSGKEKERGSPLLGDHAVRGALRASPPSFPSGSPVLRLSPCLHRSLEGLNQELEEVF 
VKEQGEEELLRILDIPDGHRAPAPPQSGSCDHPLLLLEPGNLASSPSMSLASPQPCGLASHEEHRGAAEELASTP 
NDKASSPGHPAFLEDGSPSPVLAFAASPRPNHSYIFKREPPEGCEKVRVFEEATSPGPDLAFLTSCPDKNKVHFN 
PTGSAFCPVNLMKPLFPGMGFIFRNCPSNPGSPLPPASPRPPPRKDPEASKASPLPFEPWQRTPPSEEPVLFQSS 
LMV 
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FIGURE 1116 

GTCATGTTCTTCGCGCCCTGGTGTGGACACTGCCAGCGGCTGCAGCCGACTTGGAATGACCTGGGAGACAAATAC 
AACAGCATGGAAGATGCCAAAGTCTATGTGGCTAAAGTGGACTGCACGGCCCACTCCGACGTGTGCTCCGCCCAG 
GGGGTGCGAGGATACCCCACCTTAAAGCTTTTCAAGCCAGGCCAAGAAGCTGTGAAGTACCAGGGTCCTCGGGAC 
TTCCAGACACTGGAAAACTGGATGCTGCAGACACTGAACGAGGAGCCAGTGACACCAGAGCCGGAAGTGGAACCG 
CCCAGTGCCCCCGAGCTCAAGCAAGGGCTGTATGAGCTCTCAGCAAGCAACTTTGAGCTGCACGTTGCACAAGGC 
GACCACTTTATCAAGTTCTTCGCTCCGTGGTGTGGTCACTGCAAAGCCCTGGCTCCAACCTGGGAGCAGCTGGCT 
CTGGGCCTTGAACATTCCGAAACTGTCAAGATTGGCAAGGTTGATTGTACACAGCACTATGAACTCTGCTCCGGA 
AACCAGGTTCGTGGCTATCCCACTCTTCTCTGGTTCCGAGATGGGAAAAAGGTGGATCAGTACAAGGGAAAGCGG 
GATTTGGAGTCACTGAGGGAGTACGTGGAGTCGCAGCTGCAGCGCACAGAGACTGGAGCGACGGAGACCGTCACG 
CCCTCAGAGGCCCCGGTGCTGGCAGCTGAGCCCGAGGCTGACAAGGGCACTGTGTTGGCACTCACTGAAAATAAC 
TTCGATGACACCATTGCAGAAGGAATAACCTTCATCAAGTTTTATGCTCCATGGTGTGGTCATTGTAAGACTCTG 
GCTCCTACTTGGGAGGAACTCTCTAAAAAGGAATTCCCTGGTCTGGCGGGGGTCAAGATCGCCGAAGTAGACTGC 
ACTGCTGAACGGAATATCTGCAGCAAGTATTCGGTACGAGGCTACCCCACGTTATTGCTTTTCCGAGGAGGGAAG 
AAAGTCAGTGAGCACAGTGGAGGCAGAGACCTTGACTCGTTACACCGCTTTGTCCTGAGCCAAGCGAAAGACGAA 
CTTTAGGAACACAGTTGGAGGTCACCTCTCCTGCCCAGCTCCCGCACCCTGCGTTTAGGAGTTCAGTCCCACAGA 
GGCCACTGGGTTCCCAGTGGTGGCTGTTCAGAAAGCAGAACATACTAAGCGTGAGGTATCTTCTTTGTGTGTGTG 
TTTTCCAAGCCAACACACTCTACAGATTCTTTATTAAATGTGTAACTCATGGTCACTGTGTAAACATTTTCAGTG 
GCGATATATCCCCTTTGACCTTCTCTTGATGAAATTTACATGGTTTCCTTTGAGACTAAAATAGCGTTGAGGGAA 
ATGAAATTGCTGGACTATTTGTGGCTCCTGAGTTGAGTGATTTTGGTGAAAGAAAGCACATCCAAAGCATAGTTT 
ACCTGCCCACGAGTTCTGGAAAGGTGGCCTTGTGGCAGTATTGACGTTCCTCTGATCTTAAGGTCACAGTTGACT 
CAATACTGTGTTGGTCCGTAGCATGGAGCAGATTGAAATGCAAAAACCCACACCTCTGGAAGATACCTTCACGGC 
CGCTGCTGGAGCTTCTGTTGCTGTGAATACTTCTCTCAGTGTGAGAGGTXAGCCGTGATGAAAGCAGCGTTACTT 
CTGACCGTGCCTGAGTAAGAGAATGCTGATGCCATAACTTTATGTGTCGATACTTGTCAAATCAGTTACTGTTCA 
GGGGATCCTTCTGTTTCTCACGGGGTGAAACATGTCTTTAGTTCCTCATGTTAACACGAAGCCAGAGCCCACATG 
AACTGTTGGATGTCTTCCTTAGAAAGGGTAGGCATGGAAAATTCCACGAGGCTCATTCTCAGTATCTCATTAACT 
CATTGAAAGATTCCAGTTGTATTTGTCACCTGGGGTGACAAGACCAGACAGGCTTTCCCAGGCCTGGGTATCCAG 
GGAGGCTCTGCAGCCCTGCTGAAGGGCCCTAACTAGAGTTCTAGAGTTTCTGATTCTGTTTCTCAGTAGTCCTTT 
TAGAGGCTTGCTATACTTGGTCTGCTTCAAGGAGGTCGACCTTCTAATGTATGAAGAATGGGATGCATTTGATCT 
CAAGACCAAAGACAGATGTCAGTGGGCTGCTCTGGCCCTGGTGTGCACGGCTGTGGCAGCTGXTGATGCCAGTGT 
CCTCTAACTCATGCTGTCCTTGTGATTAAACACCTCTATCTCCCTTGGGAATAAGCACATACAGGCTTAAGCTCT 
AAGATAGATAGGTGTTTGTCCTTTTACCATCGAGCTACTTCCCATAATAACCACTTTGCATCCAACACTCTTCAC 
CCACCTCCCATACGCAAGGGGATGTGGATACTTGGCCCAAAGTAACTGGTGGTAGGAATCTTAGAAACAAGACCA 
CTTATACTGTCTGTCTGAGGCAGAAGATAACAGCAGCATCTCGACCAGCCTCTGCCTTAAAGGAAATCTTTATTA 
ATCACGTATGGTTCACAGATAATTCTTTTTTTAAAAAAACCCAACCTCCTAGAGAAGCACAACTGTCAAGAGTCT 
TGTACACACAACTTCAGCTTTGCATCACGAGTCTTGTATTCCAAGAAAATCAAAGTGGTACAATTTGTTTGTTTA 
CACTATGATACTTTCTAAATAAACTCTTTTTTTTTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAAAAAAAAAAC 
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FIGURE 1117 

MEDAKVYVAKVDCTAHSDVCSAQGVRGYPTLKLFKPGQEAVKYQGPRDFQTLENWMLQTLNEEPVTPEPEVEPPS 
APELKQGLYELSASNFELHVAQGDHFIKFFAPWCGHCKALAPTWEQLALGLEHSETVKIGKVDCTQHYELCSGNQ 
VRGYPTLLWFRDGKKVDQYKGKRDLESLREYVESQLQRTETGATETVTPSEAPVLAAEPEADKGTVLALTENNFD 
DTIAEGITFIKFYAPWCGHCKTLAPTWEELSKKEFPGLAGVKIAEVDCTAERNICSKYSVRGYPTLLLFRGGKKV 
S E H S GGRD LD S LHRF VL S QAKDE L 



WO 2004/043361 



PCT/US2003/035268 



1230/1629 

FIGURE 1118 

GCGGAGGGACCGACGGACGCACGGGCGGGCGGCCGGGAGCCATGGAGCGCGGCCCTGGGGCCCCGGGGCGCGGGC 
CGGGGTGGGCTTCCCACGGCACGACATGGAGACCTGTGGTTGCGAGGCTCCCTGGGGCTCGGCTTGGACCGCGAT 
GGGGCTGGGCCCTGGCCTCCTAACGGGGCTGCTGTCTGGGGCGGTAGCTGGGGGGGCGCTCTCCCCCCTGCCCGC 
GACTCGGAGCACCCCCACCCCTCCCCTGCCGGGCCAGGCCGGGCGGCGTTGTTGGCGGGGGCCCCGGTGGAGGCC 
CGGCCTGGGCGGCGCCCGCC ATGA ATGGGCTGTCGCTGAGTGAGCTCTGCTGCCTCTTCTGCTGCCCGCCCTGCC 
CCGGCCGCATCGCTGCCAAGCTCGCCTTCCTGCCGCCGGAGGCCACCTACTCCCTGGTGCCTGAGCCCGAGCCGG 
GGCCTGGTGGGGCCGGGGCCGCCCCCTTGGGGACCCTGAGAGCCTCCTCGGGCGCACCCGGGCGCTGGAAGCTGC 
ACCTGACGGAGCGTGCCGACTTCCAGTACAGCCAGCGCGAGCTGGACACCATCGAGGTCTTCCCCACCAAGAGCG 
CCCGCGGCAACCGCGTCTCCTGCATGTATGTTCGCTGCGTGCCTGGTGCCAGACAAGGACACCAGGCTCAGGGAG 
GCCATCCCCAGCTGGCATGGGTGGGCAGGCTGGGCGACTCCAACAACCCAGCGCCTGGTGGTTGCCTGCTGGGCG 
AGAGCTGGGGCACAGGGGCTGCCCTGGCCTGCGGGTACATCCACCTTCTCGCCAGGTACACGGTCCTCTTCTCGC 
ACGGCAATGCCGTGGACCTGGGCCAGATGAGCAGCTTCTACATTGGCCTGGGCTCCCGCCTCCACTGCAACATCT 
TCTCCTACGACTACTCCGGCTACGGTGCCAGCTCGGGCAGGCCTTCCGAGAGGAACCTCTATGCCGACATCGACG 
CCGCCTGGCAGGCCCTGCGCACCAGGTACGGCATCAGCCCGGACAGCATCATCCTGTACGGGCAGAGCATCGGCA 
CGGTGCCCACCGTGGACCTGGCCTCGCGCTACGAGTGTGCCGCGGTGGTGCTGCACTCGCCGCTCACCTCGGGCA 
TGCGCGTCGCCTTCCCCGACACCAAGAAGACCTACTGCTTCGACGCCTTCCCTAACATCGAGAAGGTGTCCAAGA 
TCACGTCTCCCGTGCTCATCATCCACGGCACGGAGGACGAGGTGATCGACTTCTCGCACGGGCTGGCGCTCTACG 
AGCGCTGCCCCAAGGCGGTGGAGCCGCTGTGGGTGGAGGGCGCCGGGCACAACGACATCGAGCTCTACAGCCAGT 
ACCTGGAGCGCCTGCGTCGCTTCATCTCCCAGGAGCTGCCCAGCCAGCGCGCCTAGCGGCGGCCCCAACCGGCCG 
GACCTCAGCAATAAGGCGGCCCCCGGACCTCACCCCGCGCCGGCCCCCACCCAGGGGCTGCATGTGGACCCCCCG 
GGCGGCCCAGGGGACCCCGCCCCGACCCAGGGGCTGTGGACGATGTACAGGCAACAGAGCTACGCACTCCTTTCC 
TTTTGGAAGCAAGAAGAAAATACGTGAAAACGGAAATTAAAGATTTAAAATTTTAAAAAAAAAA2VAAAAA 
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FIGURE 1119 

MNGLSLSELCCLFCCPPCPGRIAAKLAFLPPEATYSLVPEPEPGPGGAGAAPLGTLRASSGAPGRWKLHLTERAD 
FQYSQRELDTIEVFPTKSARGNRVSCMYVRCVPGARQGHQAQGGHPQLAWVGRLGDSNNPAPGGCLLGESWGTGA 
ALACGYIHLLARYTVLFSHGNAVDLGQMSSFYIGLGSRLHCNIFSYDYSGYGASSGRPSERNLYADIDAAWQALR 
TRYGISPDSIILYGQSIGTVPTVDLASRYECAAWLHSPLTSGMRVAFPDTKKTYCFDAFPNIEKVSKITSPVLI 
IHGTEDEVIDFSHGLALYERCPKAVEPLWVEGAGHND IELYSQYLERLRRFI SQELPSQRA 



WO 2004/043361 



PCT/US2003/035268 



1232/1629 

FIGURE 1120 

GCGCGGCCC ATG GAGTCGGGGCTGCTGCGGCCGGCGCCGGTGAGCGAGGTCATCGTCCTGCATTACAACTACACC 
GGCAAGCTCCGCGGTGCGCGCTACCAGCCGGGTGCCGGCCTGCGCGCCGACGCCGTGGTGTGCCTGGCGGTGTGC 
GCCTTCATCGTGCTAGAGAATCTAGCCGTGTTGTTGGTGCTCGGACGCCACCCGCGCTTCCACGCTCCCATGTTC 
CTGCTCCTGGGCAGCCTCACGTTGTCGGATCTGCTGGCAGGCGCCGCCTACGCCGCCAACATCCTACTGTCGGGG 
CCGCTCACGCTGAAACTGTCCCCCGCGCTCTGGTTCGCACGGGAGGGAGGCGTCTTCGTGGCACTCACTGCGTCC 
GTGCTGAGCCTCCTGGCCATCGCGCTGGAGCGCAGCCTCACCATGGCGCGCAGGGGGCCCGCGCCCGTCTCCAGT 
CGGGGGCGCACGCXGGCGATGGCAGCCGCGGCCTGGGGCGTGTCGCTGCTCCTCGGGCTCCTGCCAGCGCTGGGC 
TGGAATTGCCTGGGTCGCCTGGACGCTTGCTCCACTGTCTTGCCGCTCTACGCCAAGGCCTACGTGCTCTTCTGC 
GTGCTCGCCTTCGTGGGCATCCTGGCCGCGATCTGTGCACTCTACGCGCGCATCTACTGCCAGGTACGCGCCAAC 
GCGCGGCGCCTGCCGGCACGGCCCGGGACTGCGGGGACCACCTCGACCCGGGCGCGTCGCAAGCCGCGCTCGCTG 
GCCTTGCTGCGCACGCTCAGCGTGGTGCTCCTGGCCTTTGTGGCATGTTGGGGCCCCCTCTTCCTGCTGCTGTTG 
CTCGACGTGGCGTGCCCGGCGCGCACCTGTCCTGTACTCCTGCAGGCCGATCCCTTCCTGGGACTGGCCATGGCC 
AACTCACTTCTGAACCCCATCATCTACACGCTCACCAACCGCGACCTGCGCCACGCGCTCCTGCGCCTGGXCTGC 
TGCGGACGCCACTCCTGCGGCAGAGACCCGAGTGGCTCCCAGCAGTCGGCGAGCGCGGCTGAGGCTTCCGGGGGC 
CTGCGCCGCTGCCTGCCCCCGGGCCTTGATGGGAGCTTCAGCGGCTCGGAGCGCTCATCGCCCCAGCGCGACGGG 
CTGGACACCAGCGGCTCCACAGGCAGCCCCGGTGCACCCACAGCCGCCCGGACTCTGGTATCAGAACCGGCTGCA 
GACTGACACCCTCGGCCCACGACTGTCTTCCCAAGTTTTACAGACTTGTXCTTTTTACATAAAGGAATTTGTAGG 
AAATGCAGCCAAAGGTGCAGTCGGAAAAGATGCAGGGGAAATGTATTTATGCAGCGACACCCCACAATGTGAACA 
AACAGACAAAAAATCTGTGCCCTCGTGGAATTGACGTTCTGCTTGGGAACACAGAAAAGAACTCGGTGATGAAAT 
AATGGAGATGATTCCAGTGACAAACGACAGAGATGGTGATGGTGGTCAGGGAAGACCTCTCTGCAGAGGTAGTGA 
CTTGTGATGTGAGCTGAGACCTCTGTCCTGGGAAGACCAAAAGAAAAGCATTTCAGGATGAGGGAATGGCATGCG 
CAAAGGCCCTGAGGCTGAAATGTGCCCATGTGTTCTAAGAAATGCAGCGATGCTGGTGTGCCTGGAGCAGGGACG 
GAGGGGGAGAATGGGAGGAGACAAGGAGCTGAAGGAGTAGTTCCCGAAGGACCTTGTGGGTGATATAGAGGACTT 
CGCTTTTGCTCTGAGTGAGGTGGGAGCCATAGAAGCTTCTAAGCAGAAGAGGGACTTGCCCTAATTCAGGTGATC 
ACAGGTGTCTTGTGGCCTCCATGGGAGGTTGAAAACCACAGAAGGTGAAGGGGGGCTGCACTGAGCCACAGGAAC 
AATGATGGAGATTCCAGCTAAGCCCAGACCCCGTGGATTCTAGATAGATTTTAGAGGCAGCAGACAGAATTACTG 
AGGAATTGAGTGTAAGAGTGGAATAAAGTTATCAAGGACAATGCCAAGGGTGGGGCACCCCCAAATTTGACTTTG 
GGAGACTCAGCCAAATCCTATCTGGTAATAAAATTTCTTTTTTATTTTTCTTTTCTTTCTTTCTTTCTTTCTTTC 
TTTTTTTTTTTTTGAGTTGGGATCTTGTGCTCTGTCACCCAGGCTGGAGTGCAATGGGCACAATTATAGCTCACT 
GCAGCCTGGAACTCCTGGGATCAAGCCTGGAGTTCCTGCTTCAGCCTCCCTAGTAGCTGGGACTACAGGCATGCA 
CCACCATGCCCAGTTAATAAAATTTCTTCAAATGCAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 1121 

ME S GLLRP AP VS E VI VLH YNY TGKLRGARYQP GAGLRADAWCLAVC AF I VLENL AVLLVLGRHP RFRAPMF LLX» 
GSLTLSDLLAGAAYAANILLSGPLTLKLSPALWFAREGGVFVALTASVLSLLAIALERSLTMARRGPAPVSSRGR 
TLAMAAAAWGVSLLLGLLPALGWNCLGRLDACSTVLPLYAKAYVLFCVLAFVGILAAICALYARIYCQVRANARR 
LPARPGTAGTTSTRARRKPRSLALLRTLSWLLAFVACWGPLFLLLLLDVACPARTCPVLIiQADPFLGLAMANSL 
LNPIIYTLTNRDLRHALLRLVCCGRHSCGRDPSGSQQSASAAEASGGLRRCLPPGLDGSFSGSERSSPQRDGLDT 
SGSTGSPGAPTAARTLVSEPAAD 
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FIGURE 1122A 

GGGGGCAGAAAAGGGGGCGGCGGACTCGGCTTGTTGTGTTGCTGCCTGAGTGCCGGAGACGGTCCTGCTGCTGCC 
GCAGTCCTGCCAGCTGTCCGACGATGTCGTCCCACCTAGTCGAGCCGCCGCCGCCCCTGCACAACAATAACAACA 
ACTGCGAGGAAAATGAGCAGTCTCTGCCCCCGCCGGCCGGCCTCAACAGTTCCTGGGTGGAGCTACCCATGAACA 
GCAGCAATGGCAATGATAATGGCAATGGGAAAAATGGGGGGCTGGAACACGTACCATCCTCATCCTCCATCCACA 
ATGGAGACATGGAGAAGATTCTTTTGGATGCACAACATGAATCAGGACAGAGTAGTTCCAGAGGCAGTTCTCACT 
GTGACAGCCCTTCGCCACAAGAAGATGGGCAGATCATGTTTGATGTGGAAATGCACACCAGCAGGGACCATAGCT 
CTCAGTCAGAAGAAGAAGTTGTAGAAGGAGAGAAGGAAGTCGAGGCTTTGAAGAAAAGTGCGGACTGGGTATCAG 
ACTGGTCCAGTAGACCCGAAAACATTCCACCCAAGGAGTTCCACTTCAGACACCCTAAACGTTCTGTGTCTTTAA 
GCATGAGGAAAAGTGGAGCCATGAAGAAAGGGGGTATTTTCTCCGCAGAATTTCTGAAGGTGTTCATTCCATCTC 
TCTTCCTTTCTCATGTTTTGGCTTTGGGGCTAGGCATCTATATTGGAAAGCGACTGAGCACACCCTCTGCCAGCA 
CCTACTGAGGGAAAGGAAAAGCCCCTGGAAATGCGTGTGACCTGTGAAGTGGTGTATTGTCACAGTAGCTTATTT 
GAACTTGAGACCATTGTAAGCATGACCCAACCTACCACCCTGTTTTTACATATCCAATTCCAGTAACTCTCAAAT 
TCAATATTTTATTCAAACTCTGTTGAGGCATTTTACTAACCTTATACCCTTTTTGGCCTGAAGACATTTTAGAAT 
TTCCTAACAGAGTTTACTGTTGTTTAGAAATTTGCAAGGGCTTCTTTTCCGCAAATGCCACCAGCAGATTATAAT 
TTTGTCAGCAATGCTATTATCTCTAATTAGTGCCACCAGACTAGACCTGTATCATTCATGGTATAAATTTTACTC 
TTGCAACATAACTACCATCTCTCTCTTAAAACGAGATCAGGTTAGCAAATGATGTAAAAGAAGCTTTATTGTCTA 
GTTGTTTTTTTTCCCCCAAGACAAAGGCAAGTTTCCCTAAGTTTGAGTTGATAGTTATTAAAAAGAAAACAAAAC 
AAAAAAAAAAGGCAAGGCACAACAAAAAAATATCCTGGGCAATAAAAAAAATATTTTAAACCAGCTTTGGAGCCA 
CTTTTTTGTCTAAGCCTCCTAATAGCGTCTTTTAATTTATAGGAGGCAAACTGTATAAATGATAGGTATGAAATA 
GAATAAGAAGTAAAATACATCAGCAGATTTTCATACTAGTATGTTGTAATGCTGTCTTTTCTATGGTGTAGAATC 
TTTCTTTCTGATAAGGAACGTCTCAGGCTTAGAAATATATGAAATTGCTTTTTGAGATTTTTGCGTGTGTGTTTG 
ATATTTTTTACGATAATTAGCTGCATGTGAATTTTTCATGACCTTCTTTACATTTTTTATTTTTTATTTCTTTAT 
TTTTTTTTCTCTAAGAAGAGGCTTTGGAATGAGTTCCAATTTGTGATGTTAATACAGGCTTCTTGTTTTAGGAAG 
CATCACCTATACTCTGAAGCCTTTAAACTCTGAAGAGAATTGTTTCAGAGTTATTCCAAGCACTTGTGCAACTTG 
GAAAAACAGACTTGGGTTGTGGGAACAGTTGACAGCGTTCTGAAAAGATGCCATTTGTTTCCTTCTGATCTCTCA 
CTGAATAATGTTTACTGTACAGTCTTCCCAAGGTGATTCCTGCGACTGCAGGCACTGGTCATTTTCTCATGTAGC 
TGTCTTTTCAGTTATGGTAAACTCTTAAAGTTCAGAACACTCAACAGATTCCTTCAGTGATATACTTGTTCGTTC 
ATTTCTAAAATGTGAAGCTTTAGGACCAAATTGTTAGAAAGCATCAGGATGACCAGTTATCTCGAGTAGATTTTC 
TTGGATTTCAGAACATCTAGCATGACTCTGAAGGATACCACATGTTTTATATATAAATAATTACTGTTTATGATA 
TAGACATTGATATTGACTATTTAGAGAACCGTTGTTAATTTTAAAACTAGCAATCTATAAAGTGCACCAGGTCAA 
CTTGAATAAAAACACTATGACAGACAGGTTTGCCAGTTTGCAGAAACTAACTCTTTTCTCACATCAACATTTGTA 
AAATTGATGTGTTATAGTGGAAAATAACATATAGATTAAACAAAATTTTTATCTTTTTTCAAGAATATAGCTGGC 
TATCTTTAAGAAAGATGATATATCCTAGTTTTGAAAGTAATTTTCTTTTTTCTTTCTAGCATTTGATGTCTAAAT 
AATTTTGGACATCTTTTTCCTAGACCATGTTTCTGTCTTACTCTTAAACCTGGTAACACTTGATTTGCCTTCTAT 
AACCTATTTATTTCAAGTGTTCATATTTGAATTTCTTTGGGAAGAAAGTAAATCTGATGGCTCACTGATTTTTGA 
AAAGCCTGAATAAAATTGGAAAGACTGGAAAGTTAGGAGAACTGACTAGCTAAACTGCTACAGTATGCAATTTCT 
ATTACAATTGGTATTACAGGGGGGAAAAGTAAAATTACACTTTACCTGAAAGTGACTTCTTACAGCTAGTGCATT 
GTGCTCTTTCCAAGTTCAGCAGCAGTTCTATCAGTGGTGCCACTGAAACTGGGTATATTTATGATTTCTTTCAGC 
GTTAAAAAGAAACATAGTGTTGCCCTTTTTCTTAAAGCATCAGTGAAATTATGGAAAATTACTTAAAACGTGAAT 
ACATCATCACAGTAGAATTTATTATGAGAGCATGTAGTATGTATCTGTAGCCCTAACACATGGGATGAACGTTTT 
ACTGCTACACCCAGATTTGTGTTGAACGAAAACATTGTGGTTTGGAAAGGAGAATTCT^ACAATTAATAGTTGAAA 
TTGTGAGGTTAATGTTTAAAAAGCTTTACACCTGTTTACAATTTGGGGACAAAAAGGCAGGCTTCATTTTTCATA 
TGTTTGATGAAAACTGGCTCAAGATGTTTGTAAATAGAATCAAGAGCAAAACTGCACAAACTTGCACATTGGAAA 
GTGCAACAAGTTCCCGTGATTGCAGTAAAAATATTTACTATTCTAAAAAAATGAGAATTGAAGACTTAGCCAGTC 
AGATAAGTTTTTTCATGAACCCGTTGTGGAAATTATTGGAATTAACTGAGCCAAAGTGATTATGCATTCTTCATC 
TATTTTAGTTAGCACTTTGTATCGTTATATACAGTTTACAATACATGTATAACTTGTAGCTATAAACATTTTGTG 
CCATTAAAGCTCTCACAAAACTTTTCCTGTCAGTATATCATTTTTCTGTCGCACCTGTTGCCTGGGAGTTTCAGG 
CGATGAGGCCTCCTCGCCTACACACAGCCTTCCAGTCATCTGGCTTCCCCAGCAGTGGAGTTCCTAACAGTGCTC 
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FIGURE 1122B 

AGGGTGTGAACGGTGTTCTGTGGGGACAGTCACCGCAGTGTGAGCATTCGTGAGTGCCTCGGGACTGTGGCATTC 
AGAGCATTTGCCTCCAGGTAGTGGCAGGAGGGCGCTCACGGGAGGAGTGCTCAGGAAGTACAGGAGAGAAGAAGA 
GTGTGCCCTGATGGAAATGACAGTGGGACACCAGTGAAAGTGGATCCAGAAGGAACTGGAAGTTCCACGTGCCTG 
GAAAACAGGATGGATACAGAGGAAACTGAAAAATGTAGGTTAGTACTGAACCTAATTGAAATGTGTGTGCCCTCC 
CAGGGGTCACACTTCATCATATAGTTAGCTGGGTTTACTTCTTTTAAACCAGGAGGTGATTTAAGATGTAAATTT 
TAGACAGTCAAGCCATCTGGTGAGAGAGTACCAGAGGAGATCAATCAGTTCTCTAGGCGAGGAGCTAGGGCCTGT 
CCTGGGCTGTCACCCTGAGGTTGGCAGTGGTGGGCCAGGATACGTATGAGAAACAAAGCGGAAGTAAACTGGTCA 
GAAAGTGACTTAGAGACGAAGGCGTGTGTATTCCTTTGTGTGTGTGGCCCGTAAAACATGGGTTGATCCCATTAG 
TTAAAGGAGGACAGGAGAAGAAATGGGGTGGTAGGAGCAAAGAGGGAGGATTTCAGTTTTGAGTGCGTTGAACAT 
GAAATGTCTGAGGGCCTTCTGATTGGACACTTACTCC 
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FIGURE 1123 

gqkrgrrtrlvvllpecrrrscccrspascp™ 

sngndngngkngglehvpssssihngdmekilldaqhesgqsssrgsshcdspspqedgqimfdvemhtsrdhss 
qseeevvegekevealkksadwvsdwssrpenippkefhfrhpkrsvslsmricsgamkkggifsaeflkvfipsl 

FLSHVLALGLGIYIGKRLSTPSASTY 
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FIGURE 1124 

GCGGCGGACTCGGCTTGTTGTGTTGCTGCCTGAGTGCCGGAGACGGTCCTGCTGCTGCCGCAGTCCTGCCAGCTG 
TCCGACGATGTCGTCCCACCTAGTCGAGCCGCCGCCGCCCCTGCACAACAACAACAACAACTGCGAGGAAAATGA 
GCAGTCTCTGCCCCCGCCGGCCGGCCTCAACAGTTCCTGGGTGGAGCTACCCATGAACAGCAGCAATGGCAATGA 
TAATGGCAATGGGAAAAATGGGGGGCTGGAACACGTACCATCCTCATCCTCCATCCACAATGGAGACATGGAGAA 
GATTCTTTTGGATGCACAACATGAATCAGGACAGAGTAGTTCCAGAGGCAGTTCTCACTGTGACAGCCCTTCGCC 
ACAAGAAGATGGGCAGATCATGTTTGATGTGGAAATGCACACCAGCAGGGACCATAGCTCTCAGTCAGAAGAAGA 
AGTTGTAGAAGGAGAGAAGGAAGTCGAGGCTTTGAAGAAAAGTGCGGACTGGGTATCAGACTGGTCCAGTAGACC 
CGAAAACATTCCACCCAAGGAGTTCCACTTCAGACACCCTAAACGTTCTGTGTCTTTAAGCATGAGGAAAAGTGG 
AGCCATGAAGAAAGGGGGTATTTTCTCCGCAGAATTTCTGAAGGTGTTCATTCCATCTCTCTTCCTTTCTCATGT 
TTTGGCTTTGGGGCTAGGCATCTATATTGGAAAGCGACTGAGCACACCCTCTGCCAGCACCTACTGAGGGAAAGG 
AAAAGCCCCTGGAAATGCGTGTGACCTGTGAAGTGGTGTATTGTCACAGTAGCTTATTTGAACTTGAGACCATTG 
TAAGCATGACCCAACCTACCACCCTGTrTTTACATATCCAATTCCAGTAACCCTCAAATTCAATATTTTATTCAA 
ACTCTGTTGAGGCATTTTACTAACCTTATACCCTTTTTGGCCTGAAGACATTTTAGAATTTCCTAACAGAGTTTA 
CTGTTGTTTAGAAATTTGCAAGGGCTTCTTTTCCGCAAATGCCACCAGCAGATTATAATTTTGTCGGCAATGCTA 
TTATCTCTAATTAGTGCCACCAGACTAGACCTGTATCATTCATGGTATAAATTTTACTCTTCCAACATAACTACC 
ATCTCTCTCTTAAAACGAGATCAGGTTAGCAAATGATGTAAAAGAAGCTTTATTGTCTAGTTGTTTTTTTTCCCC 
CAAGACAAAGGCAAGTTTCCCTAAGTTTGAGTTGATAGTTATTAAAAAGAAAACAAAACAAAAAAAAAAGGCAAG 
GC AC AAC AAAAAAAT AT CC TGGGC AAT AAAAAAAAT AT T TT AAAC C AAAAAAAAAAAAAAAA 
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FIGURE 1125 

MSSHLVEPPPPLHNNT^NCEENEQSLPPPAGLNS 

LDAQHESGQSSSRGSSHCDSPSPQEDGQIMFDVEMHTSRDHSSQSEEEVVEGEKEVEALKKSADWVSDWSSRPEN 
IPPKEFHFRHPKRSVSLSMRKSGAMKKGGIFSAEFLKVFIPSLFLSHVLALGLGIYIGKRLSTPSASTY 
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FIGURE 1126 

GCGGCCGGCGGCGTCTCCTCCCGGGACGCTGAGGGGCCCGAGGAGACCGTGAGGCTCTGGCCTGCAGCTCGCGCC 
GCC ATG GACGCTGCCGAGGTCGAATTCCTCGCCGAGAAGGAGCTGGTTACCATTATCCCCAACTTCAGTCTGGAC 
AAGATCTACCTCATCGGGGGGGACCTGGGGCCTTTTAACCCTGGTTTACCCGTGGAAGTGCCCCTGTGGCTGGCG 
ATTAACCTGAAACAAAGACAGAAATGTCGCCTGCTCCCTCCAGAGTGGATGGATGTAGAAAAGTTGGAGAAGATG 
AGGGATCATGAACGAAAGGAAGAAACTTTTACCCCAATGCCCAGCCCTTACTACATGGAACTTACGAAGCTCCTG 
TTAAATCATGCTTCAGACAACATCCCGAAGGCAGACGAAATCCGGACCCTGGTCAAGGATATGTGGGACACTCGT 
ATAGCCAAACTCCGAGTGTCTGCTGACAGCTTTGTGAGACAGCAGGAGGCACATGCCAAGCTGGATAACTTGACC 
TTGATGGAGATCAACACCAGCGGGACTTTCCTCACACAAGCGCTCAACCACATGTACAAACTCCGCACGAACCTC 
CAGCCTCTGGAGAGTACTCAGTCTCAGGACTTC TAGA GAAAGGCCTGGTGCAGGCGGCTTGCTGGGGGATGTGAG 
CGCTCAGGATGTGATGAGGTACTCGTGGTTCTGGAGCTCTAGAAACACTTCTGATGCATGAAAAATGTGTGATGG 
TGCAAGGAATGGATTCAGGATGTTGTTGGAGAAACAAGTTTGTGATTAGTCCTTAAAACTTAGCXCCCTGGGACA 
TTCTTCAATTCCACATCTGTTTCTAGAAACCAGCCCTTTTTCCCCCCACTTTTGAGAAATAAAAAAGCCTTAGGT 
AAATAAGTCATTCTCCCTAGCAGAGCCACTTGGGTCTCCTGCATGGAAGCCGTCACACTTGGGCAGGTGTTCAGT 
GACTGGTAGGTGTAGATACAGCAGGAGTGGCCATGTGGTCCACGGCTTTTTACCCCTTCTTGATCCTGATTTCTT 
GGGCTGAATTTAGACTCTCTCACAGAGGTGGCTCACAGAGAAGGATGGCAGATGGTGCAGCCAACAATGCTGACC 
GGTGCTTATCCTCTAAGCCCTGATCCACAATAAAAATGGACCCAACTCAAAAAAAAA 
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FIGURE 1127 

MDAAEVEFLAEKELVTIIPNFSLDKIYLIGGDLGPFNPGLPVEVPLWLAINLKQRQKCRLLPPEWMDVEKLEK^ 
DHERKEETFTPMPSPYYMELTKLLLNHASDNIPKADEIRTLVKDMWDTRIAKLRVSADSFVRQQEAHAKLDNLTL 
ME INTSGTFLTQALNHMYKLRTNLQPLE S TQSQDF 
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FIGURE 1128 

CTCGCCGAGATGACCTGGGCACCTCTGCGTTGAATCGGCAAATACTGATCAAGCCGCATTTATTCTGCXCTCAGG 
AACTCTAAGTCTAGCAGAGAAGATGAGGCGGTAGAAGTTCATCAATGGCTTGGCTGGAGGACAAGCAAATTGAGG 
ACATTGGCAACGGAGTGATCAAAATGATAGATCATGAGGCCTAAAATGAATAAGGAAAGAAGAGAAGTGGCAGAG 
GCTGAGAACAGAAAGAGAGGGTGGAGGGGCTGTAAATCTTGAAGATrAGGGTATAATATGAGTATATGGGTAAGA 
ATTGGAAGAATTGTGTAGGAGGCAGTAGTCAAAAAGTAGAAGCAGTTTGGAAGAGTAGTTACAAATATCAAGAGC 
CAGGTGGCTAAAAGGTGGAGCTATAGGTCATTGAAGCTCAAGAAACTGAGTCTCTAGGGCATTGGTTAAGTCATC 
TGTCTAGACTTCAAAGTTGTCTAGGATGATAATTCAGAAGACTGATCTGTGCCAAAGTCACAGGTTTTTCACGAC 
TGAAAACAACATAGCAAAATAAGCCAAGATGrCTGTGGATCCAATGACCTACGAGGCCCAGTTCTTTGGCTTCAC 
GCCACAAACGTGCATGCTTCGGATCTACATTGCATTTCAAGACTACCTATTTGAAGTGATGCAGGCCGTTGAACA 
GGTTATTCTGAAGAAGCTGGATGGCATCCCAGACTGTGACATTAGCCCAGTGCAGATTCGCAAATGCACAGAGAA 
GTTTCTTTGCTTCATGAAAGGACATTTTGAT2UVCCTTTTTAGCAAAATGGAGCAACTGTTTTTGCAGCTGATTTT 
ACGTATTCCCTCAAACATCTTGCTTCCTGAAGATAAATGTAAGGAGACACCTTATAGTGAGGAAGATTTTCAGCA 
TCTCCAGAAAGAAATTGAACAGTTACAGGAGAAGTACAAGACTGAATTATGTACTAAGCAGGCCCTTCTTGCAGA 
ATTAGAAGAGCAAAAAATTGTTCAGGCCAAACTCAAACAGACGTTGACTTTCTTTGATGAGCTTCATAATGTTGG 
CAGAGATCATGGGACTAGTGATTTTAGGGAGAGTTTAGTATCCCTGGTTCAGAACTCCAGAAAACTACAGAACAT 
TAGAGACAATGTGGAAAAGGAATCGAAACGACTGAAAATATCT TAAT TGCTCAGTAGTCAAAAGGAGGAGCCTGT 
CAAAAAGTAGAATCATAAGGACTGTTCAAACCATAAGGACTGTTCAAATCATACCAGTGACTGTTCAAACCAACC 
ATACTTTTTATTAGATTTGCTTTGTCAACTCTTTCTTGTATTCTGTGTTTTCCTCTTTTTTGGTCCACTTTGCTG 
AGGTATGAAGTGTACTACTTTGAACTAGGCTGAAGCATCTGAGTCTTCTAATAAGTGGGAAGGGATCCAACAAAG 
AAGCCATGACCAGTTAAAGATATTTGCAGAGTTACACCTTGGTCATAAGTCCTTTGTGACCTTGATTATTTTGGC 
TTACTCTTTGGATGAGACCAGACAAGAAAAGGATTAAACGGGTGGCTCCTTTAATATTATTATTATTGTTTTTGA 
GACAAGGTCCCTTTCTGTCACCCAGGTTAGAGTAGATTTCAGTGGCACAATCTTGGCTCACTGCAACCTCTGTGT 
CCTGGGCTCAAGTGATCCTCCTGCCTCAGCCTCCCAAGTAGCTAGGACCACAGGTGCGTGTCACCATGCTTGGCT 
AATTTTTTTGCAGAAACGAGGCCTCACTATATTGTCCAGGCTGAGTGGCTCTTTTATTAACCAGTCATTACACTG 
CGGAACAGCCAACATAGAGTACTTGCTCTCGTCCTGTGAATTTTCTTTCATGAGGGAGTCAATATGTAGTGGAAA 
GAAGCATGTAGCAAAAAAGACAACCTTGATCTTTAATAAAAAAGAAGTTGGTTTATTTCCAAAATAAATCCCCTG 
ACAAAAAACCTGGTGATGTTAAGCAATTGACTGTCTTAGAGTCCAGCAGAAGACCTTAGACAAAAAAAGCAGAAC 
CCACTGGAGTAGAAAAGGAAGCATGTAGCATATACTCAGTAGTGAAATTTAATTTTACTGACTGTTAGGTATCTA 
TGCCAATTTGTTTTCATACTTCAGTTGGTTTTGGAATCTGCCTTATACCTAATATTTATTTATTCACACTCATAA 
GCATCAAATATTTAATGCCCTCAGTGGGAAATTTGTGTTTAAACTCAATGGAATCTAATATTTCTTTATGTCGTT 
AGTCCCTGTAAAATGTTAGGTCACCCAAGGAAAGGGGAGAAATAGCAATGGTTGTTCCTAAGGTATTGCTTGCCC 
TCCATGTCTTCCTAAAGAGCAGAACTTGGAGTTTCTCCTTTATGTAGAGAAGAAGTAACTTAGGGTGTATTTGCA 
ATGAAATATTCATAGATATTGAAAGCTTGTGTTTACATGAAATATGTTTATTATCAAGAAGTCCTTTTTCCAATT 
CTGTACATTAAATATATGTGTTTTAAAAAAAAAA 
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FIGURE 1129 

MSVDPMTYEAQFFGFTPQTCMLRIYIAFQDYLFEVMQAVEQVILKKLDGIPDCDISPVQIRKCTEKFLCFMKGHF 
DNLFSKMEQLFLQLILRIPSNILLPEDKCKETPYSEEDFQHLQKEIEQLQEKYKTELCTKQALLAELEEQKIVQA 
KLKQTLTFFDELHNVGRDHGTSDFRESLVSLVQNSRKLQNIRDNVEKESKRLKIS 
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FIGURE 1130 

GTGGGACTGGGATCATCAGTCTCTTCTGTGCACACTATGCGCGGCCTAGAGCGGTGTACGCGGTGGAGGCCAGTG 
AGATGGCACAGCACACGGGGCAGCTGGTCCTGCAGAACGGCTTTGCTGACATCATCACCGTGTACCAGCAGAAGG 
TGGAGGATGTGGTGCTGCCCGAGAAGGTGGACGTGCTGGTGTCTGAGTGGATGGGGACCTGCCTGCTGTTTGAGT 
TCATGATCGAGTCCATCCTGTATGCCCGGGATGCCTGGCTGAAGGAGGACGGGGTCATTTGGCCCACCATGGCTG 
CGTTGCACCTTGTGCCCTGCAGTGCTGATAAGGATTATCGTAGCAAGGTGCTCTTCTGGGACAACGCGTACGAGT 
TCAACCTCAGCGCTCTGAAGTAAGTGTCCACAGCTGGGACTGGCACCGTCTTGTGGGGCCTCCTGGTCCACAGTC 
TGCAGGTGGGCCAAGGCCCTGGGAGATCCCATACGACGGTTGGATAAATGAGGGTACCTGTGCACCCAGATAGGA 
CAATCTGTTGTAGCATTGGAGTAATTAAAGCAGTATGGTGCTATAACAAGACAGATGGGCAGAGCAGGGTAGAAT 
GCAAGGAACAAAAATTTTCGTATGTGAAAAAGGTGGCATTACGATTAGGAGGGAGTGAGGGCCAAGTCAGCAAAT 
TATTCTGGAGCAGTTGATTAGCCCTTGTTCTCTCACGCCATACGTGAAAACTTAATTCTGCATGGAATCAGCGTC 
AGCGACAGACATCCATGGGGGCCTGTGTGCACCATCTTAGGTGGAGAAATGAGCAGCAACAATGGATGGAATGGA 
CCCTGGGCTAGATAGAATCTGGCAGTCTATGTGGCAGAAATCAGCAAAAACACGATTGTAAAAGCAAACAAGTAA 
TTAGAGAAATCACGTGCTGTCAGGTCTTGGAATCAATTAGAAAGAGATGACTAGCCAGATGGAATTGCAGCCCAA 
TCATGTGAACAGGCAAACCGCAAAAAATAAATAAAATTACCAATAAATACATGAAAAATTATAATGTTGTTAGTA 
GTTAAAATGCGAATTAAAATACATGCTGTTTTCCCTACCAGACAAGCAAAGAGTAAATTAAAATAGTAGCCCAGG 
CTTGCCTGGCAGTGGCAGGGAGGTGTGGCTGCCAGGGCCTTAGAGGTTGGCATCAGGCTGCCCACCCCAGTCACT 
GCCAGAGCCTCCCACCTGAGTGTTCCTCCCGGCACTGGAAGCCAGTGGCCGTCCAGAGGAACGTGATTGAATTGC 
TGTATATCCATCTGGTGGAGCACTGCTGTGTGTCTGTTAAAAAAGAAACCATAGGTTTTTAGGGATATGTAATGA 
TATTTAGAAAGGGTTTAAGAGACAGTAAAGCTTGGCAGAATAAACCGTGTATACAGAATGGATGTTTGCTTGCAT 
AAATAAATTTATATAAATATGTCTGGGGGATAAAAATAAGTATATCACAATGCTAAGACAGGCATATGGGGAATT 
TAAGCTTTTCTTTATACTTGTCCATAGTTTCCAATTTTTAAATTTGTAATTTTTTATCAGAAAAATAAATGTGTA 
AATATAGTGGAATCTTTATTAAAACATTCACTTTTATTTGCTAAAAAAAAAAAAAAAAAAAA 
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FIGURE 1131 

GGCACGAGGATTTCCTCATCGTCAAGCTTTGTTCCTCGTGGGGGCTAGAAATCTCTTTCCAGTTCCAGATTGTGA 
AGGGXTCCTGAGTAAGCAGCGTGTCTCCATCCCCCTCTCTAGGGGCTCTTGGATGGACCTTGCACTCTAGAAGGG 
ACAATGGACTTCTGGCTTTGGCCACTTTACTTCCTGCCAGTATCGGGGGCCCTGAGGATCCTCCCAGAAGTAAAG 
GTAGAGGGGGAGCTGGGCGGATCAGTTACCATCAAGTGCCCACTTCCTGAAATGCATGTGAGGATATATCTGTGC 
CGGGAGATGGCTGGATCTGGAACATGTGGTACCGTGGTATCCACCACCAACTTCATCAAGGCAGAATACAAGGGC 
CGAGTTACTCTGAAGCAATACCCACGCAAGAATCTGTTCCTAGTGGAGGTAACACAGCTGACAGAAAGTGACAGC 
GGAGTCTATGCCTGCGGAGCGGGCATGAACACAGACCGGGGAAAGACCCAGAAAGTCACCCTGAATGTCCACAGT 
GAATACGAGCCATCATGGGAAGAGCAGCCAATGCCTGAGACTCCAAAATGGTTTCATCTGCCCTATTTGTTCCAG 
ATGCCTGCATATGCCAGTTCTTCCAAATTCGTAACCAGAGTTACCACACCAGCTCAAAGGGGCAAGGTCCCTCCA 
GTTCACCACTCCTCCCCCACCACCCAAATCACCCACCGCCCTCGAGTGTCCAGAGCATCTTCAGTAGCAGGTGAC 
AAGCCCCGAACCTTCCTGCCATCCACTACAGCCXCAAAAATCTCAQCTCTGGAGGGGCTGCTCAAGCCCCAGACG 
CCCAGCTACAACCACCACACCAGGCTGCACAGGCAGAGAGCACTGGACTATGGCTCACAGTCTGGGAGGGAAGGC 
CAAGGATTTCACATCCTGATCCCGACCATCCTGGGCCTTTTCCTGCTGGCACTTCTGGGGCTGGTGGTGAAAAGG 
GCCGTTGAAAGGAGGAAAGCCCTCTCCAGGCGGGCCCGCCGACTGGCCGTGAGGATGCGCGCCCTGGAGAGCTCC 
CAGAGGCCCCGCGGGTCGCCGCGACCGCGCTCCCAAAACAACATCTACAGCGCCTGCCCGCGGCGCGCTCGTGGA 
GCGGACGCTGCAGGCACAGGGGAGGCCCCCGTTCCCGGCCCCGGAGCGCCGTTGCCCCCCGCCCCGCTGCAGGTG 
TCTGAATCTCCCTGGCTCCATGCCCCATCTCTGAAGACCAGCTGTGAATACGTGAGCCTCTACCACCAGCCTGCC 
GCCATGATGGAGGACAGTGATTCAGATGACTACATCAATGTTCCTGCC TGAC AACTCCCCAGCTATCCCCCAACC 
CCAGGCTCGGACTGTGGTGCCAAGGAGTCTCATCTATCTGCTGATGTCCAATACCTGCTTCATGTGTTCTCAGAG 
CCCTCATCACTTCCCATGCCCCATCTCGACTCCCATCCCCATCTATCTGTGCCCTGAGCATGGCTCTGCCCCCAG 
GTCGTCTTGCACACCTTGGCAGCCCCCTGTAGTTGACAGGTAAGCTGTAGGCATGTAGAGCAATTGTCCCAATGC 
CACTTGCTTCCTTTCCAAGCCGTCGAACAGACTGTGGGATTTGCAGAGTGTTTCTTCCATGTCTTTGACCACAGG 
GTTGTTGCTGCCCAGGCTCTAGATCACATGGCATCAGGCTGGGGCAGAGGCATAGCTATTGTCTCGGGCATCCTT 
CCCAGGGTTGGGTCTTACACAAATAGAAGGCTCTTGCTCTGAGTTATGTGACATGCCTCAGCCCCATGGACTAAG 
CAGGGGTCTGGTATAAAAACACTCCTGGAAACGCCTTTGCCCTGATCCAAATGTTAGCACTTGCTAGTGAACGTC 
TACTTATCTCAAGTTCTATGCTAAAGGCAATTTATCTTGATGTGATGATAAACCAAACTTATTAGCAAGATATGC 
ATATATATCAAAAAAAAAAAAAAAAAA 
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FIGURE 1132 

MDFWLWPLYFLPVSGALRILPEVKVEGELGGSVTIKCPLPEMHVRIYLCREMAGSGTCGTWSTTNFIKAEYKGR 
VTLKQYPRKNLFLVEVTQLTESDSGVYACGAGMNTDRGKTQKVTLNVHSEYEPSWEEQPMPETPKWFHLPYLFQM 
PAYASSSKFVTRVTTPAQRGKVPPVHHSSPTTQITHRPRVSRASSVAGDKPRTFLPSTTASKISALEGLLKPQTP 
SYNHHTRLHRQRALDYGSQSGREGQGFHILIPTILGLFLLALLGLWKRAVERRKALSRRARRLAVRMRALESSQ 
RPRGSPRPRSQNNIYSACPRRARGADAAGTGEAPVPGPGAPLPPAPLQVSESPWLHAPSLKTSCEYVSLYHQPAA 
MMEDSDSDDYINVPA 
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FIGURE 1133 

GGCACGAGGATTTCCTCATCGTCAAGCTTTGTTCCTCGTGGGGGCTAGAAATCTCTTTCCAGTTCCAGATTGTGA 
AGGGTTCCTGAGTAAGCAGCGTGTCTCCATCCCCCTCTCTAGGGGCTCTTGGATGGACCTTGCACTCTAGAAGGG 
ACAATCGACTTCTGGCTTTGGCCACTTTACTTCCTGCCAGTATCGGGGGCCCTGAGGATCCTCCCAGAAGTAAAG 
GTAGAGGGGGAGCTGGGCGGATCAGTTACCATCAAGTGCCCACTTCCTGAAATGCATGTGAGGATATATCTGTGC 
CGGGAGATGGCTGGATCTGGAACATGTGGTACCGTGGTATCCACCACCAACTTCATCAAGGCAGAATACAAGGGC 
CGAGTTACTCTGAAGCAATACCCACGCAAGAATCTGTTCCTAGTGGAGGTAACACAGCTGACAGAAAGTGACAGC 
GGAGTCTATGCCTGCGGAGCGGGCATGAACACAGACCGGGGAAAGACCCAGAAAGTCACCCTGAATGTCCACAGT 
GAATACGAGCCATCATGGGAAGAGCAGCCAATGCCTGAGACTCCAAAATGGTTTCATCTGCCCTATTTGTTCCAG 
ATGCCTGCATATGCCAGTTCTTCCAAATTCGTAACCAGAGTTACCACACCAGCTCAAAGGGGCAAGGTCCCTCCA 
GTTCACCACTCCTCCCCCACCACCCAAATCACCCACCGCCCTCGAGTGTCCAGAGCATCTTCAGTAGCAGGTGAC 
AAGCCCCGAACCTTCCTGCCATCCACTACAGCCTCAAAAATCTCAGCTCTGGAGGGGCTGCTCAAGCCCCAGACG 
CCCAGCTACAACCACCACACCAGGCTGCACAGGCAGAGAGCACTGGACTATGGCTCACAGTCTGGGAGGGAAGGC 
CAAGGATTTCACATCCTGATCCCGACCATCCTGGGCCTTTTCCTGCTGGCACTTCTGGGGCTGGTGGTGAAAAGG 
GCCGTTGAAAGGAGGAAAGCCCTCTCCAGGCGGGCCCGCCGACTGGCCGTGAGGATGCGCGCCCTGGAGAGCTCC 
CAGAGGCCCCGCGGGTCGCCGCGACCGCGCTCCCAAAACAACATCTACAGCGCCTGCCCGCGGCGCGCTCGTGGA 
GCGGACGCTGCAGGCACAGGGGAGGCCCCCGTTCCCGGCCCCGGAGCGCCGTTGCCCCCCGCCCCGCTGCAGGTG 
TCTGAATCTCCCTGGCTCCATGCCCCATCTCTGAAGACCAGCTGTGAATACGTGAGCCTCTACCACCAGCCTGCC 
GCCATGATGGAGGACAGTGATTCAGATGACTACATCAATGTTCCTGCCTGACAACTCCCCAGCTATCCCCCAACC 
CCAGGCTCGGACTGTGGTGCCAAGGAGTCTCATCTATCTGCTGATGTCCAATACCTGCTTCATGTGTTCTCAGAG 
CCCTCATCACTTCCCATGCCCCAXCTCGACTCCCATCCCCATCTATCTGTGCCCTGAGCATGGCTCTGCCCCCAG 
GTCGTCTTGCACACCTTGGCAGCCCCCTGTAGTTGACAGGTAAGCTGTAGGCATGTAGAGCAATTGTCCCAATGC 
CACTTGCXTCCTTTCCAAGCCGTCGAACAGACTGTGGGATTTGCAGAGTGTTTCTTCCATGTCTTTGACCACAGG 
GTTGTTGCTGCCCAGGCTCTAGATCACATGGCATCAGGCTGGGGCAGAGGCATAGCTATTGTCTCGGGCATCCTT 
CCCAGGGTTGGGTCTTACACAAATAGAAGGCTCTTGCTCTGAGTTATGTGACATGCCTCAGCCCCATGGACTAAG 
CAGGGGTCTGGTATAAAAACACTCCTGGAAACGCCTTTGCCCTGATCCAAATGTTAGCACTTGCTAGTGAACGTC 
TACTTATCTCAAGTTCTATGCTAAAGGCAATTTATCTXGATGTGATGATAAACCAAACTTATTAGCAAGATATGC 
ATATATATCAAAAAAAAAAAAAAAAAA 
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FIGURE 1134 

MDFWLWPLYFLPVSGALRILPEVKVEGELGGSVTIKCPLPEMHVRIYLCREMAGSGTCGTWSTTNFIKAEYKGR 
VTLKQYPRKNLFLVEVTQLTESDSGVYACGAGMNTDRGKTQKVTLWHSEYEPSWEEQPMPETPKWFHLPYLFQM 
PAYASSSKFVTRVXTPAQRGKVPPVHHSSPTTQITHRPRVSRASSVAGDKPRTFLPSTTASKISALEGLLKPQTP 
SYNHHTRLHRQRALDYGSQSGREGQGFHILIPTILGLFLLALLGLVVKRAVERRKALSRRARRLAVRMRALESSQ 
RPRGSPRPRSQNNIYSACPRRARGADAAGTGEAPVPGPGAPLPPAPLQVSESPWLHAPSLKTSCEYVSLYHQPAA 
MMEDSDSDDYINVPA 
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FIGURE 1135 

AGGGGCGGGCCCGGCGCGCGCGGGAAGTCTCTGTAGGGCGGCCGGCTACCCTCAGCCGCCGCGCGTC ATGG CCCT 
TTCGGTGCCCGGCTACTCACCGGGCTTCCGAAAGCCGCCCGAGGTAGTGCGGCTCCGACGGAAAAGGGCCCGGAG 
CCGTGGAGCTGCCGCCTCCCCGCCCCGTGAGCTGACGGAGCCGGCGGCCCGCCGAGCCGCCCTGGTGGCGGGGCT 
GCCTCTTCGCCCTTTCCCTGCTGCGGGGGGCAGAGGCGGTGGCAGCGGCGGCGGCCCGGCCGCTGCTCGGAGGAA 
CCCCTTCGCCCGCCTGGACAACCGACCGCGGGTCGCCGCGGAGCCCCCCGACGGGCCGGCCCGCGAGCAGCCGGA 
GGCCCCGGTCCCGTTTTTAGATTCTAATCAAGAAAATGATTTGCTATGGGAAGAGAAGTTTCCTGAAAGAACAAC 
TGTTACTGAATTACCTCAGACTTCACATGTATCATTCTCCGAGCCTGATATTCCGTCCTCAAAAAGTACTGAGTT 
ACCTGTGGACTGGAGTATTAAAACGCGACTCCTTTTCACCTCTTCTCAACCCTTTACCTGGGCAGATCATTTGAA 
AGCACAGGAAGAAGCTCAAGGTCTTGTCCAGCATTGTAGGGCAACAGAAGTTACTTTGCCTAAAAGTATACAGGA 
TCCCAAACTCTCCTCTGAGCTCCGTTGTACCTTCCAGCAGAGCCTTATCTATTGGCTCCACCCTGCTTTGTCTTG 
GCTACCACTGTTCCCTCGTATTGGAGCTGATAGAAAAATGGCTGGAAAGACAAGTCCTTGGTCAAATGATGCAAC 
CCTGCAGCATGTTTTAATGAGTGACTGGTCTGTGAGCTTTACTTCTCTAXATAATTTGCTGAAGACAAAACTTTG 
CCCCTATTXCTACGTTTGTACCTATCAGTTTACTGTCCTGTTCCGAGCAGCAGGATTAGCTGGAAGTGACTTAAT 
CACAGCTCTCATATCTCCAACAACTCGAGGTTTAAGAGAAGCTATGAGAAATGAAGGTATTGAATTTTCTCTGCC 
TTTAATAAAAGAAAGTGGCCATAAGAAGGAGACAGCATCTGGAACAAGCTTGGGATATGGGGAGGAGCAAGCCAT 
CAGTGATGAGGATGAAGAGGAAAGTTTTTCCTGGCTGGAAGAGATGGGTGTGCAAGATAAAATTAAAAAGCCAGA 
CATACTTTCTATCAAGCTGCGTAAAGAGAAACATGAAGTACAAATGGATCACAGACCTGAATCTGTTGTGTTGGT 
AAAAGGAATCAACACCTTTACATTGCTCAATTTTTTGATTAACTCTAAGAGTTTAGTTGCTACCTCAGGTCCACA 
GGCAGGACTTCCTCCAACCCTCTTGTCCCCTGTTGCTTTCCGAGGTGCCACAATGCAAATGCTTAAGGCACGGAG 
TGTGAATGTGAAGACACAAGCTCTTTCTGGATACAGAGACCAATTTAGTTTGGAGATTACAGGTCCTATCATGCC 
TCATTCTCTGCATTCACTGACCATGCTGCTCAAATCTTCACAGAGTGGATCTTTCTCTGCAGTACTGTATCCACA 
CGAGCCAACTGCTGTATTTAACATCTGCCTGCAAATGGACAAAGTACTTGATATGGAGGTTGTTCATAAGGAGCT 
TACTAACTGTGGTTTGCACCCTAACACTCTGGAGCAACTTAGTCAAATACCGTTACTTGGGAAATCATCTTTACG 
GAATGTGGTGCTGAGAGACTACATTTATAATTGGAGATCCTGAACACCAAAGTAAGCCTAAAAGGAATCTTTGAG 
GAAAAAAGCCTTCTAGCAAGGAAATTCAAGATTCTTGAAGTTGAAGGAATATACTGAAATGTTTATAAACATAAC 
TTTTACTACAGTAGCATCTAAGGTTTTAAATGTGTTTTACTATTTTCAGATTAGATTTTTAGATATAAAGATGAA 
AAACTCAGATAACTCAAATGAGATATCTATATCCCTACAACCTAATTGTATATTGAGCAGAAACTGAATTAATAT 
GCTTCCTTGCAAATGGGAAATCACATAGCAGTTACCCCATGGCATTGTGACTAATGGCATCAGGGCAAAAATATG 
TTACTTTACGATTTACCTGTTAGCAGGTTCTTGTTTCATAAAGGTAGAAAATAAATACAGACAACATCTAAAAAA 
AAAAAAAAAAAAAA 
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FIGURE 1136 

MALSVPGYSPGFRKPPEVVIUjRRKRARSRGAAASPPR^ 

RRNPFARLDNRPRVAAEPPDGPAREQPEAPVPFLDSNQENDLLWEEKFPERTTVTELPQTSHVSFSEPDIPSSKS 

TELPVDWSIKTRLLFTSSQPFTWADHLKAQEEAQGLVQHCRATEVTLPKSIQDPKLSSELRCTFQQSLIYWLHPA 

LSWLPLFPRIGADRKMAGKTSPWSNDATLQHVLMSDWSVSFTSLYNLLKTKLCPYFYVCTYQFTVLFRAAGLAGS 

DLITALISPTTRGLREAMRNEGIEFSLPLIKESGHKKETASGTSLGYGEEQAISDEDEEESFSWLEEMGVQDKIK 

KPDILSIKLRKEKHEVQMDHRPESVVLVKGINTFTLLNFLINSKSLVATSGPQAGLPPTLLSPVAFRGATMQMLK 

ARSVNVKTQALSGYRDQFSLEITGPIMPHSLHSLTMLLKSSQSGSFSAVLYPHEPTAVFNICLQMDKVLDMEW 

KELTNCGLHPNTLEQLSQIPLLGKSSLRNWLRDYIYNWRS 
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FIGURE 1137 

CGGACGCGTGGGGAGAGGCTGTTTACCAGAACAGCATAACAAGGGCAGGTCTGACTGCAAGGCTGGGACTGGGAG 
GCAGAGCCGCCGCCAAGGGGGCCTCGGTTAAACACTGGTCGTTCAATCACCTGCAAGACGAAGGAGGCAAGG ATG 

CTGTTGGCCTGGGTACAAGCATTCCTCGTCAGCAACATGCTCCTAGCAGAAGCCTATGGATCTGGAGGCTGTTTC 
TGGGACAACGGCCACCTGTACCGGGAGGACCAGACCTCCCCCGCGCCGGGCCTCCGCTGCCTCAACTGGCTGGAC 
GCGCAGAGCGGGCTGGCCTCGGCCCCCGTGTCGGGGGCCGGCAATCACAGTTACTGCCGAAACCCGGACGAGGAC 
CCGCGCGGGCCCTGGTGCTACGTCAGTGGCGAGGCCGGCGTCCCTGAGAAACGGCCTTGCGAGGACCTGCGCTGT 
CCAGAGACCACCTCCCAGGCCCTGCCAGCCTTCACGACAGAAATCCAGGAAGCGTCTGAAGGGCCAGGTGCAGAT 
GAGGTGCAGGTGTTCGCTCCTGCCAACGCCCTGCCCGCTCGGAGTGAGGCGGCAGCTGTGCAGCCAGTGATTGGG 
ATCAGCCAGCGGGTGCGGATGAACTCCAAGGAGAAAAAGGACCTGGGAACTCTGGGCTACGTGCTGGGCATTACC 
ATGATGGTGATCATCATTGCCATCGGAGCTGGCATCATCTTGGGCTACTCCTACAAGAGGGGGAAGGATTTGAAA 
GAACAGCATGATCAGAAAGTATGTGAGAGGGAGATGCAGCGAATCACTCTGCCCTTGTCTGCCTTCACCAACCCC 
ACCTGTGAGATTGTGGATGAGAAGACTGTCGTGGTCCACACCAGCCAGACTCCAGTTGACCCTCAGGAGGGCAGC 
ACCCCCCTTATGGGCCAGGCCGGGACTCCTGGGGCCTGAGCCCCCCCAGTGGGCAGGAGCCCATGCAGACACTGG 
TGCAGGACAGCCCACCCTCCTACAGCTAGGAGGAACTACCACTTTGTGTTCTGGTTAAAACCCTACCACTCCCCC 
GCTTTTTTGGCGAATCCTAGTAAGAGTGACAGAAGCAGGTGGCCCTGTGGGCTGAGGGTAAGGCTGGGTAGGGTC 
CTAACAGTGCTCCTTGTCCATCCCTTGGAGCAGATTXTGTCTGTGGATGGAGACAGTGGCAGCTCCCACAGTGAT 
GCTGCTGCTAAGGGCTTCCAAACATTGCCTGCACCCCTGGAACTGAACCAGGGATAGACGGGGAGCTCCCCCAGG 
CTCCTCTGTGCTTTACTAAGATGGCCTCAGTCTCCACTGTGGGCTTGAGTGGCATACACTGTTATTCATGGTTAA 
GGTAAAGCAGGTCAAGGGATGGCATTGAAAAAATATATTTAGTTTTTAAAATATTTGGGATGGAACTCCCTACTG 
ACCTCTGAGAACTGGAAACGAGTTTGTACAGAAGTCAGAACTTTGGGTTGGGAATGAGATCTAGGTTGTGGCTGC 
TGGTATGCTTCAGCTTGCTGGCAATGATGTGCCTTGACAACCGTGGGCCAGGCCTGGGCCCAGGGACTCTTCCTG 
TTTCATAAGGAAAGGAAGAATTGCACTGAGCATTCCACTTAGGAAGAGGATAGAGAAGGATCTGCTCCGCCTTTG 
GCCACAGGAGCAGAGGCAGACCTGGGATGCCCCAGTTTCTCTTCAGGGATGGATAGTGACCTGTCTTCATTTTGC 
ACAGGTAAGAGAGTAGTTAGCTAACCTATGGGAATTATACTGTGGGGCCTTGTGAGCTGCTTCTAAGAGGCTAAC 
CTGGAAACTAAGCTCAGAGGCAAGGTAATAAAGCACTTCAGGGCTTGCTCCCCAAGTGGGCCTGATTTAGCAGGT 
GGTCCTGCGGGCGTCCAGGTCAGCACCTTCCTGTAGGGCACTGGGGCTAGGGTCACAGCCCCTAACTCATAAAGC 
AATCAAAGAACCATTAGAAAGGGCTCATTAAGCCTTTTGGACACAGGACCCCAGAGAGGAAAAAGTGACTTGCCC 
AAGGTCGTAAGCAAGCTACTGGCATGGCAAGAGCCCAGCTTCCTGACGGAGCGCAACATTTCTCCACTGCACTGT 
GCTAGCAGCTCAGCAGGGCCTCTAACCTGTGATGTCACACTCAAGAGGCCTTGGCAGCTCCTAGCCATAGAGCTT 
CCTTTCCAGAACCCTTCCACTGCCCAATGTGGAGACAGGGGTTAGTGGGGCTTTCTATGGAGCCATCTGCTTTGG 
GGACCTAGACCTCAGGTGGTCTCTTGGTGTTAGTGATGCTGGAGAAGAGAATATTACTGGTTTCTACTTTTCTAT 
AAAGGCATTTCTCTATATACATGTTTTATATACCTCATTCTGACACCTGCATATAGTGTGGGAAATTGCTCTGCA 
TTTGACTTAATTAAAAAAAAAAAAAAA 
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FIGURE 1138 

MLLAWVQAFLVSNMLLAEAYGSGGCFWDNGHLYREDQTSPAPGLRCLNWLDAQSGLASAPVSGAGNHSYCRNPDE 
DPRGPWCYVSGEAGVPEKRPCEDLRCPETTSQALPAFTTEIQEASEGPGADEVQVFAPANALPARSEAAAVQPVI 
GISQRVRMNSKEKKDLGTLGYVLGITMMVI I IAIGAGI ILGYS YKRGKDLKEQHDQKVCEREMQRITLPLSAFTN 
PTCEIVDEKTVWHTSQTPVDPQEGSTPLMGQAGTPGA 
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FIGURE 1139 

CGGACGCGTGGGGAGAGGCTGTTTACCAGAACAGCATAACAAGGGCAGGTCTGACTGCAAGGCTGGGACTGGGAG 
GCAGAGCCGCCGCCAAGGGGGCCTCGGTTAAACACTGGTCGTTCAATCACCTGCAAGACGAAGGAGGCAAGG ATG 



CTGTTGGCCTGGGTACAAGCATTCCTCGTCAGCAACATGCTCCTAGCAGAAGCCTATGGATCTGGAGGCTGTTTC 
TGGGACAACGGCCACCTGTACCGGGAGGACCAGACCTCCCCCGCGCCGGGCCTCCGCTGCCTCAACTGGCTGGAC 
GCGCAGAGCGGGCTGGCCTCGGCCCCCGTGTCGGGGGCCGGCAATCACAGTTACTGCCGAAACCCGGACGAGGAC 
CCGCGCGGGCCCTGGTGCTACGTCAGTGGCGAGGCCGGCGTCCCTGAGAAACGGCCTTGCGAGGACCTGCGCTGT 
CCAGAGACCACCTCCCAGGCCCTGCCAGCCTTCACGACAGAAATCCAGGAAGCGTCTGAAGGGCCAGGTGCAGAT 
GAGGTGCAGGTGTTCGCTCCTGCCAACGCCCTGCCCGCTCGGAGTGAGGCGGCAGCTGTGCAGCCAGTGATTGGG 
ATCAGCCAGCGGGTGCGGATGAACTCCAAGGAGAAAAAGGACCTGGGAACTCTGGGCTACGTGCTGGGCATTACC 
ATGATGGTGATCATCATTGCCATCGGAGCTGGCATCATCTTGGGCTACTCCTACAAGAGGGGGAAGGATTTGAAA 
GAACAGCArGATCAGAAAGTATGTGAGAGGGAGATGCAGCGAATCACTCTGCCCTTGTCTGCCTTCACCAACCCC 
ACCTGTGAGATTGTGGATGAGAAGACTGTCGTGGTCCACACCAGCCAGACTCCAGTTGACCCTCAGGAGGGCAGC 
ACCCCCCTTATGGGCCAGGCCGGGACTCCTGGGGCCTGAGCCCCCCCAGTGGGCAGGAGCCCATGCAGACACTGG 
TGCAGGACAGCCCACCCTCCTACAGCTAGGAGGAACTACCACTTTGTGTTCTGGTTAAAACCCTACCACTCCCCC 
GCTTTTTTGGCGAATCCTAGTAAGAGTGACAGAAGCAGGTGGCCCTGTGGGCTGAGGGTAAGGCTGGGTAGGGTC 
CTAACAGTGCTCCTTGTCCATCCCTTGGAGCAGATTTTGTCTGTGGATGGAGACAGTGGCAGCTCCCACAGTGAT 
GCTGCTGCTAAGGGCTTCCAAACATTGCCTGCACCCCTGGAACTGAACCAGGGATAGACGGGGAGCTCCCCCAGG 
CTCCTCTGTGCTTTACTAAGATGGCCTCAGTCTCCACTGTGGGCTTGAGTGGCATACACTGTTATTCATGGTTAA 
GGTAAAGCAGGTCAAGGGATGGCATTGAAAAAATATATTTAGTTTTTAAAATATTTGGGATGGAACTCCCTACTG 
ACCTCTGAGAACTGGAAACGAGTTTGTACAGAAGTCAGAACTTTGGGTTGGGAATGAGATCTAGGTTGTGGCTGC 
TGGTATGCTTCAGCTTGCTGGCAATGATGTGCCTXGACAACCGTGGGCCAGGCCTGGGCCCAGGGACTCTTCCTG 
TTTCATAAGGAAAGGAAGAATTGCACTGAGCATTCCACTTAGGAAGAGGATAGAGAAGGATCTGCTCCGCCTTTG 
GCCACAGGAGCAGAGGCAGACCTGGGATGCCCCAGTTTCTCTTCAGGGATGGATAGTGACCTGTCTTCATTTTGC 
ACAGGTAAGAGAGTAGTTAGCTAACCTATGGGAATTATACTGTGGGGCCTTGTGAGCTGCTTCTAAGAGGCTAAC 
CTGGAAACTAAGCTCAGAGGCAAGGTAATAAAGCACTTCAGGGCTTGCTCCCCAAGTGGGCCTGATTTAGCAGGT 
GGTCCTGCGGGCGTCCAGGTCAGCACCTTCCTGTAGGGCACTGGGGCTAGGGTCACAGCCCCTAACTCATAAAGC 
AATCAAAGAACCATTAGAAAGGGCTCATTAAGCCTTTTGGACACAGGACCCCAGAGAGGAAAAAGTGACTTGCCC 
AAGGTCGTAAGCAAGCTACTGGCATGGCAAGAGCCCAGCTTCCTGACGGAGCGCAACATTTCTCCACTGCACTGT 
GCTAGCAGCTCAGCAGGGCCTCTAACCTGTGATGTCACACTCAAGAGGCCTTGGCAGCTCCTAGCCATAGAGCTT 
CCTTTCCAGAACCCTTCCACTGCCCAATGTGGAGACAGGGGTTAGTGGGGCTTTCTATGGAGCCATCTGCTTTGG 
GGACCTAGACCTCAGGTGGTCTCTTGGTGTTAGTGATGCTGGAGAAGAGAATATTACTGGTTTCTACTTTrCTAT 
AAAGGCATTTCTCTATATACATGTTTTATATACCTCATTCTGACACCTGCATATAGTGTGGGAAATTGCTCTGCA 
TTTGACTTAATTAAAAAAAAAAAAAAA 
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FIGURE 1140 

MLLAWVQAFLVSNMLLAEAYGSGGCFWDNGHLYREDQTSPAPGLRCLNWLDAQSGLASAPVSGAGNHSYCRNPDE 
DPRGPWCYVSGEAGVPEKRPCEDLRCPETTSQALPAFTTEIQEASEGPGADEVQVFAPANALPARSEAAAVQPVI 
GISQRVRMNSKEKKDLGTLGYVLGITMMVIIIAIGAGIILGYSYKRGKDLKEQHDQKVCEREMQRITLPLSAFTN 
PTCEIVDEKTVWHTSQTPVDPQEGSTPLMGQAGTPGA 
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FIGURE 1141 

GCGGAGCGCGCAGCGGGGGCTGCAGATTCTTTCCACCATGGCCAGACGCCCCCGGAACAGCAGGGCCTGGCACTT 
CGTCCTGAGTGCAGCCCGCCGAGACGCAGATGCCCGGGCCGTGGCTCTAGCAGGCTCCACTAACTGGGGCTACGA 
CTCTGATGGGCAGCACAGCGACTCGGACTCCGACCCCGAGTACTCCACGCTGCCGCCATCCATCCCCAGTGCGGT 
GCCCGTGACCGGCGAGTCCTTCTGTGACTGTGCTGGGCAGAGCGAGGCCTCCTTCTGTAGCAGCCTGCACTCGGC 
CCACCGGGGCAGGGACTGCCGCTGCGGAGAGGAAGACGAGTATTTCGACTGGGTCTGGGATGACTTAAATAAGTC 
ATCAGCCACCCTGCTGAGCTGTGACAACCGTAAGGTCAGCTTCCACATGGAGTACAGCTGCGGCACAGCGGCCAT 
CCGGGGCACCAAGGAGCTGGGGGAGGGCCAGCACTTCTGGGAGATCAAGATGACCTCTCCCGTCTACGGCACCGA 
CATGATGGTGGGCATCGGGACGTCGGATGTGGACCTGGACAAATACCGCCACACGTTCTGCAGCCTGCTGGGCAG 
GGATGAGGACAGCTGGGGCCTCTCCTACACGGGCCTCCTCCACCACAAGGGCGACAAGACCAGCTTCTCGTCGCG 
GTTCGGCCAGGGCTCCATCATTGGCGTGCACCTGGACACCTGGCACGGCACACTCACCTTTTTCAAGAACAGGAA 
GTGTATAGGTGTGGCAGCCACCAAGCTGCAGAACAAGAGATTCTACCCGATGGTGTGCTCCACGGCGGCCCGGAG 
CAGCATGAAGGTCACCCGCTCCTGTGCCAGCGCCACTTCCCTCCAGTACCTGTGCTGCCACCGCCTGCGCCAGCT 
GCGGCCAGACTCGGGAGACACGCTGGAGGGTCTGCCGCTGCCGCCGGGCCTCAAGCAGGTGCTACACAACAAGCT 
GGGCTGGGTCCTGAGCATGAGTTGCAGCCGCCGCAAGGCTCCAGTGTCCGATCCCCAGGCAGCGACCTCCGCCCA 
CCCCAGCAGTCGCGAGCCTCGGCCCTGCCAGAGGAAGCGCTGCCGCCGGACCTGACTGACTTCCCAGTGGAACTG 
CCTTCTTGGGCTGGGACAGCCCCTTTCCTCTGTCCCTTCTTTCTCTGTCCCTTCCTTCCAGCCACACTCCAGGGC 
GGAGTTGGATGAGGCCCGTCCGGAGGGAGCCATCTCTTGCTCCCGAGGCTGGGACAGTCCTTTCTGTGGGGGCTC 
TAGGGCCCCTCTGCTGCTGTGCTGGGTGGGGAAGCGGCTGCCCTGAGCCCCAGGTCTTGTGGGAGGCTGCGAGGA 
CGAGAGCCTGGCTGGAGCCCGCGTTGCTGTTCCCACAGGGCCTCGGTTTTTCCTAACTTGCTCTGCATGCTGTCA 
GCGGCTGCCCCGCCGTCATAGACTTAAAGGACTGCAATAAATGTAGAGTTGATGTCTAAAAAAAAAAAAAAAAAA 
AAAAAAAAAAAA 
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FIGURE 1142 

GTTGTGAGCTGCGGCAGAGACTGGTGGCTGGAGGAGACGCCGGCGCTGGAGAGTGCGCTGCGCCGCCCGCCGCTG 
AGGGACCGCGGGGTTAGCCACTGCTGGCTGCTTCCAGTGTTCGCCGAGAGGTACCGGGGGTGACAGCTCCGGGAC 
CGGCCGAAAGGCGAGGAACCGGTGTGGAAATTAAAAGAACACACATATTTTGACTGGGGCTTTGATCAACCAAAT 
GCTAAAAAGCCACACAAAGAAGATCCCTAATAGTCATTTCTCAACAATTATATAGTCAACTGATGTAACA ATGG T 
ACTAATATTGGGACGCAGACTAAACAGAGAGGATCTTGGGGTGCGTGATTCCCCAGCAACTAAGCGAAAAGTTTT 
TGAAATGGACCCCAAATCTCTGACAGGTCATGAGTTTTTTGACTTCTCTTCAGGATCATCCCATGCCGAAAACAT 
ACTCCAGATATTTAATGAATTTCGTGATAGCCGCTTATTCACAGATGTTATCATTTGTGTGGAAGGAAAAGAATT 
TCCTTGCCATAGAGCTGTGCTCTCAGCCTGTAGCAGCTACTTCAGAGCTATGTTTTGTAATGACCACAGGGAAAG 
CCGAGAAATGTTGGTTGAGATCAATGGTATTTTAGCTGAAGCTATGGAATGTTTTTTGCAGTATGTTTATACTGG 
AAAGGTGAAGATCACTACAGAGAATGTACAGTATCTCTTTGAGACATCAAGCCTCTTTCAGATTAGTGTTCTCCG 
TGATGCATGTGCCAAGTTCTTGGAGGAGCAACTTGATCCTTGTAATTGCTTAGGAATCCAGCGCTTTGCTGATAC 
CCATTCACTCAAAACACTCTTCACAAAATGCAAAAATTTTGCGTTACAGACTTTTGAGGATGTATCCCAGCACGA 
AGAATTTCTTGAGCTTGACAAAGATGAACTTTATGTTGTCGGTGGCTATGATGGGCAAAACAGACTTAGCAGCGT 
AGAATGTTATGATTCCTTTTCAAATCGATGGACTGAAGTTGCTCCCCTTAAGGAAGCCGTGAGTTCTCCTGCAGT 
GACTAGCTGTGTAGGCAAACTGTTTGTGATTGGTGGAGGACCTGATGATAATACTTGTTCTGATAAGGTTCAATC 
TTATGATCCAGAAACCAATTCTTGGCTACTTCGTGCAGCTATCCCAATTGCCAAAAGGTGTATAACAGCTGTATC 
CCTAAACAACCTGATCTATGTTGCCGGTGGACTGACCAAGGCAATATGCTGTTACGATCCAGTTGAAGATTACTG 
GATGCACGTACAGAATACATTCAGCCGTCAGGAAAACTGTGGTATGTCTGTGTGTAATGGTAAAATATATATCCT 
GGGCGGAAGACGGGAAAATGGAGAAGCCACAGACACTATTCTCTGTTATGATCCTGCAACAAGTATCATCACAGG 
GGTAGCTGCAATGCCCAGGCCAGTGTCCTATCATGGCTGTGTGACTATTCATAGATACAATGAGAAATGCTTTAA 
ACTCTGAAGACAGGATACCTCACCGAAGAAGCCACACTGATCCAAGATGGGAGGTTTTAAAAACTCTACAGTGGG 
AACTTCACATATCTCCTTTGTGCCATATGCAAAAAATAGTAAAAATAATAATTTGGTGCCTTTCTCCTCAAAATA 
TCAATCTTTCAAACTATAATAAAGCCTTTCCTATAATTGAAAAAAAAAAAAAAAAA 
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FIGURE 1143 

MVLILGRRLNREDLGVRDSPATKRKVFEMDPKSLTGHEFFDFSSGSSHAENILQIFNEFRDSRLFTDVIICVEGK 
EFPCHRAVLSACSSYFRAMFCNDHRESREMLVEINGILAEAMECFLQYVYTGKVKITTENVQYLFETSSLFQISV 
LRDACAKFLEEQLDPCNCLGIQRFADTHSLKTLFTKCKNFALQTFEDVSQHEEFLELDKDELYWGGYDGQNRLS 
SVECYDSFSNRWTEVAPLKEAVSSPAVTSCVGKLFVIGGGPDDNTCSDKVQSYDPETNSWLLRAAIPIAKRCITA 
VSLNNLIYVAGGLTKAICCYDPVEDYWMHVQNTFSRQENCGMSVCNGKIYILGGRRENGEATDTILCYDPATSII 
TGVAAMPRP VS YHGCVT I HRYNEKCFKL 
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FIGURE 1144 

GATCAATGGTATTTTAGCTGAAGCTATGSAATGTTTTTTGCAGTATGTTTATACTGGAAAGGTGAAGATCACTAC 
AGAGAATGTACAGTATCTCTTTGAGACATCAAGCCTCTTTCAGATTAGTGTTCTCCGTGATGCATGTGCCAAGTT 
CTTGGAGGAGCAACTTGATCCTTGTAATTGCTTAGGAATCCAGCGCTTTGCTGATACCCATTCACTCAAAACACT 
CTTCACAAAATGCAAAAATTTTGCGTTACAGACTTTTGAGGATGTATCCCAGCACGAAGAATTTCTTGAGCTTGA 
CAAAGATGAACTTATTGATTATATTTGTAGTGATGAACTTGTTATTGGTAAAGAGGAGATGGTTTTTGAAGCCGT 
CATGCGTTGGGTCTATCGTGCCGTTGATCTGAGAAGACCACTGTTACACGAGCTCCTGACACATGTGAGACTCCC 
TCTGTTGCATCCCl^ACTACTTTGTTCAAACAGTTGAAGTGGACCAATTGATCCAGAATTCTCCTGAGTGTTATCA 
GTTGTTGCATGAAGCAAGACGGTACCACATACTTGGGAATGAAATGATGTCCCCAAGGACTAGGCCACGCAGGTC 
CACTGGCTATTCTGAGGTGATAGTTGTCGTTGGAGGATGTGAGCGAGTTGGAGGATTTAATCTTCCATACACTGA 
GTGCTACGATCCTGTAACAGGAGAATGGAAGTCTTTGGCTAAGCTTCCAGAATTTACCAAATCAGAGTATGCAGT 
CTGTGCTCTAAGGAATGACATTCTTGTTTCAGGTGGAAGAATCAACAGCCGTGATGTCTGGATTTATAACTCACA 
GTTAAATATTTGGATCAGAGTTGCCTCTCTCAATAAAGGCAGATGGCGTCACAAAATGGCTGTCCTCCTTGGTAA 
AGTATATGTTGTCGGTGGCTATGATGGGCAAAACAGACTTAGCAGCGTAGAATGTTATGATTCCTTTTCAAATCG 
ATGGACTGAAGTTGCTCCCCTTAAGGAAGCCGTGAGTTCTCCTGCAGTGACTAGCTGTGTAGGCAAACTGTTTGT 
GATTGGTGGAGGACCTGATGATAATACTTGTTCTGATAAGGTTCAATCTTATGATCCAGAAACCAATTCTTGGCT 
ACTTCGTGCAGCTATCCGAATTGCCAAAAGGTGTATAACAGCTGTATCCCTAAACAACCTGATCTATGTTGCCGG 
TGGACTGACCAAGGCAATATACTGTTACGATCCAGTTGAAGATTACTGGATGCACGTACAGAATACATTCAGCCG 
TCAGGTAATAACATGAAGCAGTACAAAAGAAAAAXAAATCTAAGAGGGACCAAGTACATAATCATTATTAATACA 
CTGGAATTTCAATTTTAAAATATTTCAGGCTGGGCGTGGTGGCTCACGCCTGTGGTCCCAGCACTTTGGGAGGCC 
GAGGTGGATAGATCACTTGAGGTCAGGAGTTCAAGACCAGCCTGGCTAATATGGTGAAACCCCGTCTCTACTAAA 
AAATTATGGCCAGGCGTGGTGGTTCATGCCTGTAATCCCAGCACTTTGGGAGGCTGAGGCAGGCCAATCACCTGA 
GGTCGGGAGTTCGAGACCAGCCTGACCAACATGGAGAAACCCCGTCTCTGCTAAAAATACAAAATTAGCTGGGCG 
TGGTGGCGCATTGCCTGTAATCCCAGCTACTAGGGAGGCTGCGGCAGGAGAATTGCTTGAACCCGGGAGGTGGAG 
GTCGCGGTGAGCCGAGATCGAGCCATTGCACTCCAGCCTGGACAGCAGGAGCGAAACTCCGTCTCAAAAATAAAT 
AAAAAAAAAAAAAAAAA 
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FIGURE 1145 

MECFLQYVYTGKVKITTENVQYLFETSSLFQISVLRDACAKFLEEQLDPCNCLGIQRFADTHSLKTLFTKCKNFA 
LQTFEDVSQHEEFLELDKDELIDYICSDELVIGKEEMVFEAVMRWVYRAVDLRRPLLHELLTHVRLPLLHPNYFV 
QTVEVDQLIQNSPECYQLLHEARRYHILGNEMMSPRTRPRRSTGYSEVIVWGGCERVGGFNLPYTECYDPVTGE 
WKSLAKLPEFTKSEYAVCALRNDILVSGGRINSRDVWIYNSQLNIWIRVASLNKGRWRHKMAVLLGKVYVVGGYD 
GQNRLSSVECYDSFSNRWTEVAPLKEAVSSPAVTSCVGKLFVIGGGPDDNTCSDKVQSYDPETNSWLLRAAIRIA 
KRC I TAVS LNNL I Y VAGGLTKAI YC YDP VED Y WMHVQNTF SRQVI T 
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FIGURE 1146 

GCAGAGGTGCGGCCGGGGAGGCGCGCGGAGGCTGGAGCTGGAGGCGCGGCGCCGGTGAGCTGAGAACC ATGT GTG 
CTCAGTATTGCATCTCCTTTGCTGATGTTGAAAAAGCTCATATCAACATTCGAGATTCTATCCACCTCACACCAG 
TGCTAACAAGCTCCATTTTGAATCAACTAACAGGGCGCAATCTTTTCTTCAAATGTGAACTCTTCCAGAAAACAG 
GATCTTTTAAGATTCGTGGTGCTCTCAATGCCGTCAGAAGCTTGGTTCCTGATGCTTTAGAAAGGAAGCCGAAAG 
CTGTTGTTACTCACAGCAGTGGAAACCATGGCCAGGCTCTCACCTATGCTGCCAAATTGGAAGGAATTCCTGCTT 
ATATTGTGGTGCCCCAGACAGCTCCAGACTGTAAAAAACTTGCAATACAAGCCTACGGAGCGTCAATTGTATACT 
GTGAACCTAGTGATGAGTCCAGAGAAAATGTTGCAAAAAGAGTTACAGAAGAAACAGAAGGCATCATGGTACATC 
CCAACCAGGAGCCTGCAGTGATAGCTGGACAAGGGACAATTGCCCTGG2UVGTGCTGAACCAGGTTCCTTTGGTGG 
ATGCACTGGTGGTACCTGTAGGTGGAGGAGGAATGCTTGCTGGAATAGCAATTACAGTTAAGGCTCTGAAACCTA 
GTGTGAAGGTATATGCTGCXGAACCCTCAAATGCAGATGACTGCTACCAGTCCAAGCTGAAGGGGAAACTGATGC 
CCAATCTTTATCCTCCAGAAACCATAGCAGATGGTGTCAAATCCAGCATTGGCTTGAACACCTGGCCTATTATCA 
GGGACCTTGTGGATGATATCTTCACTGTCACAGAGGATGAAATTAAGTGTGCAACCCAGCTGGTGTGGGAGAGGA 
TGAAACTACTCATTGAACCTACAGCTGGTGTTGGAGTGGCTGCTGTGCTGTCTCAACATTTTCAAACTGTTTCCC 
CAGAAGTAAAGAACATTTGTATTGTGCTCAGTGGTGGAAATGTAGACTTAACCTCCTCCATAACTTGGGTGAAGC 
AGGCTGAAAGGCCAGCTTCTTATCAGTCTGTTTCTGTTTAATTTACAGAAAAGGAAATGGTGGGAATTCAGTGTC 
TTTAGATACTGAAGACATTTTGTTTCCTAGTATTGTCAACTCTTAGTTATCAGATTCTTAATGGAGAGTGGCTAT 
TTCATTAAGATTTAATAGTTTTTTTTGGACTAAGTAGTGGAAAAACTTTTATACTTAACTGAGACATTTTGTCAA 
GGCTAAAAAAAAGTCTTGCAAAATGGGGCAGTGGACTGACAGGCTGACATAGAAAATAAACTTTGCCCAATCACA 
ACTTGTGCCTCCCATCCCTGGAGTACTGACTGGCACCGGTAAGACAGAATCTCTCTGAATCCATTACTCCATGCC 
CCCTTGAGGCACTGTTGAAGAAATCTCACTTTTCAGCCAGGGTACTGGTTCTGGTACATATGGATCATAAGTCCA 
TTTGGGGAAGACTCGTTTATACAGGTTCATCAGTACTGTGTCTTGAGATTTTAGCTTCCCATCAAAGCTGCATTT 
CATGTGGCCATGGGTACCTAGAAAGACATCAGAACAAGTCGGTCAAATTAAAAGTAGAAAATTTTAAAGCAATGA 
CTTCCAACCCAACAGTCATTTAGCAACACTGCAGAAATGCAGACATGGTCTCAAATCCCGTGTTTCCTTACCTAA 
AGGTTCCTTGATATGTCCTCTCCGGCCCCACTTCGTTCTCAGTTCCACTGGTTTAAACCACAGCACATCCTCTTA 
GAATCAAACACATTAAAGACCAAGATGAAACATTTACCCACAAAATGTAAACCCAACCTTTATACCACAAAGGCA 
ATCAGATCCCATCCTCCTCCTTCATACCCACCTCTGTTGAAGAACATGTAACGTACTACTGCCATCTTAGTAAAA 
ATTTTGAAAGGATGACCACTCAGAACAACTCTCTTGATGACCATTCTGTCTGGATCTACTGACATAAGATGGCCT 
GTAGCAATGAGGCTGTGCATTCCTAAAGGACAAAAGCAAAGAAGCTATTTAGGAATTTACAGGCCAAAGTCTTCA 
TTTATTGCCCAGTCCATTTAAAGACCCATGCAAGAGCCTGGTTTGTCATCCCTGCCCTAGCCCAATCTGAGGCTA 
AGATTGGTAAACTGTAAGCCCACACTTAACCTTGTCAATAGGTTCTTGAAAACTTGTACTTCAAGAGAAATGATG 
TATAACAAAACCATACTTTTTCTCATCAGTTGTTACAAGGAAAGGATGTTGAACAAAAGGCAGTTATTTGAGGAC 
TGGCTATACACTGTTTCACGTAAAAGTTGGAGTTTTCATTGTTCTATTAACAATGTTAAATGAAGACTTACTGTA 
TTTTGAAAACCATCATTACCTTCTCCATACCATTTGGCTCCCAAATTTAAATAAACAAGAGAAAACGGTGTTCAT 
CT 



WO 2004/043361 



PCTYUS2003/035268 



1260/1629 

FIGURE 1147 

MCAQYCISFADVEKAHINIRDSIHLTPVLTSSILNQLTGRNLFFKCELFQKTGSFKIRGALNAVRSLVPDALERK 
PKAWTHSSGNHGQALTYAAKLEGIPAYIWPQTAPDCKKLAIQAYGASIVYCEPSDESRENVAKRVTEETEGIM 
VHPNQEP AVI AGQGT I ALEVLNQVPLVD ALVVP VGGGGML AGI AI TVKALKP SVKVYAAEP SNADDC YQS KLKGK 
LMPNLYPPETIADGVKSSIGLNTWPIIRDLVDDIFTVTEDEIKCATQLVWERMKLLIEPTAGVGVAAVLSQHFQT 
VSPEVKNICIVLSGGNVDLTSSITWVKQAERPASYQSVSV 
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GGTTTTXTGGXXGGGGGTTTTCAACXCXGGCTCTTGTTCTTTTTGCAGGACCCATCGATTCGAATTCGGCACGAG 
CATCAGTATGCTTATGGATTTGATGACAGGCATAGCCTGGGCATATCACCTCATTGGTAAAGGGCTAGAGCCTTT 
CTTTTTTATGGCACTTCTTTTTTTGAGATAGGGTCTTACTCTGTCACCCTGGCTAGAGTACACTGGTACAATCAC 
GGCTCAATGTAGGCTTAACCTCCTGGGCTCAGGTGTATGTCACTATGCCCGGCTACTTTTTGTATTTTTTGGXAG 
AGACGGCTTCGCCACGTTGCCCAGGCTGCAAGCGATATGCCTAGGCTCAAGCGATCTGCCCACCTCAACTTCCGG 
AAGTGCTGAGATTACAGGTGTGAGCCACTGCACCCAGCCTTTGCTTTATTTTTTATTTTTTGAGAGGTATGATTC 
TTTCTAGAGATTTTTTCTCATGGCTACTATTAGATCAGGAATGGGTGATTGGAGATTATTAGATTCTAGGTTAAC 
TTCTACCACTTTACCCTAATACATAAAACTTTTTCCTAAATXAATGATGGAAGGAATXAAXXXXAXCXXCCXCXT 
XXCCXCTAXTACAAAAXCXCTAGCCCTTAXAACXTTTXGXXAGCTXXXTTXXCCTXXXTXTCCCXTXXTCXXXCC 
CCXXCCTXXTTXTXCCXXXCTXXCTCXAXCCCCACXAXTTXCXXTXTXXXCTXCXXAATAXATTXCXCXCXTXXC 
TCCTCAXXXXCTXXTCXXXXCTCXX 



WO 2004/043361 



PCT/US2003/035268 



1262/1629 

FIGURE 1149 

ATTCCTTCCATCATTTATTTAGGAAAAAGTTTTATGTATTAGGGTAAAGTGGTAGAAGTTAACCTAGAATCTAAT 
AATCTCCAATCACCCATTCCTGATCTAATAGTAGCCATGAGAAAAAATCTCTAGAAAGAATCATACCTCTCAAAA 
AATAAAAAATAAAACAAAGGCTGGGTGCAGTGGCTCACACCTGAGCCCAGGAGGTTAAGCCTACATTGAGCCGTG 
ATTGTACCAGTGTACTCTAGCCAGGGTGACAGAGTAAGACCCTATCTCAAAAAAAGAAGTGCCATAAAAAAGAAA 
GGCTCTAGCCCTTTACCAATGAGGTGATATGCCCAGGCTATGCCTGTCATCAAATCCATTAACCTTCCTGGTGAT 
GGCCATGAGAAAGTCCAGCACACAAACCATGCCCCAGACTGCATCTGTGCATACACAGAGTAAAAGCCCTGCTGC 
TATACTATAAAATGGCACCTGAAAATAATCTCTACGGTATGTTTGAAAATTGGCAG 



WO 2004/043361 



PCT/US2003/035268 



1263/1629 

FIGURE 1150 

GCGAAGTGAAGGGTGGCCCAGGTGGGGCCAGGCTGACTGAATGTATCTCCTAGCTATGGACTAAATAATACATGG 

GGGGAAATAAACAAGTATTCATGAGGGTGAAAATGTGACCCAGCAGGAAAATTACAACTATTTTCAATTGACGTT 

GAATAGGATGAGTCATGGAATTTAAGTGATTTACTGAAGATTATACTACTGGTAGATAGAAGAGCTAAAGAAAGA 

TGGATACTATGATGCTGAATGTGCGGAATCTGTTTGAGCAGCTTGTGCGCCGGGTGGAGATTCTCAGTGAAGGAA 

ATGAAGTCCAATTTATCCAGTTGGCGAAGGACTTTGAGGATTTCCGTAAAAAGTGGCAGAGGACTGACCATGAGC 

TGGGGAAATACAAGGATCTTTTGATGAAAGCAGAGACTGAGCGAAGTGCTCTGGATGTTAAGCTGAAGCATGCAC 

GTAATCAGGTGGATGTAGAGATCAAACGGAGACAGAGAGCTGAGGCTGACTGCGAAAAGCTGGAACGACAGATTC 

AGCTGATTCGAGAGATGCTCATGTGTGACACATCTGGCAGCATTCAACTAAGCGAGGAGCAAAAATCAGCTCTGG 

CTTTTCTCAACAGAGGCCAACCATCCAGCAGCAATGCTGGGAACAAAAGACTATCAACCATTGATGAATCTGGTT 

CCATTTTATCAGATATCAGCTTTGACAAGACTGAXGAATCACTGGATTGGGACTCTTCTTTGGTGAAGACTTTCA 

AACTGAAGAAGAGAGAAAAGAGGCGCTCTACTAGCCGACAGTTTGTTGATGGTCCCCCTGGACCTGTAAAGAAAA 

CTCGTTCCATTGGCTCTGCAGTAGACCAGGGGAATGAATCCATAGTTGCAAAAACTACAGTGACTGTTCCCAATG 

ATGGCGGGCCCATCGAAGCTGTGTCCACTATTGAGACTGTGCCATATTGGACCAGGAGCCGAAGGAAAACAGGTA 

CTTTACAACCTTGGAACAGTGACTCCACCCTGAACAGCAGGCAGCTGGAGCCAAGAACTGAGACAGACAGTGTGG 

GCACGCCACAGAGTAATGGAGGGATGCGCCTGCATGACTTTGTTTCTAAGACGGTTATTAAACCTGAATCCTGTG 

TTCCATGTGGAAAGCGGATAAAATTTGGCAAATTATCTCTGAAGTGTCGAGACTGTCGTGTGGTCTCTCATCCAG 

AATGTCGGGACCGCTGTCCCCTTCCCTGCATTCCTACCCTGATAGGAACACCTGTCAAGATTGGAGAGGGAATGC 

TGGCAGACTTTGTGTCCCAGACTTCTCCAATGATCCCCTCCATTGTTGTGCATTGTGTAAATGAGATTGAGCAAA 

GAGGTCTGACTGAGACAGGCCTGTATAGGATCTCTGGCTGTGACCGCACAGTAAAAGAGCTGAAAGAGAAATTCC 

TCAGAGTGAAAACTGTACCCCTCCTCAGCAAAGXGGATGATATCCATGCTATCTGTAGCCTTCTAAAAGACTTTC 

TTCGAAACCTCAAAGAACCTCTTCTGACCTTTCGCCTTAACAGAGCCTTTATGGAAGCAGCAGAAATCACAGATG 

AAGACAACAGCATAGCTGCCATGTACCAAGCTGTTGGTGAACTGCCCCAGGCCAACAGGGACACATTAGCTTTCC 

TCATGATTCACTTGCAGAGAGTGGCTCAGAGTCCACATACTAAAATGGATGTTGCCAATCTGGCTAAAGTCTTTG 

GCCCTACAATAGTGGCCCATGCTGTGCCCAATCCAGACCCAGTGACAATGTTACAGGACATCAAGCGTCAACCCA 

AGGTGGTTGAGCGCCTGCTTTCCTTGCCTCTGGAGTATTGGAGTCAGTTCATGATGGTGGAGCAAGAGAACATTG 

ACCCCCTACATGTCATTGAAAACTCAAATGCCTTTTCAACACCACAGACACCAGATATTAAAGTGAGTTTACTGG 

GACCTGTGACCACTCCTGAACATCAGCTTCTCAAGACTCCTTCATCTAGTTCCCTGTCACAGAGAGTCCGTTCCA 

CCCTCACCAAGAACACTCCTAGATTTGGGAGCAAAAGCAAGTCTGCCACTAACCTAGGACGACAAGGCAACTTTT 

TTGCTTCTCCAATGCTCAAGTGAAGTCACATCTGCCTGTTACTTCCCAGCATTGACTGACTATAAGAAAGGACAC 

ATCTGTACTCTGCTCTGCAGCCTCCTGTACTCATTACTACTTTTAGCATTCTCCAGGCTTTTACTCAAGTTTAAT 

TGTGCATGAGGGTTTTATTAAAACTATATATATCTCCCCTTCCTTCTCCTCAAGTCACATAATATCAGCACTTTG 

TGCTGGTCATTGTTGGGAGCTTTTAGATGAGACATCTTTCCAGGGGTAGAAGGGTTAGTATGGAATTGGTTGTGA 

TTCTTTTTGGGGAAGGGGGTTATTGTTCCTTTGGCTTAAAGCCAAATGCTGCTCATAGAATGATCTTTCTCTAGT 

TTCATTTAGAACTGATTTCCGTGAGACAATGACAGAAACCCTACCTATCTGATAAGATTAGCTTGTCTCAGGGTG 

GGAAGTGGGAGGGCAGGGCAAAGAAAGGATTAGACCAGAGGATTTAGGATGCCTCCTTCTAAGAACCAGAAGTTC 

TCATTCCCCATTATGAACTGAGCTATAATATGGAGCTTTCATAAAAATGGGATGCATTGAGGACAGAACTAGTGA 

TGGGAGTATGCGTAGCTTTGATTTGGATGATTAGGTCTTTAATAGTGTTGAGTGGCACAACCTTGTAAATGTGAA 

AGTACAACTCGTATTTATCTCTGATGTGCCGCTGGCTGAACTTTGGGTTCATTTGGGGTCAAAGCCAGTTTTTCT 

TTTAAAATTGAATTCATTCrGATGCTTGGCCCCCATACCCCCAACCTTGTCCAGTGGAGCCCAACTTCTAAAGGT 

CAATATATCATCCTTTGGCATCCCAACTAACAATAAAGAGTAGGCTATAAGGGAAGATTGTCAATATTTTGTGGT 

AAGAAAAGCTACAGTCATTTTTTCTTTGCACTTTGGATGCTGAAATTTTTCCCATGGAACATAGCCACATCTAGA 

TAGATGTGAGCTTTTTCTTCTGTTAAAATTATTCTTAATGTCTGTAAAAACGATTTTCTTCTGTAGAATGTTTGA 

CTTCGTATTGACCCTTATCTGTAAAACACCTATTTGGGATAATATTTGGAAAAAAAGTAAATAGCTTTTTCAAAA 
TGAAAAAAAAAA 
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MDTMMLNVRNLFEQLVRRVEILSEG 

RNQVDVEIKRRQRAEADCEKLERQIQLIREMLMCDTSGSIQLSEEQKSALAFLNRGQPSSSNAGNKRLSTIDESG 
SILSDISFDKTDESLDWDSSLVKTFKLKKREKRRSTSRQFVDGPPGPVKKTRSIGSAVDQGNESIVAKTTVTVPN 
DGGPIEAVSTIETVPYWTRSRRKTGTLQPWNSDSTLNSRQLEPRTETDSVGTPQSNGGMRLHDFVSKTVIKPESC 
VPCGKRIKFGKLSLKCRDCRWSHPECRDRCPLPCIPTLIGTPVKIGEGMLADFVSQTSPMIPSIWHCVNEIEQ 
RGLTETGLYRISGCDRTVKELKEKFLRVKTVPLLSKVDDIHAICSLLKDFLRNLKEPLLTFRLNRAFMEAAEITD 
EDNSIAAMYQAVGELPQANRDTLAFLMIHLQRVAQSPHTKMDVANLAKVFGPTIVAHAVPNPDPVTMLQDIKRQP 
KVVERLLSLPLEYWSQFMMVEQENIDPLHVIENSNAFSTPQTPDIKVSLLGPVTTPEHQLLKTPSSSSLSQRVRS 
TLTKNTPRFGSKSKSATNLGRQGNFFASPMLK 
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GAGATGGTGCCATTGCACTCCAGCCTGAGCGACAAGAGCGAAACTCTCTCTCAAAAAAAAAAAAAAAAATCCAAT 
CCTGGCTGGGCGCAGTGGTTCATGCCTGTCATCACAACACTTTGGAAGGCCAAGGTTAGAGGATTGCTTGAGCCC 
AGAAGTTCAAGACCAGCCTACGCAACATGGCAAGAAACTTTCTCTACAAAAAAACAAAAAAAAATTTTTTTTTTG 
AGACAGGGTTTCACTCTGTCACCAGGCTGGAGAGCAGTGGCAGGATCTCAGCTCACTGCAACCTCTGCCTCCTGG 
GCTTAAGTGTTTCTGCTGCCTCAGCCTCCCAGGTAGCTGGGATTATAGGCACGTGCCACCACGCTCAGCTAATTT 
TTGTACTTCTTAGTAGAGACTGTGTTTCACCATGTTAGCCAGGCTGGTCTCCAACTCTTGACCTCAGATAATCCA 
CCTGCCTTGGCGTGAGCCACAGCTCCTGGCCAAAAAAAAAATTTTTTTTTAATTAGGCAGGTGTGGTGGCACATG 
CTTCAAGTCCAAGCGATTTGAGAGGCTGAGGTGGGAGGATTGCTTATGCCCAGGAGATCGATGATGCAGTGAGCT 
ATTGTAGTGCCACTGCCCTCCAGCATGGGCAACAGAGTAAGACCCTGTCTCAAAAAATAAAAATAAAAATAAATC 
CAAGCCTTTTGACTCCACAGCCACTCTTTGTATTGTACGTCAAGGGACAGGAGGAGCTTGCCGTTAATTGCTTCC 
GGGAACCTAGATACTAGGTTACACTGTCTTTAAATTTAATTTTCTCTGTTCCTTGCTCTTACAGGATAACTATAA 
TGGGATGAGCTTTGTCTGTATTGGGGCTATCTTGGTCTTTGTAGCCTTCTTTGAAATTGGACCAGGCCCCATTCC 
CTGGTTTATTGTGGCCGAACTCTTCAGCCAGGGCCCCCGCCCAGCTGCGATGGCAGTGGCCGGCTGCTCCAACTG 
GACCTCCAACTTCCTAGTCGGATTGCTCTTCCCCTCCGCTGCTGTAAGTAAACTCACCTTATCTTAAAACCAGCC 
TATGTAAGCTGACATGAAGATACTCCTTAATAATACAGTAGTCTGGGCCTGGCATGGTGGCTCATGCCTGTAATC 
CTAGCACTGTGGGAGGCTGAGGCAGGTGGATCACCTGAGGTCAGGAGTTCAAGACCAGCCTGGCCAACATGGTGA 
AATTCAAAAATTAGCTGGGCATGGTGGTGCATGCCTGTAATTCCAGCTACTTGGGAGATCGAGGAAGGAGAATCG 
CTTAAACCTGGGAGGTGGAGGTTGCAGCGAGCTGAGATCGCGCTACTGCACTCTAGCCTGCTCGATGGAAGCAAG 
ACTCCATCCCTAAATAAATAAAAAAATACAGCAGTCCCTCCTCTTCTTCAGTTTCAGTTACCTGTAGTCTAAAAA 
TATTAAATGGAAAATTGCAGAAATAAATAATTCATAAAGTTTAATTTGCGGCCAGACACAGTGGCTCAAGCCTGT 
AATTCCAGCACTTTGAGAGGCCTAGGCGGGTGGATAACTTGAGGTCAGGAGTTGGGGACCAACCTGACTATCATG 
GTGAAACCCTGTTTCTACAATAAATACAAAAATTAGGCCGGGTGTCGTGGCTCATGACTGTAATCCCAGXGAGCG 
AGATCACACCATTGCGGTAGCACACACCTGTAGTCCTAGCTACTCAGAAGACTGAGGCAAGAGAATCACTTAAAC 
CCAGGAGGTGTTCATGGTGAGCTGTGATCAACCTTCTGCTCTCCAGCCTGGGTGACAGAGCGAGATTCCGTCTCA 
AAAAAAAAAAAATTCATAAATAGAGATGGAGTTGCCCAGGTTAGTCTCAAACTGCTGGGTTCCAGTGATCCTCCC 
ACCTTGACCTCCCAAAGTGCTGGGATTATGGGCGXGAGCCACCGCACTCGGCCCAGAAACACAGATTTTAAAAAT 
AATACTCAAAAGTCCAAAAATACTCAGTAGACATTTGGAAGCATCTAACTGTAATGAAATGGAATGACAGAAAGA 
AAACTAGAGAGAACTACAGTAAGTTAGCAATGGAATCATAAGCGAATCTGAAGAAACCTGTTTTCATTAAATATG 
GAAGGGTTATAGCTTGAAGCCTATTGGAAATATGAATGTGAAGGAAATTGACTTTGTCAATGACCAGATTTTTAT 
ATCAACCTTCCTTTTTTCTGTCCTTTCTCTAGCACTATTTAGGAGCCTACGTTTTTATTATCTTCACCGGCTTCC 
TCATTACCTTCTTGGCTTTTACCTTCTTCAAAGTCCCTGAGACCCGTGGCAGGACTTTTGAGGATATCACACGGG 
CCTTTGAAGGGCAGGCACACGGTGCAGATAGATCTGGAAAGGACGGCGTCATGGAGATGAACAGCATCGAGCCTG 
CTAAGGAGACCACCACCAATGTCTAAGTCGTGCCTCCTTCCACCTCCCTCCCGGCATGGGAAAGCCACCTCTCCC 
TCAACAAGGGAGAGACCTCATCAGGATGAACCCAGGkCGCTTCTGAATGCTGCTACTTAATTCCTTTCTCATCCC 
ACGCACTCCATGAGCACCCCAAGGCTGCGGTTTGTTGGATCTTCAATGGCTTTTTAAATTTTATTTCCTGGACAT 
CCTCTTCTGCTTAGGAGAGACCGAGTGAACCTACCTTCATTTCAGGAGGGATTGGCCGCTTGGCACATGACAACT 
TTGCCAGCTTTTCCTCCCTTGGGTTCTGATATTGCCGCACTAGGGGATATAGGAGAGGAAAAGTAAGGTGCAGTT 
CCCCCAACCTCAGACTTACCAGGAAGCAGATACATATGAGTGTGGAAGCCGGAGGGTGTTTATGTAAGAGCACCT 
TCCTCACTTCCATACAGCTCTACGTGGCAAATTAACTTGAGTTTTATTTATTTTATCCTCTGGTTTAATTACATA 
ATTTTTTTTTTTTACTTTAAGTTTCAGGATACATGTGCCGAATGTGCAGGTTTGTTACATAGGTATATATATGCC 
ATGATGGAAATATTTATTTTTTTAAGCGTAATTTTGCCAAATAATAAAAACAGAAGGAAATTGAGATTAGAGGGA 
GGTGTTTAAAGAGAGGTTATAGAGTAGAAGATTTGATGCTGGAGAGGTTAAGGTGCAATAAGAATTTAGGGAGAA 
ATGTTGTTCATTATTGGAGGGTAAATGATGTGGTGCCTGAGGTCTGTACGTTACCTCTTAACAATTTCTGTCCTT 
CAGATGGAAACTCTTTAACTTCTCGTAAAAGTCATATACCTATATAATAAAGCTACTGATTTCCTTTGGAGCTTT 
TTTCTTTAAGATAATAGTTTACATGTAGTAGTACTTGAAATCTAGGATTATTAACTAATATGGGCATTGTAGTTA 
ATGATGGTTGATGGGTTCTAATTTTGGATGGAGTCCAGGGAAGAGAAAGTGATTTCTAGAAAGCCTGTTCCCCTC 
ACTGGATGAAATAACTCCTTCTTGTAGTAGTCTCATTACTTTTGAAGTAATCCCGCCACCTATCTCGTGGGAGAG 
CCATCCAAATAAGAAACCTAAAATAATTGGTTCTTGGTAGAGATTCATTATTTTTCCACTTTGTTCTTTAGGAGA 
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TTTTAGGTGTTGATTTTCTGTTGTATTTTAACTCATACCTTTAAAGGAATTCCCCAAAGAATGTTTATAGCAAAC 
TTGGAATTTGTAACCTCAGCTCTGGGAGAGGATTTTTTTCTGAGCGATTATTATCTAAAGTGTGTTGTTGCTTTA 
GGCTCACGGCACGCTTGCGTATGTCTGTTACCATGTCACTGTGGTCCTATGCCGAATGCCCTCAGGGGACTTGAA 
TCTTTCCAATAAACCAGGTTTAGACAGTATGAGTCAATGTGCAGTGTAGCCCACACT-TGAGAGGATGAATGTATG 
TGCACTGTCACTTTGCTCTGGGTGGAAGTACGTTATTGTTGACTTATTTTCTCTGTGTTTGTTCCTACAGCCCCT 
TTTTCATATGTTGCTCAGTCTCCCTTTCCCTTCTTGGTGCTTACACATCTCAGACCCTTTAGCCAAACCCTTGTC 
AGTGACAGTATTTTGGTTCTTAGTTCTCACTGTTCCCTCTGCTCCTGGAGCCTTTGAATAAAAATGCACGTAGCT 
GAGGCCGGATGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCTAGGCGGGCGGTCAGGGGTTCGAGA 
CCAGTCTGGCCAACATCGTGAAACCCTGTCTCTACTAAAAATGCAAAAATTAGCCGGGCGTGGTGGCGGGCGCCT 
GTAATCCCAGCTACTTGGGAAGCTGAGGCGGGAGAATCATGTGAACCCGGGACGCAGGGGTTGCAGTGAGCGGAG 
ATCGCATCATTGCACTCTAGCCTGGGCCACAGGGCGAGACTCCGTCTCAAAAAAAAAAAAATGCACATAGCTATC 
GAGTGTGCTTTAGCTTGAAAAGGTGACCTTGCAACTTCATGTCAACTTCTGGCTCCTCAAACAGTAGGTTGGCAG 
TAAGGCAGGGTCCCATTTCTCACTGAGAAGATTGTGAATATTTCCATATGGATTTTCTATTGTTACTCTGGTTCT 
TTGTTTTAAAATAAAAATTCTGAATGTACACGACATTATGGGCTTATTTACTTTTTGTCCTTCCTGTACCACAAA 
ATGAGCTCTAAATCCTGACTTGGCTACTC 
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ATAATCTTCATTCCTGGGTTCTCCACTTCAATAGTCGTGGCAGTGCTGCTGAATTTGCAGTTTTTCACATCATGA 
CCAGGATTCTGGAAGCTACAAACAGTTTGTTTTTACCTCTGCCTCCTGGTTTTCATACTCTGCACACCATCCTCG 
GGGTCCAGTGTCTCCCTTTGCATAACCTGCTGCATTGCATTGACAGTGGAGTGTTGCTTCTCACTGAAACAGCTG 
TCATAAGGCTCATGAAAGATCTGGATAATACAGAGAAAAATGAAAAACTGAAATTCAGTATCATTGTGCGGCTTC 
CTCCGCTTATTGGGCAGAAGATTTGTAGACTTTGGGATCATCCTATGAGTTCTAACATCATTTCGCGGAACCACG 
TGACGCGACTGCTTCAGAACTATAAGAAACAGCCTCGGAATTCTATGATTAACAAGTCATCGTTCAGTGTAGAAT 
TTCTGCCTCTGAACTACTTCATTGAAATTCTGACAGATATAGAGTCCTCCAATCAAGCCCTGTATCCTTTTGAAG 
GACATGACAATGTGGATGCAGAATTTGTAGAGGAAGCAGCTCTGAAACACACCGCGATGCTTTTAGGCTTATGAA 
AAAGAAAACGCAATTGGATCTGCTGCTGCCATTTTAATCTTGCTCATTAACCTTACTCCTCTGAGAATTCTTTAA 
CAATATTTAAAATTGGTAACAAAAATAGTTTAGCCATAATTGTTTAGCCATGTGAGTTTCAGGTTGGTACACGTT 
CAGACAGAACTGCTGTATCACATTCCAATTTTGAATAGCCAGTGAGCAATCAAGTGTAGAGAAATGATAAATGGC 
CTAAGAAGGCATACAGTGGCATAAACGATGCTCTTCCTAGTAGCTTAATAGGCCCACAAGCTAGTTTCTGTTGCA 
CTCTGAAATAAAATATGCTTTAAAAATGTAGGGAACAGTGCTTAGAAAAGCAAAAACTAGGTGTGTCATTGAAAT 
AATAGGCATAAAAATTAAATGTTACATAAGAACACTATTTGGAAAGAGGGTCCTTTTAAAAACTGAATTTGTACT 
AAATCAGATTTGCCATGTCCAGTACAGAATAATTTGTACTTAGTATTTGCAGCAGGGTTTGTCTTTGTGAATTCA 
GATGAAACATATTTATTTTTTTTTATTTATAAAAGGTTGATTTAGGAATATTTTGTCAGTCATTAAAAAACCTGA 
AAACATAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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CTCTCAGTGTCTCCAACTTTGCGCTGGAAGAAAAACTTCCCGCGCGCCGGCAGAACTGCAGCGCCTCCTTTTAGT 

GACTCCGGGAGCTTCGGCTGTAGCCGGCTCTGCGCGCCCTTCCAACGAATAATAGAAATTGTTAATTTTAACAAT 

CCAGAGCAGGCCAACGAGGCTTTGCTCTCCCGACCCGAACTAAAGCTCCCTCGCTCCGTGCGCTGCTACGAGCGG 

TGTCTCCTGGGGCTCCAATGCAGCGAGCTGTGCCCGAGGGGTTCGGAAGGCGCAAGCTGGGCAGCGACATGGGGA 

ACGCGGAGCGGGCTCCGGGGTCTCGGAGCTTTGGGCCCGTACCCACGCTGCTGCTGCTCGCCGCGGCGCTACTGG 

CCGTGTCGGACGCACTCGGGCGCCCCTCCGAGGAGGACGAGGAGCTAGTGGTGCCGGAGCTGGAGCGCGCCCCGG 

GACACGGGACCACGCGCCTCCGCCXGCACGCCTTTGACCAGCAGCTGGATCTGGAGCTGCGGCCCGACAGCAGCT 

TTTTGGCGCCCGGCTTCACGCTCCAGAACGTGGGGCGCAAATCCGGGTCCGAGACGCCGCTTCCGGAAACCGACC 

TGGCGCACTGCTTCTACTCCGGCACCGTGAATGGCGATCCCAGCTCGGCTGCCGCCCTCAGCCTCTGCGAGGGCG 

TGCGCGGCGCCTTCTACCTGCTGGGGGAGGCGTATTTCATCCAGCCGCTGCCCGCCGCCAGCGAGCGCCTCGCCA 

CCGCCGCCCCAGGGGAGAAGCCGCCGGCACCACTACAGTTCCACCTCCTGCGGCGGAATCGGCAGGGCGACGTCG 

GCGGCACGTGCGGGGTCGTGGACGACGAGCCCCGGCCGACTGGGAAAGCGGAGACCGAAGACGAGGACGAAGGGA 

CTGAGGGCGAGGACGAAGGGGCTCAGTGGTCGCCGCAGGACCCGGCACTGCAAGGCGTAGGACAGCCCACAGGAA 

CTGGAAGCATAAGAAAGAAGCGATTTGTGTCCAGXCACCGCTATGTGGAAACCATGCTTGTGGCAGACCAGTCGA 

TGGCAGAATTCCACGGCAGTGGTCTAAAGCATTACCTTCTCACGTTGTTTTCGGTGGCAGCCAGATTGTACAAAC 

ACCCCAGCATTCGTAATTCAGTTAGCCTGGTGGTGGTGAAGATCTTGGTCATCCACGATGAACAGAAGGGGCCGG 

AAGTGACCTCCAATGCTGCCCTCACTCTGCGGAACTTTTGCAACTGGCAGAAGCAGCACAACCCACCCAGTGACC 

GGGATGCAGAGCACTATGACACAGCAATTCTTTTCACCAGACAGGACTTGTGTGGGTCCCAGACATGTGATACTC 

TTGGGATGGCTGATGTTGGAACTGTGTGTGATCCGAGCAGAAGCTGCTCCGTCATAGAAGATGATGGTTTACAAG 

CTGCCTICACCACAGCCCATGAATTAGGCCACGTGTTTAACATGCCACATGATGATGCAAAGCAGTGTGCCAGCC 

TTAATGGTGTGAACCAGGATTCCCACATGATGGCGTCAATGCTTTCCAACCTGGACCACAGCCAGCCTTGGTCTC 

CTTGCAGTGCCTACATGATTACATCATTTCTGGATAATGGTCATGGGGAATGTTTGATGGACAAGCCTCAGAATC 

CCATACAGCTCCCAGGCGATCTCCCTGGCACCTCGTACGATGCCAACCGGCAGTGCCAGTTTACATTTGGGGAGG 

ACTCCAAACACTGCCCCGATGCAGCCAGCACATGTAGCACCTTCiTGGrGTACCGGCACCTCTGGTGGGGTGCTGG 

TGTGTCAAACCAAACACTTCCCGTGGGCGGATGGCACCAGCTGTGGAGAAGGGAAATGGTGTATCAACGGCAAGT 

GTGTGAACAAAACCGACAGAAAGCATTTTGATACGCCTTTTCATGGAAGCTGGGGAATGTGGGGGCCTTGGGGAG 

ACTGTTCGAGAACGTGCGGTGGAGGAGTCCAGTACACGATGAGGGAATGTGACAACCCAGTCCCAAAGAATGGAG 

GGAAGTACTGTGAAGGCAAACGAGTGCGCTACAGATCCTGTAACCTTGAGGACTGTCCAGACAATAATGGAAAAA 

CCTTTAGAGAGGAACAATGTGAAGCACACAACGAGTTTTCAAAAGCTTCCTTTGGGAGTGGGCCTGCGGTGGAAT 

GGATTCCCAAGTACGCTGGCGTCTCACCAAAGGACAGGTGCAAGCTCATCTGCCAAGCCAAAGGCATTGGCTACT 

TCTTCGTTTTGCAGCCCAAGGTTGTAGATGGTACTCCATGTAGCCCAGATTCCACCTCTGTCXGTGTGCAAGGAC 

AGTGTGTAAAAGCTGGTTGTGATCGCATCATAGACTCCAAAAAGAAGTTTGATAAATGTGGTGTTTGCGGGGGAA 

ATGGATCTACTTGTAAAAAAATATCAGGATCAGTXACTAGTGCAAAACCTGGATATCATGATATCATCACAATTC 

CAACTGGAGCCACCAACATCGAAGTGAAACAGCGGAACCAGAGGGGATCCAGGAACAATGGCAGCTTTCTTGCCA 

TCAAAGCTGCTGATGGCACATATATTCTTAATGGTGACTACACTTTGXCCACCTTAGAGCAAGACATTATGTACA 

AAGGTGTTGTCTTGAGGTACAGCGGCTCCTCTGCGGCATTGGAAAGAATTCGCAGCTTTAGCCCTCTCAAAGAGC 

CCTTGACCATCCAGGTTCTTACTGTGGGCAATGCCCTTCGACCTAAAATTAAATACACCTACTTCGTAAAGAAGA 

AGAAGGAATCTTTCAATGCTATCCCCACTTTTTCAGCATGGGTCATTGAAGAGTGGGGCGAATGTTCXAAGTCAT 

GTGAATTGGGTTGGCAGAGAAGACTGGTAGAATGCCGAGACATTAATGGACAGCCTGCTTCCGAGTGTGCAAAGG 

AAGTGAAGCCAGCCAGCACCAGACCTTGTGCAGACCATCCCTGCCCCCAGTGGCAGCTGGGGGAGTGGTCATCAT 

GTTCTAAGACCTGTGGGAAGGGTTACAAAAAAAGAAGCTTGAAGTGTCTGTCCCATGATGGAGGGGTGTTATCTC 

ATGAGAGCTGTGATCCTTTAAAGAAACCTAAACATTTCATAGACTTTTGCACAATGGCAGAATGCAGTTAAGTGG 

TTTAAGTGGTGTTAGCTTTGAGGGCAAGGCAAAGTGAGGAAGGGCTGGTGCAGGGAAAGCAAGAAGGCTGGAGGG 

ATCCAGCGTATCTTGCCAGTAACCAGTGAGGTGTATCAGTAAGGTGGGATTATGGGGGTAGATAGAAAAGGAGTT 

GAATCATCAGAGTAAACTGCCAGTTGCAAATTTGATAGGATAGTTAGTGAGGATTATTAACCTCTGAGCAGTGAT 

ATAGCATAATAAAGCCCCGGGCATTATTATTATTATTTCTTTTGTTACATCTATTACAAGTTTAGAAAAAACAAA 

GCAATTGTCAAAAAAAGTrAGAACTATTACAACCCCTGTTTCCTGGTACTTATCAAATAACTXAGTATCATGGGG 

GTTGGGAAATGAAAAGTAGGAGAAAAGTGAGATTTTACTAAGACCTGTTTTACTTTACCTTCACTAACAATGGGG 



WO 2004/043361 



PCTYUS2003/035268 



1269/1629 

FIGURE 1154B 

GGAGAAAGGAGTACAAATAGGATCTTTGACCAGCACTGTTTATGGCTGCTATGGTTTCAGAGAATGTTTATACAT 
TATTTCTACCGAGAATTAAAACTTCAGATTGTTCAACATGAGAGAAAGGCTCAGCAACGTGAAATAACGCAAATG 
GCTTCCTCTTTCCTTTTTTGGACCATCTCAGTCTTTATTTGTGTAATTCATTTTGAGGAAAAAACAACTCCATGT 
ATTTATTCAAGTGCATTAAAGTCTACAATGGAAAAAAAGCAGTGAAGCATTAGATGCTGGTAAAAGCTAGAGGAG 
ACACAATGAGCTTAGTACCTCCAACTTCCTTTCTTTCCTACCATGTAACCCTGCTTTGGGAATATGGATGTAAAG 
AAGTAACTTGTGTCTCATGAAAATCAGTACAATCACACAAGGAGGATGAAACGCCGGAACAAAAATGAGGTGTGT 
AGAACAGGGTCCCACAGGTTTGGGGACATTGAGATCACTTGTCTTGTGGTGGGGAGGCTGCTGAGGGGTAGCAGG 
TCCATCTCCAGCAGCTGGTCCAACAGTCGTATCCTGGTGAATGTCTGTTCAGCTCTTCTGTGAGAATATGATTTT 
TTCCATATGTATATAGTAAAATATGTTACTATAAATTACATGTACTTTATAAGTATTGGTTTGGGTGTTCCTTCC 
AAGAAGGACTATAGTTAGTAATAAATGCCTATAATAACATATTTATTTTTATACATTTATTTCTAATGAAAAAAA 
CTTTTAAATTATATCGCTTTTGTGGAAGTGCATATAAAATAGAGTATTTATACAATATATGTTACTAGAAATAAA 
AGAACACTTTTGGAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 1155 

MGNAERAPGSRSFGPVPTLLLLAAALLAVSDALGRPSEEDEELWPELERAPGHGTTRLRLHAFDQQLDLELRPD 
SSFLAPGFTLQNVGRKSGSETPLPETDLAHCFYSGTVNGDPSSAAALSLCEGVRGAFYLLGEAYFIQPLPAASER 
LATAAPGEKPPAPLQFHLLRRNRQGDVGGTCGWDDEPRPTGKAETEDEDEGTEGEDEGAQWSPQDPALQGVGQP 
TGTGSIRKKRFVSSHRYVETMLVADQSMAEFHGSGLKHYLLTLFSVAARLYKHPSIRNSVSLVVVKILVIHDEQK 
GPEVTSNAALTLRNFCNWQKQHNPPSDRDAEHYDTAILFTRQDLCGSQTCDTLGMADVGTVCDPSRSCSVIEDDG 
LQAAFTTAHELGHVFNMPHDDAKQCASLNGVNQDSHMMASMLSNLDHSQPWSPCSAYMITSFLDNGHGECLMDKP 
QNPIQLPGDLPGTSYDANRQCQFTFGEDSKHCPDAASTCSTLWCTGTSGGVLVCQTKHFPWADGTSCGEGKWCIN 
GKCVNKTDRKHFDTPFHGSWGMWGPWGDCSRTCGGGVQYTMRECDNPVPKNGGKYCEGKRVRYRSCNLEDCPDNN 
GKTFREEQCEAHNEFSKASFGSGPAVEWIPKYAGVSPKDRCKLICQAKGIGYFFVLQPKWDGTPCSPDSTSVCV 
QGQCVKAGCDRIIDSKKKFDKCGVCGGNGSTCKKISGSVTSAKPGYHDIITIPTGATNIEVKQRNQRGSRNNGSF 
LAIKAADGTYILNGDYTLSTLEQDIMYKGWLRYSGSSAALERIRSFSPLKEPLTIQVLTVGNALRPKIKYTYFV 
KKKKESFNAIPTFSAWIEEWGECSKSCELGWQRRLVECRDINGQPASECAKEVKPASTRPCADHPCPQWQLGEW 
SSCSKTCGKGYKKRSLKCLSHDGGVLSHESCDPLKKPKHFIDFCTMAECS 
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FIGURE 1156 

GGCGGGCAGAAGTTGGAAACATGCGGCTGTCGGTCGCTGCAGCGATCTCCCATGGCCGCGTATTTCGCCGTATGG 
GCCTCGGTCCCGAGTCCCGCATCCATCTGTTGCGGAACTTGCTCACAGGGCTGGTGCGGCACGAACGCATCGAGG 
CACCATGGGCGCGTGTGGACGAAATGAGGGGCTACGCGGAGAAGCTCATCGACTATGGGAAGCTGGGAGACACTA 
ACGAACGAGCCATGCGCATGGCTGACTTCTGGCTCACAGAGAAGGATTTGATCCCAAAGCTGTTTCAAGTACTGG 
CCCCTCGGTACAAAGATCAAACTGGGGGCTACACAAGAATGCTGCAGATCCCAAATCGGAGTTTGGATCGGGCCA 
AGATGGCAGTGATCGAGTATAAAGGGAATTGCCTCCCACCCCTGCCTCTGCCTCGCAGAGACAGCCACCTTACAC 
TCCTAAACCAGCTGCTGCAGGGTTTGCGGCAGGACCTCAGGCAAAGCCAGGAAGCAAGCAACCACAGCTCCCACA 
CAGCTCAAACACCAGGGATTTA^TGGATCTGAAGAGTCTGCAGCCCTTAATCAGTACCCATGATCACAGGCCTT 
TGGAGCACTTTTACTCTCTGAGAAGAACTGGAGCTAGAGATGTAAAATGGACAGTCTTGATGGGGTTGAGAACCT 
TCTGGGGAGCCAGATGACCCTCTCTTTGCACAATAGATAAAAGTCTTTATATGAATATATATAAATTTATTTATT 
TTTTCCTTCCTGTGGGATTTCTGGAGAATGAGAATTATCCAAATGCTCAGTCTACCTGAGATAGTAAATTCATGG 
CTTATGCTTCTGGTCCTTAAATTTGGGTTATTTTTGGTTAGTG 
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FIGURE 1157 

MRLSVAAAISHGRVFRRMGLGPESRIHLLRNLLTGLVRHERIEAPWARVDEMRGYAEKLIDYGKLGDTNERAMRM 
ADFWLTEKDLIPKLFQVLAPRYKDQTGGYTRMLQIPNRSLDRAKMAVIEYKGNCLPPLPLPRRDSHLTLLNQLLQ 
GLRQDLRQ S QE AS NH S S HT AQ TP G I 
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FIGURE 1158 

GGGGGGAAACGGAAGTGAGCGGCGGGGTCGACTGACGGTAACGGGGCAGAGAGGCTGTTCGCAGAGCTGCGGAAG 
ATGA ATGCCAGAGGACTTGGATCTGAGCTAAAGGACAGTATTCCAGTTACTGAACTTTCAGCAAGTGGACCTTTT 
GAAAGTCATGATCTTCTTCGGAAAGGTTTTTCTTGTGTGAAAAATGAACTTTTGCCTAGTCATCCCCTTGAATTA 
TCAGAAAAAAATTTCCAGCTCAACCAAGATAAAATGAATTTTTCCACACTGAGAAACATTCAGGGTCTATTTGCT 
CCGCTAAAATTACAGATGGAATTCAAGGCAGTGCAGCAGGTTCAGCGTCTTCCATTTCTTTCAAGCTCAAATCTT 
TCACTGGATGTTTTGAGGGGTAATGATGAGACTATTGGATTTGAGGATATTCTTAATGATCCATCACAAAGCGAA 
GTCATGGGAGAGCCACACTTGATGGTGGAATATAAACTTGGTTTACTGTAATAGTGTGCTGTTCATGGAAACCGA 
GGGCTGCATCTTGTTTATAGTCATCTTTGTACTGTAATTTGATGTACACAACATTAAAAGTACTGACACCTGAGA 
ATTTCTGCTCAAGTAGTATCAGTGATCATTTAAAATTTGGAGGGGTCTTTGGTTTACAGCCATGTGACAATTAAA 
AGCACTAAAGGGAGATCATGTTAAAGCTCTTAATTTATATTAAAACAGTAGCCTTTGTCTTTAAAAAAGTTGTTG 
CTCATGAATATTATAAAATGATCTACAGGTTTCAATTCAACCTGTTTCTAGGTTTTTTTGTAAATTTAGTTTTGA 
TTAAGCATTATAAGCATTXGAGTCTATAAACTTTATAGTAGCATCTTTCAGAATAAACATTTTTAATTGATTTCA 
GTGGCAACTCTCAAATTGATTACAATATGAGATATATCAGTGTCGTCCATTAACACTCATAAGAATAATATTTAC 
TGTGTCAGTGCTATTTTAGGATTATAGTTATTGTTTGATTATTTCAGGTTGAAAAGTAGAAGTTCCAAGGTTTTG 
ATTTTGGTCTGGTCTTTAAGTGAAAAATTAAAGCAACCAGTAGATGTAGGTTAAACTTTTACTTCATAGACTTAA 
TATGTGATTAATATATTGCCAAGCAACACTGTTAAAGAAAAGTAAAACTCATTTTTTCTTGTTCTTAATTTATAT 
ATTACAAGATACTGTAAGGTATTCTTTATGAAGTTGATATATAAAAATTTACATTTTTAGAACATTAGTGAATGG 
ATCATCTTTTACAATTAAAAGTATATTTTGATTATCAGTTTCTTAGCAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AA 
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FIGURE 1159 

MNARGLGSELKDSIPVTELSASGPFESHDLLRKGFSCVKNELLPSHPLELSEKNFQLNQDKMNFSTLRNIQGLFA 
PLKLQMEFKAVQQVQRLPFLSSSNLSLDVLRGNDETIGFEDILNDPSQSEVMGEPHLMVEYKLGLL 
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FIGURE 1160A 

TGAGGCGCGGGAGGCCCGCGCCCCGCGGCTCGCTGTGCGTGGGAGGGCGCGAGCGAACGCGGGCGAGGAGCGGCC 
GAGCCGCTGAAGAGGAGCTGGGCGCCGGCCGCCCGGCCGCGCTCGGCCCGCGGATCGCCTCCGCCCGGTCTTCGC 
CGGCCCCGGCCCCTGGCGAGATGCCGTGTGGGGAGGATTGGCTCAGCCACCCGCTGGGAATCGTGCAGGGATTCT 
TCGCCCAAAATGGAGTTAATCCTGACTGGGAGAAGAAAGTAATTGAGTATTTTAAGGAAAAGCTGAAGGAAAATA 
ATGCTCCTAAGTGGGTACCATCACTGAACGAAGTTCCCCTTCATTATTTGAAACCTAATAGTTTTGTGAAATTTC 
GTTGCATGATTCAGGATATGTTTGACCCTGAGTTTTACATGGGAGTTTATGAAACGGTTAACCAAAACACAAAAG 
CACATGTTCTTCATTTTGGAAAATATAGAGATGTAGCAGAGTGTGGGCCTCAACAAGAACTTGATTTAAACTCTC 
CACGAAATACCACTTTGGAAAGACAGACTTTCTATTGTGTTCCGGTGCCTGGGGAATCTACGTGGGTAAAAGAAG 
CCTATGTTAATGCAAACCAAGCTCGAGTCAGTCCCTCAACATCCTACACTCCTAGTCGCCACAAGAGGAGTTATG 
AAGATGATGACGATATGGACCTACAGCCCAATAAGCAGAAAGACCAACATGCAGGTGCCAGACAAGCAGGGAGTG 
TTGGTGGTCTTCAATGGTGTGGAGAGCCAAAACGTTTAGAAACTGAAGCTTCTACTGGGCAACAGCTGAACTCTC 
TGAACTTGTCTTCTCCTTTTGATTTGAATTTTCCATTGCCAGGAGAGAAGGGCCCTGCATGCCTTGTGAAGGTTT 
ATGAAGATTGGGATTGTTTCAAAGTAAATGACATTCTTGAGCTATATGGCATACTGTCTGTGGATCCTGTGCTGA 
GTATACTGAATAATGATGAAAGGGATGCCTCTGCACTGCTGGATCCGATGGAGTGCACAGACACAGCAGAGGAGC 
AGAGAGTACACAGTCCTCCTGCTTCATTAGTGCCGAGAATTCATGTGATCTTAGCCCAGAAGTTGCAACACATCA 
ACCCATTATTGCCTGCCTGCCTTAACAAAGAGGAGAGCAAAACCTGTAAGTTTGTTTCAAGTTTCATGTCCGAAT 
TGTCTCCAGTCAGAGCAGAACTTCTTGGGTTCCTTACTCATGCCCTTCTGGGGGATAGTTTGGCTGCTGAATACC 
TTATATTACATCTCATCTCCACAGTATATACAAGAAGAGATGTCCTTCCACTAGGAAAATTTACAGTTAACTTGA 
GTGGTTGCCCACGGAATAGTACCTTCACAGAACACTTGTATCGAATTATTCAACATCTTGTTCCAGCATCTTTTC 
GTCTGCAGATGACTATAGAGAACATGAACCATTTGAAATTCATTCCCCACAAAGACTACACAGCCAATCGCTTGG 
TCAGTGGGCTCCTCCAGCTGCCCAGCAATACTTCCCTTGTAATCGATGAGACTCTCCTGGAACAGGGGCAGCTGG 
ATACCCCAGGTGTTCATAATGTGACAGCCCTGAGCAACCTCATAACGTGGCAGAAGGTGGATTATGACTTCAGCT 
ACCATCAGATGGAATTCCCCTGCAATATTAACGTTTTCATTACTTCGGAGGGGAGGTCACTCCTCCCGGCAGACT 
GCCAGATTCACTTACAGCCCCAGCTAATTCCACCAAACATGGAGGAGTACATGAACAGCCTTCTCTCAGCGGTGC 
TGCCTTCCGTGCTGAACAAATTCCGCATTTATCTAACTCTTTTGAGATTCTTGGAATATAGCATATCTGATGAAA 
TAACCAAGGCAGTTGAAGATGACTTTGTGGAAATGCGGAAGAACGACCCTCAGAGCATCACTGCTGATGATCTTC 
ACCAGCTGCTCGTGGTGGCTCGGTGTCTGTCTCTCAGTGCTGGTCAGACAACGCTGTCAAGAGAACGATGGCTGA 
GAGCAAAGCAGCTAGAGTCTTTAAGAAGAACGAGGCTTCAGCAGCAAAAATGTGTGAATGGAAATGAACTT TAAA 
GATGTAATACCTATGAAGAGTAATGGGCAAACTGXAGCCACATAATTGTAAAATTCAGATATTCATTTATACCAC 
ATTGTTTTATAGGTAATTTCTATCACAAACCAGTGACATTTCCTGAAATCAAGCCTGGTAACACCTGATGTTTAT 
ATGATATTCAGTAAGGACTTTTACCTTACTGATTTCATGGAGCTTTTGAAGTTTGTTTTATAATAATTATATAAA 
TTAGTAATGATGTAAAAAAAGTATTTGATATTAAAAGTTTAATATTGATAATGTTGCTGATTGTACCATTTCCTT 
AGCTTCAGCTGAGTCATAGGCCAGACTGTTGAAATGCTGAAATGAAGAAGGTTGTTGCAGTTTCAAAGTCAGAGG 
AATCGTGCTTCGGATTTCTTATGTTTTCTAGTTCTCTGTTTTTCCAGTTCACAGTGGGTTGGGGTGCATTCAGTA 
GTCCATCTTTGGGGAACGGAGGCGTACTTGCCATTGATTCACATGACTACATGAAATTCTGTACTGTCATTTCCC 
AGATGTTTGGCCACAGAAACTTTTTCCCACTTAACATTTGTTAACAGCCTGCAAAACTAAACTTGTACATGGCAG 
TGGTTCCCAGACTTTTGTATTTTATGGACCGGTAGTAATATTTCCAAAAATCTGGGGTACTATAAGGTTGCCAAT 
TTACCTTGCCAAGTAATCCGAATAAATCACTGTATTATCACCATTTTTTTCATAAAAGGAAAGGACAATCTATCT 
CTGAATAAGAGGAGTCCTTTAAACGGAATGAATGTGGCTTTTGGGGGCAAAAGAAACCAAGACACTACATTGTCT 
TTATTTTCTCCTATCCCAGTGCATTTGAGAACCATGCATAAGGGAATGCTGTGCTACAAAGCTGTGCCCAAATAT 
GAAAACAAAATAGGAAACTTAAAAAGCAATACCCCCTTTAGAAAGTTTTTATTTTCTTAAATGTCATTGAGTTGC 
TTTGATTCTATTGGATTTTTGGCATTTTTTATGGGATCATCAGTTGGTTCCAAGTATGTTAGATCAGCTAACATC 
TGCTACTCCAGTAACAGCCTCGTACAACTGCAGGTAGGTTTTCTCCAGACCAATTAGTTTXAATAGAGCAAACTA 
ACAACAGACTGTAGTAGCATGGTTATGGCAACCAGAATCTTCAGAAAGGTTAGGACATTACTTTTTAAGCTGTCA 
GTGGTATCAAATAACTTACCTAGTTGGAGGCAGATAAAGGATCCCTTACGTTTTTTCCTATAAGGCCTAAATTGA 
AATTGTTAACCAAGGAAACAGGGTCAGCCTTGAAAAATCAAGGAATTCATTGTACCTAATAACTGAAGTAAAAAT 
AACTAGTTGTTCAACTTTTCCTAAACTCAAATCTATTTTTATAAACAAATGTAAATAATGTTTATATTAGAGTTG 
AACTGGTTTTCATTTTTATAACTGGTAGACTAGACCTTCCTTAAACTTTTAGAAATAAAATGAAGGCTTCACTGG 
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FIGURE 1160B 

ATTTGTGAGGATAAAATACATTTTCTTTAATTGTCCTAGAGCAAAGTACATTAGTCACCATGTGTTTTTTGTGCC 
AATGTAACTTGTAATTTACCAAAGAAAAATACATACATTGCTTGGTCTTGCAGAAAAGTTCCCTTGAAAGAACCT 
TTCCAATAAATAAAACGTCCCAAATTAGCAGTACCTTGGGCTGTTTTTCATGAGTAAGAAGATTCACCATCCCAT 
GTGATCTGTGTGGAAAAAGACCATGTCCTCTTGGTGGAAGACATGAGAGAGCTGAACTGAAGTGGAGGAGGTGGX 
GCAAGAGGGACCTTCCTGCTCAAGGCCCGCCCAGGCAGCGGAATAGAGTGCAGTGCTTGGCTGCAGAAACCCTTT 
GTCCCTCACCTATATATACACGGACAGTCAAGTTTGTTGCTCTAACGTAAGGCACAGCGTTAATCCTGTATGGCC 
AGGAAACTGAGTAGACTCCTGTGTAACCCTGTTTGGAACTTTGCCTTCTTAAAATGATTTTTC 
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FIGURE 1161 

MPCGEDWLSHPLGIVQGFFAQNGVNPDWEKKVIEYFKEKLKENNAPKWVPSLNEVPLHYLKPNSFVKFRCMIQDM 
FDPEFYMGVYETVNQNTKAHVLHFGKYRDVAECGPQQELDLNSPRNTTLERQTFYCVPVPGESTWVKEAYVNANQ 
ARVSPSTSYTPSRHKRSYEDDDDMDLQPNKQKDQHAGARQAGSVGGLQWCGEPKRLETEASTGQQLNSLNLSSPF 
DLNFPLPGEKGPACLVKVYEDWDCFKVNDILELYGILSVDPVLSILNNDERDASALLDPMECTDTAEEQRVHSPP 
ASLVPRIHVILAQKLQHINPLLPACLNKEESKTCKFVSSFMSELSPVRAELLGFLTHALLGDSLAAEYLILHLIS 
TVYTRRDVLPLGKFTVNLSGCPRNSTFTEHLYRIIQHLVPASFRLQMTIENMNHLKFIPHKDYTANRLVSGLLQL 
PSNTSLVIDETLLEQGQLDTPGVHNVTALSNLITWQKVDYDFSYHQMEFPCNINVFITSEGRSLLPADCQIHLQP 
QLIPPNMEEYMNSLLSAVLPSVLNKFRIYLTLLRFLEYSISDEITKAVEDDFVEMRKNDPQSITADDLHQLLWA 
RCLSLSAGQTTLSRERWLRAKQLESLRRTRLQQQKCVNGNEL 
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FIGURE 1162 

TGTTCTTGAGCCCAGCTTCTTCTCGTCTCCCACCCCAGCTTCCCGGCATTGGAAGAAGGGACCGTCCTCTTCCTT 
GTCTTGGCCACCCAAATCCTGGTATCGAAAGGGTTGAACGGACCGGAAGTGTGCAGCAGCGACGGGTCCCCAGCT 
AATCGACGCCGGAAGTAGCAATTACTAGACAAGCATTCCGCCGCCGGCTTCGCTATGGCGGCAATTCCCCCAGAT 
TCCTGGCAGCCACCCAACGTTTACTTGGAGACCAGCATGGGAATCATTGTGCTGGAGCTGTACTGGAAGCATGCT 
CCAAAGACCTGTAAGAACTTTGCTGAGTTGGCTCGTCGAGGTTACTACAATGGCACAAAATTCCACAGAATTATC 
AAAGACTTCATGATCCAAGGAGGTGACCCAACAGGGACAGGTCGAGGTGGTGCATCTATCTATGGCAAACAGTTT 
GAAGATGAACTTCATCCAGACTTGAAATTCACGGGGGCTGGAATTCTCGCAATGGCCAATGCGGGGCCAGATACC 
AATGGCAGCCAGTTCTTTGTGACCCTCGCCCCCACCCAGTGGCTTGACGGCAAACACACCATTTTTGGCCGAGTG 
TGTCAGGGCATAGGAATGGTGAATCGCGTGGGAATGGTAGAAACAAACTCCCAGGACCGCCCTGTGGACGACGTG 
AAGATCATTAAGGCATACCCTTCTGGGTAGA.CTTGCTACCCTCTTGAGCAGCTCTTCTGAGATGGCCCCAGTGAA 
CCAGCTTCTAGATGACATAGAATGACATGTAATGCTAAATTTCATTTTGGCTTTGCAAGTCATGAAGCTTAGGAG 
GCCTGGCATCTTGGGTGAGTTAGAGATGGT^AGTACATTTTAATAGGATGCTTCTTTTCTCTTCCCCCAGTGCCTA 
GGTTGCCAGAGCATTTGCACAAATGCCCCTGTTTATCAATAGGTGACTACTTACTACACATGAACCATAATGCTG 
CTTCTTGTGCATGTCTGCTCTGATATACGTCGAACAATGTAGCAGCCACTGTCATTTCTCAGTGGTTTTGCCTAA 
CCAAACTTCTTCCTAAGGAGATTTATATTCTGGCCTACACAGCAGTCCTTGATGGCTGACAGCCACAGAATTCCA 
AACCAAGTAGTGTCTGTCAGCCCTCTTAACTCTGTGCACGCCCTATTTCAGTCTTTTACATTTGTTCTTCTAGGG 
AATGTATGCATCTCTATATATATTTTCCCTCTCAAAACCAGAACATCAACAGTGCTGTTTCTGACACTTCAGACA 
TCCCACGCAAAGCCACATTGAATTTTTGCCAAATGAAAAACACATCCAACAATCAAGTTTCTAAGAAGGTGTCAA 
GTGGGGAATAATAATAATGTATAATAATCAAGAAATTAGTTTATTAAAAGGAAGCAGAAGCATTGACCATTTTTT 
CCCAGAGAAGAGGAGAAATCTGTAGTGAGCAAAGGACAGACCATGAATCCTCCTTGAGAAGTAGTACTCTCAGAA 
AGGAGAAGCGCCACTCAAGTTCTTTTAACCCAAGACTTTAGAGAAATTAGGTCCAAGATTTTTATATGTTCAGTT 
GTTTATGTATAAAAATAACTTTCTGGATTTTGTGGGGAGGAGCAGGAGAGGAAGGAAGTTAATACCTATGTAATA 
CATAGAAACTTCCACAATAAAATGCCATTGATGGTTGAAAAAAAAAAAAAAAAAAA 
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FIGURE 1163 

MAAIPPDSWQPPNVYLETSMGIIVLELYWKHAPKTCKNFAELARRGYYNGTKFHRIIKDFMIQGGDPTGTGRGGA 
SIYGKQFEDELHPDLKFTGAGILAMANAGPDTNGSQFFVTLAPTQWLDGKHTIFGRVCQGIGMVNRVGMVETNSQ 
DRPVDDVKI IKAYPSG 



WO 2004/043361 



PCT7US2003/035268 



1280/1629 

FIGURE 1164 

AATAACCTGGAGCCGGCGGCGTAGGTTGGCTCTTTAGGGCTTCACCCCGAAGCTCCACCTTCGCTCCCGTCTTTC 
TGGAAACACCGCTTTGATCTCGGCGGTGCGGGACAGGTACCTCCCGGCTGCTGCGGGTGCCCTGGATCCAGTCGG 
CTGCACCAGGCGAGCGAGACCCTTCCCTGGTGGAGGCTCAGAGTTCCGGCAGGGTGCATCCGGCCTGTGTGTGGC 
GCGAGGCAGGGAAGCCGGTACCCGGGTCCTGGCCCCAGCGCTGACGTTTTCTCTCCCCTTTCTTCTCTCTTCGCG 
GTTGCGGCGTCGCAGACGCTAGTGTGAGCCCCCATGGCAGATACGACCCCGAGCGGCCCCCAAGGGGCGGGCGCT 
GTGCAATTCATGATGACCAATAAACTGGACACGGCAATGTGGCTTTCTCGCTTGTTCACAGTTTACTGCTCTGCT 
CTGTTTGTTCTGCCTCTTCTTGGGTTGCATGAAGCAGCAAGCTTTTACCAACGTGCTTTGCTGGCAAATGCTCTT 
ACCAGTGCTCTGAGGCTGCATCAAAGATTACCACACTTCCAGTTAAGCAGAGCATTCCTGGCCCAGGCTTTGTTA 
GAGGACAGCTGCCACTACCTGTTGTATTCACTCATCTTTGTAAATTCCTATCCAGTTACAATGAGTATCTTCCCA 
GTCTTGTTATTCTCTTTGCTTCATGCTGCCACATATACGAAAAAGGTCCTTGACGCAAGGGGCTCAAATAGTTTA 
CCTCTGCTGAGATCTGTCTTGGACAAATTAAGTGCTAATCAACAAAATATTCTGAAATTCATTGCTTGCAATGAA 
ATATTCCTGATGCCTGCGACAGTTTTTATGCTTTTTAGTGGTCAAGGAAGTTTGCTCCAACCTTTTATATACTAT 
AGATTTCTTACCCTTCGATATTCGTCTCGAAGAAACCCATATTGTCGGACCTTATTTAATGAACTGAGGATTGTT 
GTTGAACACATAATAATGAAACCTGCTTGCCCACTGTTTGTGAGAAGACTTTGTCTCCAGAGCATTGCCTTTATA 
AGCAGATTGGCACCAACAGTTCCAOPAGTTTAACATCTAGTTAAGCTACAAATATAGTATAAGCATTATTAGCAGC 
TGGTACTTCTGCTAGGGGTTGTAAATTCCAGGTGTTACACTGACCTCAATCCAATTTACATAATTTACATAAATG 
CATCTCGGTGGAAAAATAATCATTTTCTTGGCATGTTAAATCAAGCTTAAAAAGTTTTGAGAAAATTTTACTGTG 
CTGTGTTGCTAATGGTTAAAGAAGTCTGTATCTAGTGATAAATATACCAGTTTTTTTAAAAAGATGCTGTTGTGC 
CTATATCATGAAGTACATTAATTTCTCATGTAAAAAAAATAGCTCTAAAATTTGTTTCAACCTAATTGGTAACCT 
GAGTTTATATCTGGCATGAATTCATTATGGTGATACACATATGTGAATTCAGTACATTTTGAGACAGTATTCTAC 
CATTCAGTAATTTTGGTTAATGATTTTAACACTTCTCAGTGTATTTAATTTCAAATTGTTTTTTTAATTGGTTTT 
ATGCTGCTTTGTTAGGACAGATGTGTTTTGAATGTACCATTATAAGAAGAATTCTATGTATCTTAAACTATGATC 
TTCTAAAATTTTATTTCCGTAAGTACTTCTGTGGCCTTGAGTATTTTTTAAAAGGCTCAACTGTAAGCCTCTTAG 
CCAGTTGGATAAATATTTGGGGTCACCTAGCCATTGAAAGCAGAAAGCAGTAGTGACACAGCTTTCCCTTCAAAG 
AGCCATTGAGAAACATTTCTCAAACAGGAAATCCTTCTTTTACTAATGTGGACATATAGATTATTCGTATTATAG 
TTTGTAGAACTACCTAGTTCAGAATCTTGACTGCCAGTTTTCTTGGTTTCTTAGGCTTGAATTTTCATAGACAAT 
TGCAACAGTTTAGATGCCTTTTGAAAGGAATGTAATGAAGATTCAGCATCTGACTATATGTGTGTCTATCCTGAA 
ATAATAATGGAGAGTATACTGTAGATTACATGTTTACCCATCAAATCTGACTTAAAAGGTTAAATGGAAGGTTTT 
ATAGGTAAGGTAATTGATTGGGAATGGGGTAGGGGGAGGAGTTGTGGGGGAATAATGTGCATTTCAGTCTCAACG 
CATAGATAAATTTAGGGGAATTGGATGCATTATTCAACTTTGATTTGGGTTGTAAAATGTGTTAAATCCTGTTCA 
TTGAACTCCCATCAACTCTTATG2VAATTCATGCTGATCTTCATTACCGTTGCATGATTGGAAATGXTTAAAACAT 
TGTACAGTTTTAGTATAGAGAAATGTAATGGTTTTTGTGACCAGTTTCTGTCTGCATGTAATTTGGATTTCTCAA 
ATACATTCATTAGTAATTTATCAGTAACATTAGTTTTATTTTTGTTCATCTCCTTATCTATAAAAAGGGGATATT 
CTTAGGATAAATACATGAAAAATTATACTTGATAGCTTAACTATAATCAGCTATTTTTGTATTTTTGTAATATTT 
GTCCACTAAGCTGGAGAAGCAGCCTCATACAGTTGATTTTGTGTATGTGGCTAGTCTTATTGTCACTATGTAAGT 
AATCCAATGGTTTTAGAAACTAAACTTTCTAGAGCAATAAAATGACTATAATGTTAAGT 
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FIGURE 1165 

MADTTPSGPQGAGAVQFMMTNKLDTAMWLSRLFTVYCSALFVLPLLGLHEAASFYQRALLANALTSALRLHQRLP 
HFQLSRAFLAQALLEDSCHYLLYSLIFVNSYPVTMSIFPVLLFSLLHAATYTKKVLDARGSNSLPLLRSVLDKLS 
ANQQNILKFIACNEIFLMPATVFMLFSGQGSLLQPFIYYRFLTLRYSSRRNPYCRTLFNELRIVVEHIIMKPACP 
LFVRRLCLQS I AF I S RL AP TVP 
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FIGURE 1166 

GCACGAGCCCCGGGCTGCCGGCGCGGGCGCCGCGGCACGTCCACAGGCTGGGTCGCGAGGTGGCGATCGCTGAGA 
GGCAGGAGGGCCGAGGCGGGCCTGGGAGGCGGCCCGGAGGTGGGGCGCCGCTGGGGCCGGCCCGCACGGGCTTCA 
TCTGAGGGCGCACGGCCCGCGACCGAGCGTGCGGACTGGCCTCCCAAGCGTGGGGCGACAAGCTGCCGGAGCTGC 
AATGGGCCGCGGCTGGGGATTCTTGTTTGGCCTCCTGGGCGCCGTGTGGCTGCTCAGCTCGGGCCACGGAGAGGA 
GCAGCCCCCGGAGACAGCGGCACAGAGGTGCTTCTGCCAGGTTAGTGGTTACTTGGATGATTGTACCTGTGATGT 
TGAAACCATTGATAGATTTAATAACTACAGGCTTTTCCCAAGACTACAAAAACTTCTTGAAAGTGACTACTTTAG 
GTATTACAAGGTAAACCTGAAGAGGCCGTGTCCTTTCTGGAATGACATCAGCCAGTGTGGAAGAAGGGACTGTGC 
TGTCAAACCATGTCAATCTGATGAAGXTCCTGATGGAATTAAATCXGCGAGCTACAAGTATTCTGAAGAAGCCAA 
TAATCTCATTGAAGAATGTGAACAAGCTGAACGACTTGGAGCAGTGGATGAATCTCTGAGTGAGGAAACACAGAA 
GGCTGTTCTTCAGTGGACCAAGCATGATGATTCTTCAGATAACTTCTGTGAAGCTGATGACATTCAGTCCCCTGA 
AGCTGAATATGTAGATTTGCTTCTTAATCCTGAGCGCTACACTGGTTACAAGGGACCAGATGCTTGGAAAATATG 
GAATGTCATCTACGAAGAAAACTGTTTTAAGCCACAGACAATTAAAAGACCTTTAAATCCTTTGGCTTCTGGTCA 
AGGGACAAGTGAAGAGAACACTTTTTACAGTTGGCTAGAAGGTCTCTGTGTAGAAAAAAGAGCATTCTACAGACT 
TATATCTGGCCTACATGCAAGCATTAATGTGCATTTGAGTGCAAGATATCTTTTACAAGAGACCTGGTTAGAAAA 
GAAATGGGGACACAACATTACAGAATTTCAACAGCGATTTGATGGAATTTTGACTGAAGGAGAAGGTCCAAGAAG 
GCTTAAGAACTTGTATTTTCTCTACTTAATAGAACTAAGGGCTTTATCCAAAGTGTTACCATTCTTCGAGCGCCC 
AGATTTTCAACTCTTTACTGGAAATAAAATTCAGGATGAGGAAAACAAAATGTTACTTCTGGAAATACTTCATGA 
AATCAAGTCATTTCCTTTGCATTTTGATGAGAATTCATTTTTTGCTGGGGATAAAAAAGAAGCACACAAACTAAA 
GGAGGACTTTCGACTGCATTTTAGAAATATTTCAAGAATTATGGATTGTGTTGGTTGTTTTAAATGTCGTCTGTG 
GGGAAAGCTTCAGACTCAGGGTTTGGGCACTGCTCTGAAGATCTTATTTTCTGAGAAATTGATAGCAAATATGCC 
AGAAAGTGGACCTAGTTATGAATTCCATCTAACCAGACAAGAAATAGTATCATTATTCAACGCATTTGGAAGAAT 
TTCTACAAGTGTGAAAGAATTAGAAAACTTCAGGAACTTGTTACAGAATATTCATTAAAGAAAACAAGCTGATAT 
GTGCCTGTTTCTGGACAATGGAGGCGAAAGAGTGGAATTTCATTCAAAGGCATAATAGCAATGACAGTCTTAAGC 
CAAACATTTTATATAAAGTTGCTTTTGTAAAGGAGAATTATATTGTTTTAAGTAAACACATTTTTAAAAATTGTG 
TTAAGTCTATGTATAATACTACTGTGAGTAAAAGTAATACTTTAATAATGTGGTACAAATTTTAAAGTTTAATAT 
TGAATAAAAGGAGGATTATCAAATTCATATATGATAAAAGTGAATGTTCTAAGTCTCTCAAACTAGCGTTTTATG 
TAATAATATGTAATATAAATAAAACTATGGTAAATGTGACAAGCATTTAATAGGAAAATGCTAAGGAGGCCTCAT 
AAATGACCCATAATTACCAACGTAGAATTTTTCAGTACATTTAGGGTTGCTGGATTTAGCAAATAAAAATAAAGA 
TTGCCCAGTTAGATTTGAATTTCAGATAAACAATTAGTTTTTTAATATTTTACATGGAATATTTGGAAAATACTT 
ATACTAAAAAATTATTTGTTTGAAATTCACATTTAACTGGGAGTCTTGTATTTTATCTGGCAATCCTAAAATACA 
TTGGTATGAAACAAATCACTTTTAGAAGTATATTGCTATTTXGATTGGGTTGTTTTTGTGTGTAGAAACGTACAA 
TAACAACTCAAAGGCACAGGAGATTTCTAAACATTGTGAAAAGTTGAATAGATTATATATTTATTCTCATAATAC 
TTTCACTAATACTAAATAAAATTTGGGGAACACTTTTTATTTTTATATAATTTCCAATTTACAGAAAAGTTTCAA 
AAATAGTACAAAGAGCTCTCTTACCCAGATTCACTAATTGTTCATACGTGCTTTATCTTTCATGCTTTCTCTGTA 
CACACACACACACACACAAATTTTTCCTCAATCATTTGAAAGTCAGTTATAGGCATCATGCCCCTTAAACCCTAA 
ATACTTCAGTGTGTAATACTGAATAATTACTAAAAATGATTTTCTCAGAAAAAAAAACTCCCACAATTCTGGAAC 
TATAATACTGTAAGCCTTAGAATAAATAATACTTTCAAGTTCCAATCTAAAGTTCTTTTTGAGTTTTGTTGCCCG 
TTTTATGCTTGATGTGTATAGTAATAGGGTAGGCTATTTATTTTATTAAAATTTTTTTTAGAGACAAGGTTTTGC 
TGTGTTGCCCAAGCTGGAACTTGAACGACTGGGCTGAAGTGATCTTCCCACCTCAGCCTCCCAAGTAGCTGGGAA 
TACAGGTGTCTGCCACCATACCCAGTTTCATTTTTGTTTTTTATACCCGAAGTTCATTTCCTTTGTCTCCCTAAA 
ACTGAACTGTAATTTTGGGAGGTTTTCATTAGTGGAAGCTCTTCATTTATAAAGCTATTTGAAGGGGTTTAGGAA 
TTTATATCACATGGTAATTGTAGAGAAAAAGAAGCTATATACCTCAAAATCGTGCCCTCTTTACATATGTCTTAT 
CAGGTATAACATGTTGAAATGTCACATTAGTAGTAAAGTGGGGTTTATTTATATAGTGGTTAAGAAATGTCAGTT 

TACACTGCTGTATACTTCTTCTTCTGTGTCCCTAAGGCCTGGTACAGTGCCAAGCACATACTTGGTATCCAATAA 
ATATXTGTTGGATGAAAAAAAAAAAAAAAAAAAA 
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FIGURE 1167 

MGRGWGFLFGLLGAVWLLSSGHGEEQPPETAAQRCFCQVSGYLDDCTCDVETIDRFNNYRLFPRLQKLLESDYFR 
YYKVNLKRPCPFWNDISQCGRRDCAVKPCQSDEVPDGIKSASYKYSEEANNLIEECEQAERLGAVDESLSEETQK 
AVLQWTKHDDSSDNFCEADDIQSPEAEYVDLLLNPERYTGYKGPDAWKIWNVIYEENCFKPQTIKRPLNPLASGQ 
GTSEENTFYSWLEGLCVEKRAFYRLISGLHASINVHLSARYLLQETWLEKKWGHNITEFQQRFDGILTEGEGPRR 
LKNLYFLYLIELRALSKVLPFFERPDFQLFTGNKIQDEENKMLLLEILHEIKSFPLHFDENSFFAGDKKEAHKLK 
EDFRLHFRNISRIMDCVGCFKCRLWGKLQTQGLGTALKILFSEKLIANMPESGPSYEFHLTRQEIVSLFNAFGRI 
S T S VKELENFRNLLQN I H 
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FIGURE 1168A 

CGATAACGATTTGTGTTGTGAGAGGCGCAAGCTGCGATTTCTGCTGAACTTGGAGGCATTTCTACGACTTTTCTC 
TCAGCTGAGGCTTTTCCTCCGACCCTGATGCTCTTCAATTCGGTGCTCCGCCAGCCCCAGCTTGGCGTCCTGAGA 
AATGGATGGTCTTCACAATACCCTCTTCAATCCCTTCTGACTGGTTATCAGTGCAGTGGTAATGATGAACACACT 
TCTTATGGAGAAACAGGAGTCCCAGTTCCTCCTTTTGGATGTACCTTCTCTTCTGCTCCCAATATGGAACATGTA 
CTAGCAGTTGCCAATGAAGAAGGCTTTGTTCGATTGTATAACACAGAATCACAAAGTTTCAGAAAGAAGTGCTTC 
AAAGAATGGATGGCTCACTGGAATGCCGTCTTTGACCTGGCCTGGGTTCCTGGTGAACTTAAACTTGTTACAGCA 
GCAGGTGATCAAACAGCCAAATTTTGGGACGTAAAAGCTGGTGAGCTGATTGGAACATGCAAAGGTCATCAATGC 
AGCCTCAAGTCAGTTGCCTTTTCTAAGTTTGAGAAAGCTGTATTCTGTACGGGTGGAAGAGATGGCAACATTATG 
GTCTGGGATACCAGGXGCAACAAAAAAGATGGGTTTTATAGGCAAGTGAATCAAATCAGTGGAGCTCACAATACC 
TCAGACAAGCAAACCCCTTCAAAACCCAAGAAGAAACAGAATTCAAAAGGACTTGCTCCTTCTGTGGATTTCCAG 
CAAAGTGTTACTGTGGTCCTCTTTCAAGACGAGAATACCTTAGTCTCAGCAGGAGCTGTGGATGGGATAATCAAA 
GrATGGGATTTACGTAAGAATTATACTGCTTATCGACAAGAACCCATAGCATCCAAGTCTTTCCTGTACCCAGGT 
AGCAGCACTCGAAAACTTGGATATTCAAGTCTGATTTTGGATTCCACTGGCTCTACTTTATTTGCTAATTGCACA 
GACGATAACATCTACATGTTTAATATGACTGGGTTGAAGACTTCTCCAGTGGCTATTTTCAATGGACACCAGAAC 
TCTACCTTTTATGTAAAATCCAGCCTTAGTCCAGATGACCAGTTTTTAGTCAGTGGCTCAAGTGATGAAGCTGCC 
TACATATGGAAGGTCTCCACACCCTGGCAACCTCCTACTGTGCTCCTGGGTCATTCTCAAGAGGTCACGTCTGTG 
TGCTGGTGTCCATCTGACTTCACAAAGATTGCTACCTGTTCTGATGACAATACACTA2\AAATCTGGCGCTTGAAT 
AGAGGCTTAGAGGAGAAACCAGGAGGTGATAAACTTTCCACGGTGGGTTGGGCCTCTCAGAAGAAAAAAGAGTCA 
AGACCTGGCCTAGTAACAGTAACGAGTAGCCAGAGTACTCCTGCCAAAGCCCCCAGGGTAAAGTGCAATCCATCC 
AATTCTTCCCCGTCATCCGCAGCTTGTGCCCCAAGCTGTGCTGGAGACCTCCCTCTTCCTTCAAATACTCCTACG 
TTCTCTAXTAAAACCTCTCCTGCCAAGGCCCGGTCTCCCATCAACAGAAGAGGCTCTGTCTCCTCCGTCTCTCCC 
AAGCCACCTTCATCTTTCAAGATGTCGATTAGAAACTGGGTGACCCGAACACCTTCCTCATCACCACCCATCACT 
CCACCTGCTTCGGAGACCAAGATCATGTCTCCGAGAAAAGCCCTTATTCCTGTGAGCCAGAAGTCATCCCAAGCA 
GAGGCTTGCTCTGAGTCTAGAAATAGAGTAAAGAGGAGGCTAGACTCAAGCTGTCTGGAGAGTGTGAAACAAAAG 
TGTGTGAAGAGTTGTAACTGTGTGACTGAGCTTGATGGCCAAGTTGAAAATCTTCATTTGGATCTGXGCTGCCTT 
GCTGGTAACCAGGAAGACCTTAGTAAGGACTCTCTAGGTCCTACCAAATCAAGCAAAATTGAAGGAGCTGGTACC 
AGTATCTCAGAGCCTCCGTCTCCTATCAGTCCGTATGCTTCAGAAAGCTGTGG71ACGCTACCTCTTCCTTTGAGA 
CCTTGTGGAGAAGGGTCTGAAATGGTAGGCAAAGAGAATAGTTCCCCAGAGAATAAAAACTGGTTGTTGGCCATG 
GCAGCCAAACGGAAGGCTGAGAATCCATCTCCACGAAGTCCGTCATCCCAGACACCCAATTCCAGGAGACAGAGC 
GGAAAGACATTGCCAAGCCCGGTCACCATCACGCCCAGCTCCATGAGGAAAATCTGCACATACTTCCATAGAAAG 
TCCCAGGAGGACTTCTGTGGTCCTGAACACTCAACAGAATTAJ^GATTCTAATCTGAGTGAGTTACTGAGCTTTG 
GTCCACTAAAACAAGCTGAGCTTTGGTCCACTAAAACAAGATGAAAAATACAAGAGTGACTCTATAACTCTGGTC 
TTTAAGAAAGCTGCCTTTTCATTTTTAGACAAAATCTTTTCAACGCTGAAATGTACCTAATCTGGTTCTACTACC 
ATAATGTATATGCAGCTTCCCGAGGATGAATGCTGTGTTTAAATTTCATAAAGTAAATTTGTCACTCTAGCATTT 
TGAATGAATAGTCTTCACTTTTTAAATTATTCATCTTCTCTATAATAATGACATCCCAGTTCATGGAGGCAAAAA 
ACAAGTTTCTTGTTATCCTGAAACTTTCTATGCTCAGTGGAAAGTATCTGCCAGCCACAGCATGAGGCCTGTGAA 
GGCTGACTGAGAAATCCTCTGCTGAAGACCCCTGGTTCTGTTCTGCCTCCAACATGTATAATTTTATTTGAAATA 
CATAATCTTTTCACTATGCTTTTGTGGGGTTTTTTTTAAGTATGTGTAAAAATGTGATGCTCAGATAAGTACATT 
TATATCAGTTCAGTGTTAAAATGCAGTCTCTTGAGTTAAAGTCATCTTTATTTTAAATGCAGTGATAAATGTCAA 
CTCTTCGGAGAAACTAGGAGAACAACAACAGAAAGCTGTGTTTGTCTTTTTTCTCTCAAATATATCTCCCGTATG 
AGATTTCAGGTCCCCATGTTTTCACCAAGCAATCTGCTATGTCAGCCAACCCAACATCACTTTCTACAGGAGGTT 
ATGATXTTTGCCATTTACTAGAGGAAGATGTTTTATGAAATCAATTTGGGGTTTGAATTCAGGTGCAGTCATCAG 
TTCTTTAGGGGCTGCAATGTTTTAAAAAAAATAAGTCATCAGATTTTAAGAAAAAAGTGATGATTTCTTATTGAT 
ATTTTTGTAACAGAATATAGCTCTTAACTGAAAATCCAGAACCAGAAACATAAATCTTGAGTTTCTTTTCATGTA 
CATAAAAAGCAATAGCCTTTTAGTATAGATAGCCCTGAGCCAAAAAGTAATAGAATTTTCTCTAGATATTTAATA 
CAGAGAGTGTATAGACTGACTCTAAGTTAATAATGTGCAAAATATCTTAAACATCCCTCCCCTTATTCAACAATT 
ATGTATCAGTGATCTTGAACCATTGTTTTATATTTTTCACCTTTGTAACCTCATGGAAAGAGGCTTTACATACTT 
TCTATGTACTATTTACTTAGAAGGGAGCCCCCTTCCAGTCATGAAACTTCATTTGTTTTATCCATATCCCTGAGG 
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FIGURE 1168B 

ACTGTGTAGACTTTATGTCAGTTCTGTGTAGACTTTATGTCAGTTTTTGTCATTATTTGAAAATCTATTCTGACA 
ACTTTTTAATTCCTTTGATCTTATAAGTTAAAGCTGTAACAACTGAAATTGCATGGATCAAGTAAGCATAGTTTT 
ATCCAGGGAGAAAAATAAAAGGAAGCCATAGAATTGCTCTGGTCAAAACCAAGCACACCATAGCCTTAACTGAAT 
ATTTAGGAAATCTGCCTAATCTGCTTATATTTGGTGTTTGTTTTTTGACTGTTGGGCTTTGGGAAGATGTTATTT 
ATGACCAATATCTGCCAGTAACGCTGTTTATCTCACTTGCTTTGAAAGCCAATGGGGGAAAAAAATCCATGAAAA 
AAAAAAGATTGATAAAGTAGATGATTTTGTTTGTATCCCTACCCATCTCCTGGCAGCCCTACTGAGTGAAATTGG 
GATACATTTGGCTGTCAGAAATTATACCGAGTCTACTGGGTATAACATGTCTCACTTGGAAAGCTAGTACTTTTA 
AATGGGTGCCAAAGGTCAACXGTAATGAGATAATTATCCCTGCCTGTGTCCATGTCAGACTTTGAGCTGATCCTG 
AATAATAAAGCCTTTTACCTT 
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FIGURE 1169 

MLFNSVLRQPQLGVLRNGWSSQYPLQSLLTGYQCSGNDEHTSYGETGVPVPPFGCTFSSAPNMEHVLAVANEEGF 
VRIjYNTESQSFRKKCFKEWMAHWNAVFDLA 

FEKAVFCTGGRDGNIMVWDTRCNKKDGFYRQVNQISGAHNTSDKQTPSKPKKKQNSKGLAPSVDFQQSVTVVIiFQ 
DENTLVSAGAVDGIIKVWDLRKNYTAYRQEPIASKSFLYPGSSTRKLGYSSLILDSTGSTLFANCTDDNIYMFNM 
TGLKTSPVAIFNGHQNSTFYVKSSLSPDDQFLVSGSSDEAAYIWKVSTPWQPPTVLLGHSQEVTSVCWCPSDFTK 
IATCSDDNTLKIWRLNRGLEEKPGGDKLSTVGWASQKKKESRPGLVTVTSSQSTPAKAPRVKCNPSNSSPSSAAC 
APSCAGDLPLPSNTPTFSIKTSPAKARSPINRRGSVSSVSPKPPSSFKMSIRNWVTRTPSSSPPITPPASETKIM 
SPRKALIPVSQKSSQAEACSESRNRVKRRLDSSCLESVKQKCVKSCNCVTELDGQVENLHLDLCCLAGNQEDLSK 
DSLGPTKSSKIEGAGTSISEPPSPISPYASESCGTLPLPLRPCGEGSEMVGKENSSPENKNWLLAMAAKRKAENP 
SPRSPSSQTPNSRRQSGKTLPSPVTITPSSMRKICTYFHRKSQEDFCGPEHSTEL 
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FIGURE 1170 

GXGCACCGXCGGCAACCXGCXTCCTGGAACCGXGXAXCGCXXCCGGGXGAGGGCTCXGAAXGAXGGAGGGXAXGG 

TCCCTATTCTGATGTCTCAGAAATTACCACTGCTGCAGGGCCTCCTGGACAATGCAAAGCACCTTGTATTTCTTG 

TACACCTGATGGATGTGTCTTAGTGGGTTGGGAGAGTCCTGATAGTTCTGGTGCTGACATCTCAGAGTACAGGTT 

GGAATGGGGAGAAGATGAAGAATCCTTAGAACrCATTTATCATGGGACAGACACCCGTTTTGAAATAAGAGACCT 

GTTGCCTGCTGCACAGTATTGCTGTAGACTACAGGCCTTCAATCAAGCAGGGGCAGGGCCGTACAGTGAACTTGT 

CCTTTGCCAGACGCCAGCGTCTGCCCCTGACCCCGTCTCCACTCTCTGTGTCCTGGAGGAGGAGCCCCTTGATGC 

CTACCCTGATTCACCTTCTGCGTGCCTTGTACTGAACTGGGAAGAGCCGTGCAATAACGGATCTGAAATCCTTGC 

TTACACCATTGATCTAGGAGACACTAGCATTACCGTGGGCAACACCACCATGCATGTTATGAAAGATCTCCTTCC 

AGAAACCACCXACCGGAXCAGAAXXCAGGCXAXAAAXGAAAXXGGAGCXGGACCAXTXAGXCAGXXCAXXAAAGC 

AAAAACTCGGCCATTACCACCCTTGCCTCCTAGGCTAGAATGTGCTGCTGCTGGTCCTCAGAGCCTGAAGCTAAA 

ATGGGGAGACAGTAACTCCAAGACACATGCTGCTGAGGACATTGTGTACACACTACAGCTGGAGGACAGAAACAA 

GAGGTTTATTTCAATCTACAGAGGACCCAGCCACACCTACAAGGTCCAGAGACTGACGGAATTCACATGCTACTC 

CTTCAGAATCCAGGCAGCAAGCGAGGCXGGAGAAGGGCCCTTCTCAGAAACCTATACCTTCAGCACAACCAAAAG 

TGTCCCCCCCACCATCAAAGCACCTCGAGTAACACAGTTAGAAGGAAATTCATGTGAAATTTTATGGGAGACGGT 

ACCATCAATGAAAGGTGACCCTGTTAACTACATTCTGCAGGTATTGGTTGGAAGAGAATCTGAGTACAAACAGGT 

GTACAAGGGAGAAGAAGCCACATTCCAAATCTCAGGCCTCCAGACCAACACAGACTACAGGTTCCGCGTATGTGC 

GXGTCGTCGCTGTTTAGACACCTCTCAGGAGCTAAGCGGAGCCTTCAGCCCCTCTGCGGCTTTTGTATTACAACG 

AAGXGAGGTCAXGCXTACAGGGGACATGGGGAGCXXAGATGAXCCCAAAATGAAGAGCATGATGCCTACXGAXGA 

ACAGTTTGCAGCCATCATTGTGCTTGGCTTTGCAACTTTGTCCATTTTATTTGCCTTTATATTACAGTACTTCTT 

AATGAAGTAAACCCAACAAAACTAGAGGTATGAATTAATGCTACACATTTTAATACACACATTTATTCAGATACT 

CCCCXXXXXAAAGCCCXXXXGTXXXXTGAXXXAXAXACXCXGXXXXACAGAXXXAGCXAGAAAAAAAAXGXCAGX 

GXXXXGGXGCACCXXXXXGAAAXGCAAAACXAGGAAAAGGXXAAACXGGATXTXXXXXXXXAAAAAAAAGAAAAA 

AAAAGAAGAAAAGTATACCAGATACCAAAAGCCAGCTXTCTTATGTTTTCCTTTAAATTTTCAGATTTACCTTCA 

XXCXGXTXXCACXGAXGTCXXXXGCAAGCCXXXGAXXXXXXXXTXTXTXGXXACAGTXTAGXAAXXTAXAXXCAC 

CAGTCACXTCAXATGTCTXGAACAXCXGXAXCXGXAAACATGAAXCACCGXGXGXGXACXXACAGGGCXAGGAXX 

XCAGXGXXGXCAGAGXAXXACCACACAGCAACAGCAACAXACAGAAGAXATGXXCACXCAGAXAAGACXGCCCXA 

AACAACCATXXXGTCACTCAGXXAXTXAACXGXGXXTAGCXCAXXTAAAXCAAAAXGXGTACTXXAAXCXAAAAX 

GTXTTAAXAATCTGXAXTTCXTAXAAXTXXAACACXAXGAGCTGCCXGXAXAAGAAAXCAAGXAACCAGAAXGCA 

CCTATAAAXTATGGAGCATTGXAGAXXXXACCACAXCAAXXCAXAGCAGXAACXXXAAGAGGGCAXTGXGCAAXA 

GXXAGXTGXXXXCXXGXTCAGCXAXTXXAAAGGCTGCXTXAACXXGXXXGXXXGXCXXXGXATATAACTACXXCX 

AATCXAATCACXAGAGXXAXXATAXTCXGXTAXGTXXGACCAGAAXXAXAXGACAAGAACXGGXGACAGXXTAGX 

GCCXCXGCCCAXXGXCCAXGAXXTACACXAATXGXGAGCAGTCXXCXTAXGXGXCAGCXCAXXAXXXXXGAAACA 

XXXGCCXXXAGGCXGXXCTXXGAGGXAXCAAXGAAGTGATTGAAXTTCAAXACCXTAAXXCAGXGCACAXAATAC 

XAAXGXAACAGCAGAXGAAAATXGATAAAACCCAAAAGAGAGTCATCTAAAXTXGXAGXTCCXAXXXCXGTGGGX 

XXGCCXGGCCAXGGXXGGAGAGGGAAXGGXGTXXGATGGXAAACACAGGGTGTXTGGGGAXCAAGGAGCCXAGAX 

XCXCXCCCXGGAXCXGXCACTAACXXGCXGCGXGACCXGAACACGXCACXXXACCXCTCTGTGCCXCAGXXXXCC 

CAXGCAXGAAAAAXAAAAXAAAAXAAAACGGGGAXXCXAAXGXXAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAAAAAAAAAAAAAAAAA 
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FIGURE 1171 

GCGCTCCCGGAACGCGCGCACCGCAGACGGCGCGGATCGCAGGGAGCCGGTCCGCCGCCGGAACGGGAGCCTGGG 
TGTGCGTGTGGAGTCCGGACTCGTGGGAGACGATCGCGAT^ACACGGTGCTGTCGCGGGCGAACTCACTpTTCG 
CCTTCTCGCTGAGCGTGATGGCGGCGCTCACCTTCGGCTGCTTCATCACCACCGCCTTCAAAGACAGGAGCGTCC 
CGGTGCGGCTGCACGTCTCGCGGATCATGCTAAAAAATGTAGAAGATTTCACTGGACCTAGAGAAAGAAGTGATC 
TGGGATTTATCACATTTGATATAACTGCTGATCTAGAGAATATATTTGATTGGAATGTTAAGCAGTTGTTTCTTT 
ATTTATCAGCAGAATATTCAACAAAAAATAATGCTCTGAACC7VAGTTGTCCTATGGGACAAGATTGTTTTGAGAG 
GTGATAATCCGl^AGCTGCTGCTGAAAGATATGAAAACAAAATATTTTTTCTTTGACGATGGAAATGGTCTCAAGG 
GAAACAGGAATGTCACTTTGACCCTGTCTTGGAACGTCGTACCAAATGCTGGAATXCTACCTCTTGTGACAGGAT 
CAGGACACGTATCTGTCCCATTTCCAGATACATATGAAATAACGAAGAGTTATTAM.TTATTCTGAATTTGAAAC 
AACATATTTTTATACTTAATGAATTGTATCTCATTAATCTCTTCCCTTACATCTTCATGTATTGTTGGTTTGTTT 
TTTGGTTTTGGGTTTTTTTTTTTTTTTTTTGGTATAAGAACTAACATCAAAAGGCCTGTTTAAAGGGAAAGGTTA 
ATGGGCTACTTAATATTAXGAACAAAACAAAAAAACAAGGCTGCCACAGTGGAATATTATCTTACAAGAATAAGA 
ACTACATAAAACAGATTTGTAAAAAATACATATTTGAAGTATTCCCTGTATTTCCATTATTCTTTATGGAATATA 
AAGTAAGCATGAAAGGTAGTTAAAACTTTCAGGTGCCTGTAGAGTCATAATAACTGTATTTTATGCCTTGCATTC 
ACGCAAATTCACATTG GAT GT GAT T TAAAAG TAGACAT TC TC TTT TTCC TCTX T TAGGAXAXG XTTGA XT AC TGG 
AAAATTAATATGGTTATTTGTTAGAAGTCTGGTTTATAAAAAAGCCAAAAGTGATGGAATTTATXCCArTTGXCT 
TAGGAAGGCCCATAATACTTGTTTTTCTTACATGTGACTAGCAACTTTCTCCACTTAAAGACTAAATACCTCTTT 
ATATGATGTAAATTATTCTAATTCATTTTAAAATCrTTTAGGTCAGCAAAATGTGTGTCXXCAGTGCTTTCTCTA 
AAAACGXTCCTTTATAGCTTTGTACTXTXrXTTTXAGCGXTGCCAXTGAAAGTXAAAATGXTTGCATGGTTXACC 
CXCTGAGTTAXGTTrCTTCTAGTGAGCATGCCXGCTGTCACTAAGTGAATTATTTACTACTTTTTGTAGGXCXAX 
AXTTTAAXAAXTAXXGGGATAAXAAXAAAAAAAAAAAAAAAAAA 
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FIGURE 1172 

MNTVLSRANSLFAFSLSVMAALTFGCFITTAFKDRSVPVRLHVSRIMLKNVEDFTGPRERSDLGFITFDITADLE 
NIFDWNVKQLFLYLSAEYSTKNNALNQWLWDKIVLRGDNPKLLLKDMKTKYFFFDDGNGLKGNRlsrVTLTLSWW 
VPNAGILPLVTGSGHVSVPFPDTYEITKSY 
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FIGURE 1173 

TTTGCTAAAGCCACCATAAAGGAAATAGTTGTGTGGCCC ATGT TGAGGCCAGACATCTTTACTGGTTTAAGGGGA 
CCCCCTAAAGGAATTTTGCTCTTTGGTCCTCCTGGGACTGGTAAAACTCTAATTGGCAAGTGCATTGCTAGTCAG 
TCTGGGGCAACATTCTTTAGCATCTCTGCTTCATCCTTAACTTCTAAATGGGTAGGTGAGGGGGAGAAAATGGTC 
CGTGCATTGTTTGCTGTTGCAAGGTGTCAGCAACCAGCTGTGATATTTATTGACGAAATTGATTCCTTGTTATCT 
CAACGGGGAGATGGTGAGCATGAATCTTCTAGAAGGATAAAAACAGAATTTTTAGTTCAATTAGATGGAGCAACA 
ACATCTTCTGAAGATCGTATCCTAGTGGTGGGAGCAACAAATCGGCCACAAGAAATTGATGAGGCTGCCCGGAGA 
AGATTGGTGAAAAGGCTTTATATTCCCCTCCCAGAAGCTTCAGCCAGGAAACAGATAGTAATTAATCTAATGTCC 
AAAGAGCAGTGTTGCCTCAGTGAAGAAGAAATTGAACAGATTGTACAGCAGTCTGATGCGTTTTCAGGAGCAGAC 
ATGACACAGCTTTGCAGGGAGGCTTCTCTTGGTCCTATTCGCAGTTTACAAACTGCTGACATTGCTACCATAACA 
CCGGATCAAGTTCGACCCATAGCTTACATTGATTTTGAAAATGCTTTTAGAACTGTGCGACCTAGTGTTTCTCCA 
AAAGATTTAGAGCTTTATGAAAACTGGAACAAAACTTTTGGTTGTGGAAAGTAAI3TGGGATACTTGGAATCAAGG 
CATCTCTGTAGTACAGTCTTCTTTATTTTTTAGCATAGAAAGTTGGGGATGTGTTAATTGTATTTTTAAGAATAT 
ATTCTAAGTTCTGTACTTCAAATAATAGCACAGATTTTACATCTGATTGACATAGTGTATGTTAATGTAAGTTTT 
GCTTTCCAGTGATTACCTGATACGTAAGCCTATTTGAACAAAGTGAGAATGAACTTTTGTTTCTAAGAAGTCTTT 
ATCTTGAAGCTATATAACATGAAAAGTGAGCTCAAATTTTTTTTAGTTGAAGATTACATATAAAGTXGTGTCTGA 
TTAATATTCATCTTTTATTGAAGAAAGTGCCTTCTGATGGCCACATAATTCTTAATGTCAGCTAGTATAATGGTT 
TACATTTGGACAAAGTATTGCTTAGTGTTATTTAAGTAGATTTAAGATCTCAAAGCTAAAGTGCCAATTTTTACT 
TTCTTCAGCCAATTTGTTACCTCTTTTATGGTTTTAAATTTTTATCAGGACTAACATTTTCAGAAATAGCAAGGT 
GTGATCTAGTATTAGATTCACAGAACTGAAAGGTTAATTAAGAATGTTGGTTATTTTCACGGGAGCGTGTGATAT 
TTAACATTAATATTTTATTTGACACTACAGCCTGTAATACTGCTCTCTTTCAAAAACAAGTTTTCAGATTTTTAT 
AAC AGAC C CAT T T T GT T T TATGAAAC ATGT TC AT T AC AGAAAC AT GAGAAAAT AGAGATAAGT AAAAAGAATAAA 
AGTCACTATTATCCTACCACTTTGCGGGACACACTATTAATATTTAAGCATAGATTCTTCCAGATGTTTTGTTTT 
ATACAGCAGTAGGATTGTGTAATGTATTCTCTCTTGTAGCCTATTCTTCAAAGCGTATCTTCACTTTCCATGTTA 
ACATAAATGTCCTTTTATGATTGTCTAGGATTCCATGGATGGATGGAATATAATTGAGTCATCTGGTAGAGCGCA 
TATAGGACAGGACGCTAGGTTGTTTATCTTTTGTTTATTGTAAAGGAACTATGTGGGATGCATTTGGTGATCTTT 
TTAAAAAATGTATAAATTTCTTGAGTAATTCCTGGATTAAAGAATATGCACTTCTT 



WO 2004/043361 



PCT7US2003/035268 



1291/1629 

FIGURE 1174 

MLRPDIFTGLRGPPKGILLFGPPGTGKTLIGKCIASQSGATFFSISASSLTSKWVGEGEKMVRALFAVARCQQPA 
VIFIDEIDSLLSQRGDGEHESSRRIKTEFLVQLDGATTSSEDRILWGATNRPQEIDEAARRRLVKRLYIPLPEA 
SARKQIVINLMSKEQCCLSEEEIEQIVQQSDAFSGADMTQLCREASLGPIRSLQTADIATITPDQVRPIAYIDFE 
NAFRTVRPSVSPKDLELYENWNKTFGCGK 
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FIGURE 1175 

CACATATAATAATAGCAACTCCTGGTCGACTGATTGACCACTTGAAACCTTTCGTATTTTCCAAGTGCTGGCAAG 

CGCTTCCTGCGCAGGCCGAGGCGACCTGGAGTTTGTGACGCTGTGATGGTCTAGAGGCTGGAGATTCAAGATCTG 

GGTGCCATCATTTTCTGGTTCTGTTGATGACCCTCTTCCAGGTTACATACAGCTTACATCTTGCATCCTCAAGCG 

TTTTTCTTATAAGGCTAAAAATTCACAAAGCATATATCAATffi^ATCAGGAGGATCTAGATCCGGATAGTACTACA 

GATGTGGGAGATGTTACAAATACTGAAGAAGAACTTATTAGAGAATGTGAAGAAATGTGGAAAGATATGGAAGAA 

TGTCAGAATAAATTATCACTTATTGGAACTGAAACACTCACCGATTCAAATGCTCAGCTATCATTGTTAATTATG 

CAAGTAAAATGTTTAACCGCTGAACTCAGTCAATGGCAGAAAAAAACACCTGAAACAATTCCCTTGACTGAAGAC 

GTTCTCATAACATTAGGAAAAGAAGAGTTCCAAAAGCTGAGACAAGATCTTGAAATGGTACTGTCCACTAAGGAG 

TCAAAGAATGAAAAGTTAAAGGAAGACTTAGAAAGGGAACAACGGTGGTTGGATGAACAGCAACAGATAATGGAA 

TCTCTTAATGTACTACACAGTGAATTGAAAAATAAGGTTGAAACATTTTCTGAATCAAGAATCTTTAATGAACTG 

AAAACTAAAATGCTTAATATAAAAGAATATAAGGAGAAACTCTTGAGTACCTTGGGCGAGTTTCTAGAAGACCAT 

TTTCCTCTGCCTGATAGAAGTGTTAAAAAGAAAAAGAAAAACATTCAAGAATCATCTGTAAACCTGATAACACTG 

CATGAAATGTTAGAGATTCTTATAAATAGATTATTTGATGTTCCACATGATCCATATGTCAAAATTAGTGATTCC 

TTTTGGCCACCTTATGTTGAGCTGCTGCTGCGTAATGGAATTGCCTTGAGACATCCAGAAGATCCAACCCGAATA 

AGATTAGAAGCTTTCCATCAGTAAAAGGATGTTTTCTTTTTTCACACAGTAAAAATTCTTATCATTCAAGGATAT 

TGGAACCACAGGACTATTTGGATAAAAAACATTATTTGCAAATTAATGCGCATAGTACTTTTATTGCAAAATGGC 

ATGTGCTGCCATCTATTATTCATTTTTAAATGGTCATTTCTTATTCAGTGAGTGCTTTAGTGTTTTAAACTATAT 

GGATAAGAATGCAGGTAGATAATATTCTAGGCATAAAACATTTAATGTACCTTACCTCATGCAATATTCTTTGGA 

TTCTTTGTTGATTTATGATATTGCTAATATAATATTTTCTTAAAATATATAACAATATCTTTTATGCATTTGAGT 

TCCAGCTGGTGCTTCTTTATATTTAGAAATTATAATGGGAAGGTCATTTAATTTACAGATGGTTTTAAAATTGAG 

GTAATATCTGAGGTGGCATAATTTAAAAATATTTAGCAAATTTGTTTCATATATACTGTCTTATTTCTAGATTTG 

TTTAAAATTGGAATATGAAAAACTAATGGATAAAGCTAGCATAAAATTGATATTTTAGTTTGTATTATTAATATA 

TCATGTTACCTTATATATTAATCTACTCTTGATTCTGCTAATTAXTACCAACAAAATTGTATTCATGACATTTTA 

TTAATCCTCTGTGAATTTTCTGTAAATAAAATTATTTCTGAAAATCTCTAAAAAAAAAAAAAAAAAAAA 
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FIGURE 1176 

MNQEDLDPDSTTDVGDVXNTEEELIRECEEMWKDMEECQNKLSLIGTETLTDSNAQLSLLIMQVKCLTAELSQWQ 
KKTPETIPLTEDVLITLGKEEFQKLRQDLEMVLSTKESKNEKLKEDLEREQRWLDEQQQIMESLNVLHSELKNKV 
ETFSESRIFNELKTKMLNIKEYKEKLLSTLGEFLEDHFPLPDRSVKKKKKNIQESSVNLITLHEMLEILINRLFD 
VPHDPYVKISDSFWPPYVELLLRNGIALRHPEDPTRIRLEAFHQ 
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FIGURE 1177 

AGTCGCTGTTTGGGACGCTGGGTGTGCGGTGTTCTGTCTCCGCTCCCGTTTCGCTGTCACAGCCCGTTCCTTCCC 

GGAGCCCGGGACAGGCTGGGCGCGCGCCCGTGTGAGTGAGCGGGACTCAGGGCAGAAGTGTCCCCTCACTGCGTT 

TTTTTTTCCTTTTATCCAAAGAACGGGGCAGTTAGTACGCTTGCCTTCCTGTCGCCCGGTTGGGAGCGGGGTTGG 

TGTGCGGAGTGGTTCGCCTTTTTTTCTTTAGAACTTGTGAGCCTTTTTTTTTTTTTTTTTTTCTTTCCTTTTTTT 

AGGCTCAGTGCTGTCCGGGCTGGTTTGCCCGGTCCCTGACTAACGGCTTTCTGCCCCTTCTCTCGCCACCCCTGC 

CCAAGGTCGCCCCTCTGCCTTCGCCCCTGTCCCGGGAGGGTGGGAAGCTTTGACCCCGCCCTGCCCACTCGCGTC 

TCCGCAGCCGTAGCCGCGCCTGTCCCAATATG2VATAGGGTCAACGACCCACTTATTTTTATAAGAGATATTAAGC 

CCGGACTGAAAAACTTAAATGTCGTCTTTATTGTCCTGGAGATAGGACGCGTGACCAAAACCAAAGACGGCCATG 

AAGTGAGATCGTGCAAAGTAGCAGATAAAACGGGCAGCATCACTATTTCCGTGTGGGATGAGATCGGAGGTCTTA. 

TACAGCCAGGGGATATTATTCGGTTGACCAGAGGGTATGCATCCATGTGGAAAGGATGTCTGACACTTTATACTG 

GAAGGGGTGGTGAACTTCAAAAAATTGGGGATCTAGGTGCGGTGCAGGCAGCCGCAATGCGAGATTCCATACACT 

ACTACCCTGGTAATGATCTCCACCCTGACCTGGAGGAGCCATCCTCTCTAGGGGTGTAAGATTTTGTATGGTTTA 

TTCAGAAGTGCCAAATTTCAGTGAACCCAACCCAGATTATCGAGGACAGCAGAACAAAGGGGCACAGAGTGAACA 

GAAGAATAATTCCATGAATAGTAATAXGGGTACAGGTACATTTGGACCAGTGGGAAATGGTGTTCACACTGGCCC 

TGAATCAAGGGAACACCAGTTTTCACATGCTGGCAGAAGCAATGGCCGGGGACTTATAAATCCACAACTACAAGG 

AACAGCTAGTAATCAAACAGTGATGACCACAATAAGTAATGGCAGGGACCCTCGGAGAGCCTTTAAAAGATGACC 

TATGCTAAATACTCATGTGTAGTTTTTATACTACATGCCCTACTTGAACACTTATTGCACTTTTATTTATTGTTA 

ACTGTGAAAAGTACGTCCTTTATTGGGTTTCCTTTTATATTCTTGGTTTGTTAAGAAGAATGGTTTGTTTTTATA 

GCAAAACTGTTAAGCTGCTCGAGTCTCCTGTTGAAGAATGGGAACACTGAAAAGTAGGGGCATTTATTTTTAGAG 

TAAA2UVGATTATTGGATAGCCTTTAAAAAACCTGCACCCATTTCATGGGTGAGTTACTXAAGACATCAGCTTTAT 

AGCCTCTATGAGTCTATCTTCTGTATAAGTTTTGTAATATTTAACATAAGGCTTAATGGGAGATGTTCTTTTGTC 

TTGTATTCAGATATTGCCAACTAAAGCAATAACCATCAAAAAACACAAGAACTTGTCAATGCTAGCAGTAATTTT 

TGAGTGTTTGTGGCTCTCGGAATGATTGACTTCGTTCAGTGACTACTATTAAGATTTTCCAAGGACTGACTCATC 

CCAAATTTTTGXTGTAXTACCAAAAAAACAGATTCCTTATCAGAATTTGGAATAGAATGTGATCTCTATTGCAAC 

AAGXAAXXXXAAAAGAAAGCXACATXXATTXXAGAGXAGXGCTCCTAACAXGXAXXATCAACXXXGTGGAXXACA 

XXGGAGGAAAATXXAAAACXGGGGCCXXGAAXAXXXAXTXXXTGAAACTACCAXGXXAAAXACXGAAGXATAAXX 

TGGGGGAGTTAXAAAGXXAXGAXAAACAXTCAXCXGAXXAXXXTAAACAAXAGXXGXGGXAGAXAAACATACXGG 

AGGXGAGXAAAAXTGAAXXCATAXAGXAACAXGCAGXCXGAAGXCCXAGXXACXXAAXAGGXACXCAGCCXGGAG 

TGAAAAXCCXGGGXACXGACXTXGAGAGGAGXGAGXGTGCAXGXXGXCAAAGTXXCXGAACACAGTXCACAXAGC 

CTXAXXAGCAAAAGXXTXAAGAAAXGGCXCXAXCAAAGAAGCAATTGCAGCXXXATXCAGAAATAXAAAAGXGGA 

AXXXAXGXACAXGXCAXAAGTGGTACCCACXXCCCCXXXXXACXGXAGGGXGGAXAACTCXTAGGAXXXAACXCX 

TXGAATAXXAXCTCXXGAAXAAAGCAXGXGXTAAXGXXAACAAACCXACGXAAXXXXXGCCCXXTCAAXGACXXA 

CAGTGGAGAGCCAGXACAXCXXAACXACTGXTGXAGXGAXGGXAXCAACCXCAXGGXXACXTAGCTCTGCATXXG 

TXGCXTXGXXTTXXXXCCACXXCAAAXCACAAAAXAAGTAGAXXXXGXXXXCXGAAAACXCCAXAGCAXXXGAAX 

ACAAAAAGXXGXGCCAGAXXGXXXGCCCXAAXXCACXGXGXXXAACAAAXATXXCAGTACACACTAXGTAXXAGG 

CACXGTGXGGAAAGTGXXAAGGGGXAGACAAGAXACCGAAXAAXCXCCACAAGXXXAXXXGXGGTCXAXAGTACX 

XXXGXAACXGGGGXXACAAAAAXXATAGAAAXXXXXXXCCXXXGTXCAXAXGCATAXXCAXGAXTAXAAXXXGGC 

XTXGXXXGXGAXXAAXGXTXXCXXAAGAXXXXCACAXXAXAGAAXACCXCAAAAGAAGXXGXCXAAGGACXGGGA 

XAGAGAGXAXGXXXCAXAAAAXXGXAGATGXXXAGAAXXXXXAAAAACCCTACAAAXTAGXAXAXGATXGXXXXA 

TAXAAGXAAGAXAGGAGCAACACXXXAAAXXAXXXGXGGGAGAAXACAGCAXXAAAGGXGAXTTXAAAAGAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 1178 

MNRVNDPLIFIRDIKPGLKNLNVVFIVLEIGRVTKTKDGHEVRSCKVADKTGSITISVWDEIGGLIQPGDIIRLT 
RGYASMWKGCLTLYTGRGGELQKIGDLGAVQAAAMRDSIHYYPGNDLHPDLEEPSSLGV 
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FIGURE 1179 

CAGCCCACCTCTTGCATCGTCACCTACAGGTATCTAAGCAATGGATCCAAGCCCTGGAGGTTGGTGAGAGCCATG 
TATTACCCCTAGATGAAATTGGACAAGAGACCATQICCGTAACCCTCCTCGATGCCAATCACTGTCCTGGTTCTG 
TCATGTTTCTCTTTGAAGGATATTTTGGAACCATCCTCTACACAGGTGATTTTCGATACACACCATCCATGCTAA 
AGGAGCCAGCCCTGACACTGGGGAAACAGATCCATACTTTATACCTAGACAACACCAATTGCAATCCAGCCCTGG 
TTCTTCCTTCCCGACAAGAAGCTGCCCACCAGATTGTCCAGCTCArTCGAAAACACCCACAACATAACATAAAGA 
TTGGACTCTACAGCCTGGGAAAGGAATCACTGCTGGAGCAGCTGGCCCTGGAGTTTCAGACCTGGGTGGTATTGA 
GTCCTCGGCGCCTGGAGTTGGTACAGCTACTGGGCCTGGCAGATGTGTTCACAGTGGAGGAGAAGGCTGGCCGCA 
TCCATGCAGTAGACCATATGGAGACCTGCCATTCCAACATGCTGCGTTGGAACCAGACCCACCCTACGATTGCTA 
TCCTTCCCACAAGCCGAAAAATCCACAGCTCCCACCCTGATATCCACGTCATCCCTTACTCTGACCATTCCTCTT 
ACTCCGAGCTTCGTGCCTTTGTCGCAGCACTGAAGCCTTGCCAGGTGGTGCCCATTGTAAGTCGGCGGCCCTGTG 
GAGGCTTTCAGGACAGTCTGAGCCCCAGGATCTCCGTGCCCCTGATTCCGGACTCTGTACAGCAATACATGAGTT 
CTTCCTCTAGAAAACCAAGCCTTCTCTGGCTGTTAGAAAGGAGGCTAAAGAGGCCGAGAACCCAAGGTGTTGTGT 
TTGAATCCCCTGAGGAAAGTGCTGATCAATCTCAAGCTGACAGAGACTCAAAGAAGGCCAAGAAAGAGAAACTTT 
CTCCCTGGCCTGCGGACCTTGAAAAGCAGCCTTCCCACCATCCTTTGCGGATCAAGAAGCAGTTGTTCCCAGATC 
TCTATAGCAAAGAATGGAACAAGGCAGTGCCTTTCTGTGAGTCTCAAAAGAGGGTGACTATGTTGACGGCCCCAC 
TGGGATTTTCAGTGCACTTAAGGTCTACAGATGAGGAGTTTATTTCTCAAAAAACCAGGGAGGAAATTGGTTTAG 
GGTCCCCCTTGGTACCCATGGGAGATGATGATGGAGGTCCAGAAGCCACAGGGAATCAGAGTGCCTGGATGGGCC 
ATGGTTGTCCCCTGTCCCACAGCAGCAAGGGCACCCCTCTTCTAGCTACTGAATTCAGGGGTCTAGCACTCAAAT 
ATCTTCTGACTCCAGTGAACTTTTTCCAGGCAGGGTATTCTTCCAGGAGATTTGACCAGCAAGTGGAAAAATACC 
ATAAACCCTGCTGAAGACAGGAGAGTACAGAATGACAACATTGAGCCCACACTGCAGTTTTGAAGATAGTAACTG 
ATGGCTGGTGGGAAAGAGTTTGTTTTTGGGGCCTACTTTTCTATCTTTACAAGACTCTTATGGGCCCACCGTGGA 
GCAGCACTTCCCAAAACTTGTTCACTGGGGTCCTCGTGCCTATGGAATCCTTCTTTTTATAACTAAGTTTAAGAA 
ATACTTTTTTTATAAAATCTTTGGAGTATGCGTGAGCAAATTAAAAGTTCTTTGAAGTCCTACAGTAACTTAATC 
TGTTTAACCTTGTTTAACCCAGTATTTCTCAAACTTTTGTGAACATGCAATCATCTTATGTGGGTACAGAAAGAG 
GTAAAGAGTCTGAATCAAAAAGGACCAGGTTATTGCTGTTGCTGTTTTGTGGTGTCATGAGCCATTCTCCATGTC 
CCCTTCTCCCTCTTCTCAGATCAAAATCCCTAGGGAGTTCTATTTTTAAAATTATGAACTATGGCGCTGCATGCT 
TCAATCCTGAACGTCACTGACTTGCTGTGACCATCCAAATAATTTTCCTGTCTCTGCCTCTGGGAGGGAACAGGA 
AGCGATGAAGAGGTCTTGGAACAGTAGTGAAAATTCTACCTCTATGTCCTTCATGAGGATGTGCAGTATCCCAGT 
ATCACTGGGATCCATGTGGAACAGAGCCAGCTGGGGGGTTGGGCAGCTCTCTCCAAGGCAGTACCTAGAGCCCAG 
CTGAACAACAAGGCTTTGGGTGTGAAGGGACTCCCCAGCCTGGAGACCCTATTTGGCTGAAACAGTTACAAAATA 
TCAAATGTGTTGTCAGATATTCCTCCAATTGTTCACATAGCTGGGATATTTGTTGCTCCCCTCACCCCTTGGATT 
ATGTAGGGAGCCAGTGCACACAGCCTGTTTGTTTTAGTATCCAAGGAAGAGACCAAGGAGCCAGCTGGCGGGAAG 
GGGTGGGGGTGTGCAGTCTGCCCTGTCCTTCTGCTCATAACCTGACAAAATGCCAAACTAGTAAGCAGGATAGCT 
GATACCACGGCTATGAGGGAGTAGGCTCCGAGAGGGCACAGACTTGTGGAGCTGGGCGTCTGGATCAAAACTGCT 
TTGGGATGGAACCTCGAGCCCTAGCAGTGAAGAAGATTCCATTTCTTGTCCAGGGGATTTAAAAGAGTTTTCTGC 
TTTGAGAGAGAAATAGAGAGTTTAGAAAGCAATTGCTCTTGGGAAAGCTATACACAGCTCTGTTTTGTCAATGAC 
CTTTGTTGTAAGTCTCCCAACGTCCTATTAGGAGCCACAGCAGGTGAGGCATTTGGTGCAGCAGGAAACATGGGG 
ACTGCCTAGGCTCGAATCTGTGGCACCCTGAGCAATTACTTAAATTGTGGAGCCTAGTTCCTCATCTGTAAGATG 
GACTTGAGATTCCTACCTCTCATGATTACTATGGAGATTGAATAATTGGTAAAATTCTCCTAGCTCAGTGACTGC 
CACAGGATGGGTCTTTCAGATrTTGGTTCTCTTTAGCTTCTGGTTCTTGAAAGAAATTGATCTGTATATAACATA 
AGAAACTTTGAAAGTC 
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FIGURE 1180 

MTVTLLDANHCPGSVMFLFEGYFGTILYTGDFRYTPSMLKEPALTLGKQIHTLYLDNTNCNPALVLPSRQEAAHQ 
IVQLIRKHPQHNIKIGLYSLGKESLLEQLALEFQTWWLSPRRLELVQLLGLADVFTVEEKAGRIHAVDHMETCH 
SNMLRWNQTHPTIAILPTSRKIHSSHPDIHVIPYSDHSSYSELRAFVAALKPCQVVPIVSRRPCGGFQDSLSPRI 
SVPLIPDSVQQYMSSSSRKPSLLWLLERRLKRPRTQGWFESPEESADQSQADRDSKKAKKEKLSPWPADLEKQP 
SHHPLRIKKQLFPDLYSKEWNKAVPFCESQKRVTMLTAPLGFSVHLRSTDEEFISQKTREEIGLGSPLVPMGDDD 
GGPEATGNQSAWMGHGSPLSHSSKGTPLLATEFRGLALKYLLTPVNFFQAGYSSRRFDQQVEKYHKPC 
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FIGURE 1181A 

CCGGTTCCCGCGGTCGCAGCTCCAGCCGCCTCCTCCGCGCAGCCGCCGCCTCAGCTGCTCGCTCTGTGGGTCGGT 
CCTCTCCGGCACTTGGGCTCCAGTCGCGCCCTCCAAGCCCTTCAGGCCGCCCCAGTGTCCTCCTCCTTCTCCGGC 
CAGACCCAGCCCCGCGAAGATGGTGGACCGCGAGCAACTGGTGCAGAAAGCCCGGCTGGCCGAGCAGGCGGAGCG 
CTACGACGACATGGCCGCGGCCATGAAGAACGTGACAGAGCTGAATGAGCCACTGTCGAATGAGGAACGAAACCT 
TCTGTCTGTGGCCTACAAGAACGTTGTGGGGGCACGCCGCTCTTCCTGGAGGGTCATCAGTAGCATTGAGCAGAA 
GACATCTGCAGACGGCAATGAGAAGAAGATTGAGATGGTCCGTGCGTACCGGGAGAAGATAGAGAAGGAGTTGGA 
GGCTGTGTGCCAGGATGTGCTGAGCCTGCTGGATAACTACCTGATCAAGAATTGCAGCGAGACCCAGTACGAGAG 
CAAAGTGTTCTACCTGAAGATGAAAGGGGACTACTACCGCTACCTGGCTGAAGTGGCCACCGGAGAGAAAAGGGC 
GACGGTGGTGGAGTCCTCCGAGAAGGCCTACAGCGAAGCCCACGAGATCAGCAAAGAGCACATGCAGCCCACCCA 
CCCCATCCGATTAGGCCTGGCTCTTAACTACTCCGTCTTCTACTATGAGATCCAGAACGCCCCAGAGCAAGCGTG 
CCACTTGGCCAAGACCGCGTTCGACGACGCCATCGCCGAGCTTGACACCCTCAACGAGGACTCCTACAAGGACTC 
CACGCTCATCATGCAGCTCCTCCGCGACAACCTCACGCTCTGGACGAGCGACCAGCAGGACGACGATGGCGGCGA 
AGGCAACAATSAAGGCCCCAGGGGAACTGGCAGCGCACGCGGATGCTACTACTGCAGTCTTTATTTTTTTCCCAT 
GAGTTGGGGGTCGGGTGGGGGAGGGAAAGGGAGGGATGACCTTCCCAGGGAGAAACCCACGACCTGTCCTGTCTT 
TGATCGCCTCTTTGACATTTTTGCCAAAATACCACTAGTGGAAAGTCAGGCTAGCTGTGCTGGTATTGGAATAGC 
AGCCTCACACTGGCGTCTGGACTGTTCTGTAGATTCATGCAAGTGGAGCTGTCTGTCTCTAATTTAACTTATTGC 
TAGATAATAGGGTTTTCAGATGAAAAGAAAACTTAAAGAGGAATGGCCCTCATTCAGTAAGTTCTGTGGTTCCAG 
TAAGGATTTTTATGTACATACGCTCTCGTCTCTCGTTTTGGGTACTTTCTATCTCATCTGTCTCGGCTCTGCATG 
TTTTCCAGGGTGTAGCCTACAGACATGGAACAGTGTAAATCCCAGACTGACAGACTTAGAACCTGAGGTCTCATT 
CATCCTTATGGTTTAGGCCTTGCCAGTTTTCCGAAGTCTCTGATTAGTTGACAGTATTAACACTAAATTGCAGTT 
TACAGTATTTCTACATTACAGCCATATGTAACATCAAGCCATCGATTGTGTACTTTTCCTTTGCTAGTTGTTTGG 
GCTTTAACATCCTTATTCAGCCTTATCCAGGTTGGTTTTGCTGTTGATCGGTCTCCTAGGCTAAATGAGAATGAA 
AGCGACTTCAGGTTTTTGGTTCATAGGTGCTCGGCAGGTGGCTGTGGGATTTTTTTTTTTGGTCCTTCTTTCCTC 
TTAACGTAAATCCACCACCAAAATTATTAATCCTCTTGAGAGAAACGTGAAACGCCACAAAAATAGAGAAAATTC 
AGGTCTGTATGTCATGGATCGTGTTGGTATTTTCAGAGAACATCCCGCTTCTGAAGCTGCTGCAGCTCCCTCCTC 
AGGGATCACACTGCCGTCACCCACTCTGCACTGGGGCGTTTCCTACTGCGCCTCGTGCTGGCGGACGCAGCTGGG 
TGCAGAAGCTGTGGGGTCGGAGAGGCGTTTGGAGAAGGTCTGTGGTGCAGTGTGTGAAAATTCAGGTGCTAGAAG 
CCTACTGGTAGAAAAACCCAAAAGGAAGAGCTATATCCTTAACCATTCTGTCCAATXTCGGGAGCCTTGTCAGTG 
TGTCAGTTTTTCCTCCCCGAAGACACTCCTTCCCCAAGTAATTGTAGGAAGATAAAAAAACTGTTACCAGATAAC 
AAACACTTAACTCCTATTTGACCAGAACTTTTTCCTCTCGAGATAGTTTTTTCTTTTTAATGAAAAAAGCATAGG 
AATTGGAGATTGGCTTGTCTCACGCAGCCAGTGCACATTTGGAATTGACGGAAACAACGTTGCTATTTCCACCCA 
TTTGTTTTCGGCAGCCTTAAGGCCCTCATTCTCATTTCGGGTGAATCTGTCTATCTGTGAACGTGGCCCGCATGT 
GCATTCTTTTTTTTATATATATAAAGTCAGTGACGAGGCACTCCCGAGACGTGTAATGACACCACACTTGTTTTC 
TTTGTTTCTTTGTTTTATTTAGGCAAGAAGAGGTGTGAGTAATTGAGGAAAAACTGACAGATGCTTTTGCTAATA 
CCAAAATTGAGCTTACAATTAGGAACTGAGTATGTGTAACAGGATACAGGTGACAGTGAAGATAGAAGAACCACG 
ATGACCACAGACTCAATGTGCTCTGTAACATCGCACAGTTTACCCAGCATGACTTTCCTTAGGAGGCCCCCTCCT 
CACGCTAGAGTAAAAGTCCCAGTTAAGTGAAGCCTACCAGAAGAACTAGTAGAAGAAGCTTTGCCGCTTTTGTGC 
CTCTCACAGGCGCCTAAAGTCATTGCCATGGGAGGAAGACGATTTGGGGGGGGAGGGGGGGGGCAGGGTAGGTGG 
GGCTTTCCCTAATTTATCTTCATGTCCAGTGAGCAGTGTTGCGTTTTTCCTTGTAGCATTTGGAAATGATTTACT 
GGAATTACAAAACCTATTTTTCCTTTAAATTTCAGCTTTGGCTCTGGCTGCTTTTTAGAATAATGCAAGATAAAA 
ATCACACCTGAGGGCTGAAAACGGAGAGGGAATGGGAGACTTGATATTTAAGCAGCTTGAATGGTTTTTCTTTTC 
TTTATTTTTAAAGAAATGCACTTGCCTATGATACTGTCTCTCCAGTGAAATGATTACTCCTCCATTACTCTATTG 
ATACAATATTGTGCATGCTAGTGTTGTATTTCTATACAGTAGCTTGAAATTGATTAACTTATACTGTAGGTGTTA 
TGTATTCCTATGACAAAAAAAATTAAGTCTTCAAATTTTTTAAAGGTTTTTTTTTTTTAATTTAATTTTTCCTTT 
TGGGGGTAAAGTTTGCTCTACCAAATAGTGATTGTAACAAATTGATCTGTTTTGGATGTTGCTATAGTGACATGC 
AGTTATATATTTTGTTTTTAAAAGGGGGGGAGCAAAAGAAACACCAGTGTTAGCTTAATCTTAATGTCTGGXGTT 
TGTCATGGTGAAATTATAACTATTACAGTGTTGGAGAACAACAAATATGTTCTCTGAATGAGCCTTTGTGCTTTT 
TGTCATGTTATGCAGTGAACTATTTTTAAGGTCTAATCAGTGATTATTTTTCCAGCTCCGTGTTTCTCTAAGGAA 
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FIGURE 1181B 

TTATTTCACACACGGACCATCTTTAGCAGTTTCCTCAGTGATGGAATATCATGAATGTGAGTCATTATGTAGCTG 
T C GT AC AT TG AGC AAAT AAACT T AC AG ATC TG AC GC C 
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FIGURE 1182 

MVDREQLVQKARLAEQAERYD DMAAAMKNVTELNEP L SNEERNLL S VAYKNWGARRS S WRVI SSI EQKT SAD GN 
EKKIEMVRAYREKIEKELEAVCQDVLSLIiDNYLIKNCSETQYESKVFYLKMKGDYYRYLAEVATGEKRATWESS 
EKAYSEAHEISKEHMQPTHPIRLGLALNYSVFYYEIQNAPEQACHLAKTAFDDAIAELDTLNEDSYKDSTLIMQL 
LRDNLTLWTSDQQDDDGGEGNN 
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FIGURE 1183 

AGCAGTGGCCCAAAGAGGAGCAGCAGACAAGAGTGCAGTGGTGGCTGCCGCCGCACCAGCCTCAGTGGCAGATGA 
CACACCACCCCCCGAGCGTCGGAACAAGAGCGGTATCATCAGTGAGCCCCTCAACAAGAGCCTGCGCCGCTCCCG 
CCCGCTCTCCCACTACTCTTCTTTTGGCAGCAGTGGTGGTAGTGGCGGTGGCAGCATGATGGGCGGAGAGTCTGC 
TTGACAAGGCCACTGCGGCTGCAGCCTGGCCTTCCCTGTTGGCCAATGGGATGACCTGGCGGCGGCC ATGG CGGT 
GGACAAAAGCAACCCTACCTCAAAGCACAAAAGTGGTGCTGTGGCCAGCCTGCTGAGCAAGGCAGAGCGGGCCAC 
GGAGC T GG CAGCCGAGGG AC AGCTGACGCTGCAGCAGTTTGCGCAGTCC AC AGAGATGCTGAAGCGCGTGGTGC A 
GGAGCATCTCCCGCTGATGAGCGAGGCGGGTGCTGGCCTGCCTGACATGGAGGCTGTGGCAGGTGCCGAAGCCCT 
CAATGGCCAGTCCGACTTCCCCTACCTGGGCGCTTTCCCCATCAACCCAGGCCTCTTCATTATGACCCCGGCAGG 
TGTGTTCCTGGCCGAGAGCGCGCTGCACATGGCGGGCCTGGCTGAGTACCCCATGCAGGGAGAGCTGCCTCTGCC 
ATCAGCTCCGGCAAGAAGAAGCGGAAACGCTGCGGCATTGTGCGCGCCCTGCCGGCGGCGCATCAACTGCGAGCA 
GTGCAGCAGTTGTAGGAATCGAAAGACTGGCCATCAGATTTGCAAATTCAGAAAATGTGAGGAACTCAAAAAGAA 
GCCTTCCGCTGCTCTGGAGAAGGTGATGCTTCCGACGGGAGCCGCCTTCCGGTGGTTTCAG TGAC GGCGGCGGAA 
CCCAAAGCTGCCCTCTCCGTGCAATGTCACTGCTCGTGTGGTCTCCAGCAAGGGATTCGGGCGAAGACAAACGGA 
TGCACCCGTCTTTAGAACCAAAAATATTCTCTCACAGATTTCATTCCTGTTTTTATATATATATTTTTTGTTGTC 
GTTTTAACATCTCCACGTCCCTAGCATAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 1184 

MAVDKSNPTSKHKSGAVASLLSKAERATELAAEGQLTLQQFAQSTEMLKRWQEHLPLMSEAGAGLPDMEAVAGA 
EALNGQSDFPYLGAFPINPGLFIMTPAGVFLAESAIiHMAGLAEYPMQGELPLPSAPARRSGNAAALCAPCRRRIN 
CEQCS S CRNRKTGHQ I CKFRKCEELKKKP S AALEKVMLP TGAAFRWFQ 
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FIGURE 1185 

GGAACAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGG 
CACGAGCAGAAGAGGGGGCTAGCTAGCTGTCTCTGCGGACCAGGGGAGACCCCGCGCCCCCCCGGTGTGAGGCGG 
CCTCACAGGGCCGGGTGGGCTGGCGAGCCGACGCGGCGGCGGAGGAGGCTGTGAGGAGTGTGTGGAACAGGACCC 
GGGACAGAGGAACC ATGG CTCCGCAGAACCTGAGCACCTTTTGCCTGTTGCTGCTATACCTCATCGGGGCGGTGA 
TTGCCGGACGAGATTTCTATAAGATCTTGGGGGTGCCTCGAAGTGCCTCTATAAAGGATATTAAAAAGGCCTATA 
GGAAACTAGCCCTGCAGCTTCATCCCGACCGGAACCCTGATGATCCACAAGCCCAGGAGAAATTCCAGGATCTGG 
GTGCTGCTTATGAGGTTCTGTCAGATAGTGAGAAACGGAAACAGTACGATACTTATGGTGAAGAAGGATTAAAAG 
ATGGTCATCAGAGCTCCCATGGAGACATTTTTTCACACTTCTTTGGGGATTTTGGTTTCATGTTTGGAGGAACCC 
CTCGTCAGCAAGACAGAAATATTCCAAGAGGAAGTGATATTATTGTAGATCTAGAAGTCACTTTGGAAGAAGTAT 
ATGCAGGAAATTTTGTGGAAGTAGTTAGAAACAAACCTGTGGCAAGGCAGGCTCCTGGCAAACGGAAGTGCAATT 
GTCGGCAAGAGATGCGGACCACCCAGCTGGGCCCTGGGCGCTTCCAAATGACCCAGGAGGTGGTCTGCGACGAAT 
GCCCTAATGTCAAACTAGTGAATGAAGAACGAACGCTGGAAGTAGAAATAGAGCCTGGGGTGAGAGACGGCATGG 
AGTACCCCTTTATTGGAGAAGGTGAGCCTCACGTGGATGGGGAGCCTGGAGATTTACGGTTCCGAATCAAAGTTG 
TCAAGCACCCAATATTTGAAAGGAGAGGAGATGATTTGTACACAAATGTGACAATCTCATTAGTTGAGTCACTGG 
TTGGCTTTGAGATGGATATTACTCACTTGGATGGTCACAAGGTACATATTTCCCGGGATAAGATCACCAGGCCAG 
GAGCGAAGCTATGGAAGAAAGGGGAAGGGCTCCCCAACTTTGACAACAACAATATCAAGGGCTCTTTGATAATCA 
CTTTTGATGTGGATTTTCCAAAAGAACAGTTAACAGAGGAAGCGAGAGAAGGTATCAAACAGCTACTGAAACAAG 
GGTCAGTGCAGAAGGTATACAATGGACTGCAAGGATAT TGAG AGTGAATAAAATTGGACTTTGTTTAAAATAAGT 
GAATAAGCGATATTTATTATCTGCAAGGTTTTTTTGTGTGTGTTTTTGTTTTTATTTTCAATATGCAAGTTAGGC 
TTAATTTTTTTATCTAATGATCATCATGAAATGAATAAGAGGGCTTAAGAATTTGTCCATTTGCATTCGGAAAAG 
AATGACCAGCAAAAGGTTTACTAATACGTCTCCCTTTGGGGATTTAATGTCTGGTGCTGCCGCCTGAGTTTCAAG 
AATTAAAGCTGCAAGAGGACTCCAGGAGCAAAAGAAACACAATATAGAGGGTTGGAGTTGTTAGCAATTTCATTC 
AAAATGCCAACTGGAGAAGTCTGTTTTTAAATACATTTTGTTGTTATTTTT 
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FIGURE 1186 

MAPQNLSTFCLLLLYLIGAVIAGRDFYKILGVPRSASIKDIKKAYRKLALQLHPDRNPDDPQAQEKFQDLGAAYE 
VLSDSEKRKQYDTYGEEGLKDGHQSSHGDIFSHFFGDFGFMFGGTPRQQDRNIPRGSDIIVDLEVTLEEVYAGNF 
VEWRNKPVARQAPGKRKCNCRQEMRTTQLGPGRFQMTQEWCDECPNVKLVNEERTLEVEIEPGVRDGMEYPFI 
GEGEPHVDGEPGDLRFRIKVVKHPIFERRGDDLYTNVTISLVESLVGFEMDITHLDGHKVHISRDKITRPGAKLW 
KKGEGLPNFDNNNIKGSLIITFDVDFPKEQLTEEAREGIKQLLKQGSVQKVYNGLQGY 
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FIGURE 1187 

GGCACGAGGGCCAGGAACGCCAGCCGTTCACGCGTTCGGTCCTCCTTGGCTGACTCACCGCCCTCGCCGCCGCAC 
CATGGACGCCCCCAGGCAGGTGGTCAACTTTGGGCCTGGTCCCGCCAAGCTGCCGCACTCAGTGTTGTTAGAGAT 
ACAAAAGGAATTATTAGACTACAAAGGAGTTGGCATTAGTGTTCTTGAAATGAGTCACAGGTCATCAGATTTTGC 
CAAGATTATTAACAATACAGAGAATCTTGTGCGGGAATTGCTAGCTGTTCCAGACAACTATAAGGTGATTTTTCT 
GCAAGGAGGTGGGTGCGGCCAGTTCAGTGCTGTCCCCTTAAACCTCATTGGCTTGAAAGCAGGAAGGTGTGCGGA 
CTATGTGGTGACAGGAGCTTGGTCAGCTAAGGCCGCAGAAGAAGCCAAGAAGTTTGGGACTATAAATATCGTTCA 
CCCTAAACTTGGGAGTTATACAAAAATTCCAGATCCAAGCACCTGGAACCTCAACCCAGATGCCTCCTACGTGTA 
TTATTGCGCAAATGAGACGGTGCATGGTGTGGAGTTTGACTTTATACCCGATGTCAAGGGAGCAGTACTGGTTTG 
TGACATGTCCTCAAACTTCCTGTCCAAGCCAGTGGATGTTTCCAAGTTTGGTGTGATTTTTGCTGGTGCCCAGAA 
GAATGTTGGCTCTGCTGGGGTCACCGTGGTGATTGTCCGTGATGACCTGCTGGGGTTTGCCCTCCGAGAGTGCCC 
CTCGGTCCTGGAATACAAGGTGCAGGCTGGAAACAGCTCCTTGTACAACACGCCTCCATGTTTCAGCATCTACGT 
CATGGGCTTGGTTCTGGAGTGGATTAAAAACAATGGAGGTGCCGCGGCCATGGAGAAGCTTAGCTCCATCAAATC 
TCAAACAATTTATGAGATTATTGATAATTCTCAAGGATTCTACGTTTGTCCAGTGGAGCCCCAAAATAGAAGCAA 
GATGAATATTCCATTCCGCATTGGCAATGCCAAAGGAGATGATGCTTTAGAAAAAAGATTTCTTGATAAAGCTCT 
TGAACTCAATATGTTGTCCTTGAAAGGGCATAGGTCTGTGGGAGGCATCCGGGCCTCTCTGTATAATGCTGTCAC 
AATTGAAGACGTTCAGAAGCTGGCCGCCTTCATGAAAAAATTTTTGGAGATGCATCAGCTATGAACACATCCTAA 
CCAGGATATACTCTGTTCTTGAACAACATACAAAGTTTAAAGTAACTTGGGGATGGCTACAAAAAGTTAACACAG 
TATTTTTCTCAAATGAACATGTTTATTGCAGATTCTTCTTTTTTGAAAGAACAACAGCAAAACATCCACAACTCT 
GTAAAGCTGGTGGGACCTAATGTCACCTTAATTCTGACTTGAACTGGAAGCATTTTAAGAAATCTTGTTGCTTTT 
CTAACAAATTCCCGCGTATTTTGCCTTTGCTGCTACTTTTTCTAGTTAGATTTCAAACTTGCCTGTGGACTTAAT 
AATGCAAGTTGCGATTAATTATTTCTGGAGTCATGGGAACACACAGCACAGAGGGTAGGGGGGCCCTCTAGGTGC 
TGAATCTACACATCTGTGGGGTCTCCTGGGTTCAGCGGCTGTTGATTCAAGGTCAACATTGACCATTGGAGGAGT 
GGTTTAAGAGTGCCAGGCGAAGGGCAAACTGTAGATCGATCTTTATGCTGTTATTACAGGAGAAGTGACATACTT 
TATATATGTTTATATTAGCAAGGTCTGTTTTTAATACCATATACTTTATATTTCTATACATTTATATTTCTAATA 
ATACAGTTATCACTGATATATGTAGACACTTTTAGAATTTATTAAATCCTTGACCTTGTGCATTATAGCATTCCA 
TTAGCAAGAGTTGTACCCCCTCCCCAGTCTTCGCCTXCCTCTTTTTAAGCTGTTTTATGAAAAAGACCTAGAAGT 
TCTTGATTCATTTTTACCATTCTTTCCATAGGTAGAAGAGAAAGTTGATTGGTTGGTTGTTTTTCAATTATGCCA 
TTAAACTAAACATTTCTGTTAAATTACCCTATCCTTTGXTCXCTACTGTTTTCTTTGTAATGTATGACTACGAGA 
GTGATACTTTGCTGAAAAGTCTTTCCCCTATTGTTTATCTATTGTCAGTATTTTATGTTGAATATGTAAAGAACA 
TTAAAGTCCTAAAACATCTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 1188 

MDAPRQVVNFGPGPAKLPHSVLLEIQKELLDYKGVGISVLEMSHRSSDFAKIINNTENLVRELLAVPDNYKVIFL 
QGGGCGQF S AVP LNL I GLKAGRCAD Y WTGAWS AKAAEE AKKFGT IN I VHPKLGS YTK I P DP S T WNLNPD AS YVY 
YCANETVHGVEFDFIPDVKGAVLVCDMSSNFLSKPVDVSKFGVIFAGAQKNVGSAGVTWIVRDDLLGFALRECP 
SVLEYKVQAGNSSLYNTPPCFSIYVMGLVLEWIKNNGGAAAMEKLSSIKSQTIYEIIDNSQGFYVCPVEPQNRSK 
MNIPFRIGNAKGDDALEKRFLDKALELNMLSLKGHRSVGGIRASLYNAVTIEDVQKLAAFMKKFLEMHQL 
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FIGURE 1189 

CGCCCGTCGGGGTCTCGTTTCAGCAGCCAATGGGTCTGCACCTTCGTCCTCGTCAGCATTTTGTCTAATCGCGGC 
CTGTGACCTCGAAGGCGGGGAGCAGAGGGAGATACAGAAACCGACAGGGCCAGGCGCCGGTGGCTCCGAAGCGGG 
GAAGTGGGACAAGATGGTTTACATCTCGAACGGACAAGTGTTGGACAGCCGGAGTCAGTCTCCATGGAGATTATC 
TTTGATAACAGATTTCTTCTGGGGAATAGCTGAGTTTGTGGTTTTGTTTTTCAAAACTCTGCTTCAGCAAGATGT 
GAAAAAAAGAAGAAGCTATGGAAACTCATCTGATTCCAGATATGAXGATGGAAGAGGGCCACCAGGAAACCCTCC 
CCGAAGAATGGGTAGAATCAATCATCTGCGTGGCCCTAGTCCCCCTCCAATGGCTGGTGG ATGAG GAAGGT7UUVT 
GTCTGCTCTAAGAAGCAGACAACCGGACATGCGCATTCATAGCAGAAGGAAACCATCAAGAAGTGGAAGGCTGAC 
CATGATGAGCAGTAGATGAATGTGTATGTCTAAACAAGGACTGCTCTGTGTCCTCACAGATGAATGAGGTCATGC 
TGGGAATTCCCTCTGCAGGGAACTGGCCTGACTGACATGCAGTTCCATAAATGCAGATGTTTGTCTCATTACCTT 
TTTGTATAGTTTATTAAAGTATTAATATAGTTTTAATAAGTAAATATTTTTAGGTTGCAGAATGGACTCCTCATC 
TTTATATTCACGAAAAAGCAATCTGAAGAAAACAAATAAAAGCCTGTGTATTTAGCAAAAAAAAAAAAAAAAAAA 
AAAAAAAAAAAAAA 
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FIGURE 1190 

ARRGLVSAANGSAPSSSSAFCLIAACDLEGGEQREIQKPTGPGAGGSEAGKWDKMVYISNGQVLDSRSQSPWRLS 
LITDFFWGIAEFVVLFFKTLLQQDVKKRRSYGNSSDSRYDDGRGPPGNPPRRMGRINHLRGPSPPPMAGG 
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FIGURE 1191 

ATGTTGGTGCTGTTTGAAACGTCTGTGGGTTACGCCATCTTTAAGGTTCTAAATGAGAAGAAACTTCAAGAGGTT 
GATAGTTTATGGAAAGAATTTGAAACTCCAGAGAAAGCAAACAAAATAGTAAAGCTAAAACATTTTGAGAAATTT 
CAGGATACAGCAGAAGCATTAGCAGCATTCACAGCTCTGATGGAGGGCAAAATCAATAAGCAGCTGAAAAAAGTT 
CTGAAGAAAATAGTAAAAGAAGCCCATGAACCGCTGGCAGTAGCTGATGCTAAACTAGGAGGGGTCATAAAGGAA 
AAGCTGAATCTCAGTTGTATCCATAGTCCTGTTGTTAATGAACTTATGAGAGGAATTCGTTCACAAATGGATGGA 
TTAATCCCTGGGGTAG2VACCACGTGAAATGGCAGCTATGTGTCTTGGATTGGCTCACAGCCTGTCTCGATATAGA 
TTGAAGTTTAGCGCTGATAAAGTAGACACAATGATTGTTCAGGCAATTTCCTTGTTAGATGACTTGGATAAAGAA 
CTAAACAACTACATTATGCGATGTAGAGAATGGTATGGCTGGCATTTCCCTGAATTAGGAAAAATTATTTCAGAT 
AATTTAACATACTGCAAGTGTTTACAGAAAGTTGGCGATAGGAAGAACTATGCCTCTGCCAAGCTTTCTGAGTTG 
CTGCCAGAAGAAGTTGAAGCAGAAGTGAAAGCAGCTGCAGAGATATCAATGGGAACAGAGGTTTCAGAAGAAGAT 
ATTTGCAATATTCTGCATCTTTGCACCCAGGTGATTGAAATCTCTGAATATCGAACCCAGCTCTATGAATATCTA 
CAAAATCGAATGATGGCCATTGCACCCAATGTTACAGTCATGGTTGGGGAATTAGTTGGAGCACGGCTTATTGCT 
CATGCAGGTTCTCTTTTAAATTTGGCCAAGCATGCAGCTTCTACCGTTCAGATTCTTGGAGCTGAAAAGGCACTT 
TTCAGAGCCCTCAAATCTAGACGGGATACCqCTAAGTATGGTCTCATTTATCATGCTTCACTCGTGGGCCAGACA 
AGTCCCAAACACAAAGGAAAGATTTCTCGAATGCTGGCAGCCAAAACCGTTTTGGCTATCCGTTATGATGCTTTT 
GGTGAGGATTCAAGTTCTGCAATGGGAGTTGAGAACAGAGCCAAATTAGAGGCCAGGTTGAGAACTTTGGAAGAC 
AGAGGGATAAGAAAAATAAGTGGAACAGGAAAAGCATTAGCAAAAACAGAAAAATATGAACACAAAAGTGAAGTG 
AAGACTTACGATCCTTCTGGTGACTCCACACTTCCAACCTGCTCTAAAAAACGCAAAATAGAACAGGTAGATAAA 
GAGGATGAAATTACTGAAAAGAAAGCCAAAAAAGCCAAGATTAAAGTTAAAGTTGAAGAAGAGGAAGAAGAAAAA 
GTGGCAGAAGAAGAAGAAACATCTGTGAAGAAGAAGAAGAAAAGGGGTAAAAAGAAACACATTAAGGAAGAACCA 
CTTTCTGAGGAAGAACCATGTACCAGCACAGCAATTGCTAGTCCAGAGAAAAAGAAGAAAAAGAAAAAAAAGAGA 
GAGAACGAGGAT TAA 
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FIGURE 1192 

MLVLFETSVGYAIFKVLNEKKLQEVDSLWKEFETPEICANKIVKLKHFEKFQDTAEALAAFTALMEGKINKQLKKV 
LKKIVKEAHEPLAVADAKLGGVIKEKLNLSCIHSPVVNELMRGIRSQMDGLIPGVEPREMAAMCLGLAHSLSRYR 
LKFSADKVDTMIVQAISLLDDLDKELNNYIMRCREWYGWHFPELGKIISDNLTYCKCLQKVGDRKNYASAKLSEL 
LPEEVE AEVKAAAE I SMGTEVSEED I CNI LHLCTQVIE I SE YRTQL YE YLQNRMMAI APNVTVMVGELVGARLI A 
HAGSLLNLAKHAASTVQILGAEKALFRALKSRRDTPKYGLIYHASLVGQTSPKHKGKISRMLAAKTVLAIRYDAF 
GEDSSSAMGVENRAKLEARLRTLEDRGIRKISGTGKALAKTEKYEHKSEVKTYDPSGDSTLPTCSKKRKIEQVDK 
EDEITEKKAKKAKIKVKVEEEEEEKVAEEEETSVKKKKKRGKKKHIKEEPLSEEEPCTSTAIASPEKKKKKKKKR 
ENED 
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FIGURE 1193 

GGGGGTGGCGGGGACGCGAGTGGCGGCCGCGGGGCCCCGGACAAGGGTCCGCAGAGCTGCAGCCTTCGAGGGCCA 
GCCCTCTCCGAGTCCGGGGCTGGGTCCCACCAGTGACAAGGCGGCAGCCCCGCGCACACCAAAGAGAAAGCGGCT 
GTGGCGGCAGCGGCAGCCCCAGCCMGCTGTGTTATGTGACGAGGCCGGACGCGGTGCTGATGGAGGTGGAGGTG 
GAGGCGAAAGCCAACGGCGAGGACTGCCTCAACCAGGTGTGCAGGCGACTGGGAATCATAGAAGTTGACTATTTT 
GGACTGCAATTTACGGGTAGCAAAGGTGAAAGTTTATGGCTAAACCTGAGAAACCGGATCTCCCAGCAGATGGAT 
GGGCTAGCCCCTTACAGGCTTAAACTTAGAGTCAAGTTCTTCGTGGAGCCTCATCTCATCTTACAGGAGCAGACT 
AGGCATATCTTXTTCTTGCACATCAAGGAGGCCCTCTTGGCAGGCCACCTCTTGTGTTCCCCAGAGCAGGCAGTG 
GAACTCAGTGCCCTCCTGGCCCAGACCAAGTTTGGAGACTACAACCAGAACACTGCCAAGTATAACTATGAGGAG 
CTCTGTGCCAAGGAGCTCTCCTCTGCCACCTTGAACAGCATTGTTGCAAAACATAAGGAGTTGGAGGGGACCAGC 
CAGGCTTCAGCTGAATACCAAGTTTTGCAGATTGTGTCGGCAATGGAAAACTATGGCATAGAATGGCATTCTGTG 
CGGGATAGCGAAGGGCAGAGACTGCTCATTGGGGTTGGACCTGAAGGAATCTCAATTTGTAAAGATGACTTTAGC 
CCAATTAATAGGATAGCTTATCCTGTGGTGCAGATGGCCACCCAGTCAGGAAAGAATGTATATTTGACGGTCACC 
AAGGAATCTGGGAACAGCATCGTGCTCTTGTTTAAAATGATCAGCACCAGGGCGGCCAGCGGGCTCTACCGAGCG 
ATAACAGAGACGCACGCATTCTACAGGTGTGACACAGTGACCAGCGCCGTGATGATGCAGTATAGCCGTGACTTG 
AAGGGCCACTTGGCATCTCTGTTTCTGAATGAAAACATTAACCTTGGCAAGAAATATGTCTTTGATATTAAAAGA 
ACATCAAAGGAGGTGTATGACCATGCCAGGAGGGCTCTGTACAATGCTGGCGTTGTGGACCTCGTTTCAAGAAGC 
AACCAGAGCCCTTCACACTCGCCTCTGAAGTCCTCAGAAAGCAGCATGAACTGCAGCAGCTGCGAGGGCCTCAGC 
TGCCAGCAGACCCGGGTGCTGCAGGAGAAGCTACGCAAGCTGAAGGAAGCCATGCTGTGCATGGTGTGCTGCGAG 
GAGGAGATCAACTCCACCTTCTGTCCCTGTGGCCACACTGTGTGCTGTGAGAGCTGCGCCGCCCAGCTACAGTCA 
TGTCCCGTCTGCAGGTCGCGTGTGGAGCATGTCCAGCACGTCTATCTGCCAACGCACACCAGTCTTCTCAATCTG 
ACTGTT^ATCTAATCTGTTGTGCTTTTGTTGGACTTGGCATGTTTCCATGAACTGCACTATTATAAACTATTAAAA 
TGATAGATGTTGGAGAAAGTAATTATTCCAACACCCATCTGCCCATGCGATGTTAAAAAA 
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FIGURE 1194 

MLCYVTRPDAVLMEVEVEAKANGEDCLNQVCRRLGIIEVDYFGLQFTGSKGESLWLNLRNRISQQMDGLAPYRLK 
LRVKFFVEPHLILQEQTRHIFFLHIKEALLAGHLLCSPEQAVELSALLAQTKFGDYNQNTAKYNYEELCAKELSS 
ATLNS I VAKHKELEGTSQASAEYQVLQI VSAMENYGIEWHS VRDSEGQRLLIGVGPEGI S ICKDDFSP INRIAYP 
WQMATQSGKNVYLTVTKESGNSIVLLFKMISTRAASGLYRAITETHAFYRCDTVTSAVMMQYSRDLKGHLASLF 
LNENINLGKKYVFDIKRTSKEVYDHARRALYNAGWDLVSRSNQSPSHSPLKSSESSMNCSSCEGLSCQQTRVLQ 
EKLRKLKE AMLCMVCCEEE INS TFCP CGHTVCCE SCAAQLQS CP VCRSRVEHVQHVYLP THTS LLNLTVI 
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FIGURE 1195 

GCGGCCGCGGGGCCCCGGACAAGGGTCCGCAGAGCTGCAGCCTTCGAGGGCCAGCCCTCTCCGAGTCCGGGGCTG 
GGTCCCACCAGTGACAAGGCGGCAGCCCCGCGCACACCAAAGAGAAGGCGGCTGTGGCGGCAGCGGCAGCCCCAG 
CCATGCTGTGTTATGTGACGAGGCCGGACGCGGTGCTGATGGAGGTGGAGGTGGAGGCGAAAGCCAACGGCGAGG 
ACTGCCTCAACCAGGCATATCTTTTTCTTGCACATCAAGGAGGCCCTCTTGGCAGGCCACCTCTTGTGTTCCCCA 
GAGCAGGCAGTGGAACTCAGTGCCCTCCTGGCCCAGACCAAGTTTGGAGACTACAACCAGAACACTGCCAAGTAT 
AACTATGAGGAGCTCTGTGCCAAGGAGCTCTCCTCTGCCACCTTGAACAGCATTGTTGCAAAACATAAGGAGTTG 
GAGGGGACCAGCCAGGCTTCAGCTGAATACCAATTTTGCCAGATTGTGTCGGC AATGG AAAACTATGGCATAGAA 
TGGCATTCTGTGCGGGATAGCGAAGGGCAGAAACTGCTCATTGGGGTTGGACCTGAAGGAATCTCAATTTGTAAA 
GATGACTTTAGCCCAATTAATAGGATAGCTTATCCTGTGGTGCAGATGGCCACCCAGTCAGGAAAGAATGTATAT 
TTGACGGTCACCAAGGAATCTGGGAACAGCATCGTGCTCTTGTTTAAAATGATCAGCACCAGGGCGGCCACGCGG 
CTCTACCGAGCGATAACAGAGACGCACGCATTCTACAGGTGTGACACAGTGACCAGCGCCGTGATGATGCAGTAT 
AGCCGTGACTTGAAGGGCCACTTGGCATCTCTGTTTCTGAATGAAAACATTAACCTTGGGCCAAGAAATTATGTC 
TTTGATATTTAAAAGAACATCAAAGGAGGTGTATGACCATGCCAGGAGGCTCTGTACAATGCTGGCGTTGTGGAC 
CTCGTTTCAAGAACAACCAGAGCCCTTCACACTCGCCTCTGAAGTCCTCAGAAAGCAGCATGAACTGCAGCAGCT 
GCGAGGGCCTCAGCTGCCAGCAGACCCGGGTGCTGCAGGAGAAGCTACGCAAGCTGAAGGAAGCCATGCTGTGCA 
TGGTGTGCTGCGAGGAGGAGATCAACTCCACCTTCTGTCCCTGTGGCCACACTGTGTGCTGTGAGAGCTGCGCCG 
CCCAGCTACAGTCATGTCCCGTCTGCAGGTCGCGTGTGGAGCATGTCCAGCACGTCTATCTGCCAACGCACACCA 
GTCTTCTCAATCTGACTGTAATCTAATCTGTTGTGCTTTTGTTGGACTTGGCATGTTTCCATGAACTGCACTATT 
ATAAACTATTAAAATGATAGATTGTGGAGAAAGTAATTATTCCAACACCCATCTGCCATGCGATGTTAAAAAAAA 
AAAAAAAGGAAGAAAAATAACACAGCTACTCCTCACTGCAAAAACATATCCATGCGTAGAATCAACAACTCCAGT 
CATGGGACCAGGAGGAGCTCTGGGACGCAGACACATTCCTTGGATGTTGATTTTTTTTATGATCTAGTAAAGGAA 
TAGGTAAAGTCTTTGAXGTCAGTGAAGTGGCAACATAGCCAAAAAGTTGGGTACCTTTTAGGAAATGATGTTGTA 
AGTCTCCTTAATGTATCCTGAGGTAAGTTTCCTACTGGCAGCAGATTTTGTAAGAATTACTTTTAAGAATTTCAT 
TCTTTTTGTATGGTCATGGAGCTCCAACCATTTTTAATAGGAAAGTCTTTTGTAAAATTGTTGTCGTTTTAATGT 
CATXTCTGTCTTTATAACTTGATCAAGAATGATTGGAAGGCAAACAGGTTTACAAATCAATTCTGTGACTTTTAA 
AAAGTTGACAATGTTGTCAGATTTAAACCAGTGTGGCTAGTAAAAAGCAGCTCACTCAATGTTGGGTGGCTCCCT 
ATTCCTTTACGCTCCCCCTATCCCTACCCCACAAGCCTTTCGATTATAAAATACTACCAATCTTGTTATAAGATT 
ACTGTGGAGTAGTCAAGTACTCCCCGGGCCTTCTGAGCTGGTGGAATATTTTATTTCAGACTGAAAACAGAGAGC 
ACTCTCCTTGGGAAGGGAAAGCGGCTTGCTGAGTGAGAGATGGAGCCTCATGGTGTACAACTGAGGGTAGTTAAC 
TCATCACTTCTCCCAAGCACTCGATCCCAGCTTCACCCACTGGTGTTGCTTTGCTTGAACTGTTCAAGCCTTTTA 
TAGCCTTACCATAAGTATTTAGATATGGTGTCCTTTTCTGTTTTTGGGGGGGGAGTTTTGTTGTGTTTTTTTAAA 
GTAAGTGCTTAAGTATTAACTTTGGGTTGTCCCCTCTGTATGTTTCGAAGGGGTTTTGGTTCTTTTTGCTTCTGT 
TTTCTTAAACATGTTTTCCACTCCCACTTGGGCATTTTGGAAGCTGGTCAGCTAGCAGGTTTTCTGGGATGTCGG 
GAGACCTAGATGACCTTATCGGGTGCAATACTAGCTAAGGTAAAGCTAGAAACCTACACTGTCACTTTACTGAGA 
TTTCTGAGTATACTTTTCATATTGCCTTAATGTAGCAGTAATGTGTTTATGCATTTGTTTCTTTGCACAGACATT 
TTGTCAAATATTAAAACTCTACTTTTTTATGGCACATATTAGCATATAAGCCTTTATTCCAAGAGGTATTTATTT 
TTTCACTTGTAAAAAAATAATGTTTCCACGTAAAGAACTCTGTTATATCCTAGAGGACTCTGTCTTTTATATTCG 
GGATAATAAAGAC T T T AAAGC AAAAAAAAAAAAAAAAAA 
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FIGURE 1196 

MENYGIEWHSVRDSEGQKLLI GVGPEGIS ICKDDFSP INRIAYP WQMATQSGKNVYLTVTKESGNS I VLLFKMI 
S TRAATRL YRAI TE THAF YRCD TVTS AVMMQYSRDLKGHLASLFLNEN INLGP RNYVF D I 
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FIGURE 1197 

AGAAGGGAAGGTAGACATCAGGTTCTCCCTGGAGACTTTTCGTTTTCATTTACGCTGCGGAAACTGACGTTTTTG 
CCTIUVCACCCCATGTAATGTAAACGTATAGGCTTGAGTACGTGTCCGGCCGCATGTGTAGTGAACCCTAAAGCTT 
TCCTAATTGTAGTTAGCATCGTCCCTAAGCGGAACGATTTTCCGTGAAC ATGA TTTGTACTTTTCTACGAGCCGT 
ACAGTATACGGAGAAGCTGCACAGGTCCTCGGCAAAGCGATTGCTTTTGCCATACATCGTGCTTAACAAAGCGTA 
CTTGAAGACTGAGCCCAGTTTGAGATGTGGGCTTCAATATCAAAAGAAAACGCTGCGACCTAGATGTATTCTTGG 
AGTCACCCAGAAAACCATCTGGACGCAGGGACCGAGCCCCCGAAAAGCAAAGGAGGATGGCAGCAAACAAGTGTC 
TGTGCACAGGAGTCAGAGAGGGGGAACCGCCGTCCCAACATCACAAAAAGTGAAAGAAGCCGGAAGAGATTTTAC 
CTATTTAATAGTGGTGCTTTTTGGAATCAGCATTACAGGTGGCTTGTTTTACACGATTTTCAAAGAACTTTTTTC 
TTCATCCAGTCCTAGCAAGATATATGGGAGAGCCTTAGAAAAATGCAGATCACATCCTGAGGTGATCGGTGTCTT 
TGGTGAGTCTGTTAAAGGCTATGGGGAGGTGACAAGGCGGGGTCGCCGGCAGCATGTCAGGTTCACTGAATATGT 
AAAAGATGGGCTGAAACACACGTGTGTGAAATTCTACATTGAGGGCTCTGAGCCAGGGAAGCAAGGAACGGTGTA 
TGCGCAAGTGAAAGAGAACCCAGGAAGTGGTGAATATGATTTTCGATATATATTTGTAGAAATTGAATCTTATCC 
TAGAAGAACTATTATCATTGAAGATAATCGATCCCAAGATGAT TAAT AATCAAGCAAGCAGGTTTCTGATGGATG 
TTGAATGGCGTGGACTCGCTACTCCGTTCTTCACAGCTGCCTTCCAGAATGTGTTCAAAAGAAAGACAAGAAGGA 
GTGTATGGCTTATAAAGTGAATCTAATACAGTATTTGTTGCATTTAAACAAACTAGACATTTTCTTACGGAAAAA 
TTATGAAATACAGCATATTTTATGTTCTCQCATTGACTCAATCATGACAATATTTCTGCTTTAACACCATCTTTC 
GTGATTAGAAATGTTTGTTATTGGAAATGTTACACCATGTAAATAAAGGAAATAGATTTTAGTATTGTATTCATT 
TTATATTATAGAACTGCATAATGTCTGCAGAATAAAATTAAAACTAACAAATAAAAAAAAAAAAAAAA 
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FIGURE 1198 

MICTFLRAVQYTEKLHRSSAKRLLLPYIVLNKAYLKTEPSLRCGLQYQKKTLRPRCILGVTQKTIWTQGPSPRKA 
KEDGSKQVSVHRSQRGGTAVPTSQKVKEAGRDFTYLIWLFGISITGGLFYTIFKELFSSSSPSKIYGRALEKCR 
SHPEVIGVFGESVKGYGEVTRRGRRQHVRFTEYVKDGLKHTCVKFYIEGSEPGKQGTVYAQVKENPGSGEYDFRY 
IFVEIES YPRRTI I IEDNRSQDD 
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FIGURE 1199 

CAGGGCTGGGCGGCG6CGGCGGCGGCGGTC ATGG AACGCCAAGAGGAGTCTCTGTCCGCGC6GCCGGCCCTGGAG 
ACCGAGGGGCTGCGCTTCCTGCACACCACGGTGGGCTCCCTGCTGGCCACCTATGGCTGGTACATCGTCTTCAGC 
TGCATCCTTCTCTACGTGGTCTTTCAGAAGCTTTCCGCCCGGCTAAGAGCCTTGAGGCAGAGGCAGCTGGACCGA 
GCTGCGGCTGCTGTGGAACCrGATGTTGTTGTTAAACGACAAGAAGCTTTAGCAGCTGCTCGACTGAAAATGCAA 
G AAGAAC T AAATGC GCAAGT TGAAAAGC ATAAGGAAAAAC TG AAACAAC TTGAAGAAGAAAAAAG GAGAC AGAAG 
ATTGAAATGTGGGACAGCATGCAAGAAGGAAAAAGTTACAAAGGAAATGCAAAGAAGCCCCAGGAGGAAGACAGT 
CCTGGGCCTTCCACTTCATCTGTCCTGAAACGGAAATCGGACAGAAAGCCTTTGCGGGGAGGAGGTTATAACCCG 
TTGTCTGGTGAAGGAGGCGGACTTGCTCCTGGAGACCTGGACGCAGAGGCCCGTCATCTGGCGGATGAGGCTAAG 
AATCTTGTTAGTGTCACTTTTGACATTAGCAAGATGAACCCTTAACCCTCGATTCAATTGCCTTACGCACGCTTT 
TCACAGTGACTAGCCAAGGGGAGGTGGGGTTGATTTCTGTTCCTAACTACACCTGCATATGTCAGGGCTCCAGTC 
AGCAAAAGGTATAGATGTTGCCTCTAGGCATGAGGTCATTGGTCACATTCTACTTGGAGACAGTGATTGCATTCA 
TTGATTTCATGGTTAATTGCTAGTTGGTAGGTAAAGGCCTCTAGATGATTAGCAATCTTGATAAAAGAGGCCTAG 
TAATGTTCTTTTGAGGTTAGAAATCCTTGCTGCTAGGACAGTCTCTGTGACAGGTTGCGTTGAATGATGTCTTCC 
TTATCAATGGTGAGCCCACCAGTGAGGATTACTGATGTGGACAGTTGATGGGGTTTGTTTCTGTATATTTATTTT 
TATGTACAGAACTTTGTAAAAACGAAACTATTTAAAAAACAAGAATAACATTTTTAGCATCTTTATTCAAGGAGA 
TTTATGGACTTCAATTTGTCTATCAAACATTAAATAGCTTTTTATTACAACCTCCAAAAAAAAAAAAAAAAAAAA 
AAAAAAAAA 
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FIGURE 1200 

MERQEESLSARPALETEGLRFLHTTVGSLLATYGWYIVFSCILLYWFQKLSARLRALRQRQLDRAAAAVEPDW 
VKRQEALAAARLKMQEELNAQVEKHKEKLKQLEEEKRRQKIEMWDSMQEGKSYKGNAKKPQEEDSPGPSTSSVLK 
RKSDRKPLRGGGYNPLSGEGGGLAPGDLDAEARHLADEAKNLVSVTFDISKMNP 
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FIGURE 1201A 

GAGCCGGTGGCGCAGGTGTCGGGGTCCTCGAGCGCCCAGCCTGGGAGCATQ^TTGTGGACAAGCTGCTGGACGAC 
AGCCGCGGCGGAGAGGGGCTGCGGGACGCGGCGGGCGGCTGCGGCCTCATGACCAGCCCGCTCAACCTGAGCTAC 
TTCTACGGCGCGTCGCCGCCCGCCGCCGCCCCGGGCGCCTGCGACGCCAGCTGCTCGGTCTTGGGCCCCTCGGCG 
CCCGGCTCGCCCGGCTCCGACTCCTCCGACTTCTCCTCTGCCTCGTCGGTGTCCTCCTGCGGCGCCGTGGAGTCC 
CGGTCGAGAGGCGGCGCCCGCGCCGAGCGCCAGCCAGTTGAGCCCCATATGGGGGTTGGCAGGCAGCAGAGAGGC 
CCCTTTCAAGGTGTTCGGGTAAAGAACTCAGTGAAGGAACTCCTGTTGCACATCCGAAGTCATAAACAGAAGGCT 
TCTGGCCAAGCTGTGGATGATTTTAAGACACAAGGTGTGAACATAGAACAGTTCAGAGAATTGAAGAACACAGTA 
TCATACAGTGGGAAAAGGAAAGGGCCCGATTCGTTGTCTGATGGACCTGCTTGCAAAAGGCCAGCTCTGTTGCAT 
TCCCAATTTTTGACACCACCTCAAACACCAACGCCCGGGGAGAGCATGGAAGATGTTCATCTCAATGAACCCAAA 
CAGGAGAGCAGTGCTGATCTGCTTCAGAACATTATCAACATTAAGAATGAATGCAGCCCCGTTTCCCTGAACACA 
GTTCAAGTTAGCTGGCTGAACCCCGTGGTGGTCCCTCAGAGCTCCCCCGCAGAGCAGTGTCAGGACTTCCATGGA 
GGGCAGGTCTTTTCTCCACCTCAGAAATGCCAACCATTCCAAGTCAGGGGCTCCCAACAAATGATAGACCAGGCT 
TCCCTGTACCAGTATTCTCCACAGAACCAGCATGTAGAGCAGCAGCCACACTACACCCACAAACCAACTCTGGAA 
TACAGTCCTTTTCCCATACCTCCCCAGTCCCCCGCTTATGAACCAAACCTCTTTGATGGTCCAGAATCACAGTTT 
TGCCCAAACCAAAGCTTAGTTTCCCTTCTTGGTGATCAAAGGGAATCTGAGAATATTGCTAATCCCATGCAGACT 
TCCTCCAGTGTTCAGCAGCAAAATGATGCTCACTTGCACAGCTTCAGCATGATGCCCAGCAGCGCCTGTGAGGCC 
ATGGTGGGGCACGAGATGGCCTCTGACTCTTCAAACACTTCACTGCCATTCTCAAACATGGGAAATCCAATGAAC 
ACCACACAGTTAGGGAAATCACTTTTTCAGTGGCAGGTGGAGCAGGAAGAAAGCAAATTGGCAAATATTTCCCAA 
GACCAGTTTCTTTCAAAGGATGCAGATGGTGACACGTTCCTTCATATTGCTGTTGCCCAAGGGAGAAGGGCACTT 
TCCTATGTTCTTGCAAGAAAGATGAATGCACTTCACATGCTGGATATTAAAGAGCACAATGGACAGAGTGCCTTT 
CAGGTGGCAGTGGCTGCCAATCAGCATCTCATTGTGCAGGATCTGGTGAACATCGGGGCACAGGTGAACACCACA 
GACTGCTGGGGAAGAACACCTCTGCATGTGTGTGCTGAGAAGGGCCACTCCCAGGTGCTTCAGGCGATTCAGAAG 
GGAGCAGTGGGAAGTAATCAGTTTGTGGATCTTGAGGCAACTAACTATGATGGCCTGACTCCCCTTCACTGTGCA 
GTCATAGCCCACAATGCTGTGGTCCATGAACTCCAGAGAAATCAACAGCCTCATTCACCTGAAGTTCAGGAGCTT 
TTACTGAAGAATAAGAGTCTGGTTGATACCATTAAGTGCCTAATTCAAATGGGAGCAGCGGTGGAAGCGAAGGAT 
CGCAAAAGTGGCCGCACAGCCCTGCATTTGGCAGCTGAAGAAGCAAATCTGGAACTCATTCGCCTCTTTTTGGAG 
CTGCCCAGTTGCCTGTCTTTTGTGAATGCAAAGGCTTACAATGGCAACACTGCCCTCCATGTTGCTGCCAGCTTG 
CAGTATCGGTTGACACAATTAGATGCTGTCCGCCTGTTGATGAGGAAGGGAGCAGACCCAAGTACTCGGAACTTG 
GAGAACGAACAGCCAGTGCATTTGGTTCCCGATGGCCCTGTGGGAGAACAGATCCGACGTATCCTGAAGGGAAAG 
TCCATTCAGCAGAGAGCTCCACCGTATTAGCTCCATTAGCTTGGAGCCTGGCTAGCAACACTCACTGTCAGTTAG 
GCAGTCCTGATGTATCTGTACATAGACCATTTGCCTTATATTGGCAAATGTAAGTTGTTTCTATGAAACAAACAT 
ATTTAGTTCACTATTATATAGTGGGTTATATTAAAAGAAAAGAAGAAAAATATCTAATTTCTCTTGGCAGATTTG 
CATATTTCATACCCAGGTATCTGGGATCTAGACATCTGAATTTGATCTCAATGGTAACATTGCCTTCAATTAACA 
GTAGCTTTTGAGTAGGAAAGGACTTTGATTTGTGGCACAAAACATTATTAATATAGCTATTGACAGTTTCAAAGC 
AGGTAAATTGTAAATGTTTCTTTAAGAAAAAGCATGTGAAAGGAAAAAGGTAAATACAGCATTGAGGCTTCATTT 
GGCCTTAGTCCCTGGGAGTTACTGGCGTTGGACAGGCTTCAGTCATTGGACTAGATGAAAGGTGTCCATGGTTAG 
AATTTGATCTTTGCAAACTGTATATAATTGTTATTTTTGTCCTTAAAAATATTGTACATACTTGGTTGTTAACAT 
GGTCATATTTGAAATGTATAAGTCCATAAAATAGAAAAGAACAAGTGAATTGTTGCTATTTAAAAAAATTTTACA 
ATTCTTACTAAGGAGTTTTTATTGTGTAATCACTAAGTCTTTGTAGATAAAGCAGATGGGGAGTTACGGAGTTGT 
TCCTTTACTGGCTGAAAGATATATTCGAATTGTAAAGATGCTTTTTCTCATGCATTGAAATTATACATTATTTGT 
AGGGAATTGCATGCTTTTTTXTTTTTTTCTCCCGAGACAGGGTCTTGCTCTGGCGCCCAGGCTGGAGTACAGTGG 
CATGATCTTGGCTCACTTCAGCCTTGACTTGGGCTCAAGTGATCCTCCTACCTGAGCCTTCTGAGTAACTGGGAC 
TACAGGTGTGCACTCCTCGCCTGGCTAATTTTTTATTTTTTGTACAGGCAGGATCTTGCCACCTTGCCCAGGCTG 
GTCTTGAACTCCTGAGCTCATGCCATCTGCCTGCCTTAGTCTCCCAAAATGCTGGGATTACAGGAGTGAGCCACC 
-ATGCCCGGCTGGCAGTTGCATGGAAGAGAACACCTCTTTATGGCTTACCCTCTAGAATTTCTAATTTATGTGTTC 
TGTTGAAATTTTTGTTTTTTTACCTTTATTGAAACAACAAAAAGTCAGTATTGAAACATATCTTCCTGTTTTCTG 
TTGTCAAATGATGATAATGTGCCATGATGTTTTATATATATCATTCAGAAAAAGTTTTATTTTTTAATAACATTC 
TATTAACATTATTTTGCTTGCCGCTGGCATGCCTGAGGAATGTATTTGGCTTTGATTACACACTAAGTTTTTGTA 
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FIGURE 1201B 

ATAAATTTGACTCATTAAAAACCTTTTTTTTTTAAAAAAAAAAAAAAGAAAATCTCATTAGTGAACTTATCTTTG 
CAGCTGAGTACTTAAATTCTTTTTAAAAAGATACCCTTTGGATTGATCACATTGTTTGACCCAGTATGTCTTGTA 
GACACGTTAGTTATAATCACCTTGTATCTCTAAATATGGTGTGATATGAACCAGTCCATTCACATTGGAAAAACT 
GATGGTTTTAAATAAACTAATTCACTAATAAAAAAAAAAAAAAA 
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FIGURE 1202 

MIVDKLLDDSRGGEGLRDAAGGCGLMTSPLNLSYFYGASPPAAAPGACDASCSVLGPSAPGSPGSDSSDFSSASS 
VSSCGAVESRSRGGARAERQPVEPHMGVGRQQRGPFQGVRVKNSVKELLLHIRSHKQKASGQAVDDFKTQGVNIE 
QFRELKNTVSYSGKRKGPDSLSDGPACKRPALLHSQFLTPPQTPTPGESMEDVHLNEPKQESSADLLQNI INIKN 
ECSPVSLNTVQVSWLNPVWPQSSPAEQCQDFHGGQVFSPPQKCQPFQVRGSQQMIDQASLYQYSPQNQHVEQQP 
HYTHKPTLEYSPFPIPPQSPAYEPNLFDGPESQFCPNQSLVSLLGDQRESENIANPMQTSSSVQQQNDAHLHSFS 
MMPSSACEAMVGHEMASDSSNTSLPFSNMGNPI^TTQLGKSLFQWQVEQEESKLANISQDQFLSKDADGDTFLHI 
AVAQGRRAL S YVLARKMNAL HMLD I KEHNGQSAFQVAVAANQHL I VQDLVNI GAQVNTTDCWGRTPLHVCAEKGH 
SQVLQAIQKGAVGSNQFVDLEATNYDGLTPLHCAVIAHNAWHELQRNQQPHSPEVQELLLKNKSLVDTIKCLIQ 
MGAAVEAKDRKSGRTALHLAAEEANLELIRLFLELPSCLSFVNAKAYNGNTALHVAASLQYRLTQLDAVRLLMRK 
GADPSTRNLENEQPVHLVPDGPVGEQIRRILKGKSIQQRAPPY 
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FIGURE 1203A 

GAGCCGGTGGCGCAGGTGTCGGGGTCCTCGAGCGCCCAGCCTGGGAGCMSVTTGTGGACAAGCTGCTGGACGAC 

AGCCGCGGCGGAGAGGGGCTGCGGGACGCGGCGGGCGGCTGCGGCCTCATGACCAGCCCGCTCAACCTGAGCTAC 

TTCTACGGCGCGTCGCCGCCCGCCGCCGCCCCGGGCGCCTGCGACGCCAGCTGCTCGGTCTTGGGCCCCTCGGCG 

CCCGGCTCGCCCGGCTCCGACTCCTCCGACTTCTCCTCTGCCTCGTCGGTGTCCTCCTGCGGCGCCGTGGAGTCC 

CGGTCGAGAGGCGGCGCCCGCGCCGAGCGCCAGCCAGTTGAGCCCCATATGGGGGTTGGCAGGCAGCAGAGAGGC 

CCCTTTCAAGGTGTTCGGGTAAAGAACTCAGTGAAGGAACTCCTGTTGCACATCCGAAGTCATAAACAGAAGGCT 

TCTGGCCAAGCTGTGGATGATTTTAAGACACAAGGTGTGAACATAGAACAGTTCAGAGAATTGAAGAACACAGTA 

TCATACAGTGGGAAAAGGAAAGGGCCCGATTCGTTGTCTGATGGACCTGCTTGCAAAAGGCCAGCTCTGTTGCAT 

TCCCAATTTTTGACACCACCTCAAACACCAACGCCCGGGGAGAGCATGGAAGATGTTCATCTCAATGAACCCAAA 

CAGGAGAGCAGTGCTGATCTGCTTCAGAACATTATCAACATTAAGAATGAATGCAGCCCCGTXTCCCTGAACACA 

GTTCAAGTTAGCTGGCTGAACCCCGTGGTGGTCCCTCAGAGCTCCCCCGCAGAGCAGTGTCAGGACTTCCATGGA 

GGGCAGGTCTTTTCTCCACCTCAGAAATGCCAACCATTCCAAGTCAGGGGCTCCCAACAAATGATAGACCAGGCT 

TCCCTGTACCAGTATTCTCCACAGAACCAGCATGTAGAGCAGCAGCCACACTACACCCACAAACCAACTCTGGAA 

TACAGTCCTTTTCCCATACCTCCCCAGTCCCCCGCTTATGAACCAAACCTCTTTGATGGTCCAGAATCACAGTTT 

TGCCCAAACCAAAGCTTAGTTTCCCTTCTTGGTGATCAAAGGGAATCTGAGAATATTGCTAATCCCATGCAGACT 

TCCTCCAGTGTTCAGCAGCAAAATGATGCTCACTTGCACAGCTTCAGCATGATGCCCAGCAGCGCCTGTGAGGCC 

ATGGTGGGGCACGAGATGGCCTCTGACTCTTCAAACACTTCACTGCCATTCTCAAACATGGGAAATCCAATGAAC 

ACCACACAGTTAGGGAAATCACTTTTTCAGTGGCAGGTGGAGCAGGAAGAAAGCAAATTGGCAAATATTTCCCAA 

GACCAGTTTCTTTCAAAGGATGCAGATGGTGACACGTTCCTTCATATTGCTGTTGCCCAAGGGAGAAGGGCACTT 

TCCTATGTTCTTGCAAGAAAGATGAATGCACTTCACATGCTGGATATTAAAGAGCACAATGGACAGAGTGCCTTT 

CAGGTGGCAGTGGCTGCCAATCAGCATCTCATTGTGCAGGATCTGGTGAACATCGGGGCACAGGTGAACACCACA 

GACTGCTGGGGAAGAACACCTCTGCATGTGTGTGCTGAGAAGGGCCACTCCCAGGTGCTTCAGGCGATTCAGAAG 

GGAGCAGTGGGAAGTAATCAGTTTGTGGATCTTGAGGCAACTAACTATGATGGCCTGACXCCCCTTCACTGTGCA 

GTCATAGCCCACAATGCTGTGGTCCATGAACTCCAGAGAAATCAACAGCCTCATTCACCTGAAGTTCAGGAGCTT 

TTACTGAAGAATAAGAGTCTGGTTGATACCATTAAGTGCCTAATTCAAATGGGAGCAGCGGTGGAAGCGAAGGAT 

CGCAAAAGTGGCCGCACAGCCCTGCATXTGGCAGCTGAAGAAGCAAATCTGGAACTCATTCGCCTCTTTTTGGAG 

CTGCCCAGTTGCCTGTCTTTTGTGAATGCAAAGGCTTACAATGGCAACACTGCCCTCCATGTTGCTGCCAGCTTG 

CAGTATCGGTTGACACAATTAGATGCTGTCCGCCTGTTGATGAGGAAGGGAGCAGACCCAAGTACTCGGAACTTG 

GAGAACGAACAGCCAGTGCATTTGGTTCCCGATGGCCCTGTGGGAGAACAGATCCGACGTATCCTGAAGGGAAAG 

TCCATTCAGCAGAGAGCTCCACCGTATTAGCTCCATTAGCTTGGAGCCTGGCTAGCAACACTCACTGTCAGTTAG 

GCAGTCCTGATGTATCTGTACATAGACCATTTGCCTTATATTGGCAAATGTAAGTTGTTTCTATGAAACAAACAT 

ATTTAGTTCACTATXATATAGTGGGTTATATTAAAAGAAAAGAAGAAAAATATCTAATTTCTCTTGGCAGATTTG 

CATATTTCATACCCAGGTATCTGGGATCTAGACATCTGAATTTGATCTCAATGGTAACATTGCCTTCAATTAACA 

GTAGCTTTTGAGTAGGAAAGGACTTTGATTTGTGGCACAAAACATTATTAATATAGCTATTGACAGTTTCAAAGC 

AGGTAAATTGTAAATGTTTCTTTAAGAAAAAGCATGTGAAAGGAAAAAGGTAAATACAGCATTGAGGCTTCAITT 

GGCCTTAGTCCCTGGGAGTTACTGGCGTTGGACAGGCTTCAGTCATTGGACTAGATGAAAGGTGTCCATGGTTAG 

AATTTGATCTTTGCAAACTGTATATAATTGTTATTTTTGTCCTTAAAAATATTGTACATACTTGGTTGTTAACAT 

GGTCATATTTGAAATGTATAAGTCCATAAAATAGAAAAGAACAAGTGAATTGTTGCTATTTAAAAAAATTTTACA 

ATTCTTACTAAGGAGTTTTTATTGTGTAATCACTAAGTCTTTGTAGATAAAGCAGATGGGGAGTTACGGAGTTGT 

TCCTTTACTGGCTGAAAGATATATTCGAATTGTAAAGATGCTTTTTCTCATGCATTGAAATTATACATTATTTGT 

AGGGAATTGCATGCTTTTTTTTTTTTTTCTCCCGAGACAGGGTCTTGCTCTGGCGCCCAGGCTGGAGTACAGTGG 

CATGATCTTGGCTCACTTCAGCCTTGACTTGGGCTCAAGTGATCCTCCTACCTGAGCCTTCTGAGTAACTGGGAC 

TACAGGTGTGCACTCCTCGCCTGGCTAATTTTTTATTTTTTGTACAGGCAGGATCTTGCCACCTTGCCCAGGCTG 

GTCTTGAACTCCTGAGCTCATGCCATCTGCCTGCCTTAGTCTCCCAAAATGCTGGGATTACAGGAGTGAGCCACC 

ATGCCCGGCTGGCAGTTGCATGGAAGAGAACACCTCTTTATGGCTTACCCTCTAGAATTTCTAATTTATGTGTTC 

TGTTGAAATTTTTGTTTTTTTACCTTTATTGAAACAACAAAAAGTCAGTATTGAAACATATCTTCCTGTTTTCTG 

TIGTCAAATGATGATAAXGTGCCATGATGTTTTATATATATCATTCAGAAAAAGTTTTATTTTTTAATAACATTC 

TATTAACATTATTTTGCTTGCCGCTGGCATGCCTGAGGAATGTATTTGGCTTTGATTACACACTAAGTTTTTGTA 
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FIGURE 1203B 

ATAAATTTGACTCATTAAAAACCTTTTTTTTTTAAAA2UUVAiUU^AAAGAAAATCTCATTAGTGAACTTATCTTTG 
CAGCTGAGTACTTAAATTCTTTTTAAAAAGATACCCTTTGGATTGATCACATTGTTTGACCCAGTATGTCTTGTA 
GACACGTTAGTTATAATCACCTTGTATCTCTAAATATGGTGTGATATGAACCAGTCCATTCACATTGGAAAAACT 
GATGGTTTTAAATAAACTAATTCACTAATAAAAAAAAAAAAAAA 
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FIGURE 1204 

MIVDKLLDDSRGGEGLRDAAGGCGLMTSPLNLSYFYGASPPAAAPGACDASCSVLGPSAPGSPGSDSSDFSSASS 
VSSCGAVESRSRGGARAERQPVEPHMGVGRQQRGPFQGVRVKNSVKELLLHIRSHKQKASGQAVDDFKTQGVNIE 
QFRELKNTVSYSGKRKGPDSLSDGPACKRPALLHSQFLTPPQTPTPGESMEDVHLNEPKQESSADLLQNIINIKN 
ECSPVSLNTVQVSWLNPWVPQSSPAEQCQDFHGGQVFSPPQKCQPFQVRGSQQMIDQASLYQYSPQNQHVEQQP 
HYTHKPTLEYSPFPIPPQSPAYEPNLFDGPESQFCPNQSLVSLLGDQRESENIANPMQTSSSVQQQNDAHLHSFS 
MMPSSACEAIWGHEMASDSSNTSLPFSNMGNPMNTTQLGKSLFQWQVEQEESKLANISQDQFLSKDADGDTFLHI 
AVAQGRRALSYVLARKMNALHMLDIKEHNGQSAFQVAVAANQHLIVQDLVNIGAQVNTTDCWGRTPLHVCAEKGH 
SQVLQAIQKGAVGSNQFVDLEATNYDGLTPLHCAVIAHNAWHELQRNQQPHSPEVQELLLKNKSLVDTIKCLIQ 
MGAAVEAKDRKSGRTALHLAAEEANLELIRLFLELPSCLSFVNAKAYNGNTALHVAASLQYRLTQLDAVRLLMRK 
GADPS TRNLENEQPVHLVPDGP VGEQ I RRI LKGKS I QQRAPPY 
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FIGURE 1205 

GGCCGCGCGTCCCAGAGAGCCAGCCCCGGCCGCCGTCGCGGGGAAGTGCCGCCTGGTGGGGTCACGGCGCCTGAA 

GCCCACGTGCGCCGCCGAGCCCGAGGTGGCCTCGAGCGCGGCGGCTGACAGCACAGCCCGCCTGAGCTGCCTCCC 

GCGCTCCTCCCCGAGGAAAGGATTTTGATTTCAAAGAAAGGAAGGAAGGAAGGACAACTCCCAGCTTCCCCGTCC 

CGCCCTCCCCGCTCCGAGGGCCGCGCCAGGCCATGCCCAAGAAGGCGGCGGCGGCGGCGAACCAGCAGAAGGGAC 

TTTCCTGGCAGCCCGGCGACGAGGAGCGCGGACAGTGAGTTTGCTCTGCCCCGGTTCATGGTTCCTGCAAGCCCT 

CTAGGAGGCCGAAAGCTGCAGCCCCTCCCCTTGCCCCGAAGAGCCTTCCGCGTTCTCTCGCCCTCGGGCCCACCC 

CGCGCCGCCCGGGCTCCCGCCGCCGCAGCCCAGTGCCCTCTGCCCGCGGCGGTGGATGGCATGATGGTGCGGGGA 

AGGCACCGCGGCCTTGGCCAGCTGAGTCGCGACGGCCGCCGGGGCGGCGGCAGTGGCCGCGGCAGCGGCGGTGGT 

AGCGGGCTCCCCAGCGGCATGCCAGTGCCCCCCGGGCGCGATGGCTAGCGGCAGCGCCGGGAAGCCCACTGGCGA 

GGCGGCTTCTCCGGCTCCTGCGAGCGCCATCGGCGGGGCCAGCTCGCAGCCGCGGAAGAGGCTGGTATCCGTCTG 

CGACCACTGCAAGGGCAAGATGCAGCTGGTGGCTGACCTGCTGCTGCTGTCGAGCGAGGCGCGGCCCGTGCTCTT 

CGAGGGCCCCGCCTCCTCTGGTGCCGGCGCCGAGTCCTTCGAGCAGTGCCGGGACACCATCATCGCGCGCACCAA 

GGGGCTCTCCATCCTCACCCACGACGTGCAGAGCCAGCTCAACATGGGCCGCTTCGGGGAGGCGGGGGACAGCCT 

GGTGGAGCTGGGCGACCTGGTGGTGTCGCTGACCGAGTGCTCGGCCCACGCGGCCTATCTGGCCGCTGTGGCCAC 

GCCGGGCGCCCAGCCCGCGCAGCCGGGCCTGGTGGACCGCTACCGCGTGACGCGATGCCGCCACGAGGTGGAGCA 

GGGTTGCGCCGTGCTGCGCGCCACGCCGCTGGCCGACATGACGCCGCAGCTGCTGCTGGAGGTGTCGCAGGGCCT 

GTCGCGCAACCTCAAGTTCCTGACGGACGCGTGCGCCCTGGCCAGTGACAAGTCACGGGACCGCTTTTCGCGGGA 

GCAGTTCAAGCTGGGCGTCAAGTGCATGAGCACCAGCGCGTCGGCGCTGCTGGCCTGCGTGCGCGAGGTGAAGGT 

GGCGCCCAGTGAGCTGGCGCGCAGCCGCTGTGCGCTCTTCAGCGGGCCCCTGGTGCAGGCAGTGAGCGCCCTGGT 

AGGCTTCGCCACCGAGCCGCAGTTCCTGGGTCGCGCGGCAGCTGTGAGCGCCGAGGGCAAGGCGGTGCAGACCGC 

CATCCTGGGCGGCGCCATGAGCGTGGTGTCGGCCTGCGTGCTCCTGACCCAGTGCCTCAGGGATCTGGCGCAGCA 

CCCCGACGGGGGCGCCAAGATGTCGGACCACAGGGAGAGGCTGAGGAACTCGGCCTGCGCCGTGTCTGAAGGCTG 

CACCCTGCTATCTCAGGCTTTAAGGGAGAGGTCTTCGCCCAGGACTTTACCGCCAGTGAATTCCAATTCTGTGAA 

TTAGCACCCCACCCCCATACCCCTTCTTCCACCCCCAGACTAAAGGAAGATACTTACTCTCTGCCCCTCTCCATT 

TATACCAAAGAAATCATAGGTGAAACCCCCTACCCTCCCCAACGTTAAATGCTCGAGAGGAATCTTCCACAAGGC 

AGGGCCATGCACGCAACCTGCACACGCACTTGGAGGGCCCAGGTGTCTCTCCACCAGCCCCCATGCAGTAGGGAC 

TGGAAGATATGTCATCTGCTGGTTGTGTTATCACTCCCACCCCCTACCCCAGCCCGTCTTCCGGAATTTCTCAAC 

TAAATTTCATTATTGGGCAGGAAGGAGGTCATGGGTTCATTTCATTTTTGTTTTTTGTGTTTTTAATTAAAAGAA 

AGGTTACCTCAGTTTTCACTCCTTAGACATGGATGTAGCXACCTTTTTTTGTATGTCTTTTTTTTTTTAAGCAAT 

CGTGTTGAATTAGGAGTATACTTGGTGAGGAAAGAGTATGAATTTGCCATGTGATTTGCAAATGGGGGGAAGCTA 

CTGTGAGCGTGTGTTTTTTTAATTTACACTATAGAGTGATTTTTTTTCCCCCAACGTCAAGTTTTTACCTTGCAT 

GTACTGGAGTATTTATTTCATCTATTAAAATGTTATGTTTCTCAGAAAAAAACCTCGTGGCGAATTCTTGGCCTC 
GAGGGCCAAAT 
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FIGURE 1206 

MASGSAGKPTGEAASPAPASAIGGASSQPRKRLVSVCDHCKGKMQLVADLLLLSSEARPVLFEGPASSGAGAESF 
EQCRDTIIARTKGLSILTHDVQSQLNMGRFGEAGDSLVELGDLWSLTECSAHAAYLAAVATPGAQPAQPGLVDR 
YRVTRCRHEVEQGCAVLRATPLADMTPQLLLEVSQGLSRNLKFLTDACALASDKSRDRFSREQFKLGVKCMSTSA 
SALLACVREVKVAPSELARSRCALFSGPLVQAVSALVGFATEPQFLGRAAAVSAEGKAVQTAILGGAMSWSACV 
LLTQCLRDLAQHPDGGAKMSDHRERLRNSACAVSEGCTLLSQALRERSSPRTLPPVNSNSVN 
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FIGURE 1207 

GGCACGAGGGCTGCTTGCACTCTGAATTTGGGCTATTCAGGTAGTGTGCTCAAAGTTGAAACCGCATACAGCACA 
ACTCAAGTTTGCATCAGACTGGGAAGCGAACTTAAGCCAGCGGTGCGTGGCCCAGGAGTGGGAAAGGAAATGGAT 
GCCTGAAGTGGAAGAGGTGGTGCAGAGGGGGCACCGCCCATGCTGCCCTGCTTCCAACTGCTGCGCATAGGGGGC 
GGCAGGGGCGGTGATCTCTACACCTTCCACCCCCCCGCCGGGGCTGGCTGCACCTATCGCTTGGGCCACAGGGCC 
GACCTGTGTGATGTGGCCCTGCGGCCCCAGCAGGAGCCTGGCCTCATCTCTGGGATCCACGCCGAACTGCATGCC 
GAGCCCCGGGGTGATGACTGGAGGGTCAGCCTGGAAGACCACAGCAGCCAAGGTACTTTGGTCAATAATGTCCGA 
CTCCCAAGAGGTCACAGGCTGGAATTGAGTGATGGAGACCTCCTGACCTTTGGCCCTGAAGGGCCCCCAGGAACC 
AGCCCCTCGGAGTTCTACTTCATGTTCCAACAAGTACGAGTCAAGCCTCAGGACTTTGCTGCCATTACCATCCCA 
CGGTCTAGGGGAGAAGCCCGGGTTGGGGCTGGTTTCCGGCCTATGCTGCCCTCCCAGGGGGCTCCACAGCGGCCT 
CTCAGCACCTTCTCCCCTGCCCCCAAGGCCACACTGATCCTAAACTCCATAGGCAGCCTCAGCAAGCTCCGGCCC 
CAGCCCCTCACCTTCTCCCCTAGTTGGGGTGGACCAAAGAGCCTGCCTGTTCCCGCCCCACCTGGGGAAGTGGGG 
ACCACGCCTTCTGCTCCACCCCAACGCAATCGGAGGAAATCTGTTCACCGAGTGTTGGCGGAACTGGATGATGAG 
AGTGAGCCTCTTGAGAACCCGCCACCGGTCCTTATGGAGCCCAGGAAGAAACTCCGTGTAGACAAAGCCCCACTG 
ACTCCCACTGGAAATCGACGTGGCCGTCCTCGGAAGTACCCAGTGAGCGCTCCCATGGCTCCCCCTGCAGTTGGG 
GGCGGGGAGCCCTGTGCAGCTCCTTGTTGCTGCCTGCCCCAGGAAGAGACAGTGGCCTGGGTTCAGTGTGATGGC 
TGTGACGTCTGGTTCCATGTGGCCTGTGTTGGCTGCAGCATCCAGGCTGCCAGGGAGGCCGACTTCCGATGCCCA 
GGGTGCCGGGCTGGCATTCAGACCTAA3GTCCACCGCCAAGGCACCATCGGACACACCTGCCCATGAGTAGACAC 
AGCAGCGAGCAAATAGGTCTGATAAATACCCCCCTTCCCTTCCCTCCCCAGGAGGGAATGACTACAGGGAAGAAG 
GATGGATTGATGTGGACTCATTCAGGGCCTGGAGCAGACCCTGGTGGCCAAGACAGAAGAGATGGTTTCCTGCCA 
AAGATATTGCCACCTCCAGGAAATTGCCAGTGAGCTGGAAGTTCCCACTATTACAAGCCATAAGGCCATGTTGCC 
ATGGACACCAGAATATCTGTAGTCAGAGCACCTATCAGXTGCAAAAGCCATGCCTGCAACCGATGGAAAATGTAA 
GAGGGAGTTCTTAAGGTTCTTGATGGCATCACCCAAGGCATTCTGGGAAAACCTAGGGCCTGGCCCCAAAACTTC 
CCTACTCTGTGGCTAGTCCTGCTGCCAACAAAATCGTAGCGACCTGGCTTTTCACAGCTTTGCTTTTATTTCCAA 
GTCAAGGACAAGCCGCTTCATTCACTCCTGGGCAXTTACTCTTCTTGTGGGTCTGTGATATTCCTTGCTTTCCAG 
GGAGAATGTGCTTGGCAAGGTCTGGAGAACTAATXCAGAATCTTAGGGGAAGGGGAGAGATGGAAATACAAACCT 
GCTTACTGGAAAGGTGCAAATATATGGGTTGAGCTGGAGGTAGGAATACAGGTAATTAAGGTTTCTGGTTTAAGG 
GAAAACAGATCTATTGCCATTTAAATAAGGTAACrGGGATTTGGTTAAGTTCACAAAGTTAGCAGAAGATTTATT 
TACAGGCTTCACCTGTACTGTCAGGGCAAGAGAAAGCCTGGTAAACCAGCTACAGCAGTTTACCAGTGTGATGGC 
TGTGACACAGCTCCACTCCACGGGTGGACACAGCAGAGGGCAACTGGGCTGGCCTGGTTCAGTGTGAATCAAACC 
GCTTAACCCACACATGGTACATGTGATTTTCTTTTGTGAGCCTTACACCAAGCCAAACTATTGTCAAAGCATCAT 
TTCTATAGAAATAAAGCCTTATCTTGACCTGTTCTATTAAAAAAAA2\AAAAAAAAAAA 
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FIGURE 1208 

MLPCFQLLRIGGGRGGDLYTFHPPAGAGCTYRIiGHRADLCDVALRPQQEPGLISGIHAELHAEPRGDDWRVSLED 
HSSQGTLVNNVRLPRGHRLELSDGDLLTFGPEGPPGTSPSEFYFMFQQVRVKPQDFAAITIPRS RGEARVGAGFR 
PMLPSQGAPQRPLSTFSPAPKATLILNSIGSLSKLRPQPLTFSPSWGGPKSLPVPAPPGEVGTTPSAPPQRNRRK 
SVHRVLAELDDESEPLENPPPVLMEPRKKLRVDKAPLTPTGNRRGRPRKYPVSAPMAPPAVGGGEPCAAPCCCLP 
QEETVAWVQCDGCDVWFHVACVGCSIQAAREADFRCPGCRAGIQT 
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FIGURE 1209 

GGCAGCCGTCTGTGCCACCCAGAGCCGGCGGGCCGCTAGGTCCCCGGAGACCCTGCTATGGTGCGTGCGGGCGCC 
GTGGGGGCTCATCTCCCCGCGTCCGGCTTGGATATCTTCGGGGACCTGAAGAAGATGAACAAGCGCCAGCTCTAT 
TACCAGGTTTTAAACTTCGCCATGATCGTGTCTTCTGCACTCATGATATGGAAAGGCTTGATCGTGCTCACAGGC 
AGTGAGAGCCCCATCGTGGTGGTGCTGAGTGGCAGTATGGAGCCGGCCTTTCACAGAGGAGACCTCCTGTTCCTC 
ACAAATTTCCGGGAAGACCCAATCAGAGCTGGTGAAATAGTTGTTTTTAAAGTTGAAGGACGAGACATTCCAATA 
GTTCACAGAGTAATCAAAGTTCATGAAAAAGATAATGGAGACATCAAATTTCTGACTAAAGGAGATAATAATGAA 
GTTGATGATAGAGGCTTGTACAAAGAAGGCCAGAACTGGCTGGAAAAGAAGGACGTGGTGGGAAGAGCAAGAGGG 
TTTTTACCATATGTTGGTATGGTCACCATAATAATGAATGACTATCCAAAATTCAAGTATGCTCTTTTGGCTGTA 
ATGGGTGCATATGTGTTACTAAAACGTGAATCCTAAAATGAGAAGCAGTTCCTGGGACCAGATTGAAATGAATTC 
TGTTGAAAAAGAGAAAAACTAATATATTTGAGATGTTCCATTTTCTGTATAAAAGGGAACAGTGTGGAGATGTTT 
TTGTCTTGTCCAAATAAAAGATTCACCAGTAAAAAAAAAAAAAA 
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FIGURE 1210 

MVRAGAVGAHLP AS GLD I FGDLKKMNKRQL Y YQVLNF AMI VS SALMI WKGL I VLTGSE S P I VWL S GSMEP AFHR 
GDLLFLTNFREDPIRAGEIWFKVEGRDIPIVHRVIKVHEKDNGDIKFLTKGDNNEVDDRGLYKEGQNWLEKKDV 
VGRARGFLPYVGMVTIIMNDYPKFKYALLAVMGAYVLLKRES 
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FIGURE 1211 

TCCCTGTCCTGCGCCCGCGCGCCCCGGGAGCCTACCCAGCACGCGCTCCGCGCCCACTGGTTCCCTCCAGCCGCC 
GCCGTCCAGCCGAGTCCCCACTCCGGAGTCGCCGCTGCCGCGGGGACATGGTCCTCTGCGTTCAGGGGTGAGCAC 
CCCCTTGTAAGCTCAGGGCTACTGTTGGGTGTCAGGGAACAAAGTTTTAGACTGCTGCGCTCCAAAGCGGGCACA 
CACATGTACCTAGAACACACCAGCCACTGTCCCCACCATGATGATGACACAGCCATGGACACACCCCTGCCCAGA 
CCTCGTCCTTTGCTGGCTGTGGAGCGGACTGGGCAGCGGCCCCTGTGGGCCCCGTCCCTGGAACTGCCCAAGCCA 
GTCATGCAGCCCTTGCCTGCTGGGGCCTTCCTCGAGGAGGTGGCAGAGGGTACCCCAGCCCAGACAGAGAGTGAG 
CCAAAGGTGCTGGACCCAGAGGAGGATCTGCTGTGCATAGCCAAGACCTTCTCCTACCTTCGGGAATCTGGCTGG 
TATTGGGGTTCCATTACGGCCAGCGAGGCCCGACAACACCTGCAGAAGATGCCAGAAGGCACGTTCTTAGTACGT 
GACAGCACGCACCCCAGCTACCTGTTCACGCTGTCAGTGAAAACCACTCGTGGCCCCACCAATGTACGCATTGAG 
TATGCCGACTCCAGCTTCCGTCTGGACTCCAACTGCTTGTCCAGGCCACGCATCCTGGCCTTTCCGGATGTGGTC 
AGCCTTGTGCAGCACTATGTGGCCTCCTGCACTGCTGATACCCGAAGCGACAGCCCCGATCCTGCTCCCACCCCG 
GCCCTGCCTATGCCTAAGGAGGATGCGCCTAGTGACCCAGCACTGCCTGCTCCTCCACCAGCCACTGCTGTACAC 
CTAAAACTGGTGCAGCCCTTTGTACGCAGAAGCAGTGCCCGCAGCCTGCAACACCTGTGCCGCCTTGTCATCAAC 
CGTCTGGTGGCCGACGTGGACTGCCTGCCACTGCCCCGGCGCATGGCCGACTACCTCCGACAGTACCCCTTCCAG 
CTCTGACTGTACGGGGCAATCTGCCCACCCTCACCCAGTCGCACCCTGGAGGGGACATCAGCCCCAGCTGGACTT 
GGGCCCCCACTGTCCCTCCTCCAGGCATCCTGGTGCCTGCATACCTCTGGCAGCTGGCCCAGGAAGAGCCAGCAA 
GAGCAAGGCATGGGAGAGGGGAGGTGTCACACAACTTGGAGGTAAAATGCCCCCAGGCCGCATGTGGCTTCATTA 
TACTGAGCCATGTGTCAGAGGATGGGGAGACAGGCAGGACCTTGTCTCACCTGTGGGCTGGGCCCAAACCTCCAC 
TCGCTTGCCTGCCCTGGCCACCTGAACTGTATGGGCACTCTCAGCCCTGGTTTTTCAATCCCCAGGGTCGGTAGG 
ACCCCTACTGGCAGCCAGCCTCTGTTTCTGGGAGGATGACATGCAGAGGAACTGAGATCGACAGTGACTAGTGAC 
CCCTTGTTGAGGGGTAAGCCAGGCTAGGGGACTGCACAATTATACACTATTTATTTATTTATTCTCCTTGGGGTT 
GGTGTCAGGGGCAAACCAACCCCACCTCTATGCCCTGAGCCCTGGTAGTCCAAAGACCCCAACTCTGCCCTGGCT 
XCTCTGGTTCTTCCCTGTGGAAAGCCCATCCTGAGACATCTTGCTGGAACCAAGGCAATCCTGGATGTCCTGGTA 
CTGACCCACCCCTCTGTGAATGTGTCCACTCTCTTCTGCCCCCAGCCATATTTGGGGAGGATGGACAACTACAAT 
AGGTAAGAAAATGCAGCCGGAGCCTCAGTCCCCAGCAGAGCCTGTGTCTCACCCCCTCACAGGACAGAGCTGTAT 
CTGCATAAAGCTGGTCTCACTGTGGCGCAGGCCCCGGGGGGAGTGCCTGTGCTGTCAGGAAAAGGGGGTGCTGGT 
TTGAGGGCCACCACTGCAGTTCTGCTAGGTCTGCTTCCTGCCCAGGAAGGTGCCTGCACATGAAAGGAGAGAAAT 
ACACGTCTGATAAGACTTCATGAAATAATAATTATAGCAAAGAACAGTTTGGTGGTCTTTTCTCTTCCACTGATT 
TTTCTGTAATGAACATTATACCTTTATTACCTCTTTATTTTATTACCTCTATAATAAAATGATACCTT 
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FIGURE 1212 

MDTPLPRPRPLLAVERTGQRPLWAPSLELPKPVMQPLPAGAFLEEVAEGTPAQTESEPKVLDPEEDLLCIAKTFS 
YLRESGWYWGSITASEARQHLQKMPEGTFLVRDSTHPSYLFTLSVKTTRGPTNVRIEYADSSFRLDSNCLSRPRI 
LAFPDWSLVQHYVASCTADTRSDSPDPAPTPALPMPKEDAPSDPALPAPPPATAVHLKLVQPFVRRSSARSLQH 
LCRLVINRLVADVDCLPLPRRMADYLRQYPFQL 



WO 2004/043361 



PCT/US2003/035268 



1333/1629 

FIGURE 1213A 

ATCTGCTGGCATTTCCTGCAGCCAGGCCCGCGCCGCCAGTGGAGCCCCCGCGCGCCCGGCCGGCCCGGAGCACCG 
AGCTCGCGGCACGGTAGGAGAAGCCCCCGAGCGCCCACAGCAT^AGGAGGAGGCCTTCCTCCGGCGCCGCTTCT 
CCCTGTGTCCACCTTCCTCCACCCCTCAGAAAGTCGACCCCCGGAAGCTCACCCGGAACTTGCTCCTCAGCGGAG 
ACAATGAGCTCTACCCACTCAGCCCAGGGAAGGACATGGAGCCCAACGGCCCGTCGCTGCCCAGGGATGAAGGGC 
CCCCGACCCCAAGCTCTGCCACGAAGGTGCCACCGGCAGAGTACAGGCTGTGCAACGGGTCAGACAAGGAATGTG 
TGTCCCCCACCGCCAGGGTCACCAAGAAGGAGACTCTCAAGGCGCAGAAGGAGAACTACCGGCAGGAGAAGAAGC 
GCGCCACACGGCAGCXGCTCAGCGCTCTGACAGACCCCAGCGTGGTCATCATGGCTGACAGCCTGAAGATCCGCG 
GCACCCTGAAGAGCTGGACCAAGCTGTGGTGCGTGCTGAAGCCGGGGGTGCTGCTCATCTACAAGACGCCCAAGG 
TGGGCCAGTGGGTGGGCACGGTGCTGCTGCACTGCTGCGAGCTCATCGAGCGGCCCTCCAAGAAGGACGGCTTCT 
GCTTCAAGCTCTTCCACCCGCTGGATCAGTCCGTCTGGGCCGTGAAGGGCCCCAAAGGTGAGAGCGTGGGCTCCA 
TCACACAGCCCCTGCCCAGCAGCTACCTGATCTTCAGGGCCGCCTCCGAGTCAGATGGTCGCTGCTGGCTGGACG 
CCCTGGAGCTGGCCCTGCGCTGCTCTAGCCTACTGAGACTGGGCACCTGCAAGCCGGGCCGAGACGGGGAGCCAG 
GGACCTCGCCAGACGCATCACCCTCATCGCTCTGTGGGCTGCCAGCCTCAGCCACCGTCCACCCAGACCAAGACC 
TGTTCCCACTGAACGGGTCTTCCCTGGAGAACGATGCATTCTCAGACAAGTCGGAGAGAGAGAACCCTGAGGAGT 
CAGATACCGAGACCCAGGACCATAGCCGGAAGACGGAGAGTGGCAGCGACCAGTCAGAGACCCCTGGGGCCCCGG 
TGCGGAGAGGGACCACCTATGTGGAGCAGGTCCAGGAGGAGCTGGGGGAGCTGGGCGAGGCGTCCCAGGTGGAGA 
CAGTGTCAGAGGAGAACAAGAGTCTGATGTGGACCCTGCTGAAGCAGCTACGGCCAGGCATGGACCTGTCCCGCG 
TGGTGCTACCCACGTTCGTACTGGAGCCGCGCTCCTTCCTGAACAAGCTCTCCGACTACTACTACCACGCAGACC 
TGCTCTCCAGGGCTGCGGTGGAGGAGGATGCCTACAGCCGCATGAAGCTGGTGCTGCGGTGGTACCTGTCTGGCT 
TCTACAAGAAGCCCAAGGGAATCAAGAAGCCGTACAACCCCATCCTGGGGGAGACCTTCCGCTGCTGCTGGTTCC 
ACCCGCAGACTGACAGCCGCACATTCTACATAGCAGAGCAGGTGTCCCACCACCCGCCCGTGTCTGCCTTCCACG 
TCAGCAACCGGAAGGACGGCTTCTGCATCAGTGGCAGCATCACAGCCAAGTCCAGGTTTTATGGGAACTCGCTGT 
CGGCGCTGCTGGACGGCAAAGCCACGCTCACCTTCCTGAACCGAGCCGAGGATTACACCCTTACCATGCCCTACG 
CCCACTGCAAAGGAATCCTGTATGGCACGATGACCCTGGAGCTGGGTGGGAAGGTCACCATCGAGTGTGCGAAGA 
ACAACTTCCAGGCCCAGCTGGAATTCAAACTCAAGCCCTTCTTCGGGGGTAGCACCAGCATCAACCAGATCTCGG 
GAAAGATCACGTCGGGAGAGGAAGTCCTGGCGAGCCTCAGTGGCCACTGGGACAGGGACGTGTTTATCAAGGAGG 
AAGGGAGCGGAAGCAGTGCGCTTTTCTGGACCCCGAGCGGGGAGGTCCGCAGACAGAGGCTGAGGCAGCACACGG 
TGCCGCTGGAGGAGCAGACGGAGCTGGAGTCCGAGAGGCTCTGGCAGCACGTCACCAGGGCCATCAGCAAGGGCG 
ACCAGCACAGGGCCACACAGGAGAAGTTTGCACTGGAGGAGGCACAGCGGCAGCGGGCCCGTGAGCGGCAGGAGA 
GCCTCATGCCCTGGAAGCCGCAGCTGTTCCACCTGGACCCCATCACCCAGGAGTGGCACTACCGATACGAGGACC 
ACAGCCCCTGGGACCCCCTGAAGGACATCGCCCAGTTTGAGCAAGACGGGATCCTGCGGACCTTGCAGCAGGAGG 
CCGTGGCCCGCCAGACCACCTTCCTGGGCAGCCCAGGGCCCAGGCACGAGAGGTCTGGCCCAGACCAGCGGCTTC 
GCAAGGCCAGCGACCAGCCCTCCGGCCACAGCCAGGCCACGGAGAGCAGCGGATCCACGCCTGAGTCCTGCCCAG 
AGCTCTCAGACGAGGAGCAGGATGGTGACTTTGTCCCTGGCGGTGAGAGCCCATGCCCTCGGTGCAGGAAGGAGG 
CGCGGCGGCTGCAGGCCCTGCACGAGGCCATCCTCTCCATCCGAGAGGCCCAGCAGGAGCTGCACAGGCACCTCT 
CGGCCATGCTGAGCTCCACGGCACGGGCAGCACAGGCACCGACCCCAGGCCTCCTGCAGAGCCCCCGATCCTGGT 
TCCTGCTCTGCGTGTTCCTGGCGTGTCAGCTGTTCATTAACCACATCCTCAAATAGGAGCCCTGGGGGCAGAGCT 
CCTGGCCAGTCCCGAGCCCTCCCTCCCAGGCACCCAGCACTTTAAGCCTGCTCCATGGAGGCAGAGAGGCCCGGC 
AAGCACAGCCACTGTGACGGGGAGTCCAGGCGCAGGAGGGACCCGGGGCCACAAGGCGCTGCGGGCCCAGGTGTG 
CTGGGCCCCTCTCAGGGGCACTGGCCTCTCTGCAGGGCCTTCCGCCCAGCGCTGGCCTTAATGCTAAAGCCAAAT 
GCAGCTTCTGCTGTGCGACGCACTCCTGGCCATCTTGCCGTGTCACCCCCTGTCCGGCCTCCACTTGCCATGGGG 
GATGGATGGATTXAGGGTGGGAGGGCCTGTGGGGGCCCTGGACAGTCACACCCCAGCAGCAGTGAGTGGGCAGGT 
TTGGAGGAGCAGCCAGGGAGCCCCGAGTGGCCCAGGAGTCCCCCCACACACAGATGCATAGGCCTGCCTTCCGGA 
GACCCTGTCCACATTGCCGGGACCACCCTGGTGGGGCCACTGGTGGGTGCCAGGGACAGGTTAGGGCCACTCTGG 
GGAAGGCATTTTGGTTTTTTATTCCACGCTGTGCTGTTTGGATGGGAGCCCCACAGAGGCAGGTCCTGGAACCAC 
CCCACCCCCACACCTGGACGCTCGCTCTGGTGGGGGCACACGCAGGTGGAGGTGGTTGTGGGTGCAGGTGTGTGC 
AGGGGTGTGGGGGGCGCAGGGGTGTGGCTTAGCTGGCCCCGCACCCAGGCCGGGGAGGCTCAAGTTCGCCACTTT 
ACTCAGACCGATGCACAGTCTTCCCATTTTACACTTTTTTAATAAACATAATTGCAATATTTTAGGTGGGCTGCG 
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FIGURE 1213B 

AGCTGCAGTCAGCCTTCACGTCTGGCCTCAGTCCCCGTGTCAGTGCCGCTCTGCGTGTGCGTGTGCGCGTGTGTG 
AGCCTCTACACATATATATACGTACAGAGCCTTAAACCACATCGTGGCGGTGCCGTCTGAGCTGTAGCGGGTGGC 
TTTGTTTCCAGTTTTTGTACCCGTGTCCTTGTCTCCCCTCCTCCCCCATCTGGGGATGTGTCTGTGTTCCACACC 
TTGAAATAAACAGACACATACGTGTTCTCTTAAAAAAAAAAAAAAAAA 
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FIGURE 1214 

MKEEAFLRRRFSLCPP S STPQKVDPRKLTRNLLLSGDNELYPLSPGKDMEPNGP SLPRDEGPPTP S SATKVPPAE 
YRLCNGSDKECVSPTARVTKKETLKAQKENYRQEKKRATRQLLSALTDPSWIMADSLKIRGTLKSWTKLWCVLK 
PGVLLIYKTPKVGQWVGTVLLHCCELIERPSKKDGFCFKLFHPLDQSVWAVKGPKGESVGSITQPLPSSYLIFRA 
ASESDGRCWLDALELALRCSSLLRLGTCKPGRDGEPGTSPDASPSSLCGLPASATVHPDQDLFPLNGSSLENDAF 
SDKSERENPEESDTETQDHSRKTESGSDQSETPGAPVRRGTTYVEQVQEELGELGEASQVETVSEENKSLMWTLL 
KQLRPGMDLSRVVLPTFVLEPRSFLNKLSDYYYHADLLSRAAVEEDAYSRMKLVLRWYLSGFYKKPKGIKKPYNP 
ILGETFRCCWFHPQTDSRTFYIAEQVSHHPPVSAFHVSNRKDGFCISGSITAKSRFYGNSLSALLDGKATLTFLN 
RAEDYTLTMPYAHCKGILYGTMTLELGGKVTIECAKNNFQAQLEFKLKPFFGGSTSINQISGKITSGEEVLASLS 
GHWDRDVFIKEEGSGSSALFWTPSGEVRRQRLRQHTVPLEEQTELESERLWQHVTRAISKGDQHRATQEKFALEE 
AQRQRARERQESLMPWKPQLFHLDP I TQEWHYRYEDHSP WDPLKD I AQFEQDGILRTLQQEAVARQTTFLGSPGP 
RHERSGPDQRLRKASDQPSGHSQATESSGSTPESCPELSDEEQDGDFVPGGESPCPRCRKEARRLQALHEAILSI 
REAQQELHRHLSAMLSSTARAAQAPTPGLLQSPRSWFLLCVFLACQLFINHILK 
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FIGURE 1215 

GAATCTCTCGCGGGCAGCAGGGCGCGCGCTGCACGCACAGTACTAGGTCAGGTGGTGCTCCCGGGTGAGGAGCTG 
CTCCTGCCGGAACAGGAGGACGCGGAAGGCCCTGGGGGTGCAGTGGAGCGACCGTTGAGCCTGAATG3TAGAGCG 
TGCTCGCGGGTGCGCGTTTGTATGCGGTCCGGGCCTTCGACGCTGTGGGGACCGCCTGCTGGTCACCAAGTGCGG 
CCGCCTCCGTCACAAGGAGCCCGGCAGTGGAGGCGGCGGCGGTGTTTACTGGGTGGACTCTCAGCAGAAGCGGTA 
TGTTCCAGTAAAAGGAGACCATGTGATTGGCATAGTGACAGCTAAATCTGGAGATATATTCAAAGTTGATGTTGG 
AGGGAGTGAGCCAGCTTCTTXGTCTTACTTGTCATTTGAAGGTGCAACTAAAAGAAACAGACCAAATGTGCAGGT 
TGGAGATCTCATCTATGGCCAGTTTGTGGTTGCTAATAAAGACATGGAACCAGAGATGGTCTGTATTGACAGCTG 
TGGACGAGCCAATGGAATGGGTGTCATTGGACAGGATGGTCTGCTTTTTAAAGTGACTCTGGGCTTAATTAGAAA 
GCTATTAGCTCCAGATTGTGAAATCATACAGGAAGTGGGAAAACTCTATCCACTGGAGATAGTATTTGGAATGAA 
TGGAAGAATATGGGTTAAGGCAAAAACCATCCAGCAGACTTTAATTTTGGCAAACATTTTAGAAGCTTGTGAACA 
CATGACGTCAGATCAAAGAAAACAGATCTTCTCCAGATTGGCAGAAAGTTGATATAGGTGGACTTTTTTACAGGT 
CAGTTGAGGCAAAAAACTATGGGTTTTTTCAGGTGAACCTCCCCCATTTAAATACTCAGAAGATAAGGTGTGAAT 
GTATGTATTATTAGAGTCCGAAAGTATTTTTATAAGTTACTGGTTTTCACCCACGCTTTTGTGGGAGAGAAAATC 
ATTGCAAAATCATTTTTTTTGTTCGGTACAATAAAGTTTACTAAAi^AACAAA 
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FIGURE 1216 

MLERARGCAFVCGPGLRRCGDRLLVTKCGRLRHKEPGSGGGGGVYWVDSQQKRYVPVKGDHVIGIVTAKSGDIFK 
VDVGGSEPASLSYLSFEGATKRNRPNVQVGDLIYGQFWANKDMEPEMVCIDSCGRANGMGVIGQDGLLFKVTLG 
LIRKLLAPDCEIIQEVGKLYPLEIVFGMNGRIWVKAKTIQQTLILANILEACEHMTSDQRKQIFSRLAES 
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FIGURE 1217 

GGATTTTCCTTGGTCTTAAGATGGGTAGAAATGTGATGCGACACATGTCTGATGACTTAGGAAGTTATGTTTCTC 
TTTCGTGTGATGACTTTTCTTCACAGGAATTAGAGATTTTCATTTGCTCCTTTTCCTCCTCCTGGCTTCAAATGT 
TTGTTGCAGAGGCAGTCTTTAAAAAGTTGTGTCTACAGAGCTCTGGCAGTGTTTCTTCTGAGCCACTCTCTCTTC 
AGAAAATGGTATATTCCTATTTACCAGCCTTGGGGAAAACTGGTGTGCTTGGGTCTGGAAAGATTCAGGTGTCAA 
AGAAAATAGGACAGCGGCCTTGTTTTGACTCTCAGAGAACCTTACTAATGCTGAATGGTACTAAACAAAAACAAG 
TCGAAGGGCTGCCAGAGTTACTAGACCTGAACCTTGCTAAATGTTCCTCATCATTAAAAAAATTGAAAAAGAAGT 
CAGAAGGAGAATTGTCATGTTCCAAGGAGAATTGCCCCTCTGTAGTTAAAAAGATGAATTTTCACAAGACTAATC 
TAAAAGGAGAAACAGCCCTGCATAGAGCTTGCATAAATAACCAAGTGGAGAAATTGATTCTTCTTCTCTCTTTGC 
CAGGAATAGACATCAATGTTAAAGACAATGCTGGCTGGACGCCTTTGCATGAAGCCTGTAACTATGGCAACACAG 
TGTGTGTCCAGGAAATTTTGCAACGTTGTCCAGAGGTAGATCTGCTCACTCAAGTGGACGGGGTGACTCCTTTGC 
ATGATGCACTGTCAAACGGACATGTAGAAATTGGCAAGCTGCTACTACAGCATGGGGGCCCAGTGCTTTTACAAC 
AGAGGAATGCTAAGGGAGAATTGCCCTTGGATTATGTGGTTTCACCTCAAATCAAAGAAGAACTGTTTGCTATTA 
CAAAAATAGAAGATACAGTGGAGAACTTTCATGCACAAGCAGAGAAACATTTTCATTACCAGCAACTTGAATTTG 
GCTCCTTTTTACTTAGTAGGATGTTGCTAAATTTTTGTTCAATTTTTGATTTATCTTCAGAGTTCATTTTAGCTT 
CCAAAGGGTTAACTCATCTAAATGAACTGCTTATGGCTTGTAAAAGTCATAAAGAAACCACCAGTGTTCATACTG 
ACTGGTTACTGGATCTTTATGCTGGAAATATAAAGACATTGCAGAAACTCCCACACATTCTTAAGGAACTGCCTG 
AGAATTTGAAAGTGTGTCCTGGGGTACACACTGAGGCCTTGATGATAACATTGGAAATGATGTGTCGGTCAGTCA 
TGGAGTTTTCATGATGATGCTAGAAAGTATGGATTGACTTTCTAAATCTGTTCAGTTTGCATTGGTACTTACTGT 
GGACTTCATAGCTTACTGACAGATAGTAATTTGATTTATTTATTGACAGACTTTGCAGCCTTGCTAAATTTTAAA 
AGCATTTTTAAAAAAACTTCTACAAAACTCrAGTATGGGCTTCTGACTTTTTCCAGGGTGTAGAATTTGACTCAA 
AAGTAAAAATAATTTTGTTTTAGTATATTCTACTTTCATTAATGTTTTTTTGTTCTGAAAGTGATATTATATTGT 
ACATGTAAAATTAATTTAAATATTTTTTCAAATAAAAATGTAATGTCCTGTAAAAAAAAAAAAAAAAAAA 
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FIGURE 1218 

MGRNVMRHMSDDLGSYVSLSCDDFSSQELEIFIC^ 

LPALGKTGVLGSGKIQVSKKIGQRPCFDSQRTLLMLNGTKQKQVEGLPELLDLNLAKCSSSLKKLKKKSEGELSC 
SKENCPSVVKK^3NFHKTNLKGETALHRACINNQVEKLILLLSLPGIDINVKDNAGWTPLHEACNYGNTVCVQEIL 
QRCPEVDLLTQVDGVTPLHDALSNGHVEIGKLLLQHGGPVLLQQRNAKGELPLDYWSPQIKEELFAITKIEDTV 
ENFHAQAEKHFHYQQLEFGSFLLSRMLLNFCSIFDLSSEFILASKGLTHLNELLMACKSHKETTSVHTDWLLDLY 
AGN I KTLQKLP HILKELP ENL KVCP GVHTEALM I TLEMMCRS VMEF S 
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FIGURE 1219 

GGGGATTTGGCTAGAAGGCTGGGCCGGCAGCGGTTGTGAGGAGTTAGCTCGCGGCATTGCAGGCTCTGAGAGGAG 

GGGACCCGGTTCCCGGGTGAGTGTCCAGGC ATGC CAGCGGAACGGCCCGCGGGCAGCGGCGGCTCGGAGGCTCCA 

GCAATGGTTGAACAACTGGACACTGCTGTGATTACCCCGGCCATGCTAGAAGAGGAAGAACAGCTTGAAGCTGCT 

GGACXAGAGAGAGAGCGGAAGAXGCXGGAAAAGGCXCGCAXGXCTTGGGATAGAGAGXCGACAGAAATXCGGTAC 

CGTAGACTTCAACATTTGCTTGAAAAAAGCAATATCTACTCCAAATTTTTATTGACGAAAATGGAACAGCAACAA 

XTAGAGGAACAGAAGAAGAAAGAAAAATXGGAGAGAAAAAAGGAGTCXXXAAAAGXTAAAAAGGGTAAAAATXCA 

AT TGAT GC AAGTGAAGAGAAGCC AGT T ATGAGGAAAAAAAGAGGAAGAGAAGATGAATC ATAC AATAT T T C AGAG 

GTCATGTCAAAAGAGGAAATTTTGTCTGTGGCTAAAAAAAATAAAAAGGAGAATGAGGATGAAAACTCCTCCTCT 

ACTAATCTCTGTGTGGAAGATCTTCAGAAAAATAAAGATTCGAATAGTATAATTAAAGATAGATTGTCTGAAACG 

GTXAGGCAGAAXACXAAATXCXTXXXTGACCCAGXCCGGAAGTGXAATGGXCAGCCAGXACCTXTTCAACAACCA 

AAGCACTTCACTGGAGGAGTGATGCGATGGTACCAAGTAGAAGGCATGGAATGGCTTAGGATGCTTTGGGAAAAT 

GGAATXAAXGGGATXTTAGCAGAXGAAATGGGAXTGGGXAAGACAGXXCAGXGCATXGCXACTATXGCATTGAXG 

ATTCAGAGAGGAGTACCAGGACCXXTTCTXGXCTGXGGCCCXXTGTCTACACXXCCTAACXGGAXGGCTGAATTC 

AAAAGATTTACACCAGATATCCCTACAATGTTATATCATGGAACCCAGGAGGAACGTCAAAAATTGGTAAGAAAT 

ATTXACAAACGGAAAGGGACTXTGCAGATTCAXCCXGTGGXAATCACGTCAXXXGAAAXAGCCATGAGAGACCGA 

AATGCGTTACAGCATTGCTATTGGAAATACTTAATAGTAGATGAAGGACACAGGATTAAGAATATGAAGTGCCGT 

CXAATCAGGGAGXXAAAACGAXTCAATGCXGAXAACAAACTTCXTTTGACXGGXACXCCCXXGCAAAACAATTTA 

TCAGAACTTTGGTCATTGCTAAACTTTTTGTTGCCAGATGTATTTGATGACTTGAAAAGCTTTGAGTCTTGGTTT 

GACATCACTAGTCTTTCTGAAACTGCTGAAGATATTATTGCTAAAGAAAGAGAACAGAATGTATTGCATATGCTG 

CACCAGATTTTAACACCTTTCTTATTGAGAAGACTGAAGTCTGATGTTGCTCTTGAAGTTCCTCCTAAACGAGAA 

GTAGTCGTTTATGCTCCACTTTCAAAGAAGCAGGAGATCTTTTATACAGCCATTGTGAACCGTACAATTGCAAAC 

ATGTTTGGATCCAGTGAGAAAGAAACAATTGAGTTAAGTCCTACTGGTCGACCAAAACGACGAACTAGAAAATCA 

ATAAATTACAGCAAAATAGATGATTTCCCTAATGAATTGGAAAAACTGATCAGTCAAATACAGCCAGAGGTGGAC 

CGAGAAAGAGCTGTTGTGGAAGTGAATATCCCTGTAGAATCTGAAGTTAATCTGAAGCTGCAGAATATAATGATG 

CTACTTCGTAAATGTTGTAATCATCCATATTTGATTGAATATCCTATAGACCCTGTTACACAAGAATTTAAGATC 

GAXGAAGAATTGGTAACAAATXCTGGGAAGXTCXXGATTXXGGAXCGAATGCTGCCAGAACXAAAAAAAAGAGGX 

CACAAGGTGCTGCTTTTTTCACAAATGACAAGCATGTTGGACATTTTGATGGATTACXGCCATCTCAGAGATTTC 

AACTTCAGCAGGCXTGAXGGGTCCATGXCTTACTCAGAGAGAGAAAAAAACAXGCACAGCXTCAACACGGATCCA 

GAGGTGTTXAXCXXCTTAGTGAGXACACGAGCTGGXGGCCXGGGCAXXAAXCXGACTGCAGCAGAXACAGXTATC 

ATXTAXGATAGXGATTGGAACCCCCAGTCGGATCTTCAGGCCCAGGAXAGAXGXCATAGAAXXGGXCAGACAAAG 

CCAGTXGTXGTXTATCGCCXTGTXACAGCAAAXACTATCGATCAGAAAATXGTGGAAAGAGCAGCXGCTAAAAGG 

AAACXGGAAAAGTXGAXCAXCCATAAAAATCATXXCAAAGGTGGXCAGXCXGGAXXAAATCXGTCTAAGAATTTC 

XXAGATCCTAAGGAAXXAATGGAATXAXTAAAAXCXAGAGATTAXGAAAGGGAAATAAAAGGAXCAAGAGAGAAG 

GTCATXAGTGAXAAAGATCXAGAGTTGTTGTXAGATCGAAGTGATCXXAXTGATCAAATGAATGCTTCAGGACCA 

AXTAAAGAGAAGAXGGGGAXAXTCAAGATATXAGAAAAXTCTG2UVGAXTCCAGTCCTGAATGXXTGTXTTAAAGT 

GGAGCTCAAGAAXAGCTXTTAAAAGXXCTTATTXACAXCTAGXGAXXXCCCXGXATXGGGXXXGAAATACTGATX 

GTCCACXTCACCTTTTXTATTATATCAGTTGACATGXAACXAGXACCAXGCGXACXTAAAXAGAXGGXAATXXXC 

XGAGCCTXACCAAGAACAAAGAAGXATCCAXAXTAAGXXXAGAXTXXCAGXXAAXTTTXGAGACXGAGTAGTATT 

CXTGGAXACAGGCXGAXGTGTACXXAACCACXXCCAGATTXAXACAGXCXXCCTGTGGAAGTTXAGTAAAXGXCT 

TXTXCCCXCCXXTCTTCXAGXAAXGCAGTXCATGGGCXXXAGGTACXXCAGTXAXGAAGXAGGCXTTXCATGGGG 

AGAGAXXGGGATXAXGCXXTCXGTTGTXXAAGAAACXGXXTGATTXXAGAGTCTATTXCXATGAGAXAGTTTACC 

AAATAAATGTTCCXXATAAGATGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAA 



WO 2004/043361 



PCT/US2003/035268 



1341/1629 

FIGURE 1220 

MPAERPAGSGGSEAPAMVEQLDTAVITPAMLEEEEQLEAAGL^ 

NIYSKFLLTKMEQQQLEEQKKKEKLERKKESLKVKKGKNSIDASEEKPVMRKKRGREDESYNISEVMSKEEILSV 
AKKNKKENEDENS SSTNLCVEDLQKNKDSNS I IKDRLSETVRQNTKFFFDPVRKCNGQP VPFQQPKHFTGGVMRW 
YQVEGMEWLRMLWENGINGILADEMGLGKTVQCIATIALMIQRGVPGPFLVCGPLSTLPNWMAEFKRFTPDIPTM 
LYHGTQEERQKLVRNIYKRKGTLQIHPWITSFEIAMRDRNALQHCYWKYLIVDEGHRIKNMKCRLIRELKRFNA 
DNKLLLTGTPLQNNLSELWSLLNFLLPDWDDLKSFESWFDITSLSETAEDIIAKEREQWLHMLHQILTPFLLR 
RLKSDVALEVPPKREVWYAPLSKKQEIFYTAIVNRTIANMFGSSEKETIELSPTGRPKRRTRKSINYSKIDDFP 
NELEKLISQIQPEVDRERAWEVNIPVESEVNLKLQNIMMLLRKCCNHPYLIEYPIDPVTQEFKIDEELVTNSGK 
FLILDRMLPELKKRGHKVLLFSQMTSMLDILMDYCHLRDFNFSRLDGSMSYSEREKNMHSFNTDPEVFIFLVSTR 
AGGLGINLTAADTVIIYDSDWNPQSDLQAQDRCHRIGQTKPVWYRLVTANTIDQKIVERAAAKRKLEKLIIHKN 
HFKGGQSGLNLSKNFLDPKELMELLKSRDYEREIKGSREKVISDKDLELLLDRSDLIDQMNASGPIKEKMGIFKI 
LENSEDSSPECLF 



WO 2004/043361 



PCT/US2003/035268 



1342/1629 

FIGURE 1221 

GGCCGTGCCTTCTCTCGCTTCGGACTGCGCAACGCTGCGCTCTGGGCTGACAGGCGGATAAAACGGTCCCATCAA 
GACTGAGAAAAAGCACACCAGCTATTGGCACAGCGTGGGCAGTGGGGCCTACAGGATGACTGACTTAGTCTACAG 
AGATCCCGGCGTACTTAAGCAGATGAAGACTCTTAAGATGACAGAAGGTGATTTTTCTGGTGATCGAGGACTTCC 
GGGGTAATGACAGTGATGAA ATGC AGGGGACCTGGTTGCCCCCAAGTTTCCTGGCAGTGTGTGATACTGAGGAGG 
TGAGCTTGTTTCTGGAGCTGTGCTTTAAGATTCATGTTACATGTAAAGCTGTCCTCATTTGTGACTATGGACCTA 
TGGAGTTGGGACAATCTCTATGGGAAGCAGAAGGCAAGGACCCCGGTCATTTTAGGTAGAAACAACAGCATGCTA 
ATGCAAAAAATTATGCAGTGTGCTACTGAACTTCAGAGGTGATCAATAAAAGAAGAATAAAAAGACTAATAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 1222 

MQGTWLPPSFLAVCDTEEVSLFLELCFKIHVTCKAVLICDYGPMELGQSLWEAEGKDPGHFR 
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FIGURE 1223 

CCCTTTAAAGGGTGACTCGTCCCACTTGTGTTCTCTCTCCTGGTGCAGAGTTGCAAGCAAGTTTATCAGAGTATC 
GCC ATGA AGTTCGTCCCCTGCCTCCTGCTGGTGACCTTGTCCTGCCTGGGGACTTTGGGTCAGGCCCCGAGGCAA 
AAGCAAGGAAGCACTGGGGAGGAATTCCATTTCCAGACTGGAGGGAGAGATTCCTGCACTATGCGTCCCAGCAGC 
TTGGGGCAAGGTGCTGGAGAAGTCTGGCTTCGCGTCGACTGCCGCAACACAGACCAGACCTACTGGTGTGAGTAC 
AGGGGGCAGCCCAGCATGTGCCAGGCTTTTGCTGCTGACCCCAAACCTTACTGGAATCAAGCCCTGCAGGAGCTG 
AGGCGCCTTCACCATGCGTGCCAGGGGGCCCCGGTGCTTAGGCCATCCGTGTGCAGGGAGGCTGGACCCCAGGCC 
CATATGCAGCAGGTGACTTCCAGCCTCAAGGGCAGCCCAGAGCCCAACCAGCAGCCTGAGGCTGGGACGCCATCT 
CTGAGGCCCAAGGCCACAGTGAAACTCACAGAAGCAACACAGCTGGGAAAGGACTCGATGGAAGAGCTGGGAAAA 
GCCAAACCCACCACCCGACCCACAGCCAAACCTACCCAGCCTGGACCCAGGCCCGGAGGGAATGAGGAAGCAAAG 
AAGAAGGCCTGGGAACATTGTTGGAAACCCTTCCAGGCCCTGTGCGCCTTTCTCATCAGCTTCTTCCGAGGGTGA 



CAGGTGAAAGACCCCTACAGATCTGACCTCTCCCTGACAGACAACCATCTCTTTTTATATTATGCCGCTTTCAAT 
CCAACGTTCTCACACTGGAAGAAGAGAGTTTCTAATCAGATGCAACGGCCCAAATTCTTGATCTGCAGCTTCTCT 
GAAGTTTGGAAAAGAAACCTTCCTTTCTGGAGTTTGCAGAGTTCAGCAATATGATAGGGAACAGGTGCTGATGGG 
CCCAAGAGTGACAAGCATACACAACTACTTATTATCTGTAGAAGTTTTGCTTTGTTGATCTGAGCCTTCTATGAA 
AGTTTAAATATGTAACGCATTCATGAATTTCCAGTGTTCAGTAAATAGCAGCTATGTGTGTGCAAAATAAAAGAA 
TGATTTCAGAAAT 
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FIGURE 1224 

MKFVPCLLLVTLSCLGTLGQAPRQKQGSTGEEFHFQTGGRDSCTMRPSSLGQGAGEVWLRVDCRNTDQTYWCEYR 
GQPSMCQAFAADPKPYWNQALQELRRLHHACQGAPVLRPSVCREAGPQAHMQQVTSSLKGSPEPNQQPEAGTPSL 
RPKATVKLTEATQLGKDSMEELGKAKPTTRPTAKPTQPGPRPGGNEEAKKKAWEHCWKPFQALCAFLISFFRG 



WO 2004/043361 



PCT/US2003/035268 



1346/1629 

FIGURE 1225 

GTCTACACCCCCTCCTCACACGCACTTCACCTGGGTCGGGATTCTCAGGTCATGAACGGTCCCAGCCACCTCCGG 
GCAGGGCGGGTGAGGACGGGGACGGGGCGTGTCCAACTGGCTGTGGGCTCTTGAAACCCGAGCATGGCACAGCAC 
GGGGCGATGGGCGCGTTTCGGGCCCTGTGCGGCCTGGCGCTGCTGTGCGCGCTCAGCCTGGGTCAGCGCCCCACC 
GGGGGTCCCGGGTGCGGCCCTGGGCGCCTCCTGCTTGGGACGGGAACGGACGCGCGCTGCTGCCGGGTTCACACG 
ACGCGCTGCTGCCGCGATTACCCGGGCGAGGAGTGCTGTTCCGAGTGGGACTGCATGTGTGTCCAGCCTGAATTC 
CACTGCGGAGACCCTTGCTGCACGACCTGCCGGCACCACCCTTGTCCCCCAGGCCAGGGGGTACAGTCCCAGGGG 
AAATTCAGTTTTGGCTTCCAGTGTATCGACTGTGCCTCGGGGACCTTCTCCGGGGGCCACGAAGGCCACTGCAAA 
CCTTGGACAGACTGCACCCAGTTCGGGTTTCTCACTGTGTTCCCTGGGAACAAGACCCACAACGCTGTGTGCGTC 
CCAGGGTCCCCGCCGGCAGAGCCGCTTGGGTGGCTGACCGTCGTCCTCCTGGCCGTGGCCGCCTGCGTCCTCCTC 
CTGACCTCGGCCCAGCTTGGACTGCACATCTGGCAGCTGAGGAGTCAGTGCATGTGGCCCCGAGAGACCCAGCTG 
CTGCTGGAGGTGCCGCCGTCGACCGAAGACGCCAGAAGCTGCCAGTTCCCCGAGGAAGAGCGGGGCGAGCGATCG 
GCAGAGGAGAAGGGGCGGCTGGGAGACCTGTGGGTG TGAG CCTGGCCGTCCTCCGGGGCCACCGACCGCAGCCAG 
CCCCTCCCCAGGAGCTCCCCAGGCCGCAGGGGCTCTGCGTTCTGCTCTGGGCCGGGCCCTGCTCCCCTGGCAGCA 
GAAGTGGGTGCAGGAAGGTGGCAGTGACCAGCGCCCTGGACCATGCAGTTCGGCGGCCGCGGCTGGGCCCTGCAG 
GAGGGAGAGAGAGACACAGTCATGGCCCCCTTCCTCCCTTGCTGGCCCTGATGGGGTGGGGTCTTAGGACGGGAG 
GCTGTGTCCGTGGGTGTGCAGTGCCCAGCACGGGACCCGGCTGCAGGGGACCTTCAATAAACACTTGTCCAGTGA 
AAAAAAAAAAAAAA 
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FIGURE 1226 

MAQHGAMGAFRALCGLALLCALSLGQRPTGGPGCGPGRLLLGTGTDARCCRVHTTRCCRDYPGEECCSEWDCMCV 
QPEFHCGDPCCTTCRHHPCPPGQGVQSQGKFSFGFQCIDCASGTFSGGHEGHCKPWTDCTQFGFLTVFPGNKTHN 
AVCVPGSPPAEPLGWLTWLLAVAACVLLLTSAQLGLHIWQLRSQCMWPRETQLLLEVPPSTEDARSCQFPEEER 
GERS AEEKGRL GDLWV 

{ 
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FIGURE 1227 

CGCCCGCGCGCCCCGGGAGCCTACCCAGCACGCGCTCCGCGCCCACTGGTTCCCTCCAGCCGCCGCCGTCCAGCC 
GAGTCCCCACTCCGGAGTCGCCGCTGCCGCGGGGACATGGTCCTCTGCGTTCAGGGACCTCGTCCTTTGCTGGCT 
GTGGAGCGGACTGGGCAGCGGCCCCTGTGGGCCCCGTCCCTGGAACTGCCCAAGCCAGTCATGCAGCCCTTGCCT 
GCTGGGGCCTTCCTCGAGGAGGTGGCAGAGGGTACCCCAGCCCAGACAGAGAGTGAGCCAAAGGTGCTGGACCCA 
GAGGAGGATCTGCTGTGCATAGCCAAGACCTTCTCCTACCTTCGGGAATCTGGCTGGTATTGGGGTTCCATTACG 
GCCAGCGAGGCCCGACAACACCTGCAGAAGATGCCAGAAGGCACGTTCTTAGTACGTGACAGCACGCACCCCAGC 
TACCTGTTCACGCTGTCAGTGAAAACCACTCGTGGCCCCACCAATGTACGCATTGAGTATGCCGACTCCAGCTTC 
CGTCTGGACTCCAACTGCTTGTCCAGGCCACGCATCCTGGCCTTTCCGGATGTGGTCAGCCTTGTGCAGCACTAT 
GTGGCCTCCTGCACTGCTGATACCCGAAGCGACAGCCCCGATCCTGCTCCCACCCCGGCCCTGCCTATGCCTAAG 
GAGGATGCGCCTAGTGACCCAGCACTGCCTGCTCCTCCACCAGCCACTGCTGTACACCTAAAACTGGTGCAGCCC 
TTTGTACGCAGAAGCAGTGCCCGCAGCCTGCAACACCTGTGCCGCCTTGTCATCAACCGTCTGGTGGCCGACGTG 
GACTGCCTGCCACTGCCCCGGCGCATGGCCGACTACCTCCGACAGTACCCCTTCCAGCTCTGACTGTACGGGGCA 
ATCTGCCCACCCTCACCCAGTCGCACCCTGGAGGGGACATCAGCCCCAGCTGGACTTGGGCCCCCACTGTCCCTC 
CTCCAGGCATCCTGGTGCCTGCATACCTCTGGCAGCTGGCCCAGGAAGAGCCAGCAAGAGCAAGGCATGGGAGAG 
GGGAGGTGTCACACAACTTGGAGGTAAATGCCCCCAGGCCGCATGTGGCTTCATTATACTGAGCCATGTGTCAGA 
GGATGGGGAGACAGGCAGGACCTTGTCTCACCTGTGGGCTGGGCCCAGACCTCCACTCGCTTGCCTGCCCTGGCC 
ACCTGAACTGTATGGGCACTCTCAGCCCTGGTTTTTCAATCCCCAGGGTCGGGTAGGACCCCTACTGGCAGCCAG 
CCTCTGTTTCTGGGAGGATGACATGCAGAGGAACTGAGATCGACAGTGACTAGTGACCCCTTGTTGAGGGGTAAG 
CCAGGCTAGGGGACTGCACAATTATACACTATTTATTTATTTATTCTCCTTGGGGTTGGTGTCAGGGGCGAGCCA 
ACCCCACCTCTATGCCCTGAGCCCTGGTAGTCCAGAGACCCCAACTCTGCCCTGGCTTCTCTGGTTCTTCCCTGT 
GGAAAGCCCATCCTGAGACATCTTGCTGGAACCAAGGCAATCCTGGATGTCCTGGTACTGACCCACCCGTCTGTG 
AATGTGTCCACTCTCTTCTGCGCCCAGCCATATTTGGGGAGGATGGACAACTACAATAGGTAAGAAAATGCAGCC 
GGAGCCTCAGTCCCCAGCAGAGCCTGTGTCTCACCCCCTCACAGGACAGAGCTGTATCTGCATAGAGCTGGTCTC 
ACTGTGGCGCAGGCCCC 
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FIGURE 1228 

MV^CVQGPRPLLAVERTGQRPLWAPSLELPKPVMQPLPAGAFLEEVAEGTPAQTESEPKVLDPEEDLLCIAKTFS 
YLRESGWYWGSITASEARQHLQKMPEGTFLVRDSTHPSYLFTLSVKTTRGPTNVRIEYADSSFRLDSNCLSRPRI 
LAFPDWSLVQHYVASCTADTRSDSPDPAPTPALPMPKEDAPSDPALPAPPPATAVHLKLVQPFVRRSSARSLQH 
LCRLVINRLVADVDCLPLPRRMADYLRQYPFQL 
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FIGURE 1229 

GGCACGAGGGTTCCCGCCAGGTCCGTGCCGGGCGAGAGAGATGCTGCCCGGCCCGCCTCGGCTTTGAGGCGAGAG 

AAGTGXCCCAGACCCATTTCGCCTTGCTGACGGCGTCGAGCCCTGGCCAGACATGTCCACAGGGTTCTCCTTCGG 

GTCCGGGACTCTGGGCTCCACCACCGTGGCCGCCGGCGGGACCAGCACAGGCGGCGTTTTCTCCTTCGGAACGGG 

AGCGTCTAGCAACCCTTCTGTGGGGCTCAATTTTGGAAATCTTGGAAGTACTTCAACTCCAGCAACTACATCTGC 

TCCTTCAAGTGGTTTTGGAACCGGGCTCTTTGGATCTAAACCTGCCACTGGGTTCACTCTAGGAGGAACAAATAC 

AGGAATAGCAACAACTATAACTACAGGATTAACTCTGGGAACGCCAGCCACTACATCTGCAGCTACAACAGGCTT 

CAGTTTAGGATTCAATAAACCTGCAGCATCTGCCACACCATTTGCTCTACCTATTACCTCTACCTCAGCTAGCGG 

TCTGACTCTTTCGTCTGCTCTGACATCAACTCCAGCAGCATCCACAGGATTTACTCTAAATAATTTGGGTGGGAC 

AACAGCCACAACTACAACXGCATCAACAGGCCTCTCTTTAGGGGGAGCCTTAGCTGGTTTGGGAGGTTCACTTTT 

CCAGAGTACAAACACAGGAACATCAGGACTTGGACAGAATGCTTTAGGGTTGACTTTGGGAACTACAGCAGCTAC 

TTCAACTGCAGGCAATGAAGGCCTTGGTGGTATAGATTTCAGTAGCTCCTCAGATAAAAAGAGTGATAAAACGGG 

AACAAGACCAGAGGATAGTAAAGCTCTGAAGGATGAAAATCTACCTCCTGTCATCTGCCAGGATGTTGAAAATCT 

CCAGAAATTTGTGAAGGAGCAGAAACAAGXTCAAGAAGAAATTAGTAGAATGTCTTCAAAAGCAATGCTTAAGGT 

ACAAGAAGATATTAAAGCTCTGAAGCAGCTCCTGTCGTTGGCTGCCAATGGAATACAGAGAAACACTCTCAACAT 

TGACAAATTGAAAATAGAAACTGCTCAGGAGTTGAAGAATGCTGAAATAGCXTTAAGAACCCAGAAGACACCACC 

TGGACTTCAACATGAATAXGCAGCTCCTGCTGACTACTTCAGAATCTTGGTrCAGCAATTTGAGGTACAGCTTCA 

GCAGTACAGGCAGCAGATTGAAGAACTAGAAAACCATCTTGCCACTCAAGCAAATAATTCACATATAACCCCTCA 

AGATTTGTCAATGGCTATGCAGAAAATTTATCAAACATTTGTAGCTTTAGCGGCACAACTTCAGTCTATXCATGA 

AAATGTAAAGGTTCTGAAAGAACAGTACCrTGGCTACAGGAAAATGTTCTTGGGAGATGCTGTTGATGTGTTTGA 

AACAAGGCGAGCAGAAGCCAAGAAGTGGCAGAACACACCCAGAGTTACXACXGGACCCACTCCTTTCAGCACCAT 

GCCAAACGCAGCAGCCGIIGCCAIGGCXGCAACACIXACACAGCAGCAACAGCCXGCXACAGGGCCACAGCCAXC 

TCTGGGAGTIAGTTTTGGAACGCCATTCGGCTCAGGTATTGGCACTGGCTTGCAATCAAGTGGCTTAGGTTCTTC 

AAACCTTGGAGGATTTGGAACTAGCTCTGGTTTTGGATGCAGCACCACAGGGGCCTCCACATTTGGATTTGGAAC 

AACAAATAAACCCTCAGGAAGTCTTAGTGCAGGCTTTGGCAGCTCAAGTACATCTGGGTTTAACTTCAGCAATCC 

TGGCATCACGGCATCAGCTGGTTTGACTTTXGGGGTGTCCAATCCTGCCTCTGCAGGTTTTGGAACAGGAGGACA 

ACTCCTTCAGTTGAAGAAACCTCCAGCTGGAAACAAAAGAGGAAAAAGATAAACATGGGTTGATGTGTTGAGAGA 

ATCCATAGCAGCACCGTTCATTCTATGAGTCTATTTTTCTAATGATGCAGTAATTAAATTGCATCCCAGGAGATT 

TATAAAGTTTTGATATTTTTCCCTACTCTGGAATTTGAACTTTCTTCATGTTTGCCATACTGAACATCTTTTTTC 

TTGTGGAATTTAAAGTCCAGCTGTGTTTTCTTTTTAATTTGATTCTCAGTGTAAGAAATGTTCTGATTACATCAC 

TGATTGGTAATGGTTAGAAACCATTAACCTAAAACTTACTATTTAACCTAGTGTTTTTGTTGATGAGGTTTACAT 

TATGTGAATACATGCACATTTGTTTCTTATACAGGTGGTGTGAACTCTAGGGCCTATACTAGAATCAATTTGTTC 

CTTGTTAAAGGCCTTTTGAATTATACTGCAGGGCATCTTGTGAATATGTATGTAAATATATACAGAATAATACAC 

ACAGTTGTGTGTGCATATAAAATACATATTTACGCCAGGCGTGGTGGCTCACGCCTGTAATCCCAGCACTTTGGG 

AGGCCGAGGCAGGCGGATCACCTGAGGTCAGGAGTTTGAGACCAGCCTGACATGGTGAAACCCCATCTCTACGAA 

AAATACAAAAATTAGCTGGGCATAGTGGCGGGTACCTATAATCCCAGCTACTCGGGAGGCTGAGGCACGAGAATC 

ACTTGAAGCCGGGAGGTGGGGGTTGCAGTGAGCCGAGATCACACCACTGCACTCCAGCCTGGGCAACAAGAGCAA 
AACTCCGTCTCAAAAAAAAAAAAAAAAAAA 
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FIGURE 1230 

MSTGFSFGSGTLGSTTVAAGGTSTGGVFSFGTGASSNPSVGLNFGNLGSTSTPATTSAPSSGFGTGLFGSKPATG 
FTLGGTNTGIATTIXTGLTLGTPATTSAATTGFSLGFNKPAASATPFALPITSTSASGLTLSSALTSTPAASTGF 
TLNNLGGTTATTTTASTGLSLGGALAGLGGSLFQSTNTGTSGLGQNALGLTLGTTAATSTAGNEGLGGIDFSSSS 
DKKSDKTGTRPEDSKALKDENLPPVICQDVENLQKFVKEQKQVQEEISRMSSKAMLKVQEDIKALKQLLSLAANG 
IQRNTLNIDKLKIETAQELKNAEIALRTQKTPPGLQHEYAAPADYFRILVQQFEVQLQQYRQQIEELENHLATQA 
NNSHITPQDLSMAMQKIYQTFVALAAQLQSIHENVKVLKEQYLGYRKMFLGDAVDVFETRRAEAKKWQNTPRVTT 
GPTPFSTMPNAAAVAMAATLTQQQQPATGPQPSLGVSFGTPFGSGIGTGLQSSGLGSSNLGGFGTSSGFGCSTTG 
ASTFGFGTTNKPSGSLSAGFGSSSTSGFNFSNPGITASAGLTFGVSNPASAGFGTGGQLLQLKKPPAGNKRGKR 
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FIGURE 1231 

TTTTCGAGACCGGAAGTGAGTGATCGAAAGCATGGCGTCGGTGGTGTTGGCGCTGAGGACCCGGACAGCCGTTAC 
ATCCTTGCTAAGCCCCACTCCGGCTACAGCTCTTGCTGTCAGATACGCATCCAAGAAGTCGGGTGGTAGCTCCAA 
AAACCTCGGTGGAAAGTCATCAGGCAGACGCCAAGGCATTAAGAAAATGGAAGGTCACTATGTTCATGCTGGGAA 
CATCATTGCAACACAGCGCCATTTCCGCTGGCACCCAGGTGCCCATGTGGGTGTTGGGAAGAATAAATGTCTGTA 
TGCCCTGGAAGAGGGGATAGTCCGCTACACTAAGGAGGTCTACGTGCCTCATCCCAGAAACACGGAGGCTGTGGA 
TCTGATCACCAGGCTGCCCAAGGGTGCTGTGCTCTACAAGACTTTTGTCCACGTGGXTCCTGCCAAGCCTGAGGG 
CACCTTCAAACTGGTAGCTATGCXTTGATGTCCTGTTGAGGCCATCGGACAGAGACTGGAGCCCAGGTGACAGGA 
GATGGTGATACCAGAAGTCAAGGGTTGGGGTGGCGACACGGCCTCCCGAGGAAGAGGTCTGCTTGATGGTGACTC 
TGCAGGAGACTCTGAAGTGACTGCTGGGAAACCCTTTGGGAGACCTGACCTGGGGCCAAAAATAAAGTGAGCCAG 
CGTCATGAACGCATGCTATTTAGGGACAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 1232 

MASWLALRTRTAVTSLLSPTPATALAVRYASKKSGGSSKNLGGKSSGRRQGIKKMEGHYVHAGNIIATQRHFRW 
HPGAHVGVGKNKCLYAIiEEGIVRYTKEVYVPHPRNTEAVDLITRLPKGAVLYKTFVHWPAKPEGTFKLVAML 



\ 
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FIGURE 1233 

CCCGAGCCCCGCCCCTCCGGGCCCGGGTCGGCGCGCCCAGCCTGCCAGCCGCGCTGCTGCTGCTCCTCCTGCTGT 

GGGACCGCTGACCGCGCGGCTGCTCCGCTCTCCCCGCTCCAAGCGCCGATCTGGGCACCCGCCACCAGC ATGG AC 

GCTCGCCGCGTGCCGCAGAAAGATCTCAGAGTAAAGAAGAACTTAAAGAAATTCAGATATGTGAAGTTGATTTCC 

ATGGAAACCTCGTCATCCTCTGATGACAGTTGTGACAGCTTTGCTTCTGATAATTTTGCAAACACGAAACCTAAA 

TTCAGGTCAGATATCAGTGAAGAACTGGCAAGTGTTTTTTATGAGGACTCTGATAATGAATCTTTCTGCGGCTTT 

TCAGAAAGTGAGGTGCAAGATGTATTAGACCATTGTGGATTTTTACAGAAACCAAGGCCAGATGTCACTAACGAA 

CTGGCCGGTATTTTTCATGCCGACTCTGACGATGAATCATTTTGCGGTTTCTCAGAGAGTGAGATACAAGATGGA 

ATGAGGCTGCAGTCAGTTCGGGAAGGCTGTAGGACCCGCAGCCAGTGCAGGCACTCTGGACCTCTCAGGGTGGCG 

ATGAAGTTTCCAGCGCGGAGTACCAGGGGAGCAACCAACAAAAAAGCAGAGTCCCGCCAGCCCTCAGAGAATTCT 

GTGACTGATTCCAACTCCGATTCAGAAGATGAAAGTGGAATGAATTTTTTGGAG2VAAAGGGCTTTAAATATAAAG 

CAAAACAAAGCAATGCTTGCAAAACTCATGTCTGAATTAGAAAGCTTCCCTGGCTCGTTCCGTGGAAGACATCCC 

CTCCCAGGCTCCGACTCACAATCAAGGAGACCGCGAAGGCGTACATTCCCGGGTGTTGCTTCCAGGAGAAACCCT 

GAACGGAGAGCTCGTCCTCTTACCAGGTCAAGGTCCCGGATCCTCGGGTCCCTTGACGCTCTACCCATGGAGGAG 

GAGGAGGAAGAGGATAAGTACATGTTGGTGAGAAAGAGGAAGACCGTGGATGGCTACATGAATGAAGATGACCTG 

CCCAGAAGCCGTCGCTCCAGATCATCCGTGACCCTTCCGCATATAATTCGCCCAGTGGAAGAAATTACAGAGGAG 

GAGTTGGAGAACGTCTGCAGCAATTCTCGAGAGAAGATATATAACCGTTCACTGGGCTCTACTTGTCATCAATGC 

CGTCAGAAGACTATTGATACCAAAACAAACTGCAGAAACCCAGACTGCTGGGGCGTTCGAGGCCAGTTCTGTGGC 

CCCTGCCTTCGAAACCGTTATGGTGAAGAGGTCAGGGATGCTCTGCTGGATCCGAACTGGCATTGCCCGCCTTGT 

CGAGGAATCTGCAACTGCAGTTTCTGCCGGCAGCGAGATGGACGGTGTGCGACTGGGGTCCTTGTGTATTTAGCC 

AAATATCATGGCTTTGGGAATGTGCATGCCTACTTGAAAAGCCTGAAACAGGAATTTGAAATGCAAGCATAATAT 

CTGGAAAATTTGCTGCCTGCCTTCTACTTCTCAAATCTTTCTTGTAAAAGTTTCCAATTTTTTCACTGAAACCTG 

AGTTAAAAATCTTGATGATCAGCCTGTTTCATAAGAAACTCCAATCAAGTTAATCTTAGCAGACATGTGTTTCTG 

GAGCATCACAGAAGGTATATTGCTAGTTACACTTTGCCCTCCTGCAGTTTCTTCTCTGCTCCCAACCCCCATCTC 

ATAGCATCCCCCTCTATTTCCAATGCTCCTCTCCAACCGCTTAGTTTCTGAATTTCTTTTAAATTACAGTTTTAT 

GAAAGCATATTTTATTTACTTGGTGTTGAAATAGCCCTCATAAAACCTAAGCACTTGGAAACACAATAATAGTAT 

TAACTAACTAGATCTATTGAATTTCAGAGAAGAGCCTTCTAACTTGTTTACACAAAAACGAGTATGATTTAGCAT 

TCATACTAGTTGAAATTTTTAATAGAATCAAGGCACAAAAGTCTTAAAACCATGTGGAAAAATTAGGTAATTATT 

GCAGATTGATGTCTCTCAATCCCATGTATTGCGCTTATGTTACAAGTTGTTGTCACAGTTGAGACTTAATTTCTC 

CrAATTTCTTCTGCCCGAAGGGTAAGTGGTGCGTCCAGCTTACACAATCATAATTCAAAGGTTGGTGGGCAATGT 

AATACTTAATTAAAATAATGATGGAAGAGCTATCTGGAGATTATGAGTAAGCTGATTTGAATTTTCAGTATAAAA 

CTTTAGTATAATTGTAGTTXGCAAAGTTXATTTCAGTTCACATGTAAGGTATTGCAAATAAATTCTTGGACAATT 

TTGTATGGAAACTTGATATTAAAAACTAGTCTGTGGTTCTTTGCAGTTTCTTGTAAATTTATAAACCAGGCACAA 

GGTTCAAGTTTAGATTTTAAGCACTTTTATAACAATGAXAAGTGCCTTTTTGGAGATGTAACTTTTAGCAGTTTG 

TTAACCTGACATCTCTGCCAGTCTAGTTTCTGGGCAGGTTTCCTGTGTCAGTATXCCCCCTCCTCTTTGCATTAA 

TCAAGGTATTTGGTAGAGGTGGAATCTAAGTGTTTGTATGTCCAATTTACTTGCATATGTAAACCATTGCTGTGC 

CATTCAATGTTTGATGCATAATTGGACCTTGAATCGATAAGTGTAAATACAGCTTTTGATCTGTAATGCTTTTAT 

ACAAAAGTTTATTTTAATAATAAAATGTTTGTTCTAACTTGTCTGCTTTTTTAAAAATAATCTTACTGTACTTAA 

TTCTAATTTTTTCCTCATATTTAAATAAAAGGCCATTTCCACCTTTTCT 
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FIGURE 1234 

MDARRVPQKDLRVKKNLKKFRYVKLISMETSSSSDDSCDSFASDNFANTKPKFRSDISEELASVFYEDSDNESFC 
GFSESEVQDVLDHCGFLQKPRPDVTNELAGIFHADSDDESFCGFSESEIQDGMRLQSVREGCRTRSQCRHSGPLR 
VAMKFPARSTRGATNKKAESRQPSENSVTDSNSDSEDESGMNFLEKRALNIKQNKAMLAKLMSELESFPGSFRGR 
HPLPGSDSQSRRPRRRTFPGVASRRNPERRARPLTRSRSRILGSLDALPMEEEEEEDKYMLVRKRKTVDGYMNED 
DLPRSRRSRSSVTLPHIIRPVEEITEEELENVCSNSREKIYNRSLGSTCHQCRQKTIDTKTNCRNPDCWGVRGQF 
CGPCLRNRYGEEVRDALLDPNWHCPPCRGICNCSFCRQRDGRCATGVIjVYLAKYHGFGNVHAYLKSLKQEFEMQA 
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FIGURE 1235 

GGCACGAGGCAACTTTGTGTAAAGCAGCTTCTCCCACAGAGCTTTCCCTGCATTGTTAGTGATGTCGGGClUmGC 
ATCACTCTTTAACCTGGGGCATTGGCCCCAGCAGGGATATCATGGGACCGCAGCCGCTCCGTGCACTGTCTCTGC 
CCCCAGAGGAAGCCCTGTCCATGGTTCCTGGTGCACGGCCACAGGCCTGCCTTGAGGCCACCACATCTGGTGTCT 
AGAACAGCTGCGGGCCCCACTTGGGCAGAAGGAAGAGGTGCTAGCTGCTGCCCCTGCCTGCTGTGAACACCTGCC 
CAGCCCTTCCTTGTCTGCTGAGGTGCTCAGACCAGAGTGCCATTAAATACCAACTGATGTCACGGAGCGGACGGT 
GCATTGCCAAGGACTCACAGCTGTGGGCTCCCTTCCAGCTCCTCCCACTTTCTTGGCTGGGTCTTCTGAGGCCTA 
CGTGGAATGAACTACACATGTGGCCTCATGCCCAAGGGTTTGTTAGATGGCCTCTGACTCTGTGGGATTCAACTT 
GACTTTTTTGCCCCAGGAGGCTCTGTCTGGAAACAGGCTTAGCTTTAGTGCTGGGGTGGGACCTGCCCTGTGGGC 
CCCAGGGAGGGGACAGTGGGGGTGAGGCCCTGAGGCTGTCCAGGGTCTGAGCTCTTTGCCTCCAACCTGCTTCTG 
CCCCAAAAGGAACAGGCTGTTGGTGGCAGGCTCCTCCCGGGGAGCTGTACTGTACAGACCAAGGTGTAAATAAAC 
AGTTTGCTCTTCTAAAAAAAAAAAAAAAAAA 
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FIGURE 1236 



MGPQPLRALSLPPEEALSMVPGARPQACLEATTSGV 
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FIGURE 1237 

CCTCGCCCCGCCTACGCGGGAACCCAACCGCGGCGACCGGACGTGCACTCCTCCAGTAGCGGCTGCACGTCGTGC 
A ATGG CCCGCTATGAGGAGGTGAGCGTGTCCGGCTTCGAGGAGTTCCACCGGGCCGTGGAACAGCACAATGGCAA 
GACCATTTTCGCCTACTTTACGGGTTCTAAGGACGCCGGGGGGAAAAGCTGGTGCCCCGACTGCGTGCAGGCTGA 
ACCAGTCGTACGAGAGGGGCTGAAGCACATTAGTGAAGGATGTGTGTTCATCTACTGCCAAGTAGGAGAAAAGCC 
TTATTGGAAAGATCCAAATAATGACTTCAGAAAAAACTTGAAAGTAACAGCAGTGCCTACACTACTTAAGTATGG 
AACACCTCAAAAACTGGTAGAATCTGAGTGTCTTCAGGCCAACCTGGTGGAAATGTTGTTCTCTGAAGATTA^3A 
TTTTAGGATGGCAATCATGTCTTGATGTCCTGATTTGTTCTAGTATCAATAAACTGTATACTTGCTTTGAATTCA 
TGTTAGCAATAAATGATGTTAAAAAAACTGGCATGTGTCTAAACAATAGAGTGCTATTAAAATGCCCATGAACCT 
TTAGTTTGCCTGTAATACATGGATATTTTTAAGATATAAAGAAGTCTTCAGAAATAGCAGTAAAGGCTCAAAGGA 
ACGTGATTCTTGAAGGTGACGGTAATACCTAAAAACTCCTAAAGGTGCAGAGC 
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FIGURE 1238 

MARYEEVSVSGFEEFHRAVEQHNGKTIFAYFTGSKDAGGKSWCPDCVQAEPWREGLKHISEGCVFIYCQVGEKP 
YWKDPNNDFRKNLKVTAVPXLLKYGTPQKLVESECLQANLVEMLFSED 
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FIGURE 1239 

GGCACGAGGGTCATCGCCGCGGGGCGGAGGCGACAGTGTCTAGCGGGAGCTCCGCGTGTAGCTACGCCGGCCGCC 
TGGCTTTGAGACAACGTGATTCTCCGCAGCTGGTCGCCTACCCGTGATGTTCTGCCCACGTCGAGACCTGAGCTG 
AAATGGCAGACGATCTCGGAGACGAGTGGTGGGAGAACCAGCCGACTGGAGCAGGCAGCAGCCCAGAAGCATCAG 
ATGGTGAAGGAGAAGGAGACACAGAAGTGATGCAGCAGGAGACAGTTCCAGTTCCTGTACCTTCAGAGAAAACGA 
AACAGCCTAAAGAATGTTTTTTGATACAACCAAAGGAAAGAAAAGAGAATACCACCAAGACCAGGAAAAGAAGAA 
AGAAGAAAATTACTGATGTTCTTGCAAAATCAGAACCAAAACCAGGGTTACCTGAAGACCTACAGAAGCTGATGA 
AGGACTATTATAGCAGCAGACGCTTGGTGATTGAATTAGAAGAACTGAACCTGCCAGACTCCTGTTTCCTCAAGG 
CCAATGATTTGACTCACAGTCTTTCCTCATACCTAAAAGGAATTTGTCCTAAGTGGGTAAAACTTAGGAAGAACC 
ACAGTGAGAAGAAATCGGTCCTGATGCTGATCATCTGCAGCTCGGCCGTCCGAGCCCTGGAGCTCATTAGGTCGA 
TGACAGCATTCAGAGGAGACGGCAAAGTTATAAAATTATTTGCAAAGCACATAAAGGTCCAGGCGCAGGTAAAGT 
TGCTGGAGAAGCGTGTGGTGCACCTGGGTGTAGGAACTCCGGGGAGAATTAAAGAACTTGTTAAACAAGGTGGCC 
TTAATTTGAGCCCCTTAAAATTTCTGGTTTTTGACTGGAACTGGAGAGATCAGAAGTTGAGGAGAATGATGGACA 
TTCCCGAGATAAGAAAGGAGGTATTCGAACTTCTGGAAATGGGAGTGCTCAGTCTGTGCAAGTCAGAATCCTTGA 
AACTGGGCCTTTTCTAAGTCTGTGTCCTAATGAAGATTCCAGTTTTCACAGTAGAAGTTGCATCTTATTTAATGA 
CTCTGATACATTGCAAGCACTCAGTAAATATCAGCAAATAGTTTATGTTAATTGTGTCAACAGATGGATCACTGG 
AATGTGGGGATTCTGAAACAGAAATGAAACTGTCCTTTTGACAACTCTCTTATATAATAAAGTATCACCGGCTTG 
TGTATGAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 



WO 2004/043361 



PCTYUS2003/035268 



1361/1629 

FIGURE 1240 

MADDLGDEWWENQPTGAGSSPEASDGEGEGDTEVMQQETVPVPVPSEKTKQPKECFLIQPKERKENTTKTRKRRK 
KKITDVLAKSEPKPGLPEDLQKLMKDYYSSRRLVIELEELNLPDSCFLKANDLTHSLSSYLKGICPKWVKLRKNH 
SEKKSVLMLIICSSAVRALELIRSMTAFRGDGKVIKLFAKHIKVQAQVKLLEKRWHLGVGTPGRIKELVKQGGL 
NLS P LKFL VFD WNWRDQKLRRMMD I P E I RKEVF E LLEMGVL S LCKSE SLKLGLF 
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GTCTACACCCCCTCCTCACACGCACTTCACCTGGGTCGGGATTCTCAGGTCATGAACGGTCCCAGCCACCTCCGG 

GCAGGGCGGGTGAGGACGGGGACGGGGCGTGTCCAACTGGCTGTGGGCTCTTGAAACCCGAGCATGGCACAGCAC 

GGGGCGATGGGCGCGTTTCGGGCCCTGTGCGGCCTGGCGCTGCTGTGCGCGCTCAGCCTGGGTCAGCGCCCCACC 

GGGGGTCCCGGGTGCGGCCCTGGGCGCCTCCTGCTTGGGACGGGAACGGACGCGCGCTGCTGCCGGGTTCACACG 

ACGCGCTGCTGCCGCGATTACCCGGGCGAGGAGTGCTGTTCCGAGTGGGACTGCATGTGTGTCCAGCCTGAATTC 

CACTGCGGAGACCCTTGCrGCACGACCTGCCGGCACCACCCTTGTCCCCCAGGCCAGGGGGTACAGTCCCAGGGG 

AAATTCAGTTTTGGCTTCCAGTGTATCGACTGTGCCTCGGGGACCTTCTCCGGGGGCCACGAAGGCCACTGCAAA 

CCTTGGACAGACTGCACCCAGTTCGGGTTTCTCACTGTGTTCCCTGGGAACAAGACCCACAACGCTGTGTGCGTC 

CCAGGGTCCCCGCCGGCAGAGCCGCTTGGGTGGCTGACCGTCGTCCTCCTGGCCGTGGCCGCCTGCGTCCTCCTC 

CTGACCTCGGCCCAGCTTGGACTGCACATCTGGCAGCTGAGGAGTCAGTGCATGTGGCCCCGAGAGACCCAGCTG 

CTGCTGGAGGTGCCGCCGTCGACCGAAGACGCCAGAAGCTGCCAGTTCCCCGAGGAAGAGCGGGGCGAGCGATCG 

GCAGAGGAGAAGGGGCGGCTGGGAGACCTGTGGGTGTGAGCCTGGCCGTCCTCCGGGGCCACCGACCGCAGCCAG 

CCCCTCCCCAGGAGCTCCCCAGGCCGCAGGGGCTCTGCGTTCTGCTCTGGGCCGGGCCCTGCTCCCCTGGCAGCA 

GAAGTGGGTGCAGGAAGGTGGCAGTGACCAGCGCCCTGGACCATGCAGTTCGGCGGCCGCGGCTGGGCCCTGCAG 

GAGGGAGAGAGAGACACAGTCATGGCCCCCTTCCTCCCTTGCTGGCCCTGATGGGGTGGGGTCTTAGGACGGGAG 

GCTGTGTCCGTGGGTGTGCAGTGCCCAGCACGGGACCCGGCTGCAGGGGACCTTGAATAAACACTTGTCCAGTGA 
AAAAAAAAAAAAAA 
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MAQHGAMGAFRALCGLALLCALSLGQRPTGGPGCGPGRLLLGTGTDARCCRVHTTRCCRDYPGEECCSEWDCMCV 
QPEFHCGDPCCTTCRHHPCPPGQGVQSQGKFSFGFQCIDCASGTFSGGHEGHCKPWTDCTQFGFLTVFPGNKTHN 
AVCVPGSPPAEPLGWLTWLLAVAACVLLLTSAQLGLHIWQLRKTQLLLEVPPSTEDARSCQFPEEERGERSAEE 
KGRLGDLWV 
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CGTTTTTTAATTTTAAAGTTGGGGGGGGTCTCAATTTGTTACCCTGCTGGTCTCGAACTCCCGGACTTAAGCGAT 

CCTCTGGCTCCAAGCCCACTACCAGTCTCAGGTTTCTTTACTAAAAGATCACTACCTTTTTTTCTCTTATCTGCT 

GCCATG TGAG ATGTGGCTTTCACCTTCCGCCATGATTGTGAGGCCTTCCCAGCCACGTAGAACTGTAAGTCCAAT 

AAACCTCTTTTGTAAATTAAAAAAAAAAAATCACTATTTAAGATACTAGGATGGATTGTGACTGTTGAGGAGTAC 

TTACATATCCTACATTTGACTACATTATTTCCAAACCAAGTATTCCATCCAAAGGAACATACTGCTATCATAGAG 

ACCAAGGAGGGACTGTTTAAGGTTGCCAAGGTGAAGCGAGCTGAGAGGCTTTGTCCTCGTGCCAGTAACTCTGAA 

ATCTCTCTTAATTCCTGCTGTCCAGGCAGCAGAATGCCATGGTTTCCCCAAGTAGGTAGCTGCTTTAGCAGTTAA 

AGCCCAAATGTCTGTTCTGTTGATCAGAGGTCTCTGAATTTCTGAAGTGGTGTTTCGTTTCTGGTGACTGAGTTA 

ATCCTTTACAATCCCTCTTGTAAAGTGTGCTAATAGAAAGAATCCACCTTTCAAAGCTGCAGAACCAGACCGTGC 

CCTAAATTGACCAACGTAGCTGATGTGCCTCAGGAAGTCTCTTGCCAGCTGTCCCTGTGAAGACCCCCCTCCTCC 

CCCCCAGCTGCTGCCTTGCACACTGAAGCATCTCAGACTGTGCAAAGCCGTGTAGTCATCAAGACAGTAAATCCC 

AGGGCTTGGTTAAGTGCTGTGTGATAACTTGTTTGGATGAGACTTAACTTAAAACCACTTACAATAAACTTGGGA 

AACTACCGTCAGCTGAGTTCAAATTTACTGACGCCATGATATGAGGATGAAGGTTTATTACCTGGTGACATCATC 

CTGTTGGTGACATCATCCTGTTGGTGACAAGGTGGTGATACATCTCTAATGGGACTTCCCTCAGTGGCAGGCAGG 

CTGCCAAGCAACTAACCCCCATCAAGTGCCAGACCCTCCCAGTGTTCTGAGAGTCATCTCCATGCTAAACAGCCT 

GCGTTTTATATGATTTCTCTACCCAGCCAAAAAAAAAAATGGTCCATCATGTACGCAGTTATCTAGTCTTAAGTT 

ATATTCTGGCTTTTTTCTCCCACTTTATTATGGAGCAGAAGTAAGCCTATCATGTTCTTAGAAAGGCTCTTAAGA 

GGTGTCCTGGAGTCCTTGAATCACTTTAGCATCTGGGGTAGGATGTGCCACCAGGAGGATTTGGGCTGGAGCGTG 

TGTGTTTGCCTTTGACCTGGACTGCTGTCTGATCTTGCTGAACACTCCACCGACATTTCCTAAAGTTGCTCAGTG 

CCAATCCAGCAAAGCAGTCCATTTTCCCTTGGCCAAGATTGAGATGTATTGTTTTAGATACAGAAGAGTTCTTGG 

ATGAGCCAAGGACAAGCTGGGGTGTCCTATATTGAACAGACCTCGATGAAAATCTTGAATTCACCCCAGTGCCCT 

CTGTTGGCAAGGGAAGGTGAAGATTGAAAAGTTAAAAAAGCTTTTGGCCACTTGAGAGGATCAGGGCCGCAACTC 

TTGAAGAAGCAAAGGGCTCAGTGCATTGGGGTCAGCGCTGGTACAGCTGAAGGATGCCGGCCTTGTGCAGGTCCC 

TCCACAGGGCAGCTTCCAGGGACAGATCGTGGTTTGCATAAAATATCAATGGCTTCATTTTTCGTTCGAAATAGT 

GGTCGGAAAATTTCCAGTAGTTGCTTGTGATGAATCCATAGGCACTGACCTGGTCACAGGTATGCAAAGCTGTCA 

GCAGCATGAGAGCCCCGGTACTAGGCATATATAGGTCTCCAAAATGTGTGTTAATCAACTTTGATTTCAAGAACC 

TTTCTGTCAGGTAGCTGATGAAGTCCGGATGTAGCAGCTTGAATTTACTGGCAGAGGCTTCTGGTCCAAAATAGG 

CGTGCGGCCTGTCCCCTTTATCTAGGCCCTCAGGGACAGGCACGCCCAGAATGGCCGATCTCAGCATCACATAGT 

CGCGGATGTCTGAGGGGATGAAGATATACTGCAGGTCCTGTCCTTGTGGCACGGAGGTGAAGCCCAGATTCCAGT 

AGGAGACGAGGGAGTTCTTCATCGTGTTCACAGTGAAACCATAGAAGGAAGTCTTGGTGCCCACATCGCGCTCGA 

AGCCTTTGATCACAGCTCCATTGAGTCTGAATACATAGTCATGGGCATCGATGTTGGGACCCTGGCGGGACCCAT 

TCAGAATGCCTCCGTTGCCCACCACGGCACACCGGATACACTTTGGAGGGGTGTCCCTGGGCGGGGCAAACAGCT 

TGGCACTCTCTGAGCCGTTCAGAAGGCTCAGGGTGGAGGCGATGACTTGGTGAGAGAGCCCCCGCCAGCCATACG 

GGGCTTTGTGTTGGCTCAGGCGGTCCCAGAGCGCTGGGGTGAAGAGGXCCCCCCACAGCAGCACTGGAATGGAGA 

GATTGAACAGGCCACGGAAGTGGGGGTGCCGCTGAATGGCCAGGTGAAGCAGGTGTCGGCAGGCCTGGCCCTTTC 

CTGTCCAAGAATTCGATGCCTTGGATTGAAAGAATGCTTCAAATGATGTGGTGTCCCTGGCTCCGGCCGCTGGCC 

CCGGGTACCGCTGCACCGCCGAGAAGTACAGGGCAAAGAGGAGCCCCGAGCAGGCAGCCGTGAGCAGGAGCAGCA 

GCCAGAAGAACGACCCGCGCGGGAGCCCCATACAGCCCCGGCCCGCGAGCGCCCCGTCCGACTGACGTCCCAGGC 

AGAAGGGAGAGAACCGGGTGGGCCGGGTGGCACTTGCGGAG 



WO 2004/043361 PCT7US2003/035268 



1365/1629 

FIGURE 1244 



RFLILKLGGVSICYPAGLELPDLSDPLAPSPLPVSGFFTKRSLPFFLLSAAM 
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GTGGACCCAGGGTGGGGAACTACCTCTTCCTCTCCACGCGGTTGAGAAGACCGGTCGGCCTGGGCAACCTGCGCT 

GAAGATGCCGGGAAAACTCCGTAGTGACGCTGGTTTGGAATCAGACACCGCAATGAAAAAAGGGGAGACACTGCG 

AAAGC AAACCGAGGAGAAAGAGAAAAAAG AGAAGCC AAAATC TGATAAGAC T GAAGAG AT AGC AGAAGAGG AAGA 

AACTGTTTTCCCCAAAGCTAAACAAGTTAAAAAGAAAGCAGAGCCTTCTGAAGTTGACATGAATTCTCCTAAATC 

CAAAAAGGCAAAAAAGAAAGAGGAGCCATCTCAAAATGACATTTCTCCTAAAACCAAAAGTTTGAGAAAGAAAAA 

GGAGCCCATTGAAAAGAAAGTGGTTTCTTCTAAAACCAAAAAAGTGACAAAAAATGAGGAGCCTTCTGAGGAAGA 

AATAGATGCTCCTAAGCCCAAGAAGATGAAGAAAGAAAAGGAAATGAATGGAGAAACTAGAGAGAAAAGCCCCAA 

ACTGAAGAATGGATTTCCTCATCCTGAACCGGACTGTAACCCCAGTGAAGCTGCCAGTGAAGAAAGTAACAGTGA 

GATAGAGCAGGAAATACCTGTGGAACAAAAAG7VAGGCGCTTTCTCTAATTTTCCCATATCTGAAGAAACTATTAA 

ACTTCTCAAAGGCCGAGGAGTGACCTTCCTATTTCCTATACAAGCAAAGACATTCCATCATGTTTACAGCGGGAA 

GGACTTAATTGCACAGGCACGGACAGGAACTGGGAAGACATTCTCCTTTGCCATCCCTTTGATTGAGAAACTTCA 

TGGGGAACTGCAAGACAGGAAGAGAGGCCGTGCCCCTCAGGTACTGGTTCTTGCACCTACAAGAGAGTTGGCAAA 

TCAAGTAAGCAAAGACTTCAGTGACATCACAA2VAAAGCTGTCAGTGGCTTGTTTTTATGGTGGAACTCCCTATGG 

AGGTCAATTTGAACGCATGAGGAATGGGATTGATATCCTGGTTGGAACACCAGGTCGTATCAAAGACCACATACA 

GAATGGCAAACTAGATCTCACCAAACTTAAGCATGTTGTCCTGGATGAAGTGGACCAGATGTTGGATATGGGATT 

TGCTGATCAAGTGGAAGAGATTTTAAGTGTGGCATACAAGAAAGATTCTGAAGACAATCCCCAAACATTGCTTTT 

TTCTGCAACTTGCCCTCATTGGGTATTTAATGTTGCCAAGAAATACATGAAATCTACATATGAACAGGTGGACCT 

GATTGGTAAAAAGACTCAGAAAACGGCAATAACTGTGGAGCATCTGGCTATTAAGTGCCACTGGACTCAGAGGGC 

AGCAGTTATTGGGGATGTCATCCGAGTATATAGTGGTCATCAAGGACGCACTATCATCTTTTGTGAAACCAAGAA 

AGAAGCCCAGGAGCTGTCCCAGAATTCAGCTATAAAGCAGGATGCTCAGTCCTTGCATGGAGACATTCCACAGAA 

GCAAAGGGAAATCACCCTGAAAGGTTTTAGAAATGGTAGTTTTGGAGTTTTGGTGGCAACCAATGTTGCTGCACG 

TGGGTTAGACATCCCTGAGGTTGATTTGGTTATACAAAGCTCTCCACCAAAGGATGTAGAGTCCTACATTCATCG 

ATCCGGGCGGACAGGCAGAGCTGGAAGGACGGGGGTGTGCATCTGCTTTTATCAGCACAAGGAAGAATATCAGTT 

AGTACAAGTGGAGCAAAAAGCGGGAATTAAGTTCAAACGAATAGGTGTTCCTTCTGCAACAGAAATAATAAAAGC 

TTCCAGCAAAGATGCCATCAGGCTTTTGGATTCCGTGCCTCCCACTGCCATTAGTCACTTCAAACAATCAGCTGA 

GAAGCTGATAGAGGAGAAGGGAGCTGTGGAAGCTCTGGCAGCAGCACTGGCCCATATTTCAGGTGCCACGTCCGT 

AGACCAGCGCTCCTTGATCAACTCAAATGTGGGTTTXGTGACCATGATCTTGCAGTGCTCAATTGAAATGCCAAA 

TATTAGTTATGCTTGGAAAGAACTTAAAGAGCAGCTGGGCGAGGAGATTGATTCCAAAGTGAAGGGAATGGTTTT 

TCTCAAAGGAAAGCTGGGTGXTTGCTTTGATGTACCTACCGCATCAGTAACAGAAATACAGGAGAAATGGCATGA 

TTCACGACGCTGGCAGCTCTCTGTGGCCACAGAGCAACCAGAACTGGAAGGACCACGGGAAGGATATGGAGGCTT 

CAGGGGACAGCGGGAAGGCAGTCGAGGCTTCAGGGGACAGCGGGACGGAAACAGAAGATTCAGAGGACAGCGGGA 

AGGCAGTAGAGGCCCGAGAGGACAGCGATCAGGAGGTGGCAACAAAAGTAACAGATCCCAAAACAAAGGCCAGAA 

GCGGAGTTTCAGTAAAGCATTTGGTCAATAATTAGAAATAGAAGATTTATATAGCAAAAAGAGAATGATGTTTGG 

CAATATAGAACTGAACATTATTTTTCATGCAAAGTTAAAAGCACATTGTGCCTCCTTTTGACCACTTGCCAAGTC 

CCTGTCTCTTTCAGACACAGACAAGCTTCATTTAAATTATTTCATCTGATCATTATCATTTATAACTTTATTGTT 

ACTTCTTCATCAGTTTTTCCTTTTGAAAGGTGTATGAATTCATTACATTTTTATTCTAATGTATTATCTGTAGAT 

TAGAAGATAAAATCAAGCATGTATCTGCCTATACTTTGTGAGTTCACCTGTCTTTATACTCAAAAGTGTCCCTTA 

ATAGTGTCCTTCCCTGAAATAAATACCTAAGGGAGTGTAACAGTCTCTGGAGGACCACTTTGAGCCTTTGGAAGT 

TAAGGTTTCCTCAGCCACCTGCCGAACAGTTTCTCATGTGGTCCTATTATTTGTCTACTGAGACTTAATACTGAG 

CAATGTTTTGAAACAAGATTTCAAACTAATCTGGGTTGTAATACAGTTTATACCAGTGTATGCTCTAGACTTGGA 

AGATGTAGTATGTTTGATGTGGATTACCTATACTTATGTTCGTTTTGATACATTTTTAGCTTCTCATTATAAGGT 

GATTCATGCTTTAGTGAATTCTTCATAGATAGTATATATAAAAGTACATTTTAATAGAAAGCCAGGGTTTTAAGG 

AATTTCACATGTATAAGGTGGCTCCATAGCTTTATTTGTAAGTAGGCTGGATAAATGGTGCTTAAATGGTAATGT 

ACTCCACTTCTTCCTATTGGAAGATTAACATTATTTACCAAGAAGGACTTAAGGGAGTAAGGGGCGCAGATTAGC 

ATTGCTCAAGAGTATGTAAAAAAAAAA2VAAAAAAAAAGAACCAAACCACTGGAAATAATCAAATGCAAAAAGGTA 

ACAAATTCATAACTGGAAAGCAAAGAGAAGAACAAGTATGATTTGGATGATAAAGCATTGTTTTAATGGTGAAAA 

CTTCACAGATCACTAATGTTTCTAGAGGTTAACTTCAAGTGGGCAAGCTGGGGTTTTTAGGTAGTCAGTGGCCTA 

GTTCCTAAAGCCACAGTATAGGATCTGTTAAACTGAATGTCTGTTGAAAGTTTGTTTTAGCTGCTTGGAGGCTTC 
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CTTTTAAGACAAACTGTATGTGATTAAGTTGTTTTGAGGGAACTGAAGAACCTGATGTAGCCCCTGGCCAGATAA 
CTGCCTGATTTCTCAGATATTATTTCTCTGGGAAACATTCTACATAGCACAGGAGCTTAAGAGTGGCATTATCTT 
CTCGCCXTAATTTCCAGAGATTATTTCTGTACTGAGAATCCTGGAACTACTATGCTAGGAAATTTAAAGCTGCAT 
GGTCTGTCTTGTTTTCATTTAATTATTGTGAATACCTAGAATCTTTCTTGGTCCTGATTTCTCTTGCTTAATCCA 
GTCTTTATCTCTAACTGCCCCTTATTTGATCACCATGTACTAGGAGCTCTGATAGCCAGCTCAGCTCCTAATCCT 
TGAGGCAACATTCTTTTTCTATTTGAACTTCAGTTCTGTCCTTGAATCCCGACTAGATATTTCTTGCCCTCTGGT 
CTCAGAATTCTCTTGGCTTTTATTCCTTGATCCACTTGCCAGTTTTATCACTTTACCCTTGTTCCTCATGGCTTC 
CCATCAAGCCATGGGTATTAGGTGACAGTGTAATTTATTAGATTCTGGTTTTGCCCAAATACTGGGCATGCTTTA 
ATAATAACTGAACCATTTCATTATTTGGATAGGCATGGGTACCTTATCAAGCAGATTAAAAGGATATGGTACCCG 
TCCTTTAGAAAAGAACAGCTAAAACCTTGTTGTGGATTATGGATTTAGCCTAAAGAAAAATAATCTGGCATAAAT 
TAAGAGTAAGAGAGAAGATTAATAGAAATTTCACTTCACATAACTTAAAACATGGCTATTTCAATAAAGGACT2VA 
AGTTTCTCCTGGATCCCAGAATTCAACCTGTATTTATAAATGTATAATGTATTTAGCTACTTTTTGGTTTAAATG 
AACTTGTTGGGTTAGCTTGGTAAATGTTATAATTTTTACTGTTTTCTACAAAGAAAATATTTTCTAATTTAAGTr 
GGAGCTATCTGTGCAGCAGTTTCTCTACAGTTGTGCATAAATGTTTTTACTATAAAArGAGCTAATGTATAAAAT 
ACTGCTGTATACCATAATAAAGATAGTAATACTTGAAAAAAA 
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WTQGGELPLPLHAVEKTGRPGQPALKMPGKLRSDAGLESDTAMKKGETLRKQTEEKEKKEKPKSDKTEEIAEEEE 
TVFPKAKQVKKKAEPSEVDmSPKSKKAKKKEEPSQNDISPKTKSLRKKKEPIEKKWSSKTKKVTKNEEPSEEE 
IDAPKPKKMKKEKEMNGETREKSPKLKNGFPHPEPDCNPSEAASEESNSEIEQEIPVEQKEGAFSNFPISEETIK 
LLKGRGVTFLFPIQAKTFHHVYSGKDLIAQARTGTGKTFSFAIPLIEKLHGELQDRKRGRAPQVLVLAPTRELAN 
QVSKDFSDITKKLSVACFYGGTPYGGQFERMRNGIDILVGTPGRIKDHIQNGKLDLTKLKHWLDEVDQMLDMGF 
ADQVEEILSVAYKKDSEDNPQTLLFSATCPHWVFNVAKKYMKSTYEQVDLIGKKTQKTAITVEHLAIKCHWTQRA 
AVI GD VI RVYS GHQGRT 1 1 FCETKKEAQEL S QNS AI KQD AQS LHGD I P QKQRE I TLKGFRNGS F GVLVATNVAAR 
GLDIPEVDLVIQSSPPKDVESYIHRSGRTGRAGRTGVCICFYQHKEEYQLVQVEQKAGIKFKRIGVPSATEIIKA 
SSKDAIRLLDSVPPTAISHFKQSAEKLIEEKGAVEALAAALAHISGATSVDQRSLINSNVGFVTMILQCSIEMPN 
ISYAWKELKEQLGEEIDSKVKGMVFLKGKLGVCFDVPTASVTEIQEKWHDSRRWQLSVATEQPELEGPREGYGGF 
RGQREGSRGFRGQRDGNRRFRGQREGSRGPRGQRSGGGNKSNRSQNKGQKRSFSKAFGQ 
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GCGCGGGGCTGAGCCGCCCGGGATCAGCGCGAGCACCCAGCCCGCCTCGGCCGGGAGGGCCTGAGAACCCCGGGG 
GCGTGCTGAGCGTGGAGCTGCCCGGGCTGCTGGCGCAGCTGGCGCGGAGCTTCGCGCTGCTGCTGCCCGTGTACG 
CGCTGGGCTACCTGGGGCTCAGCTTCAGCTGGGTTCTCCTCGCGCTCGCGCTGCTCGCCTGGTGTCGCCGCAGCC 
GCGGCCTCAAGGCCCTGCGCCTGTGCCGCGCGCTGGCGCTGCTGGAAGACGAGGAGCGCGTCGTGCGCCTGGGGG 
TGCGCGCCTGCGACCTGCCCGCCTGGGTTCATTTTCCAGACACTGAAAGAGCAGAATGGCTAAATAAGACTGTAA 
AACACATGTGGCCTTTCATTXGCCAATTTATAGAGAAGTTGTTTCGAGAAACTATAGAACCAGCCGTGCGGGGAG 
CAAACACCCACCTTAGCACCTTTAGTTTCACGAAGGTCGACGTGGGCCAGCAGCCCCTCAGGATCAATGGTGTTA 
AGGTATACACTGAAAATGXAGACAAAAGGCAAATTATTTTGGACCTTCAGATTAGTTTTGTAGGAAATTGTGAGA 
TTGATTTGGAGATCAAACGATATTTTTGTAGAGCTGGTGTGAAAAGTATCCAGATTCATGGTACCATGCGGGTGA 
TCCTGGAACCGTTGATTGGAGATATGCCCTTAGTTGGAGCTTTGTCTATCTTCTTCCTTAGGAAACCACTTTTAG 
AAATTAACTGGACAGGACTGACGAATCTTCTGGAXGTCCCTGGATTGAATGGTTTATCAGATACTATCATTTTGG 
ATATAATATCAAACTATCTGGTGCTTCCCAATCGAATCACCGTTCCACTTGTCAGTGAAGTTCAAATAGCTCAGT 
TGCGGTXTCCTGTACCAAAGGGTGTTCTAAGGATACATTTTATTGAAGCTCAGGAXCTTCAGGGGAAAGACACTT 
ACCTTAAGGGACTTGTCAAGGGAAAGTCAGACCCCTATGGAATCATTAGAGTTGGCAACCAAATCTTCCAAAGCA 
GAGTCATCAAGGAGAACCTCAGTCCAAAGTGGAATGAAGTCTATGAGGCTTTAGTGTATGAACATCCTGGACAAG 
AATTAG AGATTGAGCTCTTTGATGAAGACCCAGACAAGGATGAC T TTTTAGGAAGTC TTATGATTGACC TCATTG 

AAGTTGAAAAGGAGCGCCTTTTAGATGAATGGTTCACTCTGGACGAGGTTCCCAAGGGGAAGCTACACTTGAGAC 

TGGAGTGGCXCACGTTAATGCCAAATGCGTCAAACCTCGACAAGGTGCTAACAGACATCAAAGCTGACAAAGACC 

AAGCCAACGATGGTCTXTCCTCTGCATTGCTGATCTTGTACTTGGATTCAGCAAGGAACCTTCCGTCAGGGAAGA 

AAATAAGCAGCAACCCAAATCCTGTTGXCCAGATGTCAGTTGGGCACAAGGCCCAGGAGAGCAAGATTCGATACA 

AAACCAAIGAACCXGXGIGGGAGGAAAACIICACXIICXICAIXCACAAXCCCAAGCGCCAGGACCXIGAAGXXG 

AGGICAGAGACGAGCAGCACCAGXGIXCCCIGGGGAACCXGAAGGXCCCCCXCAGCCAGCIGCICACCAGXGAGG 

ACATGACTGTGAGCCAGCGCTTCCAGCTCAGTAACTCGGGTCCAAACAGCACCATCAAGATGAAGATTGCCCTGC 

GGGTGCTCCATCTCGAAAAGCGAGAAAGGCCTCCAGACCACCAACACTCAGCTCAAGTCAAACGTCCCTCTGTGT 

CCAAAGAGGGGAGGAAAACATCCATCAAATCTCATATGTCTGGGTCTCCAGGCCCTGGTGGCAGCAACACAGCTC 

CATCCACACCAGTCATTGGGGGCAGTGATAAGCCTGGTATGGAAGAAAAGGCCCAGCCCCCTGAGGCCGGCCCTC 

AGGGGCTGCACGACCTGGGCAGAAGCTCCTCCAGCCTCCTGGCCTCCCCAGGCCACATCTCAGTCAAGGAGCCGA 

CCCCCAGCATCGCCTCGGACATCTCGCTGCCCATCGCCACCCAGGAGCTGCGGCAAAGGCTGAGGCAGCTGGAAA 

ACGGGACGACCCTGGGACAGTCTCCACTGGGGCAGATCCAGCTGACCATCCGGCACAGCTCGCAGAGAAACAAGC 

TTATCGTGGTCGTGCATGCCTGCAGAAACCTCATTGCCTTCTCTGAAGACGGCTCTGACCCCTATGTCCGCATGT 

ATTTATTACCAGACAAGAGGCGGTCAGGAAGGAGGAAAACACACGTGTCAAAGAAAACATTAAATCCAGXGTTTG 

ATCAAAGCTTTGATTTCAGTGTTTCGTTACCAGAAGTCCAGAGGAGAACGCTTGACGXTGCCGTGAAGAACAGTG 

GCGGCTTCCTGTCCAAAGACAAAGGGCTCCTTGGCAAAGTATTGGTTGCTCTGGCATCTGAAGAACTTGCCAAAG 

GCTGGACCCAGTGGTATGACCTCACGGAAGATGGGACGAGGCCTCAGGCGATGACATAGCCGCAGCAGGCAGGAG 

GCGTCCTCTTCAGCGTAGCTCTCCACCTCTACCCGGAACACACCCTCTCACAGACGTACCAATGTTATTXTTATA 

ATTTCATGGATTTAGTTATACATACCTTAATAGTTTTATAAAATTGTTGACATTXCAGGCAAATTTGGCCAATAT 

TATCATTGAATTXTCrGTGTTGGATTTCCTCTAGGATTTCGCCAGTTCCTACAACGTGCAGTAGGGCGGCGGTAG 

CTCTTGTGTCrGTGGACTCTGCTCAGCTGTGTCCGTAGGAGTCGGATGTGTCTGTGCTTTATTATGGCCTTGTTX 

ATATATCACTGAGGTATACTATGCCATGTAAATAGACTATTTTTTATAATCTTTACATGCXGGTTTAAATTCAGA 

AGGAAATAGATCAAGGAAATATATATATTTTCTTCTAAAACTTAITAAATTCGTGTGACAAATAATCATTTTCAT 

CTTGGCAGCAAAAGTTCTCAGrGACCTATTTTGTGGTGTTTCTTTXTGAAAAGAAAAGCTGAAATATTATTAAAT 

GCTAGTATGTTTCTGCCCATTATGAAAGATGAAATAAAGTATTCAAAATATTAACATTTTCATAAATATAAGGAT 

GTATTATTGAGAAGTAAGTTGAAGGGCTTATAAGGAAAAATGTTTTATAACTGAGTAATATATTAAGAGAATTGX 

CATGGTTCATAAATCACATTATGCTAATCTGAAATTTCTTACATAAAAATGAAGTGTCTTATGTTTATTTTAATT 

GCTGTTGTAACTTACTCATGAAACAGTATACAGACACCTTGTACTTTTCCTCAACTGTAAGAGCAGACTTTCAAT 

GTTAGCAATTAAGCTGTTGTCAAACAATCAGTCATGAGCTTTGTTAATTTTCAATGTTTTCCCAGCCTATAAAAA 

AAGGAAGGTACACGTTGTCCTTTTAAAGGTTGTGAGGTAGATTGGAGTGAGTAGACAGGATATTGCATTAAAAAT 

TGAAAGCTCGATCTCATTATTGTCAGGAACCCCCAGTGTGACCTCACACATAGGATGTGGGACCTTTGAGCCGAT 
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GTGCACTGGCCACCACCAGGGTTGGGGGCGCCACAGCTGCGAGCCCGGCCCCTGCTGTTCTCAGCAGCCACTTCC 
CAGGCXGCCXCACXXXAXGCCAXGACXGACCXXAAXAXXGGGAXAXXGXXAXGCAAXXXXXAXCCXGXXXAGACX 
GTTAAAAGCAGGTTTCTGTACTTAAGAGTCCCCCAGACCTCCTGTGAGGTGAGGCTCTGTTGCAGTGTCGTAGGC 
TGTGTGTGTCTGTAAAGAAAGAATGCACATATGTAGACGATTAAGTGTATATTATAAGCTATATGCTGAAAATGG 
CTTCCATAGCCATGAGAACATCTTAAAACTATGTGTAAATATATTAAGGAAAGTATAGCTTTGTAATTTAAATTG 
GAGCTTTTAGCTTGTTTCATGGAACTATACAACTTGTGGGTAACTCACATGACCAAACAAACCAAAGTGCCTGTG 
ACGGGGCGGGTGGCGTCTACCCACCCTCCCTTCTAGCAGATTCTTATTTTGTTTGAATTTATAAACAAGGCTGGT 
GGCTGTCTACCCACCCTCCCTTCTAGCAGATTTTGATTTTGTTTCAATTTATAACTTACACTTTGAACCATGGGT 
TTACTTATAATGGAGTCTGTAGCTTCACAGCATATTTCATGTAATCATAAAGACCAGTATATTCCCTCCTGCTGA 
ATGACATGCGACTGTAAAGCCTCTTTATAAACCATTTCCAATGTTAGTATATAGGATTATTTGGGAAGCGTATCA 
AXACCXXXAXAGACAAAXACGAACAXGXAXGCACACAAAACAXXXAACXAXGGXAXXXATGGAAGACAGGXAACA 
ACAXXAAAXCXAGXXGCXXXCCCXXAGXAXXAGAXXXGXTGAGGGXXXXXXAAAAAXCAGGXCXGXXGAAAGXCX 
TCTGTCATAATCTATAAAGCAGCAGCACTCATGGAAATTGTAGCATGCCAGTAATTTTTACCAACATCCCAXACA 
TCTGAGTTCTGCAGTCCAGTGTGTAATCCGCTCCATGTGTATTTTGCTTAATGGAATGCTTTATTTAAGCACTTA 
GGCAGAGTAGACACAATTAAAGGTACAAAGCCCAGAGGAAGTGGTAGAGCAGCACCGTGCCTGCCCTGAGGCAGT 
GGAGXCAGTAGCGCrGTCCCCAGGGCCTTGAGTGCCTGGAGGTGCTTGGCCTCCAGTAGCTGCCTCCATTCTCTT 
TTAAAAAAAGGGGGTGATTCTGAGGCACXGAAGTGCCTCCCAGATGTGGAGGAGTGAAGCCACCATCGAGGCCAC 
ACXCAGCACXCCAGGAXCCCAGCGAXGXCAGACACXCXXGAGXXGXCAAAACGXXAAXXXXCAGXXXXAAAXAAX 
CAGXXXAXCXAAGAAAAGGGAAXXXXAACXXXXCXACCXXGAGCCAAGCCAAXGAAGGGAAAAXXAAXXAACXXA 
GXAAAXXXGAAGXGCAGCXCXGXXAGCXCGXACAXGXGGGXXCXXAXCCXGAXCCXGXGCCXXAAAGXAGGAAGG 
XGXXXCCAAGXXCAGAXXAAAAXAGAAGCAGCXGGCCGGGXGCGGXGGCXCACGCCXGXAAXCCCAGCACXXXGG 
GAGGCCGAGGCGGGCGGAXGACCXGAGGXCAGGAGXXCAAGACCAGCCXGGCCAACAXGGAGAAACCCCAXCXXX 
ACXAAAAAXACAAAAAXXAGCCGGGCGXGGXGGXGGAGCGCACGCCXGXAGXCCCAGCXACXCGGGAGGCXGAGG 
CAGGAGAAXXGCXXGAACCCAGGAGGCGGAGGXXGCAGXGAGCCAAGAXCGCACCACXGCACXCCAGCCXGGGCA 
ACAGAGXGAGACXCCGXCXCAAAAAAXAAAXAAAAXAGAAGCAGCCXXGXAACXGXAXXXACCAXGAXAAXAXAX 
XCXGCACGGXAAGAAXXCCXXXXACAGACAXXCXXXAXCAAGAGGXCGGCCCXXCXTXXXCAGGCACAXAAGCCA 
AAXGCAGGCCXGXGXGXAGCTGXGXGXXXXXXCXGXGGXXGCCGCAXXXAXXCCACCXCCAGCXGGACCCCCCAC 
XGCAAAXAGAGAACAGCGGXGGGGGAXGGGGGXXAAAAAGXAGAGAACCXCCXXXCXGXXCAACXAAXXXCACGX 
GACAGXGCAXGXAXTXAXXCAAXAAAACCXXXAXGXXAGCXC 
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FIGURE 1248 

AGCGGGTTTGCGGGAGCGCCGCGTGGTTAGCGTCGGCGGCTTTTGGCATGGCGACTTTTTCTGGCCCGGCTGGGC 
CAATCCTGTCGCTTAATCCGCAGGAAGATGTCGAGTTTCAAAAGGAGGTGGCGCAGGTTCGCAAGCGCATAACCC 
AGCGAAAAAAACAAGAACAACTTACTCCTGGAGTAGTCTATGTGCGCCACCTACCTAACCTACTTGACGAAACCC 
AGATCTTTTCATATTTCTCCCAGTTTGGCACTGTGACACGGTTCAGGCTGTCCAGAAGTAAAAGGACTGGAAATA 
GCAAAGGCTATGCATTTGTGGAGXTTGAGTCTGAGGATGTTGCCAAAATAGTTGCTGAAACAATGAACAACTACC 
TGTTTGGTGAAAGACTCTTGGAGTGTCATTTTATGCCACCTGAAAAAGTACATAAAGAACTCTTTAAAGACTGGA 
ATATTCCATTTAAGCAGCCATCATATCAATCAGTGAAACGGTATAATCGGAATCGGACACTAACACAAAAGCTAC 
GGATGGAGGAGCGATTTAAAAAGAAAGAAAGATTACTCAGGAAGAAATTAGCTAAAAAAGGAATTGACTATGATT 
TTCCTTCTTTGATTTTACAGAAAACGGAAAGTATTTCAAAAACTAATCGTCAGACGTCTACAAAAGGCCAGGTTT 
TACGTAAGAAGAAGAAAAAAGTTTCAGGTACTCTTGACACTCCTGAGAAGACTGTGGATAGCCAGGGCCCCACAC 
CAGTTTGTACACCAACATTTTTGGAGAGGCGAAAATCTCAAGTGGCTGAACTGAATGATGATGATAAAGATGATG 
AAATAGTTTTCAAACAGCCCATATCCTGTGTAAAAGAAGAAATACAAGAGACTCAAACACCTACACATTCACGGA 
AAAAAAGACGAAGAAGCAGCAATCAGTGATTTTCAATGTATTATATTTCTTTTGAAAAATATAATATTTTTATGA 
GAGTGGACTTTGTATTTCACTAGGTACAATGGAATACAACCTTTGACAAGATTTTCAGAGGAAAAATACACTGTT 
TGGTCAAGTTAAGGAAAGCAGTGTGTAATTTTGGATTGCCTGCCCrTGGCTGAAATACAGGGGTGCATACCATCT 
TGCAGTGGCTTGGCTGACATTGCCTCTrTGTCCTGGCCTCTAGTTTTCTTTTGATATTTCATAGCTCTCCTTAGT 
TTACTCTGCCTGGATAGAAAGTTGACCACTAACTGCAGGTTTAAGTACTAAACTGCAGCCTTTTCTGTCGCCAGC 
AATTAAAGACCACCAATCrTGTTTGTCCATCTACATGGTTTGTCGGGGACATTTAACTCATGGAGGTGCTTTAGA 
rTTCAACATCAGATGGTTGAAGCTGGAAGTTTAATTATATGrAGAGTGAGAAGGCAGTTCCAGTTTTAGCACAGA 
TTTGTTTAXGTGTTCAGATTTTAATAGAGATTCAAAAATGACTCATTTTTACCAATAATGTTAAATTAGTTTTGG 
TTGTGCTAGCATGAATTAATAACCACCATTTTATACCAGTATCATCAGTGAAGAATTGTATTTCAAGATTCAAAC 
AATAACCAGCAATTAAACTTTTTTCTACAATGTATTTGTTTGCGAGTAGGACTTGGGAGTCATTGGAAAAAAAAA 
ATAATAAATTTTCCCCTTCATTAACAAAAAAAAAAAAAAAA 
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FIGURE 1249 

MATFSGPAGPILSLNPQEDVEFQKEVAQVRKRITQRKKQEQLTPGWYVRHLPNLLDETQIFSYFSQFGTVTRFR 
LSRSKRTGNSKGYAFVEFESEDVAKIVAETMNNYLFGERLLECHFMPPEKVHKELFKDWNIPFKQPSYQSVKRYN 
RNRTLTQKLRMEERFKKKERLLRKKLAKKGIDYDFPSLILQKTESISKTNRQTSTKGQVLRKKKKKVSGTLDTPE 
KTVDSQGPTPVCTPTFLERRKSQVAELNDDDKDDEIVFKQPISCVKEEIQETQTPTHSRKKRRRSSNQ 
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FIGURE 1250 

GGCGCTCCGCCTGCTGCGCGTCTACGCGGTCCCCGCGGGCCTTCCGGGCCCACTGCGCCGCGCGGACCGCCTCGG 

GCTCGGACGGCCGGTGTCCCCGGCGCGCCGCTCGCCCGGATCGGCCGCGGCTTCGGCGCCTGGGGCTCGGGGCTC 

CGGGGAGGCCGTCGCCCGCGATGCTGCTCTCCAAGTTCGGCTCCCTGGCGCACCTCTGCGGGCCCGGCGGCGTGG 

ACCACCTCCCGGTGAAGATCCTGCAGCCAGCCAAGGCGGACAAGGAGAGCTTCGAGAAGGCGTACCAGGTGGGCG 

CCGTGCTGGGTAGCGGCGGCTTCGGCACGGTCTACGCGGGTAGCCGCAXCGCCGACGGGCTCCCGGTGGCTGTGA 

AGCACGTGGTGAAGGAGCGGGTGACCGAGTGGGGCAGCCTGGGCGGCGCGACCGTGCCCCTGGAGGTGGTGCTGC 

TGCGCAAGGTGGGCGCGGCGGGCGGCGCGCGCGGCGTCATCCGCCTGCTGGACTGGTTCGAGCGGCCCGACGGCT 

TCCTGCTGGTGCTGGAGCGGCCCGAGCCGGCGCAGGACCTCTTCGACTTTATCACGGAGCGCGGCGCCCTGGACG 

AGCCGCTGGCGCGCCGCTTCTTCGCGCAGGTGCTGGCCGCCGTGCGCCACTGCCACAGCTGCGGGGTCGTGCACC 

GCGACATTAAGGACGAAAATCTGCTTGTGGACCTGCGCTCCGGAGAGCTCAAGCTCATCGACTTCGGTTCGGGTG 

CGCTGCTCAAGGACACGGTCTACACCGACTTCGACGGCACCCGAGTGTACAGCCCCCCGGAGXGGATCCGCTACC 

ACCGCTACCACGGGCGCTCGGCCACCGTGTGGTCGCTGGGCGTGCTTCTCTACGATATGGTGTGTGGGGACATCC 

CCTTCGAGCAGGACGAGGAGATCCTCCGAGGCCGCCTGCTCTTCCGGAGGAGGGTCTCTCCAGAGTGCCAGCAGC 

TGATCCGGTGGTGCCTGTCCCTGCGGCCCTCAGAGCGGCCGTCGCTGGATCAGATrGCGGCCCATCCCTGGATGC 

TGGGGGCXGACGGGGGCGCCCCGGAGAGCTGrGACCTGCGGCTGTGCACCCTCGACCCTGATGACGTGGCCAGCA 

CCACGTCCAGCAGCGAGAGCTTGTGAGGAGCTGCACCTGACTGGGAGCTAGGGGACCACCTGCCTTGGCCAGACC 

TGGGACGCCCCCAGACCCTGACTTTTTCCTGCGTGGGCCGTCTCCTCCTGCGGAAGCAGTGACCTCTGACCCCTG 

GTGACCTTCGCTTTGAGTGCCTXXTGAACGCTGGTCCCGCGGGACTTGGTTTTCTCAAGCTCTGTCTGTCCAAAG 

ACGCICCGGXCGAGGXCCCGCCXGCCCIGGGXGGAIACXIGAACCCCAGACGCCCCXCIGIGCXGCXGIGXCCGG 

AGGCGGCCXICCCAXCIGCCXGCCCACCCGGAGCICXIXCCGCCGGCGCAGGGICCCAAGCCCACCXCCCGCCCI 

CAGTCCTGCGGTGTGCGTCTGGGCACGTCCTGCACACACAATGCAAGTCCTGGCYTCCGCGCCCGCCCGCCCACG 

CGAGCCGTACCCGCCGCCAACTCTGTTATTTATGGTGTGACCCCCTGGAGGTGCCCTCGGCCCACCGGGGCTATT 

TATTGTTTAATTTATTTGTTGAGGTTATTTCCTCTGAGCAGTCTGCCTCTCCCAAGCCCCAGGGGACAGTGGGGA 

GGCAGGGGAGGGGGTGGCXGTGGrCCAGGGACCCCAGGCCCTGATTCCTGTGCCTGGCGTCTGTCCTGGCCCCGC 

CTGTCAGAAGATGAACATGTATAGTGGCTAACTTAAGGGGAGTGGGTGACCCTGACACTTCCAGGCACTGTGCCC 

AGGGTTTGGGTTTTAAATTATTGACTTTGTACAGTCTGCTTGTGGGCTCTGAAAGCTGGGGTGGGGCCAGAGCCT 

GAGCGTTTAATTTATTCAGTACCTGTGTTTGTGTGAATGCGGTGTGTGCAGGCATCGCAGATGGGGGTTCTTTCA 

GTXCAAAAGTGAGATGTCTGGAGATCATATTTXTTTATACAGGTATTTCAATTAAAATGTTTTTGTACAXAGAAA 
AAAAAAAAAAAAAAAAAAAAGGGCGG 
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RSACCASTRSPRAFRAHCAARTASGSDGRCPRRAARPDRPRLRRLGLGAPGRPSPAMLLSKFGSLAHLCGPGGVD 

HLPVKILQPAKADKESFEKAYQVGAVLGSGGFGTVYAGSRIADGLPVAVKHVVKERVTEWGSLGGATVPLEVVLL 

RKVGAAGGARGVIRLLDWFERPDGFLLVLERPEPAQDLFDFITERGALDEPLARRFFAQVLAAVRHCHSCGVVHR 

DIKDENLLVDLRSGELKLIDFGSGALLKDTVYTDFDGTRVYSPPEWIRYHRYHGRSATVWSLGVLLYDMVCGDIP 

FEQDEEILRGRLLFRRRVSPECQQLIRWCLSLRPSERPSLDQIAAHPWMLGADGGAPESCDLRLCTLDPDDVAST 
TSSSESL 
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FIGURE 1252A 

GACCGCGGCTGCAGGAACGGAGGCGGAAGGGGCCCTGCGGCGACGACGTCGTCGACGGGGGTGGCCGTGGGAGCT 

GAGCACGGAGAAGACTCCCTCTCTCGGAAGCCGGATCCCGAGCCGGGCAGGATGGATCACCACCAGCCGGGGACT 

GGGCGCTACCAGGTGCTTCTTAATGAAGAGGATAACTCAGAATCATCGGCTATAGAGCAGCCACCTACTTCAAAC 

CCAGCACCGCAGATTGTGCAGGCTGTGTCTTCAGCACCAGCACTTGAAACTGACTCTTCCCCTCCACCATATAGT 

AGTATTACTGTGGAAGTACCTACAACTTCAGATACAGAAGTTTACGGTGAGTTTTATCCCGTGCCACCTCCCTAT 

AGCGTTGCTACCTCTCTTCCTACATACGATGAAGCTGAGAAGGCTAAAGCTGCTGCAATGGCAGCTGCAGCAGCA 

GAAACATCTCAAAGAATTCAGGAGGAAGAGTGTCCACCAAGAGATGACTTCAGTGATGCAGACCAGCTCAGAGTG 

GGGAATGATGGCATTTTCATGCTGGCATTTTTCATGGCATTTATTTTCAACTGGCTTGGATTTTGTTTATCCTTC 

TGTATCACCAATACCATAGCTGGAAGGTATGGTGCTATCTGCGGATTTGGCCTTTCCTTGATCAAATGGATCCTT 

ATTGTCAGGTTTTCTGATTATTTTACTGGATATXTCAATGGACAGTATXGGCTTTGGTGGATATTTCTTGTACTT 

GGCCTGCTCCTTTTCTTCAGAGGATTTGTTAATTATCTAAAAGTCAGAAACATGTCTGAAAGTATGGCAGCTGCT 

CAXAGAACAAGGTATTTCTTCTTATTGTAffiVGACTGCATCAACCCGACATTCCTTTCTTATACCAATGTGAAAXr 

XCCAGAXCAICXGXAAACCXACAACXXXAAXAGAAGACIACIAATAACAGAAGACAAAXXAGXGAAGAAAAGACG 

GAGIXICGAAAXXGAAIGGCAGGGIGGIIXXXGCIXACAAGCCAXXXCXGIICAXICIIXAAGIAXCXAIAIIIC 

AIXIGIXIXGCACAXAXGCAXAXGIGCCCAXIIAAGAXAIIXGCAIAXACIIGAXAGAAACCAIAAAGIIGIAGC 

AGIXAAGICCAGXCACAXIXGGXXAAXCAGIGIIXGAIAIAAXTGAAAGAGITGAGIGGAXAAACAGICTICCAG 

CIXGXAAAXGCCAIXGACIXCXGACCIGACAIIIAGIAIAAIAAAAAIGAAAIXCXXAACCAIGXCAAAIGAXXX 

AGXXICXGGCICXXAGACXCAXCIGGCAGIXCXACACAIGAAACAICIIIIGIIAIAIAAGGIGIAIIGAAACCX 

GCAGIGCXGAXXAXIAGAAAGGAIXXGXCGGAIIXIIGAACAIGAIAXIIACAXIAXIAXIXAGGAAAACXCXIC 

CIGIAAAIAACCAIGCAIAACXXACIXICXGCAAXGIIXICIIAGAAAXIGXGICCAGAIAGCXXXCACXAAXXX 

IAAAIIAAGXGAACIAAAIAIAXAIGXGIAIAXGXAIACACAIAIAIAXACACACACACAXAXAIAXAXIXAGAA 

ACGIGAGXGXIAAAGAXAGAAIXIGIIXXAGGACAAAXXXIAAGAAAAXGXGGGAAIACCAAAXGXCCXIXAXAA 

GAAAAAXAAAXXIXGXIIIAAGGGACAXACCAGXXXXAGGGAIXXXCAGAIGGGAAGCIGCAXIXXIAGGAIXGC 

CCAICXIAAGAGAICIIGCAGGAAGAGAXXGIAXIAGAXAXXAXAXXXAXIXCAXXIAAGAXAAIXXICAAAGXX 

AATTTTCTAAATAAGATAATTCTCATTTGTGTTTGTCTTTTAAAAGGCCAATAAAATATCTTTCAGTATCATTGT 

AATAATTTTTTAGAGTTTAATTTGTAAAGCTTAGCAAATAAAATCTXGTACTATGAATAGCTTCTTGCTTTATGA 

CTTTAGGATTAACTTGTAAAAAACATATCCTGAACTGAGATATGCAAAATACTCATTTTCAAGTTATGGAAATGT 

GTTTGTGGCATATAGGACTGTGGGGTCTGTGTGTGTAGTGAGAGTGTGTAGCCACTATTATAACTGGAATTTAAT 

TTACATTCATAAACTACTATATTTCCCATCTTGCAAATCATTTTATGTCTCATCTGTTTTTCCTTTCGGTTATAT 

CTTTGGTTTTGAATACCAACATTTAAAATGATGGTATTTTATCTTTTAAACTTAAAAATTATTTAATACAGCTAT 

ATGGACCTTATAAAATTGATTTCTTATTTATTATTAGACATTACTACTAAAAGGTACATCTAACTATTCAGGGAC 

ATTTTTCCATTTCCAAAAAATAAAATTTATXATGCTTTATAACCTCTTCTGTATTTTCTAATTTTTTCATTGTCT 

TTGATAAATAAAACAGTTTTGTTTTGCTAATATAGCCTATTTTTTGTTTTGTCTCATTCAGTTTACTXTCCTGCG 

TAGAATTTTTATTGTTATATTAAAATTTTTATTGTTGTATTAAAGTACCTGTGTTACACCCCTTGAAGTAAGACA 

GTAGCATGGGGTAAAGAAAAAATATTTAGTTTAGTTGCCTAATTTGGAAGTTAATTAAAATTAAACTGTACTAAT 

AACATATTCAAACTCATGCTGGATCTCTTTCATATTAATXTCTTATAGACCTGTACTTTATTCTTTCAATAATTT 

TTAAATGAAATTAAGCTTTGCTACATGGTAATTAAATAATTACTAGGAAGCTTAGCTATCAAACATCGACTTACT 

AAAATXrCATTTTAGCXTrTATGGTATATGTGCTTGTTTTCTGAATATGGATACATGTTACTTTTGATCCAGCAT 

CAAAACTTCACTTTTTGTTTTGACTTXTCCCCCCAAATCTGTAAGGTTCAAGTATACATATTACTGAATCCTCTA 

XAAXIGGCAIAAXICAAIGGIAGCCIXAAAICICAICAXGIAAGCAGGGGAATCAGAAIGIXAIIXICAAGAACX 

XAAIGIXCCCIICAGAIAXAXAAAAICCIGCAIACIXCAIIXCCIGXGAGCXXGAACAGCXGCXGXXGIGIXXXG 

GGGAXGCXXGAXCAICXIIGCACICIGCCIIAAAGAIIGAAAAAICAAAACXCIIGXXAGGGXAXCXAAACAXXX 

IXGAGIGIGAACIGGGGAXIGGAAGXXAAXACAAAAAAAIIXCAAAXXAXXXCXAXXGXAAAIGAAIAAGCXAGI 

CAIGGCXAGGAIAAICCAXIIICAIGXAXXXAIGCAAXAAACXGAAIXIXAAGGCAAAAACAACACIIIXCXAXA 

IAGIGIAXGCAGGACAGAXXXXAGAAACXXAGAXXAAAAIACAAAICCCAIIACAIIIGGIIAAAAXGAAXCICI 

GCIXAAXGGAAAAAAIACXAAXCIIIAGCCIAXXXXGAGXCIAIAAGAXAIAXXXCAXXXIAGACAIGCCIICIA 

AGXIGIXCACAGAXIIXXACCXGCXAAAACAAXAXXAXIICCAGIAAAACCXCXCCXAACAGGAAAAGIGGAGIX 

CAAAATATCCAATTGGAGAAAAATTCAGAGTTCCTTCATTAAATATAATTTTTTTCATCTAGTATGTACTATTTC 



WO 2004/043361 



PCT7US2003/035268 



1376/1629 

FIGURE 1252B 

AAGAAGTGCAAAAAGTAATGATAGTGAATGTGATACCATACTTAACTAAGGTAATATATATCCTTAGTTTGCTCA 
AAAGAGTCCTGGTTATTCCTGTTTTCTCAGCTTAATAGTGCCTCATCGTACTCTCAAAAGTGTTCTAATTTGGAG 
GATAAGTTATATGATCATCCTGTGTATAATTGTAGACTGTACCAAGAAGCAACTACCTTAGCTCCACTGCCCTTT 
GAGGGATGGAACTGGGGTAAGGGCAGGAGCCAGTTATTATTGCCACAGTGTTTTCTAATGAACCATTTGGCCTGT 
AGAAGAGGAATAGTATTTTTTTTAATAGTTGTATTTGAATGATTCCAGCTTATCGTAAATACTAAACTGAATGGC 
TTTTATATTTTTAACTGCTGTTAAATGTTATTTTAGCATTTATTAGTTGTTTATTATTTAATTCTTCiyVATAGTC 
ATATGAAAACATATATTTGATAAAGGTCAATTGTTAGATGATAATGTGCCATTCATTATCATAGGAATGTCCTTG 
CCCATATATAAAACATGCTGGCATGTATTTTACTTGTTAATAAAGTTGTATAGATGTGGAAGTGTGAACCTGTGA 
TGCATCCTTTTCAAAATCAGTTTAAGATTCGCATATTATCATGACTGTGACCTCACTAAACTGTTTATGTGACAA 
ACCTTTCAAGATTGGAGATGAAAACAACACTTGTGAAATTAGGTTGGGGTTGCAACATCTTTTAACTTCTCAGTT 
ATTTGTATGTCAGGAAACAGATTGTGGTTTAATTTTAATAAACAAAATATCATCTTTTTGAAAAT 
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FIGURE 1253 

DRGCRNGGGRGPAATTSSTGVAVGAEHGEDSLSRKPDPEPGRMDHHQPGTGRYQVLLNEEDNSESSAIEQPPTSN 
PAPQIVQAVSSAPALETDSSPPPYSSITVEVPTTSDTEVYGEFYPVPPPYSVATSLPTYDEAEKAKAAAMAAAAA 
ETSQRIQEEECPPRDDFSDADQLRVGNDGIFMLAFFMAF1FNWLGFCLSFCITNTIAGRYGA1CGFGLSLIKWIL 
IVRFSDYFTGYFNGQYWLWWIFLVLGLLLFFRGFVNYLKVRNMSESMAAAHRTRYFFLL 
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FIGURE 1254A 

GACCGCGGCTGCAGGAACGGAGGCGGAAGGGGCCCTGCGGCGACGACGTCGTCGACGGGGGTGGCCGTGGGAGCT 

GAGCACGGAGAAGACTCCCTCTCTCGGAAGCCGGATCCCGAGCCGGGCAGGATGGATCACCACCAGCCGGGGACT 

GGGCGCTACCAGGTGCTTCTTAATGAAGAGGATAACTCAGAATCATCGGCTATAGAGCAGCCACCTACTTCAAAC 

CCAGCACCGCAGATTGTGCAGGCTGTGTCTTCAGCACCAGCACTTGAAACTGACTCTTCCCCTCCACCATATAGT 

AGTATTACTGTGGAAGTACCTACAACTTCAGATACAGAAGTTTACGGTGAGTTTTATCCCGTGCCACCTCCCTAT 

AGCGTTGCTACCTCTCTTCCTACATACGATGAAGCTGAGAAGGCTAAAGCTGCTGCAATGGCAGCTGCAGCAGCA 

GAAACATCTCAAAGAATTCAGGAGGAAGAGTGTCCACCAAGAGATGACTTCAGTGATGCAGACCAGCTCAGAGTG 

GGGAATGATGGCATTTTCATGCTGGCATTTTTCAXGGCATTTATTTTCAACTGGCTTGGATTTTGTTTATCCTTC 

TGTATCACCAAXACCATAGCTGGAAGGTATGGTGCTATCTGCGGATTTGGCCTTTCCTTGATCAAATGGATCCTT 

ATTGTCAGGTTTTCTGATTATTTTACTGGATATTTCAATGGACAGTATTGGCTTTGGTGGATATTTCTTGTACTT 

GGCCTGCTCCTTTTCTTCAGAGGATTTGTTAATTATCTAAAAGTCAGAAACATGTCTGAAAGTATGGCAGCTGCT 

CATAGAACAAGGTATTTCTTCTTATTGTAGAGACTGCATCAACCCGACATTCCTTTCTTATACCAAXGTGAAATT 

TCCAGATCATCTGTAAACCTACAACTTTAATAGAAGACTACTAATAACAGAAGACAAATTAGTGAAGAAAAGACG 

GAGTTTCGAAATTGAATGGCAGGGTGGTTTTTGCTTACAAGCCATTTCTGTTCATTCXTTAAGTATCTATATTTC 

ATTTGTTTTGCACATATGCATATGTGCCCATrTAAGATAXTTGCATATACTTGATAGAAACCATAAAGTTGTAGC 

AGIXAAGXCCAGXCACAXXXGGIXAAICAGIGIXIGAXAIAAXXGAAAGAGIXGAGIGGAIAAACAGICIICCAG 

CXIGIAAAXGCCAXXGACXXCIGACCIGACAXIXAGIAXAAXAAAAAIGAAAIICXXAACCAIGICAAAIGAIIX 

AGIXXCIGGCXCXIAGACICAICXGGCAGIXCIACACAXGAAACAXCIIIIGXIAIAIAAGGIGXAIIGAAACCX 

GCAGIGCIGAIIAXXAGAAAGGAXIIGXCGGAIXIIIGAACAXGAXAIIXACAIIAXXAXXIAGGAAAACICXXC 

CIGXAAAIAACCAIGCAXAACXXACXXXCIGCAAIGITXICIXAGAAAXIGIGXCCAGAXAGCXXICACIAAIIX 

XAAAIXAAGXGAACXAAAXAXAXAIGIGXAXAXGXAXACACAXAXAXAXACACACACACAXAXAXAXAXIXAGAA 

ACGTGAGIGIXAAAGAIAGAAIXXGIIIIAGGACAAAXXIIAAGAAAAXGIGGGAAIACCAAAXGICCXXIAXAA 

GAAAAATAAATTTTGTTTTAAGGGACATACCAGTTTTAGGGATTTTCAGATGGGAAGCTGCATTTTTAGGATTGC 

CCATCTTAAGAGATCTTGCAGGAAGAGATTGTATTAGATATTATATTTATTTCATTTAAGATAATTTTCAAAGTT 

AATTTTCTAAATAAGATAATTCTCATTTGTGTTTGTCTTTTAAAAGGCCAATAAAATATCTTTCAGTATCATTGT 

AATAATTTTTTAGAGTTTAATTTGTAAAGCTTAGCAAATAAAATCTTGTACTATGAATAGCTTCTTGCTTTATGA 

CTTTAGGATTAACTTGTAAAAAACATATCCXGAACTGAGATATGCAAAATACTCATTTTCAAGTTATGGAAATGT 

GTTTGTGGCATATAGGACTGTGGGGTCTGTGTGTGTAGTGAGAGTGTGTAGCCACTATTATAACTGGAATTTAAT 

TTACATTCATAAACTACTATATTTCCCATCTTGCAAATCATTTTATGTCTCATCTGTTTTTCCTTTCGGTTATAT 

CTTTGGTTTTGAATACCAACATTTAAAATGATGGTATTTTATCTTTTAAACTTAAAAATTATTTAArACAGCTAT 

ATGGACCTTATAAAATTGATTTCTXATTTATTATTAGACATTACTACTAAAAGGTACATCTAACTATTCAGGGAC 

ATTTTTCCATTTCCAAAAAATAAAATTTATTATGCTTTATAACCTCXTCTGTATTTTCTAATTrTTrCATTGrCT 

TTGATAAATAAAACAGTTTTGTTTTGCTAATATAGCCTATTTTTTGrTTTGTCTCATTCAGTTTACTTTCCTGCG 

TAGAATTTTTATXGTTATATTAAAATTTTTATTGTTGTATTAAAGTACCTGTGTTACACCCCTTGAAGTAAGACA 

GTAGCATGGGGTAAAGAAAAAATATTTAGTXTAGTrGCCTAATTTGGAAGTTAAXTAAAATTAAACTGTACTAAT 

AACATATTCAAACTCATGCTGGATCTCXTTCATATTAATTTCTTATAGACCTGTACTTTATTCTTTCAATAATTT 

TTAAATGAAATrAAGCTTTGCTACATGGTAArTAAATAATTACTAGGAAGCTTAGCTATCAAACATCGACTTACT 

AAAATTTCATTTTAGCTTTTATGGTATATGTGCTTGTTTTCTGAATATGGATACATGTTACTTTTGATCCAGCAT 

CAAAACrTCACTTTTTGTTTTGACTTTTCCCCCCAAATCTGTAAGGXTCAAGTATACATATTACTGAATCCTCTA 

TAATTGGCATAATTCAATGGTAGCCTTAAAXCTCATCATGTAAGCAGGGGAATCAGAATGTTATTTTCAAGAACT 

TAATGTXCCCTTCAGATATATAAAATCCTGCATACTTCATTTCCTGTGAGCTTGAACAGCTGCTGTTGTGTTTTG 

GGGAXGCIIGAICAXCIIIGCACXCXGCCXIAAAGAIIGAAAAAXCAAAACICIIGIXAGGGIAXCIAAACAIII 

XIGAGXGIGAACIGGGGAXXGGAAGXXAAIACAAAAAAAXIXCAAAXXAXXXCXAIXGXAAAXGAAXAAGCXAGI 

CAIGGCIAGGAIAAICCAXXXICAIGXAXXIAXGCAAIAAACXGAAXXXXAAGGCAAAAACAACACXIIXCXAXA 

IAGXGIAXGCAGGACAGAIXIXAGAAACIXAGAIXAAAAIACAAAXCCCAXIACAIXIGGXXAAAAXGAAXCXCI 

GCXXAAXGGAAAAAAXACXAAICIXXAGCCIAIXXIGAGXCXAIAAGAXAXAXIICAXXIXAGACAIGCCIXCIA 

AGTTGXTCACAGATTTTTACCTGCTAAAACAATATTATTTCCAGTAAAACCTCTCCTAACAGGAAAAGTGGAGTT 

CAAAATATCCAATTGGAGAAAAATTCAGAGTTCCTTCATTAAATATAATTTTTTTCATCTAGTATGTACTATTTC 
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AAGAAGTGCAAAAAGTAATGATAGTGAATGTGATACCATACTTAACTAAGGTAATATATATCCTTAGTTTGCTCA 
AAAGAGTCCTGGTTATTCCTGTTTTCTCAGCTTAATAGTGCCTCATCGTACTCTCAAAAGTGTTCTAATTTGGAG 
GATAAGTTATATGATCATCCTGTGTATAATTGTAGACTGTACCAAGAAGCAACTACCTTAGCTCCACTGCCCTTT 
GAGGGATGGAACTGGGGTAAGGGCAGGAGCCAGTTATTATTGCCACAGTGTTTTCTAATGAACCATTTGGCCTGT 
AGAAGAGGAATAGTATTTTTTTTAATAGTTGTATTTGAATGATTCCAGCTTATCGTAAATACTAAACTGAATGGC 
TTTTATATTTTTAACTGCTGTTAAATGTTATTTTAGCATTTATTAGTTGTTTATTATTTAATTCTTCAAATAGTC 
ATATGAAAACATATATTTGATAAAGGTCAATTGTTAGATGATAATGTGCCATTCATTATCATAGGAATGTCCTTG 
CCCATATATAAAACATGCTGGCATGTATTTTACTTGTTAATAAAGTTGTATAGATGTGGAAGTGTGAACCTGTGA 
TGCATCCTTTTCAAAATCAGTTTAAGATTCGCATATTATCATGACTGTGACCTCACTAAACTGTTTATGTGACAA 
ACCTTTCAAGATTGGAGATGAAAACAACACTTGTGAAATTAGGTTGGGGTTGCAACATCTTTTAACTTCXCAGTT 
ATTTGTATGTCAGGAAACAGATTGTGGTTTAATTTTAATAAACAAAATATCATCTTTTTGAAAAT 
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ACAGGAAGTGAAGAGCTTCCGCCGGGAGACCGCGGCTGCAGGAACGGAGGCGGAAGGGGCCCTGCGGCGACGACG 
TCGTCGACGGGGGTGGCCGTGGGAGCTGAGCACGGAGAAGACTCCCTCTCTCGGAAGCCGGATCCCGAGCCGGGC 
AGGATGGATCACCACCAGCCGGGGACTGGGCGCTACCAGGTGCTTCTTAATGAAGAGGATAACTCAGAATCATCG 
GCTATAGAGCAGCCACCTACTTCAAACCCAGCACCGCAGATTGTGCAGGCTGCGTCTTCAGCACCAGCACTTGAA 
ACTGACTCTTCCCCTCCACCATATAGTAGTATTACTGTGGAAGTACCTACAACTTCAGATACAGAAGTTTACGGT 
GAGTTTTATCCCGTGCCACCTCCCTATAGCGTTGCTACCTCTCTTCCTACATACGATGAAGCTGAGAAGGCTAAA 
GCTGCTGCAATGGCAGCTGCAGCAGCAGAAACATCTCAAAGAATTCAGGAGGAAGAGTGTCCACCAAGAGATGAC 
TTCAGTGATGCAGACCAGCTCAGAGTGGGGAATGATGGCATTTTCATGCTGGCATTTTTCATGGCATTTATTTTC 
AACTGGCTTGGATTTTGTTTATCCTTCTGTATCACCAATACCATAGCTGGAAGGTATGGTGCTATCTGCGGATTT 
GGCCTTTCCTTGATCAAATGGATCCTTATTGTCAGGTTTTCTGATTATTTTACTGGATATTTCAATGGACAGTAT 
TGGCTTTGGTGGATATTTCTTGTACTTGGCCTGCTCCTTTTCTTCAGAGGATTTGTTAATTATCTAAAAGTCAGA 
AACATGTCTGAAAGTATGGCAGCTGCTCATAGAACAAGGTATTTCTTCTTATTG TAGA GACTGCATCAACCCGAC 
ATTCCTTTCTTATACCAATGTGAAATTTCCAGATCATCTGTAAACCTACAACTTTAATAGAAGACTACTAATAAC 
AGAAGACAAATTAGTGAAGAAAAGACGGAGTTTCGAAATTGAATGGCAGGGTGGTTTTTGCTTACAAGCCATTTC 
TGTTCATTCTTTAAGTATCTATATTTCATTTGTTTTGCACATATGCATATGTGCCCATTTAAGATATTTGCATAT 
ACTTGATAGAAACCATAAAGTTGTAGCAGTTAAGTCCAGTCACATTTGGTTAATCAGTGTTTGATATAATTGAAA 
GAGTXGAGTGGATAAACAGTCTTCCAGCTTGTAAATGCCATTGACTTCTGACCTGACATTTAGTATAATAAAAAT 
GAAATTCTTAACCATGTCAAATGATTTAGTTTCTGGCTCTTAGACTCATCTGGCAGTTCTACACATGAAACATCT 
TTTGTTATATAAGGTGTATTGAAACCTGCAGTGCTGATTATTAGAAAGGATTTGTCAGATTTTTGAACATGATAT 
TTACATTATTATTTAGGAAAACTCTTCCTGTAAATAACCATGCATAACTTACTTTCTGCAATGTTTTCTTAGAAA 
TTGTGTCCAGATAGCTTTCACTAATTTTAAATTAAGTGAACTAAATATATATGTGTATATGTATACTCATATATA 
TACACACACACACATATATATATCTAGAAACGTGAGTGTTAAAGATAGAATTTGTTTTAGGACAAATTTTAAGAA 
AATGTGGGAATACCAAATGTCCTTTATAAGAAAAATAAATTTTATTTTAAGGGACATACTAGTTTTAGGGATTTT 
CAGATGGGAAGCTGCATTTTTAGGATTGCCCATCTTAAGAGATCTTGCAGGAAGAGATTGTATTAGATATTATAT 
TTATTTCATTTAAGATAATTTTCAAAGTTAATTTTCTAAATAAGATAATTCTCATTTGTGTTTGTCTTTTAAAAG 
GCCAATAAAATATCTTTCAGTATCATTGTAATAATTTTTTAGAGTTTAATTTGTAAAGCTTAGCAAATAAAATCT 
TGTACTATGAATAGCTTCTTGCTTTAXGACTTTAGGATTAACTTGTAAAAAACATATCCTGAACTGAGATATGCA 
AAATACTCATXTTCAAGTTATGGAAATGTGTTTGTGGCATATAGGACTGTGGGGTCTGTGTGTGTAGTGAGAGTG 
TGTAGCCACTATTATAACTGGAATTTAATTTACATTCATAAACTACTATATTTCCCATCTTGCAAATCATTTTAT 
GTCTCATCTGTTTTTCCTTTCGGTTATATCTTTGGTTTTGAATACCAACATTTAAAATGATGGTATTTTATCTTT 
TAAACTTAAAAATTATTTAATACAGCTATATGGACCTTATJ^AAATTGATTTCTTATTTATTATTAGACATTACTA 
CTAAAAGGTACATCTAACTATTCAGGGACATTTTTCCATTTCCAAAAAATAAAATTTATTATGCTTTATAACCTC 
TTCTGTATTTTCTAATTTTTTCATTGTCTTTGATAAATAAAACAGTTTTGTTTTGCT 
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MDHHQPGTGRYQVLLNEEDNSESSAIEQPPTSNPAPQIVQAASSAPALETDSSPPPYSSITVEVPTTSDTEVYGE 
FYPVPPPYSVATSLPTYDEAEKAKAAAMAAAAAETSQRIQEEECPPRDDFSDADQLRVGNDGIFMLAFFMAFIFN 
WLGFCLSFCITNTIAGRYGAICGFGLSLIKWILIVRFSDYFTGYFNGQYWLWWIFLVLGLLLFFRGFVNYLKVRN 
MSESMAAAHRTRYFFLL 
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GCCTTATAAGTGGTTTAGTGCTCAGTTGGCTCTAGTAACCAGAGGACACAGAAAGTATCTTTTGGAAAGTTTAGC 

CACCTGTGCTXTCTGACTCAGAGTGCATGCAACAGTTAGATCATGCAACAGTTAGATTATGTTTAGGGTTAGGAT 

TTTCAAAGAATGGAGGTTGCTGCACTCAGAAAATAATTCAGATCATGTTTATGCATTATTAAGTTGTACTGAATT 

CTTTGCAGCTTAATGTGATATATGACTATCTTGAACAAGAGAAAAAACTAGGAGATGTTTCTCCTGAAGAGCTTT 

TGGGGTTGGGAACTATTCTTTTTTAATTGCTGTACTACTTAACATTGTTCTAATTCAGTAGCTTGAGGAACAGGA 

ACATTGTTTTCTAGAGCAAGATAATAAAGGAGATGGGCCATACAAATGTTTTCTACTTTCGTTGTGACAACATTG 

ATTAGGTGTTGTCAGTACTATAAATGCTTGAGATATAATGAATCCACAGCATTCAAGGTCAGGTCTACTCAAAGT 

CTCACATGGAAAAGTGAGTTCTGCCTTTCCTTTGATCGAGGGTCAAAATACAAAGACATTTTTGCTAGGGCCTAC 

AAATTGAATTTAAAAACTCACTGCACTGATTCATCTGAGCTTTTGGTTAGTATTCATGGCTAGAGTGAACATAGC 

TTTAGTTTTTGCTGTGTAAAAGTGTTTTCATAAGTTCACTCAAGAAAAATGCAGCTGTTCTGAACTGGAATTTTT 

CAGCATTCTTTAGAATTTTAAATGAGTAGAGAGCTCAACTTTTATTCCTAGCATCTGCTTTTGACTCATTTCTAG 

GCAGTGCTTATGAAGAAAAATTAAAGCACAAACATTCTGGCATTCAATCGTTGGCAGATTATCTTCTGATGACAC 

AGAATGAAAGGGCATCTCAGCCTCTCTGAACTTGTAAA2^ATCTGTCCCCAGTTCTTCCATCGGTGTAGTTGTTGC 

ATTTGAGTGAATACTCTCTTGATTTATGTATTTTATGTCCAGATTCGCCATTTCTGAAATCCAGATCCAACACAA 

GCAGTCTTGCCGTTAGGGCATTTTGAAGCAGATAGTAGAGTAAGAACTTAGTGACTACAGCTTATTCTTCTGTAA 

CATATGGTTTCAAACATCTTTGCCAAAAGCTAAGCAGTGGTGAAGTGAAAAGGGCATATTGCCCCAAGGTTACAC 

TGAAGCAGCTCATAGCAAGTTAAAATATTGTGACAGATTTGAAATCATGTTTGAATTTCATAGTAGGACCAGTAC 

AAGAATGTCCCTGCTAGTTTCTGTTTGATGTTTGGTTCTGGCGGCTCAGGCATTTTGGGAACTGTTGCACAGGGT 

GGAGTCAAAACAACCTACATATAAAAAGAGAAAAAGAGAAACTTGTCCATTTAGCTTTCATAAGAAATCCCATGG 

CAAAGGGTAATA2VAAAGGACCTAATCTTAAAAATACAATTTCTAAGCACTTGTAAGAACCCAGTGGGTTGGAGCC 

TCCCACTTTGTCCCTCCTTTGAAGTGGATGGGAACTCAAGGTGCAAAGAACCTGTTTTGGAAGAAAGCTTGGGGC 

CATTTCAGCCCCCTGTATTCTCATGATTTTCTCTCAGGAAGCACACACTGTGAATGGCAGACTTTTCATTTAGCC 

CCAGGTGACTTACTAAAAATAGTTGAAAATTATTCACCTAAGAATAGAATCTCAGCATTGTGTTAAATAAAAATG 

AAAGCTTTAGAAGGCATGAGATGTTCCTATCTTAAATAAAGCATGTTTCTTTTCTATAGAGAAATGTATAGTTTG 

ACTCTCCAGAATGTACTATCCATCTTGATGAGAAAACTCTTAAATAGTACCAAACATTTTGAACTTTAAATTATG 

TATTTAAAGTGAGTGTTTAAGAAACTGTAGCTGCTTCXTTTACAAGTGGTGCCTATTAAAGTCAGTAATGGCCAT 

TATTGTTCCATTGTGGAAATTAAATTATGTAAGCTTCCTAATATCATAAACATATTAAAATTCTTCTAAAATATT 

GCTTTTCTTTTAAGTGACAATTTGACTATTCTTATGATAAGCACATGAGAGTGTCTTACATTTTCCAAAAGCAGG 

CTTTAATTGCATAGTTGAGTCTAGGAAAAAATAATGTTAAAAGTGAATATGCCACCATAATTACTTAATTATGTT 

AGTATAGAAACTACAGAATATTTACCCTGGAAAGAAAATATTGGAATGTTATTATAAACTCTTAGATATTTATAT 

AATTCAAAAGAATGCATGTTTCACATTGTGACAGATAAAGATGTATGATTTCTAAGGCTTTAAAAATTATTCATA 

AAACAGTGGGCAATAGATAAAGGAAATTCTGGAGAAAATGAAGGTATTTAAAGGGTAGTTTCAAAGCTATATATA 

TTTTGAAGGATATATTCTTTATGAACAAATATATTGTAAAAATTTATACTAAGGTCATCTGGTAACTGTGGGATT 

AATATGGTCGAAAACAAATGTTATGGAGAAGCTGTCCCAAGCAAACTAAATTACCTGTACTTTTTTCCCATTTCA 

AGGGAAGAGGCAACCACATGAAGCAATACTTCTTACACATGCCTAAGAACGTTCATTGAAAAAATAAATTTTTAA 

AAGGCATGTGTTTCCTATGCCACCAATACTTTTGAAAAATTGTGAACCTTACCC7VAAACCATTTATCATGTCCAT 

TAAGTATATTTGGGTATATAATTAGGAAGATATTTACATGTTCCATCTCCACAGTGGAAAAACTTATTGAGGCTA 

CCAAAGTGTGCCAAGAAATGTAAGTCCTTAGAGTAATTAGAAATGCTGTTTTCCTCAAAAGCATGAGAAACTAGC 

ATTTTCATTTCTTATTTACTCCCTTTCTATATCAATGCAATTCACAACCCAATTTTAATACATCCCTATATCTCA 

AGCATTTCTATCTTGTACTTTTTCAGAAAATAAACCAAAAATAATCCTTGGTCTCTCTATCTTCTGACCTTGTAA 

GCAACAGAAATGTAAAAACAGAAGGGGTCCAATTTTTACACGTTTTTTTCTCAAGTAGCCTTTCTGGGGATTTTT 

ATTTTCTTAATGAAGTGCCAATCAGCTTTTCAAAATGTTTTCTATTTCTCAGCATTTCCAGGAAGTGATAACGTT 

TAGCTAAATGAGTAGAAGTGGACTTCCTTCAACATATTGTTACCTTGTCTAGCCTTAGGAAGAAAACAAGAGCCA 

CCTGAAAATAAATACAGGCTCTTTTCGAGCATCTGCTGAAATACTGTTACAGCAATTTGAAGTTGATGTGGTAGG 

AAAGGAAGGTGACTTTTCTTGCAAAAGTCTTTCTAAACATTCACACTGTCCTAAGAGATGAGCTTTCTTGTTTTA 

TTCCGGTATATTCCACAAGGTGGCACTTTTAGAGAAAAACAAATCTGATGAAGACTAAAGAGGTACTTCTAAAAG 

AGATTTCATTCTAACTTTATTTTTCTGCGCATATTTAACTCTTTCCTAGCACTTGTTTXTTGGGATGATTAATAG 

TCTCTATAATGTTCTGTAACTTCAATATTTTACTTGTTACCTAGGTTCTGAACAATTGTCTGCAAATAAATTGTT 
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CXXAAGGAXGGAXAAXACACCCAXXXXGAXCAXXXAAGXAAAGAAAGCCXAGXCAXXCAXXCAGXCAAGAAAAAA 
TTTTTGAAGTACCCAGTTACCTTACTTTTCTAGATTAAAACAGGCTTAGTTACTAAAAAGGCAGTCCTCATCTGT 
GAACAGGATAGTTTCGTTAGAAGTATAAAACTCCTTTAGTGGCCCCAGTTAAAACACACATACCCTCTCTGCTGC 
TTTCAAATTCCCTAGCATGGTGGCCTTTCAACATTGATTAAATTTTAAAATCCTAATTTAAAGATCAGGTGAGCA 
AAATGAGTAGCACATCAGTAATTCAGTAGACAAAACTTTTGTCTGAAAAATTGCTGTATTGAAACAGAGCCCTAA 
AATACCAAAAGACCAGGTAATTTTAACATTTGTGGAATCACAAATGTAAATTCATAAGAAGCTCTAATTAAAAAA 
AAAAAGTCTGAAGTATATGAGCATAACAACTTAGGAGTGTGTCTACATACTTAACTTTTGAAGTTTTTTGGCAAC 
TTTATATACTTTTTTTAAATTTACAAGTCTACTTAAAGACTTCTTATACCCCAAATGATTAAGTTAATTTTAGAG 
GTCACCTTTCTCACAGCAGTGTCACTTGAAATTTAGTAGGGAAGGATATTGCAGTATTTTTCAGTTTCCTTAGCA 
CAGCACCACAGAAAGCAGCTTATTCCTTTTGAGTGGCAGACACTCGACGGTGCCTGCCCAACTTTCCTCCTGAGT 
GGCAAGCAGATGAGXCTCAGTAATTCATACTGAACCAAAATGCCACATACACTAGGGGCAGTCAGAAACTGGCTG 
AGAAATCCCCCGCCTCATTCGCCCCTCTGCTCCCAGGAACTAGAGTCCAGTTAAAGCCCCTATGCGAAAGGCCGA 
ATTCCACCCCAGGGTTTGTTATAACAGTGGCCAGTCTGAACCCCATTTGCTCGTGCTCAAAACTTGATTCCCACT 
TGAAAGCCTTCCGGGCGCGCTGCCTCGTTGCCCCGCCCCTTTGGCAGGAGAGAGGCAGTGGGCGAGGCCGGGCTG 
GGGCCCCGCCTCCCACTCACCTGCCGGTGCCTGAAATTATGTGCGGCCCCGCGGGCTGCTTTCCGAGGTCAGAGT 
GCCCTGCTGCTGTCTCAGAGGCATCTGTTCTGCAAATCTTAGGAAGAAAAATGTCCCTAGTAGCAAACGGGTGTC 
TTCTGTGCATAAATAAGTACAACACAATTCTCCGAAAGTTCGGGTAAAAAGAGATGCGGTAGCAGCTGCCCTGTG 
XGAAGCXGXCXACCCCGCAXCXCXCAGGCGCXAAGCXCAGXXXXXGXXXXXGXXXXXGXXXXXXXAAAGAAAAGA 
XGXAXAAXXGCAGGAAXXXXXXXXXAXXXXXXXAXXXXCCAXCAXXCXAXAXAXGXGAXGGXGAAAGAXAXGCCX 
GGAAAAGTTTTGTTTTGAAAAGTTTATTTTCTGCTTCGTCTTCAGTTGGCAAAAGCTCXCAATTCTTTAGCTTCC 
AGXXXCXXXXCXCXCXXXXXCXXXGXXAGGXAAXXAAAGGXAXGXAAACAAAXXAXCXCAXGXAGCAGGGGAXXX 
TCATGTTGAGAGGAATCTTCCGTGTGAGTTGTTTGGTCACACAAATAACCCTTTCTCAATTTTAGGAGTTTGGAT 
XGXCAAAXGXAGGXXXXXCXCAAAGGGGGCAXAXAACXACAXAXXGACXGCCAAGAACXAXGACXGXAGCACXAA 
TCAGCACACATAGAGCCACACAATTATTTAATTTCTAACTCTCTGTGGTCCCTAGAAAAATTCCGTTGATGTGCT 
XAGGXXAAAGXXCXGAAGAXACCCGXXGXACCCXXACXXGAAAGXXXCXAAXCXXAAGXXXXAXGAAAXGCAAXA 
ATAXGXAXCAGCXAGCAAXAXXXCXGXGAXCACCAACAACXCXCAGXXXGAXCXXAAAGXCXGAAXAAXAAAACA 
AAXCCCAGCAGXAAXACAXXXCXXAAACCXCACAGXGCAXGAXATAXCXXXXCAXXCXGAXCCXGXGXXXGCAAA 
AAXAXACACAXGXAXAXCAXAGXXCCXCACXXXXXAXXCAXXXGXXXXCCXAXXACCXGXAGXAAAXAXAXXAGX 
XAGXACAXGGAAXXXAXAGCAXCAGCXACCCCCAGGAACAGCACCXGACAGGCGGGGGAXXXXXXXXCAAGXXGX 
XCXACAXXXGCAXAAAXXAXXXCXAXXAXXAXXCAXGTAXGXXAXXXAXXXCXGAAXCACACXAGXCCXGXGAAA 
GXACAACXGAAGGCAGAAAGXGXXAGGAXXXXGCAXCXAAXGXXCAXXAXCAXGGTAXXGAXGGACCXAAGAAAA 
XAAAAAXXAGACXAAGCCCCCAAAXAAGCXGCAXGCAXXXGXAACAXGAXXAGXAGAXXXGAAXAXAXAGAXGXA 
GXAXXXXGGGXAXCXAGGXGXXXXAXCAXXAXGXAAAGGAAXXAAAGXAAAGGACXXXGXAGXXGXXXXXAXXAA 
AXAXGCAXAXAGXAGAGXGCAAAAAXAXAGCAAAAAXAAAAACXAAAGGXAGAAAAGCAXXXXAGAXAXGCCXXA 
AXXXAGAAACXGXGCCAGGXGGCCCXCGGAAXAGAXGCCAGGCAGAGACCAGXGCCXGGGXGGXGCCXCCXCXXG 
XCXGCCCXCAXGAAGAAGCXXCCCXCACGXGAXGXAGXGCCCXCGXAGGXGTCAXGXGGAGXAGXGGGAACAGGC 
AGXACXGXXGAGAGGAGAGCAGXGXGAGAGXXXXXCXGXAGAAGCAGAACXGXCAGCXXGXGCCXXGAGGCXXCC 
AGAACGXGXCAGAXGGAGAAGXCCAAGXXXCCAXGCXTCAGGCAACXXAGCXGXGXACAGAAGCAAXCCAGXGXG 
GXAAXAAAAAGCAAGGAXXGCCXGXAXAAXXXAXXAXAAAAXAAAAGGGAXXXXAACAACCAACAAXXCCCAACA 
CCXCAAAAGC XX GXXGCAXX XX XXGGX AX XXGAGGXXXXXAXCXGAAGGXXAAAGGGCAAGXGXXXGGX AX AGAA 
GAGCAGXAXGXGXXAAGAAAAGAAAAAXAXXGGXXCGCGXAGAGXGCAAAXXAGAACXAGAAAGXXXXAXACGAX 
XAXCAXXXXGAGAXGXGXXAAAGXAGGXXXXCACXGXAAAAXGXAXXAGXGXXXCXGCAXXGCCAXAGGGCCXGG 
XXAAAACXXXCXCXXAGGXXXCAGGAAGACXGXCACAXACAGXAAGCXXXXXXCCXXCXGACXXAXAAXAGAAAA 
XGXXXXGAAAGXAAAAAAAAAAAAAXCXAAXXXGGAAAXXXGACXXGXXAGXXXCXGXGXXXGAAAXCAXGGXXC 
XAGAAAXGXAGAAAXXGXGXAXAXCAGAXACXCAXCXAGGCXGXGXGAACCAGCCCAAGAXGACCAACAXCCCCA 
CACCXCXACAXCXCXGXCCCCXGXAXCXCXXCCXXXCXACCACXAAAGXGXXCCCXGCXACCAXCCXGGCXXGXC 
CACAXGGXGCXCXCCAXCXXCCXCCACAXCAXGGACCACAGGXGXGCCXGXCXAGGCCXGGCCACCACXCCCAAC 
XXGACCXAGCCACAXXCAXCXAGAGAXGGXXCCXGAXGCXGGGCACAGACXGXGCXCAXGGCACCCAXXAGAAAX 
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GCCTCTAGCATCTTTGTATGCATCTTGATTTTTAAACCAAGTCATTGTACAGAGCATTCAGTTTTGGCTGTGGTA 
CCAAGAGAAAAACTAATCAAGAATATAAACCACATTCCAGGCTGCTGTTTTCTCTCCATCTACAGGCCACACTTT 
TACTGTATTTCTTCATACTTGAAATTCATTCTGCTATTTTCATATCAGGGTACAGACTTATAAGGGTGCATGTTC 
CTTAAAGGTGCATAATTATTCTTATTCCGTTTGCTTATATTGCTACAGAATGCTCTGTTTTGGTGCTTTGAGTTC 
TGCAGACCCAAGAAGCAGTGTGGAAATTCACTGCCTGGGACACAGTCTTATAAGAATGTTGGCAGGTGACTTTGT 
ATCAGATGTTGCTTCTCTTTTCTCTGTACACAGATTGAGAGTTACCACAGTGGCCTGTCGGGTCCACCCTGTGGG 
TGCAGCACAGCTCTCTGAAAGCAAGAACCTTCCTACCTATTCTAACGTTTTTGCCCTCTAAGAAAAATGGCCTCA 
GGTATGGTATAGACATAGCAAGAGGGGAAGGGCTGTCTCACTCTAGCAACCATCCCTCCATTACACACAGAAAGC 
CCTCTTGAAGCAAAAGAAGAAGAAAGAAAGAAAGCTTATCTCTAAGGCTACTGTCTTCAGAATGCTCTGAGCTGA 
ATGCTCTTGCTCCTTTCCCAAGAGGCAGATGAAAATATAGCCAGTTTATCTATACCCTTCCTATCTGAGGAGGAG 
AATAGAAAAGTAGGGTAAATATGTAACGTAAAATATGTCATTCAAGGACCACCAAAACTTTAAGTACCCTATCAT 
TAAAAATCTGGTTTTAAAAGTAGCTCAAGTAAGGGATGCTTTGTGACCCAGGGTTTCTGAAGTCAGATAGCCATT 
CTTACCTGCCCCTTACTCTGACTTATTGGGAAAGGGAGAACTGCAGTGGTGTTTCTGTTGCAGTGGCAAAGGTAA 
CATGTCAGAAAATTCAGAGGGTTGCATACCAATAATCCTTTGGAAACTGGATGTCXTACTGGGTGCTAGAATGAA 
AATGTAGGTATTTATTGTCAGATGATGAAGTTCATTGTTTTTTTCAAAATTGGTGTTGAAATATCACTGTCCAAT 
GTGTTCACTTATGTGAAAGCTAAATTGAATGAGGCAAAAAGAGCAAATAGTTTGTATATTTGTAATACCTTTTGT 
ATTTCTTACAATAAAAATATTGGTAGCAAATAAAAATAATAAAAACAATAACTTTAAACTGCTTTCTGGAGATGA 
ATTACTCTCCTGGCTATTTTCTTTTTTACTTTAATGTAAAATGAGTATAACTGTAGTGAGTAAAATTCATTAAAT 
T CC AAG TXT T AGC AG AAAAA 
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PYKWF S AQLALVTRGH RK YLLE S LATCAF 
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GGGGCGGAGAGAGGCGAGCACCGGGAAGGGGAGCGTGGGGCCGCTGGAATGGGTGAATTTAAGGTCCATCGAGTA 
CGTTTCTTTAATTATGTTCCATCAGGAATCCGCTGTGTGGCTTACAATAACCAGTCAAACAGATTGGCTGTTTCA 
CGAACAGATGGCACTGTGGAAATTTATAACTTGTCAGCAAACTACTTTCAGGAGAAATTTTTCCCAGGTCATGAG 
TCTCGGGCTACAGAAGCTTTGTGCTGGGCAGAAGGACAGCGACTCTTTAGTGCTGGGCTCAATGGCGAGATTATG 
GAGTATGATTTACAGGCGTTAAACATCAAGTATGCTATGGATGCCTTTGGAGGACCTATTTGGAGCATGGCTGCC 
AGCCCCAGTGGCTCTCAACTTTTGGTTGGTTGTGAAGATGGATCTGTGAAACTATTTCAAATTACCCCAGACAAA 
ATCCAGTTTGAAAGAAATTTTGATCGGCAGAAAAGTCGCATCCTGAGTCTCAGCTGGCATCCCTCTGGTACCCAC 
ATTGCAGCTGGTTCCATAGACTACATTAGTGTGTTTGATGTCAAATCAGGCAGCGCTGTTCATAAGATGATTGTG 
GACAGGCAGTATATGGGCGTGXCTAAGCGG2\AGTGCATCGTGTGGGGTGTCGCCTTCTTGTCCGATGGCACTATC 
ATAAGTGTGGACTCTGCTGGGAAGGTGCAGTTCTGGGACTCAGCCACTGGGACGCTTGTGAAGAGCCATCTCATC 
GCTAATGCTGACGTGCAGTCCATTGCTGTAGCTGACCAAGAAGACAGTTTCGTGGTGGGCACAGCCGAGGGAACA 
GTCTTCCATTTTCAGCTGGTCCCTGTGACATCTAACAGCAGTGAGAAGCAGTGGGTGCGGACAAAACCGTTCCAG 
CATCACACTCATGACATGCGCACTGTGGCCCACAGCCCAACAGCGCTGATATCTGGAGGCACTGACACCCACTTA 
GTCTTTCGTCCTCTCATGGAGAAGGTGGAAGTAAAGAATTACGATGCCGCTCTCCGAAAAATCACCTTTCCCCAC 
CGATGTCTCATCTCCTGTTCTAAAAAGAGGCAGCTTCTCCTCTTCCAGTTTGCTCATCACTTAGAACTTTGGCGA 
CTGGGATCCACAGTTGCAACAGGCAAGAATGGGGATACTCTTCCACTCTCTAAAAATGCAGATCATTTACTGCAC 
CTAAAGACAAAGGGTCCTGAGAACATTATCTGTAGCTGTATCTCCCCATGTGGAAGTTGGATAGCCTATTCTACA 
GTTTCTCGGTTTTTTCTCTATCGGCTGAATTATGAACATGACAACATAAGCCTCAAAAGGGTTTCCAAAATGCCA 
GCATTCCTTCGCTCTGCCCTTCAGATTTTGTTTTCTGAAGATTCAACAAAGCTCTTTGTAGCATCAAATCAAGGA 
GCTCTGCATATTGTTCAGCTGTCAGGAGGAAGCTTCAAGCACCTGCATGCTTTCCAGCCTCAGTCAGGAACAGTG 
GAGGCCATGTGTCTTTTGGCAGTCAGTCCAGATGGGAATTGGCTAGCTGCATCAGGTACCAGTGCTGGAGTCCAT 
GTCTACAACGTAAAACAGCTAAAGCTTCACTGCACGGTGCCTGCTTACAATTTCCCAGTGACTGCTATGGCTATT 
GCCCCCAATACCAACAACCTTGTCATCGCTCATTCGGACCAGCAGGTATTTGAGTACAGCATCCCAGACAAACAG 
TATACAGATTGGAGCCGGACTGTCCAGAAGCAGGGCTTTCACCACCTTTGGCTCCAAAGGGATACTCCTATCACA 
CACATCAGTTTTCATCCCAAGAGACCGATGCACATCCTTCTCCATGATGCCTACATGTTCTGCATCATTGACAAG 
TCATTGCCCCTTCCAAATGACAAAACCTTACTCTACAATCCATTTCCTCCCACGAATGAATCAGATGTCATCCGG 
AGGCGCACAGCTCATGCTTTTAAAATTTCTAAGATATATAAGCCTCTACTCTTCATGGATCTTTTGGATGAAAGA 
ACACTCGTGGCAGTAGAACGGCCTCTGGATGACATCATTGCTCAGCTCCCACCACCCATTAAAAAGAAGAAATTT 
GGAACC TAAA ACAGGGCACTGTCTGTGTCCTTCCTTGAACTGTCTACCCTGTTGCTTTTCACAAATCATGGTAAT 
AAAACAAGTTATTCTTG 
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MGEFKVHRVKFFNYVPSGIRCVAYNNQSNRLAVSRTDGTVEIYNLSANYFQEKFFPGHESRATEAXiCWAEGQRLF 

SAGLNGEIMEYDLQALNIKYAMDAFGGPIWSMAASPSGSQLLVGCEDGSVKLFQITPDKIQFERNFDRQKSRILS 

LS WHPSGTHIAAGS I DYISVFDVKSGSAVHICMIVDRQYMGVSKRKCIVWGVAFLSDGTI I SVDSAGKVQF WD SAT 

GTLVKSHLIANADVQSIAVADQEDSFWGTAEGTVFHFQLVPVTSNSSEKQWVRTKPFQHHTHDMRTVAHSPTAL 

ISGGTDTHLVFRPLMEKVEVKNYDAALRKITFPHRCLISCSKKRQLLLFQFAHHLELWRLGSTVATGKNGDTLPL 

SKNADHLLHLKTKGPENIICSCISPCGSWIAYSTVSRFFLYRLNYEHDNISLKRVSKMPAFLRSALQILFSEDST 

KLFVASNQGALHIVQLSGGSFKHLHAFQPQSGTVEAMCLLAVSPDGNWLAASGTSAGVHVYNVKQLKLHCTVPAY 

NFPVTAMAIAPNTNNLVIAHSDQQVFEYSIPDKQYTDWSRTVQKQGFHHLWLQRDTPITHISFHPKRPMHILLHD 

AYMFCIIDKSLPLPNDKTLLYNPFPPTNESDVIRRRTAHAFKISKIYKPLLFMDLLDERTLVAVERPLDDIIAQL 
PPPIKKKKFGT 
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GAATTCGGCACGAGAATGAGCCCCACAGAATAAAGGTTTTTCCTCTTGCTGTGGCCTACTGGAAGCCTTCCTAAC 
TCTATAGCTGGTAAAGTAGAGCAGAAAGGGCCAGAATGGCTTAAGATGGAGCTAAATCCCTATAGCATTCCATTT 
TCTGCTCTTGCCTCTTGAACTTAGAAGGCTTGCCCATATATCCTAACAATCTGTTCTCTGAGCTGTTAGGCCAAT 
CCCTGGTCTCAAACTCCTGACCTCAGGTGATCCACCCACTATGGCCTCCCAAGGTGCTGGGATTGCAGATGTGAG 
CCACCGTGCCTGGCCAGAAAATCTGGATTCTTATTCCTAGTTCTTCATTTCTGTCACATGCACTTAGTTGACATT 
ACATCTACATATATTAGCTTTTTCCTACATGAGCCATCTATTTACTTAGTAACCAGTGTTCTTAATGAAGTATTT 
AGTCTTGGGTTTCTTGTAAAATTTCTCTGCATTCCT TAGA CAGTGTACTATACATGAAATATTCTTGTTGACCTA 
GTAATTTATATTATTCCATTTAATTCTTAAACCTATGGCCTTTTTATTGAGCACACTCTTAAATCATTATTTGGC 
TTGTAAACATTCATCTGAATTGTGGCTACAATCCTCTTTAAATAATCTAGGAAAAAAGAAAGATAAAGCTTACAT 
TTTCACAGTTTTGGCTCTTAAACACATTCCACAAATGCCATTAAGAATTTATTTTGTTTTAGGCCAGTCATGGTG 
GCTCATGCCTGTAATCCCAGCAATTTGGGAGGCTGAGGCAAGAACTGCTTGAGCCCAGGAGTTTGAGACTAGCCT 
GGGCAACATAGCAAGACCCTGTCTCTACCAAAAAAAAAAAAGTTTATTTTGTTTTAGAGTCATTTAATGTGTTTT 
TATGCACAATAATAGTGGGAGGTTGTTTTGTTGCATTTGTTTGTTTGTTTTGTTTTGTTTTGTTTTGCTTTCCAT 
GTGGGAAAAGTTAACATTGGAACTGTTTCTAGTAAAAGATTTTTTTCAGGCTGGGCACGGTGGCTCATGCCTGTG 
ATCCCAACACTTTGGGAGACCGAGGGAGCTGGATCACCTGAGGTCAGGAGTTCGAGACCAGCCTGGCCAACATGG 
AAAAACTCCATCTCCACTAGAAATACAAAAGTAGCCTGGTGTGGTGGCACATGCCTGTAATCCCAGCTACTTGGG 
AAGCTGAGGCAGGAGAATCACTTGAACCTGGGAGGTGGAGGTTGCAGTGAGCCAAGATCACGCCATTGCACTCCA 
GCCTGGGCAACAAGAGTGAAACTCCGTCTCAAAAAAAAAAAAAAAAAAGATGTTTTTCATTTTTTTCATGTTATC 
TATCCAAGCACTGTTCCATGGTCAGCAAGTCATATTTCATAATGTGGATTTTCCAAAATAATTATTGAATACAGC 
TATTCTATGGCTACTTTTAGTGTTTTTGTGGTATGTGGTGTGGGAGTGTTTATGGAATTACCAGTATCTTAAATT 
TTCAAAGGAACCTTGGAAGTCTATCACTCTAAATGAAAGTCTGTCACTCTACATGAATTATGTGCTCAAATTTGA 
CCAACTCAGTTTAAGACACAAAACAGTAATTTGAAGAAGGAAAAATGAAGAGAGTTTCTAGTTTAATGGGTTAAA 
TTTTTGTTGTTGCAATAGTAAGTTTAGTCTTCTTATAATATTTCTAAATGAAAAATCATAGGTATTTGTTACCAT 
GTGTGAAGATTACTTTGTTAAAAGCAAAAGTGGTCGTGTGATATGCTAAATGTTAATTACTGATTTTATATGTTT 
AAATCACGCCAAACAAATTATGTCTGTGCCATCCAGGGTCTGTTGTTAATCTTTTTCTGAGTACTTGGATTGGGA 
TAAAGGGCTTGTACTATGCACTTTTTATTAATGAATAAATAGAAAACGTTAGTAACACTTTGTGTTTTCTGTTTG 
GCTTTTGTGGGAAGAGAAGCAAGCATCTTTTGCCTAGTAGATGTTAACATTGTGTATTAAACAGTTTCTTTGTAA 
GACCTAACTAAAGACATTCCTAAGAGAGAACTTAAGTTTTAAGAAAAGTTGTGAGAAAAATATTCATAAAATATG 
CAGTATGGGGCCAGTATTCAGAAGTAGAGTTTCTCTCTTGGAAATTAGATTGCAGTCACATTTCTTTGGTTATTT 
TCTTTCTCTCTCTCTTCCTAGAATACCAGGTAAAATAGACATTTACTTTGAGGGACTAATATCCAATAGTGTTAA 
TTATTTAAGCAGATATATCTAGCTCAAAAGGAACCAGACATGTCACTGTACCAAAAACACACAAAAGTGAAAATT 
TGCTTCTGTTCTGTGACCTAGAATGTGTCCAGACATTAAAGATCATGAATACTCATATACATGTAAAAATAGTAA 
CACTGCTCTGGCATGATTTTGACGTCAGTGTTTATGTAATAACTTCAGTGTTATATTTAAAATAGATAAATTTGT 
GAAATAACAATTTCTTGGAGACAGTCAACTTTTTATGATTTAATCTAAAGATTGTCATGTACATGTCAACGGATA 
TCTGAATCCTCAGTGAAACTGTTAAGXTTTCATTAAATGACTCTGCTGCAATACTAGTTTTCTTCTCAGAAAATG 
GAATTCAAATAAAATAAGTTTTTTGGTCTTGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 1263A 

AGCGGCCGCCAACGCCGCCCGGACTGGAGCCCTGACATTGCTGCGCTCGGGGGGCTCCAGGCAGCCCGTATCGGG 
GCCTTTATTTCTCGTCGGCGGCGCCCTGCACCGCGCCTCGCAAAGCCAAACACCAGAGCACCCTAGAAGGTTTAA 
CTAAAAGAATGCTCATGTTTGACCCAGTTCCTGTCAAGCAAGAGGCCATGGACCCTGTCTCAGTGTCATACCCAT 
CTAATTACATGGAATCCATGAAGCCTAACAAGTATGGGGTCATCTACTCCACACCATTGCCTGAGAAGTTCTTTC 
AGACCCCAGAAGGTCTGXCGCACGGAATACAGATGGAGCCAGTGGACCTCACGGTGAACAAGCGGAGTTCACCCC 
CTTCGGCTGGGAATTCGCCCTCCTCTCTGAAGTTCCCGTCCTCACACCGGAGAGCCTCGCCTGGGTTGAGCATGC 
CTTCTTCCAGCCCACCGATAAAAAAATACTCACCCCCTTCTCCAGGCGTGCAGCCCTTCGGCGTGCCGCTGTCCA 
TGCCACCAGTGATGGCAGCTGCCCTCTCGCGGCATGGAATACGGAGCCCGGGGATCCTGCCCGTCATCCAGCCGG 
TGGTGGTGCAGCCCGTCCCCTTTATGTACACAAGTCACCTCCAGCAGCCTCTCATGGTCTCCTTATCGGAGGAGA 
TGGAAAATTCCAGTAGTAGCATGCAAGTACCTGTAATTGAATCATATGAGAAGCCTATATCACAGAAAAAAATTA 
AAATAGAACCTGGGATCGAACCACAGAGGACAGATTATTATCCTGAAGAAATGTCACCCCCCTTAATGAACTCAG 
TGTCCCCCCCGCAAGCATTGTTGCAAGAGAATCACCCTTCGGTCATCGTGCAGCCTGGGAAGAGACCTTTACCTG 
TGGAATCCCCGGATACTCAAAGGAAGCGGAGGATACACAGATGTGATTATGATGGATGCAACAAAGTGTACACTA 
AAAGCTCCCACTTGAAAGCACACAGAAGAACACACACAGGAGAAAAACCCTACAAATGTACATGGGAAGGGTGCA 
CATGGAAGTTTGCTCGGTCTGATGAACTAACAAGACATTTCCGAAAACATACTGGAATCAAACCTTTCCAGTGCC 
CGGACTGTGACCGCAGCTTCTCCCGTTCTGACCATCTTGCCCTCCATAGGAAACGCCACATGCTAGTCTGATTGC 
CTCTGTGTCCTGCCTCAGCGTGACTCCCCACTCACCTGGCTCTCTCTCTGTCCTGCCTCCCATTATCTAACACAT 
TTTTTACATGTACATTTTAATTTGATTCAGCTGGTCTGAATCTCTGAATTTATATCATCCAAAACTTCCATATGG 
TCAGTAGTAGATGTTCTCTAATCCTCCCTCTCCTTACCACGGGTCAGACCTAAAGAATGTGAACACTTTTTTTTT 
TTTTTCTGGGGATGCTAAGCAAACCCTTCTTACAGATACGTTTAATGTAATAAGAACAAGGGAACATGTAAACTA 
ACATAACCAATTGTCAGTTCTCCATGTATTCCTCAAAAGAATGTCAGAGTAAATGTATTAGAAATACAGTATCCA 
GACTGCTAGTCCTTGCCAGAGACATTCTTACCTCTGCCCTGTGAT2\ATATTTTATGCTTGACAGTGAAAACAAGT 
GTGGCCCCTTGCACCGGTTAGCTAGAAGTACAGCCAGATTTCAAGCTAGTGCAGTCACCTCTTCCGTCATTCTTC 
ACAAATCTTGTCAACCTGGATCTTAGACTTCATCTGAATCGAGTTCTTTGCCCTCCTTTGTGCCTGCAGCTCATA 
TGGAGGTCTTTGCCACCAATGGGAGATGAGCCCAAACTTTCGATCTAGGTGGGTGATGTGTAGCAGTTCAAGGGA 
AGGGTGCTGTGTTTTCATAGCATGGAGTCGGAGGAGAGGGCCATTTAGCAGGGGGAGCAGAAGAGGCAATTCCTC 
CTGGGCTAGGGGTTGTCAATGAGGTTTCAACATTTTGTTAGCTGTGTGCAGCATTCCCAGAGCTTCAGTCTCTGT 
GCATACTCAGCTTTGTAGAACCATGCTGCAAAGCCATATACCGATGGGGTTATCCATGCAACTATCTCCATTCCT 
ACAATGTCCTTAATATGAGATCATCAAACATTGATAGTAGGGACTCCATGGAATATTTGCCCAGTAATGGTAAGA 
AATCTTTCGGGTAAGAGTATGGATGGTTCTTCTTTTACCCAATCTGCTTATAGCTTTTTTTGTAAACAGGGAAAT 
GTTGAGXGGTACTTGTATTCCCTTATCAAATTAATCACATAGCTTTTATACAGAAACTCTTCCTGTGTGAGCTGT 
TAAGGTGCCAAATTGGCTGTCATTTGTATTCATGACACATACCATAAAGCATCTGCTAATGCTTTAATGGATTGA 
TTCAATTAAGACCTGAGTGACACTATTTGTAAATATAACTAGTTGTGAAGCACACATACCTTTATTTTGGGAATT 
TATGAGAAAATATAGAAAACCACAGATCAGGGATTCATATATGTAGCTCAAAAATTCCCAAAAGTTTACTGTTAG 
AGTTGGCAATTTCCTATCACTATTTCAGTGTCAGAACAAACTGAAAATAATGGCTCGTGTTTATGTTGAAGATAA 
ATAGCACCATTATTGGGGGAAGTTATTCAAAAGCAGGCTTTTGAGCACCATAGTCTAAATGCCAATAAAAATAAT 
TCATACATAGAAATGTCATTGGTCCTGAATTTGAAGAAAGTGAGCAACAGTAGTTAAATGTGGGTGCATATAACC 
AAATTCCCCTTCATCAAGAATGGAGGAGAAGAGAGAAGAATGAAATCCTGAAGATTCATCCCAGCCGCAACTCAG 
GATCCAACACAACTTTAACTGGGAGGAATACATTGTTTGATCATTTTTAAAACATCTGTGAATGAGTGATTCCGG 
AGGCCTGTGAATTGTGTGGGGAGCTTGCTTTGATGGCACTGTGTTAATAAAAGTTGTAGGGACTGTGCACCTAAG 
AGGCTAAGAGGTCCCACTCATCCGCCCTGTGAACCAGCTGTAAAGAAATGTAGTTAAGAAATGCAAAGAAATGTG 
TTATCTTGGCACTTGGGTTTGATTTTCCTTTTTTTAAAGCACTGCAAAACTTCTTTAGGATACTAAAACATCCTA 
ATTGGGCTGTTTTTTTGTTTTGTTTTGTTTTTCAGCTAAAGGCAAAGATAATTTTTTTTTCAGCTGAAGTTTTTC 
TTTTTTGCAACTATGACATGAATTGAGTGATAAAATGGCTCTTTGAAAAGTAGATATTGTCTGTATTGTAAATGC 
TTAGTCATATTCATGGCAAAGTGTTCATTTCTTGAGATGGTTCTTTCACAACACACAAGAATCAAGATGGAACGC 
AAGGAAAATCTTTTTGTTTTGACCGAGGTAACCAGTTTATGTGTGTTCCAATCCATAGAGAAGTGGGGGAAAGGG 
CGAGAAAGGATCAGATTGATCTGGGATCAGCTTTGAGCCTGAGTTCAGTGAATAGCCTCATGGGCATCTCATGGA 
ATTGATGCATTTGCTGTGGCATATTTAAATTTTGTTCAAAAGATTTGAAGCAAGACCTTGCAAAGACTCTTAACA 
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TTACTGTTCAGCTTGCTTAGATTGTGTTAACAGTTCATTTAACAAAGATCCGTTTTAACTCTGAACAAAAGCAAC 
CCAGAGCGGCCATTCTCTATTCCCATGCTGGTCAATACGCTTTCATTACCAATTGGCCCTTACCAAACTTTTCTT 
ATATATATATTTGTATTTTACTATGATAGTTGAGAAATTTAGCCTCTTAGTCATTTTTAGCTGTTATTGTGGAAG 
ACCTCAAATACAAGATTAGATGCCCTTGAACATGTTTTAATGATGTGTGTCATGTTACTATCAATGGTGATTTCA 
ATCGCAATATTTTAAATTGATGAGAATGATTTGTAAACATGAAGTTACTATTACGTAAATTCTGTTTGTTATAGA 
GTTTCTTCAGTTGTTACCCAAGTGTCATCCTAGAGAAGTCAGAAGAATCAGAATCCATCGTATTTTAGAGTTATG 
TGAATCTACATCATAAATGGGCATTAACATTCTAAATTGCTTGGTTTGGAGAATGTGTTAGCAGCATAGCTATAT 
TCAACTAGGGAGATGCTAAATACACAGAAGTTTCAAGAGCCTTGGAACAGAATTACAGGGGAACTATATATGTAT 
ATGTATATTTTATTAAACACCCATCTGCACTATCAGTATTGCACTAATGTGGAATTTGAAAGACTATTTTGCTGA 
TACTGTATATATGCGCATCATTCCTGATTAGATTGTTGTAAAGACAATCTGAAAGATCTAAGGTTTTAAAATAAT 
TTGGTTTGAAAATATACAGTTGTCTTGAAGGAATTGCTGTCATACATGAAGTTGCTCCGAGCTGTCTTTATTCTC 
TTCTTGGTCAAGGTTAACAATTGCTAAATGATCGCAAATTCACCTAAACAATACATTTACAAAGCCATCTTTACA 
TGCATTAAACGAGGGCTACAACAATATTGTTTTACAAATACTAGCACTTTTTTTTCTGTTATGTACTTAGTGTTA 
GAGGGTCAAAATAATCTTTCTGCTTAGCATCTCTTAAACCATACCTGCAAATATAGCAGGATTATTACATTTACA 
GTACTTTAATACTTGTATAAACTATGCAGAAATTTTTAATAAAGTGTAATATATTTTATAAGCTAATAAGACTGA 
ATGGGTAAAGGTTTTTAGCATGCGTTAGTATACTTGCAGATACTGAAACATTTTGGTAATCTTTCTTACTAAAGA 
TGTGAATGTTTAATGTACCTTCTCTGTTTCTACTCTGTAGTCCAATGGGAATTCAGTAATGACATTTTGTCATGT 
CAAACTGTGAACATAAATTTGTACTGTACAGTCCTCATATACTATATACAGTATGCAATATATATTATATACTXG 
TTAATAAAACCATCAGAATATTAAAAAAAATCTATGTCGGGTGCGGAGAAAGAGGTAATGAAATGGCAGGAATTC 
GATATCAGC 
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MLMFDPVPVKQEAMDPVSVSYPSNYMESMKPNKYGVIYSTPLPEKFFQTPEGLSHGIQMEPVDLTVNKRSSPPSA 
GNSPSSLKFPSSHRRASPGLSMPSSSPPIKKYSPPSPGVQPFGVPLSMPPVMAAALSRHGIRSPGILPVIQPVW 
QPVPFMYTSHLQQPLMVSLSEEMENSSSSMQVPVIESYEKPISQKKIKIEPGIEPQRTDYYPEEMSPPLMNSVSP 
PQALLQENHPSVIVQPGKRPLPVESPDTQRKRRIHRCDYDGCNKVYTKSSHLKAHRRTHTGEKPYKCTWEGCTWK 
FARSDELTRHFRKHTGIKPFQCPDCDRSFSRSDHLALHRKRHMLV 
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GGCACGAGGCCTTCGGCCACCCCCGCTGACC ATGG CAGTGTTTCATGACGAGGTGGAAATCGAGGACTTCCAATA 
TGACGAGGACTCGGAGACGTATTTCTATCCCTGCCCATGTGGAGATAACTTCTCCATCACCAAGGAAGATTTGGA 
GAATGGGGAAGACGTGGCAACGTGTCCTAGCTGCTCTCTCATTATAAAAGTGATTTATGACAAAGATCAGTTTGT 
GTGTGGAGAAACAGTCCCAGCCCCTTCAGCCAACAAAGAATTAGTTAAATGCTGAAGAAGCCTTCAGGAATCCAA 
ATCCTGAACATTTGGAATGAGCCCAGATAGAAATATCGAATGCAAAGCTACTGGCTTCACAGAGACAACCATTTA 
TGATTTGCTGTTCTGTAAGAGTGTGGATTCTTTCTATCAACTGCTGATATCATCTTCAGGAAGCAAGTCCATAAC 
ATGACATATCTGGATTTTGTGCTTAGAACCTTAAATTGGAAGCATTCTTAATTATGCATCTAAATTTAAAAGAAG 
ATAATTTCAAAACAGTAAAAAAAAAAAAAAAAA 
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MAVFHDEVEIEDFQYDEDSETYFYPCPCGDNFSITKEDLENGEDVATCPSCSLIIKVIYDKDQFVCGETVPAPSA 
NKELVKC 
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FIGURE 1267 

GGCACGAGGCCAGATACTACTGGCCATCAAGGGACAGAAGAAAAAGGCGCTCATTGTGGGGCACTGCATGCCTGG 
CCCCCGAATGACCCCCAGATTCGACTCCAACAACGTGGTCCTCATTGAGGACAACGGGAACCCTGTGGGGACACG 
AATTAAGACACCCATCCCCACCAGCCTGCGCAAGCGGGAAGGCGAGTATTCCAAGGTGCTGGCCATTGCTCAGAA 
CTTTGTGTGAGTTGAGCCCAGGCCTCTGGTTGCAGGACTCGTGAATGGAGCAGTTCTGAGAACCACCCTTTTGCT 
AAGGGAGCTTGGGAGCCACATGGCTGCTCCCTTCACACTGGGTAACAGTGTAGTATCCTGTGAGAGAATAAATGT 
ATTCATTTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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TCATGGCCGGCTCCTACCCTGAAGGTGCACCTGCAATCCTCGCCGATAAGAGGCAGCAGTTCGGAAGCCGGTTCC 
TGAGCGATCCGGCGCGGGTCTTCCACCACA ATGC CTGTTGATTATGAGATCAATGCCCACAAATACTGGAATGAC 
TTCTACAAAATCCACGAAAATGGGTTTTXCAAGGATAGACATTGGCTTTTTACCGAATTCCCTGAGCTGGCACCT 
AGCCAAAATCAAAATCATTTGAAGGATTGGTTCTTGGAGAACAAGAGTGAAGTATGTGAATGTAGAAACAATGAG 
GATGGACCTGGTTTAATAATGGAAGAACAGCACAAGTGTTCTTCG2\AGAGCCTTGAACATAAAACACAGACACCT 
CCTGTGGAGGAGAATGTAACTCAGAAAATTAGTGACCTGGAAATTTGTGCTGATGAGTTTCCTGGATCCTCAGCC 
ACCTACCGAATACTGGAGGTTGGCTGTGGTGTGGGAAACACAGTCTTTCCAATTTTACAAACGAACAATGACCCA 
GGACTCTTTGTTTATTGCTGTGATTTTTCTTCCACAGCTATAGAACTGGTCCAGACAAATTCAGAATATGATCCT 
TCTCGGTGTTTTGCCTTTGTTCACGACCTGTGTGATGAAGAGAAGAGTTACCCAGTGCCCAAGGGCAGTCTTGAT 
ATTATCATTCTCATATTTGTTCTTTCAGCAATTGTTCCAGACAAGATGCAGAAGGCTATCAACAGGCTGAGCAGG 
CTTCTGAAACCTGGGGGGATGGTACTTCTGCGAGATTACGGCCGCTATGACATGGCTCAGCTTCGGTTTAAAAAA 
GGTCAGTGTCTATCTGGAAATTTCTATGTGAGAGGTGATGGAACCAGAGTTTACTTCTTCACACAAGAGGAACTG 
GACACGCTTTTCACCACTGCTGGACTGGAAAAAGTTCAGAACCTGGTGGACCGCCGACTGCAGGTGAACCGAGGG 
AAGCAACTGACAATGTACCGGGTTTGGATTCAGTGCAAATACTGCAAGCCCCTTCTGTCCAGCACCAGCTAAGAG 
GCACCTGCTGCCAACACGATGCAAGCCCGTTGTGTTTCCGAGCTTTTTTTAAAAAAAAATTTGTAGCACCGGGCA 
TGGTGCATGCCTGTAATCCCAGCCACTCAGGAGGCTGAGGCAGGGAGGATCCATTGAGCCCAGGAGTCCAGCCTG 
GGCAAAATAGCGAGAGACCCTGAATCTGAAAGTAATGATAAAATAAAAAGAATATAAATGAGGTCTCGTTGATGC 
TGGACAATTCAAGAATTCAGACTTGAACCTTAAACCTAGGAAAAGTTACTTTGTATCAGGATTCTAACAATTATG 
CTTCATATTTGTGAAGTCCTTTAAAACATAATTTTCTCAAGTTCTTTCTTTGAGACCTCAATCTGTCTTAGCATT 
TTGTAACTAATAACTGAAATTTTATTCAAAGGAATTGTAAACCTTAAACCACCAATTTATTTCCATGTGAAAAAG 
TGTTATATATGACAAGTGTTTTTTGATTGTAATTGCGTTAAATCTTTTGAGAGTGTAAATGCCGGGCTAGGCAAT 
TGCAGTTAATACATACAGGGGTTAGTGAAGGGCTTATTAAGTTGTAGGGGAAGCAAGCTGGGAAGAATCAGATCA 
GATATTTTCCTGAC 
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MPVDYEINAHKYWNDFYKIHENGFFKDRHWLFTEFPEL21PSQNQNHLKDWFLENKSEVCECRNNEDGPGLIMEEQ 
HKCSSKSLEHKTQTPPVEENVTQKISDLEICADEFPGSSATYRILEVGCGVGNTVFPILQTNNDPGLFVYCCDFS 
STAIELVQTNSEYDPSRCFAFVHDLCDEEKSYPVPKGSLDIIILIFVLSAIVPDKMQKAINRLSRLLKPGGMVLL 
RDYGRYDMAQLRFKKGQCLSGNFYVRGDGTRVYFFTQEELDTLFTTAGLEKVQNLVDRRLQVNRGKQLTMYRVWI 
QCKYCKP LL S S T S 
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FIGURE 1270 

GCGCGGACCTTTCAACAAGGGCTTTATTAATTCTCACGCTGCGGCCCTGGAAAGCGATGGAGGTGGCGGCTAATT 
GCTCCCTACGGGTGAAGAGACCTCTGTTGGATCCCCGCTTCGAGGGTTACAAGCTCTCTCTTGAGCCGCTGCCTT 
GTTACCAGCTGGAGCTTGACGCAGCTGTGGCAGAGGTAAAACTTCGAGATGATCAATATACACTGGAACACATGC 
ATGCTTTTGGAATGTATAATTACCTGCACTGTGATTCATGGTATCAAGACAGTGTCTACTATATTGATACCCTTG 
GAAGAATTATGAATTTAACAGTAATGCTGGACACTGCCTTAGGAAAACCACGAGAGGTGTTTCGACTTCCTACAG 
ATTTGACAGCATGTGACAACCGTCTTTGTGCATCTATCCATTTCTCATCTTCTACCTGGGTTACCTTGTCAGATG 
GAACTGGAAGATTGTATGTCATTGGAACAGGTGAACGTGGAAATAGCGCTTCTGAAAAATGGGAGATTATGTTTA 
ATGAAGAACTTGGGGATCCTTTTATTATAATTCACAGTATCTCACTGCTAAATGCTGAAGAACATTCTATAGCTA 
CCCTACTTCTTCGAATAGAGAAAGAGGAATTGGATATGAAAGGAAGTGGTTTCTATGTTTCTCTGGAGTGGGTCA 
CTATCAGTAAGAAAAATCAAGATAATAAAAAATATGAAATTATTAAGCGTGATATTCTCCGTGGAAAGTCAGTGC 
CACATTATGCTGCTATTGAGCCTGATGGAAATGGTCTAATGATTGTATCCTACAAGTCTTTCACATTTGTTCAGG 
CTGGTCAAGATCTTGAAGAAAATATGGATGAAGACATATCAGAGAAAATCAAAGAACCTCTGTATTACTGGCAAC 
AGACTGAAGATGATTTGACAGTAACCATACGGCTTCCAGAAGACAGTACTAAGGAGGACATTCAAATACAGTTTT 
TGCCTGATCACATCAACATTGTACTGAAGGATCACCAGTTTTTAGAAGGAAAACTCTATTCATCTATTGATCATG 
AAAGCAGTACATGGATAATTAAAGAGAGTAATAGCTTGGAGATTTCCTTGATTAAGAAGAATGAAGGACTGACCT 
GGCCAGAGCTAGTAATTGGAGATAAACAAGGGGAACTTATAAGAGATTCAGCCCAGTGTGCTGCAATAGCTGAAC 
GTTTGATGCATTTGACCTCTGAAGAACTGAATCCAAATCCAGATAAAGAAAAACCACCTTGCAATGCTCAAGAGT 
TAGAAGAATGTGATATTTTCTTTGAAGAGAGCTCCAGTTTATGCAGATTTGATGGCAATACATTAAAAACTACTC 
ATGTGGTGAATCTTGGAAGCAACCAGTACCTTTTCTCTGTCATAGTGGATCCTAAAGAAATGCCCTGCTTCTGTT 
TGCGCCATGATGTTGATGCCCTACTCTGGCAACCACACTCCAGCAAACAAGATGATATGTGGGAGCACATCGCAA 
CTTTCAATGCTTTAGGCTATGTCCAAGCATCAAAGAGAGACAAAAAATTTTTTGCCTGTGCTCCAAATTACTCGT 
ATGCAGCCCTTTGTGAGTGCCTTCGTCGAGTATTCATCTATCGTCAGCCTGCTCCCATGTCCACTGTACTTTACA 
ACAGAAAGGAAGGCAGGCAAGTAGGACAGGTTGCTAAGCAGCAAGTAGCAAGCCTAGAAACCAATGATCCTATTT 
TAGGATTTCAGGCAACAAATGAGAGATTATTTGTTCTTACTACCAAAAACCTCTTTTTAATAAAAGTAAATACAG 
AGAATTAATTATTCTAACATATTGGCCTCTTTGTACTGGAAAAGTATTCAGTGGTACCTGGAGGTCTGGACAGTT 
ATACTGTAACCTCTTAAGTTTTAATGTGCTAAATATATCTTGTATGATTTTTTATTTTTTAATAACATTGGAAAT 
ATATTCAAGAGATTATGATTCTGTAAAGCTGTGGAATGAAGCTGCAGATTTAGAGAACATTGGCTTCrGAAAAAA 
AAAAAGAGTGAAGATAGTACTAGCAAGTATACTTATTTTTTAAAACAGGCTAGAATCTCATGTTTTATATGAAAG 
ATGTACAATTCAGTGTTTAAAAATAAAAATATTTATTGTGTAAAAAAAAAAAAAAA 
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ADLSTRALLILTLRPWKAMEVAANCSLRVKRPLLDPRFEGYKLSLEPLPCYQLELDAAVAEVKLRDDQYTLEHMH 
AFGMYNYLHCDSWYQDSVYYIDTLGRIMNLTVMLDTALGKPREVFRLPTDLTACDNRLCASIHFSSSTWVTLSDG 
TGRLYVIGTGERGNSASEKWEIMFNEELGDPFIIIHSISLLNAEEHSIATLLLRIEKEELDMKGSGFYVSLEWVT 
I SKKNQDNKKYE I I KRD I LRGKS VPH YAAI EPDGNGLMI VS YKSFTFVQAGQDLEENMDED I SEKI REPLY YWQQ 
TEDDLTVTIRLPEDSTKEDIQIQFLPDHINIVLKDHQFLEGKLYSSIDHESSTWIIKESNSLEISLIKKNEGLTW 
PELVIGDKQGELIRDSAQCAAIAERLMHLTSEELNPNPDKEKPPCNAQELEECDIFFEESSSLCRFDGNTLKTTH 
VVNLGSNQYLFSVIVDPKEMPCFCLRHDVDALLWQPHSSKQDDMWEHIATFNALGYVQASKRDKKFFACAPNYSY 
AALCECLRRVFIYRQPAPMSTVLYNRKEGRQVGQVAKQQVASLETNDPILGFQATNERLFVLTTKNLFLIKVNTE 
N 
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GGGTGGCGGGGGGTTGCAAGTGGGAAGCCTGCTGrTCAGCTGCCCGGGCTCTCCGCCTCCCCCCACCCTGTATTG 
AGGCTGGGTCTGGGGAACCTGTGCTCAGCATTCCACCCCCTGGAGCTTGGGCTTGGTCTTCCCTGCGGGTCCCTG 
CGCTGACATTCAGGCGGGGAGCCAGGAGGCCTGGGCGCCTCCAGAGCCCGCCGGGGGAGCCGGGCGAGGGTTCTG 
GGCTCTGACGGCGGGGTCGCAGGGTCGCCCGCCTCCTGGACACGTCTGTAGGCCTAGGGAAGCCTGCCGGCCCGG 
GAGGTACAGAGTAGGAGAAGCCAGATCCCAGGGCGGACAACGAGAAGTCGTCAGGCTAAGAAATGGCATTTCAAA 
AGGCAGTGAAAGGGACGATTCTTGTTGGAGGAGGTGCTCTTGCAACTGTTTTAGGACTTTCTCAGTTTGCTCATT 
ACAGAAGGAAACAAATGAACCTGGCCTATGTTAAAGCAGCAGACTGCATTTCAGAACCAGTTAACAGGGAGCCTC 
CTTCCAGAGAAGCTCAGCTACTGACTTTGCAAAACACATCTGAATTTGATATCCTTGTTATTGGAGGAGGAGCAA 
CAGGAAGTGGCTGTGCGCTAGATGCTGTCACCAGAGGACTAAAAACAGCCCTTGTAGAAAGAGATGATTTCTCAT 
CAGGGACCAGCAGCAGAAGCACTAAATTGATCCATGGTGGTGTGAGATATCTGCAGAAGGCCATCATGAAGTTGG 
ATATTGAGCAGTATAGGATGGTAAAAGAAGCCCTTCATGAGCGTGCCAACCTGCTAGAAATTGCTCCCCATTTAT 
CAGCTCCATTGCCTATAATGCTTCCAGTTTACAAGTGGTGGCAGTTACCTTACTACTGGGTAGGAATCAAGCTGT 
ATGATTTGGTTGCAGGAAGCAATTGCCTAAAAAGCAGTTATGTCCTCAGCAAATCAAGAGCCCTTGAACATTTCC 
CAATGCTCCAGAAGGACAAACTGGTAGGAGCAATTGTCTACTATGACGGACAACATAACGATGCACGGATGAACC 
TTGCCATTGCTCTGACTGCTGCCAGGTATGGGGCTGCCACAGCCAATrACATGGAGGTAGTGAGCTTGCTCAAGA 
AGACAGACCCCCAGACAGGGAAAGTGCATGTGAGCGGCGCACGGTGCAAGGATGTCCTCACAGGGCAGGAATTTG 
ACGTGAGAGCCAAATGTGTTATCAATGCCACGGGACCTTTCACGGACTCTGTGCGCAAAATGGATGATAAAGACG 
CAGCAGCTATCTGCCAGCCAAGTGCTGGTGTCCATATTGTGATGCCTGGTTATTACAGCCCAGAGAGCATGGGAC 
TTCTTGACCCAGCGACCAGTGATGGGCGAGTTATTXTCTTCTTACCCTGGCAAAAGATGACGATCGCTGGCACTA 
CTGATACTCCAACTGATGTTACACACCATCCAATTCCTTCAGAAGAAGATATCAACTTCATTTTGAATGAAGTGC 
GTAATTACCTGAGTTGTGATGTTGAAGTGAGAAGAGGGGATGTCCTGGCAGCATGGAGTGGAATCCGTCCTCTTG 
TTACAGACCCCAAATCTGCAGATACTCAGTCTATCTCCCGAAATCATGTTGTTGATATCAGTGAGAGTGGCCTTA 
TTACTATAGCAGGTGGAAAGTGGACAACTTATCGGTCTATGGCAGAAGATACCATAAATGCTGCTGTCAAAACTC 
ATAATTTAAAAGCAGGACCAAGTAGAACAGTTGGGCTTTTCCTTCAAGGGGGTAAAGATTGGAGCCCCACACTCT 
ACATTAGGCTTGTGCAGGATTATGGACTTGAAAGCGAGGTGGCACAGCATCTTGCCGCCACCTATGGTGATAAGG 
CCTTTGAGGTGGCCAAAATGGCAAGTGTGACTGGCAAAAGGTGGCCTATTGTTGGAGTACGTCTTGTGTCAGAAT 
TTCCATATATTGAAGCAGAGGTGAAATATGGGATTAAGGAGTATGCCTGCACTGCTGTGGATATGATTTCACGTC 
GTACTCGCCTGGCCTTTCTAAATGTCCAGGCAGCAGAGGAAGCCCTACCCAGGATTGTTGAACTGATGGGCAGGG 
AACTGAATTGGGATGATTATAAGAAGCAGGAACAACTTGAAACAGCCAGGAAGTTTCTATATTATGAAATGGGCT 
ATAAATCTCGATCAGAACAGTTAACAGATCGCTCTGAAATTAGCCTACTGCCTTCAGACATTGACAGGTATAAGA 
AGAGATTTCATAAGTTTGATGCAGACCAGAAAGGCTTTATTACCATTGTTGATGTTCAGCGTGTATTAGAGAGTA 
TCAATGTCCAAATGGATGAAAATACACTCCATGAAATTCTAAATGAAGTTGATTTGAATAAAAATGGACAGGTTG 
AACTCAATGAATTTTTGCAGCTGATGAGTGCTATTCAAAAAGGAAGGGTAXCTGGAAGCCGGCTTGCTATACTAA 
TGAAAACTGCAGAAGAGAACCTCGACAGAAGAGTTCCAATTCCAGTGGACCGTAGTTGTGGAGGATTGTGAGTCT 
GGGCAGTAAATCCACAGCCAACAAACATAGAAACGACAAATCACCATGTAACAACCAGAGATGACTGAAACCACT 
CTGAAATAATGAATGTGGATAGCTGCCTTTTTTAACACTAGAAAACATTCCAAAACTTTAAGGTGTTGGTGTATT 
TGCCAGCTTTATTTGCTGTACTTTATTTGTATTTGCCATTCAGTCTAGCTTTTAAGTATATTTTTTTCTTTTTCT 
CATTTTCAATGCACATTAGTTTTGCATCTGTTTTGTGACCTGTTAGATGTGACACATTCTCTTTTTGTTTATTCC 
CTTATTCTAAATGAGTTCTAAAAACATAATATTTTGGCAAAAATTGAAAAAAGCTGGAGACATTTTGTGACATGC 
ATACAGATAGCATGTGTTATTAAAAAGAGTTGCCTATTGAAATGATCGTGTTTCTGGAGAAATTAAGCTTATAGA 
CAGCATGTGTTATTAAAAAGAGTTACCTATTGAAATGATAGTGTTTCTGGAGATTTCTCAGCCCCATCTTCCTCC 
AGCTTGTCTACCTrCCTCATGCAAACAATATTCCACATTTTTATATCTAGAGCATGACTGGCTAACTGGAGAGGG 
AAGGAAAAGTTTAGATCTGGTTACTGGAGCAAGTCTCAAAGAGAAACTCTGAAAGCTTCCAGAATCACAGGTATA 
AGATAAGGATAGCATTGACATTTGCTGGGAGTTACAGXGATAGTTTCATCTCAGCAGTTCATTTTTTTCTTCAGT 
CACTGCTGGTTTTCTTTGACTATTATAGTTGCCAGGAAGATCCTTGCTCTTCTTACTTTAAAACCAGCATTTAAG 
TGGCAATTTGGATGTAATAGGATGAGACCAAATTTATCTAATTATTACAGTAGTAATACATTTAAGAGTTAAAAA 
TGTGTTTTTATATATCCACATATGATAACAAAAGATTCAATTCCCAAGCCTAAATTTTGAAGCATGTGGTATTGT 
CAAATCTAGCTTACCATCTTTTTTGGGGGTACTTGCAACCATAGTAAAGGAAGATGGAATAGACTTTAGTTAACT 
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TTAATTATAATTATATGTTAAATAAGGCACATAACCAGTTTCCAAGGTCATCATGGTTGCTTAAAGTCTTTCCCC 
TTCTGTACTCCATGGAAATATTCTCAGTAAACCAAAAACAAAAATGGAAAAATAATCACCAACCCCCATCCCGAC 
ACACACACACAGTCCAAAGCAAAAGTCAGTGTGTATTGAATTTAACAAGT2VATGCAGTTTGGGATGCTTTTGCTA 
CATTTTGGTGGCATTTTAACTAGTTATCTGAATATTTATTAATCGTACTTCCTCTTGTAAAGTTAACTACTTACT 
TTTTTGTTGTTGTTTTTTTAACATCAGGTTCTGTATCTAATAGGAGATGTAACACTTTATTTCATGGCAGGTTTT 
TATTGCAGAGACTTGAAGTCTTAGTTTTTTAAACTGGCACATAAAACACTTTTTGCTGTTATTTTTATTTATGTC 
AATACTGCAGAGTATCTTTATGCCTTATTCAAGTGGATTCTGAGCCTGTATGTCACAATGTAAACACTGGAGGTT 
CACTCACCTACGCACTCACCCACCACCTCTGAAAGAAACAGAAACTGCAGAGAAAGACAGCATCTTAGCTCATTT 
TGTTTTTAAATGAGGTTTTAGACGCTTGCCACTTCCTAAGGGAAATCCTAAAACAGAGCAAGTGATGCTCCCAGG 
TATCACTGTGAACTTTTTTCTTTCAAAGTGTGAATTTTTACACTGGCTTTTTCATTTTTTTAAAGTAATTGAAGC 
TTGTGGCTTTACAACTTAGTGTTTTTTGCTATCCAGATAACAAGTTTCATTGTTTAGAACCCAGTGACACTTAAT 
AGGTAGATAAATTGTCCTTTAAAATATCCCAGATGATATACACAATATGGTACATTTGTGCTCTCTCTCTCTGTT 
TTTCTCTCTTTCTCTTTCTAGTTAGATCAAGATAACGATGACTTGTACCCTCCCTGATTCTGTTACAGTAGGGCC 
CGGGCAGATCTGTGTTTGTTAAACAGGCCTTGTTTGTGCATGCTTTGCTATGAATGAAGTTCCTTTAAGGACAAA 
GAAAAGCACACTTTTCTTCTTTTGAGCATATCTGCTTTTACTTTAAATCTGCTAATTTCTAAAATGTAGAGTCCT 
TCACCAATCCCAGAGACTCAATTTGGAAATGAACTGATTTCAAGCCGTTACTGTCAATAAAGCACCCCAGCATTT 
TGTATAAGCTCTTAATTAAACCTGTACAGCTTCTTTACCTGATTTAAGAAAGGGAGACAAGCAATAGGGGGGAAT 
AAGCTTCTTCAAAATTCATTCCAAGCACAAAAGAAATTTTTTCCCTTTGCATATAAACTTGACATCAGTTGATTC 
TGTTGGGGTCGGGGTGGGTATGCAGGGATTGCCTTTTATTATCAAGTGATTTATTTCAAGAGCCTTTGAGGGGAT 
TCAGGTGAAGGAACCCCCATCTGTGCTGGAGAGTTGGATACTCCTTTAAATAGCCCCCACCACAGTCATAACAAT 
AATGATAATGCTGGATTATTTGTTAAGCCAAGGTTGTCTGCCTCATATCCATCATGCTGTTTGCAATATTCTTGC 
TTTCAATCAATTTATACTGAGTGTAACTTTAGGATTTCTGCTATTAAATGCATGCTCTCTATCCTGCTTCAGTTT 
CTGGCTTTGCTTTGTCTGTTTCAAAATATGTAGCTTCCTCTTTTGTACAACAAAAAACTCATTCTCACTTTTACT 
AAATATACTGTAGGAGTCATCATTGATGTTATTTTTCTCTTATGTATCTGTAAAGATTTTTGGCATATGAATGTA 
ATATTAAAGTCAATGATGCTATAACTTGCGATGTTTGCATCATGTCAACCTTTTTGAAGGAGTGAAAAAGCCCTA 
CTATGTTTTTAAATAGCAAGTGTAAGCTCAGTGCTAGAGTGGATATACACACCGCATGTTTTCATATGTGGCACT 
TTTATGTATCATGTTGGGTTATTGTTCTAGACTGGACTGTTAAATACTATGTTTGAGGCTGGGTTGTCATTTTTA 
TAACTGTCTTGGTGTTTTATGGCCATTATTTATTACTTTTGATACACAGAATGAGCTGCATGCATTTATAGAGCA 
ATAAGAGGATGTATTTAATGTGCCTTGTTTTTAACTGAATAAGAACTGGAAGCATGAATCAATAAAACTGATTAA 
AATGGTCTATTTGCTAGCATTTTGATGTTACTTGCAGTCAGATAACTTTGATTACTGTTG2VAGTTTAAAAAAAGT 
TTGAAAATATTTTTACAAACTGTGTTTTTGATGACACAAAAGTGAAATATCTACAGAGATAGATGTAATXTTATA 
AGACTGCCAGAATTATTTGTATTAATTTGTTGCTGTAGCCTTTAGGGCATGACTTCTGTATTTGTGCAATCCTAT 
TCTACAATTACATTCATCCTATTACAACTCAAAGAAAAACAAAAAGTCGACGCGG 
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MAFQKAVKGTILVGGGALATVLGLSQFAHYRRKQiyn^LAYVKAADCISEPVNREPPSREAQLLTLQNTSEFDILVI 
GGGATGSGCALDAVTRGLKTALVERDDFSSGTSSRSTKLIHGGVRYLQKAIMKLDIEQYRMVKEALHERANLLEI 
APHLSAPLPIMLPVYKWWQLPYYWVGIKLYDLVAGSNCLKSSYVLSKSRALEHFPMLQKDKLVGAIVYYDGQHND 
ARMNLAIALTAARYGAATANYMEWSLLKKTDPQTGKVHVSGARCKDVLTGQEFDVRAKCVINATGPFTDSVRKM 
DDKDAAAICQPSAGVHIVMPGYYSPESMGLLDPATSDGRVIFFLPWQKMTIAGTTDTPTDVTHHPIPSEEDINFI 
LNEVRNYLSCDVEVRRGDVLAAWSGIRPLVTDPKSADTQSISRNHWDISESGLITIAGGKWTTYRSMAEDTINA 
AVKTHNLKAGPSRTVGLFLQGGKDWSPTLYIRXVQDYGLESEVAQHLAATYGDKAFEYAKMASVTGKRWPIVGVR 
LVSEFPYIEAEVKYGIKEYACTAVDMISRRTRLAFLNVQAAEEALPRIVELMGRELNWDDYKKQEQLETARKFLY 
YEMGYKSRSEQLTDRSEISLLPSDIDRYKKRFHKFDADQKGFITIVDVQRVLESINVQMDENTLHEILNEVDLNK 
NGQVELNEFLQLMSAIQKGRVSGSRLAILMKTAEENLDRRVPIPVDRSCGGL 
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TTTTTTTTATCATTGACAATGTTTATTATCAAGAAACTTTAGGTTTTTTAAAAGAATGCTCGTTTTAGAATACAC 
CAAGAGGACACTCTGTGACAGGACATATACAAACAAGGATAATTAAAATATTAAATACTATCTAAATTAAAAGAC 
CATAATTCAAATTGCTAATTATAATATTTGTGTCGGTAGAAATAACTATAGTTCCCCTTCATGAAATTCACCCCC 
ACGTTCTCATGAAGACTATGACGTCTCACCACAATTTCAGTTATTTAATTTACAATAATCAATGCTGAGTTTTCT 
GTGCTGAAGCATGCACTGTTACAGAAAGCACAAAATCCTATTTACAGGGATTTTTAGTTTTCTTTAAAATGTATC 
TCAAGCATCTTTTAAAGTGCGAGCTACAAATAGGTTGTATCCTTAATGAAAAAGGCTTCTTTCTAAAAG2^AGTAT 
GAGATAGCTATCCAATACTGCAGGAACAGTTATATAACTAACCGAAGGAACCAGCAGCACTCTGCTAACTCTGTT 
TTAGTGTAGCAACCTCCTTCTTGGTGTTCTACTACCAGCCAXACATGTACTCCATTGCTTTGGATACCAGACTTT 
CATCTTTTTTTGGCGTTTGTCTGTCAGAAATACCCTGATAATCACTAGTAGAGGC 
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CGGCCGCCGGCCGCCGAGCGCGGGAGGGCAGGCAGGGGCAGGAGCCGGAGGGCCCGGGGCGCGGCGCGGCATGTA 
GCTGCGGGCTCCCGCGTCGCGTGAGGCTGTCGGCCCGGGGCCCCGCCATGGCTGGGATGGACAGTGGCAACCTGA 
AGACCGCGAGGCTGTGGCGGGACGCCGCCCTGCGTGCCAGGAAGCTGCGGAGCAACCTGCGCCAGCTCACGCTTA 
CCGCCGCCGGGGCCTGCCCCGGGGCCGGGGCCGACGCGCTCGAGTCCCCCGCCTCCCCCCAGCTCGTGCTGCCGG 
CCAACCTCGGGGACATTGAGGCACTGAACCTGGGGAACAACGGCCTGGAGGAGGTACCCGAGGGGCTGGGGTCGG 
CGCTGGGCAGCCTGCGCGTCCTGGTCCTGCGCAGGAACCGCTTCGCCCGGCTGCCCCCGGCGGTGGCCGAGCTCG 
GCCACCACCTCACCGAGCTGGACGTGAGCCACAACCGGCTGACCGCCCTGGGCGCGGAGGTGGTGAGTGCTCTGA 
GGGAGCTGCGGAAGCTCAACCTCAGCCACAACCAGCTGCCCGCCCTGCCCGCCCAGCTGGGCGCTCTCGCTCACC 
TGGAGGAGCTGGATGTCAGCTTTAACCGGCTGGCGCACCTGCCTGACTCCCTCTCCTGCCTCTCCCGCCTGCGCA 
CCCTGGACGTGGATCACAACCAGCTCACTGCCTTCCCCCGGCAGCTGCTGCAGCTGGTGGCCCTGGAGGAGCTGG 
ACGTGTCCAGCAACCGGCTGCGGGGCCTGCCTGAGGATATCAGTGCCCTGCGTGCCCTCAAGATCCTCTGGCTGA 
GTGGGGCCGAGCTTGGCACGCTGCCCGCCGGCTTCTGCGAGCTGGCCAGTTTGGAGAGCCTCATGCTAGACAACA 
ACGGGCTGCAGGCTCTGCCCGCCCAGTTCAGCTGCCTGCAGCGGCTCAAAATGCTCAACCTGTCCTCCAACCTCT 
TCGAGGAGTTCCCTGCCGCGCTGCTGCCCTTGGCTGGTCTGGAGGAGCTCTACCTTAGTCGCAACCAGCTCACCT 
CGGTGCCATCCGCTTATCTCGGGCCTGGGCCGGCTTTCTCACCTTGTGGCTGGATAATAACCGCATCCGCTACCT 
GCCGGACTCCATCGTGGAGCTGACCGGCCTGGAGGAGCTCGTGCTGCAGGGGAACCAGATCGCGGTGCTGCCCGA 
CCACTTTGGCCAGCTCTCCCGGGTGGGTTTGTGGAAGATCAAAGACAACCCACTGATCCAGCCCCCCTACGAGGT 
CTGCATGAAGGGGATCCCCTACATCGCAGCCTACCAGAAGGAACTGGCTCATTCCCAGCCGGCGGTGCAGCCCCG 
GCTCAAGCTGCTCCTGATGGGGCAXAAGGCTGCAGGAAAGACTTTGCTGCGCCACTGCCTCACCGAGGAGAGAGT 
GGAGGGATGCCCAGGAGGAGGGGACAAGGAGAAGTGCTACCCACCGTCACCTCCCCCTGTGAGCAAGGGCATCGA 
GGTGACCAGCTGGACGGCCGATGCCTCCCGGGGCCTGCGGTTCATCGTGTATGACTTAGCTGGGGATGAAAGTTA 
TGAGGTGATCCAGCCCTTCTTCCTGTCCCCAGGGGCCCTATACGTGCTGGTGGTCAACTTGGCCACCTATGAGCC 
TCGCCACTTTCCTACCACCGTGGGCTCCTTCTTGCATCGGGTCGGGGCGAGAGTGCCCCACGCGGTGGTGTGCAT 
CGTGGGCACCCACGCAGACCTGTGCGGAGAGCGTGAGCTGGAGGAGAAATGTCTGGACATTCACCGCCAGATCGC 
CCTGCAGGAGAAGCACGACGCGGAGGGACTGAGCCGCTTGGCCAAGGTGGTGGACGAGGCACTGGCCCGGGACTT 
CGAGCTGCGCTCTGCCAGCCCCCACGCAGCCTACTATGGCGTTTCGGACAAGAACCTTCGACGGCGCAAGGCCCA 
TTTTCAATACCTGCTCAACCACCGGCTGCAGATCCTCTCCCCCGTGTTGCCTGTTAGCTGCAGGGACCCGCGCCA 
CTTACGACGCCTTCGGGACAAGTTGCTGTCAGTTGCTGAGCACCGAGAGATCTTCCCCAACTTACACAGAGTACT 
GCCTCGATCCTGGCAGGTGCTGGAGGAACTGCATTTCCAGCCACCTCAGGCCCAGCGACTGTGGCTAAGCTGGTG 
GGACTCGGCGCGCTTGGGCCTGCAGGCGGGTCTGACCGAGGACCGACTGCAGAGTGCCCTCTCCTACCTGCATGA 
GAGCGGCAAGCTACTCTACTTTGAGGACAGTCCGGCTCTCAAGGAGCACGTCTTCCACAACCTCACCCGCCTCAT 
CGACATCCTCAATGTCTTCTTCCAGAGGGATCCCTCTTTGCTGCTGCATAAGCTGCTCCTAGGGACCAGTGGAGA 
GGGCAAGGCGGAGGGGGAAAGCTCCCCGCCCATGGCGCGGTCCACCCCCAGCCAGGAACTGCTCCGGGCCACCCA 
GCTCCATCAGTATGTGGAGGGCTTTCTGTTGCATGGGCTCTTGCCAGCTCATGTCATTCGGTTGCTGCTTAAGCC 
TCATGTCCAGGCCCAGCAGGACTTGCAGCTGTTGCTGGAGCTGCTGGAGAAGATGGGACTCTGTTACTGCCTCAA 
TAAACCCAAGGGCAAGCCTTTGAATGGGTCCACAGCTTGGTACAAGTTCCCATGCTATGTGCAGAACGAGGTGCC 
CCATGCAGAAGCCTGGATTAATGGGACCAACCTAGCTGGGCAGTCTTTTGTGGCTGAGCAGTTGCAGATTGAATA 
TAGCTTTCCTTTTACTTTTCCACCTGGGTTGTTTGCACGCTACAGTGTCCAGATCAACAGCCATGTGGTGCACAG 
GTCGGATGGTAAATTTCAGATCTTTGCCTATAGAGGGAAAGTTCCTGTGGTTGTGAGTTACAGACCTGCCAGGGG 
AGTCCTGCAGCCAGACACCCTGTCCATTGCTAGCCATGCATCATTACCAAATATATGGACCGCATGGCAAGCCAT 
AACCCCCTTGGTGGAGGAACTGAATGTCCTACTTCAGGAATGGCCTGGACTGCACTACACCGTGCACATTCTCTG 
TTCTAAGTGCCTTAAGAGAGGATCGCCCAATCCACATGCTTTTCCAGGGGAGTTGCTGAGTCAGCCCAGACCGGA 
AGGAGTGGCAGAGATCATTTGCCCCAAGAACGGCAGCGAGCGAGTAAATGTTGCCTTGGTTTACCCACCCACGCC 
AACTGTGATCAGCCCCTGTTCCAAGAAGAATGTTGGTGAAAAGCACAGAAACCAGTGACGTTTGTGGCTGTGGAA 
TTTCCATGGAGAAAAGAGAGCATCTGAACACCTGGACCATCTTTTGCACCTGGCAGACCCTCTGCACTCACCCCA 
GCGTGTTCTGTGAACTTGAGTGACAACGCGTGCTTGCAGGGTGCTTTTTGGATGACTGGGGAAGAGGTGGGGAGG 
GGGTGGTGGGGGGAAGCATGGACGAGAACATGGAGCAAATGTTTTACAACCTGAACCTCAGAACTGTGATCCTCC 
AAGGAGCGCGCTACTTGNNNNNNNNNNNNNN^ 
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CACATATAAGCCATAGTTACAGTACAGGTGGCAGTATTTAGAGCACTCAGATTTCAGTTCTGTTAAATGTGAAAG 
AGGGATCGACTGACGTTCATTGCTGTTCCATAACTAGTGTAAAATATGTATATGTTTATCTTTATTTTTATAATA 
TGCAAATACATTTAAATTTATACAGTTTGAAGCTTCTAGCGTTAGTTCACACTGGGTGCAATATTCTGCATGAGA 
ACTGTGCCAAGATGGGGCTGATTTCTTATTTTAGTATAAGACTTTTTTGTTTTTTCTTTATTCTTTAATCCTCTT 
CACATTAAAAAAAAAAAATCTCTCTGTTAGCCCATGGATTAAGTGTTGGTTCATAGAGATTGCCAATAATCAGAA 
AGAACCTTAAATGTGCATTTAAGACAGTGTCCCTTCCCTTCTTTTCAATGAAGGTCCCTGCCTATATAAATCATC 
TGGCACGCTGGTGGGAAATCCTTTGCTCTTCCAACGTGTTATTAGTGCTGGGCAGAGATGGGGCACACTCAGGGG 
CCAAAGAGGACAAAAAGTCCATGCAAAACTTGAGTCTTTTAATGGCTTAAGATAATCAGGAGTCAGTTCTGAATC 
TTACAAAGTGCTCTGCTTAATAAGTACCTTACTTAGCAGAGCACTTTGCAAACATATTACTTATTAGCAGAGCTC 
TTTGTAGACCTTCCACATCTGGCTGTCAGATCTTAAGGTTGTGAATTTAGGCTCCAGTTACATTCACTGGAGAGC 
ATAATCCCACACGGGTTATTTATAAATACAGAGCCTCTGATTGGACGGTCTCCTGCCAAGAACTAGTAATACCCT 
TGTTTTAAAATCTTCACAAGGTAAAACTTAAAAAGCCAACCAAACAAATTGCTCTCCATTCTACTTTTAATTGGG 
CCAAACAGCATATGCTACAGTAGTAACATGTTTTTCGGAGAGTGTAAAAAACTCTGTTTACATTTGCCTCCTCCG 
TGGGTTGATCGAAAATGTATAAAACTGACTGCTTCTCGCCAGCCTCAGACAAGAAGAGTGAGTTGCTGGTACTCG 
CTACTCTTTTACTTCTTTTGTAAAGTATTGACTCTTGGAAGGCTACAGTATACAAAGTCTCAACATGTTTTTTAA 
AAGAAATAAGGAGCAAGCGACTGCCCTGCTAGAAATCACAAACCGATTTTTGTAGAATATTTTGTGCCCCAGGCA 
TTAATTTCACTGACTCCAGAACCTGCAGTTCAGAGAATGATTTCTTATGATGATAAAAATCGAATGGGATCAGAC 
GATGTTTGCATTTTTTTAATACTTGAATAGGACACCTCAAGTTTGAGATTTCATTTTCTTTTAGAACACAGTCAC 
AAGATTAATCTGGTGAATCCTTTTGTCACAGTTCTCGTGTGTGTGTGCGCGTCTCCNNNNNNNNNNNNNNNNNNN 
NNNNNAAAACTGAATGGTCACATTTAATTGCTTTTTGGACCATTGAATAGTTGGGAAGTAAGAATTTTTTAATTG 
GCATGAGACGGTTCCTCAACTGTTAAATTAACCAACTTTGACCTGTCTTTAGAAAAAGGCTTATTTGTATGATTT 
TGGGCTAACTCCCCGGGGACCATATTAAATGACAAAAATGCTCCTTTGGGTGACACACCCTACAAAGTATTTGCT 
GTTACGAACATAAACGCCCACATTCTTAATATCTAATATTTTTGACCAGTGATGTTTTATGCTGTCATCTGAACC 
CTAGAGAAGCAGTGTCAGAGGAAACCTTGGTGTCACATGTGTCTTAGCAAAAGGGTTACCATGATCGAGGGTCAT 
GTGACCAAAAGATGCTCCAGAGAAGCTTGAGAATTTGTTTCAAGTTGGGAGGAGGGTTGGAGATACAAAAATCAC 
TCXGCTCTACAGGACTCTTCAGCTGTCTATGCAAGAAATTCCGTTTTCTCTTTCAGCACCTGGAAAGACACAGCA 
GCCCACCGAGGCGATAGGTGATTCACTAAGCACAAGAGGAATGTTTTCTAAGCAAGGCGTCCCTTGCCTCTCAAA 
CAAATGCCCTCCAAGTTTGTTAGGGTTTCTATTCCTGCAACTTGTAGTATCAAAACCACTTCCTGGAATTGTCAA 
AGCACTGCCAAAATAAATGTTTTTCCCCCTTCTAAGAAAAAAAAAATGACAGTGCTCATATTTGACACTTGTGTA 
TTGGACTCTCTTTTGAATGAATAAAAAGGAAAAGGGGTTTGGTGTAATTCCTGATGGGGTGCGTGTTGTTTTTCA 
TGCCATGGTTTGTGAATTTTAATTGTGGTTTCCCATTTCGTTGTTGTAACTGGGCAGAAATTAAAAAAGAAAAAT 
CAATAAAAATACAAAGAAATGGTTAAAAA 
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AAGRRARFGRQGQEPEGPGRGAACSCGLPRRVRLSARGPAMAGMDSGNLKTARLW 

AAGACPGAGADALESPASPQLVLPANLGDIEALNLGNNGLEEVPEGLGSALGSLRVLVLRRNRFARLPPAVAELG 
HHLTELDVSHNRLTALGAEWSALRELRKLNLSHNQLPALPAQLGALAHLEELDVSFNRLAHLPDSLSCLSRLRT 
LDVDHNQLTAFPRQLLQLVALEELDVSSNRLRGLPEDISALRALKILWLSGAELGTLPAGFCELASLESLMLDNN 
GLQALPAQFSCLQRLKMLNLSSNLFEEFPAALLPLAGLEELYLSSQPAHLGAIRLSRAWAGFLTLWLDNNRIRYL 
PDSIVELTGLEELVLQGNQIAVLPDHFGQLSRVGLWKIKDNPLIQPPYEVCMKGIPYIAAYQKELAHSQPAVQPR 
LKLLLMGHKAAGKTLLRHCLTEERVEGCPGGGDKEKCYPPSPPPVSKGIEVTSWTADASRGLRFIVYDLAGDESY 
EVIQPFFLSPGALYVLWNLATYEPRHFPTTVGSFLHRVGARVPHAWCIVGTHADLCGERELEEKCLDIHRQIA 
LQEKHDAEGLSRLAKWDEALARDFELRSASPHAAYYGVSDKNLRRRKAHFQYLLNHRLQILSPVLPVSCRDPRH 
LRRLRDKLLSVAEHREIFPNLHRVLPRSWQVLEELHFQPPQAQRLWLSWWDSARLGLQAGLTEDRLQSALSYLHE 
SGKLLYFEDSPALKEHVFHNLTRLIDILNVFFQRDPSLLLHKLLLGTSGEGKAEGESSPPMARSTPSQELLRATQ 
LHQYVEGFLLHGLLPAHVIRLLLKPHVQAQQDLQLLLELLEKMGLCYCLNKPKGKPLNGSTAWYKFPCYVQNEVP 
HAEAWINGTNLAGQSFVAEQLQIEYSFPFTFPPGLFARYSVQINSHWHRSDGKFQIFAYRGKVPWVSYRPARG 
VLQPDTLSIASHASLPNIWTAWQAITPLVEELNVLLQEWPGLHYTVHILCSKCLKRGSPNPHAFPGELLSQPRPE 
GVAE 1 1 CP KNGS ERVN VALVYPP TP T V I S P C SKKNVGEKHRNQ 
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GCAGCCCCGGCGGCCGAACGCCCGCGGCGCGGGACTCCATCGTCAGAGAAGTCATTCAGAATTCAAAAGAAGTTC 
TAAGTTTATTGCAAGAAAAAAACCCTGCCTTCAAGCCGGTTCTTGCAATTATCCAGGCAGGTGACGACAACTTGA 
TGCAGGAAATCAACCAGAATTTGGCTGAGGAGGCTGGTCTGAACATCACTCACATTTGCCTCCCTCCAGATAGCA 
GTGAAGCCGAGATTATAGATGAAATCTTAAAGATCAATGAAGATACCAGAGTACATGGCCTTGCCCTTCAGATCT 
CTGAGAACTTGTTTAGCAACAAAGTCCTCAATGCCTTGAAACCAGAAAAAGATGTGGATGGAGTAACAGACATAA 
ACCTGGGGAAGCTGGTGCGAGGGGATGCCCATGAATGTTTTGTTTCACCTGTTGCCAAAGCTGTAATTGAACTTC 
TTGAAAAATCAGGTGTCAACCTAGATGGAAAGAAGATTTTGGTAGTGGGGGCCCATGGGTCTTTGGAAGCTGCTC 
TACAATGCCTGTTCCAGAGAAAAGGGTCCATGACAATGAGCATCCAGTGGAAAACACGCCAGCTTCAAAGCAAGC 
TTCACGAGGCTGACATTGTGGTCCTAGGCTCACCTAAGCCAGAAGAGATTCCCCTTACTTGGATACAACCAGGAA 
CTACTGTTCTCAACTGCTCCCATGACTTCCTGTCAGGGAAGGTTGGGTGTGGCTCTCCAAGAATACATTTTGGTG 
GACTCATTGAGGAAGATGATGTGATTCTCCTTGCTGCAGCTCTGCGAATTCAGAACATGGTCAGTAGTGGAAGGA 
GATGGCTTCGTGAACAGCAGCACAGGCGGTGGAGACTTCACTGCTTGAAACTTCAGCCTCTCTCCCCTGTGCCAA 
GTGACATTGAGATTTCAAGAGGACAAACTCCAAAAGCTGTGGATGTCCTTGCCAAGGAGATTGGATTGCTTGCAG 
ATGAAATTGAAATCTATGGCAAAAGCAAAGCCAAAGTACGTTTGTCCGTGCTAGAAAGGTTAAAGGATCAAGCAG 
ATGGAAAATACGTCTTAGTTGCTGGGATCACACCCACCCCTCTTGGAGAAGGGAAGAGCACAGrCACCATCGGGC 
TTGTGCAGGCTCTGACCGCACACCTGAATGTCAACTCCTTTGCCTGCTTGAGGCAGCCTTCCCAAGGACCGACGT 
TTGGAGTGAAAGGAGGAGCCGCGGGTGGTGGATATGCCCAGGTCATCCCCATGGAGGAGTTCAACCTTCACTTGA 
CTGGAGACATCCACGCCATCACCGCTGCCAATAACTTGCTGGCTGCCGCCATCGACACGAGGATTCTTCATGAAA 
ACACGCAAACAGATAAGGCTCTGTATAATCGGCTGGTTCCTTTAGTGAATGGTGTCAGAGAATTTTCAGAAATTC 
AGCTTGCTCGGCTAAAAAAACTGGGAATAAATAAGACTGATCCGAGCACACTGACAGAAGAGGAAGTGAGTAAAT 
TTGCCCGTCTCGACATCGACCCATCTACCATCACGTGGCAGAGAGTATTGGATACAAATGACCGATTTCTACGAA 
AAATAACCATCGGGCAGGGAAACACAGAGAAGGGCCATTACCGGCAGGCGCAGTTTGACATCGCAGTGGCCAGCG 
AGATCATGGCGGTGCTGGCCCTGACGGACAGCCTCGCAGACATGAAGGCACGGCTGGGAAGGATGGTGGTGGCCA 
GTGACAAAAGCGGGCAGCCTGTGACAGCAGATGATTTGGGGGTGACAGGTGCTTTGACAGTTTTGATGAAAGATG 
CAATAAAACCAAACCTGATGCAGACCCTGGAAGGGACACCTGTGTTCGTGCATGCGGGCCCTTTTGCTAACATTG 
CTCACGGCAACTCTTCAGTGTTGGCTGATAAAATTGCCCTGAAACTGGTTGGTGAAGAAGGATTTGTAGTGACCG 
AAGCTGGCTTTGGTGCTGACATCGGAATGGAGAAATTCTTCAACATCAAGTGCCGAGCTTCCGGCTTGGTGCCCA 
ACGTGGTTGTGTTAGTGGCAACGGTGCGAGCTCTGAAGATGCATGGAGGCGGGCCAAGTGTAACGGCTGGTGTTC 
CTCTTAAGAAAGAATATACAGAGGAGAACATCCAGCTGGTGGCAGACGGCTGCTGTAACCTCCAGAAGCAAATTC 
AGATCACTCAGCTCTTTGGGGTTCCCGTTGTGGTGGCTCTGAATGTCTTCAAGACCGACACCCGCGCTGAGATTG 
ACTTGGTGTGTGAGCTTGCAAAGCGGGCTGGTGCCTTTGATGCAGTCCCCTGCTATCACTGGTCCGTTGGXGGAA 
AAGGATCGGTGGACTTGGCTCGGGCTGTGAGAGAGGCTGCGAGTAAAAGAAGCCGATTCCAGTTCCTGTATGATG 
TTCAGGTTCCAATTGTGGACAAGATAAGGACCATTGCTCAGGCTGTCTATGGAGCCAAAGATATTGAACTCTCTC 
CTGAGGCACAAGCCAAAATAGATCGTTACACTCAACAGGGTTTTGGAAATTTGCCCATCTGCATGGCAAAGACCC 
ACCTTTCTCTATCTCACCAACCTGACAAAAAAGGTGTGCCAAGGGACTTCATCTTACCTATCAGTGACGTCCGGG 
CCAGCATAGGCGCTGGGTTCATTTACCCTTTGGTCGGAACGATGAGCACCATGCCAGGACTGCCCACCCGGCCCT 
GCTTTTATGACATAGATCTTGATACCGAAACAGAACAAGTTAAAGGCTTGTTCTAAGTGGACAAGGCTCTCACAG 
GACCCGATGCAGACTCCTGAAACAGACTACTCTTTGCCTTTTTGCTGCAGTTGGAGAAGAAACTGAATTTGAAAA 
ATGTCTGTTATGCAATGCTGGAGACGTGGTGAAATAGGCCAAAGATTTCTTCTTCGTTCAAGATGAATTCTGTTC 
ACAGTGGAGTATGGTGTTCGGCAAAAGGACCTCCACCAAGACTGAAAGAAACTAATTTATTTCTGTTTCTGTGGA 
GTTTCCATTATTTCTACTGCTTACACTTTAGAATGTTTATTTTATGGGGACTAAGGGATTAGGAGTGTGAACTAA 

AAGGTAACATTTTCCACTCTCAAGTTTTCTACTTTGTCTTTGAACTGAAAATAAACATGGATCTAGAAAACCAAA 
AAAAAAAAAAAAAA 
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CGGGGCCGCTGAATGAGATCCTCATCTGCGGGAAGTGTGGCCTGGGTTACCACCAGCAGTGCCACATCCCCATAG 
CGGGCAGTGCTGACCAGCCCCTGCTCACACCTTGGTTCTGCCGACGCTGCATCTTCGCACTGGCTGTGCGGAAAG 
GCGGCGCGCTGAAGAAGGGCGCCATCGCCAGGACGCTGCAGGCCGTGAAGATGGTGCTGTCCTACCAGCCCGAGG 
AGCTCGAGTGGGACTCGCCCCATCGCACCAACCAGCAGCAATGCTACTGCTACTGCGGCGGGCCCGGAGAATGGT 
ACCTGCGGATGCTGCAATGTTACCGGTGCAGGCAGTGGTTCCACGAGGCCTGCACCCAGTGCCTCAATGAGCCCA 
TGATGTTTGGAGACCGGTTTTACCTGTTCTTCTGCTCCGTGTGTAACCAGGGCCCAGAGTACATCGAGAGGCTGC 
CCCTGCGATGGGTGGATGTGGTTCACCTGGCCCTCTATAATCTGGGGGTACAGAGCAAGAAGAAGTACTTTGACT 
TTGAGGAGATTCTGGCCTTTGTCAACCACCACTGGGAGCTCCTGCAGCTTGGCAAGCTCACCAGCACCCCAGTGA 
CAGATCGAGGACCACATCTCCTCAACGCTCTGAACAGTTATAAAAGCCGGTTCCTCTGCGGCAAGGAGATCAAGA 
AGAAGAAGTGCATCTTCCGCCTGCGCATCCGCGTCCCACCCAACCCGCCAGGGAAGCTGCTGCCTGACAAAGGAC 
TGCTGCCAAATGAGAACAGCGCCTCCTCTGAGCTGCGTAAGAGAGGAAAGAGCAAGCCTGGTTTGTTGCCTCACG 
AATTCCAGCAGCAGAAAAGGCGAGTTTATAGAAGAAAAAGATCAAAGTTTTTGCTGGAAGATGCTATTCCCAGTA 
GTGACTTCACCTCAGCCTGGAGCACCAACCACCACCTGGCTAGCATATTTGACTTCACGCTGGATGAAATTCAAA 
GTTTAAAAAGTGCCAGCTCAGGCCAGACCTTCTTCTCAGATGTCGACTCCACCGACGCTGCCAGCACCTCTGGCT 
CTGCCTCCACCAGCCTCTCCTATGACTCCAGATGGACAGTGGGCAGCCGAAAGAGGAAGCTGGCAGCCAAGGCAT 
ACATGCCCCTGCGGGCAAAGCGGTGGGCAGCTGAGCTGGATGGACGCTGCCCCTCGGACAGCAGTGCAGAGGGGG 
CTTCAGTCCCCGAGCGGCCAGACGAAGGCATTGACAGCCACACATTTGAGAGCATCAGTGAAGATGACTCATCCC 
TGTCCCACCTCAAGTCATCTATCACCAACTACTTTGGTGCAGCTGGGCGGTTGGCCTGTGGGGAGAAGTACCAGG 
TGTTGGCTCGGAGGGTCACACCTGAGGGCAAGGTTCAGTACCTGGTGGAGTGGGAAGGGACCACCCCTTACTGAC 
TAGCCCCCGGGGGTGCCAGGGGTCCTGAAAACCAAAGGAGGAGCAGCAGAAGCCATAGGCTCCCCAGCTTTCTCC 
AGGCTGGGGTGGGAGAAGGAAGCAGGACAGAGCTGCAAGTGCCTGGCAGAATGCCCTGCCTGCCTGCCTGCCTGC 
CAGGCCAAGGCCTGCGTCTCTCTGCTGTACCAGCTCTGTTCCAGGGCCTCCTCAGGCTCGTTACCCCTGTGCCTG 
TGTCTCTACACACTCCACACCCCCTCAAACTCTGTTTATCTGTTCTCTGACCTTGTGTCCCCTGCGCTGGGACCC 
TTCCTCCTGAGGCCCAGGTCTTTGTCCCCAGTTGTGTGCCTTGACCTCTCTCGCCCCTTTCTGGGTGTGTTCGCA 
CATCCTGTGTGTGCACAGCTGTCCCTCCACTGGATCCCCTTCACACGTGACCCGTGGGGCAGCCAGTCCTCCCAG 
GGACTACATAACAGGCACCTTTGAGAGAGCATGGGAGAAGGTGGATAAGAGGATGCTGCTCAGTGCTTTTCTCTT 
CCACTTTCCTGCCACTCCCCACTACCCTCGGAGAGAGGTGGTGGGATGGGAGAGAGCCCCTGTGAAAGCCTGTGA 
GGATCTGAAGAGTAAAGGGCTGGGTCTGCCTCAGAAGGCACCAGCACCAGGGCCCAGGTATTAAGGCTGAGAGTG 
AAGGCTGCCAATGTCAGCTTTGGAGGTCCCAGAAGTCTTCTGTTCTCTGGCCTCACCCCCTCAGTCGCCATAGAG 
CTGGGCCTGGCCTTGCTGGAATGGAGGCATCCTTCCAAACCTGGGGGACGGGGGTGGGGGGTGGTAGTGGXGGGA 
GGGAAACCATGTCTTGCTAAACCTGTTTCTGGTGCCTCCCATCCCCAGACCCACCAGACACCACACAGCAGACAA 
TACACACCCACTCGCACAAGCTTCCATCCACATGTGTTGTACTTTCAGCTCTAGGCATGCAGACAACCCCACACG 
GCCACACCACCACATGCCCAAGTGTACACACACAGAGCCACACCGTCCCTCTGGGCCTGCTGGCTCCTCCCTTGG 
CTTTCCCTTGGCCCACTTCCAGGGCCCAGGTGCTGCAACTAAATGTGAAAGCTCAGTGGCCGCTCCTTCTTTCAG 
CCCATCAACCAGCATTGGTCCCATAGGGAAGCACAGGGGACTCACCCTCTTTCATATCCCTTGCCCTGCCCTGAA 
ATGGACAATCACTTTTTGGGATAGGTTGAAATTTTTAAAGAGCCTGCATCATTCGGTTCCCTCAAAGGGAAGCCC 
TTGCTAGTGGGGGTTTGAAAGAGAATTTTTGGAACCAACATTCAAATTCTGCCTCATCTGGAGGGAAACCAAAAT 
TGGGAGGGGGAAGAGGACCCCTGATGTTTTGCTGCTTCCAGAGATATTAGAAACTGACTCACTTGATTGG2\AAAT 
GGACAAAAGTGCCTTGACGTGGAGGGTGGGCACCAGATGGGGACCAGCCTTGCCAACTGCTGCTGTGGCCTCCAG 
CTTGGCTGGTTTTGCAGGCCGCCAGCAGGAAGGCGAAGGTGGTAGTACAGCAAGAGGCACTGGCGGGGCAGCAGG 
CCTGCAGGAGCTGTTTTTCCATTGCTAGGCCTGACCCCTCTCTACCTGTGAGCGTTCAGGGGGTCCCTGAGATAG 
TTTAGATGCCCCCCCCATCTTAGACCTCAGCTCCCACAGTGCCTTTTAAGGGGGACCTCACCTCCTGTGCACAGC 
CCACCCACTTTCCTCTGCTTCCCTGGCACAGCCCAGGCATAGACGAGCTGGCGTTGGACCCAGTTCTTCCCCCTT 
TTCAGCCCCACAGCTGCTGCCACAGGGGCCAACTAGGGCCAGGTGGAAGGGGAGCTGAGAAGCCAACCCCTAGCC 
CAGGGGTGCTGTGGGAACTGGGATCCAATTTGTAGCTTCCCGCCTGGCTTCAGAGAGCCCAGCAACCTTCTAGGC 
CTGCTTTCCAGACTTCTGAGATAGCCTGGGATGAGCAATCCTGTTACAGTACATCTGGACCTTCCCTACCTGGGC 
TCTGGGGAGGCTGTGGGCCTGGAGAGGGAAAAGGAGGGAGGGGGTGTCTGCACCACCTGGGAAGATAGCACAAGG 
CCTAATGAGGTCACCCTGACTCCCCACCCCAGCATTTCATTCATACCAGATAATAGCTGCATTACTGCCAACTGA 
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FIGURE 1278B 

CCTTATAACCCTCTGCACCTTCAAAAAGATTCATGGTTTTTAATTGCTGCTTTTAATAACATTTGTAAAGTTAAA 
AAAAAAA 
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FIGURE 1279 

GPLNEILICGKCGLGYHQQCHIPIAGSADQPLLTPWFCRRCIFALAVRKGGALKKGAIARTLQAVKMVLSYQPEE 
LEWDSPHRTNQQQCYCYCGGPGEWYLRMLQCYRCRQWFHEACTQCLNEPMMFGDRFYLFFCSVCNQGPEYIERLP 
LRWVDWHLALYNLGVQSKKKYFDFEEILAFVNHHWELLQLGKLTSTPVTDRGPHLLNALNSYKSRFLCGKEIKK 
KKCIFRLRIRVPPNPPGKLLPDKGLLPNENSASSELRKRGKSKPGLLPHEFQQQKRRVYRRKRSKFLLEDAIPSS 
DFTSAWSTNHHLASIFDFTLDEIQSLKSASSGQTFFSDVDSTDAASTSGSASTSLSYDSRWTVGSRKRKLAAKAY 
MPLRAKRWAAELDGRCPSDSSAEGASVPERPDEGIDSHTFESISEDDSSLSHLKSSITNYFGAAGRLACGEKYQV 
LARRVTPEGKVQYLVEWEGTTPY 
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FIGURE 1280 

CTGTTTATAGATAATGTCTGCAGTTTCTGTTTGAGAGAGATAATTATGACACTTAGCATTGGAAAACTAAGAAGA 
ACGTAAGCAGGTCAGCTATCAGAAGTCTTCAGACTGGAGAGATTCCTGGAGGGGGAGTGGCCCTTTAATCCATCA 
GCTGAAGCCATCTGGTAGGACGCTCGTTGCAGAAATGGTTAGTTCTGAAATGTTGTAGCTCAGCAACATCACTGA 
ATGTCACAGAATTGACAGGCACGGAGCTAAAAGGGCCTCTAGCCACCCCCACAACTCCGCTCTACCTCTGTCTCC 
CTAACACATGACTTGGAACAAATACACTCTAGGTACAAAGATGGCTACCTGAAGTTTATGATCCCTACTCATGGA 
GCTGCTTGAGGACTTCACATTTTTTAAAAAGCTGCTTTGGGCACCCCCATTCCTGAGGAGTTTTGTAGCTTGGTT 
TCTCTTTGCCACATTACGTTTGTAAGACTAACATTTTATAACCATAAGCAGTTAGGCCTTTTTATTTTGAGAAAT 
TTATCTGTAGCTTCCTTTTATTTACACTTGGGGACTATTTTTAAGTAACCGATTGAAATATTTTTGTTTCTCCAT 
TGCAAGTGAAATCCTTGTTGCTAATCTTTTGCCACATGTAAAATTGTTCACTTGTTATCAAGCAGGTAGTTCAAT 
ATCTGTAATTCTTGAGTTCTTTTCAACTAGCATGATGCTAGGTGTCACTCACTGTTTTTTAATTGTGGGAGATTG 
ATGCGTCAGTGCATGAAGTGGGGGGTGGTCACCAGCATCTAACTCAAAGTGTGATTATAGCTATCTTACCACATT 
TTTTTTTTCTTTCTCACTCTGTCACCCAGGCTGGAGTGCAGTGGTGTAATCTCAGCTCACTGCAGCCTCGACCTC 
CTGGGCTCAAGCGATCCTCCTACCTCAGCCTCCCAAATAGCTGGGACCACAGGCGCATGCCACCCCACTAAGCTA 
ATTTTTCTATTTTTTGCAGAGACAGGGTTTTGCCGTGTTGCCTAGGTTGTTCTCAAACTCCTGAGCTCAAGCCTG 
CCTCAGCCTCCCAAAGTGCTGGGATTACATGTGTGAGCCACCATGCCTGGCCGTCACTAATCTTCAAGGTTAATA 
TTTGGAGGACCCATCCAGAGTCCAAAGGTGGTCTTCGAGGGATAGCACGAGGTGGTCTGACAGGACTAACACTTA 
CCAGCCTCTATGCACTATATAATAACTGGGAGCACATGAAAGGCTCCTTGCTCCAACAGTCACTCTGAAGATTTT 
GCCAACTCATGAATGGAGGACACTTCAGTAGTCATCTAGATCCXTTTATAAGACAGTTTGGAGTTATTCTCTCTC 
TTCTACCTACAATTAGTTTGAAAAATTGGAGATTTTGATTTGCTGTGATGAAAATCCTGGATGGCTGACCAAGAC 
TGGCACTTGTTCCAGCCATTAGTGAGTTGAAGCCAAAGCCCTTTGGTGACTCACTGAGTACCATGGTTCTGTTCT 
CCTCTGGAGATCTTGCACGTATCTGTTTTCCTCCCCCATGAACTAGAAAACCACTTACTCCCAGAATTCAGGTCG 
TGCTTGTTAGTACTATATCACCAAGTCCATTCATTTAATGATCCAAAACTGTAATGTTGCACTGTATTCCAAATA 
AAGGGTAAAAACAGAACCAAAGGTATAACTCCAAAAAAAAAAAAAAA 
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FIGURE 1281 

GTCCTCTCTGCTCTCGCGGCCGACTCGCAAGATGGCGCCGCAGAAAGACAGGAAGCCCAAGAGGTCAACCTGGAG 
GTTTAATTTGGACCTTACTCATCCAGTAGAAGATGGAATTTTTGATTCTGGAAATTTTGAGCAATTTCTACGGGA 
GAAGGTTAAAGTCAATGGCAAAACTGGAAATCTCGGGAATGTTGTTCACATTGAACGCTTCAAGAATAAAATCAC 
AGTTGTTTCTGAGAAACAGTTCTCTAAAAGGTATTTGAAATACCTTACCAAGAAATACCTTAAGAAGAACAATCT 
TCGTGATTGGCTTCGAGTGGTTGCATCTGACAAGGAGACCTACGAACTTCGTTACTTCCAGATTAGTCAAGATGA 
AGATGAATCAGAGTCGGAGGAC TAGG CAAAGGCTCCCCTTACAGGGCTTTGCTTATTAATAAAATAAATGAAGTA 
TACATGAGAAATACCAAGAAATTGGCTTTTAGTTTATCAGTGAATAAAAAATATTATACTCTTG 
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WSEKQFSKRYLKYLTKKYLKKNNLRDWLRWASDKETYELRYFQISQDEDESESED 
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FIGURE 1283 

CTAACTTTGAGTCAACGCTGACTACAGCACCAGGACTGCTCACTTCCAGCTTCTGCTGACACCTGCCCTCGTTTA 
GTCTTTCTTGGTGGCTGCAGGTTCAGTAGAAACTCTATGCCAGGCTTTGTCTCCGGGACATAGGAGAGTGCTGGT 
GCTCAGTCATGTTTGTTGAATGAGTAATAAATGGTAAAGGTTGTTGCTGCCCCGAGACGCTTCAAGAGGAAGCAG 
CCCCCTAACCCCAGCTGGGAGGAGGAGGAAGAATCCTGGGCTGGTCAGTTGGGGAAGGAGCTGAGCAGGCCGGGC 
CACCTGGGCTGACACAGCACGAGCACCACGTGGATGGGATGCCTGCAGTCAGCTGCAGGAGGGCCTCGTCGGGAG 
GCCACAGGGCCCCTCTTTTGTCTTGAATGGAGACCTCCAAGGCTCCAGGACATAAAGGGCCTTGGCCAAGCTGTT 
CCTGGCCACCTGGCCACATCTCCAGCTGCACCAGTTCTCACCTCCATTCCCCACGGCCCCAGCTGTCAGGTTTTA 
GGGTGGCAGAGAGCTCCATGCACCCCCTGGCCTTGGCCTCTTCTGGGGCTTAGAGCTCCAGGACTTTTGGGCCTG 
TGCACCCTCAGCGTCCCCTCTTACGACTCCGGCGAGGACGGCCAGGTGCCTGGTGGACTCTTGCACGTGCTCAGC 
CACGAGACCTCATGTGCGCTGTCCTGAGCCCACCTGTGTCCTCAGATGTTCCAGGTCATCCAGCCAGAGCGTGCG 
CTGTACATCCAGGCCAACAACTGCGTGGAGGCCAAGGACTGGATCGACATTCTCACCAAAGTGAGCCAGTGCAAC 
CAGAAGCGCCTCACCGTCTACCACCCGTCCGCCTACCTGAGCGGCCACTGGCTGTGCTGTAGGGCGCCATCCGAC 
TCGGCTCCGGGCTGCTCGCCCTGCACTGGCGGCCTCCCAGCCAACATCCAGCTGGACATTGATGGGGACCGTGAG 
ACGGAGCGTATCTACTCCCTCTTCAACTTGTACATGAGCAAGCTGGAGAAGATGCAGGAGGCCTGTGGGAGCAAA 
TCTGTGTATGACGGCCCGGAGCAGGAGGAGTATTCGACGTTCGTCATTGACGACCCCCAGGAGACCTACAAGACG 
CTAAAGCAAGTCATCGCTGGGGTTGGGGCTTTGGAGCAGGAGCACGCCCAGTATAAGAGGGACAAGTTCAAGAAG 
ACGAAATATGGAAGCCAGGAGCACCCCATCGGAGACAAGAGCTTCCAGAACTACATCCGGCAGCAGTCCGAGACC 
TCCACTCATTCCATTTAAAGTCTGCGGGACGCGCCCAGTGGCGCCAGCAAGCTGCCCATGCAAAGCCGCAGCCTT 
TGGGAGGGAGAAGAGAAGGAAGAGCGCAGAGCCGGCAAAGTGAGATGCACGCCGTCCCGGCCCATAGACAAGTGG 
CGCTGGGGTTTCCCTCTCCCAGAACCGCTGCCACCACCGCCACGCCCTCCGCAGAAAGCCCACCTGGCCCTGTGG 
AACGTGTCGTCATTTGATTCTGTGCTTTTTGCTCCTTGTTTGTGGGGATCTGGGGATCAGCTGAAGGATCAGGAA 
GTGTGGGCTGTGCCCTAGCCACACCACAGCCAGCCTCAGGGAGCCACGGCCCGTCTAGTCGACTGTGACATGCAC 
CTCCGGCCGTGTGTGCGTCAGTCTCGTGCACGTCTGTCTTGCGTTGCACGGTGCGTGTGACGCTGGGCTCTGTGG 
CTCTGTGCCCGGGAGGCCTGCTGGCCCCGCCTCGGCTTTCGGCTTCATCACATTGGGAGGTTCAGAGCATTACTC 
TCCCACTGTGCCTGCCATCCAGGCAGCCATGGGAGGCGGCCTCCCTGTTCCACTTTCGAGGTTCGTTTGATTCCT 
GGCTGAGGGGTCAGTTTTATGGCTGGGAGGTGCAGAATTACACAGAAGTCCCAGTCTGAGGATGTCCTTGGTGCT 
TGGGGGATACGGGTTCTGTCCACAGAGTCCCTTGGAGGGAAAGGTGTGGGCTCCAGCTTCTCCAGGCGTCTGCGG 
AGCCCACAGTTGAAGCCCACATCGTTTTGCTGTTGAATGGGGTTTAAAATCAGAATTAACATTTGCCACCCCCCG 
TGGAAGTTTGAAGATTTTAAAAATAGAAATGTACATTTTTCAAGCTGTTTTTCTTTATGTTTTTGAAGGACCATT 
TTTAATTAGCTCTTTGATACAAAGTAACTCAGAACGTCAAAACCTATACCCACTAAAGGGAAGGCTGCCGGGAAG 
GCAAATGGAACAGGAATGGAGCCTGTCTCAGGAAGGCCAGCTGCAGGTCCTCCAGAAAATCAAAGAAGGGAAGAA 
ACTCTGAGTTTGAGGTACAGGGGCTTCGGGGTGCAGACGTCCCTCCAGGGCCCATGGTCAGTATTGCACCTGTGT 
TATG2^ACCCCCAGATGCTGTGCAGGGCAGGGGCGGGGGCTGCTGTTTTATTGGGGAGGGGAGCATCCTAAAAATG 
GGGTCCAGGCAGACCCCTCCAGACCTCACACTGCCGAGGAGGCCTTTCCCAAAGGGCGTCCTCCCGGGATGCAGA 
CGGCAGGTGTGTGGGAAGCGCCGTTTAAATACACAGCACGACGTATCCTTGTACCGACTTCTCCCGGTTCTTGTT 
TGAAAATACTGTAGTTCAGGCTCTTGATCTAGATGGCAGATAGGAACTTTCTTGTCACAAAAATACTGGAGGAAA 
ATGTTGTAAAAATAGACTTTTGGACACACAGCTGTTGGGGCTGCACTGAGCTGCAATTTTTAACATGGATTTATA 
ACTTAATGTTTCTGTTTATAAAATACTAATGATTTGCAATGTATTTTACTGGCCAATTAAAACAGATGTTTTATT 
CTTTCTGAA 
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MFQVIQPERALYIQANNCVEAKDWIDILTKVSQCNQKRLTVYHPSAYLSGHWLCCRAPSDSAPGCSPCTGGLPAN 
IQLDIDGDRETERIYSLFNLYMSKLEKMQEACGSKSVYDGPEQEEYSTFVIDDPQETYKTLKQVIAGVGALEQEH 
AQYKRDKFKKTKYGSQEHP IGDKSFQNYI RQQSETSTHS I 
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FIGURE 1285 

GTGCAGTTGCGGCTCCAGGGCCATGGCGGAGGAGCAGGGCCGGGAACGGGACTCGGTTCCCAAGCCGTCGGTGCT 
GTTCCTCCACCCAGACCTGGGCGTGGGCGGCGCTGAGCGGCTGGTGTTGGACGCGGCGCTGGCGCTGCAGGCGCG 
CGGGTGTAGCGTGAAGATCTGGACAGCGCACTACGACCCGGGCCACTGTTTCGCCGAGAGCCGCGAGCTACCGGT 
GCGCTGTGCCGGGGACTGGCTGCCGCGAGGCCTGGGCTGGGGCGGCCGCGGCGCCGCCGTCTGCGCCTACGTGCG 
CATGGTTTTCCTGGCGCTCTACGTGCTGTTCCTCGCCGACGAGGAGTTCGACGTGGTAGTGTGCGACCAGGTGTC 
TGCCTGTATCCCAGTGTTCAGGCTGGCTAGACGGCGGAAGAAGATCCTATTTTACTGTCACTTCCCAGATCTGCT 
TCTCACCAAGAGAGATTCTTTTCTTAAACGACTATACAGGGCCCCAATTGACTGGATAGAGGAATACACCACAGG 
CATGGCAGACTGCATCTTAGTCAACAGCCAGTTCACAGCTGCTGTTTTTAAGGAAACATTCAAGTCCCTGTCTCA 
CATAGACCCTGATGTCCTCTATCCATCTCTAAATGTCACCAGCTTTGACTCAGTTGTTCCTGAAAAGCTGGATGA 
CCTAGTCCCCAAGGGGAAAAAATTCCTGCTGCTCTCCATCAACAGATACGAAAGGAAGAAAAATCTGACTTTGGC 
ACTGGAAGCCCTAGTACAGCTGCGTGGAAGATTGACATCCCAAGATTGGGAGAGGGTTCATCTGATCGTGGCAGG 
TGGTTATGACGAGAGAGTCCTGGAGAATGTGGAACATTATCAGGAATTGAAGAAAATGGTCCAACAGTCCGACCT 
TGGCCAGTATGTGACCTTCTTGAGGTCTTTCTCAGACAAACAGAAAATCTCCCTCCTCCACAGCTGCACGTGTGT 
GCTTTACACACCAAGCAATGAGCACTTTGGCATTGTCCCTCTGGAAGCCATGTACATGCAGTGCCCAGTCATTGC 
TGTTAATTCGGGTGGACCCTTGGAGTCCATTGACCACAGTGTCACAGGGTTTCTGTGTGAGCCTGACCCGGTGCA 
CTTCTCAGAAGCAATAGAAAAGTTCATCCGTGAACCTTCCTTAAAAGCCACCATGGGCCTGGCTGGAAGAGCCAG 
AGTGAAGGAAAAATTTTCCCCTGAAGCATTTACAGAACAGCTCTACCGATATGTTACCAAACTGCTGGT ATAAT C 
AGATTGTTTTTAAGATCTCCATTAATGTCATTTTTATGGATTGTAGACCCAGTTTTGAAACCAAAAAAGAAACCT 
AGAATCTAATGCAGAAGAGATCTTTTAAAAAATAAACTTGAGTCTTGAATGTGAGCCACTTTCCTATATACCACA 
CCTCCCTGTCCACTTTTCAGAAAAACCATGTCTTTTATGCTATAATCATTCCAAATTTTGCCAGTGTTAAGTTAC 
AAATGTGGTGTCATTCCATGTTCAGCAGAGTATTTTAATTATATTTTCTCGGGATTATTGCTCTTCTGTCTATAA 
ATTTTGAATGATACTGTGCCTTAATTGGTTTTCAXAGTTTAAGTGTGTATCATTATCAAAGTTGATTAATTTGGC 
TTCATAGTATAATGAGAGCAGGGCTATTGTAGTTCCCAGATTCl^TCCACCGAAGTGTTCACTGTCATCTGTTAG 
GGAATTTTTGTTTGTCCTGTCTTTGCCTGGATCCATAGCGAGAGTGCTCTGTATTTTTTTTAAGATAATTTGTAT 
TTTTGCACACTGAGATATAATAAAAGGTGTTTATC 
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FIGURE 1286 

MAEEQGRERDSVPKPSVLFLHPDLGVGGAERLVLDAALALQARGCSVKIWTAHYDPGHCFAESRELPVRCAGDWL 
PRGLGWGGRGAAVCAYVRMWLALYVLFLADEEFDVWCDQVSACIPVFRLARRRKKILFYCHFPDLLLTKRDS^ 
LKRLYRAPIDWIEEYTTGM^CILVNSQFTAAVFKETFKSLSHIDPDVLYPSLNVTSFDSVVPEKLDDLVPKGKK 
FLLLSINRYERKKNLTLALEALVQLRGRLTSQDWERVHLIVAGGYDERVLENVEHYQELKKMVQQSDLGQYVTFL 
RSFSDKQKISLLHSCTCVLYTPSNEHFGIVPLEAMYMQCPVIAVNSGGPLESIDHSVTGFLCEPDPVHFSEAIEK 
FIREPSLKATMGLAGRARVKEKFSPEAFTEQLYRYVTKLLV 
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FIGURE 1287 

AAGTAAGAATTATAAATCTATCTCAGTTAAAAGTAGGATCTTTGTTTTTATTCAGATATTTTGAAAGTTTAGAAG 
CATTTTGTATGCTACTTTGGTATTTCTTAAGTATAGTCAGCAGGAAAGGGTAACCTGTTTTATGCAAAATTTTTT 
TAATTTGTCAAATGTTTTTAGTGTGTCTACTTTCTGAAATAGTCTCAATATCCTGTCTGTATCCTAGGCAGATAA 
CTACACAAGAACAAAACGCTATATAGAAAAGAAAATATTTGAGGAAATCTTAAATTCCATAAGAAAGTAATTCTT 
GCAAGAATGTTGGCTACATATTTTTTTTTCTGTCCTGAATAAATTACATCATTAGGTCTGTTGAAGCTTTTGAAG 
CTACCACTATTCTTTCTGGGATAAAGGCTAATTACTGATTTATCTGCCCTCAAAATCCCAGAGTTAATTCTAATT 
GAGTACTAAATTAACAGTAAGTAGTTAACACAGAGAACTAAAATTTAACCGCATTATATCACTGTATATATTTCT 
CATGATTTTTGCTAATTAGAGCATTTACTTAACCAGTAATAAAC^ 

NNGTGTGTGTGTGTATATACTTGGCTCTGACACAACTCTGGTGCTTAATTAGGATATGTTCTATTATGTATTTTG 
AATGTTTATCCTGCTAGTGCGATGAACTTTTGTTGGAAAAGCAGAATTAGAAGGAACAGTTTTTCAATCAGTTTC 
ATTTGGTAATTACAGGAAAACCTTGAGTTGCTCTAATTTAATTTTTCCAATTAATACATTTAGACTTTAAATTGC 
ATCCGTAATTCTCTTGGCTGAAAAACAGTGGTATTTTAAGACAGTTTTGTTATACATGTGACTTACTTTTGACTC 
AGCCTGAGAGGAGGAAATGTAAAGAGATAAGAGATTTGGCCCAAAGCAGCAAGAGACTAGTAACCTTGAGCCAGG 
ACGAAGCCAAGACAACGTGACTCCCAAGTAGCAGGAGCAGAGGTCGGTCACCTGTGGCATTCTGTTTCATTCCCT 
TTTAAAATTATGAGACTTTATAGGCAGTGTAAAACATCAGCAGGCAGCGATGTGATAGGATGTGCGAAAAAGCTG 
GTCTGATACCATGGCTATAATTACAGAGCTTTAGTTCAATTAGGATTTTGTAAATGAGCAAATGACCTTTTTTTC 
CAGTGCCCCTTGTAATAGTTAATATGAGTCCATGCAATCTTGTGATGCCATTCTCCTGAAGGTGTTGATTTCTGG 
TACCCAGCCAGCTTAGCTTTGGCTGCTGGAAGCACAGTAGGTACTGATGATTACTTCCTGGAAATCTTGACAGGC 
TTATTGTACTGTGTAATGGGGAAAAGTTAAAGTATAATGTTTGGTGTTAATAAATGACTGATGTGAAAATAGGAA 
CATGTGTCTTTAATATCAAATATGGCTTTATTTGCAGTGAAATCTAAATTCCTTATTCTACAGTAGTATTTTCTT 
GCCCTGTGTTGTATATTTTCCTAAATACATTTTTCCTGACAGTGGCTTTAGGCCAGTTGAACACACTTAGACTGA 
AAGTGTTTAACTTAAAGAGATCAGTCCAGAAACCATGATAAATTAGAATCTTTATCTGGAATTACCAAATTAAAA 
TTTAAAATCATGGTCCAGAAGAGAACAAACATTCATGGTTTTTTTTATCCTACTGCTCATTTTTAGGTCTGTGTT 
TACATCTAGTCTCTACTATTTGTGAAGTATGTCATTATTTTTTTCAAGTTCTTCTTTGACTTAACTGAAAAATAA 
TATTCCAAATTCTTAATGTAACATGAAAAGAGAAATACAATTTTTGCTTAAAAGACATTTTTTAAAAAGCGTTCA 
ATTCAGTAATCATTTCTGTTAATACAGGAAGTTTTTTTGGCTTGCCAGTTATATACTGTGGGTATTTTTTAAAAT 
GTGCTACCCTTGGGTTGTCTCATATCACCTTGCGTAATCATGTATTACAAAGGTTGATAATTGTCATTTCTCAGA 
TGTCTGTATGTTACATTGGCAGCAGTAAAATGTTTTAATGTTGTTACCTTTTAAATAATTGTGTTGTATTAACAT 
GCCTCATATTTTCTGGGGAAACTTGAAATATATCTAAACAAAAAAGGTCTGTTATAAATAGGAATTGGCATTTCA 
TTGTTAATGTTTTTTCCTCATAAAAATAGTTACACCAAAAGTGACATATTGTCTATTACATGGGCCCAATCAGTA 
TTAAAGTACTCCCCTTACTCAAAAATATTAAAAAATAATTCAXGACACTTAGTAGCATTTTCATTGATTGTTTCA 
AAAGATCTTCATAATGGTCAAATTGTCCAATTCACAAAAGAGrGAGAAAGTTGXTTTCAGTACTGGGAATTTTTA 
AACCTTAGTTTTAAGACCAAAAATATCTCTTATTAGCTTGAACATTTTGTGATTACTTTTCCCTCCCCGGATCTA 
GTCCTTTTAAGGAGTAAGTCTAAAGAATGAGGCCATQVAGTCACTATTTCCTCCCACCTCAGTTTGTCTCCTGGT 
ACTTAGCTGGCCTATCGCTTTGTGTGGCAATACCCCTGGGTCGCTTCCCCACTCAGCCTTCTGTATCTGCTGTTC 
ACAGGACATGCCATTATGTCTTX 
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TACTGGACAAACATTTCCTCCAAGGACACAGCTCTCTGCCTCCATGTCACCACCTTTGAAGGACTGACTGATTCC 
CTCGGCTGGTGCCAGTGCCTGCTCCTGCCATGGGGCCCGCGGGGAGCCTGCTGGGCAGCGGACAGATGCAGATCA 
CCCTGTGGGGAAGTCTGGCAGCTGTCGCCATTTTCTTCGTCATCACCTTCCTCATCTTCCCGTGCTCTAGTTGTG 
ACAGGGAAAAGAAGCCGCGACAGCATAGTGGGGACCATGAGAACCTGATGAACGTGCCTTCAGACAAGGAGATGT 
TCAGCCGTTCAGTTACTAGCCTGGCAACAGATGCTCCTGCCAGCAGTGAGCAGAATGGGGCACTCACCAATGGGG 
ACATTCTTTCAGAGGACAGTACTCTGACCTGCATGCAGCATTACGAGGAAGTCCAGACATCGGCCTCGGATCTGC 
TGGATTCCCAGGACAGCACAGGGAAACCAAAATGTCATCAGAGTCGGGAGCTGCCCAGAATCCCTCCCGAGAGCG 
CAGTGGATACCATGCTCACGGCGAGAAGTGTGGACGGGGACCAGGGGCTGGGGATGGAAGGGCCCTATGAAGTGC 
TCAAGGACAGCTCCTCCCAAGAAAACATGGTGGAGGACTGCTTGTATGAAACTGTGAAGGAGATCAAGGAGGTGG 
CTGCAGCTGCACACCTGGAGAAAGGCCACAGTGGCAAGGCAAAATCTACTTCTGCCTCGAAAGAGCTCCCAGGGC 
CCCAGACTGAAGGCAAAGCTGAGTTTGCTGAATATGCCTCGGTGGACAGAAACAAAAAATGTCGTCAAAGTGTTA 
ATGTAGAGAGTATCCTTGGAAATTCATGTGATCCAGAAGAGGAGGCCCCACCACCTGTCCCTGTTAAGCTTCTGG 
ACGAGAATGAAAACCTTCAGGAGAAGGAAGGGGGAGAGGCGGAAGAGAGTGCCACAGACACGACCAGTGAAACTA 
ACAAGAGATTTAGCTCATTGTCATACAAGTCTCGGGAAGAAGACCCCACTCTCACAGAAGAAGAGATCTCAGCTA 
TGTACTCATCAGTAAATAAACCTGGACAGTTAGTGAATAAATCGGGGCAGTCGCTTACAGTTCCGGAGTCCACCT 
ACACCTCCATTCAAGGGGACCCACAGAGGTCACCCTCCTCCTGTAATGATCTCTATGCTACTGTTAAAGACTTCG 
AAAAAACTCCAAACAGCACACTTCCACCAGCAGGGAGGCCCAGCGAGGAGCCAGAGCCTGATTATGAAGCGATAC 
AGACTCTCAACAGAGAGGAAGAAAAGGCCACCCTGGGGACCAATGGCCACCACGGTCTCGTCCCAAAGGAGAACG 
ACTACGAGAGCATAAGTGACTTGCAGCAAGGCAGAGATATTACCAGGCTCTAGCAACCCAGAAGACAACCCTGGG 
TAGCCTGTGATCAGTGTCTGGAGACGTTTCTTCTGTGGAAGAGAAGAAGTGACACAAACCTATACTTCATATGCT 
GCTTTAGTCACCTGAAGATGGTTGGAGAGGCCCTGTCGACTGTTCTCCCAGTTGTTCAGTTTCTGAGACAGAGAG 
GTACGGACTAGGCTGCACCTGAGTGTGCCCCTGCCTGCCAGATGGACAGGTACACCCAAGCACATCTCCCTGCTG 
CACCCTCACCACCCACAAAAGATCCCAGCTGTCAGTGGTCTCATCTCATTAGTGAGGAAAGCCAAGCTGTATGGA 
AAAGCTGCACTCACCAAGGACCACAATGCCCCCGGCCTAAAGTACTGCCATTCAGAAAAGCAGGTTTTTCTTCCT 
CTCTTTCCTTTTCTCTGTCTGCTACTGACTTTAAGGCTTTTTCCCCCTTGAAATGTCCAGATTCCTGTGGTTCAT 
CCCAAGGAAATTTTCACACAAAGCTTGGCCTTTGCCCTCAATAT.AGGTGTTTTAGGATGGTGACAAACCATGGCT 
GCTGCTTTCTGCCCAGCTCGCCAGTCCTCCCCAAAGAGTTGCGCATCAGCACCTGGGGATCTGGACCCTGCGGGT 
GAAGGGATGGGGAGGGACGTCCCTGGAGTCTCTTCTGTCTTTGTTCCTTCTTATTTTGGCATTCGATATCAGCAG 
CCTCTCCCCAAAGTACTTGAAGTCAGTTTTAGATGCTTTATTTTATTTTTCTAGTCAAAAACGTGTTTCCCCCAG 
TGTTTGAAAACTCGTCCGAATCTTTTCAGTATTTTCCATGAGTATTGTGGTACTTCTAGACTTGTTTAAGCCCAG 
AACTCATTCCTTCAAAACAGAGAGCCTTAATCTTTATGTTGGGACACAGACCACATATTTGGACGGCAGCCATGC 
ATCCATCGCTGAAGGGCTGTGGACATGAATGTGTATTTCCCATGGTCTCCGCTGCCCACACCAACAGTGTGGCAT 
CTCATAAGTTAACTGCTACCCTAAGGTAATCTAAGATTAAAATGTAAACATTTATTTTTGTTATGTAAGTTTATA 
AGATGTTTTATGTTCAATGCCTAATTTCTCAAAAGTGCCAGAAAAAAATGTATATTAGCTATTTTGATTTTATGT 
ACAATGATTTATACTCTCCTTTTGAAAAGATACCATAAAGCACATAAGCTAGATCACTACAAGGAGCTGTTATCT 
TTTTTCTAATCAAGTGTTTAAAACACTGATGGTTTTTAAAGACTCACCTTTTTAAATGGTACTTGGAGCTCCTGA 
TTCAAATTACCTAGACCCCCTAGAGAAATAAATGGAATATACATAAATAATCATTTTCAGTGGTTTATGGTGGGC 
AATATTGCAATATTTGAAATGGTAAAAATGGAAAGAAGAACAAAATATGATGAGAGGTGGCTGTGAATTATAAAC 
CTCATAAAAGTGTCATAATTCCATTAAGGTTTAATTATATTTTTTCAGAAAACAGTGATGAATTCTGTAGTCCAG 
TGCTTGCCAATGCAAATTGCCTATTGGAATCTTCTTCCTATATTTTACAAACATCAGTGGCTGAAATAGCTCAGA 
GTAAGAGCTCAGCCTGGTTTGAATTTAATCATCTCTTTAGATCTTATAAGGCCAGCATTAGGAAACTTGTTCACT 
TTTCATTTTCAAAGGAGCCTAGTTGAAGTGCTATTATGAGTGTGGGCTATGGAAAGACAGCTTTTCCTACACTGA 
TAAAGAAAAAAAATGAGGAAATTATTTCATCCCCTTGTGACATCTGTGACTTTTTGGATTTAATAATCTTGCTGT 
TTTTCCTCTTTATGACAAAGAATATAATTGGGAGGATGAAGTGTCTTAAAAATTGTAGAGACCAGCTCACTGGAA 
TGTTTTTCCATCCCTGTATTCATGGCTTGACTTTGTGACTGCTCTACACTGCATGTCTGACATTGCAGAGTGAGC 
TATGTTGAGGTAAACTGGTTGGTTGTCATTATTTTGCAATCAGCCTGGTCTCTCCCATGAAGATGTCGTGTGCAT 
AAGCACAATCATCACTGATTAGAAGATCACAGCAGAATACCCTTGGATTAGAGAGAAGTTCGTACCTTGCATTTC 
TCTGAATTCTAGTCTCTCATAAGCACTGCTTTGCTGGATGATTTTCACTGCTTTGTGTTAATGACTTTGAGCGAT 
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CTCTCACATGATGGGGTTCTTTAGTACATGGTAACAGCCATGTCATCTTACACACCTAGCATTGTGAATGCTGTA 
GTG ACATCC T TTATAG GC ACC T T AC AGCTCAAAACTTTTGTTTC ATT TCATGCCTT AC TTATCAAAAAGGCAGG A 
AAGTAGGTATGATCTCTAAAGTAAAAAAAA 
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FIGURE 1290 

MGPAGSLLGSGQMQITLWGSLAAVAIFFVITFLIFPCSSCDREKKPRQHSGDHENLMNVPSDKEMFSRSVTSLAT 
DAPASSEQNGALTNGDILSEDSTLTCMQHYEEVQTSASDLLDSQDSTGKPKCHQSRELPRIPPESAVDTMLTARS 
VDGDQGLGMEGPYEVLKDSSSQENMVEDCLYETVKEIKEVAAAAHLEKGHSGKAKSTSASKELPGPQTEGKAEFA 
EYASVDRNKKCRQSVNVESILGNSCDPEEEAPPPVPVKLLDENENLQEKEGGEAEESATDTTSETNKRFSSLSYK 
SREEDPTLTEEEISAMYSSVNKPGQLVNKSGQSLTVPESTYTSIQGDPQRSPSSCNDLYATVKDFEKTPNSTLPP 
AGRPSEEPEPDYEAIQTLNREEEKATLGTNGHHGLVPKENDYESISDLQQGRDITRL 
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AGCTATTTCAAGGCGCGCGCCTCGTGGTGGACTCACCGCTAGCCCGCAGCGCTCGGCTTCCTGGTAATTCTTCAC 
CTCTTTTCTCAGCTCCCTGCAGCATGGGTGCTGGGCCCTCCTTGCTGCTCGCCGCCCTCCTGCTGCTTCTCTCCG 
GCGACGGCGCCGTGCGCTGCGACACACCTGCCAACTGCACCTATCTTGACCTGCTGGGCACCTGGGTCTTCCAGG 
TGGGCTCCAGCGGTTCCCAGCGCGATGTCAACTGCTCGGTTATGGGACCACAAGAAAAAAAAGTAGTGGTGTACC 
TTCAGAAGCTGGATACAGCATATGATGACCTTGGCAATTCTGGCCATTTCACCATCATTTACAACCAAGGCTTTG 
AGATTGTGTTGAATGACTACAAGTGGTTTGCCTTTTTTAAGTATAAAGAAGAGGGCAGCAAGGTGACC ACT TACT 
GCAACGAGACAATGACTGGGTGGGTGCATGATGTGTTGGGCCGGAACTGGGCTTGTTTCACCGGAAAGAAGGTGG 
GAACTGCCTCTGAGAATGTGTATGTCAACACAGCACACCTTAAGAATTCTCAGGAAAAGTATTCTAATAGGCTCT 
ACAAGTATGATCACAACTTTGTGAAAGCTATCAATGCCATTCAGAAGTCTTGGACTGCAACTACATACATGGAAT 
ATGAGACTCTTACCCTGGGAGATATGATTAGGAGAAGTGGTGGCCACAGTCGAAAAATCCCAAGGCCCAAACCTG 
CACCACTGACTGCTGAAATACAGCAAAAGATTTTGCATTTGCCAACATCTTGGGACTGGAGAAATGTTCATGGTA 
TCAATTTTGTCAGTCCTGTTCGAAACCAAGCATCCTGTGGCAGCTGCTACTCATTTGCTTCTATGGGTATGCTAG 
AAGCGAGAATCCGTATACTAACCAACAATTCTCAGACCCCAATCCTAAGCCCTCAGGAGGTTGTGTCTTGTAGCC 
AGTATGCTCAAGGCTGTGAAGGCGGCTTCCCATACCTTATTGCAGGAAAGTACGCCCAAGATTTTGGGCTGGTGG 
AAGAAGCTTGCTTCCCCTACACAGGCACTGATTCTCCATGCAAAATGAAGGAAGACTGCTTTCGTTATTACTCCT 
CTGAGTACCACTATGTAGGAGGTTTCTATGGAGGCTGCAATGAAGCCCTGATGAAGCTTGAGTTGGTCCATCATG 
GGCCCATGGCAGTTGCTTTTGAAGTATATGATGACTTCCTCCACTACAAAAAGGGGATCTACCACCACACTGGTC 
TAAGAGACCCTTTCAACCCCTTTGAGCTGACTAATCATGCTGTTCTGCTTGTGGGCTATGGCACTGACTCAGCCT 
CTGGGATGGATTACTGGATTGTTAAAAACAGCTGGGGCACCGGCTGGGGTGAGAATGGCTACTTCCGGATCCGCA 
GAGGAACTGATGAGTGTGCAATTGAGAGCATAGCAGTGGCAGCCACACCAATTCCTAAATT GTAGG GTATGCCTT 
CCAGTATTTCATAATGATCTGCATCAGTTGTAAAGGGGAATTGGTATATTCACAGACTGTAGACTTTCAGCAGCA 
ATCTCAGAAGCTTACAAATAGATTTCCATGAAGATATTTGTCTTCAGAATTAAAACTGCCCTTAATTTTAATATA 
CCTTTCAATCGGCCACTGGCCATTTTTTTCTAAGTATTCAATTAAGTGGGAATTTTCTGGAAGATGGTCAGCTAT 
GAAGTAATAGAGTTTGCTTAATCATTTGTAATTCAAACATGCTATATTTTTTAAAATCAATGTGAAAACATAGAC 
TTATTTTTAAATTGTACCAATCACAAGAAAATAATGGCAATAATTATCAAAACTTTTAAAATAGATGCTCATATT 
TTTAAAATAAAGTTTTAAAAATAACTGCA 
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MGAGPSLLLAALLLLLSGDGAVRCDTPANCTYLDLLGTWWQVGSSGSQRDWCSVMGPQEKKVVVYLQKLDTAY 
DDLGNSGHFTIIYNQGFEIVLNDYKWFAFFKYKEEGSKVTTYCNETMTGWVHDVLGRNWACFTGKKVGTASENVY 
VNTAHLKNSQEKYSNRLYKYDHNFVKAINAIQKSWTATTYMEYETLTLGDMIRRSGGHSRKIPRPKPAPLTAEIQ 
QKILHLPTSWDWRNVHGINFVSPVRNQASCGSCYSFASMGMLEARIRILTNNSQTPIIiSPQEVVSCSQYAQGCEG 
GFPYLIAGKYAQDFGLVEEACFPYTGTDSPCKMKEDCFRYYSSEYHYVGGFYGGCNEALMKLELVHHGPMAVAFE 
VYDDFLHYKKGIYHHTGLRDPFNPFELTNHAVLLVGYGTDSASGMDYWIVKNSWGTGWGENGYFRIRRGTDECAI 
E S I AVAATP I P KL 
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CGACTCCTTAGAGCATGGCATGGCTCAGAGGTGCTGGTAAAACTGATGGGGGTTTTTGCTGTCCCTCCCCTCAGC 
GCCGACACCATGTGGATCCAGGTTCGGACCATGGACGGGAGGCAGACCCACACGGTGGACTCGCTGTCCAGGCTG 
ACCAAGGTGGAGGAGCTGAGGCGGAAGATCCAGGAGCTGTTCCACGTGGAGCCAGGCCTGCAGAGGCTGTTCTAC 
AGGGGCAAACAGATGGAGGACGGCCATACCCTCTTCGACTACGAGGTCCGCCTGAATGACACCATCCAGCTCCTG 
GTCCGCCAGAGCCTCGTGCTCCCCCACAGCACCAAGGAGCGGGACTCCGAGCTCTCCGACACCGACTCCGGCTGC 
TGCCTGGGCCAGAGTGAGTCAGACAAGTCCTCCACCCACGGCGAGGCGGCCGCCGAGACTGACAGCAGGCCAGCC 
GATGAGGACATGTGGGATGAGACGGAATTGGGGCTGTACAAGGTCAATGAGTACGTCGATGCTCGGGACACGAAC 
ATGGGGGCGTGGTTTGAGGCGCAGGTGGTCAGGGTGACGCGGAAGGCCCCCTCCCGGGACGAGCCCTGCAGCTCC 
ACGTCCAGGCCGGCGCTGGAGGAGGACGTCATTTACCACGTGAAATACGACGACTACCCGGAGAACGGCGTGGTC 
CAGATGAACTCCAGGGACGTCCGAGCGCGCGCCCGCACCATCATCAAGTGGCAGGACCTGGAGGTGGGCCAGGTG 
GTCATGCTCAACTACAACCCCGACAACCCCAAGGAGCGGGGCTTCTGGTACGACGCGGAGATCTCCAGGAAGCGC 
GAGACCAGGACGGCGCGGGAACTCTACGCCAACGTGGTGCTGGGGGATGATTCTCTGAACGACTGTCGGATCATC 
TTCGTGGACGAAGTCTTCAAGATTGAGCGGCCGGGTGAAGGGAGCCCCATGGTTGACAACCCCATGAGACGGAAG 
AGCGGGCCGTCCTGCAAGCACTGCAAGGACGACGTGAACAGACTCTGCCGGGTCTGCGCCTGCCACCTGTGCGGG 
GGCCGGCAGGACCCCGACAAGCAGCTCATGTGCGATGAGTGCGACATGGCCTTCCACATCTACTGCCTGGACCCG 
CCCCTCAGCAGTGTTCCCAGCGAGGACGAGTGGTACTGCCCTGAGTGCCGGAATGATGCCAGCGAGGTGGTACTG 
GCGGGAGAGCGGCTGAGAGAGAGCAAGAAGAAGGCGAAGATGGCCTCGGCCACATCGTCCTCACAGCGGGACTGG 
GGCAAGGGCATGGCCTGTGTGGGCCGCACCAAGGAATGTACCATCGTCCCGTCCAACCACTACGGACCCATCCCG 
GGGATCCCCGTGGGCACCATGTGGCGGTTCCGAGTCCAGGTCAGCGAGTCGGGTGTCCATCGGCCCCACGTGGCT 
GGCATACACGGCCGGAGCAACGACGGAGCGTACTCCCTAGTCCTGGCGGGGGGCTATGAGGATGACGTGGACCAT 
GGGAATTTTTTCACATACACGGGTAGTGGTGGTCGAGATCTTTCCGGCAACAAGAGGACCGCGGAACAGTCTTGT 
GATCAGAAACTCACCAACACCAACAGGGCGCTGGCTCTCAACTGCTTTGCTCCCAXCAATGACCAAGAAGGGGCC 
GAGGCCAAGGACTGGCGGTCGGGGAAGCCGGTCAGGGTGGTGCGCAATGTCAAGGGTGGCAAGAATAGCAAGTAC 
GCCCCCGCTGAGGGCAACCGCTACGATGGCATCTACAAGGTTGTGAAATACTGGCCCGAGAAGGGGAAGTCCGGG 
TTTCTCGTGTGGCGCTACCTTCTGCGGAGGGACGATGATGAGCCTGGCCCTTGGACGAAGGAGGGGAAGGACCGG 
ATCAAGAAGCTGGGGCTGACCATGCAGTATCCAGAAGGCTACCTGGAAGCCCTGGCCAACCGAGAGCGAGAGAAG 
GAGAACAGCAAGAGGGAGGAGGAGGAGCAGCAGGAGGGGGGCTTCGCGTCCCCCAGGACGGGCAAGGGCAAGTGG 
AAGCGGAAGTCGGCAGGAGGTGGCCCGAGCAGGGCCGGGTCCCCGCGCCGGACATCCAAGAAAACCAAGGTGGAG 
CCCTACAGTCTCACGGCCCAGCAGAGCAGCCTCATCAGAGAGGACAAGAGCAACGCCAAGCTGTGGAATGAGGTC 
CTGGCGTCACTCAAGGACCGGCCGGCGAGCGGCAGCCCGTTCCAGTTGTTCCTGAGTAAAGTGGAGGAGACGTTC 
CAGTGTATCTGCTGTCAGGAGCTGGTGTTCCGGCCCATCACGACCGTGTGCCAGCACAACGTGTGCAAGGACTGC 
CTGGACAGATCCTTTCGGGCACAGGTGTTCAGCTGCCCTGCCTGCCGCTACGACCTGGGCCGCAGCTATGCCATG 
CAGGTGAACCAGCCTCTGCAGACCGTCCTCAACCAGCTCTTCCCCGGCTACGGCAATGGCCGG5PGATCTCCAAGC 
ACTTCTCGACAGGCGTTTTGCTGAAAACGTGTCGGAGGGCTCGTTCATCGGCACTGATTTTGTTCTTAGTGGGCT 
TAACTTAAACAGGTAGTGTTTCCTCCGTTCCCTAAAAAGGTTTGTCTTCCTTTTTTTTTATTTTTATTTTTCAAA 
TCTATACATTTTCAGGAATTTATGTATTCTGGCTAAAAGTTGGACTTCTCAGTATTGTGTTTAGTTCTTTGAAAA 
CATAAAAGCCTGCAATTTCTCGACAAAACAACACAAGATTTTTTAAAGATGGAATCAGAAACTACGTGGTGTGGA 
GGCTGTTGATGTTTCTGGTGTCAAGTTCTCAGAAGTTGCTGCCACCAACTCTTTAAGAAGGCGACAGGATCAGTC 
CTTCTCTAGGGTTCTGGCCCCCAAGGTCAGAGCAAGCATCTTCCTGACAGCATTTTGTCATCTAAAGTCCAGTGA 
CATGGTTCCCCGTGGTGGCCCGTGGCAGCCCGTGGCATGGCGTGGCTCAGCTGTCTGTTGAAGTTGTTGCAAGGA 
AAAGAGGAAACATCTCGGGCCTAGTTCAAACCTTTGCCTCAAAGCCATCCCCCACCAGACTGCTTAGCGTCTGAG 
ATCCGCGTGAAAAGTCCTCTGCCCACGAGAGCAGGGAGTTGGGGCCACGCAGAAATGGCCTCAAGGGGACTCTGC 
TCCACGTGGGGCCAGGCGTGTGACTGACGCTGTCCGACGAAGGCGGCCACGGACGGACGCCAGCACACGAAGTCA 
CGTGCAAGTGCCTTTGATTCGTTCCTTCTTTCTAAAGACGACAGTCTTTGTTGTTAGCACTGAATTATTGAAAAT 
GTCAACCAGATTCTAGAAACTGCGGTCATCCAGTTCTTCCTGACACCGGATGGGTGCTTGGGAACCGTTTGAGCC 
TTATAGATCATTTACATTCAATTTTTTTAACTCAGCAAGTGAGAACTTACAAGAGGGTTTTTTTTTAATTTTTTT 
TTCTCTrAATGAACACATTTTCTAAATGAATTTTTTTTGTAGTTACTGTATATGTACCAAGAAAGATATAACGTT 
AGGGTTTGGTTGTTTTTGTTTTTGTATTTTTTTTCTTTTGAAAGGGTTTGTTAATTTTTCTAATTTTACCAAAGT 
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TTGCAGCCTATACCTCAATAAAACAGGGATATTTTAAATCACATACCTGCAGACAAACTGGAGCAATGTTATTTT 
TAAAGGGTTTTTTTCACCTCCTTATTCTTAGATTATTAATGTATTAGGGAAGAATGAGACAATTTTGTGTAGGCT 
TTTTCTAAAGTCCAGTACTTTGTCCAGATTTTAGATTCTCAGAATAAATGTTTTTCACAGATTGAAAAAAAAAAA 
AAA 
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FIGURE 1294 

MWIQVRTMDGRQTHTVDSLSRLTKVEELRRKIQELFHVEPGLQRLFYRGKQMEDGHTLFDYEVRLNDTIQLLVRQ 
SLVLPHSTKERDSELSDTDSGCCLGQSESDKSSTHGEAAAETDSRPADEDMWDETELGLYKVNEYVDARDTNMGA 
WFEAQVVRVTRKAPSRDEPCSSTSRPALEEDVIYHVKYDDYPENGVVQMNSRDVRARARTIIKWQDLEVGQVVM 
NYNPDNPKERGFWYDAEISRKRETRTARELYANWLGDDSLNDC^ 

SCKHCKDDVNRLCRVCACHLCGGRQDPDKQLMCDECDMAFHIYCLDPPLSSVPSEDEWYCPECRNDASEWLAGE 
RLRESKKKAKMASATSSSQRDWGKGMACVGRTKECTIVPSNHYGPIPGIPVGTMWRFRVQVSESGVHRPHVAGIH 
GRSNDGAYSLVLAGGYEDDVDHGNFFTYTGSGGRDLSGNKRTAEQSCDQKLTNTNRALALNCFAPINDQEGAEAK 
DWRSGKPVRVVRNVKGGKNSKYAPAEGNRYDGIYKVVKYWPEKGKSGFLVWRYLLRRDDDEPGPWTKEGKDRIKK 
LGLTMQYPEGYLEALANREREKENSKREEEEQQEGGFASPRTGKGKWKRKSAGGGPSRAGSPRRTSKKTKVEPYS 
LTAQQSSLIREDKSNAKLWNEVLASLKDRPASGSPFQLFLSKVEETFQCICCQELVFRPITTVCQHNVCKDCLDR 
SFRAQVFSCPACRYDLGRSYAMQVNQPLQTVLNQLFPGYGNGR 
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GCGGCCGCAGCCCCGGCCGAGCAGGCGCCGCGGGCCAAGGGCCGCCCGAGACGGTCCCCAGAGAGCCACCGGAGG 
AGCAGCTCACCTGAGAGACGGAGCCCCGGCTCGCCCGTGTGCAGAGCGGACAAGGCAAAATCTCAGCAAGTTCGG 
ACCTCTAGTACAATAAGGCGAACCTCCTCTTTGGATACAATAACAGGACCTTACCTCACAGGACAGTGGCCACGG 
GATCCTCATGTTCACTACCCTTCATGCATGAAAGACAAAGCTACTCAGACACCTAGCTGTTGGGCAGAAGAGGGT 
GCAGAAAAGAGGTCACATCAGCGTTCTGCGTCATGGGGGAGTGCTGATCAACTAAAAGAGCAGATCGCCAAACTG 
AGGCAGCAACTACAACGCAGTAAACAGAGTAGTCGTCACAGTAAGGAGAAAGATCGCCAGTCACCTCTTCATGGC 
AACCATATAACAATCAGTCACACTCAGGCTACTGGATCAAGGTCAGTTCCTATGCCACTGTCAAATATATCAGTG 
CCAAAATCATCTGTTTCGCGTGTGCCCTGCAATGTAGAAGGAATAAGTCCTGAATTAGAAAAGGTATTCATTAAA 
GAAAATAATGGGAAGGAAGAAGTATCCAAGCCGTTGGACATACCAGATGGTCGAAGAGCTCCACTTCCTGCTCAT 
TACCGGAGCAGTAGTACTCGCAGCATTGACACTCAGACTCCTTCTGTCCAGGAGCGCAGCAGTAGCTGCAGCAGT 
CATTCACCCTGTGTCTCCCCTTTTTGTCCCCCGGAATCCCAGGATGGTAGCCCTTGCTCAACAGAAGATTTGCTC 
TATGATCGTGATAAAGACAGTGGGAGTAGCTCACCGTTACCCAAGTATGCTTCATCTCCCAAACCAAACAACAGC 
TACATGTTCAAACGGGAGCCCCCAGAGGGATGTGAGCGAGTGAAGGTCTTTGAGGAAATGGCGTCTCGTCAGCCT 
ATCTCGGCCCCTCTCTTTTCATGTCCTGACAAAAACAAGGTTAATTTCATCCCAACCGGATCAGCTTTCTGTCCT 
GTAAAACTTCTAGGCCCCCTCTTACCTGCTTCTGACCTTATGCTCAAGAACTCTCCTAACTCTGGCCAGAGCTCA 
GCTTTGGCAACTCTGACCGTTGAGCAGCTCTCATCCCGGGTTTCCTTTACGTCTCTTTCTGATGACACCAGCACA 
GCGGGCTCCATGGAGGCCTCTGTCCAGCAGCCATCCCAGCAGCAGCAGCTCCTGCAGGAACTGCAGGGTGAGGAC 
CACATCTCTGCTCAGAACTATGTGATCATC5CAAAAAAGGGGGAGCTGGCCTCCACCCTGTGTTCCATGGATTCGG 
AACAAGATTTCAGACATCTGCATGAGTGACAAACTTTCTGAACACCACCACCACCAATAATACTTATCAGCATCA 
TAAAGTATCTCTTAAACACTGATCTTGGCAGGGACGGAACTCCTATTCAGCAGTTTTTGTGGAAAGCAGTAATGC 
TTGCAAAACGTGTGTGTCATTCAGCATTTTAAGTGGAGACTATGCATTTCATAGTATATTTGACAGATTAGTACT 
GTGTCCTGTGTTTTGTTCCAGATTCTTCAGTATAAATAAGCTCTATATCAAAAAGTTGCCTGTCTAAATAGAAAA 
TGTCTTGCTGTGTTTTGTCCTATGGAAAATACTGTAATTCAGGATTATGTTTACAATTGATCCAGGTGTTTGTTT 
CTAACTTCTGTAATACATACAATGCAAAAAAAAAAAAAAAAATGGCCACAACAGTTGCACAGTGCCCACCCTATG 
GCCTAGCTTCAGGTACTTCAGTTGAAGTCTAAACTCAGGTAACTTGGAATGTATATCATATTGGGATATTAAATA 
TTTCACAGCTAAAAAGCTAAAGAGGGAACATCACTCTTTTGCCTTTCCTTATTTTATGCATTTCCCTTTCCTCAT 
TACATTCCACATTCTTAGAATAAGAAGTGCATTCAATCCTAGGAGAATGATAATCCTGGACATGGGTGAACATGA 
GGAGAACCAGCAAAATCTGTGGTGTTTGACATCACTTTGTCATGTGGTTACAAGTAAAACAACTGTTGCATTCAC 
TGTTTCAACATGTGTACATGTGGCTTTTTTAAAAGTTCAGGTGTTGCTCAGTAAAGGACTGTGACAATGTTGCAA 
ATAAAGTGTTCAGTACTGGACTGTACATAAACATTCCACATTGTGTGTGATGAAATTTAAAGACAAGAATGTCTA 
GAGTTAATTTCAAAATAAGTGAAGTGTTTGACGGAATGGTTGAGATTTTTTTGTTTATGTTAGCCATCAGGGTCA 
TAACTGTTACCATTTTATCTAAAGACATATTTATATTTAGTTTCTCCCTTGGAAATTCTTTATTTTGCAGGTGAA 
AAAGTGACATACTTTTTGTTATTGTCTTCCTCAAGCAGTTTAGGTGCATGATCTTCATTTACATAGAATACTTGG 
GTCTCAGAATTGATGCAACATAAGCAGGTTTTTTTGGTGACTTACAAGAGCAATAGTTTGAAGCTATCTCATTTA 
AGCCTCTCATAATGCATAATCATGAGTAGTTTTGAAATTTGCAACCTGTGAGGTAGAGCATAAACTCAAGAAAAT 
AGCCTTGAACTTGCAGACTTTTGACACAAGTTCTCCACAAAGTGTGAAGAGAGCCCCAGGCATTCCTGATTGGTC 
AATGGGAGAGCCTAACTTTCATTGTTTTCTTCAGTACAAAGAGTATCCAAAAGCTAAGTTTTTGTATTCCACTAC 
TTTCAGTTCAATAAAACCTAGAGTTGTTTCATCrGCGCCTAAAGTGTATGGCACAATTTTCTTAAGAATTAGGGG 
AACCAGGTGCCTACAGTTAAAGGAACGTTTCAGTTCCTTTCATTCATTCCTGGGTTTTTCTTTTATTTTCTAAGA 
AGGTTGAAGAAGGATGAGTGATAGAGAAGAAAGCAACACCATTGATTTTTTTTTTTAAGAAATGATATATATATG 
TATATGTTTGNNNNNNNNNNNNNNNNNNNNNNAGTATTCTGTGCATTATTTTGTCATGATCTCAATTCTCTTCTT 
TCCACCAAAGTTTGTCGTAATATTTTCTCCTGAAGGTGCATTCTGGCTCCTTTAAATTAGTCAGTGTTATATTGT 
AGGAGACTGTCATGGAAAAAAGGACTCAGTTTACTTTCGTCATTTTCACAGGGGAACCTTTTAAAACAATCTTTT 
CAGCAGCAGATACCTTTAACCCTAATAATCTCAGGCCTTGATGAAAATACTATATTTTGTAGATTATGGTTAAAG 
GGGGAAAATTACTAGTTCCGTAAGATAAATATGAGCTCCATTTGACTTCTGATGTCTGGTTTAGCATTACATAAT 
ATGTTGATCTTACACTCTGCTTTTGTCCAAATAAAATGCAATAGTATCAATATCAATTTCAGAAAAATGGACTGA 
ATATGCTTTTTTGGTGATGAAATCTCATGTACGATATTTATAGTGATGTGCTTTTATTTTCTCATGAGATACT2VA 
ATATTAATTGTGTTGTACATTTGTTCTTAGCATATATTAAAGTTTTGAACCAAATGTGTTAAAGCTTACGCTTTG 
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CCATGTAAATTTCCCAGAAGTTGTTGAGCTCAAATGTATCCTACATCCAGCTGTAGAAATTTGTCAGAAATTGTT 
TAAATTTTGTATATAATTGTACTGTTTAATTCTAGCCATTGCGCTGAACAGTATTTGAGTTACCATATAATATGG 
CTTTACACAAGGAAATGTGTGGCTTTTGTTTTGTATTTTTTCAGTATAGAAGTTCCTGTGTCTTATTTAAATAAA 
GTTATTAGTAAAACTGAAAA 
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FIGURE 1296 

AAAAPAEQAPRAKGRPRRSPESHRRSSSPERRSPGSPVCRADKAKSQQVRTSSTIRRTSSLDTITGPYLTGQWPR 
DPHVHYPSCMKDKATQTPSCWAEEGAEKRSHQRSASWGSADQLKEQIAKLRQQLQRSKQSSRHSKEKDRQSPLHG 
NHITISHTQATGSRSVPMPLSNISVPKSSVSRVPCWEGISPELEKVFIKENNGKEEVSKPLDIPDGRRAPLPAH 
YRSSSTRSIDTQTPSVQERSSSCSSHSPCVSPFCPPESQDGSPCSTEDLLYDRDKDSGSSSPLPKYASSPKPNNS 
YMFKREPPEGCERVKVFEEMASRQPISAPLFSCPDKNKVNFIPTGSAFCPVKLLGPLLPASDLMLKNSPNSGQSS 
ALATLTVEQLSSRVSFTSLSDDTSTAGSMEASVQQPSQQQQLLQELQGEDHISAQNYVII 
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GAGTAGCTCACCGTTACCCAAGTATGCTTCATCTCCCAAACCAAACAACAGCTACATGTTCAAACGGGAGCCCCC 
AGAGGGATGTGAGCGAGTGAAGGTCTTTGAGGAAATGGCGTCTCGTCAGCCTATCTCGGCCCCTCTCTTTTCATG 
TCCTGACAAAAACAAGGTTAATTTCATCCCAACCGGATCAGCTTTCTGTCCTGTAAAACTTCTAGGCCCCCTCTT 
ACCTGCTTCTGACCTTATGCTCAAGAACTCTCCTAACTCTGGCCAGAGCTCAGCTTTGGCAACTCTGACCGTTGA 
GCAGCTCTCATCCCGGGTTTCCTTTACGTCTCTTTCTGATGACACCAGCACAGCGGGCTCCATGGAGGCCTCTGT 
CCAGCAGCCATCCCAGCAGCAGCAGCTCCTGCAGGAACTGCAGGGTGAGGACCACATCTCTGCTCAGAACTATGT 
GATCATCTAAAAAAGGGGGAGCTGGCCTCCACCCTATGTTCCATGGATTCGGAACAAGATTTCAGACATCTGCAT 
GAGTGACAAACTTTCTGAACACCACCACCACCAATAATACTTATCAGCATCATAAAGTATCTCTTAAACACTGAT 
CTTGGCAGGGACGGAACTCCTATTCAGCAGTTTTTGTGGAAAGCAGTAATGCTTGCAAAACGTGTGTGTCATTCA 
GCATTTTAAGTGGAGACTATGCATTTCATAGTATATTTGACAGATTAGTACTGTGTCCTGTGTTTTGTTCCAGAT 
TCTTCAGTATAAATAAGCTCTATATCAAAAAGTTGCCTGTCTAAATAGAAAATGTCTTGCTGTGTTTTGTCCTAT 
GGAAAATACTGTAATTCAGGATTATGTTTACAATTGATCCAGGTGTTTGTTTCTAACTTCTGTAATACATACAAT 
GCAAAAAAAAAAAAAAAA 
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CGGTGCTCGAGGCGGAGGGGAGGAGGCGGGGAAGGCGAAAGGAGGGGTTCGGAGGAGAGGGTTCGATCTCCGTAC 
GCACCAGGTGGAGAGCGCGCGCCTGGGGAAGGAGGCGTGTCGAGTAGCGGGAGGGAAGTTGTAGTACGGGTGGGG 
AGAACCACACTAAAGGGAGATGGGGGTGAGCAGTTAAGGAACCGCGAGAGCGCCAGGTAGAGAGCTGCCCTTAAT 
GGGGGAACCTGGAGAAGAGTGTGAGCGTAGTGGGGAAGAAGGGAGAAGACAAATAGGTTCGGGAATGTGTCTCCG 
AGGGCGCGAGCGGGCGCTAGGACCCGGCGTCGAAAAGATGAGGCTTTGGGGCTGTCGGGGCGCGCGCTCCCGTTG 
GTGACGCGGGGGTGGCGGAGGTCTCCGGCCGGGACGAAGCCCCGCAGGGAGTGGATACTCGACAGCCTTCGGCCT 
CCGCTCGCTTCTCCCTGCGCGCTTTCCTGCTCCCCTTTCCGGCTACAGCCCTGGGGTCGAGCTCTGGTCGAAGCG 
CAXTCCGCCTCTCCTTTGGCCCTGCGGCTTCCTTTGCAACCCGCCGCCCACCCTTGCTCTCCGTGGTTTACCCCT 
GGGCTCTGAGGCCTGGTGGTAGCGGCCACTGCCGCGGATTGGCTGTTGCGGACCCGGGGCGGGGCAGGTGGGAGA 
GGCTCGTTCTCCGCGGGTTTCGTTGTGTTTCGCGCC ATGT CGTTTGCTGAGAGCGGGTGGCGGTCGGCTCTGCGG 
CGCCGCGGTCCCGGCACCCCGGGCCCTGTGGCTCGGCCATCGTATTCCTCCTTTACTCAGGGGGACAGCTGGGGT 
GAAGGCGAAGTCGACGAGGAGGAGGGATGCGACCAAGTGGCCCGCGACCTGCGGGCGGAGTTCTCGGCTGGGGCG 
TGGTCAGAGCCCAGAAAGCGCTCGGTGCTCCCGCCGGACGGGAACGGGTCGCCCGTTCTGCCCGATAAGCGCAAT 
GGTATCTTTCCCGCGGCCGCGGGCAGCAGAGCCCAGCCTCGGCGGTGGCCGGTCCAGGTCCTCTCTATTCTCTGC 
TCGCTGCTCTTCGCCATTCTTCTCGCCTTCCTCCTCGCCATCGCCTACTTGATCGTTAAAGAGTTGCATGCTGAG 
AATTTGAAAAATGAAGATGATGTAGACACTGGACTATTAGGATTCTGGACTCTACTTATAATATCCCTAACTGCT 
GGATTCTCCTGTTGCAGCTTTTCTTGGACAGTGACTTACTTTGATTCTTTTGAACCAGGAATGTTTCCTCCTACT 
CCTCTTTCACCTGCCAGGTTCAAGAAACTGACTGGACATTCTTTCCACATGGGCTATAGCGTGGCGATTTTGAAT 
GGCATCGTAGCTGCTCTTACTGTAGCATGGTGCCTCATG TAAA CCCACACTGGAGCGATATTGTTGGCAAAACTT 
AATCATGATTGTTTTGTAATAACAAGAAGGAGCATCACTGTCTACTCAGAAGACTGAGAAACCTGCTGTTCATTA 
TGTAGTTCAGATATTTATCACAATCATCCTCATTATGGAAGACCTTTTAAAGCATTGTTTTAGAATGTCTGAGTA 
TTAAGATACAGATTAATTGGGAATATCTGAGTATTAAGTACTTTCTTCAGAGTATAAGATGTTTACCTCATCTTT 
TTACTTTTGTGTGTGTAGTTCTTTCAAGTTGTAGGAAACATTTTAATGGAATTTAAACTCAAAAACTTGAATACA 
GGACAATGCTTGCCTTTTCATGTATGTACTACATTTTTTGCTAAGAAATACTGATATTTCTGTTTAGTTGAGCTA 
GAAATACTTCTTATTTATACATTTAGGAAAGCAAATAATGCCTACTACTCCGACTTTTATAGAAGCTACTTTTAA 
ATCAGAATATTTAATTTTTGATATTCATATAATTAATAGAAGTTGCATTTATATTTTTTATGGGGCATAGTTCCT 
TATGTGTTTTTTTAATGTATTTTCATACTACATACTGAATTTGTATGTTTTTAAAATTGTTACATCTAGACAACT 
GTAAACATTATTTTTTTAGCTAGTGCAAACCTAGTACCTGCCATTTTTACTAATTTTTGTCTTTAAAAAAAGCAA 
AAAAGCACATTGACCTAAGTTGAAAATTAAGTAAGTTTATTTTTAACAAAAAATGCCTGAAAAAAGCTAAATTAT 
TTAAGTCATTAAGATATTGAGAAAAAATTTGAAATTTTTACTATCTCTGTTTCCACAATTCCAAATATTTATCTT 
GGTGTATATATTGTTACTTTAACAGAACTTGCATTATTTTGTTTTTAATAAATATAAACATGAAATTTTTGTATG 
TGAGAATGATTGAACTAGTTTGTTCTTAATCTCAAAAATTTAGTTACCAAAGTAGAAAAGGTATTTTGATACTAG 
ArATTAAAAACTACATATAGTTAATATAATTTTATAATTTTTGTAATTAAATGTGCTTCTGTAATTGTGATATTT 
TGTTTTCTAAGTAATTAAGCCTTAATTTTTCCCCTATGTTACTAAAGACTTTTAATGTTTAGAAAGTTACCTCAG 
TTTTAGAAAGATGGACTACTTACAAAGCTGTTTTCCCTGGCCATAGGAAAACTTACAATAAGAAACCATTAAGTA 
GTCAAACTGCTTATTCAGGCTAAGTGGGAAATGAATTTGTGCAGTGTGTTCCCTTAATTATCTACTGAATGTTGT 
TACCGACTAAACAAGGTTTCTAAAAGTCT 
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AGTAACATGACTAAAAAGAAGCGGGAGAATCTGGGCGTCGCTCTAGAGATCGATGGGCTAGAGGAGAAGCTGTCC 
CAGTGTCGGAGAGACCTGGAGGCCGTGAACTCCAGACTCCACAGCCGGGAGCTGAGCCCAGAGGCCAGGAGGTCC 
CTGGAGAAGGAGAAAAACAGCCTAATGAACAAAGCCTCCAACTACGAGAAGGAACTGAAGTTTCTTCGGCAAGAG 
AACCGGAAGAACATGCTGCTCTCTGTGGCCATCTTTATCCTCCTGACGCTCGTCTATGCCTACTGGACCATGTGA 
GCCTGGCACTTCCCCACAACCAGCACAGGCTTCCACTTGGCCCCTTGATCAGGATCAAGCAGGCACTTCAAGCCT 
CAATAGGACCAAGGTGCTGGGGTGTTCCCCTCCCAACCTAGTGTTCAAGCATGGCTTCCTGGCGGCCCAGGCCTT 
GCCTCCCTGGCCTGCTGGGGGGTTCCGGGTCTCCAGAAGGACATGGTGCTGGTCCCTCCCTTAGCCCAAGGGAGA 
GGCAATAAAGAACACAAAGCTGAAAAAAAAAAAAAAAAAAAAAAA 
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GGGAGTTGCAGGGGGAGAGATGGAAAGGCTAGCAGCTGAAAAAAAATAGGTAAATAACCAGTGTATTCCATGTAG 
CTGTTAATCTAGTTTGTTGCTTCCATCAGCTGCAGGAGTATTCCATAGTATGCATCCACCATAGTAAATTTATCC 
ATTCACCTGGTTGCCTCAAATTCTTGGCTACCTGGAGAAATTAAAACCCTTGAAGCTAGGGTTCTGAGTACAAGA 
TCAGTTCCACCAATTAGATTTCTTCATTTGAGATTTGGGAGGTAAAGGCTGTCTTTCTGCTGTTTGGGTTGTTGC 
TGCTGGAAAGCAAGTTTATGTACATATGGGGCTTTCTGCAACAGCTTTCCAGCTTTGAAAACCTGCNNNNNNNNN 

AAAATAAATCTACTCTGTAATAGTATAAGTTTGACTACAATAAACTGTGGTTAAGAAGAAAAATTGGCCGGGCAT 
GGTGGCTCATGCCTGCCTGTAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNN^ 

NCCAGAGTAATGGTTTCTTGACTTTCTGTAGCCCTTGTTCCTTAGTCTGCTGTGATATTTATGTTGACCTTTATC 
ATTTTCTATTCTGAACCCCTCTTAGCATTTAATGTGAAATCTAAGAAATTAGAAGTAGAATGGCTTTTATTGTTT 
TGACACCTTTGAAATTATTATTAATAATTTTTCCAGAGCAAAAAAGCAAACACGCTCAATAAGACTAAACAAAAC 
AAAATATAAATGTACATCATTTAATGTCCCAGTGGCTCTATTCTACCTGTAAGAAAATGATACAAAACCACCTAA 
GATATTTTGAAGCCTGACAAATCAGCTTCATGGAAAAAGGTAAAAAATGCATTTTTCAACCGAAAGGGCAGATCC 
AATAGAAGACCCGCTCCTTAAATAAACATAAAATGTAAAAAGTTGGAAAATTAAGAGTAATGTTCCATCTGGAAA 
CTGAACTTTTGTCCTTGAACTTGTGTTGGCACCAAGCCTCATACACAGTGAGCTCAATAACTGTTGGGACAAAGG 
AAGGAAGGACAAAATGTGTAACTTCCCAGCATCTGGGAGATGCTGTCTCTTGCCTCACTGAGTGTTCCTTTTCTT 
TGCTCTCATGTCATTCCCTGAGAACAATGAATTCTGGGACAGGCTAAACATCATGATGAAGTTTCTTAAACAGAC 
TTTCTTAGTGGAAATeCATTTAGATCTGGGTGTGCTCTATGGGGAGTGCTGACGTCAAAGAGCAAATGTCTATAA 
GGGGCCCTTTTAAAATGAACATTTTCCTCATTGAGCAAGCTGGGATTCTCTAATGTAGAAATCAAGCCATCTTTA 
TAATTTCACTTCAGATGTTTATGTTTTTGTTTTTTTTTGTCTCCAATGATGGTAAAAATAAAAACTACGCATTAC 
TTAAAGGAGTTTCCCTCACATGTAAACACTGTTAGGAAGTCTGGATTAAGTTGAAAGTCCTGTTTTAACTTTTTT 
TCTCTCATATACCAAACACTCTGTATTTCTCTTAAAGAAGCCCTTTAAGAGAAAGCCCTAATTTTATATCTGACA 
GTAAAGTTTGCTGCAAGTGTATGAGTTCAAACACATCCCTTGTTTTCTGTCCCTAGGGGAAAAGTCATGTAGTTT 
TAGCTTGGCTCCAGTGTTAATATTATATTCAGTAGCAGCCTTAGAAGAGTGGTCTAAGACTTGAACCTGGAGCAA 
TTTTATAGCACAGAATCCTACGAAGATAGGACTGTGAACATTTGTTTTCTTTTTCGTGTGTGTCAAACTAACTGG 
TTTTTGCTTTACCAATAAAATGTCCTCGGCAGAGTAAATTTTAAACGTGAAAATTATAGATCTTGATATTGAATC 
CATCAGTGATTCAAGAGATACACCTATTTGCCTAAAACAACCTAAGATGTATTGGTTATGGAATCATGTGTTGGA 
TAGGTTCTTAAGACCTGTTTCCTCAAATCTTGACACAGTTTTCAAGGGTGGCTTATTGACTTGCACGGTTGGGCA 
GATAATCCAGATTTACCTAAGATTGGGTAAAAAAGTCATCTGTGACTTTGCTGGCAGGGCATTTGCTAAGTGGAG 
TACAGGATCTAAAAGGGTTTTCTTAGAAAGGGCAATATTGTCCAATGAAGTAAGCAGAAGGACTCTGGGTTAGAA 
GCATCTGCACAAAAACTGGTGAGACCTACTCTCCACTGCTCTGCAGCTGGATGGCTGATGGCAGGCTGAGCAGTG 
GGGAAGCAGGTTTTAACAACAGGGAGTCCTTCCAGGTCACTGTATATTGAGAAGAAACATAAAACTATTGTCTGT 
TACATTCCGAGGTCAGCCTTCTTCTTAACGTTTTATAATATGCAAATGCCAGCTTCTGGAAAGCAAGTATCATCA 
TGTACCAAATGCTTTATACACCATCACATTCATGAATTTTTTAGCATGGTCAGAACTTGTGTAAATATGTCTCTT 
AGATGATTTTGGGGAGATGTGATTTATTTTTCATATTTTCAAAATGCATTTCATTTCAAATAAAGTTATCTATTG 
AGACAACCGAAAAAAAAAAAAAAAGCGG 
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AAAATACTTTGCCAAATGAAATAGACTAGTCAATACATCTGATGTCCATAATTATTGGTAACTCAGTTACCTTCT 

AACTAATAGGCTGGTTCAGGAGACTCTCCCAGTTTATAAATGGTTCTCTTGGGAGCCTTTGGAAGCTGTATTAAA 

TCTTTCAGTCTTTTATTTCTAATTXTTTCTCTTAATCTAAATAGAGGCCAGTTATCTATTTTATCAGCTTTTATT 

CTTGAAGATTCTCAGATTATGTTTTAGTCCCTTTTAGCTTTAATAGTCCTTGAAAAATACATTACTGTATAATGT 

GGCAAXTCTGTAACAGAGACTTATTACTTGAATGAATAATCCTAAAATTTTAATATTTTAGCTGAAGTTTGAGAT 

TTGTGGAATGAACAAAAGAATTAGAAACTTTCATATGTTACTTTGTTTCAGTCATCTGCAAAGTATGAAGCTGTA 

ATTCTGAAATACACATCCAAGTGAATGAGAATTAAAAATTTTCTAAATATTAATACTAACTGGGAAAAAAAAACT 

AGTGTGAAGTTTACAGTTAGAAGAAACAGACCCAAAGTTGCCAGAAGGTAATAAATAAATGXAGTTTTCACTGTA 

AGTAAGTTATTGACGTAAGATGCTTTATTTGTAATATATTTAGATTTTGAAAGTTATTGAGAGATGAATGTATAA 

AAGCTAAATTTTCTTTTCTGAAGCAGTGAAACAAAATTGGGGTAACAAGGAAGCTCTGTTGTGGCAAACATGTCT 

ATGAGGAATATXAAAACTAAGCATACTCCCACAGGCTTTAAACTCAAACCATGAACATTTAAATTAAGTTGTTCC 

TTATTTTGCCTATACCCATTTTTATCTTTCATTGTCGTTTTTGCTTGACAGTATGGTGACAGAGTATTTTTATTT 

GGAAAGTCCTCAGCAAGATGAATTAGCCAAAAGCAATAATGGTXCAGATTAAACAATAAAGTGGAATTGATTCAA 

TCCCAGGCXCAACTAAGAACAGTCGCTCTCTGGATGTTTCATTTTAGACGATAGATAAGTTGAGATGTTGTAATA 

TTTATGGGGGGTTAAGCCTGTGTCAGTTATGGGATGAAGACTTGTAGTACCAGTACCATCAGTGGTCATACTTTT 

XXTTAACTTTTTACTAAACTAATACAGTTAGACATTTCCACTCTATCGTGATTATATXTTTATGATGGGAAAATA 

AAAACACTTCCATGTTTTTATAAATAGTCTCTGCAAAGATTTCAGATGTTATTGGTATCTCGGTTTGGCAGTATC 

TGAAAAATTGAGATTGTCTTTGAAATGTTTGTGCTACTTTTACTTAAGTAAACCCCCACTGTGCAAGACCCAGGC 

CGGCTTCAGCTAATACCAAGGTTTCIGTGTGCATAATAGTTTACAGAGAACTXAAGAGTAAGGACTGCGGATTAA 

AAACAAAACTTTTTTTAACTTTAAAATTTTTAGTTTTTGTTCAAAGTACCTGGTTTATAAAGTCAAATTCTTTTA 

TTAGTTCCTTTCTCGTTTAAATTGACTGATGTTGCTGATGAAGCTTAAAGTCCCAGGCACGGTTGXGGCGATATA 

CTGATAAAATTGGTGCCTAGTGGTGGGAGGAGCTCCAGTGTCAGGACTTTTATTAAAAGGCCCTTGTTTTCCCAA 

ATGCCAATCTAGCCACATTTAGATTTCATTATTCAATAAAACAGATGAAAAATCATCCCATAAATGAATGTTGAG 

GTTACCAAAGTACATCACCTGCTGAGGAAGGATAAATCTTCCTGCTTTAAGGGAGCCCTGTCATCTCTCCTCTTA 

ATGCACGTTTCCCTTGGTATTAGTGGAAGCTGTGTXCAAGATGGGAAGCCTTTCCTGCAGXTCTTAGAAACACCT 

GCTTTCTAAGGAGAGCCTXTTCTAGGATTAGCTTATGTGTGTTTTCTCTAGGCGATTTTTTATTTCAGTTACCAA 

TTTAATTTTCAAGTTGACAGATGCTGTGTAAAGTCTCTCATAATGAGAGTAGTCCATTAAATTGTTGAAAGTTGC 

ACTGCTTTTCATCTTTCAGGTACCTGAAATGAGTGACATCAGGTATTTGGAAGGAGTAAGATCATAAACTGTATT 

CATTTTCTTCCTTGTACAAAGTGATGACTTCTAATGCTTAXATCTCAAGGTATTTTTTAAAAAAGCAACGGTCCC 

TAATAGAGTAAAATTTGGTTTTGGTCCAAGTTCCCAATAATGTATTTAATGTTTCTGTTGTTTACTGGTGCCTCC 

CGTTGCATCAGGTAGAGATTGCCTGCCTCTTTGTAGGGCAGCCTTGTGGCACCTTATGTCCAACTTGGAGGATAG 

TATATGGCTTCTTTGTGCCTCTACTATCTTTTCAAAAGCCATTTTATAAAAATCCTAGGTAGCCTATTTTAATAT 

TTAAATATATATATTTGTGAAAGAACTTTTAGAACAGACCTTTTCTTTTTACTTTAAAATTCCTGTATTTCCATT 

TTTAAGAGTAAATTTAATCTCCAGGATTTAGAAGTGTCTTTCCAGAGAAGCATAATGAGAAAGTCAGACTGAGGT 

AATAAGACCAGAATTAAGTGATAGAAGAAACTGTTGTTTGGTTAAAGGACACAGATTTGAAGGAAAAAATTTTGA 

TGTAACAATTTTTTAAATAAAATTTTGTTTTTCTGTAATGTCATATTTGCTGCTACAGTAGCTCAATATTTTACA 

GGGCTAACATAAAGCTGGCTCCATTTAAAAACTGGAGTACTTCCTAGTGCAGCCAGCCTAGGCGGAAACTGTACA 

CCATGGTCTTCCAGATGGGTGACTGATGGCTTTGGGTAGCTGATGCATGCTTTAATATTTGCCTATAGCCCGGCA 

GCAAGGAAGTCGGGGCGGGGGGACTTTTTTACCCTGCCAGTTATAGCATTGTGATTCTTTCTGGGCACTGGCATT 

TTGTGAAACTCTCAAGGGAAGGTGATGCAGGGGAGAAAATGTGAATTAAATTACATAGATGGGTGTTTTTATGTC 

TTCTACCCCTTTCCTAGAATTAGTACAACTCTTAACTGTGCCAGTCCCCAGTTCACCAGCTTTGTATCCAGTCGT 

CATCTCATTCAAGTATGGCTTTACTTGGTGACACTGGCCATAGCTAAGTTAACTTGGCATGTTTGACTTTTGACA 

ATAACAAAAATGGTTTTGGATTXTGTTTTATTTCCAAAAAATGTATACAATATCAGAACTTCACATTTTATATAC 

TAGTATCTGGCTATTAGTATTTTACAGGAACCATAGTTCTTGGTGACTACATATATATATATATTTTTGTGACCT 

rTTTTGTAAACTAAGTGCCGTTTCAACGTTACAATCATTTTTAGGGTTATTGTAATCAATGTGAATATCATGTTT 

TTTCAAATCTGTTCTGAGCCTATAGTGTTTGCTTTGTGAACATGTGTATTGTATATATXCTGTATAGTTATATTG 

TACTGAAATTAGCTTGTTTGATATAAGGAAAATATGTATTGAGTACCTTTTTGCTAGCCTGATTGTTTAATCTTT 

TTAAAAAAGGTTTAAACTTTTTTTAAAAAAAAAATCTTTAAACTGGCCTTTATTACATGGTCACACATAAAGTTG 
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CAGTTAGGAAAGGGATGGGCAGGGAAAAACTAGTTTTGAGTGTCTTTAGATAGAAACATGAGACTAAGGTTTGAT 
TTTGTTTTCGTTTTCTCATTAAAATATCTTATGCTTTATGGAATAAAAAAAAAACAAAGGG 



WO 2004/043361 



PCT/US2003/035268 



MRLRFDFVFVFSLKYLMLYGIKKKQ 



1439/1629 

FIGURE 1304 



WO 2004/043361 



PCT/US2003/035268 



1440/1629 

FIGURE 1305 

TTCCGGCCTTGTAATCGCCGAGGGCACGTGCATGCCCCCTGGTTAAGAGTTGCAGGTAGCGGTAGCGATGGACAC 
TCTGGATCGAGTAGTAAAGCCCAAAACGAAAAGAGCCAAGAGATTCCTTGAGAAGAGAGAACCGAAACTCAATGA 
AAATATTAAAAATGCCATGCTGATTAAAGGGGGAAATGCAAATGCAACAGTGACAAAAGTACTTAAAGATGTGTA 
TGCACTGAAAAAACCATACGGTGTACTATATAAAAAGAAAAATATTACAAGACCTTTTGAGGATCAGACATCACT 
GGAATTCTTTTCAAAGAAGTCAGATTGTTCTTTATTCATGTTTGGCTCCCATAATAAGAAGCGGCCAAATAATCT 
AGTAATAGGTCGTATGTATGACTACCATGTGCTGGATATGATTGAATTAGGTATTGAGAATTTTGTCTCTCTAAA 
AGACATTAAGAACAGTAAATGTCCTGAGGGAACAAAACCCATGCTGATATTTGCTGGCGATGATTTCGATGTAAC 
AGAAGATTATAGAAGACTAAAAAGTCTTCTTATTGATTTCTTCAGAGGCCCCACAGTATCAAATATCCGCCTGGC 
TGGATTAGAGTATGTTCTGCACTTCACTGCACTGAATGGGAAGATTTACTTTCGAAGCTATAAGTTGCTGTTGAA 
GAAATCTGGTTGCAGAACACCACGGATTGAATTGGAAGAGATGGGACCCTCATTGGATCTGGTTCTGAGGAGGAC 
ACACCTGGCATCGGATGACCTTTATAAATTATCTATGAAAATGCCAAAAGCTCTCAAGCCAAAAAAAAAAAAAAA 
A 
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CAACAACAAAAGGACTTGGACTGGCCGGCCTGGGCGCACGACCCGAGGGCTGGAGTCGGCCCCGCGCCTGCCGTC 
TGGGTACCTGAACGAGGTGCAGCGCAGCCGGCCCCACCGCAGCTACCTCAGCAGTCCCGCCCCGCCCGCGTCCTT 
CCCCGCCGAGCCGGCCTCGCTCCCTTCCCCGCGCACCCCGCACGGCCCGGGCCCACGTACAATGACTCTTCTTGC 
TTTTCACCTAAGTTGAATAAGCACCCTGTGCACTTTAATCTCCTGTCGGTACCATTGGGCCAACTAAAGACAAGG 
TTTTGAAATCTCAGCTATAAAAGACATCCAGCCAAACTCTCAGTCTTGCCTTAACAATCTTCCAGAGGCTGAATA 
AAATGTTTGTGGGTGAAGTCAGTTCTTCCTCCAACCAAGAACCAGAATTCAATGAGAAAGAAGATGATGAATGGA 
TTCTTGTTGACTTCATAGATACTTGCACTGGTTTCTCAGCAGAAGAAGAAGAAGAAGAGGAGGACATCAGTGAAG 
AGTCACCTACTGAGCACCCTTCAGTCTTTTCCTGTTTACCGGCATCTCTTGAGTGCTTGGCTGATACAAGTGATT 
CCTGCTTTCTCCAGTTTGAGTCATGTCCAATGGAGGAGAGCTGGTTTATCACCCCACCCCCATGTTTTACTGCAG 
GTGGATTAACCACTATCAAGGTGGAAACAAGTCCTATGGAAAACCTTCTCATTGAACATCCCAGCATGTCTGTCT 
ATGCTGTGCATAACTCCTGCCCTGGTCTCAGTGAGGCCACCCGTGGGACTGATGAATTACATAGCCCAAGTAGTC 
CCAGAGTGGAAGCTCAAAATGAAATGGGGCAGCATATTCATTGTTATGTTGCAGCTCTTGCTGCTCATACAACTT 
TTCTGGAACAACCCAAGAGCTTTCGCCCTTCCCAGTGGATAAAAGAACACAGTGAAAGACAGCCTCTTAACAGAA 
ATAGCCTTCGTCGCCAAAATCTTACCAGGGATTGCCACCCTCGGCAAGTCAAGCACAATGGCTGGGTTGTTCATC 
AGCCCTGCCCGCGTCAGTACAATTACTAATAGTTTCAAGTTTTGTTGGTTGGTTTCTCTTGGTTTGTGCTTACAT 
GTATGGATGTGTGTATATGTACAGTGAAAATGTTGTCTCTTTACAACCAATTGATAACCAATCACATAGTTTTAT 
CAGTGTATTTAGACACTATCTTGAAAATCAGATTTATATGCTGTGTATCACATAATGCCTTGCCTTTAACATTTA 
CTTTTTTTGTACACTTTTTCAGATTATTTCTGGAAACATATCAATATAATTACAGTGTTTGGGGGTGTCTTTAAA 
TATATTAGGTTATACATTAGTCAGCATTTTAAAGACATTTCTTCCCAAGTACGAGAATAGGCATCTTTCATTTTC 
ATTTTATTTTGTATTACTTAATCTTTTAAGCAAGCAAAAATTTATTCTCAGGGTCAGCTGTACACTTTATTGACC 
AGTACTTGATAATCTCTCXGTATATGATGAATACATTTTTACACACTAACATTAGCATTAACAGGTGATAGTTGC 
CATGGATATAATGGAATTATGGCTGGACTTTCTTTTGAAAGAAAACTTGATGTATTCTGTGTGTATGGTTTTTCC 
CCAGATTAGTCATACAGTTCATTTGGAATTCAGGTACATTAAGCTTTAGTGAAGAGTGCATGCAGTAATTCCAAT 
GTGACTGCATGACGTGGTACAGACATTACAGGTGTTGTAGACAGAGGCACTTGTCTCGTGCAGAGGGATTAAATT 
AGACCTGTGAGATTATATTTGGAAAAATTCATGTCTGTAACTAACCCATTAGTGCAGXATTTAATXTGTTACTAT 
TCCTTCCCGCCAATTCTGTCCACTCCTCACCTCGCATCAGCTATAAATTTGGAAGTACTTGTCCAGGCACTCAAG 
TGACTTCATATTTCTCTCTGCCCATGGGAAAAGAGATAGGCTTTATATTTCCACAGAGTGAAAAATCCTCTGTCA 
TGGAGCCTGTCCTGCCAAGTGGCAAGAGTGTGGGGACTGTCTGGTGATGATGTCTTTCATGGCATCTGAGTGAAG 
AGTGACAGGTTGGCTCAACTTTTTTCTTTTTTTTTTTTTAATTGCCTTGTATTGTAAGTATTCTTCCCTGCAGTC 
CAAGTGACTTTTCATTTTTTGTTTTAACTTCAGGCAAAATCTTTAACCACTCTGGCCTCTGTTTCCCCCACCAAC 
GGGGAGCAGTGACATTTACCTCCCTCACAGAGTCACTGTGAGGATTCTATACTGATTTGAAGTGGAGCTGTTCAG 
AACTGAACCTTGTAGGAAATTCCAAGGGCCTTTCTACTGAATCTGGTGATGGGGTGGGGCCGTGGCACTTTCTCT 
GCCACAGCTGTTCTTCACAGTGTTGGTGCTAATGAGGCCAGGGTGCAGGGTTCGATTCACACGTAGGCCAGTTAA 
CTTAGAGAAAATCTATTTCCTTACCTCTAGCCAGTCACTTCCTTTTTCCGCAGTTGTGATGGGTTTTGCTGAGCC 
ATCCACTCTGACTGATTTCCTCTGAAGTAAACATATTTACAATCCAAAGCAATTCTACTGACAGAAGTGTTGCCT 
TCATAATCAAACAGCTTGTTTTTCCATCTCCTCTGCAACCCTAATTAAATGAGTACAGGTCTACAAAATGTTTTC 
AAGGAGAAAAGCAGCATATCCTTAAGTGAAGTATTATATTTTTCAATAACCCTGTAGTGGCTTGATGCAGGGAAC 
CCTGGGGGACTTTCAGCGAAGAGCTGTGCTCTTTTCTGACTAGATTAGAGCGTTTGGAGTGGAAGACGTCAAATG 
TGTAGTGAGATGGAGGTTTTACATTGTTCTTCTACTGGCTGTGATGAAGTGCCAGAATGTCTCTTTAGAACAAGA 
GTTAGATTCCCCCTTTCTCCTTATTGCCCCTTCCGTTTTGACTTCCCCTTTATTTATTTGTTGTCTAATTAGGGG 
CCAAGTCTGTAAAGTTTTGTCAAAGTGAGTTAGAAGTTGTTTTCTCTTACTATTTGTGTTTACCAGAGTTGGGAG 
ATAAGATAGTTTCCATGAAGGTGTGTATGTTTTATACGATGTTTGTTATAGGGCCATGCATTGGTAACTTGAAAA 
TAGACCAGCTTAATGTCTTCAGGATGTAAAACTCTGAATACACGGCGTCTCTTTTTCATACATTGCATGTAAGTT 
GTTAGTACCTCACAAGCTACAGAAGTTCAGCCATGAGATTTTGTTTGGCAACATGAACAGATTTGTGTATAACTG 
CAATGGCCTTTTTTTCCAGATTTCCTTATTGACTTTTTGTTTGCCTTACCTGGGGCTAGTTTTTTATGCTTTGTA 
CCTAGAAAACAAAAAATTACATTCGTTGGGCTTTTTTTCAAGGTTGGGATTACCACACCACCTGGAATATCATAC 
TGTGGTTTCTGCCTAAAATTGGCACATGTAAGTATTGAAGAAAATGGTTATATAATTCAGTTGAAACTCTTGGTT 
ATTAGATGTTAGGCATCTCCTGTATGTAAGACACAAGGCCAACCACAACACAGAACGATGTTGACCTGTTAAGTA 
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TTCTCTGAAACATGGCCAAAATGCATTTTATGAGCTTTTTTTTTTGCTATTGTAAATATTAGTGGTTTACAATGC 
GCTTTAGACATATTTCTTTAAAATGCAAGCAGTGAGAAATAAGACCTCTCTGAATTAGTAGCTCTAAACTGTTAA 
CATAGAATGTTACTTGGAAAAAGTCTGGAATATGTGGTGTACACAAGCAGTGCTTCGTGAATGAGTTTCTTAGCT 
TTTATAGTGCGCCATGTTTCTCAAAGTTTGTTTTTGTTGACAAAACATXTTATAATATATATCTTATGTTTATTT 
TTTTTCTCAACTAATTGTGTACTGCACTGTAAGGTGAAAATTAGCCATCCATTATTTATCTTCTGTGGCAATGCA 
TTTATATGGTTGATTGGGTGGGGAATTTTTTGCAGAAAGATGCAAAGTGATTGGGTTTTCGACTTCCTATCGCAG 
GGAGCTTTTAAGAAATATTAATTTCCTATACATTTTTCCAATCCCCATGCAAACTGTTCCTGTTTACATACCTTC 
TCTGTTGTATCAGTACTTTGAGTGAGAAGACAGTTTATTTAAAACTTGAGCAGGCTGTTCAGCATTGTTTCTGCT 
TCTGAAATCTGTATAGTACACTGGTTTGTAATCATTATGTCTTCATTGAAATCCTTGCTACTTCTCTTCCTCCTC 
AATGAAATACATTATATATTATCTTTATGTACTCTTAAGAAAAACGAGCAAGGAAGAGTATCTTCATTATTCTCA 
TTTTCTCTGAGTTGGAAACAAAAACATGAAGGACTCCAACTAGAAGACAGATATTTACATTTAAATAGATTAGTG 
GGAAAACTTTAAGAGTTTCCACATATTAGTTTTCATTTTTTGAGTCAAGAGACTGCTCCTTGTACTGGGAGACAC 
TAGTAGTATATGTTTGTAATGTTACTTTAAAATTATCTTTTTATTTTATAAGGCCCATAAATACTGGTTAAACTC 
TGTTAAAAGTGGGCCTTCTATCTTGGATGGTTTCACTGCCATCAGCCATGCTGATATATTAGAAATGGCATCCCT 
ATCTACTTACTTTAATGCTTAAAATTATACATAAAATGCTTTATTTAGAAAACCTACATGATACAGTGGTGTCAG 
CCTTGCCATGTATCAGTTTCACTTGAAATTTGAGACCAATTAAATTTCAACTGTTTAGGGTGGAGAAAGAGGTAC 
TGGAAAACATGCAGATGAGGATATCTTTTATGTGCAACAGTATCCTTTGCATGGGAGGAGAGTTACTCTTGAAAG 
GCAGGCAGCTTAAGTGGACAATGTTTTGTATATAGTTGAGAATTTTACGACACTTTTAAAAATTGTGTAATTGTT 
AAATGTCCAGTTTTGCTCTGTTTTGCCTGAAGTTTTAGTATTTGTTTTCTAGGTGGACCTCTGAAAACCAAACCA 
GTACCTGGGGAGGTTAGATGTGTGTTTCAGGCTTGGAGTGTATGAGTGGTTTTGCTTGTATTTTCCTCCAGAGAT 
TTTGAACTTTAATAATTGCGTGTGTGTTTTTTTTTTTTTTAAGTGGCTTTGTTTTTTTTTCTCAAGTAAAATTGT 
GAACATATTTCCTTTATAGGGGCAGGGCATGAGTTAGGGAGACTGAAGAGTATTGTAGACTGTACATGTGCCTTC 
TTAATGTGTTTCTCGACACATTTTTTTTCAGTAACTTGAAAATTCAAAAGGGACATTTGGTTAGGTTACTGTACA 
TCAATCTATGCATAAATGGCAGCTTGTTTTCTTGAGCCACGGTCTAAATTTTGTTTTTATAGAAATTTTTTATAC 
TGATTGGTTCATAGATGGTCAGTTTTGTACACAGACTGAACAATACAGCACTTTGCCAAAAATGAGTGTAGCATT 
GTTTAAACATTGTGTGTTAACACCTGTTCTTTGTAATTGGGTTGTGGTGCATTTXGCACTACCTGGAGTTACAGT 
TTTCAATCTGTCAGTAAATAAAGTGTCCTTTAACTTC 
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CAACTTGGGTGAACAGCCAACTAAATGCAGTCCTGAAGAAGATGAGGAGGACGAGGAGGATGTTGATGATGAGGA 

CCATGATGAAGGATTCGGCAGTGAGCATGAACTGTCTGAAAATGAGGAGGAGGAAGAAGTGGAAGAGGATTATGA 

AGATGACAAGGATGATGATATTAGTGATACTTTCTCTGAACCAGGCTATGAAAATGATTCTGTAGAAGACCTGAA 

GGAGGTGACTTCAATATCTTCACGGAAGAGAGGTAAAAGAAGATACTTCTGGGAGTATAGTGAACAACTTACACC 

ATCACAGCAAGAGAGGATGCTGAGACCATCTGAGTGGAACCGAGATACTTTGCCAAGTAATATGTATCAGAAAAA 

TGGCTTACATCATGGAAAATATGCAGTAAAGAAGTCACGGAGAACTGATGTAGAAGACCTGACTCCAAATCCTAA 

AAAACTCCTCCAGATAGGCAATGAACTTCGGAAACTGAATAAGGTGATTAGTGACCTGACTCCAGTCAGTGAGCT 

TCCCTTAACAGCCCGACCAAGGTCAAGGAAGGAAAAAAATAAGCTGGCTTCCAGAGCTTGTCGGTTAAAGAAGAA 

AGCCCAGTATGAAGCTAATAAAGTGAAATTATGGGGCCTCAACACAGAATATGATAATTTATTGTTTGTAATCAA 

CTCCATCAAGCAAGAGATTGTAAACCGGGTACAGAATCCAAGAGATGAGAGAGGACCCAACATGGGGCAGAAGCT 

TGAAATCCTCATTAAAGATACTCTCGGTCTACCAGTTGCTGGGCAAACCTCAGAATTTGTTAACCAAGTGTTAGA 

GAAGACTGCAGAAGGGAATCCCACTGGAGGCCTTGTAGGATTAAGGATACCAACATCAAAGGTGTAATCAGCCTC 

ATTGGACCACTGGTCAGAAATGTCTGCGTTTTGTCACGTTATCCATTGTAAATTTTCATTCTGTTTTGCATGTCA 

GTTAGCATTATGTAAACATTTACAATTAGGTTACATTGTTTTAAGAACTAAGTAGCATAAGTGAAGCATGATCCA 

AAATACTTGATTATTGCATTTTCAGAGCATAAACCATGATTAAAACTGCTACTGGCATCAGAATTGAAAATCATA 

TGTTTAAGTAAATGTTAGGTACAGATTACAAAAATCTGTTAAAGCAAAACATTTTGGAGGAGTGAAATAGTAAAA 

TGCCAAGTATTGTGGCAGATTTATGCTCTGAACCACACAAAAAAATTGAGGAAGCATTTTTTTAAACAGTCGGTT 

TAAATTGTTTTTAGAATTATTGCTTTTTGTXCTAATTTTCCACAACCATTAATCTCACTTGTATATGGCACACCC 

AGCACXTGTGCCTGTGGGCCATATTAGATGTTCATTGTCAGAGCTCAAGATGNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNCACAAATGTCTGTGCAAGTAAGAAAAAAAAAGCATATTCTTTGXGCCTTGTATTT 

TGGGGAAACTCTAAAACTGGTAATATTTTGTATGATGAAAACCCTAATGAGAAAAAACAAGATATATAGATGGAA 

AAATTATGGGGTXTAAATGTTTTTTTGTTCCAACTCTTTTTCAGATTTTTTGAATGTATATAGGACTATGTTGAA 

ATGTAGATATATGCCACAGAGTCTGTGTATTGTATAAAAAACAAAACAAAAAACAACAAAAAAAAGATGGCTCTA 

GAAAACTCATATTTCGGTACTTGACCGGAAGAAGACAAATACTTGCACATTATTGCGATTGTTTTATTTTTTGTA 

CCAAAGACAAATGCAACTGATATGGCAAACTGCCAGTCTAAGTAAAGTTTTGCACAGCXTACATGATACTGTATG 

AATGTATGAAAAAAAAGGAGAAAAAAAAGAAAAAAAAAGGTCAGGGTTAGGGATCTTACTGAACTGTGAATTTTA 

TTTCTGTTTGGGTCCAATTATCTACAGAAGGAGCATCCATACAXACAAATATTATTXTGCTGTTCCTCTAGTTCG 

CTTCCATAGTAGATAAGTTGGTGGCCATTTAGATGTCTTTTATTTCTGCACTTATTGTAGGAAATTTTAATATAT 

TTCATTTTAGTAAGCTATTGATAAAATAGTTTTTGACTTTGAAAATTAAAATGTTTATTTAGCTTATTGTAGTAT 

ACTTCCACCAGACAACAAAATAGATTATTTTTATTGTATTATGTATATATATATATGTAAAGAAAGAAAAAAGCT 

AAAAATATCTAATTCTTTAGTTGCCACTTTTCCAATTGATGTATTATTGTGCATGTAATATTTTCAAAGATCAAC 

ACAGGCTAAAACAAAAACAATTTATAGATTTTTATATTTTTGTACAGGTATTTTCAAACTAGCTTCTTCAAACTT 

AACATGTGACTTATTCTTCTATAGTTTCTAGAATTGAGAAACATTAACACATTTAGTTTTTAGGTGCTCTTTTTT 

GCTCATATAAAACAGCXTCATTAGTCAGTGTTTTAACTGTGTTCAAGCTTTACCTCTTGATGAGAAATTTCTTAT 

GTCAAGGCAGCATTATAAACCXTCCCCCACAGATXTTTCCATCCTGTCTCTCTTACTGTTTTATTCTCAAATCTT 

GTGCTTTGAACTCTGAAAACTGGTGGCTTAAAAACTAAAAAAAGAAAAAAAGCATATTTAGCAAGGAAAAAAATA 

CCAAAAATTTCAGGCATAGCTGCTGGAAAAATTATCTATTTCTCCATTACCCACTGTAGGATTTCTTTTTTAATT 

ATACTTTGACTATAAAGTGTCAAAGTATAATTTGTTCTTTTCTTTTACTTTGTTACCCCATTTGTAAGCTATAGC 

ATATGAAGCTATATATATAGCTTGTGAAGGTTTGATCTAGAACACCCAGTAACAAATGAACAATGTTGCTTACCT 

GCTTCTTTGACATCTTAAAAAAGAAATCCAAGGAGGATTGTAAGGATTGTCTTACCACCTTAGCTGAACTGTGAT 

GCACAAGATTTTTCTATGTGTTTGGTGGAAATGTACCTGGTTTGTACATTCACGCTAAACAGATGATAAGCTCAA 

GTCTGATGGTTTAATAGAATGXAAGTTCATCGTTTAAAGCTTTTCCTTTTTAGGTTGGAGAAGGCAAAACACAGG 

CTTGCAAGTTGGAAGTATATGAAGTCTTGACAGAGTGTGTCTGGTAAATTGAAAAGTGTTTCAAACTATGGCAGT 

TTTGCAATCAGGTGAAAATCACCTCATGATATTCAGCTGATAAGGTTTATAAAATTGCCCCTTTCTAGCTGCTCT 

GTXAGGAATTCTGGTTTTTGATACTTTTTTCCTGTCTGCAAACCAGAATXTGATTTTTTGGTCTTGCATTTCAAA 

AAAAAAAAGACIXIGAAXCXGIXIAGXAGAIXCCAIAXCIIIGAGXITCAGXGIXIXAXAXGIACXACXIAAGXI 

AAATAGTTAAAAGCTTTTAAATAGTTGAGCTTTTTAATGTTGACACTTTATTTTGTACCTATTTATATATGTATG 

TATATCTTAGAAAAGCACTTTGTTAAAAAAAAATTGCATTTTATATGATTCCTGCCATTTGCTGCTAAATCTGGG 
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CTGGTCAGAATGCTGCAGCGATACTTGATCTATATAAAAACCTGGCAGTAAAATGTAGAGTGAAAGTTAAATCCT 
CTTGCTGTTTTAACTTTATCATAAAGATGACATAGGCAAGCTGTGCAGCTTTACATTTTAACCAGGGGACTCTGT 
GGCATTTAAAACCGTCTAGAAATGGTTGTACTTTAATGCCAGTAATAATCTGCTTCCTCTATTGTCATTAAAATA 
TATACGTTTAGTGTATCACACAAACCAATCTTATAAGGGTAATGTAAAAACCCCAACAATTGTACATGTTCTGTT 
TTTGAAAATTGTGGCATGTATTTTTGGGTGAAGATCATTAGAGAAGAGTTCTCTAAAGGTTTTCTGTGTTCATAC 
ATGGTATACAGATAGCTCATAATGAAGTCCAGAATCTTACTTTTAAGTGAAGGCATTGTGAATTCACCTCAAGTA 
AACCCATTGTTCCAAAGCAATTATAAACTTTGACTCTAGTACTACTATGATTTAAAAAAAAAACCAACAAAAACC 
TTTTTTCCTAGTTTCAGATACACTGGATTCTTTATAGAGTTTGTCTCCATATGAAAGCATGCTGTCCAGTCGCTC 
TTGTTAAGATCTTGTCTGAGTTTTGAATTGGGTGCCACACTTTTCCAGTCAATATAATTGCTTGTTCTACTGTAC 
CATGTATGATTCTTGTCCTTTCCTATATCCTTCATGACAGATTATGATGTGGCTTTATATTGTGCCTTACTTGTA 
CATTTAAAACTAAACGTCTTCATTCCCTTCCACTTCCTACATCTTTAACTTTGACCTTTTTGGTAAGAGAATCAG 
AACTATTACAAAAGCATCATGAAGGATTTCAGATGGGTATGGTTTCAAATTCCCTCTCTTTATAGTTATTTTATA 
TTTGTATGAAAGACCAGTTTTGGATGGTCTTTGAATATAGGGGGGAAAGATTAGCAGTAATTTCACTACATCCCT 
TTTCTCTGACTTTCATGCATTTCTCATACATCTTCTTTCTGATGCTTGACTTTATTTGCrTCCTAGCAATAGTCT 
GCATTTAAAGAAAGGTGTGTTCAATTCATCAGCTTGAAATTGACTATTTCATTTTTCCAGGATTTTTTAGGAGAA 
GAGTACCCATTTTGTTTTATAAAAACAGATGACAAGTCTCTTTAAAAGAAACAGAAGTACAGTACTTTTGAAATA 
CAATGCTGTTAGTTTGGATTTCTTTTTATATATATATATAATATTCATACAATGATCTGATGTTTGCCTTCATTA 
ATAAAGCTGTTAGTTTATTCACCAAAATGTCAAGAATGGATGTGCTTTTCTTTATTCCACACATTTAAAAAAATT 
TAGCTGCTAAGATTTAATGTTATAAGAAATGAATTCAAGTTGCCTTCAGCAAGAATTAACAAAAACTTATGTTCC 
CTTTCTTTATATAGTTTCCTAAAATTCTGTTCAAGTATTTTCTAGTTAATTATGTAACAGAATGTTAGCATCTCT 
CCATATCTTGAAACTTGAATTTTGAGAATGCATTGAATTATGCTTTCAGTGTTAAAGTAAAAGGTTTCAATTATC 
CTTCTAGTGAAGTCTGTTGTGGAATACCATTTCCCATGGAACTGAGGCCATTTCCACAACTTTGCACAGAACTGC 
AGTCTTGTTCTTCCCTTGGATCATGACAAATAAGTCTCACACAGTGCCGTAATACTTGTGGATTCTTTTGTAATC 
TTTGTAATCTTAATAAGGGCAXTATGAGAAGACGACTCCATGTTTTTTTAATACTTCAAACACATTGGGATGTAA 
CAATGAATGTCAACTGTAGGAATGGTGGTTTCGTTTTAAGGAATAAGCATGTTGGGGAAAGATGATGAAAATGTA 
CTACXGAAAGTTATACACTTCCATAGGCAAATGGGATTATGTGTTGAAGCATAGTCCTCATGCTTAATAAACTGA 
CTGAAATCGTAGAAATTACACCTAGGAACTGAGCTAGGCCAAATTGCCATTTTTGTTTAGAGAGTTTTGGAGGTA 
GTAGTGAGGGGACAGAGCCTTAAAACTACTTCCAAACAGTATTTTGGAATTGAAGACrTGGTAACTAGTGAAGAA 
CATCAAAGTTGGGTATTTCAATGTGCCAAGTTTGGGTGAACTAGGTTCGGTTTGCCTCTTTCATAACAATGTAAA 
CACAATGGTGTAGTTAATTAAATTCTGGGTGGATAGGAGCAGGACTGATTACTATGTCTTGCCCTTCGCCCTTTG 
TTTTTTTCAGAACCAAATAACAGAAATGTGTATGTGTGTACTGTATCTGCCTTTCCACCACATTTTTATGACACT 
GTATTCCACTGCCTGCTTTTTTACCTTCTTTCCCTAGGATTTGTCCTACAGCTTAGTATTGTGGTTGACAGCGAT 
ACTAGGGCTGACAGCACAGAAGTCACAAGAGAAGAGTGGAAGGGCAAGAATTCAAAGCATTTGTTCATACAATGT 
GGCAACCTCTTTTGCATAGTTGCGTAGGATCCTGTTTGTAATGCTATCATAAATATTCTGTAGTTTTTTTTTTTT 
CTCTCCCAACTGGAGCTATGACACTTTTTATTGGATTCAGTCTTGTCTCTTGTCTAGAAAGAACTTTATCTTGTT 
GACGCATGAGCTGTTTAAAAATTATCCTATTAAATGTTGGTTAATAGTTGTGCAGTTTTTCATTTCAGATGGAAA 
GGCAATGCAAATTTTGCCTTTGTTTTCTGTCACCTTCCAACCCCTGAGCACTTCTAGTCAGATACAGATTCATCA 
GTGTATGCAACATCCTTTGTAATTTAAAATAAAAAAAGATGAAAAGAAAACGTTCTGAATTGTTTGCCTCATGTT 
TTCGCCCTTCCTTTCTGTACTTATATCTTGCTTACCTAGGTAACCATCCGCTCCTCAAGATAACCTATTCCAAAG 
AAATTCCAAATCACAGAG 
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KLLQIGNELRKLNKVISDLTPVSELPLTARPRSRKEKNKLASRACRLKKKAQYEANKVKLWGLNTEYDNLLFVIN 
SIKQEIVNRVQNPRDERGPNMGQKLEILIKDTLGLPVAGQTSEFVNQVLEKTAEGNPTGGLVGLRIPTSKV 
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GGCACGAGGCTGGAACCAAACAGTTTGGCATGTGTGTCAGTGATACACAAAATAGTTTTGCAGATTATGGTTGTA 
TGTTACAAATTAGAAACGTGCATTTCTTACCGGACGGAAGGTCTGTGGTTGATACAGTTGGAGGAAAGCGGTTTA 
GGGTTTTAAAAAGAGGAATGAAAGATGGATATTGCACTGCCGACATTGAATATCTGGAAGATGTTAAGGTTGAGA 
ATGAAGATGAGATTAAGAATCTCAGAGAGCTTCATGATTTGGTTTACTCTCAAGCCTGCAGCTGGTTTCAGAATT 
TAAGAGACAGATTTCGAAGCCAAATTCTTCAGCATTTCGGATCAATGCCCGAGAGGGAGGAAAACCTTCAGGCAG 
CCCCTAATGGACCTGCATGGTGTTGGTGGCTTCTTGCAGTTCTCCCTGTAGACCCACGATACCAGCTGTCGGTTT 
TGTCAATGAAGTCTTTGAAAGAACGGTTGACCAAGATACAGCATATACTGACCTATTTTTCTAGAGACCAATCTA 
AGTAACTAACTCTTTGGATCTCCCTTTAAAGTGACCCTAATCTGGCTGCATTGATGGCCAGATTGTCTGCTGCCT 
TTGCACATCTAGTGCTGGTTTCAG2VAATTTAATGAAACTTTTCTTTTTCCTTCGACCTCCTGAATCATGTGGTTC 
TGCAAATGAATACCTTCAACTAGGATTTAGACCACTAAGAACTTGCACAGAAAAACACGCATTGAATGTGTGTCG 
AACCTCTACATTGTGAAGTTGCACTATGTACCATACTCTAAAATGAAATAAGAACTCTTTATGTCTGTGAGAGAG 
TGTGTGTGTGTGTGTGCGTGCGTGTGTGCTTGTGGGGGTTGGGTAGTGTGTGTGTATTTTCTCTGGCTTTAAAAT 
CTTAAAACAAACAAACAAAAAAGCCATAGAGAGCAGAACTTGCCGAGGGTCATTTATTGCCCAAGTTTACAAGAG 
TAGCGATACAAGTTTTTGCAAATTGAATTTGCCTCAGATATATCTGTCCTAATGCTTATATTTGCACAAGTATGT 
AAAATATCGTGTTGAGGATCATTCTTTGTTGGAAATACTGCTCTTGCTGAACTGTCTTGACCATTGACTATGACA 
CAGTTTCTTATTTATGTAAATACTTGCATCACAGTGGCCGACAGGCATTGGATGCAGAACCTAGAGCCAGTTTTC 
AGGAACAATTGTAAACCTGACATGGTACTGTGCATCTATTCATAAAACACTCAAAACTGTGAAAATATGGTTTAC 
ATTTAATTGTACATAAAGGTAAAGGGAGAACTCAATTCAGTACCAGTTAGTTTGTACATTTTAGGGGGCTTTTCA 
CATTAACTGCCCATTTGTGTAATTTATAGTTTGACATGATGTGTTTGTTTTAAAAAAAAATGCATAGTATAAACC 
CATTAAGGATCTGGGAAAAGAGAAGAAGTTTAATATAGAACTAAGCTTTTAAAGTTTGTTTTTGTTTTTAATTCT 
GGTCTCGGTGCAAATGTTAGTTATGCCTTATTCATATCACAGTTAGATCACCATGCTGCAACATGGTTTATATTC 
ATGCTGCCCTAGAAACTTTTGTAATTATTTGTTGCAAATTTGTGACTGTCCTTATTAACTTTCTTTTATGTAAGT 
AATTTGTAAAAGTTTCTTAAAATTTTTGCTTTTGCTTATTTAATTTTGAATAAAAGCTAAATTCCTAAAAAAAAA 
AAAAAAAAA 
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CAGGGCXGCSCTTTTTTTTTTTTAATAAGATAGCTGGTGCCCAAGATTGTTTTCCACCTTAAGGATAAAACCTGTT 

AAGAAAGCCTGAACAATTACAAAAAAGGAAGAAAAGGAGACTTGGCCAACTGGTGXCAGGAGTCTTAACAAGGTC 

ATAGTTTGCCAGCCCCTGCCCTAAACAAATAATTCTTGAATGCCTACTGTGGTGTGTAAGATATGAGTAAATACC 

AGGGATACACAGAGAACAAAAGAGAAAAACTGCTATTCTTGTGAAACTTGGAAGTTGGAGGAGACTTGGAAGATG 

CAGAACTGGATGACTACTCATTCTCATGCTATAGCCAGTTGGAAGTGAATGGATCGCAGCACTCACTGACCTGTG 

CTTTTGAGGACCCAGATGTCAACACCACCAATCTGGAATTTGAAATATGTGGGGCCCTCGTGGAGGTAAAGTGCC 

TGAATTTCAGGAAACTACAAGAGATATATTTCATCGAGACAAAGAAATTCTTACTGATTGGAAAGAGCAATATAT 

GTGTGAAGGTTGGAGAAAAGAGTCTAACCTGCAAAAAAATAGACCTAACCACTATAGTTAAACCTGAGGCTCCTT 

TTGACCTGAGTGTCATCTATCGGGAAGGAGCCAATGACTTTGTGGTGACATTTAATACATCACACTTGCAAAAGA 

AGTATGTAAAAGTTTTAATGCACGATGTAGCTTACCGCCAGGAAAAGGATGAAAACAAATGGACGCATGTGAATT 

TATCCAGCACAAAGCTGACACTCCTGCAGAGAAAGCTCCAACCGGCAGCAATGTATGAGATTAAAGTTCGATCCA 

TCCCTGATCACTATTTTAAAGGCTTCTGGAGTGAATGGAGTCCAAGTTATTACTTCAGAACTCCAGAGATCAATA 

ATAGCTCAGGGGAGATGGATCCTATCTXACTAACCATCAGCATTTTGAGTTTTTTCTCTGTCGCTCTGTTGGTCA 

TCTTGGCCTGTGTGTTATGGAAAAAAAGGATTAAGCCTATCGTATGGCCCAGTCTCCCCGATCATAAGAAGACTC 

TGGAACATCTXTGTAAGAAACCAAGAAAAAATTTAAATGTGAGTTTCAATCCTGAAAGTTTCCTGGACTGCCAGA 

TTCATAGGGTGGATGACATTCAAGCTAGAGATGAAGTGGAAGGTTTTCTGCAAGATACGTTTCCTCAGCAACTAG 

AAGAATCTGAGAAGCAGAGGCTTGGAGGGGATGTGCAGAGCCCCAACTGCCCATCTGAGGATGTAGTCATCACTC 

CAGAAAGCTTTGGAAGAGATTCATCCCTCACATGCCTGGCTGGGAATGTCAGTGCATGTGACGCCCCTATTCTCT 

CCTCTTCCAGGTCCCTAGACTGCAGGGAGAGTGGCAAGAAXGGGCCTCATGTGTACCAGGACCTCCTGCTTAGCC 

TTGGGACTACAAACAGCACGCTGCCCCCTCCATTTTCTCTCCAATCTGGAATCCTGACATTGAACCCAGTTGCTC 

AGGGTCAGCCCATTCTTACTXCCCTGGGATCAAATCAAGAAGAAGCATATGTCACCATGTCCAGCTTCTACCAAA 

ACCAGTGAAGTGTAAGAAACCCAGACTGAACTTACCGTGAGCGACAAAGATGATTTAAAAGGGAAGTCTAGAGTT 

CCTAGTCTCCCTCACAGCACAGAGAAGACAAAATTAGCAAAACCCCACTACACAGTCTGCAAGATTCTGAAACAT 

TGCTTTGACCACTCTTCCTGAGTTCAGTGGCACTCAACATGAGTCAAGAGCATCCTGCTTCTACCATGTGGATTT 

GGTCACAAGGTTTAAGGTGACCCAATGATTCAGCTATTTAAAAAAAAAAGAGGAAAGAATGAAAGAGTAAAGGAA 

ATGATTGAGGAGTGAGGAAGGCAGGAAGAGAGCATGAGAGGAAAGACAGACAGGAAAATAAAAAATGATAGTTGC 

CATTATTAGGATTTAATATATATCCAGTGCTTTGCAAGTGCTCTGCGCACCTTGTCTCACTCCATCCTGACAATA 

AXCCTGGGAGGTGTGTGCAATTACTACGACTACTCTCTTTTTTATAGATCATTAAATTCAGAACTAAGGAGTTAA 

GTAACTTGTCCAAGTTGTTCACACAGTGAAGGGAGGGGCCAAGATATGATGGCTGGGAGTCTAATTGCAGTTCCC 

TGAGCCATGTGCCTTTCTCTTCACTGAGGACXGCCCCATTCTTGAGTGCCAAACGTCACTAGTAACAGGGTGTGC 

CTAGATAATTTATGATCCAAACTGAGTCAGTTTGGAAAGTGAAAGGGAAACTTACATATAATCCCTCCGGGACAA 

TGAGCAAAAACTAGGACTGTCCCCAGACAAATGTGAACATACATATCATCACTTAAATTAAAATGGCTATGAGAA 

AGAAAGAGGGGGAGAAACAGTCTTGCGGGTGTGAAGTCCCATGACCAGCCATGTCAAAAGAAGGTAAAGAAGTCA 

AGAAAAAGCCATGAAGCCCATTTGATTTCATTTTTCTGAAAATAGGCTCAAGAGGGAATAAATTAGAAACTCACA 

ATTTCTCTTGTTTGTTACCAAGACAGTGATTCTCTTGCTGCTACCACCCAACTGCATCCGTCCATGATCTCAGAG 

GAAACTGTCGCTGACCCTGGACATGGGTACGTTTGACGAGTGAGAGGAGGCATGACCCCTCCCATGTGTATAGAC 

ACTACCCCAACCTAAATTCATCCCTAAATTGTCCCAAGTTCTCCAGCAATAGAGGCTGCCACAAACTTCAGGGAG 

AAAGAGTTACAAGTACATGCAATGAGTGAACTGACTGTGGCTACATTCTTGAAGATATACGGAAGAGACGTATTA 

TTAATGCTTGACATATATCATCTTGCCTTTCTTGGTCTAGACTGACTTCTAATGACTAACTCAAAGTCAAGGCAA 

CTGAGTAATGTCAGCTCAGCAAAGTGCAGCAAACCCATCTCCCACAGGCCTCCAAACCCTGGCTGTTCACAGAAC 

CACAAAGGGCAGATGCTGCACAGAAAACTAGAGAAGGGGTCATAGGTTCATGGTTTTGTTTGAGATTTGTTGCTA 

CTGTTTTTCTGTTTTGAATTTTCTTCTTTGTTCTGTTTTTACTTTATTTAGGGGGACTAGGTGTTTCTGATATTT 

TAGTTTTCTTGTTTGTTTTGTTTTGTGTTGTCTGTGAATGGGGTTTTAACTGTGGATGAATGGACCTTATCTGTT 

GGCTTAAAGGACTGGTAAAATCAGACCATCTTATTCTTCAGGTGAATGTTTTACTTTCCAAAGTGCTCTCCTCTG 

CACCAGCAGTAATAAATACAATGCCATAATCCCTTAGGTTTGCCTAGTGCTTTTGCAATTTTCAAAGCACTTCCA 

TAAGCATTCCTTCCACCTCCTTGATAGGCATTTATGGAAAGCCTGCTACATGTCAATCATACTGTTAGGCACAGG 

GGACCTAAAGACACATAAAAGGATGGCATTCTGCCTCATAAATXGCAAAACCTAATGAAAGTGACTGCTTGGTAA 

ACAAATTATTATTATATTATAAAATGCTATAAAAGAGCCATATTGAAAGTGCCCTGTTGGAGACAGGGCAAATGC 
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CACAAAAATGATGTAAATTTACATGGAGGAAAAGTAGAATCTGCCTGGTTTGTAGGCAGCAGAAGACATTTTTCA 
TCAGTGGGCAGGTGTTCTTTACCTTTTGTAGAAATGGGAGTCAAGTCTCAAATAGGAGGCTCCACAAAATCTCAT 
GCCAGGTCTCTGATACCTTATTCACAGAAGTTCTTTGAAGTATTTATTGTTATTTTCTTTGACTTATGGGAAAAC 
TGGGACACAGGAAGACAGGTAAATTACCCAACCTCACACGTTAAGTCAGAACTGGGAGCCATAATTTTGTATCCC 
TGGTATAAATAGACAATCTCTTGAAGAAATGAAGAGATGACCATAGAAAAACATCGAGATATCTCCAGCTCTAAA 
ATCCTTTGTTTCAATGTTGTTTGGCATATGTTATCTTTGGAATTTAGTGTCTGAGCCTCTGTCTGTTACTGTAGT 
ATTTAAAATGCATGTATTATAATCATATAATCATAACTGCTGTTAATTCTTGATTATATACCTAGGGACAATGTG 
TAATGTAAGATTACTAATTGGTTCTGCCCAATCTCCTTTCAGATTTTATTAGGAAAAAAAAATAAACCTCCTGAT 
CGGAGACAATGTATTAATCAGAAGTGTAAACTGCCAGTTCTATATAGCATGAAATGAAAAGACAGCTAATTTGGT 
CCAACAAACATGACTGGGTCTAGGGCACCCAGGCTGATTCAGCTGAXTTCCTACCAGCCTTTGCCTCTTCCTTCA 
ATGTGGTTTCCATGGGAATTTGCTTCAGAAAAGCCAAGTATGGGCTGTTCAGAGGTGCACACCTGCATTTTCTTA 
GCTCTTCTAGAGGGGCTAAGAGACTTGGTACGGGCCAGGAAGAATATGTGGCAGAGCTCCTGGAAATGATGCAGA 
TTAGGTGGCATTTTTGTCAGCTCTGTGGTTTATTGTTGGGACTATTCTTTAAAATATCCATTGTTCACTACAGTG 
AAGATCTCTGATTTAACCGTGTACTATCCACATGCATTACAAACATTTCGCAGAGCTGCTTAGTATATAAGCGTA 
CAATGTATGTAATAACCATCTCATATTTAATTAAATGGTATAGAAGAAC 
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MHDVAYRQEKDENKWTHVNLSSTKLTLLQRKLQPAAMYEIKVRSIPDHYFKGFWSEWSPSYYFRTPEINNSSGEM 
DPILLTISILSFFSVALLVILACVLWKKRIKPIVWPSLPDHKKTLEHLCKKPRKNLNVSFNPESFLDCQIHRVDD 
IQARDEVEGFLQDTFPQQLEESEKQRLGGDVQSPNCPSEDWITPESFGRDSSLTCLAGNVSACDAPILSSSRSL 
DCRESGKNGPHVYQDLLLSLGTTNSTLPPPFSLQSGILTLNPVAQGQPILTSLGSNQEEAYVTMSSFYQNQ 
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CGGGCGAGAAGGGCAGACGGGACATGCAGCCTCTTCCGCCTGAGCCCCGGAAGTGATGTGGCTGCGGCATCGCGG 
CCTCGCTATGTCTGCCATTTTCAATTTTCAGAGTCTATTGACTGTAATCTTGCTGCTTATATGTACCTGTGCTTA 
TATTCGATCCTTGGCACCCAGCCTCCTGGACAGAAATAAAACTGGATTGTTGGGTATATTTTGGAAGTGTGCCAG 
AATTGGTGAACGGAAGAGTCCTTATGTTGCAGTATGCTGTATAGTAATGGCCTTCAGCATCCTCTTCATACAGTA 
GCTGGGGAAAATGCCAGAATGTAGTTGCCATCAGATTTGATTGTGAACAAGGACTGACTGCAGAAAATAATGGAA 
AGGATGTTTAACTCTTTTATCTCCGAACATTGAATGAGATAAATTTCCAGATGCTGTTCTCTATTTTAATGTTAT 
TGGACCAATGTTCTGTATAAACAATTAAGATGTAACCATTTAATAGTCTGTAACAATCAACCTCAGTACTGTCAC 
TACAATATTACATTCTGCAAATGTTATTCTGTTGTATCAGATACAAAATTTTAGTGAGGTATCTCTAAGGCACAT 
AGTAGAAAACAAAATTGGTTAATTACTCAAGTTCCTTTCACTGTGATTTGGAAATGATTTAATCTTTATAGAATG 
AGAACCTTXTTTGGACTAGCTTTTTTATTAAAATGGCTCAATTTGTGTTGATAAGGATTGCATTAATATTTAATA 
GTGCTTGCTTTTCCTCTGGGCACACCATTTTGATCATTAACCAGAGTACCTCTACTCTTAGCAAACTCTAGTTTA 
TGACAAGTATTTAAAATATTTAAAACAAGCTTATGCAGTTCTTAAGGACGAAGGTAAATGAGATGTAACTTAAAA 
ATAGTATTGGGAAAATGTTGATAGTTAACATTAGTGGATTTAGACTAGCCAAATGACATAGTAGGCTCTGAAACA 
TCTTGTCAAGTATATGTATTTTGTGCATGAATTTTTGCTGGAAAGCTGTCTTTCTCTGAAAAACACAACGTTCTT 
AGAATGAAAAGAACAATTATAAAATAAAAAAAAAATTTAAAAAAAACTGGGCGGGGG 
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MSAIFNFQSLLTVILLLICTCAYIRSLAPSLLDRNKTGLLGIFWKCARIGERKSPYVAVCCIVMAFSILFIQ 
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GGAATTCGGCACGAGCCCGATTCCGCGCCCGCCATGGCCGACAAAATGGACATGTCTCTGGACGACATCATTAAA 
CTGAACCGGAGCCAGCGAGGCGGCCGGGGCGGGGGCCGCGGCCGGGCCGGCTCCAGGGCCGGCCGCCGCGGTGGG 
GCGCAGGCCGCCGCGCGAGTGAATCGAGGCGGCGGGCCCATCCGGAACCGGCCGGCCATCGCCCGCGGCGCGGCC 
GGCGGAGGCGGCAGGAACCGACCGGCGCCCTACAGCAGGCCAAAACAACTTCCCGACAAGTGGCAGCACGATCTT 
TTCGACAGTGGCTTCGGCGGTGGTGCCGGCGTGGAGACAGGTGGGAAACTGCTGGTGTCCAATCTGGATTTTGGA 
GTCTCAGACGCCGATATTCAGGAACTCTTTGCTGAATTTGGAACGCTGAAGAAGGCGGCTGTGCACTATGATCGC 
TCTGGTCGCAGCTTAGGAACAGCAAACGTGCACTTTGAGCGGAAGGCAGATGCCCTGAAGGCCATGAAGCAGTAC 
AACGGCTTCCCTCTGGATGGCCGCCCCATGAACATTCAGCTTGTCACGTCACAGATTGACGCACAGCGGAGGCCT 
GCACAGAGCGTAAACAGAGGTGGCATGACTAGAAACCGTGGCGCTGGAGGTTTTGGTGGTGGTGGAGGCACCCGG 
AGAGGCACCCGCGGAGGCGCCCGTGGAAGAGGCAGAGGTGCCGGCAGGAATTCAAAGCAGCAGCTTTCGGCAGAG 
GAGCTGGATGCCCAGCTGGACGCCTATAATGCGAGAATGGACACCAGTTAAACAGACCAGCAAATCCGCGTGCGG 
AACAGGACCCAGGCGTCTCCTCTTGCTCCCTGGTTGGGGGGCGGTGGCTGGGGCTGTGCGCCCAATGATGGATTT 
GTTTCTTTTATGTTTTAAAATAGGATTTAAAAACTCATGTAAAGGTTTTTTTTTTTTCTTTTTXTTTTTTTTAAT 
TCTGAAACAGACCTGTTTTGTACCGAGTTATTTTTGGGATAAATTTTACTGGTTGCTGTTGTGGAGAAGGTGGCG 
TTTCCACCTTTTCCATAATAAAATAGAAATGTGTGTAA 
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FIGURE 1317 

MADKMDMSLDDI IKLNRSQRGGRGGGRGRAGSRAGRRGGAQAAARVNRGGGP IRNRPAIARGAAGGGGRNRPAP Y 
SRPKQLPDKWQHDLFDSGFGGGAGVETGGKLLVSNLDFGVSDADIQELFAEFGTLKKAAVHYDRSGRSLGTANVH 
FERKADALKA^QYNGFPLDGRPMNIQLVTSQIDAQRRPAQSVNRGGMTRNRGAGGFGGGGGTRRGTRGGARGRG 
RGAGRNSKQQLSAEELDAQLDAYNARMDTS 
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FIGURE 1318 

GGAATTCGGCACGAGCCCGATTCCGCGCCCGCCATGGCCGACAAAATGGACATGTCTCTGGACGACATCATTAAA 
CTGAACCGGAGCCAGCGAGGCGGCCGGGGCGGGGGCCGCGGCCGGGCCGGCTCCAGGGCCGGCCGCCGCGGTGGG 
GCGCAGGCCGCCGCGCGAGTGAATCGAGGCGGCGGGCCCATCCGGAACCGGCCGGCCATCGCCCGCGGCGCGGCC 
GGCGGAGGCGGCAGGAACCGACCGGCGCCCTACAGCAGGCCAAAACAACTTCCCGACAAGTGGCAGCACGATCTT 
TTCGACAGTGGCTTCGGCGGTGGTGCCGGCGTGGAGACAGGTGGGAAACTGCTGGTGTCCAATCTGGATTTTGGA 
GTCTCAGACGCCGATATTCAGGAACTCTTTGCTGAATTTGGAACGCTGAAGAAGGCGGCTGTGCACTATGATCGC 
TCTGGTCGCAGCTTAGGAACAGCAAACGTGCACTTTGAGCGGAAGGCAGATGCCCTGAAGGCCATGAAGCAGTAC 
AACGGCTTCCCTCTGGATGGCCGCCCCATGAACATTCAGCTTGTCACGTCACAGATTGACGCACAGCGGAGGCCT 
GCACAGAGCGTAAACAGAGGTGGCATGACTAGAAACCGTGGCGCTGGAGGTTTTGGTGGTGGTGGAGGCACCCGG 
AGAGGCACCCGCGGAGGCGCCCGTGGAAGAGGCAGAGGTGCCGGCAGGAATTCAAAGCAGCAGCTTTCGGCAGAG 
GAGCTGGATGCCCAGCTGGACGCCTATAATGCGAGAATGGACACCAGTTAAACAGACCAGCAAATCCGCGTGCGG 
AACAGGACCCAGGCGTCTCCTCTTGCTCCCTGGTTGGGGGGCGGTGGCTGGGGCTGTGCGCCCAATGATGGATTT 
GTTTCTTTTATGTTTTAAAATAGGATTTAAAAACTCATGTAAAGGTTTTTTTTTTTTCTTTTTTTTTTTTTTAAT 
TCTGAAACAGACCTGTTTTGTACCGAGTTATTTTTGGGATAAATTTTACTGGTTGCTGTTGTGGAGAAGGTGGCG 
TTTCCACCTTTTCCATAATAAAATAGAAATGTGTGTAA 
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FIGURE 1319 

MADKMDMSLDD I IKLNRSQRGGRGGGRGRAGSRAGRRGGAQAAARVNRGGGP IRNRPAIARGAAGGGGRNRPAPY 
SRPKQLPDKWQHDLFDSGFGGGAGVETGGKLLVSNLDFGVSDADIQELFAEFGTLKKAAVHYDRSGRSLGTANVH 
FERKADALKAMKQYNGFPLDGRPMNIQLVTSQIDAQRRPAQSVNRGGMTRNRGAGGFGGGGGTRRGTRGGARGRG 
RGAGRNSKQQLSAEELDAQLDAYNARMDTS 
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FIGURE 1320A 

ATATGACTAAAGAGTCCTCTGGAATGGCCACAACTGAGAGATAAAGCAACCTCAGGGTCCTGGGAGGGCAAAGCT 

TGGCCATCACAGCTTCTCAAGTCrGCAACAGAGAAACTCACTCCAAGAGCAAGAAGCCAAAGAAAGAAAAACTAA 

AGATGATGAAGGAGCAACTCCCATTAAAAGGCGGCGTGTTAGCAGTGATGAGGAGCACACTGTAGACAGCTGCAT 

CAGTGACATGAAAACAGAAACCAGGGAGGTCCTGACCCCAACGAGCACTTCTGACAATGAGACCAGAGACTCCTC 

AATTAXTGATCCAGGAACTGAGCAAGATCTTCCTTCCCCTGAAAATAGTTCTGTTAAAGAATACCGAATGGAAGT 

TCCATCTTCGTTTTCAGAAGACATGTCAAATATCAGGTCACAGCATGCAGAAGAACAGTCCAACAATGGTAGATA 

TGACGATTGTAAAGAATXTAAAGACCTCCACTGTTCCAAGGATTCTACCCTAGCTGAGGAAGAATCTGAGTTCCC 

TTCTACTTCTATCTCTGCAGTTCTGTCTGACTTAGCTGACTTGAGAAGCTGTGATGGCCAAGCTTTGCCCTCCCA 

GGACCCTGAGGTTGCTTTATCTCTCAGTTGTGGCCATTCCAGAGGACTCTTTAGTCATATGCAGCAACATGACAT 

TTTAGATACCCTGTGTAGGACCATTGAATCTACAATCCATGTCGTCACAAGGATATCTGGCAAAGGAAACCAAGC 

TGCTTCTTGACATTAGGTGTAGCATGTCTACTTTTAAGTCCCXCACCCCCAACCCCCATGCTGTTTGTATAAGTT 

TTGCTTATTTGTTTTGTGCTTCAGTTGTCCAGTGCTCTCTGCTTGAATGGAAGATAGATTATAGGCTTAXTCTTT 

GGTCAGGCAGAACTCCAGATGAAAAAAAACTTGCATCTTCAGTATACTTCCTAAAGGGCAATCAGATAATGGATA 

TGTCTTATGTAATTAAGAGTTCACTTTAGTGGCTTTCATTTAATATGGCTGTCTGGGAAGAACAGGGXTGCCTAG 

CCCIGIACAAXGIAAXirAAACIIACAGCAIXXXIACXGXGXAXGAXAXGGXGICCXCXGXGCCAGXIIIGXACC 

IIAXAGAGGCAGAXXGCCXCCGAXCGCXGXGGIXCXXAXIAXCAAAAIXAAGXIIACXXGXAXACGGAACAACCA 

CAAGAAAIXXGAXXCIGXAAAGAAXCCICIXXAGCIGXGGCCXGGCAGTAIAXAAAXGGXGCXIXAIXIAACAGA 

AIACCIGIGGAGGAAAIAAAGCACACIXGAIGIAAAAAXAAXXGXXIXAXIITIAXXGACAXGACIGAXIGAXXG 

CIAXICXGXGCACIIAAXXAAACIGAIXGIGAXGACXIXXCAXXIGXIXACAXACGIXGCIICAGICXICTCAGG 

XGAAAGIAGXGAGAAAACCGIGAAAGAGGGGGGAAACAXIXAXCCAXIAIAXGCIGXXXCACXGGAAGIGTXACC 

AGCAGICCACAGAACXAAIGIGXCCCCACAGACIXCICAAXCCXCICCACACCGAAGIGCAAAACCACAGCAGGG 

AGAXGIGCAGGGAGAIGXGGAGCAAAACACAGCCAAXXXGCCCXCACCXCAACAIGCIXXIGAAIGCAAXAIACC 

ACIGIIXIACGACCIAAGAICIACACACCIIAAAAACCCIAAAGIAAAAIAAAGGAAIAGIGXCAACAIGCCAXX 

IAIXXIXXGXCAXCIXGAACXAAAAGIACAGCXGCAAGCAAGCXIGCXAIAGGACAAGCIICAGCIIGGGAAACA 

TCAACTATCTGCACTCAGGACTTACCTATTTCCAGAGGAATATCGATGGAAGGTCAGGTTAATACTTAATTTCAG 

GTTGTTTGCTACTTTTAAATCAATGCAGTGXCTAGTTATAATAAAGAGTCAAACAATGCTTXACATTGTATATAT 

GTTCATAGATTTCATCCAATATAAAATAAAGACAGTGTTTTTAAACAAAAGATAGGGAAGAGGTAAATGTGACAC 

TTTTTCCGCTTACAAAAAGTAATGCCTTATAATAAATTTTAATTCAACCATTTAGGGGGGTCAGCTGCAGTGAAC 

CTTTTATTTCTTCAAAATGCTGCTTCTGCCAACAGAATTTCATGTTCTCTTCTTTACAGATAGATAGATAGGAAC 

TCCTTCAATTGTAATTCTGTTTGCCCTAGAGTAGGCACAAAAXTCAGTGCAAACCATGGCATAGTGTTCTTCTGG 

CCAGTTCCCACATCTCCATTTCATGATGATCTTCTTATTTGTTAACAATCCTAGATATTCACCAGTGATGTTCCC 

ATCAAACATCTGGAATTTCCCTCCCTTTTCAGTTTCTCCTTTACAGTGAAGArGCTATACAGCTGCTCTACAGTT 

GTGTCAAACAGTTCCATCATGTGAAGAGCCACAGTGGGAATCCTTACACCCAGTGCCACTGGAGATGAGGCCTGA 

ACCTGCAGGGTATTCCCACTCAGTTTTCTTXTGACAGTCAATTCCTGGGTTGCCATAGCTTTCGTTGGXAAAAXC 

AIXCCCGIXGIAAAIXCICAGIGXCAXCIACIXCAXIIXCCICAGAAAGAXXGGGIAXIICAAICAAXCCCIIGI 

GCXXCACICCAGAIICXIIAACGAIGCCXXXCCAGCCCAGXIIGAIGXICCACICAXAGAAGAAAAICAGCIIIC 

CTTTGCGGCTGCTGCACGAAGCCTCCCCTTCCACCTGCTTCAACTCGTTGATCTCGCCGCGGCCAGCGTCATTCT 

CCACAACGATGCCCACCAGGAGCTCCTGGAACTTCCCTTTGGACAAGCXGGTGGCATCCCGCTCTGTCCTGCCAG 

GGACCAGAAAGTCGTGAATGGAAGCCCCAGCTGGGATCCACCTGCCTGGGTGCCAGGGTCACGTCCAAGCCCAGC 

CCAGATCGGCCCAAGTCCTCTCAAGCAGCCTCGAAACCTGCCAACCTCCAATGTGCTCCTCAAACCTGCTTTCTA 

TCAAATTCTTTTCATCCTGCTCAGTTCTTTAAGATATXATTGTCCACTATGCAAGTAGTATTCTGTCTTAAAAAC 

ACTGGCTTATTTAAGGGACGAGGATCTAGCTAGCTCGCCCACTGGAAAXAGGCAAAGCCTAGGCCACAGGGAAAG 

TAGCAGXAGTGAAATAATCAGAATCATGACAATACCAGCTATCAAGTGTCTTCGCATATACATCGTCTAATGTAA 

TCTTCCCAGGTAATATTCTCACTTTAGGGGACAGAAACGAGCTGAGAGAAATGACATGTCCATCGGGCCAAGGCT 
AGGACACTAGAAAGTCAGATCNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNIWNNNNNNNNNNNNNNNNNNN^ 
NNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNKNNNNATGCCCTCAGAGCTCCTCCGGACCAGCCAAGTCATGCTCCTCTGGGGACCGG 
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CCTCAGCATCCCCTCGACGGCCTGGAGGGACCACAGCCCCGGCCAGAGGCGCAGGGCAGAGGACATCCCTTCCGG 
AGGTTCTGCGGCGGAGGGCTGCCGACCTCTCCCCACGCGCCAGGTGAGGCGCGTAAAGGAAGGGGAGCTTGTCTC 
ACTCACAGAGGGCCCGGCTCGCGGGAGGCGCCTGCGGGGTGGGCGCGAACTGAGATCCAAATTTCTGCCCTTTCC 
ACTACGTTCCATACCCCCGCCCCTAACACAGTCTCTCAATCCAGCTCCCTTCTAACTCCCCGAAACATCCAGAGG 
GGTGGGCGGGAGGAGAAGGGAAGGCCCTCAGGCCACAGACGGTGGGAGTGGAAAGGTCTGTCGGAAGTCACTCTT 
GGGGCCCAACCCAACTTTCAAAAAGAGGCAGCTGCAACCCTCCTAGCCGGTCTCCGTACTCAAGGACTCTCCCGA 
GCCCAGAGGCGAAGGCCGAGCCCTGCGTCCAGCAGCTGAGGGGGGGCGGCCCCCTGACCCCCTGGCCCCGCGGCC 
CCGCACAGACCCCAGGGCAGCCCCGGCTCCCGCGGCCCGGCCCTCCCCAGATCCCGGAAGGAGGCCGCCGCCAGC 
CGCGCCAGCGCCAGTTGTTCACGTTGGTCCCGTCCTCCCGCTCCTCCACGATCCAGTGGGGGTTCCCTGGCCCCA 
CTTGGCCATGGCGGCGTGGACTGGGCGGAAAACAAGGAAAGGCCGCGGCGCCTAAGGCTCCGAAGCCAGCGTTTC 
CGGCCGCCGAGCCCCGGGCGGCGCGTTCGCAGCTCCCAGAAACTGCCAGAAGC 
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MKTETREVLTPTSTSDNETRDSSIIDPGTEQDLPSPENSSVKEYRMEVPSSFSEDMSNIRSQHAEEQSNNGRYDD 
CKEFKDLHCSKDSTLAEEESEFPSTSISAVLSDLADLRSCDGQALPSQDPEVALSLSCGHSRGLFSHMQQHDILD 
TLCRT I E S T I HWTR I S GKGNQAAS 
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FIGURE 1322A 

TGACAAAATCTTTTATTTATTTAAATGTTAGTAATACGTTTATTGATGAGACTAGGAGCTTCTCTGCAGCATCTT 
CATAATACATTGGTTTTAGTTCCCACACTATTCCCACATCTTATCTGGGAAGATTAGAAATACAGATGTAATATG 
GAAGCTTCAACAGCATGGGGGTGGTGATAGTGTCCTATTTGCCCTTGGTAAAATATTAAAGCGTATTTCTTAACC 
CAAAGAGTGATTGGTTATATGAATATATTTGAAAAAGTTAAAGCAAATTTGCAAACCTTTACAAAATCATGTATC 
AATTTTATGCTATCCAGTTTTTACGTACCCATGTGTCAACATTTCATATATCCAGTTCTTTGGGTGCTGGTTCAC 
TTTTTTTCATTTATTCAAATTCAGAAAAATACGGACGGATCTAATGTTAAATTAACCAGAAACCCTGGAACATTC 
ATATCTTGAGAGGGAATTTGCTACTCTTTTACTTTTGGGATTTCATTATAAAATAGGCTCATTTTATACATATGT 
CCTGTGGTCTGTCTTCCAGAGTGTGCTGTAATCATAAGTCTCTAGCAAAGAGTGGAGGGTGGAGGGTGTGTAGAA 
CTCCACTCAGCCTCATGGATACATCTACAAGTCTCTCAACCCATCCTGTTACAGTTCTCCATGAGAGTCACCTCA 
CACTTGGAAAAGAAGGAGGTTAAAGCAGAGTATTGTTGGCAGCCAGCTATGCCCATCCTCTTGTAAATAACTTTC 
CAACACACCCATTTCCTTGCCTTAAGGTGCAGGTTCCTACTTCTACAAAATTTCAAATGATTGCAGGTCAAAAAC 
CTTTGGAGTTACTCACAAATAATAATAAAATTTCAAATAACTAGGGTCTACTTGTCCATCAAGATGACATTACCA 
GTGGAACCCACCTGTTAATTTTAAAGTAGCTTCAG7VACCCAACAAAAATTATGTAAGCCTGGTTAAATGTCCTTT 
TTTCTTCTTGCCTCTAATAAAATCAGGATCTTCGGCCTTGATACTAAATATGTGTATATTTAGTTATGATGGTAC 
TTGTAGATGCTCACATTTCCAGTTCCAAACTCGCCCGTACTTTTTATGTGCTTCAAAATATTGGACACATTTCTG 
TTAATATATGATTTCTGTATCCACAAACCGCTGTTTGCTTATGCTGAGTCAATTTAGAAGTTAATTTCCAATCTA 
GTCTCAACTGCAATGCATTTAAAATAGGTAAAACAAGTAAATGAGTTTGGGACATTTTGAGATTAATGTTACTGC 
CCACTTGACTGTCAATTTCAAATGGCTCCTAATGCAACCAAAATTATAACCAATGTAGCATGTGTAGGAAAGGTA 
TTTTTAATTATTTAAAATCATTGTGTATATTACAGCAGTATGAGGAATGCCTGGCTAAAGAGGATTTTTTAAAAG 
ATGAAGAATGGTTTTGCTTGTATTATATAGGCTTACTGAGTTTGTGAGCAGCATAAAAACAATCATTCCTTAATT 
CTTCATTGTGGAACTGAAATATXTCTGTAATGCATTTTTTAAAAGGAGACTCCTAGACACAGCTGTAATAGTGGG 
AATAGAAATGTAGAGCTTTTCTCATAACACAAAACCAGAAAATAATTTTCAGCACTTTGACTTACTCTATGTAAT 
AAGGAAAAAAATTGTTTCCACAAAGTTGAACTATGTAGTAATATTTGGTAACATATGGCATGGCCACTTTATATC 
ACAGAATGTGTGTCAAGTTGCAAAGCATACTTGGGCCATAGCAGACACTAAGAATTAAAACTCTTAAATCAGTGA 
AACAAAAACTAATGGGCAGCATTCTCTCTGTTTGGAATGGGATCAGTATACAATTAATACAATTTAATTTTACAC 
ATTCCCTAAGACACCATTTTTAAGTTACAGTCACATGAGTGTTTGTATAAATTTAAGTCAATGCTTTTAGCCTAG 
GCAAAGCrAAATACAAGGTTTTTGGGGTTTTCTTTTTTCAGCTTTATTATTGAAGTATTACAAACTTAACATCAG 
ATACCAATGTGTAAAAAGTACTATTGGGTCCTTAAGGGCTCTATCAGGGAGTTGAAATTTCATACGCTTTACCAG 
GTTACTTGTAAAAAATGAACAGCTGTAAGACATTTCAAAACCATTGCAGACACATTGTTAAAATGCAGCCATTTG 
ATAATGAAAGCAGAAACCTTAAGTTTTACCTAATTATTGCACTAAATGTAAATGATAACATAAAATTAAGTGTGC 
ATTTTAAACAGATTCTATTTCCCACTTACTGCTTAGCATAGAAAAAGAGCTATGGTTAGAGGAGTGACCAGCAAG 
ATTTATTTCAGATGGAAAAGGGGTGAGAAAGTGGAAGCACCTTACTGTTAGAGCATGTTGCATCTATTTAGTGCT 
ACTGAACAATTCAGTAGTTATTTCTGAACTTTGCTGCAAAGTGCTCTTTAGTTAAAGCACATTAAGAAGGGTCAC 
TGCTTAATTGCTTTGTAAAATGAAGCAATGGTATTTTTTATCCGATATAGTGTAATTTAAAAGTTTTCCTACAAA 
GTGAGTTTATATTGTTGCCTAAACTATGTTATGTAAGCAAAGGTTTTGGAAAGGCGGGAGGGAGTCTAGATTCGG 
CGAGAGTGTGCGTTTGTGTGTGTGAATGTATGAAAAGTTTCCCCATTGGGTTATTCTTAAGATGTGTTTATTGTA 
AAGTTTTCTACGTTTTGCCCACAGTAAATGTACAACTTCGCAATTGTAGGATTTAATTGATTGAATTCCAAATTT 
ATACTGTCTCTTCCCTTCTGCAGAGACATTATGCCACTGTAAGGTGCATGTACAGAAAATACCTCTGAGGTTGAC 
TTGTTAAATAACTGATGAATGTTATTTCACACTGAATCTCAAAGCAGTCATTTGTTTTGCGGGTTAGGGGAAAGT 
TTTGTTTTTTGCTGGTGTTTTTTGTTGTTTTTAATTAGGCACACTAAGAGTGGCTAAATTTGGGGGAATTGGTGG 
ATAGGAAAGACCTTGAAAAGTGATGTGTAGATGAAAACACAAGGTATGGATGTTGGTTACAGAGTTCAGTTTTAA 
CAAGGGAAATTTGGGGATTTTTTTTTTTTTACTTGCATGTTCTATGGGTAGCTATCAAAGGGTGTAACAAATTAT 
TCCAGCTTTTCCCAATACTAATTATATTGGTTTTAAAAAGTCTGCATAATCACTAGGTGGCATTTTCCCTTCATT 
TGTGAACCAAGAGGGGTAAATGATGCTACCCATACAGTGACTTCTGAGTTCTTTAACTTTGACAGAATCTCCATT 
GTXTCATTGAATTTCTCATTGTATTATATGTCTTTCCAAGTGTGCAAACTATAATATGTAGTTAATGAAAAATGG 
AAGGCTGCAGATXATTTTGCATGAATAATTAATTGCCCATTAGGGCTAAGGAGACTGACATGATTTTTATCGGTT 
CTGGGTAAATGAAAATTTTAATGGAAAACTCATTCACCATTTACTAGCTTTGTGCAATATTATAAAAGGTAGAAG 
CAAAACACTAGCACATTGTGCTTTGCTTGGCTTGTAAGGATGGCTTTAGTACCATTACATTAAATGGACAGTGTG 
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CACAGTGTATTGTAAATGCCAACTCTTGCAAATTTACAATACTTAAATATGTTCAATTAACATCCTAAAGTATTA 
AAAGTACAGAGGAAAAACTAAGCAAGCATTTATAGCAATACCATGAAATCTCCAGTAATCGTTTTGACTGTTGCC 
TTTTGCTCTTTAGTGCAGCTTTTCTGCATTGTAATTGTATTGCTTTGTATTTCATGTTTTTTACACTCATGACTT 
CAGAGTTAAGTACTTGTACACCAAGTATTGCAATCACCTTTCTCTTGTTGTACATGCAATGTAACAACCTACAGT 
TTTGGTGCTTTTAACAATATTCCTCTTTTTCTTTAATAAAGGATATTTATTTGAATTAACCTGATTTTGTTTGTT 
TAAAATATCAGTGGTACATATTTTCACTTCATTTCAAATAGGAGGACCATAGCAAATTGTATATCTGTTATGACA 
AAAGTTNTAACATGGAGAACAGGATCCAGAGACCATCCATGCCTGTATTTCTGCCTCTTCCTGAGCGCTGTTTGT 
TGTGACATATTTTGATGGCAACTTTCTTTGTGCTATTAATGAACTTTCTCATTGTTTATAAATATTCACAAAGTT 
TGGAAGTGCTGACTTCCAAATTGGAAAATTTTTAAATGGGGGTGGGGAGAGGCAGAAAAATATTTATAAAGTTAC 
ACACTCA 
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GCCATGTCCTGCAATTTATGTACTATGGAACTATAGAGCTGAGTATGAATACCGTTCATGAGATTCTTCAGGCTG 
CCATGTATGTTCAACTTATAGAAGTGGTGAAGTTCTGCTGCTCTTTTCTCTTAGCGAAGATCTGCCTAGAAAATT 
GTGCAGAAATTATGAGACTCTTAGATGATTTCGGCGTAAACATCGAGGGAGTCAGGGAGAAGTTAGACACCTTTC 
TGCTAGACAACTTTGTGCCACTCATGTCTAGGCCTGACTTTCTGTCCTATCTGAGCTTTGAGAAGCTCATGTCTT 
ACTTGGATAATGATCATCTGAGCAGGTTCCCAGAGATAGAGCTGTACGAGGCTGTGCAGTCTTGGCTGCGGCATG 
ATAGAAGACGCTGGAGACATACCGATACCATCATTCAGAATATCCGGTTTTGCTTGATGACCCCAACCAGCGTTT 
TTGAGAAGGTTAAGACATCAGAATTTTATAGATACTCCCGACAGCTCCGTTACGAAGTTGACCAAGCATTGAATT 
ACTTTCAGAATGTTCACCAGCAGCCTTTGTTGGATATGAAGTCAAGCCGCATCCGTTCTGCAAAACCGCAAACTA 
CAGTATTTCGAGGAATGATTGGACATAGCATGGTTAACAGTAAAATACTTCTCTTAAAGAAACCAAGAGTCTGGT 
GGGAGCTAGAAGGCCCACAAGTACCTCTGCGACCTGACTGCCTTGCTATCGTCAATAATTTTGTGTTCCTGTTAG 
GCGGGGAAGAGCTGGGCCCGGATGGTGAATTCCATGCTTCTTCCAAAGTATTCAGGTATGACCCGAGACAGAACT 
CCTGGCTGCAGATGGCAGATATGTCTGTACCACGCTCTGAATTTGCTGTAGGTGTTATTGGGAAGTTTATTTACG 
CCGTAGCAGGCAGAACCAGAGATGAGACTTTCTATTCAACTGAGAGATATGACATCACCAACGATAAATGGGAAT 
TTGTGGATCCTTATCCAGTTAACAAATATGGACATGAGGGGACAGTGCTCAATAACAAATTGTTTATCACCGGTG 
GAATCACCTCATCTTCCACCTCCAAGCAAGTGTGCGTGTTTGACCCCAGCAAAGAAGGGACCATAGAACAACGGA 
CCAGGAGAACTCAAGTGGTTACCAACTGTTGGGAGAATAAGAGCAAGATGAATTACGCGAGATGCTTTCACAAGA 
TGATTTCTTACAATGGCAAGCTTTATGTCTTCGGTGGTGTCTGTGTGATCTTGAGGGCCTCTTTCGAATCTCAGG 
GATGCCCTTCTACAGAAGTATACAACCCAGAGACTGATCAGTGGACCATCTTGGCATCCATGCCGATTGGTAGAA 
GXGGCCAXGGXGXGACXGXGCXGGACAAACAAAXAAXGGXXCXXGGAGGCCXXXGXXAXAAXGGXCAXXACAGCG 
ATTCCATCCTCACTTTTGATCCGGATGAAAACAAGTGGAAGGAAGATGAGTACCCTCGGATGCCCTGCAAGCTGG 
ATGGTTTACAAGTATGCAACCTGCATTTTCCGGACTATGTACTGGATGAGGTCAGGCGTTGCAACTAATGACATC 
CTCCTCCCTAAAAAAAGAGGCAAACAAAGTAXTTGTTTGCACAGAGTAATTAATTAAAACATATAAAGAAAAACC 
TCACCAGTTTTACTATCAAAGCCATTGGTCTAACATTGTAAGAATTTTTCATTCTGTGCTAGCATCCTTTTTTTC 
TTTTCAGTGGCCTCAAACTCATGCAATAAGTTAATTCTAAGTGCTAGCTCTTGAAACTACTTCCAGAAGCAGTTG 
AATAGAATGCTCCACTTATCTGGGATATTGATTTTCTGCTTTAAACATTTCTTTCAGATGTTAGCGTAGGAGTCA 
TGTGTCTTCTAAGAGAAGACCCGATAAGTGTCACTGGATGTGATTTCAGTCTCTGTCTCTATCTGAAACCTTTTT 
GAAGATTTATXTCAGTGTATTTCAGTCTGTTATACTTTTTAGTTTTATTATTTAAAAGTTTAAAACTCTTGACCT 
TTTTGCATGGCTTTTTGCTGAAAATGCAAAAATATAAATTTTCTACAAAATTAACTTTTTATATTCAAAACACTA 
TTTCTAAGCTGCCTTCTCTTATCCGCATTGTGTTAGTGAAAGCATATTCATACTCGCATACAACCTATAAATACA 
CAAGGCACATCCCTTTTATGCGTGGTTAGGATTCTATATTTXTAAGCTAGTGCACTTACTTGCACACACAGTTCG 
CCATACTTGTTGAATTTTAGATGTAACGTCTTTTCACATATTAACATTTTTAGAAAGTTGAAATAACTGGAGTCC 
TCATTTGCTATCAAAGTAGCCTATCTTCAGTCCATACTGATTCAGTAATATTTGAACTCCTTATATTTCTGAAAC 
ATGTATGGTTATGAAAACTAACACCTTATATTTTATTTTCAAAAGTAAATGTTAGTGTTCTTTGTCGATGTATGT 
CTTTTCTTTTTGAAAATGTTTTTCTTTGCAGTCTGTTTAACGTTACCCTGTTTTTAGTGAGAATCGGAGTGGTAT 
ATGACAAGTTCTGGCCCTGCAGCATGCAAGCACTTTTAAAGAGCATTTAGGTAATACCAGACTCCTAAATCAAGG 
CCCCTTAAAAGTAAGXGCAACTCCCATTTTTTACATTCAGTAAGGCTGCTGCATTTGTTATTGAATGGAAGGTAG 
AAACXCXXAGAAAAXXXGACCXCAGXXXXGACXXAGAGGXAAGAAAXAGAAXXAXAAXGXXACXGGXXXXAXCXA 
CXXGXXXAXXXXGXACAAAAXACCCAGCGACACXAGGGAXGXAAGCCCXCAGXXXXXGXXXTATXXACXGAAAGC 
XAXTAGCAXGAAGGAXAGXAACCACAAAGXXCAGAAXGGAXCAAGAAXAGCXGXXXAAAAGCAXXTAXAAXAAGX 
GXXXTAGGAXXAGCXGCACCXXXCAACXCXXXAAAXGCAGAGGAAAAAACAXAGXXGACAAAGXXAAGCAAGAAX 
AACCXGGGAGXGGAXCATXGAAAXXGAXGCCAXXXGCGCAXGAGXAGXCXAXAXCXGAXACAGACXAGAXCXAXA 
CXGGCAAAACXXGCCAGAXCXXAGAAXAXXGGXGCAAXAXXGCAAXGCCXXCXAXAXGGCXGCXGAXGXAXAAAX 
XXXCXAGXXXCACXXXGTTXGGXGXXXXXXGXTXXXXXGXXXGTXXGXXXGXXXXXXXGCXGCXGCCACCAXXGA 
ACAXAAAAXGGAAGXGXGAAGXCAXGGAAAXGTGAAGACXXXGGXXXXXGGGGGXXXXXXGGGCAGXXAXXAGAC 
AXACXAXGAGAXXAAACCXGAXCXXCAAACXCCAGAAXXGGAGGCAXXXGGGXXXAAGAAACCAGGXACATAAGX 
AGCXXXXGAAAAAACCAXXGGCAXXGAXXXCAAAAAXCAAXAAXAAXCXXAXXXXAXAXAXGAGACXXAXAXXXX 
CAXTAACXAGXCCXGXCAXXXACXXACAGXXXCCAAACAXGAAAXXXGGXAXCXXGXXXCCCAXGGXAAXAXGGG 
XAAAAGXCXXXXXCXACAXXXAAAAAAXACAXXAXXXXAXXXXXGAAAGXXAGGAAXAAGXXAGCCAXXXAAXXX 
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TTTTCTACATTAGTTTAGTGGCTTTGTATGTGTGCTATTTTGCTTTAAAGAAAATAACGTCTTCATTATTTTCCT 
CATTGATGTCTTTTGCTAGAAAAGACCAAGAAAGAGCCATCAGGCCAGGTATCCACATCAAAGCCTTTACACTAT 
AGTGGTGGTTCTCTTTAATTGCTTAGATATGACTTCATGACCCTAGTCAGGGTGACATCTGGGCAAACATTTGAG 
TATTCTTGGTCTTCCATTTTAAAGACAGAGGCCAAGATCAAAGTTCATGTTTTGTAAAATTCGTAAAATCTTAAC 
TTGAACTAACTCTGGGTTCAGCrTTACGTAAGTCACGTCGGACCTGATGTTAGCTGTAATCAGTTTTGAGCTTTA 
AGGATAGTTGCTGTTGCTTGGGTTCTGAATGTATGAGAAAACTCCCTGTTTATATGTAGTTCTAATTTAGGTTAT 
TTTAAATCCATGATTAACTTACATTCCCTTTTAAAATTATGGTTTTATTGCTGCAAGAGATTTATTTTTGTTATA 
CTAAACTATGGAAAAGTTTTTCATAGCATTTTTTTCAAGTTTATTTTTTGTGTGCTTCATTTGGAGTTTTTGTTT 
ATATACATTGCGCTCAAAAAAGTAGTTTTTTGAAAAATTCAGTAAGATTTGAATCTATACAGTTTAACTGTTATG 
ACCTTTATGCGTGTTGTTTTCACTTTATATCTCAAATGCCAGAGTTCACAAAAATAGCTGATCTTCATTAATTAC 
ATCTTAATTAGAACCATTTGTTCTCTTCCGTGTCTTTGACCTTCTAAGTTTTGATTTTAAAGAAATTCCTTGCAC 
TACAGCCTTTTCTTAAAATGCAAGATTCTCACTTTGAAGGTTTTGTGTTGGAAGAAATGCTACTGGTTTTTAAAA 
AGCAAAGCTTAACTAATAGAATTATTAGCTTTTCTTGAGACAGCTTTCTGTGTCCTCATTACTCTGCTCTGTGTG 
AGTGTTACTAGAATTTGTGAAATACTGACTGAGCCCTTCACTTATCTTTTCTAAAGCAGCACCTTTGGACACCTC 
ATTCTGGGAAGCCTGCTCGAGTCATAGTAAAGGACACACGCTTTATGTGGGGAGAAGTGGTAAAAATGGAGTTTT 
GTCTTAATTACATGAAACTAAGCTTTAAAATATTTTATAACAGATTATTTGAGCTGCATAATCTAAACATGTCAA 
ACGTTCAGTGGGACTATTTTTATATATGTATATGTGGGTGTAGGTCATAACATTTCAGTTTATAATATAAATTGT 
TATTTCAGTTTATAAGCTATCTCTCAGAGGAGACTAGCTCTTTTGAGAATTCATAATTTAAAGTTTTAGACTGAA 
GTAAAATGCAACATAGATAATAGTGTAAATCAGATATAATTGAGGGCTATATGGCAGTAAAACTGCTAGTGCCAG 
TTTTCTTGTTTGCCTGTTATACATTTTTGATTTTTGTTTTTGTATTCTGAACATTTTGAGAGATCATATGTTTGT 
TCAATTACATTTAGAGTTGGTTTGGGAATAAATATCTTCTAAAAAGAGATTTATCTTAAAAATGGAAGTCCTAAA 
AATTAGTTTATCCAGAGTTTATAAAGTCAAATATTCAGTAGGCATAGACTGGAATAGATAAATTCATGGAAATCA 
TATCCTTTCAGTACACCGTATAACTTCAATATTACACAAGTAACATTGAGGAGAATGCCATCAGCTTTGTTCTCC 
CTTAAATTCTTTGGTTTTCTTTTTACATTTTGGGAACAACTGCATTTAAAATGTTATTAGTCAGTATATAGTAAG 
GAXTAGGTGTTTGCTTTCTGAAGGAATGGTCCAGTGAGGTGATTGGGAGAGGTTATTTTCTACCTAACTTGTATA 
TGCCCTATACCTCTTGGGCATACTTTGTCTATAGAAAAATATTTTGACCTTTAGGTACATTTTGGGCCAGTAGTC 
AAATAATCCTAGGGCCGATATAAAAATCTTAGAATAATTTAAGGTTTGCCTTTTATACCTGTTTTGAAAGCCTTT 
ACATTTTTGTCAGGTAATTTTTCCCAAGCCGTGGATATAATCTATTCAAACATGTrTATGCTATCCATTCTGTTT 
TTAAATTGAAAAAAATGTTAAAAGTGTTTATGAAGAAAAGTTTAAATAAAATATTTTTAATCTTT 
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GCTCATTTGGGGGCATGAATGTTCTCCTTACTAACCTCTCATGGAGTCATGTGATAACAGCCATGTCATGTGTAT 
GGATGCCACCATTCTTGAATTTCTGCTAGAAATAAGTAGGTTGCTATGCACTTAGAGTCATCTTTGCAAGGGACT 
CATTCCAAACCAATTCCAATCGACCTGAAAGTCCCTTGCACTAAAGAAATGTGATTTTTTTTTAACCCAAGGAGA 
AAGTTGGTTGTAACAATTTTTCACCAGAATTAGCAATCTGATAGAATAGGCTTTTTTAACAGGAATTTTAAACTG 
GCGGTGCCAGTTGCAGTGAAGGTGAAGTGGCTATTGCTTTATN^ 

NNNNNNNCCTGAAGATAGAGCGTTGAACAAACCCAATGGTCTTGGCCCTCAAAAAGCTTTATGTGACATAGAGCA 
TCCAGCTCGACAATTAGCAAACCCCTGATATTATTCATGGACTTGACATGAGGTTTGGACTATTCATGAGCAACA 
GCAGAAGGTCCATGACCCCTACAAATTTACATTTTTCTATGGCCCATATTTGAAAACCTCACATTCGGAGCAGGC 
CACTTTATATTCGTGAGTGATCCCAAGCTCACTGACCAACAGAAAAGATGCTAAAAAAATGTGTCCTATCATGTG 
CCTGCTCCAACTGATGGGTAATGTCTGCCTTTAAGCCCCAGAATGGATTCTCCAGGCACAGTGTGGAAGAGTGCT 
GTGGTTGATTAGCAATGTCTGCCTTGGGTGAGGAAAGGGGAACACTCCTCAAGTGCCTCCTACTGTCATCTCCAT 
TCAGCCTAGCACCACATCCCCATGTAGAAGTGTTGTCTTCTACTGCTTGCCACGTACAAGTGTGAAATGCCAAGG 
TGAGACTCGTACACTTGGGGATTTGCAATGGTTTTTACCCCTCATGAAGGTCAGAGGTGGACTATTTGTACACAT 
ACACACATGCACACCCTCTCACGTCCTCCAGAGGCTGAAAGACCATCAGCATCTTGGTAACTGCCATGCATGAGC 
AGCAAGGACAGCCTTCCATAATCCATGCCCCATTTCCTCTGGAAGCCTGGAAACTTTTCATTTCCTGTTCCTTGC 
TAATTAACATCTAAACATGCTTCTCATTTCCAGCCATTGCTGATGCTTCTCAGTTGAAGTTTGAGCCACATCCCT 
CTTACAGCTAGTGAATGAGTTGGTAGCAGATACTGTATNNNNNNNNNNNNNNNNNNNNNNNNNNAGGGGAGGGTG 
GGATGGGGTGTGGGTAAGTTTTGCCTTTTGTTTTGTTTTTGATGCCGTATATAGTGAAGGGGTGAGGATATTCTA 
AACAAACAAAAATTGAATAATTTATTCACAGAAACTATTAAGATTGTATTGTAAAGCTCACAGCAAGCTCAGTGG 
GCAGCAGCTGCAACATCTCACCGGGGAAATTATTTTATTTAACGTGAGTGAGATGTGGGCCGGAGAAGGTAGCTG 
AAGCTATTTATAAAACGTTGTGTACCTTCTTCCGAGCTCTCTCCCCTTTGTGAAGGGCGCAGCAACTATACCCTT 
GATGGATGGAGATTTATGCAATGTGTTTTACTGGGTAGAGTGACAGACCTTGGCTGTCCCTGGAATTGAGAATCT 
GGACCTTATTTCCAGGCAGAGAACACTGTCCTCAGAAATGGGACTTCTGATAATGAAACAGGTTGTCCAACATTT 
TCTAATACGCATTCTACAGAACACAGGTTCCAGGAGGCATCAGGTTGGTGTGATGCAGACTAAGGGTTTTGTGGT 
CAAATATCCTTAAGAAACAAAGTTAAGTCAGTTTCCTTTCTGCAAGGACTTTTCAGCCTTCAATGTGTGCTGTGC 
ATGGTGAATCCCCAAAAATAATCCTTGAGTCTGTAGCATTTCCTGAACTTACATGACCAGGATACTCTATTTTGC 
AGATCACCCCACAGAGCTAGGGTTCCACCGAGTATACTTTGCTTAGGTTGACTTAGCATATCTGAGGTCTTCAAG 
GArAAAAACTGCCACCCCAACACCCTTCCATTAAAAAAAAAAATACAAAATAGCACCACAGTCTCCATCTGGTTT 
ATAGCAACAGAGGTACTTTATTTAATGAAGCAATGGTTCTAATCCTGGATACTGCCACGGACTACAATTCTATCC 
CTCCCAGAGGGAGTGGAGGAAGTCTTGGGTGGTGTGGACAGAAGGAAGAGAGGAGAGGGTGAGTGGGGTATAGGG 
CCCAGGGTGGCTCCCTACTCCTCAGGCTCAAAAGGATGCTCAGTGGGAACAGATGATCTCTTGATGAGTGCTTCT 
TCAGTTTCATAGTTTGGAATCGTTCACTGTGTGCTTTTTGGGGGGTTTTCAATGGAAATTCACGTTGCTTTGCAT 
TTCTGTGTCCGTCTTTGGTCAGTTGTGCAAGCCTGCTCACTGTCATGTGAAGATGGCCTTTCATCTGGCTTCTCT 
CTCTrAAGTGAGAAAGATTGTCCTTCAGGGGACATGACATCAATAGGTTTCTGGAATGAGGGACTCTTTCTCCCC 
GTGTTTTGCTTTGTGTTCACATTTTCTTTTCTAATGGCATTGAAACTTTAAAAAAAATGGATTCAACTGTTTTTG 
CAGAATGTAGAAAGTATTCTGTGTCCTTGGTTAAAGAAATCCACTTGTGAAGTGTGCCTGGAAAATGAAAGTTTG 
TGTTTTTTAAAGAGGAATATTTGAAACTGCTTTCTATGCATGCTTAGCTGGAGAAAAGTACAGGCAGGCGTCCCA 
TCTCCCAGCCACTTCTCAAAGGTGCTGCTGTGTTTTAAAGACCAGGTACAGCCAGGGCAGTATTTGCAAGGACAT 
TCCTGCTTACTTTATCCCTTTGGTTGGAAAGCTCTAGATGATTCCCGCAGCTCCTCCAGACCCCGCCTCCCTGCC 
CTCCCCAGCTGGTCTGGGAAGAGGTGGTCTGCTGACCTGTGGTATCTCAGAGGGGACGTTCCTCCTCCTCCCTGT 
GCACCAGGTGGGCTGCACCCTCCTGCCTATTCAGGATGTGGATGCCACAGGAGAGCAGCAGGCAGTGGAAACTTC 
AGTTGCACTGGTTCTCCTGGTGGCAAAGGCATGAAGCACAGGGGTCGATTAATCCAGGCTACTAGAAAGCTCCAG 
AGCAAAGTGTGCGGGTCCCACAAATGCTTGGCTGGTGGGGTCTGGATCAGTGCTGAGATAGAGTTGGCAGAAGAA 
GCAGAGGCACTCTGCTTGCTTTCCTAGCCAGTCCTCCCCTAACAACACAACACAACAACACACACAATCTCAGCT 
GCGCCATTCTGTGCAATCCCAGTGACCAAATCCCTTCCTTGCCCACCTCTATGTCAGCAGGACTGACCACATCAC 
TCCCCCGAGTTCCCACCACCAGCATTTCCTCCAACCTTTTTCCATCACAACCAGTTAGAACCCTACAGGCAACAA 
GGCCTTCTAGAATCCGCTTAACCCTTGGCTGATAACAGGCAAATTTCAGTCrGCTACACTTTGTTAGGTCCAGAA 
GGAGCTGCCCATACTACTTTCTTATGAGCATGCTCAGTATGGCATATGGACATGTAATGTCACATCTTTGTGGAG 
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TGTGATTTTCTTTTTTTACATATTTGTATGCAGTAGAGAGCCTGTTGTAGAAAACGCTCCCTGTATCTTGCTGTA 
CTGTTAAAGAAAGCTGAATTCCACATTGCCAACAAAAGCGTGAAAATGTTCATGAACCTTCCTCCAGGAAAAGCC 
ATTCAAGCCTGATTATTTTTCTAAGTAACTTCAATTAAATTGAAGAAAAAAGAG 
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MLSWRKVQAGVPSPSHFSKVLLCFKDQVQPGQYLQGHSCLLYPFGWKALDDSRSSSRPRLPALPSWSGKRWSADL 

WYLRGDVPPPPCAPGGLHPPAYSGCGCHRRAAGSGNFSCTGSPGGKGMKHRGRLIQATRKLQSKVCGSHKCLAGG 
VWISAEIELAEEAEALCLLS 
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CTGGCTCAGTCATTCCCCACTTAGCCTCCCAAGTGTTGGGATTATAAGCGTGAGCACCATGCCTGGCCCCAATTT 

AAAATGTGGAATTCAGTTGGTGTCCAAGACTTATCTTGAGACTCTTAAAAGCATCAGTCTGTA^TAGAACAAAT 

ACAGTCTTAGATTTACCCAAGTGCCTAGATATCATTTTATAATGATTAGAATTGAGTATTGTGGGTCCCCTAATT 

CTGTGGGTGCCTXAAGTGAGAATTTCTAAATGATTTTCACATTCTAAATGACTTTGGGTTTTGAACTCTCCATCT 

AGTTTACTTCTAAAATGGGAACTTGAGGCAATTCAGGTATCCAGGCAAATCTTTGTATATATTTTTTTGTGTACA 

TGCACACATCTCGAAATCCATTTCCGTGTTTAATGTTAGTTGTTTATGTGTTAGTATTCCTGTGTCTACTGTTTT 

GTTGTTGTTAATATGGGTAAAGTGAGCCCTGAAATACATGCTAAACAAGACATGAAATGCAGAAAGGTACATAGT 

GTTTCAAGTGCATGGTAGTTTGATCTGTGTTTTACTTTATTGTGTTTTCTTGAGTGTAAAGAAAGAATAAATCAA 

AGTTCTTCATACCCATTTTGACAAAGTGGAACAGTGGAGCTGTTTTTTGCTTTTGTTTTTATTTATTTTTTGCCA 

CTGGTGATGATAGATTTCAAAAAACAAAAGGTGGCAGCAGCACAATGTTCATGGTGAATTATCTCATAGTATCTA 

GATTGATCAAGATCTGACAGAAGGAATGCACAAAGGATTCTATATTCTTAATGATTTATTAATTACCAGGATCCT 

TTTCTAAATTGAATGTACTTTTGAATTACTAGGTTTCTTCTTTTTTTTTGTTCTGCAATAGTGAAAGAAAACTCA 

GTAGTTTAGTTTCAGTTTCTCATGGAAATTGGTAAATGTTAGTTTTGACTTCATCTATTTTTTATTTGTTTTTAT 

TAGCGTAGAGTAGGAAGTCTCATATTCTACTGTTCTATCTAGGATGGTGAAATTCCAAAGGTGCCTAACTTGAGT 

AAGGGATTTGTGACAAGATAGTACACATTACTATAAGGGCTATTATTTCCTGAACTGGATGTCCCTAAAAGCAAA 

TAAACTGCCCACTATCTCTACTCTAGTGCTCTCTTTGTCCTTATCAACATATACCTCCAATAAGTAATTACATAA 

TTCACCGTTAAACATGGACCCACTCTAGGTAAAATTACCCTCATGGAAACATTTTCACTGTGAGAATGATGAATT 

TAAAAATTATGTTTGAATCACCTAAAATGTATGTGCAGCTTCTAGATGGCCCCTTAGATCTGCTGGGCTCTAGCT 

GTGTACTTTAAAAAAACAAAAACAGCTTTATTGATATATAATTTACATATTATGTAATTTACCCACTTTTAAGTA 
TCTAATTCAGTGNNNNNNNNNN^ 

NNNNNNNNNNNNlSnSINCCTTTTGTCTTTTTTGCAGACTCATACCTAACACAAA 

GGAXAATXACAGCAGGXTATGTXXGGTXTCAXXTXTAAGAGXGGAGGTGTXCAXGAXXCXAAGCXCAGGAAXCXT 
GTGATCATGTATTAAATATGTTATCTCATACTATAATGATAAAAAAGCTTAATGATGXGGGTTGGGATGGATATT 
AACATAAATAATTGAGTCCGCTGCTTCTATAGCAATGCTGTAGGATAGAACAATAATGTAAGTGATATATGTAAT 
TAAAAAATTCTAGAAGCCACATTAAAAAATAAAATAAACAGCTGAAGTTAATTTTAATATTTTATTTAACTCCAC 
TACATCCAAAATGTTATCATTTTAACATGTAATTGATGTAAAGATTTATTCTGATAGTTTGTACTATTTCTTGTA 
CTAATTTTTTGAAATCTGGTATGCATTTTACAAATTTGGGCAAGCCACATTTTAAGTGCTCATTAGCCACATGAG 
GCCAGTGGATACTGTATTGAATAGCACAGTCCTATAGCATATTTATTAATTTGTCTTGTAGTAAGATGAAATAGA 
CAATAATACGGAATAATATCTTAAATGGAAATCTTTGTTAGTCTCTAGAGCCTTCATTGCTTGAXAAATAGGACA 
TCTAAACTTTAGATATAAATCAGTTGTCAATGAGATAAAATTATTGCCAGCAAATATTTTCCTTCAAAGATAAGT 
AACTTTTGATATGGCAGTTGGTGAAATGAAAGAATATAATCTGCCTTCTTGTTAAATGGXTGACTATTCTGTAGC 
XXGXAGGXAGXACGXAXTAGAAACTXGXGXAXGXGGGAAAXAXXXGGCATAAXACXGTTXXCAGTATAXAGTAGC 
XATXXXXXAAGGAAAXXAGTXXCAXACAAGAAAAAGAXTAXTAXAAAAGTGAXACXXTXGCAXGAAAXATTAGXX 
TGXGXXGAXAACXCXTAGTTAACCCXXAAAGXXXAAAACAGXACXCAAAAAAAAATAATGAGAATCTAGTATXCX 
GTAGXXAACTAATCTAXAAGAXAAATXGCXAAAGXACXAGGGAGCTXGXAAAXCXXAAAAAXCXTXXXATTTCAG 
XGXXCAXXCAGGXXGGAXATATXXGAAATXGXAGAXXXCXATCXGTACAACAXCTCCTAGXXAATAGAAXTTXXX 
XCCXXCCCCXCCCXXCXCXCTCCXCCXCCXXXXCTAACCAAAGGGCAXXTXATCAACAAXCATGCTGAATTCAAX 
XAAXAXCXCAAGCXAAAAAACXAXGXAAXXGAGGXXGXAXCXGGAGAAGAXGGGAAAACAXXGXAXAATXTAAGC 
CCXXAAXTGTCXGXXGAGCTXXXAGGGCTGAGTAAXXGCCXXXCAXACAAATAAAAGCXXXAACTCXXTXCXCAA 
GAGTGTACCACCGXCCXXAGAAXCAGGXGXXXXAAATCCAGXXXCTXXTAATXAAAXGGGACXGTAGXGAXCCCX 
ACCCTGXAGAGAAAXCAACAGAACXAGAGAAGCTAAGGGCXXGAXCAGGTXTCCCCTAGAACCTGXGXTGCCXGC 
CTGCTGXAXCXXCCAXGXCTTXCTXAXXCAACXTCXAGAAGXAGAGAAGGXTGGGACTTGAGXGXAGAAGAAACA 
XCAGAAXAAXTXCAAAAAACAGGAAGXTGGAACXAXAAXXXXTAAATTATXGXATTGTXXXXACGGAXXXXACAX 
GXATAGXXAAAXAXXAAAATTCAXCXCTTGCAGTXCAAXAAAAGCXAXAGXAXAGAXTXXATTTTXAAGAAGXXX 
AXAXAATXCXXXTGTGAACCAAXAXGXAAAACXAGAAXAXXTAXXAAACTAAXAATATGXAXXAGTAXCAAXAAA 
AXAXGXAXXXAXXXXTAAATTGGTATGAAACAAAAXAAAAAXXXGTAGACACXCXXAAAAXXGGXCAXXGAXAXX 
AXCXTXGXAAXXXAACAXXAAGXACTAXTXAGXGTCAXAXGCCTGAATXXAAAGGAXGGAAXXXAACCXCCCGGA 
AXCXXACCAAAGGGGAATTXXAACCCGGGA 
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CGCTGGCGTTCCGCGCACGCCGGCTCACTGCGCCTGCCCGGCGTGTGGACGCACACGCTCCCGGAAGTGGGAGGT 
GGCCGCTGGAGTTTGTGTGGCCGCCGCCGCGGGAACGCGAGCCCGGTAATTTTTCAACGGAGAAAGGCGAGGCTT 
TCGGGCTCTGCAGAGTGAGAGTTAGCAAGTGTCCGGCTCCAGCAACTCTCCTCTGGCGTGACAGCCGGCATGGAG 
GATCCACAGAGTAAAGAGCCTGCCGGCGAGGCCGTGGCTCCCGCGCTGCTGGAGTCGCCGCGGCCGGAGGGCGGG 
GAGGAGCCGCCGCGTCCCAGTCCCGAGGAAACTCAACAGTGTAAATTTGATGGCCAGGAGACAAAAGGATCCAAG 
TTCATTACCTCCAGTGCGAGTGACTTCAGTGACCCGGTTTACAAAGAGATTGCCATTACGAATGGCTGTATTAAT 
AGAATGAGTAAGGAAGAACTCAGAGCTAAGCTTTCAGAATTCAAGCTTGAAACTAGAGGAGTAAAGGATGTTCTA 
AAGAAGAGACTGAAAAACTATTATAAGAAGCAGAAGCTGATAGCTGAAAGAGAGCAATTTTGCTGACAGTTATTA 
TGACTACATTTGTATTATTGACTTTGAAGCCACTTGXGAAGAAGGAAACCCACCGGAGTTTGTACATGAAATAAT 
TGAATTTCCGGTTGTATAACTGAATACGCATACTTTAGAAATAGAAGACACGTTTCAGCAGTATGTAAGACCAGA 
GATTAACACACAGCTGTCTGATTTCTGCATCAGTCTAACTGGAATTACTCAGGATCAGGTAGACAGAGCTGATAC 
CTTCCCTCAGGTACTAAAAAAAGTAATTGACTGGATffiVAATTGAAGGAATTAGGAACAAAGTATAAATACTCACT 
TTTAACAGATGGTTCTTGGGATATGAGTAAGTTCTTGAACATTCAGTGTCAACTCAGCAGGCTCAAATACCCTCC 
TTTTGCGAAAAAGTGGATCAATATTCGGAAGTCATATGGAAATTTTTACAAGGTTCCTAGAAGCCAAACCAAACT 
GACAATAATGCTTGAAAAATTAGGAATGGATTATGATGGGCGGCCTCACTGTGGTCTTGATGACTCTAAGAATAT 
CGCCCGAATAGCAGTTCGAATGCTTCAGGATGGGTGTGAACTCCGAATCAACGAGAAAATGCATGCAGGACAGCT 
AATGAGTGTGTCCTCTTCCTTACCAATAGAGGGCACTCCACCACCACAAATGCCACATTTTAGAAAGTAACAACA 
GTTTTGTGTGTGGATCATTCCAATTGAAGTTGCTATGAAGAGGGAGAAGTTTCTGCCTTGGATTGAAACAAAAAA 
ACACAGGCGXCACAAGCAXGXXACCTATTAAGAGAGAGAGGGXATCXCXGAAGACXAAXXAAAAXGGTAAXXXXT 
AAAAAGATGTGACCAGTTGACTTTTAGTATATCATCCCAAGTAXTATCCCCAAAATGATAATGCAAAACAGAATA 
ATTTGGAGACCAGGAGAAAAACTGGTATGATTACTGGGGAGGGGAAGAAGCACAGGTGGTCAAGATAATAATGCA 
TGTTTGGCCTCAGCTGXAGTTGCCAAAGAAACTACCTGCCTCACAGATGAGCACGCACGGGTGCATTGTCAAAGT 
CTGAGAAGGATGTATTGTACTTTGAAGGAAGACTTTCCATTTCTAAGCTACCATGGAGAAGTATATGCTCCTCGA 
GACCAGAGACTGTGACTTCTGCATCTTTGATTCCAGCGACATATGATAAAATGTTTTGCACATAGTTGAATCCAG 
CGTTGATACATGAAGGACAGCATTACATCTTTTTTTCTATTATACTTAGAAATTTCCTCTTTGTTCTGCACCACC 
AACCTGTATATCAAGCCTCCTTGCCCCACAAAGCTTCCAAAGCCCGTAAATTTGTXAATCTAGAGCAGGGGTCAG 
CAAACTACCACCCAXGGGCCAAATCTGGCCXGCXGCCXAXTXXXGXAXGGCCTACAAACXAXGGXXXXXAXATXC 
CCXXXTGXXAATGGCTCAAAATAAXAXTTXGXAXAATAXGAAAAXXACGAAAXTXXAGXXXCTCTAAATAAAGTX 
XTGGAAAGAAAAAA 
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MKLKELGTKYKYSLLTDGSWDMSKFLNIQCQLSRLKYPPFAKKWINIRKSYGNFYKVPRSQTKLTIMLEKLGMDY 
DGRPHCGLDDSKNIARIAVRMLQDGCELRINEKMHAGQLMSVSSSLPIEGTPPPQMPHFRK 
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GGCACGAGGGAATGGCGGCGGCTGCGGACTCGTTCTCAGGCGGCCCCGCGGGGGTGCGGCTTCCGAGGTCGCCGC 

CACTCAAGGTGCTGGCGGAGCAGCTGCGGCGCGACGCGGAGGGCGGCCCGGGCGCGTGGCGGCTGTCACGGGCGG 

CGGCGGGCCGCGGGCCGCTGGACCTGGCGGCCGTGTGGATGCAGGGCAGGGTAGTGATGGCGGACCGCGGCGAGG 

CTCGGCTGAGGGACCCGAGCGGGGACTTCTCGGTCCGCGGCCTGGAGCGGGTGCCGCGCGGGCGGCCCTGTCTAG 

TCCCAGGAAAGTATGTGATGGTGATGGGAGTGGTTCAGGCCTGCAGCCCTGAGCCCTGCCTGCAGGCTGTGAAGA 

TGACAGACCTTTCTGATAATCCCATCCATGAAAGTATGTGGGAACTGGAGGTAGAAGATTTACACAGGAATATTC 

CTTAGAGTATGTTGGAACTGTCGTTAAAAACAACCAAAATCCCGAAACTATTTAGAAGCTTATAATGATGTGGGT 

TTCATGGACACTXTTCAATGCGTATTTTTCAAATGCTTCTCAGAGAGCCTTGCXTTGGTTGACCAAGGAGTCCGG 

ATGTAGGAATGTTTAAATCCTCGGATACTTCAGTGACACAGCCTCTGCTGCCCCTTGCTTTGCCTGTGTTTGCTG 

ATGAAAAGCAGATGCTTGTGTTTCATTTTCCTTCCTGGTTTGTGTGTGTTAATTCTCTCTCTCTCTCTCAGACAC 

AGAAGTCTCATGTTGCATTTTCCAAATTTTATGAGTGATGATACTTTTTCCATTACTGCTGCGTCCCTGTTTTAC 

AATGCAAAATTTAAGTACGGTCATTGCCCATGGTGATTAAAGTGTGGTTATGGGCAGGAAGACAGACTGTGTAAA 

AAAGGAATGACATCCTGGCTCCTCATCTTCTTCATCAGCAACTACCATAACCAGTTTGCGAGTCAAATGGCATTT 

CCTAACGGCAGGCATGGCGGCCCCTGAAAGACAACAGCTCCCTTTCTGCTTCGGACACCACTCAAACATTTAGAC 

GCAGCTCTATCCCTTTTCCTAGCTAGAGAAGGTGATGCCTTCTTCCATTACTCAGAGATGTTGAGACGTTTTCAG 

AATTTCTTGTTGAAATGAAAAACATCAAGATAAAGGACGCCTTTCAGGCATTAGCTAAACTTCCACTTCATAACT 

TTCGGCGAGACGTGGTGAGCCTCCTGGTGTAGAGTTCTTTTGTCTTTGTATGGAATGACTTTTTGCTGTGATGGT 

TTTGAATGTTGGGTTTCTGCTGTCTGCTTAGTACCCATGCCTGAATTTTTTGAGATTGTAAATATCAAAGGAGTT 

AGATTGTGTCCTGACATGGTTGTAGACTTTCACCTGGATTATTGATATTCTACCTCTAATAAATTTTTAATAGGC 
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GGCGGAGCCGCCTCGGACGATAAGGAAATTGAGATTTGGAGAAGTTAAATAACCAAGACTTCACAGACAAAGTCT 
CACTCCTTTTGCCCAGGCCGGTGTGCATTGGGGTAATCTCGGCTGACTGCAACCTCCGTCCCCTCCGAGTTCAAG 
TGATTCTCCTGCCTCAACCTCCCGAGTAGCTGGGATTACAGGCAAAGCCMGACTACAGTAGTGGTACATGTGGA 
CTCCAAAGCTGAGCTCACTACCCTGCTGGAGCAGTGGGAAAAGGAACATGGCAGTGGGCAGGACATGGTACCTAT 
CCTTACCAGGATGTCTCAATTGATTGAAAAAGAAACTGAAGAGTATCGTAAAGGGGATCCAGACCCATTTGATGA 
TCGACATCCTGGTCGAGCTGATCCAGAGTGTATGCTGGGCCACTTGCTGAGAATACTCTXCAAGAATGATGATTT 
CATGAATGCACTGGTGAATGCATATGTGATGACAAGCCGAGAGCCCCCTTTAAACACTGCAGCTTGCAGACTCCT 
ATTAGACATCATGCCAGGGCTGGAAACTGCTGTCGTCTTTCAAGAAAAGGAGGGAATTGTCGAGAATCTTTTCAA 
ATGGGCCCGAGAGGCCGATCAACCATTGAGGACATATTCTACTGGACTGTTAGGAGGTGCTATGGAAAATCAAGA 
CATTGCTGCCAACTATAGAGATGAAAATTCACAGCTGGTGGCAATAGTGCTTCGAAGACTGAGGGAGCTACAGCT 
ACAGGAAGTGGCTTTGCGGCAGGAAAACAAGCGTCCCAGTCCACGGAAGCTCTCTTCTGAACCCCTTTTGCCTCT 
GGATGAGGAGGCTGTGGATATGGACTATGGTGACATGGCTGTAGATGATGCTGAAATTCAGAAGTCAGCACTTCA 
GATTATCATCAATTGTGTGTGTGGCCCAGATAACCGAATATCCAGTATTGGTAAATTTATCTCTGGTACTCCTCG 
GAGAAAGCTGCCTCAGAACCCTAAAAGCAGTGAGCACACCCTGGCCAAGATGTGGAATGTGGTTCAGTCCAACAA 
CGGCATCAAGGTGCTCCTGTCCTTACTGTCCATXAAGATGCCCATCACAGATGCAGACCAAATCCGGGCCCTGGC 
CTGCAAAGCCCTAGTGGGCCTGTCTCGCAGTAGCACTGTCCGGCAGATCATCAGTAAACTGCCCCTTTTCAGCAG 
CTGCCAGATCCAGCAGCTGATGAAGGAGCCTGTGCTGCAGGACAAGCGCAGTGACCATGTCAAGTTCTGCAAGTA 
TGCTGCTGAACTCATTGAACGGGTGTCAGGAAAACCACTTCTCATTGGCACTGATGTTTCCCTAGCACGACTGCA 
GAAAGCAGATGTTGTTGCCCAGTCAAGGATCTCCTTCCCTGAGAAAGAGCTGCTTTTGTTGATACGAAACCATCT 
XATTTCTAAAGGGCTTGGAGAAACAGCAACCGTGCTGACAAAAGAGGCTGACCTGCCCATGACTGCTGCCTCCCA 
TTCTTCTGCCTTTACCCCAGTCACTGCTGCTGCTTCTCCTGTCTCTCTACCCCGAACCCCTCGTATCGCTAATGG 
CATTGCAACTCGTCTGGGCAGCCATGCTGCTGTGGGTGCCTCTGCGCCTTCTGCCCCTACTGCTCATCCTCAGCC 
ACGGCCCCCCCAGGGTCCGCTAGCTCTGCCCGGCCCATCTTATGCAGGCAACTCCCCTTTGATTGGTAGAATCAG 
TTTTATCAGAGAGAGGCCATCACCCTGCAATGGCAGGAAAATCAGAGTGTTGCGGCAGAAGTCGGACCATGGTGC 
CTACAGCCAAAGCCCAGCCATAAAAAAACAGCTGGACAGACATCTTCCTTCCCCACCTACGCTGGACAGTATAAT 
CACAGAGTATCTTAGAGAACAACATGCTCGCTGCAAGAATCCAGTTGCCACCTGCCCACCTTTCTCCCTCTTTAC 
TCCTCACCAATGTCCTGAGCCAAAACAGAGGCGGCAAGCGCCAATAAACTTTACGTCAAGGCTAAACCGCAGGGC 
ATCATTTCCAAAGTATGGAGGGGTGGATGGCGGATGCTTTGATAGGCACCTTATCTTTAGCAGATTCCGTCCTAT 
TTCAGTGTTCCGGGAAGCCAATGAAGATGAGAGTGGCTTCACCTGCTGTGCATTCTCAGCACGGGAGCGGTTCCT 
GATGCTTGGCACCTGCACAGGGCAGCTGAAGCTCTATAATGTGTTTAGTGGACAGGAGGAGGCCAGCTATAACTG 
TCACAACTCAGCCATCACACATCTTGAACCTTCCAGGGATGGGTCCTTGCTGCTGACATCTGCTACTTGGAGCCA 
GCCTTTGTCTGCACTTTGGGGAATGAAGTCAGTATTTGATATGAAGCATTCCTTCACAGAAGATCACTATGTTGA 
GTTCAGTAAGCACTCCCAGGATCGGGTCATCGGCACAAAAGGAGACATTGCCCACATTTATGATATTCAGACTGG 
CAACAAGCTGTTGACTCTGTTTAACCCAGATCTTGCCAACAACTACAAGAGGAACTGTGCCACCTTTAATCCTAC 
AGATGATCTTGTCTTAAATGATGGCGTCCTCTGGGATGTCCGCTCTGCACAGGCCATCCACAAGTTTGACAAGTT 
CAATATGAACATCAGTGGTGTTTTCCATCCAAATGGACTGGAGGTGATCATTAATACTGAGATTTGGGACCTTCG 
AACTTTTCATCTTTTGCATACTGTTCCCGCTCTGGATCAGTGTCGCGTGGTGTTCAATCACACGGGAACAGTGAT 
GTATGGAGCTATGTTGCAGGCAGATGATGAAGATGACTTAATGGAAGAGAGGATGAAAAGCCCCTTTGGGTCATC 
CTTCCGAACATTTAATGCAACTGACTACAAACCTATAGCAACCATTGATGTGAAACGGAACATCTTTGACCTGTG 
TACAGACACCAAAGACTGCTATCTTGCTGTCATTGAGAATCAAGGCAGCATGGATGCCCTGAACATGGACACAGT 
ATGCAGGCTGTATGAAGTGGGCAGGCAGCGTCTGGCAGAGGATGAGGATGAAGAGGAGGACCAGGAAGAGGAAGA 
ACAGGAGGAAGAAGATGATGATGAAGATGATGATGACACCGATGATTTAGATGAGCTTGACACTGACCAGTTGCT 
GGAGGCGGAGTTGGAGGAGGACGACAATAATGAGAACGCAGGGGAAGATGGGGACAATGACTTCTCTCCCTCTGA 
TGAGGAGCTAGCAAACCTTCTAGAGGAGGGAGAGGACGGGGAGGATGAAGACTCTGATGCAGATGAGGAGGTGGA 
ACTGATCCTGGGGGACACTGACAGCTCTGACAACTCTGATTTGGAAGATGACATCATCTTATCTCTGAATGAGTG 
AGGAGCCATCACTGCTTGGAAGAGATTCTTGGCAGGCGAGAAACTGAGTCAAATGAATTCAGAACATATTCCCTT 
CTCTTTCTCCCAGGGCTGTCTGTCTTTTAAGGAGCTGCATGCCCTGCATTCAGAAGATTATGGCTTAGAGAGCCT 
CATTGGCACCCGAGGGTCCTTCCAGAATCAATAACCACCACAAAAATGACAACAGGGACTAGGCCCTACTCTGCA 
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FIGURE 1332B 

CCCCCCACATCCACCCCCCACCATTTCCTAGGATGGACATATCTTTCAAGGGGAAAAAAAAACCATGTCTCTGGG 

GTATTTCACAATATATTTTCTTTGTATAGTGTTCTTTACTTAAAGAACAAGAAATAGTTTTTTATAAAACTTTAA 

AAAGGAAAAAAAAACAGGCATTTATAACTGAGGGTATGAACTTATATCCACCAGGTCTCTTGTCCCTGCACTTCA 

TTTTCXTTGGAAGAAAATGATGTCTAAAGAACAATATAGAGGCATTTTTACATACGTATTTAAATGAAAAGGAAA 

ATCGTGGTTTCTTAAATTGATAAGGATTAAGAATATTTTATTATAAATATAATATATGATTTTTTAACCTGTTTT 

GTTGCCTCATATGCTGTCAGGTTAATTTGTTTXCCTTCGTGCCAGAGGTGGGGAGGAAGGCACTCTGTCTGCTGG 

GTAAATGCCTAAATTCACTCACCTTCATGGTTTGGGGGCAGCATGGTCATTGTGGATATTGGXTTTGTGGAGTTG 

AGGGAACTTAGGATATAAGTTCACTCCCTCTATTTTTCTTTGTGATTCAGTTTTTCAAAAATCTTTTTTTCTTCC 

CTTTCTCCCCATTGTGGAAATTACAAATCAAAGGCCTTTTTCTTTAATGTAAAGTGTATTTATTTAAAAAAAATA 

CAAAATAAACTACAAGTCTGTCTTTGTTAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAA 
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FIGURE 1333 

MTTVVVHVDSKAELTTLLEQWEKEHGSGQDMVPILTRMSQLIE 

RILFKNDDFMNALVNAYVMTSREPPLNTAACRLLLDIMPGLETAVWQEKEGIVENLFKWAREADQPLRTYSTGL 

LGGAMENQDIAANYRDENSQLVAIVLRRLRELQLQEVALRQENKRPSPRKLSSEPLLPLDEEAVDMDYGDMAVDD 

AEIQKSAljQIIINCVCGPDNRISSIGKFISGTPRRKLPQNPKSSEHTLAKMWNVVQSNNGIKVLLSLLSIKMPIT 

DADQIRALACKALVGLSRSSTVRQIISKLPLFSSCQIQQLMKEPVLQDKRSDHVKFCKYAAELIERVSGKPLLIG 

TDVSLARLQKADWAQSRISFPEKELLLLIRNHLISKGLGETATVLTKEADLPMTAASHSSAFTPVTAAASPVSL 

PRTPRIANGIATRLGSHAAVGASAPSAPTAHPQPRPPQGPLALPGPSYAGNSPLIGRISFIRERPSPCNGRKIRV 

LRQKSDHGAYSQSPAIKKQLDRHLPSPPTLDSIITEYLREQHARCKNPVATCPPFSLFTPHQCPEPKQRRQAPIN 

FTSRLNRRASFPKYGGVDGGCFDRHLIFSRFRPISVFREANEDESGFTCCAFSARERFLMLGTCTGQLKLYNVFS 

GQEEASYNCHNSAITHLEPSRDGSLLLTSATWSQPLSALWGMKSVFDMKHSFTEDHYVEFSKHSQDRVIGTKGDI 

AHIYDIQTGNKLLTLFNPDLANNYKRNCATFNPTDDLVLNDGVLWDVRSAQAIHKFDKFNMNISGVFHPNGLEVI 

INTEIWDLRTFHLLHTVPALDQCRVVFNHTGTVMYGAMLQADDEDDLMEERMKSPFGSSFRTFNATDYKPIATID 

VKRNIFDLCTDTKDCYLAVIENQGSMDALNMDTVCRLYEVGRQRLAEDEDEEEDQEEEEQEEEDDDEDDDDTDDL 

DELDTDQLLEAELEEDDNNENAGEDGDNDFSPSDEELANLLEEGEDGEDEDSDADEEVELILGDTDSSDNSDLED 
DIILSLNE 
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FIGURE 1334 

CACACACACACACACGCCAGGAGCAAGGGAGCTTTCGGGCCACACTCCCAGACGCCTCCCTGAGCCCTGGAACCC 
GGACTCGTTGCTCCTGGCCTTCCATACAACATACGAGCACATCCTGCGGTCCCACCCCAGATCCCCTCCTCCTCG 
CCATCCCATTCTGCCCCCTCCCCACCCTGGGTACAGAAAGGGACTGAAGTGTTGGGCAGAGAGGGGGCTTAAGGC 
CCCTGGGCACAGGCTGGGATCAGGGCAGTGAGCGAAGGGCAGCTGTGTCCTGCCCTCCCTTCTGGAGGCTGGAGG 
GGAGAGGCCAAGCCCXTGGAAAATGTAGCAAATGTCTGGATGTCGCATAAGTGCGTGTATGTGCGGGACAGGCCC 
CGAGAAGCTAGTGACTCCTGCACACCCCCATTGCACAAATGAAATCACAGCCCAGGAGGGAGGGTAGCTTGGCAC 
TGGCTGAGAAATAGAGCTCTCTCCCCGCCCCTCCCCCTAACCACAAGGGATTGTCCTGACAACTTGTGGGGATAG 
AAGGGCTCACAGGGCAGGGGTCTCAGCTGCCCCCATCCTTAGGGCAGGGGAGTTAGTGTGGAGCCGAGAGCAGGT 
CCCAGCTCCCCCTGCCAGCCGCACTGTCCCAGGCCCAGGGACCTCTGCCGGGTCCTCCCAGCCCTTGCCACACAG 
CCTAGACGTAGTAGCCTGGGCTTCCAGCAGGTGGCGAGCTGGTTCGTGCTGGAAATTTCTCCTGGGTTTCTTGGG 
GTCAAACATGCCAACCTCCAAGACCCCATCCTCACGTCTCCCACTTTTCTGGCGCTGGAGTGTGCAGGGCGTAGG 
ACCTGCATGTGTGGGTGTGAGAATGGGGGCGGTGGACACCAAGGGGCGAGTGTGTGACTAGGTGTGTGTGCACAT 
GTGTAGGGTGCAGACGCATGGGTGCCATCCTTTGCGTTCAGTGACTGTGCGTCCAGACCCCTCACCAGCGGCCCC 
CCCACCACACCCTGGTCCTCCCAGGCAGCTGTCCCAGGGCGCCCAGGCCTGCCTTGCACCACAGCCCTCAGGAAA 
TCCGGCAAGGAGGCCCCTGCAGGTTGGTTCAGGCCCCCAGGTAGCAAAACAGAGACAACAGCAGCCCCGCCTGAC 
CCCCTGCCCCTCTCTGTGGAGGCCCGGGACCCCCGCAATAAGCACCACATGGGTGAGGCTGTCCCTGTCAGGGTC 
CCCTGCCAGGGTCCCTCCTGGGGTTCTGGGCCATTTGAGGGGCTCTTTGATGGGCCAGGCCGGCCAGAGTGAACT 
CCGAGCACTTTCTGGCTGGTGCCCCAACCTCTCCACTCCCCACTCATTCCCACCTTGAAAAAGGGCTATAGGTCC 
CCTGCCCTGCCCGGGTCCAGTTTACAAACAGTGTGGGGTGGCCCCAGGGCCTGGCCCCACTCTCCCTGCTGTGCC 
CACTCCTCTCCAGACTCCACCTCCCCAGTGGGTATGGGCCCTCCACATGCCAGGTAAGTAGCAAACCCCCACTCC 
CTCCAAGGACCAGGTCTCAGAGAAGGCCCTGGTCACTGCCCCCGGCCCACCTGGAGCCCATCGGGGCTGCCTCTC 
CCAGCCGCGACTTCTCCTTTTGCCTTAGGCCTCGCGACATCCTGATCTCTCCTGCAATAACTAGGAATCGAGATT 
CCACAGTAGACGTCCCTTGCCGTGNNNNNNNNl^ 

NNNNNNNNNNNNNNCTCrCTTTCTCTCTCTCCCTCTCTCTGTTAAGATCCTGTTCGGGAGTTTCCCCAGCCGTTG 
TAGTATCTAGTATGTTAGAGTTGGGAGGGGACCATAGTTATGTAGCCCAGCCCCCTCATTCCCAGAGGCACCCAG 
AGGGCCAGCCTCCAGCCTGACCCCAGAGCAGAACCGGAACACCAGGTTGGGGCCCTGGTGCTGCCACCTCCTCTG 
CTGGTCGGGCTGGGACCCTTTGCCCCTTAGGAGAGGTGTTGGTCACAGATGTTTACCTCAGTTTATGTCACTGTC 
GAAGAAACAAAAAATAATAGCAAAAAATAACACTGTAGACATGAAGACTTAGAAGACAAAAAAAAAAAAATTCAC 
ACAAAAAATCTCCCTTGTTGCGATTCTTCTGTGAAGGTACAGTGTGTATGTGXGTTGTGTGTATGTGTGTGCGTG 
TCTCTGTCCCAGACCCTGTGTCCCCCACACTGCCCCCTGTCCTTCGGTGCTTCCCAGAGACCCCTCTGAGCTGGC 
CTGTGGGGCACGGGAAGCCCCCTGGATGGGAGGCGGGGCCACAGGTCGGCTAGAGGGTCTCCACCAGGCCCACTG 
AACAGAACCCCACGGCTGCCAGAATGTTCCCTGAGCCCACACTGTGGCCAGTGGGACAGTCCTGGTGGCTGACAT 
CAGCGTCCATGCTTGGCTCAGGGCCTGGGGCGGGGTCCTGGGTAGAGTCCTAGCCCCAGAGCCCCAGCCCCTCAT 
GTCTTGCCGCCCTTCCTCCATGTGTTTGTAAATACTCTGGCATCCTTTGGCCCTGAGT^AGGTTTTTAAATGTGTT 
ATTTACTTCTCTAAACATGACGATTGCTATAAAAATAAACAAAAGTTTAGAAAAATGTAAAAAA 
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FIGURE 1335 

THTHTPGARELSGHTPRRLPEPWNPDSLLLAFHTTYEHILRSHPRSPPPRHPILPPPHPGYRKGLKCWAERGLKA 
PGHRLGSGQ 
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FIGURE 1336 

CGGACGCGTGGGCAAGTAATTAGAAGTAATCCTTCATTTAACATCCCCACrGGGTGCCTCGAGGTATTTCCTGAA 
GCCGAATGGTCCCAGGGTGTTCAGGGAACCTTACGAATTAAGAAATACTTGACTGTGGAGCAAATAATGACCTGT 
GTGGCAGACACGTGCAGGCGCTTCTTTGATAGGGGCTATTCTCCAAAGGATGTTGCTGTGCTTGTCAGCACCGCA 
AAAGAAGTGGAGCACTATAAGTATGAGCTCTTGAAAGCAATGAGGAAGAAAAGGGTGGTGCAGCTCAGTGATGCA 
TGTGATATGTTGGGTGATCACATTGTGTTGGACAGTGTTCGGCGATTCTCAGGCCTGGAAAGGAGCATAGTGTTT 
GGGATCCATCCAAGGACAGCTGACCCAGCTATCTTACCCAATGTTCTGATCTGTCTGGCTTCCAGGGCAAAACAA 
CACCTGTATATTTTTCCGTGGGGTGGCCATMlGGAAGAACTCCAAATCAAAATGCTATGTAAATGTCTATGGGTG 

acagtcxgctgatggtagaaacctttctttttagttcacaagtcagagatttggacggagctgacacaaagagtt 
tggagctcccccatttctggctctcctttcaggggttccttccccaacccttttcagcagcggtggctgcccccc 
attctgacccctgactcttccagccagaaagatggtggttttctaaaggaactttagctgtcctgcacaatgccg 
atctgtgtcttgcattttgggtaaaagccataaaaataagatvactcagcctgtggcctttctttcttccaaggct 
gggcttctttttttaagtgacttcatgcagtttgttgcttttaaaaatttgtccagaatcgttttctgcagaagc 
atggtctgttaggagcttactggccgtagcagaagcaattgtttcctgaattcttgacatttatctttgctgtat 
tcatttagggcttgggagagtccgaagataattcagtcactgtcagattaataattttgtcaggacaaagaatac 
cgttatgattatttaatcctttaaaattgtggtctccagagcttgttctcagaatggcccagaccaagccttaat 
tgtgatagtgaatattaatggtcactttaaggagaaattataggccaagatgaaatgaacataaacctgtttgcc 
ctggctttcagtggaagatgatattagagaccaaaatctggttctgaaggtgtgtatcagccctaaggtgaacca 
gacttgggaaagattgtctttaaaaatcaatgagtttatgttttaacttctcagcxtagttctatgcattgctct 
ataacacacctagttaagttttatgttattcttgaactgtgattttttttctatttactttcatggtttggtggg 
ccattgttatggactgaatgtttgtgtcccacccttcacccccaaattcccgtgttgaagccccaacctgcactg 
tggagctggggctgctaaggaagtaattaaggttacatgaagtcatggtggggctctgatctgctaaggttggtg 
tccttatagggagagaccccagagagcttgttccctccctccctgtgcatgcaaacaagagggcatgggagcaca 
cagagagatggcagccacctacaagccaagaggagaagcctcacaatcaaactctcgctgctggcgagagtcttg 
gactctgtcttggacttccagcctccagactgtgaga21acaaatttctgttgtttcagcttctcagtctctggtg 
ttttgttattgcagcctgagaacacagctgtacgattatttgxcaaacagaaaacactgatacttaacaatgcta 
atgcaattatttatttgcttttcagtctctacaaaacgttctaaaacactaatctaaatattaacagtaaaatat 
ttgcataactaatggaaactaagaaatcatatgaccaatatttcacttattggtaatcttactctactgatttcc 

CCCCAGACTGTGATTTTTGAACTTCCTTGCCTTTCTCCTGTCTTTCTGTGTTTATTCATGGAATTCCAGTTATCT 
GGGCTTGAAATTGCAGGCTCTCCTAACTTAAGCAAAATCTGACAGATCAGCAAAATGAGATAAATGTTTCTTTTT 
TCTTTCTGACTGCATTAAATCAGATACAACTCAGCATTAAAAAGCTATCTTTGTAAATGTTGTTACTAATAAATT 
AGTCTTATAAAAAAAAAAAAAAAA 
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FIGURE 1337 

RTRGQVIRSNPSFNIPTGCLEVFPEAEWSQGVQGTLRIKKYLTVEQIMTCVADTCRRFFDRGYSPKDVAVLVSTA 
KEVEHYKYELLKAMRKKRWQLSDACDMLGDHIVLDSVRRFSGLERSIVFGIHPRTADPAILPNVLICLASRAKQ 
HLYIFPWGGH 
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FIGURE 1338 

GGCAGGAATTTCGGTAGAACTGGAGTGACCTGTGGAACTGCTTTAGAAICTAACCTGCTGTCTTCGTGCTCTGTG 

TGAAGGGGAAGCTGGGGGGTTAGCATGAAGTCTGGCCTTGTGTGCATTGGAGCTTCCAAGGCACTTTGAAATCAT 

TCCAGTATATTTGGGAAGAATTGAGTGAATGAGAATGCTCTTCCTTATTCTGGTAGATTTGACTTGTTTATAATT 

CTGCACTTTAGAAGAAAAACAGTGTTAATCTGTAGTTGAAAGAAAGCTTAGTAGATGAGAGAGTTCTAGGCTACT 

GTGGCTTTTTCCAGTAGATTTAGATGAGATTATGTGTTTTGAAATGTTTTGTGGGATCCCTTAGAAAGCATCACT 

TCAGGGCAGAGACACTCAATATTGCCAGCCAGCTTGGGTTCTAAAGTGATTTAATCAAATTCATGCTCCTGATCT 

TTTTTTTCCCCCTTCCTTTGGCTATGAAAACCCAAAGCCCGGAGTGATTGTTTTCTCCTTGCTTTAAGCAGTGAA. 

GTTATCCTAATGCAAAAGAGCTTAGTAGAAAATGAGTGGTTTACCTXTTTTTCTAAAAGTATATTTTCAAGTTTA 

TTCTGGAATGTGATGTCTTGGTCCTCTTAAAAGCAGATCAGCCAXGACTGAAACTCAAGGCTTAGCTGGTATCTA 

TGTTGTGCTACATTAGGTGACTAGAAGCCACTTCTTAGTGTAATCAGCTCCTGTTTCCCTGTGAGCCTTAGTTAT 

ATTTTAATTCAGTGGCTTTGAGTCAAGGCCGGTTCTAATTGAGGGGACCCAGTGTGCTTCAGTGTTAAGAGTGGG 

GCAATGAAGAGTGAACCCCAATGAAGAGTGATCCCAACTTTGGAAACTATCTGGTCATTCATGACCTTAAAAAGC 

TGCCATGGTGGTCAAATGGCATGTGTTTGCACAAAAATGACCGATGTGTTTAACCAAAGCTTTGAAATGTGATGA 

AGCCACCAACATAAGCACTTGCCTAACAGAAATCAGTATTTCTTCTACTTAGAAGGCTTGGGGCCCAGGGTAATG 

AGGCACCAGATGAAGATAAGATCTGCATCAAGGAATTAAATTTCCAGTTTGTCCTTGGGGTTCTTTCTGCTTATG 

TTTTTTCCCCCCCATCTGGTAATAGTCCTCTTCTGAGAATGAAAGGAGGCACAGAAGTTGCGAGAAAGACCCAGT 

CCCCAGTCTTTGCCACCATXGCACCATGGTTGTCTCGGAGTCCCTTCACCTGACCTTTTTAGTCAGCTCAGATCT 

TTTTGTAGTTTGAGAATAGACCTATTCAAGAGCTATCAGGGTTAAAAGCTGCACTGACCAAAGCTGTACrTTTAA 

AACACAACCCCTGGGCTAGTGATGTCTCTACTTGCTCTATGAGCCTTTTGCCAGCCTCAGAATAGGCGAGGTAAC 

CTTGAATTTCAGGGCCCTGGAAACTCTAGCTGAAACCTGCCTTTCCTAATGCTCACACAAGCACCAGGTACCCTG 

AGCTTATACTGAGTCCAGTGGTTCCTATTTATGTGTGTGTGTATGTGTGTGTGTTGAGTAACATGAAACTTGGCA 

GTAGCAGAGAGCACTGAAGTTCACATGCAAGTTCTAATCTAAAGTTAAGCAGTCTCTTATTTGXTTCGGGACTCT 

GATTTGACTCTTTTTCTGATGCTTTCGGCATGTCTGCAGCCTGTTCTCCTAGCCTGCTGCTTGGAGTCAGGTTGA 

GCATCAGTGAGATGAAGACAGTACCTTTTCCTCTCACATTGGCAGAATAGCACGCACTAGATGCCTGACCTTGAG 

CTCTAGTCTCCCCTTTAAATCTTACCTTGGCAGTAACACATTATTCCTCATTCAATAATTTCAATGCTGAAACTG 

AACTCTATTACTAATGCCTTCCAATCAGAGTTCCTGATGGGGATGCCTGTGGGATGGCCCACACCTGGGGGACCT 

GGCAGATGGGGTGAGTTGGGTAAGGAAGATGATGCTTAGTTCCTGATAGATGCTACAGATGTAGTTTGGCATTTC 

AGTTTTTGTCCAGTTTGATTTTCACTGGGGTTTGAGTCACAGCAAGCTGTGTATGAACTTGTGTTTTGTGGTGAC 

ACATTAATAATCAAATTGCTAAAACCCTGAATCTGCTTATTCTTCAGCTTCACCTCTGCACTAACCCCTTACCCT 

TATGGTACGTCAGGATTTTAACTAGTACTGCTTTGTTGACTTTGGGAAATGGTGCCACTCAAAAGCAACTTCCTA 

ACTTGAGGAATAACTCCTTTGTAGTTTACTTTCTGGTACTGGTTGGTGCCTTGTATTGGGATACAGCTATATTCT 

TAGCTCAAATGTCCTCTTTTTGAGAGCAAAGTAGTTATCCAATGGTGAGACGAGACCCTGACGCTCATAGAGGCC 

ATTCCTTCCTGGGTGTCGGACCAGGGCTCTGTGTCAGGGAAAACCTTCTGGGTGGACTTXGTAAGAATCCAGTTT 

CCAAGGTTAGATTCACATCCTTAATCTTGCAGAGACTAGAATTTCACAGCTCGCTTTGGAACATATTCCAATTCA 

ACCAGTTAAAATCAGAGGACCAAGTCGTGGGGGAGGGGGGCGGTGTTGAGGAGAGGTATTTTTAAAGATCTGGCA 

ACTTTTCAGGATTATTTGTGGAGAACTCTAAGGTTAAGATCAGGAAATAAAAGACTGTGTGTGTGGGTGTGXGCG 

TGTGTGTGTTCAAGTGCCTAAATCTTGTTTACCTATCACTTTAAAAAAATAATTGAAGTGTAAGCTAAATAAAAT 

GCTTGGAGTTTTGCCXGGGCTAGTGAGAGTTGGTGCAAATTCTTGTGTGTGTTTGCATAGGAAGGTGAGATGACC 

ATCTACTAAAGAGGAAGTAGCTAAATACAGATCTGTGGGTGTTTTTAAAAAAACTCAACCTATCTGGTGTTTTAT 

TTTAATGGATAAAAATGTAATTTTTCTAAGGTAGCAACTTATTTCCAAATTAATATAGATGAAAAATAGATACCA 

ATTAGACTAAATTGAAAGCTTTTTGTXCTATATTTGCATAGCCTTTGAAATATTTCTTAGIGCCTAGGAGGTCTG 

GGGATTCCTCTTTCGTGGTGGTCACTAACCTTACTTGATGCAGATAAAATCACTTGTCAATGCAAAATGTGTTAG 

AACTTGATAAAGCTTTGAGTTTGAGAAATAAAGGTATATTTAAAATTTAAATAAAACTTGTCATTTATGCTCATT 
G 
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FIGURE 1339 
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FIGURE 1340 

CCCACGCGTCCGCCGGGCGCGTTCCGTTGGCGGCGGATTCGAACGTTCGGACTGAGGTTTTTCTGCCTGAAGAAG 
CGTCATACGGACCGGATTGTTTTCGCTGGCCCAGTGTCCCCGGAGCTTGTGTGCGATACAGAGAGCACCTCGGAA 
GCTGAGGCAGCTGGTACTTGACAGAGAGG ATGG CGCTGTCGACCATAGTCTCCCAGAGGAAGCAGATAAAGCGGA 
AGGCTCCCCGTGGCXTTCTAAAGCGAGTCTTCAAGCGAAAGAAGCCTCAACTTCGTCTGGAGAAAAGXGGTGACT 
TATTGGTCCATCTGAACTGTTTACTGTTTGTTCATCGATTAGCAGAAGAGTCCAGGACAAACGCTTGTGCGAGTA 
AATGTAGAGTCATTAACAAGGAGCATGTACTGGCCGCAGCAAAGGTAATTCTAAAGAAGAGCAGAGGTTAGAAGT 
CAAAGAACATATTCTTGAAAGTTATGATGCATTCTTTTGGGTGGTAACAGATCATAAAGACATTTTTTACACATC 
AGTTAATATGGGATXATTAAATATTGGCTATAAGTGAAAAAAA 
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FIGURE 1341 

MALSTIVSQRKQIKRKAPRGFLKRVFKRKKPQLRLEKSGDLLVHLNCLLFVHRLAEESRTNACASKCRVINKEHV 
LAAAKVILKKSRG 
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FIGURE 1342A 

GXGGGCCGCGGCGGTGGCGGAGACXGXGGCTXXAAGAGCGXGCCGGGAGCCCGAGCCCCAGCCGGGCCGCGCTTC 
GCCGCTGCGCACCCCAGCGGAGCCAAGCCCCACGCTGGCCGGACAGGGCCGCCTGTCGCCGGGCTGCTGAGAACT 
AGCCCTAGACCTCTGCGTGAGGGTTCTTCTGCCGAAGACATCACCAGTGTGTGGAGCCTGCCACACCCACCCGCT 
GCCAAACCACGGCCTTTACCTGTGTCTTCCGGTGTTTCCCGTGCGACCCATCCTGTGGGAGTGCCTCGTGGGCTG 
CCCCAGAGTTCACCCCACACTCAGCAGCACCAATGGTGAAGATGACAAGATCGAAGACTTTCCAGGCATATCTGC 
CCTCCTGCCACCGGACCTACAGCTGCATTCACTGCAGAGCTCACTTGGCCAATCATGATGAACTAATTTCCAAGT 
CATTCCAAGGAAGTCAAGGACGAGCATACCTCTTTAACTCAGTAGTTAATGTGGGCTGTGGGCCTGCAGAAGAGC 
GAGTGTTGCTAACAGGACTGCATGCAGTCGCAGACATTTACTGTGAAAACTGCAAAACCACTCTGGGCTGGAAAT 
ACGAACATGCTTTTGAAAGCAGCCAGAAATATAAAGAAGGCAAATACATCATTGAACTAGCACACATGATCAAGG 
ACAATGGCTGGGACTGATTGGACAGCATCTACCCAACCCAGTGTCCACGTGAACGCCATTCAACCGAACATTCTT 
CCCAAGCGTGAGAGAGTGACXGACACTTGGTTCCATCCATTTAGGGGCCTTGCCATCCGGGGCATCCTCCCACCC 
TGACGCCATCTTTCTGGTGACCGGCCTCTAAATCGCTGTCTCTCTGTCTCTTTGCTTTGTATCTGTTTGTGAGTT 
GATCCTGGCTTCTCTCXCTGTTCTAGTTTTGGCTGAAAACAAAACAACAAAAGGAACAGATCCTTGACCGCATGG 
CGGCAGCCCACCTTGGTAAGGGCCCCAGGGCCCATGCGAGAGCTGCCTGATGGCCTCTTGTCAGGAGAGCAGTGG 
CACGGGGGCGTGAGGAAGAGGGAAAGGGGAAACTCTAAGGGTCCTGGCGCGGGGAAGGGGTGGAAGGGTGGAGGT 
AGGAACAAAATTGCGCCGCTCCTGGAGACCTGATAACTTAGGCTTGAAATAATTGACTXGTCTAAAAGGACAAAG 
AGAAAAAAAAAATACCTCATGACTGCATTCTCTCTGACTAGAAGCTTCTGTTCCTGACACCAAATGTGCCAGGTT 
AGCAAAXGAGCACAAGAXGXGGCCCXGAXXCXAGXXGGTGGGGCAAGGGCCXGGTXCXCCXGGGCXGAGXGGGGG 
AGTGTCCTGGCAGCAGCGAGTGACCTGGGCAGTGGCCAGGTGGGTGCGATGACTCTGATGCCTCACTCAGTCTCT 
GGGCAATCATCATCTTTGCCTCTAGCCACCGTAGATAAGGTGTGAAGGGACTGCTGTTTGCAATGGGCTTACCAT 
CCAAATATCCCAAAGGCTTTGACCAGCAACCAAGTAAAATCAGTAATTGAGGAGAGCAGGGCACAAAGGGGCTGC 
AGXXTGGGAGCXCCXGAAGAAAXGGCTCAGATATXGAGXCAGAGAAAXAAAAAGXAGGATCAGXXAGCAAXXCXA 
ACTGCCCXXCCXXCXGACCCCXCAXAAGAGGAGTGXGGXGAGGGAGGGGACXGGGXAGGGGXCAXCCCAGGAGGA 
GGGGTXXACATXGGAACCAGXTCAGGXXCGGXGCAXCXXXCCTCXXCGGXXXTACAGXGGCTXCCGXGGGAXCGT 
CAAXXXCXTGXXCXXAGAGXXTCGGGXGXXXXXCXCCAGXCXXGXXACXGXAGACXGXAGAAAGCACGGGCCCCA 
GGCXCXGAGCTXAGXAAXAACCTGGCXGGTAGATXCCTCATGCCCCXAAXXGXCCCACXXAGGCCTGAATGTCXT 
GCAXGGAGAGAAAXCXCCXGTCAGTGXGGXCCAGCAGCAGGGAGGAGXXCXGCCCAAAXTCCGAXATCACCCCTX 
CCCCCATCCAAACATCCXXCGAXXAGGGAAGXGGAGAGCACAXCCCTGXAAGGCCCAXAAGAGAAAGAGGAGTXX 
GTXACAXXXAATCAACACTGXGAAGXCXGTXCXACAGCAATXCAGCCAXTACACAGTAXAXGACTGAAACXCAXX 
XAACXGGGXXAAXXXCAXXXCTXAGACXGAAXATAXTATTGXTAAGAXACGXGTGCGXGXXAGGXAAXTCXCAGC 
AXCXCCTCCAAGXAGGCCGACCTXCXCGGAAAAXXCACCCXAAAAGXCXCACAAAAGAAXGAGXXCAXGGGGAGA 
XXCXGXAAAGXGAXGAACXGAGAXGAAAGCAGCCAACAGCCCAGGAGCXXXXCAGAAXAGCGXCXGCAGCAGAAC 
CAGXTXCCAXXCAGAGCGCGXCCXXGGXGGAAAXGCXXXXXXGXGXGXCXCCACGCGCXGAXGGTGGAAXGGGAG 
CCCCAAGACGXGXGGGCXXAGAAAXCAACTXXXGXXCCCCAAGGCXXCTTGXCCAGAXCXXTCCAGTGCXXXCAX 
AGCCCXGGGAGAXCAAGXXGXTCXCCCCACXXXACXGCAAGGXAGACXGAAGXXCAGAAGAAAXACXGAAXXXCX 
GCXCCCAGAAGAAXAGXXXCXCXGGCXCACAGGCCCAAGXXCXCAAXGAAATCGTXXXXXAACTXTCACAXXCCT 
AAGCTGGCXXCCCGXGCACAGAAGCCAXGGAXXXCCCCXCXCXCCCXXCCCCCTCCXCAAGGAAAXAGXCXXCCX 
XTAXGGAXTXTCAXTGGACXCXXXCCXCAGCGAXXGXCCTGGCTGXXXAXXGATAGXCCXXCCCAXAAGAAAAXG 
GGGXTAAACAXGGGGXAGGXAXXXXGXCXXXCAAACXACAAATGGAAXGXGGTGACATAAACXAGACAXGGGGXG 
CCCXCAAGXXXCCAAGGGGACCAAXGXGCCACXGXXCXXCCXXGGGGAXGAGGCCXXXGACXGXXGGAXGGAXCA 
GAGCAGGCTCCAGXCAGACCCXGGXXCXGAAXGXXXXXXXXXXCGGXGACXAXCCAGTGAGCCXXCAGTGGGXGC 
AAGGCGCCAXACXXGCXGXGAGAGAGCXGAGXAGAGXGXTGGXXXXXCCAXAACXACAGGGGGAAAAAAAGXCAX 
XAGGCXXXCCCXXXGXGXCAGXGAAACCAAAAGXGCXTCXTACAACGXXCGCXCTGXXCAXGGGXXGXCTAXCXA 
ACAXXGAGCAGCAXXGGAGAGGCCACAGCXGAGCXAXGGAGATGCXAAAXXAACXCAXGGCCXCAGXCAGXTCAX 
XCXXTAAXXXCCXCACCAAAXXAXXGACXTAGAGCAXAACCAAAGACCTCATXCAXXCACCCCAGGXGGGXXGGG 
GGAAXXGGAGXXTGXTGGXGAAGXXXGGGGGCGGGGXGXGGGGAGTAGAGACAGGGXAAGGGGACGXGAGAAAGG 
AAAAGGCAXGAAGXXCXATACCXCAGCCAGCAGCXGCCXXCGXXXGGAACXGAAGXCCAGCCAGCAGACXCXCXA 
GCXCCAXCXCCCCXGXGCCACCCXAGGXCAXAXGACCXXGGCCACCXXGGAGXAGACCCAGACCCCXCGGGACCC 
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GGGACATTAGTCTCAGGCTGCTGATGGATTGATTTGACATGAACCAAACACAGCCAAACTCGATACCCACAAGCT 
GTCAGCTGAACCTGACTGAGTGTTCTTCCTGAGTTCACGAGGATAGGCTAGAGTGCATTTTTACTGGTGGATCAG 
TGTGTGCGAAAGAGATGACCCTTTATAAAGAGATTTTCAAGTGGATATATATAAAAGAAACAGTTGCTTGTAAAA 
TATACTTTTGTAAATAATATTTAATTTTTTAAATAATATATTTGGTGCTGTTTTCTCAGATCCCCTGAGAGCACT 
TTTTATTrTCCTTTTAAATTCTATGGTTTCCTTTGCATTTCTTGAAGTATATTTTAAGGGAAACAGTGATCACCA 
ATACATGTTTTCAGTTTTTTTTTTTTAAGGTCTCTATCACTTTAATCTGGATCAAGGCTTTGAAGCAATGCCTCT 
CTGCATTTTTTCCCCAGTGGAACAGACTCTGCAGTACATTAATCAGGTTGAGAATTGAAATATTTTCTTGCATCA 
GTATTGGCTAGAAAAGAAAATAAATAAAACCAAGTTAATTTAGTAGTAACAACTXACAGTGATTCTTCCTGTTGG 
AAGAATTTGCAACAAATCAGAATCACGTTTTTAGTTGTGCGTGTGCGCGCACACGTGTGTAAAAAGCACTTTCGA 
TTGTGCCTCCTGTTTTCTCGAGTGGGGACACTTTAACTACAGTTTACACCTCGGGCGCATAAAGTTTTTCTTCTC 
TTTCTCTCTGGTTGTTTCTGTTTCTGAGTGGACCAACAGCAG7^ACCCACGAGGATTTGTTTTGAGTATGGAGCTG 
TTGCGGGTTTGCTCCTTTTTCTTGCTTTGCGTGCTCAGTTTTTACAGACTGTAAAGGAGATGTGTTGTTTGTGAA 
GATGGAGCAGAGTCAAATCTGTGCTTCTAACTGAGATGAGAGTGTATTAATCACGTATCGCAGGGCTCCAGCTGT 
TTTAGAAGCCACATCATGTTAAACATTAACTGGTTTGGATTAAAAGAACATTAATATTATAATACACATATCTTA 
GTGGTAAACAGCTTTTTTTrTTTAAGGTCAGATTGCCTCAGGTTTAGAAAGAGGCTGAGAAATCAAATCTTGAAC 
ACAATCAACTTACATATTTTAAAGGAATCTGCCTCAAATGAGAAAATATGCTAGTTATCTAGATAGAGGJ^AAGAG 
ATATTTACTTTTTTAAAAATTAAAATAGTTATGAAATCTGGCAGAAAAGGTAAAGCCTAGAAGAAACTATGAAAG 
CTATTCTCATGTTACCAAATTCTATCTGCGCATATGTTTTTGTATAACATTTCGGTGACAGTGGGAGTCGGTTCC 
CTTTCCCAACCTGCAGAGACTATCTTCCAATACAGAATCTGTCTATTTATGCTTGTGTTTACAAACTGTATTTGT 
TGGGTTTGGGTTTTTGTTTTCTTTGGTGGCATTTTTCAGGTCACTTTGCTTCTATAACAAAGGTAATTGXTTTCA 
AATAATTTGTCTTCACCTTTTCCTGTATTTGTACATAGTGATTCAGTATTAGAGAAAAGTGCATTGTTTCTGTCA 
TATTTCCAATCTGTGTTGGTGCTCATTTGAGAAAATAAAAGTTTTCAAATATTACAAAAAAATCTATGTCGGGTG 
CGGAGAAAGAGGTAATGAAATGGCAGG 
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AAAAGAGACATTGTAATGAGGCACACCACTAAAGTGAGCATGCCCAATTAAAACCAGTGTAATATAGGATAAGAA 
AATCTGATTTTTCAAAAAAGATACTCTACATAAAGAATCCTTCATATAAAAAGTTCTTTCTTGTAGTACATTTAA 
AGTTTTAATTCACTCATGTATAACTGAGAGTTCCTTTGAGCCCTTTTTAGGCAGGGAGGCATGTCTGTCATCTAG 
CGTGTGGCCCAGTAAGTGATTATTACATTGGAATCAGTTTTTCAGTCTTTTAAAATAAATTCTATGCCATAAGAA 
TAAAAGATAAAGAGCAAAATTAATGTTAACTATTTTTAGCTTATTATAACTATGTCAACAAGTGTTTATTAATAC 
CTATTATGGGAAAGTCACTGTGGTTGGCATTGAAAATTACATCATCTTTAAAGCAGTATTTGTCCCCAGATGGAC 
XCAXCACXAGCAAAGACXAGGXXCAXXGGAAGGCAXAGGGXGAGAGAAXGGGAAGAXGGAGXGRAGGCGGGXXGX 
TAAAGTGCTGTCAGTGAGTGATTTTGTCTACTTGAATAATGGTCCATGTTTGGGGGCATATTGTGTTTCATAAGA 
AGTGAAAGGTATTTGCAAAGTAAGCTACAAATGACCCATAAATCTGTTAACAACAGTCCTTAATATGCAAAGATG 
AAAACCAAGCATTACTGCTACCCAAAGGGAACTGGTGCTTGGTGATGTGCAGATGGGGCTGTTGGTTAAGAGAGC 
XAXXACAGGXXXXCXCXCXXAGGXXXCAXAGGAGGXAGTXACXGAGAXGAGAXXGXXXXAXCXXXXXGAAXACAG 
ATCTCTTGTCTTGAGTTAGTTCTGAGGATGGGAGTAATAAAGGAGTTTTTTGTTTTTTTGTTTGTTTGTTTGTTT 
TGGCTCCTTAGTAATACTCCTCTGACATTTATTTCTATTATTCTTCAAAGAAAGGAAACCAACTGAAATGTTTGC 
TTTAACAAACATTTTAATAAGTTCTCTGGGXTTTTTTTTCCCCTTTTAAAAAAATTAGCATATACCATAGCAATA 
AAAGAACXAAXGXXAACXAXXGXAXGCXACAACXXAAGXGAXXXXXCTAAAGAAGCACAAXGXCAXTGAAAGXAX 
TATTGAAAAGGATCATAGTCACATTGAATTTGTGAAGGCCAAAGAAATTGAAGGGAGTGATATTTTCATTTTATG 
AXAXXCACAXXAGXAAAXXXXGXGXACAAGAAXACCAGGCAGAGXGXXXXACCCAXGGAAACAGGTXXCAGAXXA 
CTTTGTTTTTACrGTTAGAGTCTCAAGTTTAGAAATGCTlVACACTTAAATCAGTTTTTTTCTCACTATACTTGAA 
GATTGTTAATATTTTGATATCTTCCTAGCTTGATGAATTTAAACATATCTTCAGATCTGTGACAGTGACAGCCAA 
TAGGACTGATAATATTAGCTTCAAACCAATAATATCCAGGGTTAAAATAAAAATCATAGTGAAAGTACGATTGTA 
AAArTATGCTATATXAACTTTTAAGTCTGTAATAACTTGACATCAAAATGTTATGTAATTACCATAAATAATGGC 
TAGCGAGAACATCTTTGGAAATTCTCAAATTACCTTTCTTACTACACTGTTTGCAGAATGAATGTAGAAATGATC 
CTGTTAGCTTTCrGAATGTTCTGTGGGTTGAATGTGTTTTTGCTTAAATAAAGCTTTTGGTATTTGTTTAAATTA 
CACXXCXXGAGAAGXGGAAAXXXXAGGAXCAXCXXXGCXXXGXXXCAGXXXXGXGAXXXXXGAAAXGAAXGXXXA 
GTTTACTGAGCCAGTTGGTCATTTCTTCCTCATGTCGTTAAGTCCAGTGAGTAAGCCTGAACTGTGAATAAATXA 
CCAAAAACTTGCTTAGAATTTCATTTTGAAGCAATTTGCTAATATTTGAAGTGTATACACATTTGTAGTTATGTT 
AAAAATTGTATTGTACTAAGAATGTAATCAATGTCTACTTTAGTTGTAAACATTTCTGATGTCAAAACTTTATTC 
ATTACTGTTGATTTTAAGAATAAGAAATCACTGCCTAAATATTACCAAAAGCCACTGTCTCTACCCGAACTTCCC 
AGTTTGGGAAAGAATCGTTAGATAAAACAAAGGCTCTGCCCTTTCTGATACCAAACTCCACAGATACTTTCTCAC 
ATCTTTTAAAACATTTTGCAATAACATATTGTTTATAGGAAGTTTACAGGGTATGCAATGATTAAAACTTTTAAG 
TGAATTGATAGTTGCAAAAGAAAGGATAATATTTAAGGTCAGTGAGTAGCAAGACAATCTAAAGTTTCTGTAATA 
TCTGGCTCTCTGTTAATTATAGAGCAAAGTTTCCCTTACAGAATCCTTTTATGAACAGCAAGCTAGAGTCTATCC 
CXAGXGGXXAXAGCACCXGCXGCGXXXXXCAGGAGACAGXTAGGCCAGGGXGAXXXGAAXGGAXAGAXGXGCXGX 
XXXGCCXGCXTGXAGAAXXCAGCCCAGXCTXXGGXCXCXCXCXCXCXCXCCCXCCXCCACCXCXCCCXCXCXCXX 
CXXCXGCACCAGAGCCXAAGGCXGCGCCACCAAGAXGCGXCATXTXXXCCAGAGGCTXCTXXXTXXTXXXXXXXG 
AGAXGGAGXXXXGCXCXGXXGCCCAGGCXGGCAXGCAGXGCXGCAAXCXXGGCXGACXGCAACXXCCACCXCCCG 
XGXXCACACGAGTCXXXXGCCXCAGCCXCXGGAXXAGCXGGGAXXACAGGCACGXGCCACCAXGCCXAGCXAAXT 
XXXGXGXXXXXAGXAGAGACGGGGXXXCACCAXGXXGGCCAGGCXAGXCXCAAACTCCXGACCXXAAGXGAXCXG 
CCCGCCXXGGCCXCCCAAAGXGCXGGGAXXACAGGCAXGAGXCACCGXGXCCXGCCCAGACAXAXCAAAXXXGAC 
AGGXAXTGTAXACCCXXXGGAXCXXXAGGAAXXAAXXTXXGCCXCXGXCACXCAGCXXTGXAXAXXXXGAAAXGG 
AGAXAAGXAXAGGGAGGXCXXGGAAGGAAAAXXGCCAGAAXXCCCAAACCAXGXAACACTCAXXGAGAAXXCCAG 
AXCCAXXATAXCXAAAGGGCAAGXGAAGGAAACAGXAXXGXGAACXGGGXAXAACXCCXXGGXXCXXAACXAGXA 
CAXXCXXAAXCXGXGAGACCC7UUVGGTXGAXAAACAAXAAXXXAAGAXXGXACAGXACXCXAAACGXCXGCAAAG 
GXCXAGAXGXXAXCAGXAXCACXAGXTXXXAXXXCXGCCAGXAGCXCCCXXXXAGGXXACAXXGXXGXCCXCXXT 
CCAGXGXGGCAXCXGXCAXXGGXXXXXCACXAXGGCAAGXXCAXXAAAAAGCXXGCXCCAXXGXXAXCXXCAAGX 
AAXGCCCATAAGGAGAXGGAAGAXAXCXGAGACAAXXAAGGCXXXAGCXXCXAGGCAAGAGAAAXAACGXXGCAX 
XAAAXXXCAAGXXXCXXXCXGCXAGACXXGAATCTGXCXAGCCACXCXAAXXXAXGGGGGCXXXXGGXXXXXXCC 
XAXXGXACXXXGXAXGTAGAAXXGXXXXGAAAXAXCAAGCAXAXXXACXXXGAAXXXGAACXCXXXCXXAAXXXX 
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GTATTTATCCTTTGAATAAAATGTAAATCCAAAAAAAAAAAAAAAAAA 
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GGTTGGTGTTGTTTGGCATTTTTTTCTTTTCCTTTTTAAAGAAAATGTTTTCAGGAAACATGAACAAACATACTG 

CCAATTATAGTGGGGCTGGGAAGGCACAGGAGCTGGCGACCTCTCAGCTGCATAGTTGGGACGGCAAACCCTGCT 

GTGAGCTTCTCAGACTTTTCACCTACTTCACCTATTAAGAAGCCATGAGGAGTTGTAAACTCTTGTTCAGGGAAG 

AAAAGAGGGCAGGAGGAAGTAACCCAATGCCTTTAAATACAAAACAGATGAAAAACAAAATACTCATTTTTCCTT 

TTCTATTGTGGGTTTGGGGAGCCAAACCAAGTGTGACTGTGAGCACGTTCACTGAGAGGCATGACAACATTATTG 

AAGAGGTCTTTCCATTATGTCTGGTTCTCTTATTTTCTTAAGTCAAGCCTTAACTATGAACATACTTTAAGATGA 

TACGGGTCTGTCACCATAAACCTGTAAAAGGGCATCGACAGCTTTTCAGATAATCCAGGAATGTTGAGACATGGC 

TAAGTTTCTAGCTGATACTTAGTCATTCCCTCTTGATATTGTTGGGATGGGTAGCCAAAAGGCAGGCTTGTGGGA 

GTTAAGAGCCAATGATACCTGGAAACATGGGAGGTAGCTGGGGGTACAAGTGGATGTTGAGACTGAAGGAAGAGG 

TGGAAAGAAGACACAGAAGGCACCCAGATGCCAAAAGGCCTGGCATGAATGAGAGTTGGCATCTGTCCTGTTGTG 

GTGTTCCCATTCTTGCCATACCCATTTGCCCAGATTGTTCTGATTCTCATGTTCAATTGACTATCCCACATGAGA 

CTACAGTTTATAGGCAGTGAGGAATTGTTTCTTCCTGGGAAATGTCCTTCCAGCAACTTCAGAGGAATGGGAAAG 

TGTTAATCTTACGTGAAGCAAAGGAGCCTGGACTAGGGGCAGAGAGAAAGAAGCAGCAGCCCACCTTCTTTGTGT 

TTGCACATGTGCCTATGTCGTGTACATTGGTACCTGACTGTGGCTCAGATCTGCGTCGCAGCAGCGAGAGAAGAA 

ATCACTCCATATCCGATGAGAGGAAGGGTGGCACAGAGATGGTGTCTACAATTAGAGACATTTCTGACTCCACCT 

TAGCCTAAGCAAACTTTATATACTGAGTAACATTTGAAGGTTGTCTTTTAATGGTGGGGGGTGTTTTTTCCTTTT 

TAAACTACAGTGCTTGCACAAGAGAGGGAGGGACTCAGAAAAGGTTAGGGCAGGTGAGGGAGACAGTAGATGGCC 

TGGGATGACTTGAGTCCATCATACTATTGCTTGGCAGGTGTCCTCCCCCATGTTTGATTCAAATTCCATGAGTGA 

CCTACCTTTCCCCAGGAATGGGACTGAGAGGGTAGTCTCCAGCAACTCAGTCTGCACAGGGCTCCCCGTTCAGGC 

TGCCTTTGGTGGTTGTGCTTTTGTAAGTTTCTTTCTCTGCACTTCGACTTACCTCTGAATCAGAAAGCAAGCCCA 

GCAGGTGAATGAGGGATGTCTGCTTGGCATTGCCCAATCTAACCAGGGAGGCTGGCTGGCCACCCACTGTCCGCT 

AGAGGGGAGAGCTAGCAGGTGTTGGTATGAACTCAGGAATAGAAACACGAGGCCTTTTTAAATACGAGGGAGAAG 

AATCCATGATGCATACCTGTAACCCCCTAGAACCCAAGTGCCAGAATTCCTAGATGCTGCTTCTGTTTGAACAAA 

ATGTCACTGCTTTTACACTTGAAAAAAACACACTCGAAAAATGTTCAACTCCATGAAAAATATTTTTTGGCTTTA 

AGAAATTGTTTGGTGTTTAACTGTTTCCTTTGATTGCCATTCCACCAGTAAATTGTTGGTTGATTTGCACTGCAC 

TCTGGGGTTGGGGTTGGGAGGGGAGGGTCCTTATACAGAGCCGAACCTGGGGTTGCTCAGGAAGTGGGCCAGGGA 

ATGTGGAAGTCGTTGACATTGCCTGGGCCAAAAGAGTGGGAGATAGTTTTTCTCCCCTCAGCCCACTCCTGGTAG 

CACCTGTCGCCAGCCTGGTACAAAGCCAGGCCTTTTTCTTCTGTGAGCATCTCATCACTGTCCAGCAGCAGGTGG 

AAAAAGGGGGACAACAACCAGACCTATTTTTTCTCCCCCATTTTTTCCAAATTTTGCTGTGCCAAATGTTTAAAA 

TTTTATAAATATGAATCTATTGAAATTTCCTTAATCAAGAGCTTCTTCGTGTAAAGTTTGCTTTTTTAGCTATAG 

AAAAAGAAAACAGTAAATATCTCTTAATGGCATCCAGCCTTGCTGAGCTCACCTTTTTTCCTGAAGAATGGGTAG 

GAGTGAAATATTTAATGTAAACATTTCACCAAGTCCCTTTACCCTAATTTTGAAGCTGCATTAAACCCAACTCAC 

TAACACAGGGAATGATTGCACCCTAGTCCTCTGTGGGCCAAGAAACTTTCAGAAGCATTAAAAAAATAGTTGAAG 

TATATCACTTCTCACCAAGTGGGTAGAGTCAGTTGGCTGTTTGTCCCTTGTTTTTTATTTATTCCATAATTATGT 

TTGTGCTTTTTGTTTTGTAAACAGTAATGGAACGTACATTTTTATTTTGTTTAGAAGACAACTTTGATTCAATCT 

TTCAAGAACTGTTCCATTCTTGGTTTCTTCTTAGGGGGATAAAAAGTTACCAGTTAATTTGTTTTGAGATATTTA 

AGCATTCTTTGAGTTATAGAATTGTGATGCAGGGATTTGTGAATGAGACATTTACATGTGAAAGGTGACTTCACT 

AGTTACCTGCTTGAGCAGAGTAAAGTGTGTATATGTACATAAAATGTAAGTAATCTTAACTCCATTGTGCAGTGC 

CTTTTAGATGTTCCGCTTTCTATAAAGTCTTCAAATTTTTGCATATATATTATATATATATGATGTAATGTTATA 

GAAATATATGTATAATATACATATTTTTTCCAGGGGTATCTGATAGCTCTGTATTTTGTTATGGAAGTTGAAAGA 

AAAAAGTATTTTACCTCAGAAATTAAATAAAAAAATACTTTTAAGTATAAAAAAAAAAAATAGCGCCGCTCGTGA 
T 
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ACTCGGCCGGGCAGCCGCGGGCCGAGCGCAGCCGCCTCCGCCACCGATGCGCCTGGTGGCCAGACTCCAAGTGGG 
ACCGGCGGACACGCAGCCTCGCGTGTCAGGGGAAGCTGATGGAGAATCGAGCTCTGGATCCAGGGACTCGGGACT 
CCTATGGTGCCACCAGCCACCTCCCCAACAAGGGGGCCCTGGCGAAGGTCAAGAACAACTTCAAAGACTTGATGT 
CCAAACTGACGGAGGGCCAGTATGTGCTGTGCCGGTGGACAGATGGCCTGTACTACCTCGGGAAGATCAAGAGGG 
TCAGCAGCTCTAAGCAAAGCTGCCTCGTGACTTTCGAAGATAATTCCAAATACTGGGTCCTATGGAAGGACATAC 
AGCATGCCGGTGTTCCAGGAGAGGAGCCCAAGTGCAACATCTGCCTAGGGAAGACATCAGGGCCGCTGAATGAGA 
TCCTCAXCTGCGGGAAGTGTGGCCTGGGTTACCACCAGCAGTGCCACATCCCCATAGCGGGCAGTGCTGACCAGC 
CCCTGCTCACACCTTGGTTCTGCCGACGCTGCATCTTCGCACTGGCTGTGCGGGTGAGCCTTCCATCCTCCCCAG 
TCCCTGCCTCTCCTGCCTCCTCCAGTGGGGCAGACCAGAGACTCCCATCACAGAGTCTGAGCTCCAAGCAGAAGG 
GCCACACCTGGGCTTTGGAGACAGATAGCGCCTCTGCCACTGTCCTTGGCCAGGATTTGTAffiVCTCCCTGAGCCT 
CAGTTTCCTCAACTGTAAAGTGGAGATGGGTTTGGTGTCGGGAATAACGGGACCAATAAATGATGCTTTACTATT 
AAAAAAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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MENR^DPGTRDSYGATSHLPNKGALAKVKNNFKDLMSKLTEGQYVLCRWTDGLYYLGKIKRVSSSKQSCLVTFE 
DNSKYWVLWKDIQHAGVPGEEPKCNICLGKTSGPLNEILICGKCGLGYHQQCHIPIAGSADQPLLTPWFCRRCIF 
ALAVRVSLPSSPVPASPASSSGADQRLPSQSLSSKQKGHTWALETDSASATVLGQDL 
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GCCGAAGCCGCCGTCCTGCTCTCCCGCGTGGGCTTCTCTAATTCCATTGTTTTTTTTAGATTCTCTCGGGCCTAG 
CCGTCCTTGGAACCCGATATTCGGGCTGGGCGGTTCCGCGGCCTGGGCCTAGGGGCTTAACAGTAGCAACAGATG 
CGTCGGCGGCGGCAGTAGCTGTTAGTTGCAGCAGCAATCTCTTCCCGAACACGAGCACCACAGGCGCCCGAAGGC 
CGGAACAGGCGTTTAGAGAAAATGGCAGACGATATTGATATTGAAGCAATGCTTGAGGCTCCTTACAAGAAGGTG 
AGAAAAAACATGTCGGTGAGGTTTATATATTTCTTAATTTAGCATTATTCACGAAACTACTGCTGAl^ATGTAAAC 
TAACCTCCCCGGAGCCCTCTTGATTTATCTTATCAGAGATGCATTACGTGTAACTTACAAAAGTAAATATATGCT 
ATTGATGTAATAATATTGTGCAGTAGTTTCACTTCAGCGTGATGAATAAATGCCCATCTATCTCTCTTTGTAGAC 
TTGCCTAACGATATCTCACCTCTACTCCCATGAATTCACCTTTGATTCCAGTGTGAACTGTCAATCATAAGGTAG 
TAATTGAGTGACTTATCGCTGTACCGTGGTCCCCTAGGTAAAATGACTCAACTAAGAATTACCACCTCCAGTTTG 
GTATAGCAAA2UVGGTGAATGTAGTGGTTTGGGAAAAAGCAGGGGTCCAAGAATAACAAAGCATGACCAGTCTGTG 
GCAAGTTAAATCTTCTAATAGTCTTATAAGAAGAAATGGGXGAGATTTTAAAATTTATGTATCTATGTAAGACTG 
GTGATAGTAAATCTTAAAACAGTCCAGTGGCAATCTGCTGCTCAGTTAATAATTACTAAAATTCTTGGATCCCTG 
AATAGAAAT T AAAAAAAAAAATAC AAG AGGCAGT AGAGT CAATAC AAGC T T AAT AC AAGC X TAGAG TAAATACAA 
GC TT AGAGTC AC T TGATG ACT GTT T TAC T 
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TXAGAGGXCCTXXCTGCXXTAXAACATXAGGXXCXXCXTGXGAGGCCXXAAGCAXXTGCTAAACAGGXXCAAGXA 

AGTTTAGTAAAGTTTCATTACTGCCATTGATTCAATTATCAAACTGCTTTTGTACATATAAAGAATTCTTCAGAT 

GCATGGTTTCTATTAACAAGATCCAATGCCTTCCTTTTATTTCCCCTTCAGTTCAACATCTAATATATAAAGATT 

GCTCTGACTACTACGCAATAGGCAAAAGAAGCAGTGAGACCTACAGAGTTACACCTGATCCCAAAAATAGTAGCT 

TTGAAGTTTACTGTGACATGGAGACCATGGGGGGAGGCTGGACAGTGCTGCAGGCACGTCTCGATGGGAGCACCA 

ACTTCACCAGAACATGGCAAGACTACAAAGCAGGCTTTGGAAACCTCAGAAGGGAATTTTGGCTGGGGAACGATA 

AAATTCATCTTCTGACCAAGAGTAAGGAAATGATTCTGAGAATAGATCTTGAAGACTTTAATGGTGTCGAACTAT 

ATGCCTTGTATGATCAGTTTTATGTGGCTAATGAGTTTCTCAAATATCGTTTACACGTTGGTAACTATAATGGCA 

CAGCTGGAGATGCATTACGTTTCAACAAACATTACAACCACGATCTGAAGTTTTTCACCACTCCAGATAAAGACA 

ATGATCGATATCCTTCTGGGAACTGTGGGCTGTACTACAGTTCAGGCTGGTGGTTTGATGCATGTCTTTCTGCAA 

ACTTAAATGGCAAATATTATCACCAAAAATACAGAGGTGTCCGTAATGGGATTTTCTGGGGTACCTGGCCTGGTG 

TAAGTGAGGCACACCCTGGTGGCTACAAGTCCTCCTTCAAAGAGGCTAAGATGATGATCAGACCCAAGCACTTTA 

AGCCATAAATCACTCTGTTCATTCCTCCAGGTATTCGTTATCTAATAGGGCAATTAATTCCTTCAGCACTTTAGA 

ATATGCCTTGTTTCATATTTTTCATAGCTAAAAAATGATGTCTGACGGCTAGGTTCTTATGCTACACAGCATTTG 

AAATAAAGCTGAAAAACAATGCATTTTAAAGGAGTCCTTTGTTGTTATGCTGTTATCCAATGAACACTTGCAAGC 

AATTAGCAATATTGAGAATTATACATTAGATTTACAATTCTTTTAATTTCTATTGAAACTTTTTCTATTGCTTGT 

ATTACTTGCTGTATTTAAAAAATAATTGTTGGCTGGGTGTGGTAGCTCACGCCTGTAATCCCAGCACTTTGGAAT 

GTCAAGGCAGGCAGATCACTTGAGGTCAGGAGTTTGAGACCAGCCTGGCCAAACATGTGAAACGCTGTCTCTATT 

AAAAATACAAAAATTAGCCGGGCATGGTGGTACATGCCTGTAATCCTAGCTACTTGGGAGGCTGAGGCAGGAGAA 

TCGCTTGAACCTGAGAGGAAGAGGTTGCAGTGAGCCAAGACTGAGCCACTGCACTCCAGCATGGGTGACAGAGAA 

AACTCTGTCTCAAACAAAAAAATAATAAAATTTATTCAGTAGGCTGGATTCTACACAAAGTAATCTGTATTTGGG 

CCATGATTTAAGCACATCTGAAGGTATATCACTCTTTTCAGGCTATAATTATTTGGGTAATCTTCATTCTGAGAC 

AAACTTAATCTATATCATTTACTTTGCAACAGAACAACCCTACAGCATTTTGGTTCCCAGACTAAGGGAACTAAT 

ATCTATATAATTAAACTTGTTCATTTATCATTCATGAAATATAAAATACTTGTCATTTAAACCGTTTAAAAATGT 

GGTAGCATAATGTCACCCCAAAAAGCATTCAGAAAGCAATGTAACTGTGAAGACCAGGGTTTAAAGGTAATTCAT 

TTATAGTTTATAACTCCTTAGATGTTTGATGXTGAAAACTGCTTXAACATGAAAATTATCTTCCTCTGCTCTGTG 

TGAACAATAGCTTTTAATTTAAGATTGCTCACTACTGTACTAGACTACTGGTAGGTTTTTTTGGGGGGGGTGGGT 

AGGGATATGTGGGTAATGAAGCATTTACTTACAGGCTATCATACTCTGAGGCCAATTTTATCTCCAAAGCAATAA 

TATCATTAAGTGATTCACTTCATAGAAGGCTAAGTTTCTCTAGGACAGATAGAAAACATGAATTTTGAAATATAT 

AGAACAGXAGXTAAAAXACXAXAXAXTXCAACCCXGGCXGGXAGAXXGCXXATXXXACXAXCAGAAACTAAAAGA 

TAGATTTTTACCCAAACAGAAGTATCTGTAATTTTTATAATTCATCAATTCTGGAATGCTATATATAATATTTAA 

AAGACTXTTTAAATGTGTTTAATTTCATCATCGTAAAAAGGGATCATCTCAGAGAGAACAGCAGTATTCTGCGTA 

TTTTTAAAAATGCTCTAGAGTAACATTTGAAGTAATTCACTGTAGTGTATGCCAGTCCTAGAAATAATTTTTTTA 

ATTTCTGGTGTCTGTTTCTAATACACTAACCAAGTTTTCAAAATATATTTACAAAGATGCATCTTTACCCATTAT 

TTTAAAATGATTAAGGAGGATAGTTGCTTCAGGTAACAAGCTAATTTTTCAAATATTAGGCCCTTACAGAACTAT 

TTAGTCAAAAAGTAAGATATTCCTTTAAAATATATAACCCAAAGCTTTCAGTTAAACATGATATATCACAAATAC 

TATTAAAATGTTAAAGAGAAATGCAAATAGCArTAAATGATGACCAAAATGTAAAATATTGTAGATTTCAAAAGC 

TGTGTCTCTATTAGGTGGGATACCAAATGTAAATGATGTAACTGACGTTGTTTTTTACTTTTTACTTTTTAAAAA 

AGACTAAAAACGTXXXGAXAXXAXACAAXGXAXXTGXXXCAGAXAAGGTCAXXGXCAXXXAGXAXAXAXAAXXAA 

XATAXGTACAAGXTTAAGXAAAXXCCXGXGAGXAAAAAXGGACTTAXCACAAAACATAGXTCXAAAGAAAGGTAT 

AXGCTCATAXACACGGXGXCCAXXAAXXXAAXGGGAACXAGGXATAACTXCAGGAGAAXXXGGCAAAXAATXCAX 

XAAXCCAXGXAAATAXTCAAAAGCTTGTTCXATCCACAXXAXXTCAAGGGAXCACTTXAXTTXXCAXXAXACXXT 

CACAGCACXXXXCXAGXAAAXTCTGXAACACAGAAAXXCCAXTTTGGAAXCAXTXCAXGXXACCAAXAAXXCTAG 

ACXXXTAXAACAXXXAACATGTXGAXGGAAAXAGAXXACAXCXGCXAGAACCXTXTGCCXXAACXAXXCACCAAX 

AXAXGCXAAXAXXCAXAAAXAXGGAXTGACTGXTXACAAACAXXAGAAXCXXGXCXXGGXXCCAXXXXGAXGGCX 

AAXATXXGXXATCXXAATXAAGACXAXXTCXGAGGTCATGAXXACXXGAAAAXAXXGACXAAAACXGGGXCCXXA 

GAAAXTCCAGGXGGAGCXGAXXXACCXAXGACXGAGGGGAAAAAAAAAXCAAATXXXACXGATAAXAGXAAXGCT 

CCAAAXGAAXTAAXGACACAXCXGXXCAAXAAAXAAAGAGCXXAAAXATACAAAACAXAAGAAAXCTGGGCAACA 
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AAACTTGTGGTCTTTACTTTTGAATAGCTACCCAAGAAAAGGTTTTAAAGGTAAAAGTTATGAGTAATGTCATCA 
CAATAAGCTCTTGTTTAAAATTCTTTTCTTTTATGTATAATTAGGTTTATGTTTCATGTCTTTTTAAAACCTTAT 
AAAAGATTTAATTATCACATCTATTCTTCAATGTGGAAATATTAAATATTGTTGGTTGTAAAATAATATTTATGT 
ACTTACTTGTGTCTGAAAAGTTGTAAAATGCTTACCTCAGCTATACAATATCTGTGACTCTGAAGACTTTAATGA 
GTACTATTTCATTAACAAGAAGTCAGAGGCAAATAGAGGAACACCATTATCTTACTTCCCTCTAGAATACTGTTG 
AAACATTTGAAATACAAAAGTTTCAGTTTCATTTTGTGGCATTCAACTTCCTCTCCTCTTTTTCCGTTATTAGTG 
TTGCTGCTCTGGTTAGCC 
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FIGURE 1353 

GCTGTGAGTTGGCGTGCTAGTGGGATGGCAGATGAGGAAGAAGACCCCACGTTTGAGGAAGAAAATGAAGAAATT 
GGAGGAGGTGCAGAAGGTGGACAGGGTAAAAGAAAGAGACTTTTTTCTAAAGAATTGCGATGTATGATGTATGGC 
TTTGGGGATGACCAGAATCCTTATACTGAGTCAGTGGATATTCTTGAAGATCTTGTCATAGAGTTTATCACTGAA 
ATGACTCACAAGGCAATGTCAATTGGAAGACAAGGTCGAGTACAAGTTGAAGATATCGTCTTCTTGATTCGAAAG 
GACCCAAGGAAGTTTGCCAGGGTTAAAGACTTGCTTACTATGAATGAAGAATTGAAACGAGCTAGAAAAGCATTT 
GATGAAGCAAATTATGGATCTTG^ACTTTTTGTAGTTTCCGAAAATTACCATCTGGGGAAACCATATATAATAA 
TTGTATATTTTCTAAAGTAAGATTCTGATATCTAGCCGAGATCGCACCACTGCACTCCAGCCTGGGCGACAGAGC 
GAGACTCCGTCTCAAAAAAAAAAAAGAAAGCAAGTTTCACATGAATAATGCTGTGrTGGAAGGCTTTTTGATTTA 
AAATCTTTTCGGATTTATAACATCCTGTTAAGTTTTAGGAGAACCCGTTTTCCCAGAGCAGATTCAAGCTTCTAA 
AAATAAATGCTTTCAGTAGCAGGAATGGCATTGTTTAAAAAGCTGATGGCAGGGTAAGCATTTGGGTTAGTGTTT 
TATTAACATATTTGTAAGTACTTGTTCATTGTGGAAATGTGTCCTTGACTAAAACCATACGTGGCTATGGAAACC 
ATGTTTGTAGTTCTGAATACACAGGTTTTGTGTGTATTTACTCTATGTATTAAATTATTATTGCCCTTAGTTTAA 
AGTAAGGATTACAATTGGATTTAAGTAGATCACTGAATGTTATTGTTTATGAAACTTAACTTTTTGTATGCTGCT 
TATAAACATGATCTATAAATCAGTGCTTGGGAAAATTTTACTTTCTTAATCTACTGATACAGGAATAAAATATGA 
AC AAT T AAAC AG ATAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 



WO 2004/043361 



PCT/US2003/035268 



1500/1629 

FIGURE 1354 

MADEEEDPTFEEENEEIGGGAEGGQGKRKRLFSKELRCMMYGFGDDQNPYTESVDILEDLVIEFITEMTHKAMSI 
GRQGRVQVEDIVFLIRKDPRKFARVKDLLTMNEELKRARKAFDEANYGS 
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FIGURE 1355 

ACGCCAAGGCGGCCACGTCCTGCTCCCCCTGGTGAAGAAGCTGCCCTGGGCTTGTCGTCCTAGGGTCTCCAGACA 
TGTCTGAGGTGAAGAGCCGGAAGAAGTCGGGGCCCAAGGGAGCCCCTGCTGCGGAGCCCGGGAAGCGGAGCGAGG 
GCGGGAAGACCCCCGTGGCCCGGAGCAGCGGAGGCGGGGGCTGGGCAGACCCCCGAACGTGCCTGAGCCTGCTGT 
CGCTGGGGACGTGCCTGGGCCTGGCCTGGTTTGTATTTCAGCAGTCAGAAAAATTTGCAAAGGTGGAAAACCAAT 
ACCAGTTACTGAAACTAGAAACCAATGAATTCCAACAACTTCAAAGTAAAATCAGTTTAATTTCAGAAAAGTGGC 
AGAAATCTGAAGCTATCATGGAACAATTGAAGTCTTTTCAAATAATTGCTCATCTAAAGCGTCTACAGGAAGAAA 
TTAATGAGGTAAAAACTTGGTCCAATAGGATAACTGAAAAACAGGATATACTGAACAACAGTCTGACGACGCTTT 
CTCAAGACATTACAAAAGTAGACCAAAGTACAACTTCCATGGCAAAAGATGTTGGTCTCAAGATTACAAGTGTAA 
AAACAGATATACGACGGATTTCAGGTTTAGTAACTGATGTAATATCATTGACAGATTCTGTGCAAGAACTAGAAA 
ATAAAATAGAGAAAGTAGAAAAAAATACAGTAAAAAATATAGGTGATCTTCTTTCAAGCAGTATTGATCGAACAG 
CAACGCTCCGAAAGACAGCATCTGAAAATTCACAAAGAATTAACTCTGTTAAGAAGACGCTAACCGAACTAAAGA 
GTGACTTCGACAAACATACAGATAGATTTCTAAGCTTAGAAGGTGACAGAGCCAAAGTTCTGAAGACAGTGACTT 
TTGCAAATGATCTAAAACCAAAGGTGTATAATCTAAAGAAGGACTTTTCCCGTTTAGAACCATTAGTAAATGATT 
TAAC AC T AC GC AT TGGGAG AT TG G T T AC C G AC T T AC T AC AAAG AG AG AAAGAAAT TGCTTTCT T AAGT G AAAAAA 
TATCTAATTTAACAATAGTCCAAGCTGAGATTAAGGATATTAAAGATGAAATAGCACACATTTCAGATATGAATT 
AGTTTGACATTATTGAGATTAGACTAAGGTAATTTTTTTAATGGGACCTCTCATGAGAAGACTGGTAAATCAAAA 
ATAATGATATTTTGGAGCAAAAGTCATTTTATATTTAATCCTATTTTGTACAGTAAAAATAAAACTTTAAAGCAG 
GTTGATTTTCCAAAATAAATATGCTAAAACCTAAAAA 
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FIGURE 1356 

MSEVKSRKKSGPKGAPAAEPGKRSEGGKTPVARSSGGGGWADPRTCLSLLSLGTCLGLAWFVFQQSEKFAKVENQ 
YQLLKLETNEFQQLQSKISLISEKWQKSEAIMEQLKSFQIIAHLKRLQEEINEVKTWSNRITEKQDILNNSLTTL 
SQDITKVDQSTTSMAKDVGLKITSVKTDIRRISGLVTDVISLTDSVQELENKIEKVEKNTVKNIGDLLSSSIDRT 
ATLRKTASENSQRINSVKKTLTEIiKSDFDKHTDRFLSLEGDRAKVLKTVTFANDLKPKVYNLKKDFSRLEPLVND 
LTLRIGRLVTDLLQREKEIAFLSEKISNLTIVQAEIKDIKDEIAHISDMN 
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FIGURE 1357A 

GGTGAGAAGCACTAGAAATATCCATTCAGTTATTAGTGGGGAX TAGG XXCAGGXCTGTTGXTXAAGGAGCCCTTA 

AACTTTAAATTTCAACACAGGAATGGAGGTCCCTGTGTAAGGATTGGGAATGGGACCTAATAACTGCTCCCTCAA 

GGTGAGTTGCGAGTCAGCTGGCCATCTCCATCTCCCATGCATTACCTTGATGTACCTTCCAGTCCACCATCTGCT 

TGTGCACCAGGCTGCACCTACTGTTCCATGATGGAAGGGAAGGTAGAAGTTGGGCTGGAAGGAGATGTTGGTCCA 

GATCTGGGTACATTTACCCCTTGTGGTACCTCTTGGGAGCAAGAAAGTCCAGGCCCTGGAGCCTTCCACTGACAA 

CTCTTGAAGGCCCACCTCAACTGAAGCCTCACTGATAGCACTTTCATGAGATGCTGGTCAGGGAAGAGCTTCTGA 

XXTGGCCXAGGCTAGXGGCAGXGCCACCAGGCAAXXGCXTAAAATCXTCTTTCTGCCAAAXTCTGTGATGTATTA 

AAGTATGCGATACATGAAAATTGAGAGXGGCXTTGGTTXXGTTGTAGGTCTGGATCTATTTACCXXTATTAAGCT 

CTGGAGACTGACATATGATATTTTTAGATGTATGAGTGCAGATTTATGGAGATATTGGTTCTGGATTTAGTATGA 

GATGCTAAACCTGGTCCCCATTGTTCTCAAGGCCACTGCACCTGGCCGATAACAGATGTTTTAATAGTAAGATAA 

AAAGTAAAATTTCCAGTGTGTCGAAGGAAGAAAATTACAGCCTAGAATTTTATCTTCATGTACATTATTTAAGTG 

TGAGGGAATAGTTTCAGTGACATTATGTCATTGAAGACCTTAGAAGATTTCCCTCGCXAAAGGAGATAAAGCGAC 

TGGCACAACATGTATTTCTCTGAGTAAGTAGAAGTGTTCTTTTCTGGCTGTACTGAAGGGACTTTCATGATTTCT 

TCGTTTTTGTACTCTTAGTTTTATAATATTGCATAGTAGCTAAGGCCTGGCTGTAGCAGTTATAAACTGTTCTGC 

AAGTGCGGGAAGTAATAGTTATTCCTATCTCAAGGATGTGGGGTTTAAATGGGTTAGTGCACAAAAGGACATTTA 

TTAAATTTAGTCATAATCATCTCAAGGACATGGTAAGTGAAAGAGTGTACATAAAGTACTTAATGTAATGTTGCT 

ACTTAATGTTCAATAACTCAAAGAGACCACCACCACTACTACATTTTACTTTTATTAGTAATTAATAATAATTAA 

TAATTAGT AAT T C AGT GG TAAT TAGTAT AC X ACCAAAGAAAGT ACT XGAGC AG AAGAGCCAAAATTCAAAC CAT A 

GAATCATTTTACTGTGCXXTTATTCTACCTCAAACACTAAXCTCCAGGCCTTGGATAAAGGGATTATTTCTCTGA 

AGGGGAAAGTTATCCTCTTTTTGCCCAAGTCACACTTGTGTCATTTCTTATACTGXAAACATGTGGTXCCAATTC 

TGAGGTAXXXTCCCGGCTXGXAGGACCCAAAAAGAAGTXAGGCTTGAGAAATTTXAAGTGAAGAGAACAATTCTA 

GTTCAGAGTGATTGGCTCTTCCTAAAAGCTGACATTTGACTGAAAATTTTGAGGGGAGGGAAAGAAACAATACCT 

TTTACGGCATGTAATAGGAAGAAGACCTGGATTTTAGTTGCTGCTCTGATGTCCCAACTTGGGTAAGGCAACATA 

ACATAAATGTCAGTTXCXXCAGATTTGTGAXGAAGCXGAXAATCCATGCTCAGCTTCCTTTATGGGTCTCTTGCC 

XATCAAATAAGGTACAGTATGTGAAGATACATTGCAGATTATCTXAXGCATTGCTTCAGGGGATGATTAAACCAT 

CCTTTATTATAGCCAGAGTCXAGXCTAAGGGAAGAAGGXCAXXCTCTATACCAGTGAAGGCTCCAXCCAAACCAG 

XGXXTGGGGGCATAGTCATAATXGAAAAATGATTGTTTXCCTTATCTGTAAAACAGGTAAATGGTATTAATCCTC 

AGGTGGTTGTGAGGATXAAGTGAXACATGTAAAAAAAAGAAAGCTTTGGATAGTACCTATTATAAGAAACXCAGT 

GTTGCTGCAATGTATGTAXXATAATGGATTTGAAAXTTGCCCXAACCAAGAGTCACAGACAGAAAAAAGGAAGTT 

AATGTATCTCTTGATCACTATCAAGATGTGGTATTGAACCTTCAAGAXCCTXTTCAGGGAATATGTGAGATCAAA 

ATTTTTATACTGGCACTATGATGTTATTTGCCTXTTCCTCATATTCACAAGTGAACAGTGGAGTTTTACAGAAGC 

TATATAATGTCATGACATCACTGATGGGTAATAG7VATGTGTGCTTGTATAXXCCGAAACTTTCAGTTCCAATTTC 

TTCGATCAATGTAATCCTCATAAGTAAAAGTTATTTGAGGACCTCAGACATTTTTAAAAATGTAAAGGGGGXGGN 

NNISTNNTSTNNNNNNNN^ 

NNNNNNNTSnSTNNNN^ 

NNNNNNNNNNlSnSINNNNNNNN 

NNNNNNNNNNNNNNNNNN^ 

XATATTTGACAACTTGGTATGTAGGATGTGCTACCTCTAATGTTCCATGCTGTTACTTAGTTTTCACTCACTACT 
ATATTTTGGAGATTTGTTCATATTGCXCXGXGXACAXXTAAXTCTTCAGTGTGTATCCACCACATTTAACTTATT 
CACTTACAGAACTATGCAAGAATTTCTCTGGTAAATTTCACXAAGTACTTATGTACTTXTCAGAACGATTGTGAG 
XTXACACCCCXACCAGCAGGACTGAGTTGAGTACCCATTXCCTCACATCCTTGCCAGTACTTCATTTGCCTAATT 
TTTGCCATXCXCATAATGTGGCAAXXGXXCAAXTTTGCATXXCTTCCATTTTATTTTTXXGCATCTCTGCTTTTC 
TTTXGGXTAGCTTTGCCAGTTCTGCCTATTATATTAATCTCCCAGAATCAGCTTTTAGXXTTGTTAAATCTCTGA 
CATGXTXCGXXGATTCCTGCTTTCAXCTTAAACAXXTCTTCGTTGTTAATTTGTGTTTGCTATAAAAXAAGCAAC 
ATCTTAAATGCTTGATTTGCTTTCGATGTTTATXCXGXAATAAGATATTTAAAGATAXAATTTTTXCCCXAAATG 
CTTXAXTAGACTTTTCTCATAAGTTTXGACXGGTACXGTTTXCATTGTTATTTAATTXTGTGTTTXTTAACXXCX 
TTCATGATTTCCTTTTAACTGAAGGTTTTCTTAGAXATXXAGXXTGCXGGXATAXXCXTXXAAAAXXGTATCATT 
GCTXXCXXTCTATATTGGATTATXGXCAGAGAACAXGAXXXGCAXGAXAXTAACTTXXXGGAGTAXAXXGTTGCA 
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FIGURE 1357B 

TCTTrGTGGCCTAGTACATAGTTAATTTAGTGAATGCTTCCAGTTGTACTTGAAAAGAATGTATATTTTCTGATT 
ATTGAGGGTAAATTTCTCTATATATGTTTTCCTGTTTAATAAATATGTAGCTATGTGCTTATGAAA 
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FIGURE 1358 

VRSTRNIHSVISGD 
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FIGURE 1359 

CCGCAGAACTTGGGGAGCCGCCGCCGCCATCCGCCGCCGCAGCCAGCTTCCGCCGCCGCAGGACCGGCCCCTGCC 
CCAGCCTCCGCAGCCGCGGCGCGTCCACGCCCGCCCGCGCCCAGGGCGAGTCGGGGTCGCCGCCTGCACGCTXCT 
CAGTGTTCCCCGCGCCCCGCATGTAACCCGGCCAGGCCCCCGCAACGGTGTCCCCTGCAGCTCCAGCCCCGGGCT 
GCACCCCCCCGCCCCGACACCAGCTCTCCAGCCTGCTCGTCCAGGATGGCCGCGGCCAAGGCCGAGATGCAGCTG 
ATGTCCCCGCTGCAGATCTCTGACCCGTTCGGATCCTTTCCTCACTCGCCCACCATGGACAACTACCCTAAGCTG 
GAGGAGATGATGCTGCTGAGCAACGGGGCTCCCCAGTTCCTCGGCGCCGCCGGGGCCCCAGAGGGCAGCGGCAGC 
AACAGCAGCAGCAGCAGCAGCGGGGGCGGTGGAGGCGGCGGGGGCGGCAGCAACAGCAGCAGCAGCAGCAGCACC 
TTCAACCCTCAGGCGGACACGGGCGAGCAGCCCTACGAGCACCTGACCGCAGAGTCTTTTCCTGACATCTCTCTG 
AACAACGAGAAGGTGCTGGTGGAGACCAGTTACCCCAGCCAAACCACTCGACTGCCCCCCATCACCTATACXGGC 
CGCTTTTCCCTGGAGCCTGCACCCAACAGTGGCAACACCTTGTGGCCCGAGCCCCXCTTCAGCTTGGTCAGTGGC 
CTAGTGAGCATGACCAACCCACCGGCCTCCTCGTCCTCAGCACCATCTCCAGCGGCCTCCTCCGCCTCCGCCTCC 
CAGAGCCCACCCCTGAGCTGCGCAGTGCCATCCAACGACAGCAGTCCCATTTACTCAGCGGCACCCACCTTCCCC 
ACGCCGAACACTGACATTTTCCCTGAGCCACAAAGCCAGGCCTTCCCGGGCTCGGCAGGGACAGCGCTCCAGTAC 
CCGCCTCCTGCCTACCCTGCCGCCAAGGGTGGCTTCCAGGTTCCCATGATCCCCGACTACCTGTTTCCACAGCAG 
CAGGGGGATCTGGGCCTGGGCACCCCAGACCAGAAGCCCTTCCAGGGCCTGGAGAGCCGCACCCAGCAGCCTTCG 
CTAACCCCTCTGTCTACTATTAAGGCCTTTGCCACTCAGTCGGGCTCCCAGGACCTGAAGGCCCTCAATACCAGC 
TACCAGTCCCAGCTCATCAAACCCAGCCGCATGCGCAAGTATCCCAACCGGCCCAGCAAGACGCCCCCCCACGAA 
CGCCCTTACGCTTGCCCAGTGGAGTCCTGTGATCGCCGCTTCTCCCGCTCCGACGAGCTCACCCGCCACATCCGC 
ATCCACACAGGCCAGAAGCCCTTCCAGTGCCGCATCTGCATGCGCAACTTCAGCCGCAGCGACCACCTCACCACC 
CACATCCGCACCCACACAGGCGAAAAGCCCTTCGCCTGCGACATCTGTGGAAGAAAGTTTGCCAGGAGCGATGAA 
CGCAAGAGGCATACCAAGATCCACTTGCGGCAGAAGGACAAGAAAGCAGACAAAAGTGTTGTGGCCTCTTCGGCC 
ACCTCCTCTCTCTCTTCCTACCCGTCCCCGGTTGCTACCTCTTACCCGTCCCCGGTTACTACCTCTTATCCATCC 
CCGGCCACCACCTCATACCCATCCCCTGTGCCCACCTCCTTCTCCTCTCCCGGCTCCTCGACCTACCCATCCCCT 
GTGCACAGTGGCTTCCCCTCCCCGTCGGTGGCCACCACGTACTCCTCTGTTCCCCCTGCTTTCCCGGCCCAGGTC 
AGCAGCTTCCCTTCCTCAGCTGTCACCAACTCCTTCAGCGCCTCCACAGGGCTTTCGGACATGACAGCAACCTTT 
TCTCCCAGGACAATTGAAATTTGCTAAAGGGAAAGGGGAAAGAAAGGGAAAAGGGAGAAAAAGAAACACAAGAGA 
CTTAAAGGACAGGAGGAGGAGATGGCCATAGGAGAGGAGGGTTCCTCTTAGGTCAGATGGAGGTTCTCAGAGCCA 
AGTCCTCCCTCTCTACTGGAGTGGAAGGTCTATTGGCCAACAATCCTTTCTGCCCACTTCCCCTTCCCCAATTAC 
TATTCCCTTTGACTTCAGCTGCCTGAAACAGCCATGXCCAAGTTCTTCACCTCTATCCAAAGAACTTGATTTGCA 
TGGATTTTGGATAAATCATTTCAGTATCATCTCCATCATATGCCTGACCCCTTGCTCCCTTCAATGCTAGAAAAT 
CGAGTTGGCAAAATGGGGTTTGGGCCCCTCAGAGCCCTGCCCTGCACCCTTGTACAGTGTCTGTGCCATGGATTT 
CGTTTTTCTTGGGGTACTCTTGATGTGAAGATAATTTGCATATTCTATTGTATTATTTGGAGTTAGGTCCTCACT 
TGGGGGAAAAAAAAAAAAAAAAGCCAAGCAAACCAATGGTGATCCTCTATTTTGTGATGATGCTGTGACAATAAG 
TTTGAACCTXTTTTTTTGAAACAGCAGTCCCAGTATTCTCAGAGCATGTGTCAGAGTGTTGTTCCGTTAACCTTT 
TTGTAAATACTGCTTGACCGTACTCTCACATGTGGCAAAATATGGTTTGGTTTTTCTTTTTTTTTTTTGAAAGXG 
TTTTTTCTTCGTCCTTTTGGTTTAAAAAGTTTCACGTCTTGGTGCCTTTTGTGTGATGCCCCTTGCTGATGGCTT 
GACATGTGCAATTGTGAGGGACATGCTCACCTCTAGCCTTAAGGGGGGCAGGGAGTGATGATTTGGGGGAGGCTT 
TGGGAGCAAAATAAGGAAGAGGGCTGAGCTGAGCTTCGGTTCTCCAGAATGTAAGAAAACAAAATCTAAAACAAA 
ATCTGAACTCTCAAAAGTCTATTTTTTTAACTGAAAATGTAAATTTATAAATATATTCAGGAGTTGGAATGTTGT 
AGTTACCTACTGAGTAGGCGGCGATTTTTGTATGTTATGAACATGCAGTTCATTATTTTGTGGTTCTATTTTACT 
TTGTACTTGTGTTTGCTTAAACAAAGTGACTGTTXGGCTTATAAACACATTGAATGCGCTTTATTGCCCATGGGA 
TATGTGGTGTATATCCTTCCAAAAAATTAAAACGAAAATAAAGTAGCTGCGATTGGG 
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FIGURE 1360 

MAAAKAEMQLMSP LQ I SDPFGSFPHSPTMDNYPKLEEMMLLSNGAPQFLGAAGAPEGSGSNS S S S SSGGGGGGGG 
GSNSSSSSSTFNPQADTGEQPYEHIiTAESFPDISLNNEKVLVETSYPSQTTRLPPITYTGRFSLEPAPNSGNTLW 
PEPLFSLVSGLVSMTNPPASSSSAPSPAASSASASQSPPLSCAVPSNDSSPIYSAAPTFPTPNTDIFPEPQSQAF 
PGSAGTALQYPPPAYPAAKGGFQVPMIPDYLFPQQQGDLGLGTPDQKPFQGLESRTQQPSLTPLSTIKAFATQSG 
SQDLKALNTSYQSQLIKPSRMRKYPNRPSKTPPHERPYACPVESCDRRFSRSDELTRHIRIHTGQKPFQCRICMR 
NFSRSDHLTTHIRTHTGEKPFACDICGRKFARSDERKRHTKIHLRQKDKBCADKSWASSATSSLSSYPSPVATSY 
PSPVTXSYPSPATTSYPSPVPTSFSSPGSSTYPSPVHSGFPSPSVATTYSSVPPAFPAQVSSFPSSAVTNSFSAS 
TGLSDMTATFSPRT I E I C 
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FIGURE 1361 

GGCACAGGGCTGTGACTAGCGGGCCGGCCCGGGCCAGGACAGCGGGCGGCGGGCGGCGCGGGCCTGGCCCCGGGA 
TGGCTATGTTCCGCAGCCTGGTGGCCTCGGCTCAGCAGCGGCAGCCGCCGGCCGGGCCGGCGGGCGGCGACAGCG 
GCCTGGAGGCGCAGTACACCTGCCCCATCTGCCTGGAGGTCTATCACCGGCCCGTGGCCATCGGCAGCTGCGGCC 
ACACGTTCTGCGGGGAGTGTCTCCAGCCCTGCCTGCAGGTGCCATCCCCGCTGTGCCCACTGTGCCGCCTGCCCT 
TCGACCCCAAGAAGGTGGACAAGGCCACCCACGTGGAGAAGCAGCTCTCATCCXACAAAGCGCCCTGTCGAGGCT 
GCAACAAAAAGGTGACCCTGGCAAAGATGAGAGTGCACATTTCGTCCTGCCTGAAGGTCCAGGAGCAGATGGCCA 
ACTGCCCCAAGTTCGTCCCCGTGGTGCCCACATCACAGCCTATCCCCAGCAACATCCCCAACAGGTCCACCTTCG 
CCTGCCCGTACTGTGGTGCCCGCAACCTGGACCAGCAGGAGCTGGTGAAGCACTGTGTGGAAAGCCACCGCAGCG 
ACCCCAACCGCGTGGTGTGCCCCATCTGCTCGGCAATGCCCTGGGGGGACCCCAGCTACAAGAGCGCCAACTTCC 
TGCAGCACCTGCTTCACCGACACAAGTTCTCCTACGACACCTTTGTGGACTACAGTATTGACGAGGAGGCCGCCT 
TCCAGGCTGCTCTGGCCCTGTCTCTCTCTGAGAACTGAAGGGAAGCGCAGCCACCCGCCTGCGTCTGGGGTCAGG 
GATGTCCCCGCTCCTGTGTCGCACCTGGCACCTGCTCGGGAGCGCACCTCACCGGACTGAGCTCACAGGAGGAGC 
CTGCACCCGCGCAGAAGGGGAGCCGGGGCCGAGCCTCCGGGCCTGAATACGGGCCAGCCGCCGAGGCCGCCAGAG 
CAGGGCCGCCTGGTCCCACCGGCGTCGCTGGGTTCTTCGGTGCTTCTGGCCGAGCAGGCGGCCTACTTGGGCAGG 
GCTGGACGCTGGGACCTGGAGCTGCCGCCGTCTCTTCAAAGCCATGATACCCCCTCGTGGGAAGAAGGGACCGAC 
GCGCGAGTCGCGCTCCGCAGTCGAGCCGGGAGGAACCCAGGCTGCTGCCCTGCCCAGCCCGACCCTGCCCCGGCC 
CCGCTTCCACCTTGCGCATTTGGTACTGGCTTTTGTGATACTTAGGAACCCTGGCATCTTTTCTATATXATCCAG 
TGTGATAATCTTTTCACGTTTTATAGAGCAAAGACAGAGCAGTTACTCTTCATATTGCAATATCTGTGTTTGACT 
AGGAATAATAGTATTTTTATGGAACATTTACAAAATTATATTTTTTAAGAAAACAATCAAAACAAGCATTGGGGG 
ATTGGGGCAAGGATGGAAGGAGCAGTGGGGCAGCTGCCAGAGCTCAGGCGAGCCATGGGGTCTGCTGTGGGGTCT 
GCCCTGGCCACCCACTGTGTGTCTGGGTCCTTGAGGTTTGTACGTTXCTCTTTGATGACCAGGAAGAAATCCCAG 
CACCCCAGCCACAGGCTGTGGCTGCTCCCAGCAGAGGTGGGGCCGGCAGAGAAGGGGCCTCCTCCACCCAGAGTC 
CTGGCCTTGGCCCGCTGTCACCTTCAAAGCTGACTGTGCCCCGCTGCGGGAGGGGACGGCACCCCAGTGGTGGCA 
GAGCTTGGGGGCCTGGGCAGGGGCCCGCTTGGCGGGCCGGGCAACACGTCAACATTCTTTTCTGTTCTTGGCATT 
AATTATTGCTGTCTTTTTTTAAAAAAAAAAAGTTTAAATAAAATGTCTCAGAGCAAAAAAAAAAAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAA 



WO 2004/043361 



PCT/US2003/035268 



1509/1629 

FIGURE 1362 

MAMFRSLVASAQQRQPPAGPAGGDSGLEAQYTCPICLEVYHRPVAIGSCGHTFCGECLQPCLQVPSPLCPLCRLP 
FDPKKVDKATHVEKQLSSYKAPCRGCNKKVXLAKMRVHISSCLKVQEQMANCPKFVPWPTSQPIPSNIPNRSTF 
ACPYCGARNLDQQELVKHCVESHRSDPNRWCPICSAMPWGDPSYKSANFLQHLLHRHKFSYDTFVDYSIDEEAA 
FQAALALSLSEN 
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FIGURE 1363 

TTGAGCGCAGGTGAGCTCCTGCGCGTTCCGGGGGCGTTCCTCCAGTCACCCTCCCGCCGTTACCCGCGGCGCGCC 
CGAGGGAGTCTCCTCCAGACCCTCCCTCCCGTTGCTCCAAACTAATACGGACTGAACGGATCGCTGCGAGGGTGG 
GAGAGAAAATTAGGGGGAGAAAGGACAGAGAGAGCAACTACCATCCATAGCCAGATAGATTATCTTACACTGAAC 
TGATCAAGTACTTTGAAAATGACTTCGAAATTTATCTTGGTGTCCTTCATACTTGCTGCACTGAGTCTTTCAACC 
ACCTTTTCTCTCCAACTAGACCAGCAAAAGGTTCTACTAGTTTCTTTTGATGGATTCCGTTGGGATTACTTATAT 
AAAGTTCCAACGCCCCATTTTCATTATATTATGAAATATGGTGTTCACGTGAAGCAAGTTACTAATGTTTTTATT 
ACAAAAACCTACCCTAACCATTATACTTTGGTAACTGGCCTCTTTGCAGAGAATCATGGGATTGTTGCAAATGAT 
ATGTTTGATCCTATTCGGAACAAATCTTTCTCCTTGGATCACATGAATATTTATGATTCCAAGTTTTGGGAAGAA 
GCGACACCAATATGGATCACAAACCAGAGGGCAGGACATACTAGTGGTGCAGCCATGTGGCCCGGAACAGATGTA 
AAAATACATAAGCGCTTTCCTACTCATTACATGCCTTACAATGAGTCAGTTTCATTTGAAGATAGAGTXGCCAAA 
ATTGTTGAATGGTTTACGTCAAAAGAGCCCATAAATCTTGGTCTTCTCTATTGGGAAGACCCTGATGACATGGGC 
CACCATTTGGGACCTGACAGTCCGCTCATGGGGCCTGTCATTTCAGATATTGACAAGAAGTTAGGATATCTCATA 
CAAATGCTGAAAAAGGCAAAGTTGTGGAACACTCTGAACCTAATCATCACAAGTGATCATGGAATGACGCAGTGC 
TCTGAGGAAAGGTTAATAGAACTTGACCAGTACCTGGATAAAGACCACTATACCCTGATTGATCAATCTCCAGTA 
GCAGCCATCTTGCCAAAAGAAGGTAAATTTGATGAAGTCTATGAAGCACTAACTCACGCTCATCCTAATCTTACT 
GXTTACAAAAAAGAAGACGTTCCAGAAAGGTGGCATTACAAATACAACAGTCGAATTCAACCAATCATAGCAGTG 
GCTGATGAAGGGTGGCACATTTTACAGAATAAGTCAGATGACTTTCTGTTAGGCAACCACGGTTACGATAATGCG 
TTAGCAGATATGCATCCAATATTTTTAGCCCATGGTCCTGCCTTCAGAAAGAATTTCTCAAAAGAAGCCATGAAC 
TCCACAGATTTGTACCCACTACTATGCCACCTCCTCAATATCACTGCCATGCCACACAATGGATCATTCTGGAAT 
GTCCAGGATCTGCTCAATTCAGCAATGCCAAGGGTGGTCCCTTATACACAGAGTACTATACTCCTCCCTGGTAGT 
GTTAAACCAGCAGAATATGACCAAGAGGGGTCATACCCTTATTTCATAGGGGTCTCTCTTGGCAGCATTATAGTG 
ATTGTATTTTTTGXAATTTTCATTAAGCATTTAATTCACAGTCAAATACCTGCCTTACAAGATATGCATGCTGAA 
ATAGCTCAACCATTATTACAAGCCTAATGTTACTTTGAAGTGGATTTGCATATTGAAGTGGAGATTCCATAATTA 
TGTCAGTGTTTAAAGGTTTCAAATTCTGGGAAACCAGTTCCAAACATCTGCAGAAACCATTAAGCAGTTACATAT 
TTAGGTATACACACACACACACACACACACATACACACACACGGACCAAAATACTTACACCTGCAAAGGAATAAA 
GAXGXGAGAGTAXGXCXCCAXXGTXCACXGXAGCAXAGGGATAGAXAAGAXCCXGCXXXAXXXGGACTXGGCGCA 
GATAATGXATAXATXXAGCAACXXXGCACXAXGXAAAGTACCXTAXAXAXXGCACTTTAAAXTXCXCXCCXGAXG 
GGXACTTXAATTXGAAAXGCACTXXAXGGACAGXXAXGXCXXAXAACXXGAXXGAAAAXGACAACXXXXXGCACC 
CAXGXCACAGAAXACXXGXXACGCAXXGXXCAAACXGAAGGAAATTTCXAATAAXCCCGAATAATGAACATAGAA 
AXCXAXCXCCAXAAAXXGAGAGAAGAAGAAGGXGAXAAGXGXXGAAAATXAAAXGTGATAACCXTTGAACCXXGA 
AXXXXGGAGAXGXAXXCCCAACAGCAGAATGCAACXGXGGGCATXTCXXGXCXXAXXXCXTXCCAGAGAACGXGG 
XXXXCAXTXAXXXXXCCCXCAAAAGAGAGXCAAAXACXGACAGAXXCGXXCXAAAXAXAXXGXXXCXGXCAXAAA 
AXXAXXGXGAXXXCCXGAXGAGXCAXAXXACXGXGAXXXXCAXAATAAXGAAGACACCAXGAAXAXACXXXXCXX 
CXAXAXAGXXCAGCAAXGGCCXGAAXAGAAGCAACCAGGCACCATCXCAGCAAXGXXXXCXCXXGXXXGXAAXXA 
XXXGCXCCXXXGAAAAXXAAAXCACXAXXAAXXACAXXAAAAAXCAAAXXGGATAAAAAAAAAAAAAAAAAAA 
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FIGURE 1364 

MXSKFILVSFILAALSLSTTFSLQLDQQKVLLVSFDGFRWDYLYKVPTP HFHYIMKYGVHVKQVTNVFITKTYPN 
HYTLVTGLFAENHGIVANDMFDPIRNKSFSLDHMNIYDSKFWEEAT^ 

PTHYMPYNESVSFEDRVAKIVEWFTSKEPINLGLLYWEDPDDMGHHLGPDSPLMGPVISDIDKKLGYLIQMLKKA 
KLWNTLNLIITSDHGMTQCSEERLIELDQYLDKDHYTLIDQSPVAAILPKEGKFDEVYEALTHAHPNLTVYKKED 
VPERWHYKYNSRIQPIIAVADEGWHILQNKSDDFLLGNHGYDNALADMHPIFLAHGPAFRKNFSKEAMNSTDLYP 
LLCHLLNITAMPHNGSFWNVQDLLNSA^4PRWPYTQSTILLPGSVKPAEYDQEGSYPYFIGVSLGSIIVIVFFVI 
FIKHLIHSQIPALQDMHAEIAQPLLQA 
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FIGURE 1365 

gaatctctcgcgggcagcagggcgcgcgctgcacgcacagtactaggtcaggtggtgctcccgggtgaggagctg 
ctcctgccggaacaggaggacgcggaaggccctgggggtgcagtggagcgaccgttgagcctgam«:tagagcg 
tgctcgcgggtgcgcgtttgtatgcggtccgggccttcgacgctgtggggaccgcctgctggtcaccaagtgcgg 
ccgcctccgtcacaaggagcccggcagtggaggcggcggcggtgtttactgggtggactctcagcagaagcggta 

TGTTCCAGTAAAAGGAGACCATGTGATTGGCATAGTGACAGCTAAATCTGGAGATATATTCAAAGTTGATGTTGG 
AGGGAGTGAGCCAGCTTCTTTGTCTTACTTGTCATTTGAAGGTGCAACTAAAAGAAACAGACCAAATGTGCAGGT 
TGGAGATCTCATCTATGGCCAGTTTGTGGTTGCTAATAAAGACATGGAACCAGAGATGGTCTGTATTGACAGCTG 
TGGACGAGCCAATGGAATGGGTGTCATTGGACAGGATGGTCXGCTTTTTAAAGTGACTCTGGGCTTAATTAGAAA 
GCTATTAGCTCCAGATTGTGAAATCATACAGGAAGTGGGAAAACTCTATCCACTGGAGATAGTATTTGGAATGAA 
TGGAAGAATATGGGTTAAGGCAAA2^ACCATCCAGCAGACTTTAATTXTGGCAAACATTTTAGAAGCTTGTGAACA 
CATGACGTCAGATCAAAGAAAACAGATCTTCTCCAGATTGGCAGAAAGTTGATATAGGTGGACTTTTTTACAGGT 
CAGTTGAGGCAAAAAACTATGGGTTTTTTCAGGTGAACCTCCCCCATTTAAATACTCAGAAGATAAGGTGTGAAT 
GTATGTAXTATTAGAGTCCGAAAGTATTTTTATAAGTXACTGGTTTTCACCCACGCTTTTGTGGGAGAGAAAATC 
ATTGCAAAATCATTTTTTTTGTTCGGTACAATAAAGTTTACTAAAAAACAAA 
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FIGURE 1366 

MLERARGCAFVCGPGLRRCGDRLLVTKCGRLRHKEPGSGGGGGVYWVDSQQKRYVPVKGDHVIGIVTAKSGDIFK 
VDVGGSEPASLSYLSFEGATKRNRPNVQVGDLIYGQFWANKDMEPEMVCIDSCGRANGMGVIGQDGLLFKVTLG 
LIRKLLAPDCEIIQEVGKLYPLEIVFGMNGRIWVKAKTIQQTLILANILEACEHMTSDQRKQIFSRLAES 
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FIGURE 1367 

GGCACGAGGTGATGAAGAAGCCAGTTATCTCAGATTTCGAAATAGTATATGGAAAAATGAAGAAGAGAAAGTGGA 
AATTTTTCATCCTTTGCGACTAGTTCGGGATCCACTGTCACCTGCTGTAAGACAGAAAGAAACTGTGAAAAATGA 
CCTGCCTGTAAATGAAGCTGCAATTAGAAAAATAGCTGCCCTTGAAAATGAGCTGACTTTTCTTCGCTCTCAGAT 
TGCAGCAATTGTGGAAATGCAGGAACTGAAAAATAGTACAAATTCTAGTTCCTTTGGCTTGAGTGACGAGCGCAT 
TAGTTTGGGTCAGCTGTCATCATCGCGGGCTGCCCATCTGAGTGTGGACCCAGATCAGCTTCCAGGTTCAGTGCT 
TTCTCCTCCTCCTCCTCCACCACTTCCTCCTCAGTTTTCATCTCTCCAGCCACCGTGTTTTCCTCCCGTACAACC 
AGGATCTAATAATATTTGTGACTCAGATAATCCAGCAACTGAAATGAGCAAACAGAACCCGGCTGCTAATAAGAC 
CAATTATAGTCATCATTCAAAAAGCCAGAGAAATAAAGATATTCCAAACATGTXGGACGTTCTAAAGGATATGAA 
TAAGGTTAAGCTTCGTGCAATTGAGCGGTCACCTGGCGGTAGACCCATTCATAAGAGGAAAAGACAGAATTCACA 
TTGGGATCCAGTTTCTTTAATATCTCATGCACTTAAACAGAAATTTGCATTTCAAGAAGATGATTCTTTTGAGAA 
AGAGAATAGATCTTGGGAATCTTCCCCATTTTCTAGTCCAGAAACTTCAAGGTTTGGACATCACATTTCACAGTC 
AGAAGGACAGCGAACTAAAGAAGAAATGGTCAACACAAAAGCTGTTGACCAAGGTATCAGCAACACAAGCCTTCT 
AAACTCAAGGATTTAAACTCAACTTAAGGTTGAGCTTTAAACTTCCAAAACTTCTTCCTGGATGATAAATTATTC 
TTAGAAACTGATTTGGACTGTTAAAGGCTAAAAGTAGATGTATTTAAAGACTCTTCTTGACACATTTTGCCTACA 
CTTGCXATGTAAATATGTATGCCTGTCATTTTTGTTTCCTTTGTTCCTTTTTACGTTTATACTCTGTTCTTCTGT 
ACATAGAGCTTAAAATAAACATTCTTTTTGAACTTGAAAAAAAAAAAAAAAAAA 
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FIGURE 1368 

MQELKNSTNSSSFGLSDERISLGQLSSSRAAHLSVDPDQLPGSVLSPPPPPPLPPQFSSLQPPCFPPVQPGSNNI 
CDSDNPATEMSKQNPAANKTNYSHHSKSQRNKDIPNMLDVLKDMNKVKLRAIERSPGGRPIHKRKRQNSHWDPVS 
LISHALKQKFAFQEDDSFEKENRSWESSPFSSPETSRFGHHISQSEGQRTKEEMVNTKAVDQGISNTSLLNSRI 
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FIGURE 1369 

CGCGGTTCGGTCGGCTGCAGCGCTACTTTTGGTCCGGGGTCGGCAGGGAGGCCGCGGCTACCGCATCACAGCTGA 

CGTGAGGACTACGTGGGGCCGCTGCCGGCTCCGGGTTGCTGGGCGGCGGCGCCGCTGCTGAGCGGCGGTCGGGCT 

CGCCGTCTCCACCTCCTCGCGTCCGTAATCAGTGACGAGGTCCGCTACGTAAATCCCTTTGCGGCGGACAAATGA 

CCATGGAAACAGTTGAATCCCAGCATGATGGAAGTATAACAGCTTCTTTGACAGAGAGCAAGTCTGCTCATGTGC 

AGACTCAGACTGGCCAAAATTCAATCCCTGCTTTAGCTCAGGTAGCAGCAATTGCAGAGACAGATGAATCTGCAG 

AATCAGAAGGTGTAATTGATTCTCATAAACGTAGAGAAATCCTTTCACGAAGACCCTCTTATAGGAAAATACTGA 

ATGAACTGTCCTCTGATGTGCCTGGTGTTCCCAAGATTGAAGAAGAGAGATCAGAGGAAGAAGGAACACCACCTA 

GTATTGCTACCATGGCAGTACCAACTAGCAXATATCAGACTAGCACGGGGCAATACAGTATGTATGCTGCAATTC 

GATATGATACAGTGCTAGCTTTAAGTCTTCTC TAGT TATATTGAAGCAACTCAGGTTTTGGCATTAAATTGTTCC 

ATTTTAAAATGCATCATTAATACCTAAACTGTATCATAGAATGAAAGTATATGTTAAAAAGTGAGATCTTTGTAT 

TGACAGCTGTCATATAATTTTGAAAAGTAAAAATTTTGACTGCCGAATATAGAAGAAAATTTTGGGGTAAAAAGG 

AGAATTTTTCCTATTTACATGTTTATATTAATCTCTAGTAAAACATTGTTTTTGTTGTCTTTATGATGCATGCGA 

ACATAAATGTCTGTATTTCATTCTTGTTGGCTTTTGTTACCCACAATTACATACTATTCTTACTAATCTGAGAGT 

TTTCTAAAGTATGTTTXCAATGTTTCACTACTCTCTACTCTGTTAATTTGTGCTACAGTTTTTCCTAAAAGAGAA 

TGGAAAAATGATTTAATTTTTTAAACTGTAGCAATTGGATAGATAATTTTATTTGAAATTTTACACACTGAAAGC 

TC T AAAT AAAC AG AT AC AT TC ACAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

A 
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FIGURE 1370 

MTMETVESQHDGSITASLTESKSAHVQTQTGQNSIPALAQVAAIAETDESAESEGVIDSHKRREILSRRPSYRKI 
LNELSSDVPGVPKIEEERSEEEGTPPSIATMAVPTSIYQTSTGQySMYAAIRYDTVIiALSLL 
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FIGURE 1371 

GGGGGTGGCGGGGACGCGAGTGGCGGCCGCGGGGCCCCGGACAAGGGTCCGCAGAGCTGCAGCCTTCGAGGGCCA 
GCCCTCTCCGAGTCCGGGGCTGGGTCCCACCAGTGACAAGGCGGCAGCCCCGCGCACACCAAAGAGAAAGCGGCT 
GTGGCGGCAGCGGCAGCCCCAGCCATGCTGTGTTATGTGACGAGGCCGGACGCGGTGCTGATGGAGGXGGAGGTG 
GAGGCGAAAGCCAACGGCGAGGACTGCCTCAACCAGGTGTGCAGGCGACTGGGAATCATAGAAGTTGACTATTTT 
GGACTGCAATTTACGGGTAGCAAAGGTGAAAGTTTATGGCTAAACCTGAGAAACCGGATCTCCCAGCAGATGGAT 
GGGCTAGCCCCTTACAGGCTTAAACTTAGAGTCAAGTTCTTCGTGGAGCCTCATCTCATCTTACAGGAGCAGACT 
AGGCATATCTTTTTCTTGCACATCAAGGAGGCCCTCTTGGCAGGCCACCTCTTGTGTTCCCCAGAGCAGGCAGTG 
GAACTCAGTGCCCTCCTGGCCCAGACCAAGTTTGGAGACTACAACCAGAACACTGCCAAGTATAACrATGAGGAG 
CTCTGTGCCAAGGAGCTCTCCTCTGCCACCTTGAACAGCATTGTTGCAAAACATAAGGAGTTGGAGGGGACCAGC 
CAGGCTTCAGCTGAATACCAAGTTTTGCAGATTGTGTCGGCAATGGAAAACTATGGCATAGAATGGCATTCTGTG 
CGGGATAGCGAAGGGCAGAGACTGCTCATTGGGGTTGGACCTGAAGGAATCTCAATTTGTAAAGATGACTTTAGC 
CCAATTAATAGGATAGCTTATCCTGTGGTGCAGATGGCCACCCAGTCAGGAAAGAATGTATATTTGACGGTCACC 
AAGGAATCTGGGAACAGCATCGTGCTCTTGTTTAAAATGATCAGCACCAGGGCGGCCAGCGGGCTCTACCGAGCG 
ATAACAGAGACGCACGCATTCTACAGGTGTGACACAGTGACCAGCGCCGTGATGATGCAGTATAGCCGTGACTTG 
AAGGGCCACTTGGCATCTCTGTTTCTGAATGAAAACATTAACCTTGGCAAGAAATATGTCTTTGATATTAAAAGA 
ACATCAAAGGAGGTGTATGACCATGCCAGGAGGGCTCTGTACAATGCTGGCGTTGTGGACCTCGTTTCAAGAAGC 
AACCAGAGCCCTTCACACTCGCCTCTGAAGTCCTCAGAAAGCAGCATGAACTGCAGCAGCTGCGAGGGCCTCAGC 
TGCCAGCAGACCCGGGTGCTGCAGGAGAAGCTACGCAAGCTGAAGGAAGCCATGCTGTGCATGGTGTGCTGCGAG 
GAGGAGATCAACTCCACCTTCTGTCCCTGTGGCCACACTGTGTGCTGTGAGAGCTGCGCCGCCCAGCTACAGTCA 
TGTCCCGTCTGCAGGTCGCGTGTGGAGCATGTCCAGCACGTCTATCTGCCAACGCACACCAGTCTTCTC2VATCTG 
ACTGTAATCTAATCTGTTGTGCTTTTGTTGGACTTGGCATGTTTCCATGAACTGCACTATTATAAACTATTAAAA 
TGATAGATGTTGGAGAAAGTAATTATTCCAACACCCATCTGCCCATGCGATGTTAAAAAA 
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FIGURE 1372 

MLCYVTRPDAVLMEVEVEAKANGEDCLNQ 

LRVKFFVEPHLILQEQTRHIFFLHIKEAIiLAGHLLCSPEQAVELSALLAQTKFGDYNQNTAKYNYEELCAKELSS 
ATLNS IVAKHKELEGTSQASAEYQVLQIVSAMENYGIEWHSVRDSEGQRLLIGVGPEG I S ICKDDFSP INRI AYP 
WQMATQSGKWYLTVTKESGNSIVLLFKMISTRAASGLYRAITETHAFYRCDTVTSAVMMQYSRDLKGHLASLF 
LNENINLGKKYVFDIKRTSKEVYDHARRALYNAGWDLVSRSNQSPSHSPLKSSESSMNCSSCEGLSCQQTRVLQ 
EKLRKLKEAMLCMVCCEEEINSTFCPCGHTVCCESCAAQLQSCPVCRSRVEHVQHVYLPTHTSLLNLTVI 
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FIGURE 1373 

ACATGACGGGCACGCCAGGCGCCGTTGCCACCCGGGATGGCGAGGCCCCCGAGCGCTCCCCGCCCTGCAGTCCGA 
GCTACGACCTCACGGGCAAGGTGATGCTXCTGGGAGACACAGGCGTCGGCAAAACATGTTTCCTGATCCAATTCA 
AAGACGGGGCCTTCCTGTCCGGAACCTTCATAGCCACCGTCGGCATAGACTTCAGGAACAAGGTGGTGACTGTGG 
ATGGCGTGAGAGTGAAGCTGCAGATCTGGGACACCGCTGGGCAGGAACGGTTCCGAAGCGTCACCCATGCTTATT 
ACAGAGATGCTCAGGCCTTGCTTCTGCTGTATGACATCACCAACAAATCTTCTTTCGACAACATCAGGGCCTGGC 
TCACTGAGATTCATGAGTATGCCCAGAGGGACGTGGTGATCATGCTGCTAGGCAACAAGGCGGATATGAGCAGCG 
AAAGAGTGATCCGTTCCGAAGACGGAGAGACCTTGGCCAGGGAGTACGGTGTTCCCTTCCTGGAGACCAGCGCCA 
AGACTGGCATGAATGTGGAGTTAGCCTTTCTGGCCATCGCCAAGGAACTGAAATACCGGGCCGGGCATCAGGCGG 
ATGAGCCCAGCTTCCAGATCCGAGACTATGTAGAGTCCCAGAAGAAGCGCTCCAGCTGCTGCTCCTTCATGTGAA 
TCCCAGGGGGCAGAGAGGAGGCTCTGGAGGCACACAGGATGCAGCCTTCCCCCTCCCAGGCCTGGCTTATTCCAA 
GAGGCTGGTCTTGAATTCCTGAGCTCAAGCAACCTGCCGGCCTCGGCCTCCCAAAGTACTGGGATTACACGCAGA 
AGGCACCATGCCCAGGCTAGATGTGTCTTATCCCAATCCTTTGGCAGGCATGCAGCTCCACAGGCGATTTCTTCA 
AGCAGCTGAAGTGTTTAGCCCTCCTGGGTTAAGAGCCAGATAAGGAGAAATCCCTTTCCTAGGTTTGGAATGTGT 
TGTGAAAAAA7VAGAGAAATCCCTGGCTCCTGGAGCTGGTGGGAGACAAGATTAAGCAAACCTCCCCTGACATGTA 
TCCCTTTGACCCCAAGCTCTGCCTCCTCCCTGACCACCCATGCCCTTTCCTTTAACTTCTCAAACAGATACCAGG 
GCCTAAACTGCTTTACCTCCCCTCCTACTGAGTCAGGTTAGGTGGTGGGAGGTCACCCATTXCCGAGTTAAACCA 
ATGCAATATGAGTAAAACAAAGTCATGTGGGTATGTCTGGGGTAGAGAGAGGGGTAGCAAGTTCATGTGTCCTCC 
TTGGTCACATATCTCCCAAAGCTCCGATCCCTGCCATGGGAAGTGGACAGGAAACATGAGGTCATGACCTGCAGG 
CATCTTTACTGCAGCTCTGCCGGCCTGGAGGGGGAGAGGGGGAGGAAGAAGTATGCGCTGCACATTTCTGAGGCT 
ACTGCATTTGCTTTCAAGGCAGAAATCTTGCTCTGAGCAGTCAGCGGCTCCAGTTTGGGCCCGATAAGGAAGTTC 
TCCGTGGCCTCCCTCAGGCAGAGCAGGGAGGAGGCTGACATTGCCAGTCTCTTCTGGGGCCCAAGGCAGGTTGCA 
GGAGATCCAATCCCATAGACAGCXCTGGGCCTCTTGCATTTGAGTTTTTCAGAATTAAACTGCAGTATTTTGGAA 
AGCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 1374 

MTGTPGAVATRDGEAPERSPPCSPSYDLTGKVMLLGDTGVGKTCFLIQFKDGAFLSGTFIATVGIDFRNKWTVD 
GVRVKLQIWDTAGQERFRSVTHAYYRDAQALLLLYDITNKSSFDNIRAWLTEIHEYAQRDWIMLLGNKADMSSE 
RVIRSEDGETLAREYGVPFLETSAKTGMNVELAFLAIAKELKYRAGHQADEPSFQIRDYVESQKKRSSCCSFM 
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FIGURE 1375 

GCGGCGGGTACTCTGTGCCCCGCGTCCCGGAGGCAGCCGACTGCGCCACCCCACCCTCGCACGGCCGGGCGGGAC 
CCGCGCCACCAGCCCGGACCTCCGTCGTCCCGCGGCGACCAAAACCCCCGCTGGCCCCACCGCTGTGACTACTCT 
GGACTCGCCCGCAGAGTTTGCCCGCCGGGGAGGGTGGCCGATTGGCGGAGCGCACTCCTGCTGTTTTCCCCACCA 
TCTCGTGGATGTCGTCCCTCGGGTGGTGAGAGAACTTTGCAGTGGGCTGGAGCGCCCTTTGCGGAGAAGCACACG 
AAGGTGAAGGAAGGAAAGAAAGAAGACCGAGGAAGAAGGAGCTCGGAAGAAGGGTCCGGAGCGGCCGGTCCGGCC 
GTGCAGGGCGAGTGCGCCCGAGGCGCGGCGCCCTGATGCTCCCCGGGCTCGAGGAGCATTGGGCACTTGCGGGAC 
TGCTCTCGGTGGAGTAGCCCCGTCGGGCCCGGAGGGTTTGTGCAACCGCGGAGAACACCGAGTGCTGGTCGCACG 
GGGCGXGCCGAGCCGCCTCCCGGCGCGCCCTCCGCACTTTCCCCGCCTCGTCATCCGTCGCTCCCCGGCCAGGAG 
CCXCCGCTGCGTCTTCAACCTCGCTCCCCTTTGCGTCCCGGGAGCCTGCGAGCACCCGGCCGAAGGCGCAGCCGA 
ATCTTGCGGGAGTCGCCCCGAAAGCGTCGGGTTTGTGTGGGGTTAGCGGGGGCCGCCGCGCCACCTGCACCTCGC 
CCGCCGCCGCCTCGGGGAAAGCCCGAAGAGGAGGCGGACCAGGAGAAGAGCAAAGAAAAGCAGTCCGTCTGGATT 
TGTTTGCCCAGGACTGGCGCCGCGCACGCGGATCGCCGAGGGGAGTGCGGTCGGAGTCACCGCGCCCCCGCCTCC 
CCGCCCGGGCAGCTGAGGCCGGGGGTTGGAGCGCTGCCCCCGCGTACAGTCCCCGAGCGCCCGACGTCTCCGCGC 
AGGTTCTTGAAGCAGCTGGGCCTGGGGCGCCCACTAATGTGGCCCTGAGGGCCGGAGCCCGCACCGACGGGAGCG 
GGAGCCGGAGCAGCTGCGGGCGCCGAGTGGCCGGTGCGCCCGGCGGAGCGCGCGTGCGTGGCCAGCGCGCTCCCC 
GCTTCTGCTTGGCTTTCCGGCTTAATTTTCCTCGGCGGGATTAAAGTTGGAAATTGACCGGAGAATTGAGTTGCC 
GGGGAACAGAGCCCCGGCCGCCGCCAGAGCG ATGT TCCCGCAGAGCCGGCACCCGACGCCGCACCAGGCTGCAGG 
CCAGCCCTTCAAGTTCACTATCCCGGAGTCCCTGGACCGGATTAAAGAGGAATTCCAGTTCCTGCAGGCGCAGTA 
TCACAGCCTTAAATTGGAATGTGAGAAACTGGCAAGTGAAAAGACAGAAATGCAGAGGCACTATGTGATGTATTA 
TGAAATGTCATATGGATTAAACATTGAAATGCACAAACAGACTGAAATCGCCAAGAGATTGAATACGATTTGTGC 
ACAAGTCATCCCATTTCTGTCTCAGGAACATCAACAACAGGTGGCCCAGGCTGTTGAACGTGCCAAACAGGTGAC 
CATGGCAGAGTTGAATGCCATCATCGGGGTACGTGGCCTACCAGGTCTACCTCCTACACAGCAGCAGTTGCAAGC 
TCAGCATCTTTCTCATGGCCACGGACCCCCAGTTCCCCTTACGCCTCACCCTTCGGGACTTCAGCCTCCTGGAAT 
CCCGCCCCTCGGGGGCAGTGCCGGCCTTCTTGCGCTGTCTAGTGCTCTGAGTGGGCAGTCTCACTTGGCAATAAA 
AGATGACAAGAAGCACCACGATGCAGAGCACCACAGAGGTGAGAGGCCGGGCAAGCCAGATTAGGACTTTGTCCT 
CATACTCTTACAGTGCTGCAAAGTTGTGTGCATCGCTAAAGAGAGCCCCAACCTArACAGAGAGCAAACAATGAG 
ATAAGAGGAACTGTCGCAAAGCTTTCCACTGAAACACAGGTCACCCTGGAAGTTTGCAGGGTTTGCTGTGGGCAT 
CTGTAGATTTCTCGATCTCGTTAGATTGCAGGCATCTTGACATCTTGGCAACTGCCTAGTTAATGCCAGTGGCCT 
GTACCATATTATGGAAAACTGTTAACTGCTTAATTGGGTAATTTTCAAAGAAAGTAATGTTGTTAAATGGGGCGA 
AATAAGAAGTTAAATTTGAAAGTGAATGTGTTCAAATGAAAGGTTTGATAATTGCGTCTGTTACTACTTAGTTTC 
ATAGGCTTTAATTCTAGTATGCATTAAATATTGGGCAAAATTGCACTTGACTAATTTTTTGAAGA71AAGTAATTT 
ATTCTGTCAAGAAATAAAAAAATAGGCTTTGTGTATGGTTAAACTGTAAATCTTATGTTTACAAAATACTGTAAT 
TTTCAGGAAATCACTGTATTAGGAATGTGCAATGACTTATATAAATAAAAGCCATTTTTAAAACTGAAAAA 
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FIGURE 1376 

MFPQSRHPTPHQAAGQPFKFTIPESLDRIKEEFQFLQAQYHSLKLECEKI.ASEKTEMQRHYVMYYEMSYGLNIEM 
HKQTEIAKRLNTICAQVIPFLSQEHQQQVAQAVERAKQVTMAELNAIIGVRGLPGLPPTQQQLQAQHLSHGHGPP 
VPLTPHPSGLQPPGIPPLGGSAGLLALSSALSGQSHLAIKDDKKHHDAEHHRGERPGKPD 
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FIGURE 1377 

GCAATTGGTGGCTTTGAAGGCGCGGCGAGCGGGAACAGCTCTTGAGGAGTGAGACTGCAGGAGATGTGGGCCGTG 

CCAAAGAGATGGATGAGACTGTTGCTGAGTTCATCAAGAGGACCATCTTGAAAATCCCCATGAATGAACTGACAA 

CAATCCTGAAGGCCTGGGATTTTTTGTCTGAAAATCAACTGCAGACTGTAAATTTCCGACAGAGAAAGGAATCTG 

TAGTTCAGCACTTGATCCATCTGTGTGAGGAAAAGCGTGCAAGTATCAGTGATGCTGCCCTGTTAGACATCATTT 

ATATGCAATTTCATCAGCACCAGAAAGTTTGGGATGTTTTTCAGATGAGTAAAGGACCAGGTGAAGATGTTGACC 

TTTTTGATATGAAACAATTTAAAAATTCGTTCAAGAAAATTCTTCAGAGAGCATTAAAAAATGTGACAGTCAGCT 

TCAGAGAAACTGAGGAGAATGCAGTCTGGATTCGAATTGCCTGGGGAACACAGTACACAAAGCCAAACCAGTACA 

AACCTACCTACGTGGTGTACTACTCCCAGACTCCGTACGCCrTCACGTCCTCCTCCATGCTGAGGCGCAATACAC 

CGCTTCTGGGTCAGGCGCTGACAATTGCTAGCAAACACCATCAGATTGTGAAAATGGACCTGAGAAGTCGGTATC 

TGGACTCTCTTAAGGCTATTGTTTTTAAACAGTATAATCAGACCTTTGAAACTCACAACTCTACGACACCTCTAC 

AGGAAAGAAGCCTTGGACTAGATATAAATATGGATTCAAGGATCATTCATGAAAACATAGTAGAAAAAGAGAGAG 

TCCAACGAATAACTCAAGAAACATTTGGAGATTATCCTCAACCACAACTAGAATrTGCACAATATAAGCTTGAAA 

CGAAATTCAAAAGTGGTTTAAATGGGAGCATCTTGGCTGAGAGGAAAGAACCCCTCCGATGCCTAATAAAGTTCT 

CTAGCCCACATCTTCTGGAAGCATTGAAATCCTTAGCACCAGCGGGTATTGCAGATGCTCCACTTTCTCCACTGC 

TCACTTGCATACCCAACAAGAGAATGAATTATTTTAAAATTAGAGATAAATAAGACGTGCGTGGTTTCTTAAGCA 

CAGCTCCTCCTTCTTGATATTGCACATGCACTTCAGTTCATGGGCTAGCTGTATAGCTTNCGTCTGTAAACTTGT 

AATTTCAAGAATCCTTGGTATTGAATTTTAGAAATGCTCACATAATTGTTGGGACTGATTCATTCCTCCACGGAT 

ATGCCTCCTCTCTCTGATATCCTGCTAACTGTAGCCGTTGTGGCATTTGAGATGACAGGACATATATATATATGG 

CCCCACACTTGACCTTGAGTGCCTGAATGCTCTGAAATCAAGCATATGGCACAGCGCTCAAGACTTTTGGGTTTG 

TGTCCTTTTTTCTATGGCTGTCTCTTCTCAATTCTGGAGAGGTCTGGTTCCAGTGGCTGGTTTCCAGGGATTGAT 

TCTTAAGCTCTGGATCACAGAGAGAAGCAACAAGGAACTATACTCAACTCAAAACTTTTTAGGAGAATCATGAAA 

TTGGTCTATTCAAAGGATGGAGTTGAGTCCATTCTGTTATTGTTGCAAGAGGTTGCATATTTGGTGAGTCAGTTA 

TATAAAATAGTGTTCTTATTGTAAATATGATACTTCrCATAATCTATTTrATCATGTGTATAACATTCAAACTGA 

CAAATATATTGACTTATGAATAAAGGTGTCAAAAAACTGGCACATCAGTTAATTTTGATCAAAGTACTTCAGTGA 

TCATCACTAAATACCCTATCTTTTTAAAAANNNNN 

NNNNNNNISHSINNNNNNNNNNNN 

NNAATGACATCACTTTGGTTCAGAGCTCTAAAATGGAGGGAGGAAGCCATTCTAAAAAGGACTCCCTACATGACC 
TGCAACTTGAAAAAAAATTAAAAGCTCCAAAAAAAAAACAATACAGGAGCTTACCTTGAACCTTTGAATTGGGCC 
AAATTGCGATGACCACTGCATCCTGGAAAATTTTATTTCACCAGCACTACAACTCCTCAACAGCACCAACCAATA 
AACTATGGATTTTTGTACTAAGCCAGTTGCCTCTTTCAAAACAACTTGTCAACTTGTCTAATCACCCTCAGCTTT 
TTTTAAAAACCCCTCCTCTACCCTCTCTCTTCAGAACACAAGTGGCTTCTAGCTGAATCTGTCTCCCAAATTGCA 
ATTCCTAAGACCTCAATAAAAACACCTTGTCTTGCTGAAAA 
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FIGURE 1378 

AIGGFERGEREQLLRSETAGDVGRAKEMDETVAEFIKRTILKIPMNELTTILKAWDFLSENQLQTVNFRQRKESV 
VQHLIHLCEEKRAS I SDAALLD 1 1 YMQFHQHQKVWDWQMSKGPGEDVDLFDMKQFKNSFKKILQRALKNVTVSF 
RETEENAVWIRIAWGTQYTKPNQYKPTYWYYSQTPYAFTSSSMLRRNTPLLGQALTIASKHHQIVKMDLRSRYL 
DSLKAIVFKQYNQTFETHNSTTPLQERSLGLDINMDSRIIHENIVEKERVQRITQETFGDYPQPQLEFAQYKLET 
KFKSGLNGSILAERKEPLRCLIKFSSPHLLEALKSLAPAGIADAPLSPLLTCIPNKRMNYFKIRDK 
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FIGURE 1379 

CCACTATTCCACAGGGAAGGTCAGCGCTTCCTTCACCTCCACCGCGATGGTCCCGGAGACCACACATGAAGCAGC 
TGCCATCGACGAGGATGTGCTGCGCTACCAGTTTGTGAAGAAGAAGGGCTACGTGCGGCTGCACACCAACAAGGG 
CGACCTCAACCTGGAGCTGCACTGCGACCTGACACCAAAAACCTGCGAAAACTTCATCAGGCTTTGCAAGAAGCA 
TTATTACGATGGACCATCTTCCACAGATCCATCCGGAACTTTGTGATCCAAGGGGGCGACCCCACAGGCACAGGC 
ACGGGTGGGGAGTCATACTGGGGGAAGCCCTTCAAAGACGAGTTCCGGCCCAACCTCTCGCACACGGGCCGCGGC 
ATCCTCAGCATGGCCAACTCCGGGCCCAACAGCAACAGGTCTCAATTCTTCATCACGTTTCGCTCCTGTGCCTAC 
CTGGACAAGAAGCATACCATCTTTGGACGGGTTGTTGGGGGCTTTGACGTACTGACAGCCATGGAGAATGTGGAG 
AGXGACCCCAAAACTGACCGCCCTAAGGAGGAGATCCGCATTGATGCCACTACAGTGTTCGTGGACCCCTATGAG 
GAGGCCGATGCCCAGATTGCGCAGGAGCGGAAGACACAGCTCAAGGTAGCCCCGGAGACCAAAGTGAAGAGCAGC 
CAGCCCCAGGCAGGGAGCCAGGGCCCCCAGACCTTCCGCCAGGGCGTGGGCAAGTACATCAACCCAGCAGCCACG 
AAGCGAGCAGCAGAGGAAGAGCCCTCAACCAGTGCCACTGTCCCCATGTCCAAGAAGAAGCCCAGTCGGGGTTTT 
GGGGACTTCAGCTCCTGGTAGCAGCAGGCTGCCTGATGACCACTAGAGGTATGTCTGCCCCTCGTCACCCTGCTG 
... CACACCAATCTGTGGCCCTTCATCATGCTAAGAACAAGAACTGCGCCATGGCTGGCTCCTTCTCTTCTCCAGCCC 
ATCCCTCTGCAGCCTGrCATCCCTGXCTGTGACCATTGGTCGGGCCCCTGGGCTCTAGAGTGACTTTTGACGCCC 
TCCATCCCTCCCGCCAGGCACTGTCCTCCGCAAGGCCTGGTGCAGCCCTGGCAGTAACTGGCTTGTAAGAGGCTC 
AGACACCAAGCTGGGCCTGCAGAGGAGGGGCACAGTAGGACACAGTGACTGCCCAGGTGTCCACACACCTGTAGG 
CCTCTGAGCCAGCGTCCAGGGTACAGATGCGGGTGGTGGGGATGAAGGCCTGACCAGGGAGGGAGAAGCAGGTTT 
GGAGAGGACCCTGTGCCCACCCTGACAGACACCCTGGCTGGCCCTGACTGACTGTATTCTCTGGCCACATTCAAG 
TCCCCCATTGGTGGGGGCAGAGAAGTAGGACCAGGCCGTCCTTGGCTCCAGAGCTCGAAGACCCCAAGACAGCCC 
TCTGCTCTCAGCGGCGCCACAGAGAGCCTGGGCTCAGCCTTCTGCATCAGGACATGGCCTCGTCCACTGAGGGCA 
CGATTTAAACATTTGACATCAGAAGCTTTATTTGTAAACCTCACACAGATAAGGACCAAGGGCTGGCGGTGTGGC 
CAGAGGACAGGGGAAGCTGAAGGCCCCGTGCTTGAGCTCGGCAGTCCTGCTCCTTGCAGTGAAGCCACCATGGGT 
GACCGTCCAGCCTCACCCGGTGGCCTGCACAGTGAGGGAAGGGCTTCAGGGCCATCTGCTCCCAGGGCAGGGGAC 
AGGCCACCAAGGACCTTTGGCAAATGAAGGTTTACATTTCTGTAGTTTGTTTGTTTTAGAGCTTAATTXGTAGTT 
TTTTAGCXATTAAAACCATTTGAATTTTTAACGACCTGATGAGGGCATCAGGTAAATTAAAGGATTTTGGGAAGA 
TTCTTATTTTCAATTCTAATATCTGACAGATGCCATCAAGAATAAGCATTAAGGTATAAAAAATACTGTGTGTAT 
AAAACAATGCCAAACCACATTCCTACAGCAAATGCACTGTGCCATTTATAACCCTGACATCACCTCCCAAGGCTC 
TCAAGGAAGATTXATTTXAAATAACTTAAATAGAAGTCCTAGATGATATTGTTTAGGAATTIAAGAGGGTGGTGG 
AXATGGTCCTGTGAATAGCACTTCCCCTGAAGCCAGCTCAXGGTCTGTTCATTTGGTTTAAAAATGAGCTTGTAT 
TTTGCAGAAGCCCAACAAAAAAAAAGTGATAAAAGTGTTGTTGGTATNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNGTCATAAGACTACTAGTAAAAAATGTTCAATCAATGCCGTCACAAAGACAGTACAAAAACCAAGTGCCCAAAT 
AGAAGGAGCAGCGAACTTGCCCAAACAGAAAAGCTCXAAATAGAACTTTAGTATATACAAAACCACTCGGTAGAG 
TTTTAGAAGTTTCTTCCATGTAAGTGAAGCATCTTGAGTCACTCAGACTT 
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FIGURE 1380 

MANSGPNSNRSQFFITFRSCAYLDKKHTIFGRWGGFDVLTAMENVESDPKTDRPKEEIRIDATTVFVDPYEEAD 
AQIAQERKTQLKVAPETKVKSSQPQAGSQGPQTFRQGVGKYINPAATKE^AAEEEPSTSATVPMSKKKPSRGFGDF 
SSW 
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FIGURE 1381 

GAGGCTTTTCAGCCTCATTTGAGGTACAGTTACATATCTTTTGCCTTTTGCCCCCGTGCATAGCTATCTACAGCC 

AATCACAGATCACAGAGTCACTGGACTATAGAGCTGGAAGGAAGCTCAGAGACAATGCCAAGGGGGCAGAAAATT 

TATCAGAAGCCAGTCCCAGTGCGTTTCCTCCATTTCCTTCTGCAGGAAGACTATTTTGGGCTGCCTGAACATTGT 

ATCAAACCTGCTACCTATACTATGGTCTACCTTTCCTCCAGTGGAATTACAAAGGCACTAACTGAAATGCCTTCT 

AGAAACAGAGAAAACGAAACTGTACTTATTTACTCTTGATACACAGATTATTTATAAAACAGATTGAAGTAACCT 

GTTAACTGGCAAAAAGAGAATGAGATCGGATTTAAATGTATGGCAGTAAGTCCTATTGATCCCTCCAGTTATCTC 

AGTATGACTGCAGTATATTCATTCACTAAAACCACTCACTAGATACCAACTACACATCTGGCACTGCAGATGTAA 

AGGTCAGTCACACATGTTCTGACTTTACAGAGTTCACAGTAGCAGTGGAGGATGATATATGTGGAAACAAAAAAG 

GCATTGATTCTATTCAGAGCACTGTTAGGGCTCAAAGGAGAGAGGGGTCTTTCCACCTAAGAAATGAGGAATAGG 

GTCATCATAGAAGTGACCTTAAGTCTTAAAAATTAAGAAGGGGATTCCAAGCTGCTTCAGACAGAGACACATCGA 

GCTAAAACACAGAGGTATGAAAGAGCACAGGGACTTTAGGAATTGCACAGTTCATTCTAACAGGAACAAAAGGCT 

CAAGGGGGGCAAGAAATGAGGCTGTATGGAAAGAGATTCAATGTAAGCACTTTATAAAATAGATTAATTTCTGAT 

TCAATGAAGCATTTCTTGATCATTGTGTACAAGGCACTACATGCATCATGGAAAATTCATTAGGATGCATTGCCA 

GCACTTGCAGAACTGATATTATTCAGCCTCAAGCTTTCCAGTGGCCAAAGGGAAATGCTGACTGCTTTTCATATA 

TTTGAGTCAAAGATTTTTTATATGGTCAATGAAGACTAATATAAGGGCAGTGGGATTTTCACAGATGCATGCCAT 

GTTGTCGAGAGCCTCTTAGATTTTCTCAACTGTGAGAAAGAAAAACGAAAATGTTGAAGACGTTGAGTCTGGAGA 

GGGGATACTAATCACTGTCCAGTTGGGCACTGGTGGGAATGGGGAAATGGCACAGGAATGCAAGCCTCTCCACCC 

TACCCCCCGAACTCCAGCCATACACTCATCGTTTCACAAAATAT3U\ATGAGTTAGCATTAAATGTTTCAGAGTAA 

ATAATTCCTTTTCCCGAAATGCATGAAGATAGAGTAACAGACTTCTCACACTGTATTTTTAGGGTATGGAGAATT 

TAGAAGGTTAAAGAATTACTGCTTCAATTTTTCAGTTAAAAAAAAATCAGGAAGCTCTGTTCATTCAGGCTATGC 

ACCATGTGCACAGTCAAGAATTAGCAGAAACCCTCTGCATTTACAAACACTTTGTGCTATAAAAAAGTAATTTTT 

AAAAAGCCACGTGTGTGTGTGTCGTATATCNNNNNNNNNNNNNNNNNNTCTAACACGCCAAGGTTTTTGATACTT 

TTTTACAAAAACTACAAGAGAAAACAAATATACCTGrCCAAACCATATACTTTTAAAAGAGCATTTTTTTTTCCA 

TACAAGCTGTTGTTAATTTGGGGGTAAAGTGCTGATTTGCAAACTTCATCAAATTGTTCCCAAGTGGATTCTCCT 

TGTTTGTCTCCCCCTACCAACCCCAAAGTTACCATATTTGATGTAAGAATCAGGCATGTTAGAATGTTGTGTCAC 

ACTAACTGATTCTGCTCTTTTTGTCTTGTCATTCAAGTTCCGTTAGCTTCTGTACGCGGTGCCCTTTGCAGTCTG 

GTGTCTCTTCCAGAGGCGAGGGGGCTGAGGATGGGGTGCTGCATCTCACTAGCTATACTGGCATCATCTTGGTAA 

ACATTCATTCCCATGCCATTGGGGTTGCTTTTGCCAAGGTCATCCAGGACCTCCTCGATTATAAATCTGGTAAAC 

ATTTTCAGTCTTGCTCTTCCTTGACCTGAAAGCTTTACAAAAAGTACCAATGCCCAGGTCCAGCGCTGGAGATNN 

NNNNNNNNNNNNNNNNNN^ 

GAGAATTACTGCTCGGTAAGTGGGATGACTGGGGAGTGGGAGATCAAATACTCTAACGTCTCCCAGCACCTATTC 
TAGAGATCAGTGGGGCAGAAAGGTAGAAATAAAAGGTGGAAAGGGATGAAATGGGTAAGTGTGGGTGAATTAGTT 
CCAGGAAAACGGCAATCTCCACTGTGGATTCAGGGAAGGCGTCACTGAGGAGGGCTTTCTTAACAGTTCAGGTCA 
GTGGAAGCCAACTTGAGGCACACATCGTGCGCGGCATCCTCCGGGGAGGTCGGGTCATTTCACCCCATTTTACTG 
CCGAGATGACCTAGGTCCAGAGACGGTAAAGAGCGGTGTACGACTCACACAAGTCGGGGGTCCTGTGAACCGAGG 
TTGAGCCTGGCGGGCCTTCGGCCCGAGGTCTTTAAGCGAAGTCACCAGACCCGGGGTTCAAAGCCCAGAGGTAGG 
CAGGCGGCTGGCTCTCCGCCTCAGGCCTGGAGAGAACCCAGGGGTATGAACCTCAACCTCGCTCCCGCGTCCAGC 
TGGAGGGGCGGAGCTGGCTGGCCCCGCCTCCGGGTTAAACAAAGTTCTTTACAGACTAGGCGTGAGGGGATGTTG 
CAGTCTTGTTGCCACTTCCGGGCGAAGAG 
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FIGURE 1382 

GFSASFEVQLHIFCLLPPCIAIYSQSQITESLDYRAGRKLRDNAKGAENLSEASPSAFPPFPSAGRLFWAA 
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FIGURE 1383 

GCCGCATTCCCGGTGTCGACTTACTAGCTGCAAGCCTCTGCCTGCCTTCCTGCGCGCCGTTCCCCGCTAGTCGCT 
GCTGCTGGCGCGCACTCGCCGGGTTTTTCCTCCCACGGCCTCGAGATGGTGGTGAATGTGGCACGGAGGAGCCGG 
GCCTTCCAACCCGGTGGGCCCGAGCTCCGAAAGGCCCCCTCGGCAGTGAGAGGGGCGGGAGCCCGCGGGGGCCGC 
GCCCTTCTCTCGCTTCGGACTGCGCAACGCTGCGCTCTGGGCTGACAGGCGGATAAAACGGTCCCATCAAGACTG 
AGAAAAAGCACACCAGCTATTGGCACAGCGTGGGCAGTGGGGCCTACAGGATGACTGACTTAGTCTACAGAGATC 
CCGGCGTACTTAAGCAGGTAGTAATGATGGACAGATGAAGACTCTTAAGATGACAGAAGGTGATTTTTCTGGTGA 
TCGAGGACTTCCGGGGTAATGACAGTGATGAAATGCAGGGGACCTGGTTGCCCCCAAGTTTCCTGGCAGTGTGTG 
ATACTGAGGAGGTGAGCTTGTTTCTGGAGCTGTGCTTTAAGGTAAAGTTGATCAGCTTAATCCTCCTGATCCCTT 
TCCCATCGGATCTGAACACTGGTCTTGGTGGTCGTAAAAGGAGGAAAAGTAATAGTGAAGCTGGCCTAAATGTTG 
TAATCTGGTATATGGCATGTGGGCTAGTTTCAGACAGGTTTCAGAGATGGTTGGATCTCTGAAATTGTAAAATGA 
AGTATAATCTTAGGCTAAGGGAAGGATGCGTGTGAAGCTCTGGAGATTCATGTTACATGTAAAGCTGTCCTCATT 
TGTGACTATGGACCTATGGAGTTGGGACAATCTCTATGGGAAGCAGAAGGCAAGGACCCCGGTCATTTTAGGTAG 
AAACAACAGCATGCTAATGCAAAAAATTATGCAGTGTGCTACTGAACTTCAGAGGTGATCAATAAAAGAAGAATA 
AAAAGACT 
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FIGURE 1384 

RIPGVDLLAASLCLPSCAPFPASRCCWRALAGFFLPRPRDGGECGTEEPGLPTRWARAPKGPLGSERGGSPRGPR 
PSLASDCATLRSGLTGG 
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FIGURE 1385 

GGCTCCTCCTTGAGGGAGAGAGCTGAGGAGGTGGCATTCTTGCTTCCCTGACTCACCCAAAGGAAGATTTCACAG 
CCCCTTGGCTGGGTGGGGAGTTATGCTGGGAAGTCTTCCAGGCCCCCTGGGGGTGGGAAGATGCTCAATGTTCAA 
AGGAGATGGAACGAGGAAAACAGTTAAGCAACGATGGACTCCAGGGGGAAAACCGGAGAAGAAGAAACTGTAATT 
CCAGTCCGTCCACATGGCCCAGCAGTGAACGACAATTGCATGGTCAGAGAGAGCAAAAGCACCACGCCGACTGAA 
AGCAGCTCGAATGTGGTGGGGCAGTGGGAGATAATGCCCTCATCTACCAAAACAAGATCTGCCACCTTCGCAGAC 
CACTAAACCTCATTCCTCCAGCCAGCTCCCCACCCCCATGAAGGCCAACTGACCAGAGAGCAGGGCTCCCGAGGG 
TCGGGTCGGGTCGGGTCGGGTTGGGTCGGGTGGGTGCCTCTTACCCTGAGGCTCTGCCCTGGACTCGGAGTCCAC 
TTGCTGTCAAAGCMGCGACTCTTCTTTCTGATACTTGACATATTTCTTTTCCCGTTCAATTCATGGTTTCTGCC 
CAAACGGAGCCACGTGAGGACGTCTTTGGGGATGTGTCTCCAAGAAAAGTGTGGGCTGCCXTCCTCACCCTGGAT 
GCCTGTGGGCTGCCTTCCTCACCCTGGATGCCTGTGGGCTGCCTTCCTCACCCTGGATGCCTGTGGGCAGCCrTC 
CTCACCCTGGATGCCTGTGGGCTGCCTTCCTCACCCTGGATGCCTGTGGGCAGCCTTCCTCACCCTGGATGCCTG 
TGGGCAGCCTTCCTCACCCTGGATGCCTGTGACTTGGTTTCCATGGGGGCTTCCTAAGCTCAGGGACCCCAAGCC 
TCCATCAAATCTAATGACCCGCCTTGTCTCTGAACACACCTGTGTTGTCCCCGAGCCCCTCACCAACCCCCTCTG 
CAACCCGGCCCACGCATTTCCCATCCTGAAGGGTCCAGCTCATAGGCCGGCCCATGTGTTCCCTTTACCCCXGCT 
TTGTCCCTACCTGGTGGGGAGCTGTCCCTTCTGGGCCCTAGTGTGGCACTTCACACACAAATGTGTCCTGTGGGT 
GGTATCTGGGCCTCCCCCTGCAGTGAGGGGATGACCAATGTGCAGAGCTCACTGGGCCTGGATATGGGCTCGGGT 
GGCACAGAACAGAGAGAAAGTGCTCCGTAAAAGTGAGCTGCGATGCGGAGGTGGGCAAGCTCTTCCCTGGAGGGG 
GAAGAGCTCTCAACCCAGAGGGATCTGACCAGGAAGGTTCACCCCCCCTCCACCCAGGAAGCCCCTGCAGACAGT 
ATGTGTTTTAGGCTTTGCTGGCCAAATGGTCTCTGCCGTGACTACTCAGCTCTGCCATTGTGGCTGCAGAGTGAC 
CATAGACCTTCXGAAAGTGAATGAGTATGACTGTGTTCCAATAAAACTTTATTGACAG 
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FIGURE 1386 

MRLFFLILDIFLFPFNSWFLPKRSHVRTSLGMCLQEKCGLPSSPWMPVGCLPHPGCLWAAFLTLDACGQPSSPWM 
PVGCLPHPGCLWAAFLTLDACGQPSSPWMPVTWFPWGLPKLRDPKPPSNLMTRLVSEHTCWPEPLTNPLCNPAH 
AFPILKGPAHRPAHVFPLPLLCPYLVGSCPFWALVWHFTHKCVLWWSGPPPAVRG 
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FIGURE 1387 

TCGCATTTCTGCAGTGTTTGCACTCTCAGGCCCCACCATTTCCCCGCATCTCTTAGGGAGAAGTTCTCGACGTCC 
CACCTCCCCTGGAAGGGTGCTGCTCCCAGAGACCTTCAGGCCAATGGCCCAATCTCAGTGCCCTCAGGGGAGAGG 
GGGGTGCAGAAAAACAGCCTGGGTCACAAAAGAGGTGCGAGGGCTGTGAGATCCCGGAGGCACCGACGGGAAGCG 
AGACGGAGAACAGGAGGGCAGGACGGGCTGGAGGTGGGGGATACTGCAGATGGAGGGAGCCACGGTGGGGGAGGG 
CGTGGACCTGACCGTCCTGGCACAAGGCGGTCGGGTGCAGACCTCCAGGCCCTCCGGGTTAAGGTGCCGCCCAGA 
GCCCTCAGGCCGGGGGCGCACGGAAACCACAGGCAGGGTGCGCGTGGAGGGACGGGGAAAGCGGGGCGGGTTGGG 
GAAGGCGCCCCGGGAACCTGAACCTCCCACCCCGCCTCAGTCTCGACCACTCCTTAAGCCCCACCCCGCCCCAGG 
TAAGGCGCAGTCCACCCCCATTCCCAGTAGATTAACGCACAGGTGGGGGCGCGCTCGGGACATAGCTGCGCTAGG 
GGACAGCGCGCCCAGCCCAGTCGCGGGGGCGAGGAGCAGGGCGGGGCCCAGCAGGAACCCAGCTTTGTTAGCGAT 
GCTCCCCGTGAGCCACGCGCCACGCGTACGCGCTTCCTCAATGGGGCCGGGCGTGGAGCCGCGCCCTGCGCGATT 
GGCCAAACGGGTGGCCCACGATTGGCTGAGACCCTGGCCCCCGCCTCCTCGGCCCCAGGAGGGTGGGGCGTGGGT 
GTGGGCTGCGCGGCGCGTGCTGCCCCCGGGGATCTTGCGCGCCTCCCGAACAGCCGTGTTGTCGCCAGGGCCGCG 
CCTTCCCTCCCACAGCGCGCGCTGCGCGTGCGAAGGTCTGGCGGCTCTTGGGACTGGCGGGGCTGCGCGCGGGGT 
TAGGGTGGGGGTACGGGAAGGCTCAACCCAGGACCTGCGTACCTTGCTTTGGGGGCGCACTAAGCACCTGCCGGG 
AGCAGGGGGCGCACCGGGAACTCGCAGATTTCGCCAGTTGGGCGCACTGGGGATCTGTGGACTGCGTCCGGGGGA 
TGGGCTAGGGGGACATGCGCACGCTTTGGGCCTTACAGAATGTGATCGCGCGAGGGGGAGGGCGAAGCGTGGCGG 
GAGGGCGAGGCGAAGGAAGGAGGGCGTGAGAAAGGCGACGGCGGCGGCGCGGAGGAGGGTTATCTATACATTTAA 
AAACCAGCCGCCTGCGCCGCGCCTGCGGAGACCTGGGAGAGTCCGGCCGCACGCGCGGGACACGAGCGTCCCACG 
CTCCCTGGCGCGTACGGCCTGCCACCACTAGGCCTCCTATCCCCGGGCTCCAGACGACCTAGGACGCGTGCCCTG 
GGGAGTTGCCTGGCGGCGCCGTGCCAGAAGCCCCCTTGGGGCGCCACAGTTTTCCCCGTCGCCTCCGGTTCCTCT 
GCCTGCACCTTCCTGCGGCGCGCCGGGACCTGGAGCGGGCGGGTGGATGCAGGCGCGATGGACGGCGGCACACTG 
CCCAGGTCCGCGCCCCCTGCGCCCCCCGTCCCTGTCGGCTGCGCTGCCCGGCGGAGACCCGCGTCCCCGGAACTG 
TTGCGCTGCAGCCGGCGGCGGCGACCGGCCACCGCAGAGACCGGAGGCGGCGCAGCGGCCGTAGCGCGGCGCAAT 
GAGCGCGAGCGCAACCGCGTGAAGCTGGTGAACTTGGGCTTCCAGGCGCTGCGGCAGCACGTGCCGCACGGCGGC 
GCCAGCAAGAAGCTGAGCAAGGTGGAGACGCTGCGCTCAGCCGTGGAGTACATCCGCGCGCTGCAGCGCCTGCTG 
GCCGAGCACGACGCCGTGCGCAACGCGCTGGCGGGAGGGCTGAGGCCGCAGGCCGTGCGGCCGTCTGCGCCCCGC 
GGGCCGCCAGGGACCACCCCGGTCGCCGCCTCGCCCTCCCGCGCTTCTTCGTCCCCGGGCCGCGGGGGCAGCTCG 
GAGCCCGGCTCCCCGCGTTCCGCCTACTCGTCGGACGACAGCGGCTGCGAAGGCGCGCTGAGTCCTGCGGAGCGC 
GAGCTACTCGACTTCTCCAGCTGGTTAGGGGGCTACTGAGCGCCCTCGACCTATGAGGTAACAGCCGGGAGGCAG 
GGAGGAGGGAGGGCCGGGGGCCGGGGTGGAGGGACGGGGTGGGCAGGCCCGGCGGGTCGCGCCCCCAGGAGCCCG 
CGGAGCCGAGCGCCAGGCCCGAGCGATGGCTTCGATTTCGCTCACTCTTCATTTCCCCCAAAGTTTTTCAAGCCC 
GTGCAAGACCGGCGTTTGTTTGTCCGGGATTGCAAAACTTCCCCTCGCGGCTCAGCCGCCGACGAGGGAGGGGTA 
GACGAGGGGAGGGGAGCGGCCGTCGGGCCGTTGAGGTCTCTAGTGCTGGCGGATCCTGGGGCAGATTGGGGTGCT 
GGAGGCGGGGTGACTTTGCATTGCAAATCGCGCTCCCGGGCCGGGGCGGCAGAAATGAGTCGGCGGGCGCGGAGC 
CCTGACTCACCGCGGCTCCGAGCGCCCGCCCCGCCCCCGCCGTGTCTCAGACCGAGTCGCGGCACCCACGGACTC 
AAGACTCCAAAACCAACCGAGCAAACGAAACTGCCGAGTTCGCTTGGGGGAGGTGCGGGCAGGGCCGGCCCGGGC 
GGGGTCTGCCCCGGGCCCGCGCCCGCGTTGACGCGCGTTTGGTTCCCCACCTTCCCCCCGCAGCCTCAGCCCCGG 
AAGCCGAGCGAGCGGCCGGCGCGCTCATCGCCGGGGAGCCCGCCAGGTGGACCGGCCCGCGCTCCGCCCCCAGCG 
AGCCGGGGACCCACCCACCACCCCCCGCACCGCCGACGCCGCCTCGTTCGTCCGGCCCAGCCTGACCAATGCCGC 
GGTGGAAACGGGCTTGGAGCTGGCCCCATAAGGGCTGGCGGCTTCCTCCGACGCCGCCCCTCCCCACAGCTTCTC 
GACTGCAGTGGGGCGGGGGGCACCAACACTTGGAGATTTTTCCGGAGGGGAGAGGATTTTCTAAGGGCACAGAGA 
ATCCATTTTCTACACATTAACTTGAGCTGCTGGAGGGACACTGCTGGCAAACGGAGACCTATTTTTGTACAAAGA 
ACCCTTGACCTGGGGCGTAATAAAGATGACCTGGACCCCTGCCCCCACTATCTGGAGTTTTCCATGCTGGCCAAG 
ATCTGGACACGAGCAGTCCCTGAGGGGCGGGGTCCCTGGCGTGAGGCCCCCGTGACAGCCCACCCTGGGGTGGGT 
TTGTGGGCACTGCTGCTCTGCTAGGGAGAAGCCTGTGTGGGGCACACCTCTTCAAGGGAGCGTGAACTTTATAAA 
TAAATCAGTTCTGTTTACCAGTGGCTCCTATCACCTACACTTCCCAGGTGACGGCCAGACTTCCGTGGTCACTAC 
TCCTCAAACCCTGCTGCCTCCTCCGTAGGGTGGGTCTGGGTGAGATCTGG 
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FIGURE 1388 

MEGATVGEGVDLTVLAQGGRVQTSRPSGLRCRPEPSGRGRTETTGRVRVEGRGKRGGLGKAPREPEPPTPPQSRP 
LLKPHPAPGKAQSTPIPSRLTHRWGRARDIAALGDSAPSPVAGARSRAGPSRNPALLAMLPVSHAPRVRASSMGP 
GVEPRPARLAKRVAiJDWLRPWPPPPRPQEGGAWVWAARRVLPPGILRASRTAVLSPGPRLPSHSAKCACEGLAAL 
GTGGAARGVRVGVREGSTQDLRTLLWGRTKHLPGAGGAPGTRRFRQLGALGICGLRPGDGLGGHAHALGLTECDR 
ARGRAKRGGRARRRKEGVRKATAAARRRVIYTFKNQPPAPRLRRPGRVRPHARDTSVPRSLARTACHH 
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FIGURE 1389 

AAGCTXXCCXCXXXGCAXXXXGGCAXTXGAAAACXCCGAAGAGCGGXXXTXGXXXXXXAXXXAAAGAAGAXGAXA 
CATATGTGTACCCGATTCAAAACTAGAGAATAGAATTTAAAACATAATTTTCAAAGTCTTCAAATATGCCTAAAG 
GTAACAATGTCATCTTTTAATTGCCAATTTCTCTACCACTTTCAAAAAATTACTTCCAAGGATTTA ATGA GCTCC 
TTCCTTTCAACAGAAAATGGACTATTTTCCTTTCAGATTTACTATATGCTGTCACTCCAGCTTTATAACCGCATG 
TGCATACACAAACATTTCTTTCTCTCTTGCAGGTGGCACAAACCAGGAAGGGGAAATCTGTGGTTTAAATTCTTT 
ATGCCTCATCCTCTGAGTGCTGAAGGCTTGCTGTAGGCTGTATGCTGTTAAXGCTAATCGTGATAGGGGTTTTTG 
CCTCCAACTGACTCCTACATATTAGCATTAACAGTGTATGATGCCTGTTACTAGCATTCACATGGAACAAATTGC 
XGCCGXGGGAGGAXGACAAAGAAGCAXGAGXCACCCXGCXGGAXAAACXXAGACXXCAGGCXXXAXCAXXXXXCA 
ATCTGTTAATCATAATCTGGTCACTGGGATGTTCAACCTTAAACTAAGTTTTGAAAGTAAGGTTATTTAAAAGAT 
TTATCAGTAGTATCCTAAATGCAAACATTTTCATTTAAATGTCAAGCCCATGTTTGTTTTTATCATTAACAGAAA 
AXAXAXXCAXGXCAXXCXXAAXTGCAGGXXXTGGCXXGTXCAXXAXAATGXXCATAAACACCXXXGAXXCAACXG 
TTAGAAATGTGGGCTAAACACAAATTTCTATAATATTTTTGTAGTTAAAAATTAGAAGGACTACTAACCTCCAGT 
TATATCATGGATTGTCTGGCAACGTTTTTTAAAAGATTTAGAAACTGGTACTTTCCCCCAGGTAACGATTTTCTG 
TTCAGGCAACTTCAGTTTAAAATTAATACTTTTATTTGACTCTTAAAGGGAAACTGAAAGGCTATGAAGCXGAAT 
XXXXTXAAXGAAAXAXXTXTAACAGXXAGCAGGGXAAATAACATCXGACAGCXAAXGAGAXAXXTXXXCCATACA 
AGATAAAAAGATTTAATCAAAAAATTTCATATTTGAAATGAAGTCCCAAATCTAGGTTCAAGTTCAATAGCTTAG 
CCACATAATACGGTTGTGCGAGCAGAGAATCTACCTTTCCACTTCTAAGCCTGTTTCTTCCTCCATATGGGGATA 
AXACXXXACAAGGXXGXXGXGAGGCXXAGAXGAGAXAGAGAATTAXXCCAXAAGAXAATCAAGXGCXACATXAAX 
GTXATAGXXAGAXXAAXCCAAGAACXAGXCACCCXACXXXAXXAGAGAAGAGAAAAGCXAATGAXXXGAXXXGCA 
GAATATTTAAGGTTTGGATTTCTATGCAGTTTTTCTAAATAACCATCACTTACAAATATGXAACCAAACGTAATT 
GTTAGTATATTTAATGTAAACTTGTTTTAACAACTCTXCTCAACATTTTGTCCAGGTTATTCACTGTAACCAAAT 
AAAXCXCAXGAGXCXXXAGXTGAXXXAAAAAA 
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FIGURE 1390 

MSSFLSTENGLFSFQIYYMLSLQLYNRMCIHKHFFLSCRWHKPGRGNLWFKFFMPHPLSAEGLL 
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FIGURE 1391 

GGCCTCCGCCGCCGCCXCGGGAGGTGAGGACGAGGAGGAAGCGAGCAGCCCAGACAGCGGCCACCTCAAGGATGG 
AATCCGACGTGGTAGGCCCAGAGCAGATACTGTCCGCGATTTAATAA ATGA AGGAGAGCATTCATCCAGCAGAAT 
CCGTTGTAACATCTGTAATAGGGTGTTTCCACGGGAGAAATCGCTCCAGGCTCACAAAAGGACTCATACAGGTGA 
GAGGCCCTATCTGTGTGACTATCCAGACTGTGGAAAAGCCTTTGTTCAAAGTGGACAGCTCAAAACACATCAGCG 
TCTTCACACCGGAGAGAAACCTTTGTTTGTTCAGAAAATGGCTGCCTGAGCAGATTCACCCATGCAAACCGCCAC 
TGTCCGAAGCACCCCTACGCCAGGCTGAAGAGAGAGGAGCCCACGGACACACTCAGCAAACATCAGGCTGCCGAC 
AACAAGGCCGCGGCCGAGTGGCTGGCGAGGTATTGGGAAATGAGAGAGCAGCGCACCCCCACTTTGAAAGGCAAG 
CTGGTTCAGAAGGC TGAT CAGGAGCAGCAGGACCCTCTGGAATACCTTCAGTCTGATGAAGAGGACGACGAGAAG 
AGAGGGGCCCAGCGCCGGCTGCAGGAGCAGCGGGAGCGCCTGCATGGAGCCCTCGCGCTCATAGAGCTTGCCAAC 
CTGACTGGGGCGCCACTCCGACAGTAGCTTGGACACTGACTCTTCCACTGTACAAAAGTACTGCCCAGCATACTT 
AAAAAGTAGATCCTTGGGCATAAGCTAAGCACCTTATTTGCTTATCATAGGCTGCTATTCTGTAGAAATTTATGA 
AGAATGTTATTGCCCCAGAATATGGGGTGAGAGAGAACTGCACTTTTTTAATATGGAAATGAATTCATCGTAAAG 
TTTAAT^ATATTTTGTAAATATGGACTGCACAGTACAGGGTAGAAAACTACATATTGTGGGAAGCTAGATTTTGCA 
AGTTTAATGCATTCATTGGAAGCAGTTCTCACAGGAAGCACTTTCTGAATAAGACACTTGTTTGAAAAACAGAAT 
GGTACAAATAGCCAAAGAAGATTAAAACAGATTATTTATAAGATCATTTTTAACAATATATATTAGTATGTTTAA 
CAATACTGTAAACACTGAAGCAAGCAAGAAAGTATAAAATATGTAAGATAGATAATTTTAATTGCAAAATACTGT 
GCCCACTAAGGCTAGAGAAATGGGAGGCTATTTTGGAAGATGTTCTAAGTAATGGACTTAGAAGAAAATAGATAT 
TTGAGGCTCTTGGTAAGATGCACAATAGTTCAGAATTTTTGAAATTGGAGCAAAATCAGTCTTATTCTATCTGGG 
GCTTTACAACTCAGTAT2^ATGTTTAAGTTTGAAAAGCACTTGTCATCCCTAGCATGTTAACTTGGGAACTTTTGC 
ACATTTCATATTTCTCATTTGCTGAAATTGAGTGATTAATCTTGCAAAGTCTAGGTAACATAGTAATTGGTAATT 
TTAAAAATACATATTAAGGGCCCTGTAATGAGATTTGGCACTTGGATTTTTACTAAAGGGACACCTGCAGGGTTG 
TTTTGTAGTGAAATGTTTTAGATCTTTTGTTAGCAAACACTACATTTTAATTGTACTGCTTGTTTAGAATTATTA 
GCAAATGGAAGCCTCCATATTTATATTTTCAGTGCATAAAGCCACCTTCTTGCTTTACTTCAGAGTAACATGCCA 
AGCTATTTTGTGTTCACTAAATTTAGCTATCAGTTAAACACTGCAGAAAATATTAGCTACTCAAATAAGTAGGCT 
TCTGAAATAGTTTTAACTGCAAGTGTGTTAACTTGTGTGGTGGTTTGAAGCCATTTTTCCAAATAAAGTTATTAA 
ACACCACTTTATGTACTGAAGCATGAACAGAAAAATCAAGAGCTGAGCAGACCACCTCCTTTATGTAGGCAAAAC 
TTCCATCATTTTGGCTTTTGTTCTAAACAGAACTAAATGACATGCATAGCATGGTAACTTACAGATCGCTTAATT 
GGAGTAAAACTCAGAGTAAXAGAGGGAAATATGGGCTCTTCAGTGCCTTTTTAGCTTTTTTGAGTTGAAGACGTT 
CCTACAGATGTAGTTTAAACATTACAAAGTAGGCTTCTTTATCCAAAAATCCCAATGTGTCATAGTACACAGATA 
GTTTAAAATATGTAGCCACGGGGAAGGGGAGGCATGTAAATGTCTTGAAGAGGAGAAAAAGTATGAAAGAAGATA 
CGATAGTTACGAATAATGTGTATGATGAGGACATACTTTAAAAATGTAATTCCTCTGTACAGTAAATTACAAATC 
TTTAGGGATTTTTTTGTAATAAGAGAATTTATATTTGTAATGGTCTAAGAATTTTTXTGTAATGTGGTATATAGA 
ATTTTAATTTGGAGCACTTATAAGCTGGTAAGAGAGACTATAGCATCTGAATTATCTTGGTTTATGTTTCAGCAT 
TTCCTCTAGAATTTTTGCTCTCAAATATGTGATTTAATGAACTAAAAACAACACTCATCAGTCTrGGGAAATTTG 
AACTTTGATCAACTTAACTAAAGAAGGAAGGGTAGTAAGAATTTTTCAAATACAAATATTTGCCAATTCACAGAT 
GATAACATTTAAGGCCTTCAAAAGTAAGGGTTTTTCCTTGTTTCTCCAGTCAGCTTTTGTCAACTCTAATAGTTT 
TTTCATAAACATTTTTTATTTGTATAATTGCAACAGTTTAAGAAATTATCACAACTATTTAGAAACATTTAAAAT 
GTTCTTTTTGATATAAGCTATATACTTGGAAAAATACATTGGTATCTAAAATTTGAGGTGTGTTAAGACTGCTTT 
TTGTTTTAAAAAATGGTTTACATTCAAATTTTTGAAGTGTTTTATGCTTCATATGGCTAAGTTGTAGTTTGGCAG 
AGTTAACAGCATAAGAATAAACATGCTGTAATTTTAAAAGATGCTTTGAATAAAAATTTATTTTAATTT 
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MKES IHPAESVVTSVIGCFHGRNRSRLTKGL IQVRGP ICVTIQTVEKPLFKVDSSKHI SVFTPERNLCLFRKWLP 
EQIHPCKPPLSEAPLRQAEERGAHGHTQQTSGCRQQGRGRVAGEVLGNERAAHPHFERQAGSEG 
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GCTTCCAGTTGGGATGGGGAAGGCCTTTGTGTGTGTATTGGGGGGAGGGGTTAAAAAATAATTATCCCAAACTTT 

TTAATGTACTGCCNNNNNNNNNNNNNNNNNNNNNNNNCCACTATACCATTTTAAGTTCTGACCTCAGGCCTCCAT 

TTGGGCCGATGGCCTCTTGGAGGCTTAAAGTTTTCTGTACCTTGTGATGAATGTTAATAGGTGTTTTTATTATAC 

AAAGCTGAATGTCATTTCTCGTTTGTAGCTTTCTGTCACTCATTCCATCTTCCTTCAGACATCACCACGTTTCTC 

TAAAGTCAGAAAACATTCCGTTTTGGTCTTTTTCAAAAAGGTCCCAAATGCTGCACTCTACACATGAAGGCCCTC 

TCACACAGACGTGACGTCCTGCCAGAAAGAGAATGAATGACAGAAAAAAAAAAGAGAGACAAACTCTAGGAACAA 

TGCCGATTCATTCCACGCAGCAGTATTGGGGGTGGTTCGGGGGAGGGGTGTTTCGGATTTTCTTTTNNNNNNNNN 

NNNNNNNNNNNNNNNNGGCAGCAACCATTAATAAATGCCACCACATTCTACCAGCACAAGGAAACATAGGCAGCA 

CTGAAAAAAAAAAAAAAGCTCATATTAATXAGACTGACAATATGGCCTTGGAAGGCTCTCCCTTGTGGAACCAAG 

TTGCCATGGGCCTTGGGTGCTCTGCGATAACGGGTGTGGGTTGGTTTTGTTTGCAAAATGGCCAAAAAAAAAAAC 

CGGCTTCCCCGAGCAGCTGCCCTGAAAGTAGGGGTGGCGGCGGCGGCGCTGAGTTTATACATTAGTTCAGACCTA 

CTTGGXGGCATTAAACTGTTTGAATGCAAATTCGATTTCAGATTGAACTTGTTAAGGGAGTTAACGAGGGCTGAG 

TTCAGCAAATGCTAAAGTGTTAATTTCAAATATGCAAATTTGGTACTGCAGTTTGTTATGCAATATTATATCACC 

AACCCAGTATCACAAAAACTCATAGAAGATATCATGTAGGCCCTGGGCTTTGGGGGGGTCCCAAACATGGTATGC 

AGAAATGTGATGGTTACAGGTCAGTACAACCTCAGTCCTTAGAACCCCTCCACACTTCAGCTCTGCACCCACTTT 

CCTGTCATTTATTTATATAGGACTGTAGTTTTTTTTAGTTCGAGAGCCTTXCGAAGCTTAATTTATATTCTTTCT 

TTGTACCTTTTTTCTAAAATTACCAAAGATATTACACAAAGGTAAATTATGTTCTCTGTTTTATGCTTTATCTGA 

TGAAGCCAAATATCCTCXTATTGTTGATCAAAGGAGGCAAAAGAATTTAGAGGCAAATGACAAGCGArAGGCTAT 

TGCAACCTGAGAAAGAGAACTGCTCCTTCATCGTAAATTTAGAAGACCAAGTAGATAATGGAACCAAAGTTGTTA 

CTTTTTTCTAGTAGTTATTTTTCCTTTTTCTTTTTGTGTACCTCTACAGAGACCAAAACTCATTCTCXTAAAGAG 

ATTTTATGGGGCTACTGCAGATAAAAATAGGACACAATATTAAAGGAGCTACAGAAGGAAGGGAGTCCCATCTCA 

AAAAAAAAATGAATGTATGCCACTGCAATTAGAGTATCCAATAAAGGAGACAGTTTAGAGTCAGGACAGAAAAGC 

TTCCATAATTGAACTAGATTACATAATAGTATTTCTAGAAAAAGAGATATTTTTAGATTGTATGCCACTTTTGTT 

TAAGAACTGTGCXGTGATCACTGTATTAATTTTGGTTTATCTTGGCAXATATCCTTCAGTTTGTTTTTATTTTTA 

ATTTTTCCTTTTTTTCCGATTAGGCTTTGGTCAGCATTTTXCATTTAAAGAAAAGTAACACTCCCATCCACTCAT 

AAGCTTGGTACAAAAACTTCTCTGGCAGTTACTTTTGAAGCTTCACTCTGCTTTCTGTATAAAGGGCAGTCTGTG 

GTCACGCAAGACTTTAAAAAAAAAAAAACAAAGAGCCCATAAAAACAGACAAAAAACTTTTCCAGGCAGCTTCAT 

GATGTGCAGGCAGTAGCCAGACAGGGTCATGGGAAGGGGGCCCTGTGCTTCTAAACTGAGTGGTTGCTGGTTAGT 

TTGGTATTCAAAAGAGGATAAAAATCXGGTAGATTAGTTCATTCTCAGCATGTGTAGCTAGACATGAGTAAAGAT 

AACAGCATGAGAAACTGTTAGTACGCATACCTCAGTTCAAACCTTTAGGGAATGATTAAAATTTAAAAAAAAAAC 

ATTTCACTCAGTTGCACTTAGTCGTATGTCTTGCATGCTTAGTCTAAAGACTGTAGCAAAAAAAAAAAAAAAAGA 

AAAATTAGATTTTACATATCTTTGCAGGTATCACAGCCTTGCAGAAGAACCAACTGAAAAAAAAATTCTCAGGCT 

TTACAGCAAGCAAACTTCACTATGATTTTTACAATTCTGATTCTGTATCCCCTGGGGGTTATCCCAGTTGCTTCT 

TTAGGATGGGGTTTATTACGTTGTACATATATCCCGATGTGTCTGTGTGAATCTTTGTCTTTTTTGGGGGAGGGC 

AGAGGGCGGTTCTTTTXTTAGATATTGTTCCTAAAAAGGAATAAATGCATACACCTGTTTGTCAAAACACCTTTG 

CTTTTTGTGCAACTGCTTTATATTAACGATACTAAAAAAAAATAGCTTTGGAAAAAAAACTACTGTATGTAACGG 

AATTGCAGAATATGCTGCACATGTATTTTATTTAGTTATCCTTGCTTTAAGAATATTGGATGACATTTCCTGACA 

TGTGGGAGGGAGAAACTCCCTAACTTTTTTTTTCTGCTTTTAAACTGTAACATAGTTGAAGATTTCTTTTTTCTG 

TTCTCATTGATTGGAGCATTTTGTACAAGTTTTGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGTGTGTGTT 

AATCTGTTTTTTGATACATTCCTATCCCTTGTGTTTATCCTACCACTGCCTTCCTGGCTATCTTAAACAAGTTCA 

TACATTTGAAAAGAAAAAAAAATGTTGTTTAAAAAATGTTTTCTCCTGCTGCAGTAAATATTTTGCATGATGAAA 

TTCCAGGGTCACACTTTTCCAAGTTTATCAGTGAAGTAGTGATTAACAATGGGGAGTGTCAAAACTATTGAACTT 

TTGTATAACACAAAAAAAACTTTACAAGGTGCCAAGATGTAAAGAAAATCTGTTACTTTTTTTTXCTCAAAGAAA 

AGCATACATTAGGGAGGTAGTCCCGTGTGTCAGACAAATGCACTGTCAGGAATGAGGATCCAACCTACCTGTCCC 

TAGAGTCCGTCTTGTAAGATGAGTTAGGCTGCCCCTTGGACCAGCCACAAAATGGAATATCAAGGCTTATGTACA 

TACGTGAAGAGTTACCACCAGTCCTGCCACCTTTGGACAGCTCTAACACCATCCCCAGCATCCAGTCAGACCTAG 

TAAAGAAAACCTTGGATTCTTAACCCAAGATAGGCTGTAAATCACTAGCTTTTTTTTCCTCATGAAAAAAAATAG 

AGTTAAAAAATATTTCCTCTCTTTTCCATATTCCAGCTGAACTCCGTTXCCAAAGGCACAAAGAAGAGTGTGCTT 



WO 2004/043361 



PCT7US2003/035268 



1541/1629 

FIGURE 1393B 

ATTCAGATTTTGAATCTTTTTGGTACCTTTTGGTTAATGACATAGCCTCCTGAAATTCTGGATGTCTTCAAAGTC 

AGTTTTGCTTCrTTATCCTGAAAATCAGATTTACAATGCTGAAGGCATTTCTTGGGCCCAGTGTAGCTCACGCAA 

rCTCTGCTACCCATAAGCCTTGATGAAGATGATACAGTCCGGACTGTGAGCATGGTGCTTCATGTATATGTGCTG 

CCAGTAACAAGAATTTTTTTGTTTTGTTTTGTTTTGTTTTGATAAGGCATAAAAGAAACTCATTCCTTGACATCA 

ACTGXAATTCCATCATTCCATGTCTGCGGATACAGACAATAAAAAAAATGTTGTGTAGTCAGTACTAATTACTGA 

CATTATAAGCATTCTCAAATGCAATAAAAATGCTGGTTGTTCACGCTGGTAGTAAAAGTTGCCACAGCCTAAGTT 

TGTXXCCCTTTCTGACCTGCTGATATTGTATGTTAGGCATATGCCTTAGGTTTATCACCAGCTGCTTCCAATGCA 

GAATTAAAATCAATCTTAAAGCTTTCATGAXCAGGGAAGGCTGAAGCTCXTATCCTCAGGATTXCCAAGTGAAAG 

IAICCACXXAGAGAAXIGGGAAGIAAAAAAAAAAGAGCAAGAGAIGIXAXCIXIXCXCXXGAGGAAGCACACXCX 

XAIXIIXXICAICAAAIIXIAIAAAGAAAAACAAAAIGXXIAAXAACXAGCAXIAAGAGCAAACIAAAAXXXCAG 

AGGAAAGCAACIIXCAIGAAXAAXXCAXXGAAAGAXIICACAGICXGGCAAGAXIAGGICAICCAAAXAAAAGXG 

CXAAIGGICAAAAACAIGCACCGICXAXAAXAXXCICAXCAAGAAAICXXXIIGCAIAXAAIGAIAAAIGCXXAG 

AIXAGAACAAAXGAIXIXAIAAAAAIAXICXAXCAAAAGXAXGCIAGAXAAIXGCAXICAXIGAAGAAAACAGAA 

CIICAGIACCIAAAIAIXCCAGAAAAACCAXCXXAAXIIIGAGAIIXXAAAAAAAXAAXXAGAIGCAXXXAGGAA 

AXGIGCIGIIICIIIIIAAXAIXACXCIAIAGXAXAXAXXCXAGGGAXIAAIGAAXIXGAGCAXCACCIIXCAAX 

AAAAAATTAAATTGCCAATATGAAAGCAGTATTTTAAGTGGCCAAACCGTGGTAACATAAAACCATTACATATAT 

AATTCAGAGCACATAATTCAGGGCAAAGGATGACTTGAAAATTAACCTCCCAGTCTTTATTCTGCAAAACACCCA 

CCGATGCTGAGGATACAAGTGAACATTCTTTCCCAGCATTGTTTTGAAAAGCCCATATTAGCAAAGTNNNNNNNN 

NNNNN^W^INN^INNNNNN^^I^^WAACAAGTAGATTTTGCTATTAAGTTGCAAACTAGTGTCCTCTTTG^^ 

TTATGCCCTATCTAGAAACCCCTTAGTCTCAATAATTAGCAAAACATTTGAACCTTTAATrCTCACCXGGCTACT 

GAGACTATAATCTTAGGGTTAATTCAAATTCCTGTAATTACCAGGCrTAAACCTAAATACTGCTTACAGCCTATC 

CATTAGTAACCATTTAAAAATGTACAGATACTTCTTTTAATCAACTGGAGGACCTAAACCAAGTATGACGATATG 

TTAGTGAAGATTTTGCXGGTTGAGGCATAGTACATTTTAACTTATATTTCAGGAATXGTTCTCAAGCAGGAACAC 

ICXXIXACAXAXIIAXXXCAGGCXIGXCACXCICAIAAACGAGGCAGCAAACCCAAAAXAIXGGCICXXCXXAXA 

AAIAGGCGCCXXXAIAXAAAGAACAIAAAACICXIAAGACIAAIXICACACCAACACAGGCAGCXICAXAAXAGI 

AACCACCXCICCCICCCCACXAAAAAAGAIAAAAACAAAGIAXAAXXAGXCXXXCXXAXXAGAIIIXIGXCIIIG 

AIGAXAXIACGXAIIIAIGIGIAGGGXAGXAAICACAAXXIAXCCIXCAXCXXCAIIGXAGIIGAAXCAAAIAAA 

AGXAXICIXXAIICAAAXAAXGIGAAGXXGGGXGXCXCAAACCXXCAXIXAAXGAAXXGAXGAAAGGXXIAAGAC 

AAAAIXCACGIXGGAGGGAAAIIAAGIXACAXACAAAAACACIGGIIXXAACXGIGGGACAAXAIIXGGAIXAGA 

AAACCAXCICTAGAXAIAACCXACXIAXAIIIAIXIIXAAAIGGXAIIXXAIIXIXIAAAAIAACAAAACCCAAX 

GIIGICIIAIXICCACIXIGAXIGTAAAAXGACAIXCAAXGCIXAAXACCAAAAIAXAIAICIAXAIXCACAXIX 



WO 2004/043361 



PCT/US2003/035268 



1542/1629 

FIGURE 1394 

FQLGWGRPLCVYWGEGLKNNYPKLFNVLPXXXXXXXXHYTILSSDLRPPFGPMASWRLKVFCTL 
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ACGAGGCTGAGCGGGACCTGCGAGCAGCGCGGGCGGCAGCCCGGGGGT^AGCGTCCGGGACCMGTCTGGAGAACT 

ACCACCAAACATTAACATCAAGGAACCTCGATGGGATCAAAGCACTTTCATTGGACGAGCCT^ATCATTTCTTCAC 

TGTAACTGACCCCAGGAACATTCTGTTAACCAACGAACAACTCGAGAGTGCGAGAAAAATAGTACATGATTACAG 

GCAAGGAATTGTTCCTCCTGGTCTTACAGAAAATGAATTGTGGAGAGCAAAGTACATCTATGATTCAGCTTTTCA 

TCCTGACACTGGTGAGAAGATGATTTTGATAGGAAGAATGTCAGCCCAGGTTCCCATGAACATGACCATCACAGG 

TTGTATGATGACGTTTTACAGGACTACGCCGGCTGTGCTGTTCTGGCAGTGGATTAACCAGTCCTTCAATGCCGT 

CGTCAATTACACCAACAGAAGTGGAGACGCACCCCTCACTGTCAATGAGTTGGGAACAGCTXACGTTTCTGCAAC 

AACTGGTGCCGTAGCAACAGCTCTAGGACTCAATGCATTGACCAAGCATGTCTCACCACTGATAGGACGTTTTGT 

TCCCTTTGCTGCCGTAGCTGCTGCTAATTGCATTAATATTCCATTAATGAGGCAAAGGGAACTCAAAGTTGGCAT 

TCCCGTCACGGATGAGAATGGGAACCGCTTGGGGGAGTCGGCGAACGCTGCGAAACAAGCCATCACGCAAGTTGT 

CGTGTCCAGGATTCTCATGGCAGCCCCTGGCATGGCCATCCCTCCATrCATTAXGAACACTTTGGAAAAGAAAGC 

CXXXXXGAAGAGGXXCCCAXGGAXGAGXGCACCCAXXCAAGXXGGGXXAGXXGGCXXCXGXXXGGXGXXXGCXAC 

ACCCCTGTGTTGTGCCCTGTTTCCTCAGAAAAGTTCCATGTCTGTGACAAGCTTGGAGGCCGAGTTGCAAGCTAA 

GATCCAAGAGAGCCATCCTGAATTGCGACGCGTGTACTTCAATAAGGGATTGTAAAGCAGGGAGGAAACCTCTGC 

AGCTCATTCTGCCACTGCAAAGCTGGTGTAGCCATGCTGGTGAGAAAAATCCTGTTCAACCTGGGTTCTCCCAGT 

TACGGAAACCTTTTAAAGATCCACATTAGCCTTTTAGAATAAAGCTGCTACTTTAACAGAGCACCTGGCGTGGGC 

CAAGTGCCTGATACTCCCTTACACTGAATCATGTTATGATTTATAGAAATACCTTTCCTGTAGCTTTTATAGTCA 

TXGTTTTTCAAAGACGATATACCAGCCCTCACCCAGGTTTTAAAAAAGCACTGGTAGGCATAGAATAGGTGCTCA 

GXAXAXGGXCAGXAAAXGXXCXATXGAXXAXCAAXCAGXGAAAAAAAAAAAAAAAAAAAAAAAAGGAGAXXAXAA 

AAGGGAXGAXGAACAXGGAGCXGCAXCXXXXXAAACGXXGXXXXXXGATGCTXCAGACXCXXAAXGCTXXXATAX 

AAAGCXAXCAACXGXAXGXXGAXCACAGXXXAXAAGAAAGAACAAAXCAAGAXXGGCl^AXCCXXGCCGAXCXXXX 

AGAAAXACCXXXXCXGGAGAAAAAAAAXCCACAXGAAGXGCAAXAAGCXXAXAAAGCXAAGXAGXXATXAAXAXX 

XCXAXXAACAXGAXACAAAGGAXGAXGAXXGXAAGXGXXXACTGACXGGCAGCXTXXAXXXCAGXAXXAGCACAG 

CGXCXXGCCAGXGXXGGAGGCCAXGXAXXAXXXCAGXXCAACXGGAXGAAAXGXXAAAXAAACXCAGAAXGAAAA 

AAAAAAAAAAAAAAAAAA 
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MSGELPPNINIKEPRWDQSTFIGRANHFFTVTDPRNILLTNEQLESARKIVHDYRQGIVPPGLTENELWRAKYIY 
DSAFHPDTGEKMILIGRMSAQVPMNMTITGCMMTFYRTTPAVLFWQWINQSFNAVVNYTNRSGDAPLTVNELGTA 
YVSATTGAVATALGLNALTKHVSPLIGRFVPFAAVAAANCINIPLMRQRELKVGIPVTDENGNRLGESANAAKQA 
ITQVVVSRILMAAPGMAIPPFIMNTLEKKAFLKRFPWMSAPIQVGLVGFCLVFATPIjCCALFPQKSSMSVTSIiEA 
ELQAK I QE S HP ELRRVYFNKGL 
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CCGGCCCGGCCCGCCCGGCCCAGCCGCTCCTGCTGGGCGCCCCAACCGGGTCCGGCCCGGGGGGGCGGGGGCCGC 
GGCCGCCGAGGATGGGGAAATCCAACAGCAAGTTGAAGCCCGAAGTTGTGGAGGAGCTGACCAGGAAGACCTACT 
TTACCGAGAAGGAGGTCCAGCAGTGGTACAAAGGCTTCATCAAGGACTGCCCCAGTGGGCAGCTGGATGCGGCAG 
GCTTCCAGAAGATCTACAAGCAATTCTTCCCGTTCGGAGACCCCACCAAGTTTGCCACATXTGTTTTCAACGTCT 
TTGATGAAAACAAGGACGGGCGAATTGAGTTCTCCGAGTTCATCCAGGCGCTGTCGGTGACCTCACGGGGAACCC 
XGGAXGAGAAGCXACGGXGGGCCXXCAAGCXCXACGACXTGGACAAXGAXGGCXACAXCACCAGGAAXGAGAXGC 
XGGACAXXGXGGAXGCCAXXXACCAGAXGGXGGGGAAXACCGXGGAGCXCCCAGAGGAGGAGAACACXCCXGAGA 
AGAGGGTGGACCGGATCTTTGCCATGATGGATAAGAATGCCGACGGGAAGCTGACCCTGCAGGAGTTCCAGGAGG 
GGTCCAAGGCAGACCCGTCCATTGTGCAGGCGCTGTCCCTCTACGACGGGCTGGTATAGTCCCAGGCTGGAGCTG 
GATGCCTGGGAACCACTCACCTCCTTCTGTGCCATGAGGCCACCTCAGCCCTGACACCAACCCCGTGCGTCCACC 
CAGCCTTCTTCCGCATCCACACACAGCCGGCTGCCCTTGACCCGGGAGGCCCCGGCTCXCCTCTCCCCTGTCCTG 
CACCCATCCCCCGCCTGAAGCCACCGGCTCCAATTGCCAGCAACCTCTGCTTGTCCGGAAAACGACAACACGAAA 
TGGAAAAGGCTACAGCCCTCTGCATAAACCAAGGACTTGGCTGCCTCGCAGGCAGCCTCCGTTCCTCCCGCTCTC 
XXGCGCGXGXGCXXXXGTXXXTTAXXXXGAACAGACGXXXXAAAAGAAAAAAAAACAACXACCXXCXGXCCXAGA 
AGACACAGACTGACAGATGGGGTGAAGGCCTGGGGACCTCAGAGAACTCTGCCTTGCCCTCGTCCCTCGTCCTTC 
GGCAGCCGGAGAGGCTGTGGGTGGGCCGAGGGTGTCTAGGGGTTCTGCCTAGTCAACGTTATTTGTCGTCCCATC 
TTTTGGCAGCAAAACCACCTGCGTGGCTAGGATGATTAATTATGAGGATGATGATTTTTTTTGTGATAACAGTAT 
XGXGCXXXXXGXGGGGAAAGXGAGGXXXXXXXXXXAXAXACAXAXAXAAXXGAXAXCXXXAAXXXAXXGGXTGXX 
AACTGrrGCXGCTGCCTGGTGTGTCCTCAGCTCCCAGGGCTGCGGGCCCACCGTTTACATGTGCACGCCCTGACC 
CACCXGCCCACGCCGACXXGGGAGGAXGGXGGCCXGCAGCGGCCAAGAAGCCAAAAAAAAXXXXXXXXXXXTCAG 
AXACXGXGCXXGAXXXXXGGAGAGGGGAGAGGXGGAAAXXCCXAAAXGGCXAAXGCACXGXXCCCXCCAGCCCGA 
AXGCCXCCXGCCAAACCCCXXXXCCCXGCXGCCXCTGXCCCCGCAXCCXXGXXCXCCCCXGGGXCCGXAACATXX 
XXXCCGAGGAXGAACAGGGGACAXCXXXAGGXTXCTCAACXCXXGCXXXGGXGXXXGCCGCAGCAXGGAAAACAG 
GGCGCCXAAGGCXGGGAGCXGGAAGAAGGGGCAXXGGGXACCCAGGCAGAGXCAGGAGAGGXGGXCXXXGAAGXA 
AGXXAGCAGAAAXCAAGGGGACCCCCGCCXCCXXGGGCXGGGGAGGGGAXXXCAAGAXAGXXCAXAACXCXCTCC 
CGCXCXGCCXXCCCXCCXXCCXAXCXGCXXXXXCCAGXAAACXGCAXGGXGXCCXXCCCXGGCCXXCXCXXGGCX 
CAAAGGCXGGGAGGGAGGGAAGGAGAGAAGAGXXCCAGGCAAXCCCAXCAAXAXAGXCCCXACACCXGGGGCTGC 
GGCCCACAXGXCTXCACGGAGGCXXCCAGCGGXGCCXGCCACXGAGGCAGGXGCGGCCCCAGGACCAXCACCAGG 
AAXGCGAGGCCACCCXGGACCAGAGGTAGGAGCCCAAGGXCCGGCCCXXGCXCXXXGAXXGXGGGCAGCCXCCXG 
CCCXCXCXGGGXCXCAGXXGCCCCAXCXGCAGAGCGAGGAGGCCCGGGCXGGXXGGXCXXGAAGGCCCXXXXCCA 
XGCCGACAXCAXGXCACXCXAGGCCXGGGGXXCAGXXXCCXGXGGCXGGXGAXGCXGXGGXTAAGXXXGCXXGAC 
CCCAGCAGCCCGAGGGACXGXCXGAGXCACAGCACAGCCCCXAXXGCGXGGCXGCXGGXGXGXGGGGXCAGXXCC 
AGCAGAXGAAXGXGXCAXGXGGCACACCXXGXCCCXXCCCGCAGCAXXXCCXGGXXCCCCCCAGACCCXXGAGCG 
CXCXXXGGGACCCAGAAGGAGXCCXXGCACAGGGAAGGCXXGAGGXGAGAAGCCGCXXCCCAGACXGXCAGGGCC 
AGGCCXGGGXCXAGAATXCXXGCXGCXGCXXXGCAGAGXCAACAGCCCAXCAGCCCAXGXXXXAGAGGGGACACX 
XXGGXCCXCGGXXCCCACCCXCAGCAAGCAGGCCXCCAGCCCGAGGAAGGCCXCXGCCGXAGXGACGXXGCCGXG 
XGGGGCXGCGXGGCXGXXCCCCXXGGCXGGAGCAXXCAGCCAACCCCAGCGXCCCCCCXGAGGCGXXCAXXGGCA 
GCCCCCXAGGACTGCACGCXGGCCCCACGGTAACCCCCCCXCCCCCACCAACAXCCXGCAGGGAXGGGGXCAGXG 
GXXCCACCXXCACAGGCCACXXXGAAGGGXGGAXXCXXXGAGGCCCCXGCCAGXCGGCXCCCXGCXCAGCXGCXG 
GCCCGGGCGACCXGGGACXCAGCACCAACGGCXGAAGXXXCXCAGCXGGGCXCXGACCXGGGGXCXGGGGCAGGG 
AACGAACAXGGTGGCXXXGGGCXGAGAGGAXGAGGGAGGXCXXXCCCAGGXCAAAXXACXXXCCXXXGGCCXCXG 
CCXGAGGCXCGAXXXGCCXCXCXGGXCCAAXGGGACXGACACXGXXGXACAACCXGACCXGXGGCXGAGGGTGXC 
XGGGCXXAAGCAXGXGGACCCCXXCGGXGXGXCXGGCCXXCCXCCAXCGXCCXGCCCXXXGGCCXXXXGGXXXGA 
AGCCACAGGXGXGGCXXCXGGCCXXAGCAGAXGGXAXGCXXGCGGACCGCAGCCCAGCAXGCCGGXGGGCCCACA 
GCCCGAGCCAGCCCAGAGCXGCCGGAAGGGCCGCCCXXCCCGGCCCXGGCGGGGXGCXGGACACXGGCCAXXXXC 
ACXAGAGXXXGCCXGGCAGGGACCGAXCXCXGCCCCCXCCXCXCCCCAGGCCXCXGGCXGCAGXGAXGCCGCAGA 
AXCCXGAGCCAGGXGCCXCCXGAGCAGCCCGXGCGCCXCXCCACAGCGGCGXXXGCCACCCAAXGCGGCXCGCXX 
CAGAXGCXCXGAXGCAGAGGGCACGCCCAXAGXCCCXCXGCAGAGCCXCGCACXGGGGCCAGGGCAGGCACCAGC 
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CCCAGGCGGCCAGTCGGCCACGGCCTGTCCTCTTCCTCGTAGCGTCTGCTCCTCACTTTGTGTTGATGGTGACTT 
AGGAGAATGTTCCGATTTTCCATGATCXAAGCAGGCCACGTTTAAAATAACATCAAGGCAAGCGTACGTGTCACC 
CTCTGTACTGACATCTCCTCCCCTGAAATGCTTTTCAGTTTGACAGCCCGTTTCCTAGACAAGTGCACCTGGGGT 
TTCAGGAACTTTGTGTTTTTTCGGAGGGGGTTGGTGGGGAGGTCGGGATGCCTGGGATCCCTTCCTGGAGAGGCA 
GGCTGTCTCTGGAAAAAGCCTCCATTGCCCACCCGCCAGGCGGAAAGTCACCCTGTTCCCAGCGCGGTTTCAGCA 
TTTAATTTTAAGGGAGCTAAGGAAGCGCGGCGCGCCCCCTGGTGGTGGTAAGCCGCCAACGCACCTGGGGGCTGC 
AACCCCACCGGACGGGTGGTCCGGAGGGAGGCTGGAGCGGGGAGGCGAGGAGGGGGCTGTGAGTCCTCAGAGGCC 
CTGGGCCACCACATTTCTGGCAGCGTTTCCCAGACACCCCTCTGCTAGGCCATCCCTGGATAGCAAGTGAATTAA 
CTTAAGGGCACTGTGATGGGAAGCCTTGCCCCCCTCTTTTTTTTTTTTTTTTTAATATCTGCGGAATAAACCCAA 
TGGTTAATTTTTGAATGAATAAAAGGCTTTTGTTGAATAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 1398 

MGKSNSKLKPEVVEELTRKTYFTEKEVQQWYKGFIKDCPSGQLDAAGFQKIYKQFFPFGDPTKFATFVFNVFDEN 
KDGRIEFSEFIQALSVTSRGTLDEKLRWAFKLYDLDNDGYITRNEMLDIVDAIYQMVGNTVELPEEENTPEKRVD 
RIFAMMDKNADGKLTLQEFQEGSKADPSIVQALSLYDGLV 
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FIGURE 1399 

GTCACCCCCAGCGGGCGCGGGCCGGAGCACGGGCACCCAGCATOSGGGTACTGCTCACACAGAGGACGCTGCTCA 
GTCTGGTCCTTGCACTCCTGTTTCCAAGCATGGCGAGCATGGCGGCTATAGGCAGCTGCTCGAAAGAGTACCGCG 
TGCTCCTTGGCCAGCTCCAGAAGCAGACAGATCTCATGCAGGACACCAGCAGACTCCTGGACCCCTATATACGTA 
TCCAAGGCCTGGATGTTCCTAAACTGAGAGAGCACTGCAGGGAGCGCCCCGGGGCCTTCCCCAGTGAGGAGACCC 
TGAGGGGGCTGGGCAGGCGGGGCTTCCTGCAGACCCTCAATGCCACACTGGGCTGCGTCCTGCACAGACTGGCCG 
ACTTAGAGCAGCGCCTCCCCAAGGCCCAGGATTTGGAGAGGTCTGGGCTGAACATCGAGGACTTGGAGAAGCTGC 
AGATGGCGAGGCCGAACATCCTCGGGCTCAGGAACAACATCTACTGCATGGCCCAGCTGCTGGACAACTCAGACA 
CGGCTGAGCCCACGAAGGCTGGCCGGGGGGCCTCTCAGCCGCCCACCCCCACCCCTGCCTCGGATGCTTTTCAGC 
GCAAGCTGGAGGGCTGCAGGTTCCTGCATGGCTACCATCGCTTCATGCACTCAGTGGGGCGGGTCTTCAGCAAGT 
GGGGGGAGAGCCCGAACCGGAGCCGGAGACACAGCCCCCACCAGGCCCTGAGGAAGGGGGTGCGCAGGACCAGAC 
CCTCCAGGAAAGGCAAGAGACTCATGACCAGGGGACAGCTGCCCCGGTAGCCTCGAGAGCACCCCTTGCCGGTGA 
AGGATGCGGCAGGTGCTCTGTGGATGAGAGGAACCATCGCAGGATGACAGCTCCCGGGTCCCCAAACCTGTTCCC 
CTCTGCTACTAGCCACTGAGAAGTGCACTTTAAGAGGTGGGAGCTGGGCAGACCCCTCTACCTCCTCCAGGCTGG 
GAGACAGAGTCAGGCTGTTGCGCTCCCACCTCAGCCCCAAGTTCCCCAGGCCCAGTGGGGTGGCCGGGCGGGCCA 
CGCGGGACCGACTTTCCATTGATTCAGGGGTCTGATGACACAGGCTGACTCATGGCCGGGCTGACTGCCCCCCTG 
CCTTGCTCCCCGAGGCCTGCCGGXCCTTCCCTCTCATGACTTGCAGGGCCGTTGCCCCCAGACTTCCTCCTTTCC 
GTGTTTCTGAAGGGGAGGTCACAGCCTGAGCTGGCCTCCTATGCCTCATCATGTCCCAAACCAGACACCTGGATG 
TCTGGGTGACCTCACTTTAGGCAGCTGTAACAGCGGCAGGGTGTCCCAGGAGCCCTGATCCGGGGGTCCAGGGAA 
TGGAGCTCAGGTCCCAGGCCAGCCCCGAAGTCGCCACGTGGCCTGGGGCAGGTCACTTTACCTCTGTGGACCTGT 
TTTCTCTTTGTGAAGCTAGGGAGTTAGAGGCTGTACAAGGCCCCCACTGCCTGTCGGTTGCTTGGATTCCCTGAC 
GTAAGGTGGATATTAAAAATCTGTAAATCAGGACAGGTGGTGCAAATGGCGCTGGGAGGTGTACACGGAGGTCTC 
TGTAAAAGCAGACCCACCTCCCAGCGCCGGGAAGCCCGTCTTGGGTCCTCGCTGCTGGCTGCTCCCCCTGGTGGT 
GGATCCTGGAATTTTCTCACGCAGGAGCCATTGCTCTCCTAGAGGGGGTCTCAGAAACTGCGAGGCCAGTTCCXT 
GGAGGGACATGACTAATTTATCGATTTXTATCAATTTTTATCAGTTTTATATTTATAAGCCTTATTTATGATGTA 
TATrTAATGTTAATATTGTGCAAACTTATATTTAAAACTTGCCTGGTTTCTAAAAAAAAAAAAAAAAAA 
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MGVLLTQRTLLSLVXALLFPSMASMAAIGSCSKEYRVLLGQLQKQTDLMQDTSRLLDPYIRIQGLDVPKLREHCR 
ERPGAFPSEETLRGLGRRGFLQTLNATLGCVLHRLADLEQRLPKAQDLERSGLNIEDLEKLQMARPNILGLRNNI 
YCiXlAQLLDNSDTAEPTKAGRGASQPPTPTPASDAFQRKLEGCRFLHGYHRFMHSVGRVFSKWGESPNRSRRHSPH 
QALRKGVRRTRP SRKGKRLMTRGQLPR 
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FIGURE 1401 

GCTGTGGACGAAGAGGCGGCCTCGGTGGTAAGTGGCGGCCGCTGGGACCCAGCCAGGTACCGGTCCGGCTCGGCC 
CTGCCCCTTTCCGGCCGCTCTCACTCCTTCCCTCGGCCTCGAGTTCCTCGTGGGCCCGTGGGGGCCGCCGCGGGG 
TCGGGGCTGCGAGGCAGCGCCCGCCGTTCCATGGTAAGCGGTGCTACGGGACGTTCGGAAGGAAACCTCGCTAGA 
GCAGGGGACGCCTGGGCTCCTGGCTGACCACGGGGCCTTTGCACGGCCAGGGCTTTGCGACCGCAGTGTCTTCCT 
TCTGTCCCCGGTCGTGCGCCGTGCCCCTCAGCGCGGCTCACGTTTCGGAACACGTCTGCCTTTCATGCCTCCCGA 
AGAGCCTCCCCGCATCCCGTGCCCCCTGCTCGCTGCTGCCGCTGACCCTTGGGCGCTGCGCTGGTCCAGAGCGTG 
TTGTCCTCTGACGCCGTCAGAACCTGAGCTCCCTGCGAGCTGGGACTCCGCCGTGTCTTCATTGCCTCCAGTGCA 
AAGCAACTGCTTGCAAGAGAACAAAAGTGTGTXCAGGTGCACAGAGTAGAAAATTCAAGGAGCCTGAAAGGGTAT 
TTGGTGAAGACTTGATGTGTTTTTCCCAGTCCTAACCTCCAAGGCCCAGTTCTCCCCTGGGGCAGAGGGAAACCC 
GTTTCTTACGGGTCTGCAAAGAAAGTCTATGCAGGAACATCTACGTGCGTTTCTGCAAAAGGTCAGTTACTTTAC 
TTGGGGCTCTTATACTTAACGTAGCTCGGAGAGCGCCCCATGCATTCAGATACAGGTGGGATTCCTCCGGAAACG 
GAGTTTTATAGCACCAGACTTTATCCCCTTTCCTGTAGAAATTTAGGGTTTTTGCTGTCTTTTATAACGAACAAT 
GCTAGCTTGACTATTGCTTGTACAAACCGTTTTTTGCCCAAGTCGGACTATTTTCTTAGGTTAAATTCCTTGGTG 
CAGAAGTGCGAGGGCTGTATTTAGGCCCCTAAAGGGGTGGTACCAAATCGCCCTCCCCCACCAGCATAAGAGGGG 
GCCGGCGACACCCTTGCCCAAGCTGGATTTTGCAGACCTGGTAGGCGTGAGATAGTATTTCACTGTAGCTTGTGT 
TTCCTGTAAGTATAGTCGAACGTCGTGATGTTCCTGTTACATCTATGTTACGTTGATCATTGTTACCACTGACAG 
TCGTTTCGAGATXGGAAAATATGTTTATTATAAACGTTTGACTATTTAAAAGCCATTTGTATT 
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FIGURE 1402 

AVDEEAASWSGGRWDPARYRSGSALPLSGRSHSFPRPRVPRGPVGAAAGSGLRGSARRSMVSGATGRSEGNLAR 
AGDAWAPG 
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FIGURE 1403 

AACAACTTTCTTTTATTAAAAATGTACATAAGTAAAAGGAACGTGGTTTAATTGTGCAAAGAGTAAGAAATACAG 
ATGAGCAAATAACACGTATTAAAGCCACCTACGATATACCACCCAGAAGTAACCAGGCTGTTGAATTTTTAGAGA 
CTGGGGTGCAAACACATTTTTTCACTCCCTTGTGCATATATCTGGGAGCTCTGCCATATACAGACACAGACGCGG 
TGTCCACAGGCGATGCCTCTGCTGGGAATGCTGCAAGCAGGAGTCTATCCTTXCCTGGTACTGGCTCGGGGGCCC 
TCCTCAGCGCCCAGGTCACTCTAGCATCCAGGAGTCCAAAGGCCCGGCTGTGCAGGCTGCAGAGGTGATCTTGGT 
GTGTTTTCCTCCAATAGGCTACAAACTCTGGCACCCATGGCTGGTGGCTGGCATTCAACTCTCCAGCAGCCAGGG 
AGTCCATTTTCTTGXTTCTCTGCTGGCCATCCTCAGGACTTGCGGCGGGGAGTGGGGGGCCCAGGGTGTGCTGCC 
ACCTCGCCCGGCGCGGGTTGCGGCCCCAGGGCCCGCGCTCCAGGCTG 
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FIGURE 1404 

GCGCGGCCCA5PGGAGTCGGGGCTGCTGCGGCCGGCGCCGGTGAGCGAGGTCATCGTCCTGCATTACAACTACACC 
GGCAAGCTCCGCGGTGCGCGCTACCAGCCGGGTGCCGGCCTGCGCGCCGACGCCGTGGTGTGCCTGGCGGTGTGC 
GCCTTCATCGTGCTAGAGAATCTAGCCGTGTTGTTGGTGCTCGGACGCCACCCGCGCTTCCACGCTCCCATGTTC 
CTGCTCCTGGGCAGCCTCACGTTGTCGGATCTGCTGGCAGGCGCCGCCTACGCCGCCAACATCCTACTGTCGGGG 
CCGCTCACGCTGAAACTGTCCCCCGCGCTCTGGTTCGCACGGGAGGGAGGCGTCTTCGTGGCACTCACTGCGTCC 
GTGCTGAGCCTCCTGGCCATCGCGCTGGAGCGCAGCCTCACCATGGCGCGCAGGGGGCCCGCGCCCGTCTCCAGT 
CGGGGGCGCACGCTGGCGATGGCAGCCGCGGCCTGGGGCGTGTCGCTGCTCCTCGGGCTCCTGCCAGCGCTGGGC 
TGGAATTGCCTGGGTCGCCTGGACGCTTGCTCCACTGTCTTGCCGCTCTACGCCAAGGCCTACGTGCTCTTCTGC 
GTGCTCGCCTTCGTGGGCATCCTGGCCGCGATCTGTGCACTCTACGCGCGCATCTACTGCCAGGTACGCGCCAAC 
GCGCGGCGCCTGCCGGCACGGCCCGGGACTGCGGGGACCACCTCGACCCGGGCGCGTCGCAAGCCGCGCTCGCTG 
GCCTTGCTGCGCACGCTCAGCGTGGTGCTCCTGGCCTTTGTGGCATGTTGGGGCCCCCTCTTCCTGCTGCTGTTG 
CTCGACGTGGCGTGCCCGGCGCGCACCTGTCCTGTACTCCTGCAGGCCGATCCCTTCCTGGGACTGGCCATGGCC 
AACTCACTTCTGAACCCCATCATCTACACGCTCACCAACCGCGACCTGCGCCACGCGCTCCTGCGCCTGGTCTGC 
TGCGGACGCCACTCCTGCGGCAGAGACCCGAGTGGCTCCCAGCAGTCGGCGAGCGCGGCTGAGGCTTCCGGGGGC 
CTGCGCCGCTGCCTGCCCCCGGGCCTTGATGGGAGCTTCAGCGGCTCGGAGCGCTCATCGCCCCAGCGCGACGGG 
CTGGACACCAGCGGCTCCACAGGCAGCCCCGGTGCACCCACAGCCGCCCGGACTCTGGTATCAGAACCGGCTGCA 
GACTGACACCCTCGGCCCACGACTGTCTTCCCAAGTTTTACAGACTTGTTCTTTTTACATAAAGGAATTTGTAGG 
AAATGCAGCCAAAGGTGCAGTCGGAAAAGATGCAGGGGAAATGTATTTATGCAGCGACACCCCACAATGTGAACA 
AACAGACAAAAAATCTGTGCCCTCGTGGAATTGACGTTCTGCTTGGGAACACAGAAAAGAACTCGGTGATGAAAT 
AATGGAGATGATTCCAGTGACAAACGACAGAGATGGTGATGGTGGTCAGGGAAGACCTCTCTGCAGAGGTAGTGA 
CTTGTGATGTGAGCTGAGACCTCTGTCCTGGGAAGACCAAAAGAAAAGCATTTCAGGATGAGGGAATGGCATGCG 
CAAAGGCCCTGAGGCTGAAATGTGCCCATGTGTTCTAAGAAATGCAGCGATGCTGGTGTGCCTGGAGCAGGGACG 
GAGGGGGAGAATGGGAGGAGACAAGGAGCTGAAGGAGTAGTTCCCGAAGGACCTTGTGGGTGATATAGAGGACTT 
CGCTTTTGCTCTGAGTGAGGTGGGAGCCATAGAAGCTTCTAAGCAGAAGAGGGACTTGCCCTAATTCAGGTGATC 
ACAGGTGTCTTGTGGCCTCCATGGGAGGTTGAAAACCACAGAAGGTGAAGGGGGGCTGCACTGAGCCACAGGAAC 
AATGATGGAGATTCCAGCTAAGCCCAGACCCCGTGGATTCTAGATAGATTTTAGAGGCAGCAGACAGAATTACTG 
AGGAATTGAGTGTAAGAGTGGAATAAAGTTATCAAGGACAATGCCAAGGGTGGGGCACCCCCAAATTTGACTTTG 
GGAGACTCAGCCAAATCCTATCTGGTAATAAAATTTCTTTTTTATTTTTCTTTTCTTTCTTTCTTTCTTTCTTTC 
TTTTTTTTTTTTTGAGTTGGGATCTTGTGCTCTGTCACCCAGGCTGGAGTGCAATGGGCACAATTATAGCTCACT 
GCAGCCTGGAACTCCTGGGATCAAGCCTGGAGTTCCTGCTTCAGCCTCCCTAGTAGCTGGGACTACAGGCATGCA 
CCACCATGCCCAGTTAATAAAATTTCTTC AAATGCAAAAAAAAAAAAAAAAAAAAA . 
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FIGURE 1405 

MESGLLRPAPVSEVIVLHYlSnfTGKLRGARYQPGAGLRADAWCLAVCAFIVLENLAVLLVLG^ 

GSLTLSDLLAGAAYAANILLSGPLTLKLSPALWFAREGGVFVALTASVLSLLAIALERSLTMARRGPAPVSSRGR 

XL AMAAAAWGVSLLLGLLP ALG WNC LGRLD AC S TVLP L Y AKAYVLFCVL AFVG I LAAI CALYARI YCQVRANARR 

LPARPGTAGTTSTRARRKPRSLALLRTLSVVLLAFVACWGPLFLLLLLDVACPARTCPVLLQADPFLGLAMANSL 

LNPIIYTLTNRDLRHALLRLVCCGRHSCGRDPSGSQQSASAAEASGGLRRCLPPGLDGSFSGSERSSPQRDGLDT 

SGSTGSPGAPTAARTLVSEPAAD 
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FIGURE 1406 

ATGTATAGTATTGCTCACGTTAGCAGTTTTCTGTAAGGAGGGCAAGTGTCAGGATAATAGGTGGACTTTTTACTC 
ACCTATTTTACCACAATCTCACCCTGCAGGTGATGGTCAATGCTTGCTGCTCCATCTTTATTCATCGTTAATGTT 
AATTTATGACAACTCAGGGGGAAAAACATAACAAGCCTAGTTTGGTTACAGGTACACACAAGCTTGAATATTTCT 
CTGCACTGAAATGAAAGTGGCATAGTTCATCACCACCTGCTACATTTTGTAGAGCATCTTATCAGCCATAGAAAT 
AGGACAATCTATAAAACTTTGGGGAGGGTGGGGGAGGAAATGACAAAGTGTCTGTCAAAAACAGGCATAATCTAA 
AACAAGGTGGATGTAGCAAATCTCTGTCACTGCTTGAGAACTTTGAGCTrGTGGCAGTTTTGCAGACTTACATGA 
CTTCAGCACTTTACGACATATTTTTTACTATGAATGTTCAATACAATrTAATATTTATAACTGATTTCTGAGGGA 
TCTGCTCCATGTCTATTCTGTTATCTGCATGAAAACAAAATGTATGCCAATTTCAGTATGTCAATAATCAAGGTT 
TTAAATGTTTGGAAGAAAATACAAACAAGATTGCTGATCTGTTCTGTATTAGTGACATTCTGGTACTTCTAGATT 
TGCAATAAATTTATGGATTTTTTATTTAAAGAGA 
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FIGURE 1407 

CIVLLTLAVFCKEGKCQDNRWTFYSPILPQSHPAGDGQCLLLHLYSSLMLIYDNSGGKT 
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FIGURE 1408 

GAAGTTTTACTATGTTTAATAATTTAGTGAAATTTGGGCTATGTGTTTAT TGAT TCAGCTCAATCCAGAGGAAAA 
TrTTAAAGGCTTACAGCCTTAGGATTATAGGATACTATATAATACTTTTGGTACAGAGATAGAATTAAATAACAT 
AAAAATCAAAAATTTATTAGGCTAAAATTTTGAGGGAGAAGTGGTATGAAAATACAAATTCAAGGAGTAAAAGGA 
AT^AGTGGGGCATTCCTTGCTACTAAAAATTGCCTTGTTCCAGGTAAGACTGATCATAAAAAAATGGCCCTGTTCA 
TAAAATTTTTAAAAAGATCATAGTATCTATCAAATAACTTATATTAAGAACCTCCTGGGCTAAATTTAAAAAGTA 
ATACAACAGTTTTATTTAAACATGTAGTGTCTACGGTATGCCAGCACTTTGCAGCTATTTATAATGAGAAATTTT 
AGATGTCAATATAGCAATGTGCAAGAAGATAGAGATTTTCAAAATTCACTTAAGAGTATCTGAGCATAAAATGTT 
AAGATTGCTGATCGGATGTGAGGGCGATCTGGCTGCGACATCTGTCACCCCATTGATCGCCAGGGTTGATTCGGC 
TGATCTGGCTGGCTAGGTGGGTGTCCCCTTCCTACCTCACCGCTCCATGTGCGTCCCTCCCGAAGCTGCGCGCTC 
CGTCGAAGAGGACGACCAACCCCGATAGAGGAGGACCGGTCTTCGGTCAAGGGTATACGAGTAGCTGCGCTCCCC 
TGCTGGAACCTCCAAACAAGCTTCCAAGATTGCTGATCTAGGGCCACTAAGTGATGAAGCAAAAAGGATGGCTAA 
AAAGGACCTCAACCCTTTTGACTTTAAAAGGAAAATAGCTTAACCTTCAACCTGTGTGACATTTAACTTTTTGAA 
C C C AACCGT AAAAGC TATC T T C T AAC C AAC AAAAAG T T AAT AAT T AC AT T TGGAAT T AT AC AGAAT T AGAAAATT 
GGCATTTAAAAATACTCAATAATTTGTCCCTGGTTTTTAATTTTCAAAATATTTTCTTTTTGAAGAGCCAGATTC 
CAGTGATCCTGCCTCTCAGAAATTTCCACATTTCTTATTTTTCATTAGGCCTTAAGAAGCTGCATTTGTAAACTT 
GTGTTTCATTATTAAAGCTTAATTTATTTTTTATATAAATAGTATGTGCTTTGTGTACATAGAGAATTAAGTGAA 
TGAGTCACACAGATGTTGGCTGTTGTTAATGTGAAAATTAAACAGCTGTATCACATTTTGAAAAATAAAAGTTTC 
ATC TGAATGAATAT AGCAAAA 
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FIGURE 1409 

SFTMFNNLVKFGLCVY 
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FIGURE 1410A 

AGAGCGAGCAGGGGAGAGCGAGACCAGTTTTAAGGGGAGGACCGGTGCGAGTGAGGCAGCCCCGAGGCTCTGCTC 

GCCCACCACCCAATCCTCGCCTCCCTTCTGCTCCACCTTCTCTCTCTGCCCTCACCTCTCCCCCGAAAACCCCCT 

ATTTAGCCAAAGGAAGGAGGTCAGGGGAACGCTCXCCCCTCCCCTTCCAAAAAACAAAAACAGAAAAACCCTTTT 

CCAGGCCGGGGAAAGCAGGAGGGAGAGGGGCCGCCGGGCTGGCCATGGAGCTGCTGTGCCACGAGGTGGACCCGG 

TCCGCAGGGCCGTGCGGGACCGCAACCTGCTCCGAGACGACCGCGTCCTGCAGAACCTGCTCACCATCGAGGAGC 

GCTACCTTCCGCAGTGCTCCTACTTCAAGTGCGTGCAGAAGGACATCCAACCCTACATGCGCAGAATGGTGGCCA 

CCTGGATGCTGGAGGTCTGTGAGGAACAGAAGTGCGAAGAAGAGGTCXTCCCTCTGGCCATGAATTACCTGGACC 

GTTTCTTGGCTGGGGTCCCGACTCCGAAGTCCCATCTGCAACTCCTGGGTGCTGTCTGCATGTTCCTGGCCTCCA 

AACTCAAAGAGACCAGCCCGCTGACCGCGGAGAAGCTGTGCATTTACACCGACAACTCCATCAAGCCTCAGGAGC 

TGCTGGAGTGGGAACTGGTGGTGCTGGGGAAGTTGAAGXGGAACCTGGCAGCTGTCACTCCTCATGACTTCATXG 

AGCACATCTXGCGCAAGCTGCCCCAGCAGCGGGAGAAGCTGTCTCTGATCCGCAAGCATGCTCAGACCTTCATTG 

CTCTGTGTGCCACCGACTTTAAGTTTGCCATGTACCCACCGTCGATGATCGCAACTGGAAGTGTGGGAGCAGCCA 

TCTGTGGGCTCCAGCAGGATGAGGAAGTGAGCTCGCTCACTTGTGATGCCCTGACTGAGCTGCTGGCTAAGATCA 

CCAACACAGACGTGGATTGTCTCAAAGCTTGCCAGGAGCAGATTGAGGCGGTGCTCCTCAATAGCCTGCAGCAGT 

ACCGTCAGGACCAACGTGACGGATCCAAGTCGGAGGATGAACTGGACCAAGCCAGCACCCCTACAGACGTGCGGG 

ATATCGACCTGTGAGGATGCCAGTTGGGCCGAAAGAGAGAGACGCGTCCATAATCTGGTCTCTTCTTCTTTCTGG 

TTGTTTTTGTTCTTTGTGTTTTAGGGTGAAACTTAAAAAAAAAATTCTGCCCCCACCTAGATCATATTTAAAGAT 

CTTTTAGAAGTGAGAGAAAAAGGTCCTACGAAAACGGAATAATAAAAAGCATTTGGTGCCTATTTGAAGTACAGC 

ATAAGGGAATCCCTTGTATATGCGAACAGTTATTGTTTGATTATGTAAAAGTAATAGTAAAATGCTTACAGGAAA 

ACCTGCAGAGTAGTTAGAGAATATGTATGCCTGCAATATGGGAACAAATTAGAGGAGACTTTTTTTTTTCATGTT 

ATGAGCTAGCACATACACCCCCTTGTAGTATAATTTCAAGGAACTGTGTACGCCATTTATGGCATGATTAGATTG 

CAAAGCAATGAACTCAAGAAGGAATTGAAATAAGGAGGGACATGATGGGGAAGGAGTACAAAACAATCTCTCAAC 

ATGATXGAACCATTTGGGATGGAGAAGCACCTTTGCTCTCAGCCACCTGTTACXAAGXCAGGAGTGTAGTTGGAT 

CTCTACATrAATGTCCTCTTGCTGTCTACAGTAGCTGCTACCTAAAAAAAGATGTTTTATTTTGCCAGTTGGACA 

CAGGTGATTGGCTCCTGGGTTTCATGTTCTGTGACATCCTGCTTCTTCTTCCAAATGCAGTTCATTGCAGACACC 

ACCATATTGCTATCTAATGGGGAAATGTAGCTATGGGCCATAACCAAAACTCACATGAAACGGAGGCAGATGGAG 

ACCAAGGGTGGGATCCAGAATGGAGTCTTTTCTGTTATTGTATTTAAAAGGGTAATGTGGCCTTGGCATTTCTTC 

TTAGAAAAAAACTAATTTTTGGTGCTGATTGGCATGTCTGGTTCACAGTTTAGCATTGTTATAAACCATTCCATT 

CGAAAAGCACTTTGAAAAATTGTTCCCGAGCGATAGATGGGATGGTTTATGCAAGTCATGCTGAATACTCCTCCC 

CTCTTCTCTTTTGCCCCCTCCCTTCCTGCCCCCAGTCTGGGTTACTCTTCGCTTCTGGTATCTGGCGTTCTTTGG 

TACACAGTTCTGGTGTTCCTACCAGGACTCAAGAGACACCCCTTCCXGCTGACATICCCATCACAACATXCCTCA 

GACAAGCCTGTAAACTAAAATCTGTTACCATTCTGATGGCACAGAAGGATCTTAATTCCCATCTCTATACTTCTC 

CTTTGGACATGGAAAGAAAAGTTATTGCTGGTGCAAAGATAGATGGCTGAACATCAGGGTGTGGCATTTTGXTCC 

CTTTTCCGTTTTTXTTTTTTTTATTGTTGTTGTTAATTTTATTGCAAAGTTGTATTCAGCGTACTTGAATTTTTC 

XICCICICCACXXCXXAGAGGCAXXCAGIIAGCAAAGAGGIXGGAGCAACAACXIIXIIIXIIXXXIXXGCACAA 

XIGIAAIXGACAGGIAAIGAAGCXAXXXGXXAAAAXAXXXGCCIXTXIAAGXAAAAAAGAAAAATCAGAACAGGG 

CXAXXTGAAGAAXIAXXIIAIACACAGAIXCXGCCXIGXXICAXAGXAXGAGGGIXGAAGACGGAAAACAAXCXA 

AGGGICXCICAXIIXIIIAAXXXIGIXXXGXICAGIIXGGXIXXIIXXIXIXIXXGCGCXGCXAAGAAGCIAAAG 

TCATCCATCCTTATTCACGTTGACAGTACCTAGCTGTAATGTTTCACAGAGTGTGCTGCTATTTTATAAACATTT 

XTATAATATATTATTTTACTGCTTAAATTCCAAGTCCTGAAGTAGATGGTTGAGATATGAGTTCTTCGTACTGGA 

AAAGCCCTTCCGTAGTTTGTTTTCTTCTGGTAGCATATTCATGGTTGTTTTTTTTTTTCTTTTTTGGTTTTTTGG 

TTTTTTTTTTTTCCTCTGATCACATTCTTCAAAGACGGAGTATTCTTTACCXCAGGTTTACTGGACAAAATCAAT 

AACXACAAAAGGCAATGATTCACGCTTTTGTTTTCATAATACCTCACAACCGTACAGTTTCTGCTTGGGAGCCCA 

TTCGCATGAGGAATACAGAAGCAGTGTGAGCAGGGCTGACTCCCTCTCAGGTGGAAGGCAGGGCGGTCTCACTCC 

CAGGGACCTTTTTGGTCATGGAGGCCATCGGGCTCCCAGTTAGACCCTGGTATCCTCATCATGATGGAAAAAATA 

CATTGAACCAAGGGATCCTCCCTCCCCTTCAAGGCAGACGTTCAGTACAAACATTTATGCGGTAGGCTCAGATGT 

CGTAATTTGCACTTAGGTACCAGGTGTCAGGAAACAGACTAAAAAGAATTCCACCAGGCTGTTTGGAGATCCTCA 

TCTTGGAGCTTTTTCAAAAGCGGGGCTTCATCTGCAAAGGGCCCTTTCATCTTGAAGTTTTTCCCCTCCGTCTTT 
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FIGURE 1410B 

CCCCTCCCCTGGCATGGACACCTTGTGTTTAGGATCATCTCTGCAGGTTTCCTAGGTCTGAATCTGCGAGTAGAT 
GAACCTGCAGCAAGCAGCGTTTATGGTGCTTCCTTCTCCCTCCTCTGTCTCAAACTGCGCAGGCAAGCACTATGC 
AAGCCCAGGCCCTCTGCTGAGCGGTACTAAACGGTCGGGTTTTCAATCACACTGAATTGGCAGGATAAGAAAAAT 
AGGTCAGATAAGTATGGGATGATAGTTGAAGGGAGGTGAAGAGGCTGCTTCTCTACAGAGGTGAAATTCCAGATG 
AGTCAGTCTCTTGGGAAGTGTGTTTAGAAGGGTTCAGGACTTTGTGAGTTAGCATGACCCTAAAATTCTAGGGGA 
TTTCTGGTGGGACAATGGGTGGTGAATTTTGAAGTTTTGGAGAGGGAAGTGGAGCAGCCAGCAAGTAAGCTAGCC 
AGAGTTTTCTCAAGAGCCAGCTTTGCTCAGCACACTCTCCTGGGCCCCAAGGAGTCCCACGGAATGGGGAAAGTG 
GGAACCCTGGAGTTCTTGGGAATCTTGGAGCCTAAAGAGAAACCGAGGTGCAAATTCATTTCATGGTGACTGACC 
CTTGAGCTTAAACAGAAGCAGCAAATGAAAGAACCGGACAAATAAGGAAGGGCACAAGCCTACCCGACTCTATTT 
ACAGTCTGTAACTTTCCACTCTTCCTGTAGTCCCGAGGCCCCTGGGTCCTTCTAGCTTTTCTCTTTCCCATCCTT 
GGGGCCTTGTGTGATGATGGGTGTGGGGCTGCCGATGGGAAAGTCGGGGGTTGTTAGGCTTTTCTGCCTGCTCCT 
GCTTAAACACAAGAAGGAATCCTGGATTTTGCCCTCTCCTTAGCTCTTAGTCTCTTTGGTAGGAGTTTTGTTCCA 
GAGGAGCTCTCCCCCTTGGATTTGAACTTGCTCTTXXXGXXGXXGTTGTTCTTTCTCTTCTTTTTCTTACCTCCC 
ACTAAAGGGGTTCCAAATTATCCTGGTCTTTTTCTACCTTGTTGTGTTTCTATCTCGTCTTrACTTCCATCTGTT 
TGTTTXTTXCTCCAXCAGXGGGGGCCGAGXXGTTCCCCCAGCCTGCCAAATTTTGATCCTTCCCCTCTTTTGGCC 
AAATCCTAGGGGGAAGAAATCCTAGTATGCCAAAAATATATGCTAAGCATAATTAAACTCCATGCGGGTCCATAA 
CAGCCAAGAAGCCTGCAGGAGAAAGCCAAGGGCAGTTCCCTCCGCAGAACACCCCATGCGTGCTGAGAGGCGAGC 
TCCTTGAAGAAGGGGCTGTTCTTCCAGGAGGCCTTATTTTGAACTGCCTCAGGACCCCACTGGAGAGCACAGCAT 
GCCTTACTACTGGGTCATCCTTGGTCTATGTGCTCTGTACTGGAGGCTCTGTTCTGCCTCTTATCAGCCAGGTCA 
GGGGCACACATGGCrTAAGTGACAAAGCCAGAGGAGAAGACAACCCTGACAGCATCACGCTGCATCCCATTGCTA 
GCAGGATTGGCAACTCTTCAGACGGAGCTGCGCTTCCCTGCAGTCTAGCACCTCTAGGGCCTCTCCAGACTGTGC 
CCTGGGAGCTCTGGGACTGAAAGGTTAAGAACATAAGGCAGGATCAGATGACTCTCTCCAAGAGGGCAGGGGAAT 
TTTCXCTCCATGGGCCACAGGGGACAGGGCTGGGAGAAGAAATAGACTTGCACCTTATGTCATGTAAATAATTGA 
TXTTCXAGXTCAAGAAGATAATATTGGTAGTGTGGGAATTGGAGGTAGGAAGGGGAGGAAGTCTGAGTAAGCCAG 
TTGGCTTCTAAGCCAAAAGGATTCCTCTTTGTTTATCTCTGAGACAGTCCAACCTTGAGAATAGCTTTZ^AAAGGG 
AAATTAATGCTGAGATGATAAAGTCCCCTTAAGCCAACAAACCCTCTGTAGCTATAGAATGAGTGCAGGTTTCTA 
T T GG T GT GGAC TC AGAG C AAT TTACAAGAGCTGTTCATGCAGCCATCC AT XT GTGCAAAAT AG GGTAAGAAG ATT 
CAAGAGGATATTXATTACTTCCTCATACCACATGGCTTTTGATGATTCTGGATTCTAAACAACCCAGAATGGTCA 
TTTCAGGCACAACGATACTACATTCGTGTGTGTCTGCTTTXAAACXTGGCTGGGCTAXCAGACCCXAXXCTCGGC 
TCAGGTTTTGAGAAGCCATCAGCAAATGTGTACGTGCATGCTGTAGCXGCAGCCTGCAXCCCTTCGCCXGCAGCC 
TACTTTGGGGAAATAAAGTGCCXTACTGACTGXAGCCATTACAGTATCCAATGTCTTTTGACAGGTGCCTGTCCX 
TGAAA2VACAAAGTXXCTAXXTTXATXXTTAATXGGXXTAGTTCTTAACTGCTGGCCAACTCTTACATCCCCAGCA 
AATCATCGGGCCATTGGATTXTXTCCAXXATGXTCATCACCCTTATAXCATGTACCTCAGATCTCXCTCTCTCXC 
CXCXCXCXCAGXXAXAXAGXTTCTTGXCTTGGACTTTTTTTTXCXTTTCTTTTTCXXTTTXTXXTTGCXTXAAAA 
CAAGXGXGATGCCATATCAAGTCCATGTTATTCTCTCACAGTGTACTCTATAAGAGGTGTGGGXGTCTGTXTGGT 
CAGGATGTTAGAAAGTGCTGATAAGTAGCATGATCAGTGTATGCGAAAAGGXTTTXAGGAAGTATGGCAAAAAXG 
XTGTATTGGCTATGATGGTGACATGATATAGXCAGCTGCCTXXTAAGAGGTCTTATCTGTTCAGTGTTAAGTGAT 
TTAAAAAAATAATAACCTGXXTTCTGACTAGTTXAAAGATGGATXTGAAAAXGGTTTXGAAXGCAATTAGGTTAT 
GC X AX X T GGAC AAT AAAC TC ACC T TG ACC X 
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MELLCHEVDPVRRAVRDRNLLRDDRVLQN^^ 

VFPLAMNYLDRFLAGVPTPKSHLQLLGAVCMFLASKLKETSPLTAEKLCIYTDNSIKPQELLEWELVVLGKLKWN 
LAAVTPHDFIEHILRKLPQQREKLSLIRKHAQTFIALCATDFKFAMYPPSMIATGSVGAAICGLQQDEEVSSLTC 
DALTELLAKITNTDVDCLKACQEQIEAVLLNSLQQYRQDQRDGSKSEDELDQASTPTDVRDIDL 
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AAAAAAAGAAAAAAAAAXAAGXGAGCXGAACXCACCXGAAGXGGXXXACXXCXGXGGGXXAAGAAGXXCXAGXCA 
GTGTTCATAGTCGTTTCGTTTTGATAATTGTTGAACCAATTTTGTTTTTAAAACCTTTAGACTCTGAAAGTAATA 
XXXXGACXAAGAAXGXAAAXAXXXCCAAACXAAAXXACTCGGGAAGXAAACGCXXXXXXXAAAAGXAXXXXXACT 
GGTXXTAXACCAAXAXXAXAXGCAGAAAXCACAGGAXGAATXXAGAAXXAAAXCXCAAXXAGXXCACXXXGGCCX 
AGAXXXAXGAAAAAXGCAXGCCXCGXAAAGAGXCCACXGXAXXCACGAGXAAAGXXGCXXXXAGXGXXCACXXGA 
XGACXXGGAGAGXAGGAAXXXTGCAAAAXCXGAAXXXAAGGAAAXXCXXXAGGAXAACCAXXXCAAAAAAXAAAA 
TTGCTATGCAATCTTGAATATTTTCTCTTTTGCCTCGTAAAATGAAAATGCATTCACAGTTTCTGTAAATTATTT 
AGCAGCCTTAAAGTTTATCAAAAAATTGXCCAGATTCCACGTGCAGCATGCTTGGCCCTGCATTTAATTTAAGAA 
GGATTAATAATAATGCTCTGAATTrTTCGAAAGGGATTCTCCTAAACCCACCCACTTCTCTTGCCCAGGCTGCTT 
TTTAAAAATATTTTTTTATTTTTTACTTAXTTTTAAATTTTCTCTTTTTATTTATTTTTGGTTTTCTTGTTAGCC 
CCCTGXXAXAXGGGAGAACGAAAAXXGXXAXAXXXXGAAAGXACXXAXXACAXXAXXXXXAXXXXAGXAXCXXGA 
XGCXCCXGXCAAAAGGGAAAXGAGGCXXXXAAAAAXAAAGXACCXXAATXCXXXAXXGACXXXXXGCCCXAAAXX 
GCXAGGXGXGACCCAGCAAXCXXXXAGGAAGAGAXXXXACAGXGGXGCXXXAXXXAXAXCAAXAAXCCAGXAXAG 
XXAGGCXGXXCAXXCCXCAXAAXAGAGXACAXAACAGAAAAGXGGGACXXXCACAXXT^CAXAXXTAGGCACGXX 
CCAATTXAAXXCCAAAAAXACXCXGTAAXXCXACAXCXAAAAAAACCGATXCCCXAATXCGAATXXAXXGGXACC 
AAAGCXCXCXXXGGCXAXAGACAAXTAAGAGXXGACCXXXXAAGXXAAXGXAXAXGCXXAAAAACAGXXXXAGGA 
AAAXAXXXGGXAGACAAAGAGXXXCAACXXXAAAXGXXCACXAXGXCAXTXAGXGXCCAACXXXACGGAXAGGXX 
GACXAXCXAAAXAGGCAXXXXXAGXCAXXAAAAAAAAXCXAGXCACCAGGAGGAXCCCXAXAACXCAAAAXAACX 
XGTXTGXAAAAGAAAAXXXGXXXACXXACCCAXTAGXAAGXTCCXGCAXAXTCAXXAXAAGAXGGCAAAXCAAAC 
XXXXCXAGGAXGAAGACAGCXXAXXXXXAAGXTGXAXAGXCTXAGXXGGXXXAGGGXCXCAAXXXXAAXXAAXAA 
AATACXXGGXXXXXAXXXGCXXGXCCXXXXGAAXTCCTGXXXXAAXAAXXXXAAAATGAGCACAAAGAAXGXXGA 
AGXXCAGAXXAAXCXCXXCXGAAXGAXGXXXXXXTCCXCXGTGAXGAGXXGXXXCXGACXXXXXXCCTXXXGXAX 
XXGXAAXGXXGAXXAAGATGXAAAAXAAAAAGXGXGCCXGAXXAXXXXXGC 
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FIGURE 1413 

KKEKKISELNSPEWYFCGLRSSSQCS 
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FIGURE 1414 

GCGAACTGGAGCGGGAGGCGGCGGCCGGAGGGCCCAGGACAGCCCCGGGAGGGCGGCGAGGCGGAGCAGGAGCGC 
CCCGGCTCCGGCCACATTCTCAGAGTCAGGAAAAGGGGCGAGAGGCCACATGTCTCCCTCTCGCCCAACTGAAAA 
CGAAACGGCGCTCCAGCAGATTGGGTGGAAAGAGCTGGGTCTCTTTTCTCTGTTTTTCACGCTAGAAAGGGCTTG 
TAAACATTGTTCCTTT TAAA ATGACCTACCCCAGGCATTTGTTTGGGCACACTTCTGTCCTGGGGTCATCGTTCC 
TAGGTGGCTTCGGACCTGGGACTTTTCCTGTATCTGCACATTGTCGTTTTATACACAATTGCCAAGGTGGGACTG 
CTTTCAACTTTACTGTGCTTGAAGCTGCAGAGGTTCTGCCCTGATGTTTCCTGGAATAATGCTGAGGACTGCCTT 
TCGGGTAGCCGCCCTATTCAGTTCACTTCATCTCGGAAATACCTGACCCCTGCCTTGGATCCAGCGGCCCTCCTG 
AGAGCTGAGGAAGGAGGAAATCCTATGTGTCTGCTCCCGGAGCTGCCACAACCCATCTTCCCACAACTCGGAACT 
TGGAAAAAGGAACCCAGGACACGACTTTGCTTTTCTXTTGGACCTAGTTGGTGATTATACTCTGTCTCCCATGGA 
GACCACGTCTTGCATCCTTCCTTCTATATGGGATTTAGGATAGAAATTAAAAAGAAAACATATTATTTTGAGTCT 
TGATTTGGAGAAAGGTAGTATTCAGGAGGAAGTAGGCTATGATACACATAGAAAATTTGAGGACAGTGTTACTTA 
ACAAGGACATTTCTGTCTCTGCAGAAGTCACAGCTTGGAGGAAACCAGTTTGCACTATTTGATGAGGAATTTGGC 
CACCAAACCACTGATACTTTCCCAAAGGTTTGGCAGAAATTGTTTTTTGAGTGGCTCACCAGAGTACCCAGAAGA 
ATCAGTATGGAATTAGAGGACAGTGGCCTACCCTAAATAAAGACATGAGTGATGTATAAAGTCTAGTGTCAATTT 
ATTCAGAAAATATCAAAATTATTCTGGGAGCTATGGGTCAAAGTTGATAGGCACAAACAAACAAAAACGAAAGGT 
ATTTTAAATTCACAGCTTGGATAAGTAAAAGGGAGATGTTGTCATTTCTCTTCTTCAATCCAACTTTAGATTTTC 
AAGCCGGAAAAAGGGTAATTAGAAGTTAGAAATTGTTATTGCCAGAAAATAGCTCTAAACCCTG 
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FIGURE 1415 

RTGAGGGGRRAQDSPGRAARRSRSAPAPATFSESGKGARGHMSPSRPTENETALQQIGWKELGLFSLFFTLERAC 
KHCSF 
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FIGURE 1416 

TCACATTCTATCTGTTTATACGAAGGTTGTAGACACACAGCGTATGTACATATGCCTAGTTGCTCTCATTCCTTT 
GTTTCACATCTCAAGCCTAACCCAGACTGAAAAGGTTTTGAAGGCTGAGATTATTCATCACCCCATCATTATAGA 
AAGCAGGGCTGGCCCAAGGTTCTCACAGTGGGAGCAAGGTGGATTT TAAC TCTGATCAGTGTTGTAGCTCAAATA 
TAAAAAGAACTGCAGCACAAAAGTCACAAGGATAAATGATCCCCTCGTTCTTCTCCCATAAAAATAAGCAGCCAA 
TTGAAGGTGGAAGTCAGTACAGTGCGGCATTCCCAGAGGCGACAGAACCTAAGATTCCATTTCTAAAGACACTGC 
TCAACAAGAAGACCACCTGGGATGTCTTACATAAAACCATTGGCCTGGCAGCTTTTGGCTGAGTTCTCTATTCTG 
GTTCAAGCCAGCATCACAGCCTATCTGTGGTTTTAACAACTGATGGAATTTGTATTTTGAGAACCCTCATCCGTT 
AGCATGAAGCAAACTCAAAGCATTGTTGCTCATCAGTTGTCATCTGTTTGAGAAAGATTTTGATTTGTTTACTTG 
TAGTGAAGCTTGACCATACTTCTCCAGGGGCTTTTTAAAAAGATGAATGTGTCAGCTTGTAGATTTGTCCCCATG 
AATGAAACCACAAGCAAATTCTCTTCTCTCTTCCAGCCTCCCTTCCTCCCTCTTGTTTCTTCAGTGGCCATCTGT 
GCATTATGTTCCCATTGCCAGGCCCTCTTCAAGCAGCTTATCTATGAGTGAATTCAGAAACTTCAAATTATAAAG 
GACACCCAGATAATTGGCCTGTTCTCCAAAGTATCTGTCCCCTGTGCTGCTGCCAGATTTCCTTCTTAATGAATA 
CATCCAGTGACAGTGGGATTCTTGAGCTTGTCCGTATCTGTGAGAAAATGAGCTCTCCTGCTTTGTAACAGCTTG 
TGGCTCAGGGAAAAAAATGACAGCCATTGCACAAGTTTCCTTTGAATGTAGTTTTCTTTCCCATAAATGATACTT 
TGAGAATACAGTTAAGGGGTTATTAGTTTTCTATTTCATGCTTGGCCTGTGTGTGAGAATAACACAAGCTGTCAC 
TGCAAATCAGTAGCTAAAAATGCTTTGTCTGGTTAATGTGAACATTTAATATTTGGCTCAATTAAAAATTAACCG 
ATGAAAGTACATGTCATTGGAATTTGAAAATACCTTTTGTACGGAATACTTAAAGGGCATCACCCATGACTAAAC 
CAGTGCTTTTAAAATATGGAGAATATGGGGAAATTTAATATGAGTTGGGATACTTGACTCTTTTTTTAAAACCTC 
TCTACCTGTTTGGCACAACAGGGTATTGATAAAGAGTGGGCTCATTGTTATGGCAAAGGATTCACTTGCATCTCT 
GTGTTTTTAAGTGGGTAATTGTTTTTTTGCACTCAGTCACATGATTAAAGCAGACAGAACAAGAGATCAGTTATT 
CATTTATACCATACTTTTAAAAAAATATTGAGCCAGGCCCTGGGGAAGTGGGAAGTGAGAGCCAGAGCGGCGTGG 
CTGATAGTCTAGGGCAGTGCTATCCA 
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FIGURE 1417 

HILSVYTKWDTQRMYICLVALIPLFHISSLTQTEKVLKAEIIHHPIIIESRAGPRFSQWEQGGF 
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FIGURE 1418 

CTTCTAATCATTTCTAGAATGCAAATTCCAAATTCAAATTGATAGTTTTCATTACAGTTCTCTGTCTTTCCCATC 
TATCTTAAGACAGGAGCTTTCCCTCCCTCCCTGCACCTGGCCCCCTTCTCAACAAAGATATTTCTACAATTATXA 
CCACTTCAGCCACTGCTTCTAAAACAAAGAAGGAAAAAGAAAGTCATTCATGAAGATGTAAACTTTGTCAGGGTA 
AGAACATTTTTTACTCATGGCCAGGTGATAAGATATCAAGAGTTAGGGGTGAGGACAGATACCAAGGGTGGAGAA 
TTTTCACTAAAACTAGTAGGATTCTTGCTTAAACTGGATTCTATAAGACAGAAAAGGAAGCCCAAGGTCAGGGTC 
TAGTGGAAGAGAAGGCTCCGGGGAGCCCGACCTGAGTTTGATCTAGGAGAGTCTTTGTCAATATCCTGTAGAATA 
TGACCTTCACCTCATTTTCTTTTCCTCAAGTGTATCTGGACTGTATTTGGCCTTTTGGGCTTCCAGGTGACTTTT 
AGAGTAAGTTTATCAAGATCTACAAAAATAGCTACTGAGATTTTGATTTGAATAGTATTTCTTCCTGATAATTTC 
TGAGTAAAATTCATTTTAAGGAAGTAGGAGGGGCAGTGGCCTGATGAAAAGCAAAAATGAAGAAAAGAATAAGGA 
AAGACACAGTTTTGCCATCACCAGCCAGTGTTTAGTGATCTTAAAATAGCTGCTTTTGTTTTTGAGCATCATTTG 
TTGGGTATGGAGTTGCAGAAGTTGGGTTGAGGGACACTGGCTTCTAGAATCAAATATTGGCCTCCATAGAGTGTT 
TCTGTACAGTGAGTTGGGAGGATGGGCAGGGGCCACTGAGGACTGTGGCGTGTCCCCACGTTAGAGTGTATCTCA 
CACAGAGCCTGTCCTGAAAATATAGTTATTTTTAAAAAGTGTTTCCCCCTCCTTTTCATTGGCCATTTTCTCTTT 
TACXACTCTTTACCTAGCAAAGGGTGGGCATGAGAAACCTGGTCAGTGGAAGAGAAAGCCATTTTGCAACAGTGG 
TTATAGGGGTGGGAGAGTAAAATTTCCTGGTTCCTGGGGAAGCTAAGCCCATTGGTAGGACCAGACTTTTGT ATG 
TGTGTTTCTTCCTTTAGTCATCTACTAAGGTTAATAAATACCTT 
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FIGURE 1419 

MCVSSFSHLLRLIN 
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FIGURE 1420 

GTGTTTGTAGTTCTGTCCAGCTCACATTTTATCTTCATACTrTGAGTAGCCTCCTTCCATGAATGGATCATCCAG 
TGGCCGCACTTAGGTTCTCCTATGAAGATTTTTGTTGTATTGTACCTCAGAACCATCTCCATATTCTCTANNNNN 
NNNl^NNNNNNNNNNNNNATTGAATAGAAGTATTTACTAGATGAGGAGGAAAACCCTAAAACAAAACATGAACAT 
AAAATATTTTTAAAAGGAAGACATACAAACAGACACTATAACCAAATAAGATGACAGAATTAAGGCCTTATGCCA 
CAGCCAGAGTTGAAAAATGCAGAAAAAAAGTTTAAAAACAAGGAATTAAAGCCAAACCTAACTTTTATCAAAATA 
AATGTAAAAGTGATGAAAGAATCTGTTAAGATATCAGATTGTAATATAAAAGATACTAGAAACAAATGCCAATAG 
AACACTTAAGTACATTTTATATATTCATCCATTAGAATATATAGCTGTCAGA ATGA TAGAAGAATTACATATGTG 
TGCAAAAGTTTTTGTATCCATGTGGAAAACACAGGAAGCTAATAGTACTGTTTTTCTCTGGAGTGGGTGTAAGGG 
TAGAGACTTAACTCTTTACATCCTTATGGCAGCCTTCGAATACCTTTTAACTCCCAGTTCCCTTAACTGGGGGTG 
TGTATCC5CAGAATCCTCGACCCATTAGAAAGTATATTGTAGACATCATACTCTTTACCCTTTAACACTACACATG 
CACTTCATAAGAACAAGCATGCTGTCTTACCCAAGTACAGCTATCAAGTTCAGAAATTTAACATTGCCATAATAC 
TTTACAGTCCATATTTCAATTTCATTTGCTGTTTTATTGGTAATTTTTTTCAGCTCCACGATCCAGCCTAGGATC 
ATATGTTGTATTGCCATAACCCTCTAATCTGGAGCAGTTCCTCAGCTTTTCTTTGTTTTTTATAATAGTAATATA 
TTTGAAAAATACAGGACAGCTAAAGGATAGAGTATCCTTCTATTTGGGTTTTTCTGATGTTTCCTCATGGTTAGA 
TTGGGGTAGTGCAGTGAGGGTTGAAATGCTGTAAGTGATATGTATTGCAGGTATACATCCAGATGCACAGAATGT 
CCATTTGTCCCTTATTGGTGATGCTAATTTTGATCACTTGGGTAAGATGTCCAGTTTCTCCAGTGTATCGTTATT 
GTTTTTCCTTTTGCAATTAGTGGGTAATTTGTGAGGAGAAACTTTGAGACCTTGTTGACAATTCTGTTCCTCATC 
AAATCTACCCCTCCTAGGTTTAGCATCCTTTGACGATTCTTGTCTGAATAAATTTTTACTAGGATGTTTCCAAAA 
TTGTGATTGTTCTAACTCCATTATTATTTCTGTATTAATTAGTCATCATTCTACTGTAAGGAAGAGGTTTCCCTT 
TATCATCAACTTCGAGTAAGTACTTTTTTCTGAGCCATTTGAATATTCCTTACTAGATGTGGTGCCTCTTTACCC 
CAATTACTTAAGTTTGTATTTCCAAAGAACAAGGGTGTTTTCCTGCATAGCCATAGCACAATTACCAAAATCAGA 
AAATTAA 



WO 2004/043361 



PCT/US2003/035268 



1571/1629 

FIGURE 1421 

MIEELHMCAKVFVSMWKTQEANSTVFLWSGCKGRDLTLYILMAAFEYLLTPSSLNWGCVS 
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FIGURE 1422 

AGTCGCTGTTTGGGACGCTGGGTGTGCGGTGTTCTGTCTCCGCTCCCGTTTCGCTGTCACAGCCCGTTCCTTCCC 
GGAGCCCGGGACAGGCTGGGCGCGCGCCCGTGTGAGTGAGCGGGACTCAGGGCAGAAGTGTCCCCTCACTGCGTT 
TTTTTrTCCTTTTATCCAAAGAACGGGGCAGTTAGTACGCTTGCCTTCCTGTCGCCCGGTTGGGAGCGGGGTTGG 
TGTGCGGAGTGGTTCGCCTTTTTTTCTTTAGAACTTGTGAGCCTTTTTTTTTTTTTTTTTTTCTTTCCTTTTTTT 
AGGCTCAGTGCTGTCCGGGCTGGTTTGCCCGGTCCCTGACTAACGGCTTTCTGCCCCTTCTCTCGCCACCCCTGC 
CCAAGGTCGCCCCTCTGCCTTCGCCCCTGTCCCGGGAGGGTGGGAAGCTTTGACCCCGCCCTGCCCACTCGCGTC 
TCCGCAGCCGTAGCCGCGCCTGTCCCAATMGAATAGGGTCAACGACCCACTTATTTTTATAAGAGATATTAAGC 
CCGGACTGAAAAACTTAAATGTCGTCTTTATTGTCCTGGAGATAGGACGCGTGACCAAAACCAAAGACGGCCATG 
AAGTGAGATCGTGCAAAGTAGCAGATAAAACGGGCAGCATCACTATTTCCGTGTGGGATGAGATCGGAGGTCTTA 
TACAGCCAGGGGATATTATTCGGTTGACCAGAGGGTATGCATCCATGTGGAAAGGATGTCTGACACTTTATACTG 
GAAGGGGTGGTGAACTTCAAAAAATTGGGGATCTAGGTGCGGTGCAGGCAGCCGCAATGCGAGATTCCATACACT 
ACTACCCTGGTAATGATCTCCACCCTGACCTGGAG(3AGCCATCCTCTCTAGGGGTGTA^3ATTTTGTATGGTTTA 
TTCAGAAGTGCCAAATTTCAGTGAACCCAACCCAGATTATCGAGGACAGCAGAACAAAGGGGCACAGAGTGAACA 
GAAGAATAATTCCATGAATAGTAATATGGGTACAGGTACATTTGGACCAGTGGGAAATGGTGTTCACACTGGCCC 
TGAATCAAGGGAACACCAGTTTTCACATGCTGGCAGAAGCAATGGCCGGGGACTTATAAATCCACAACTACAAGG 
AACAGCTAGTAATCAAACAGTGATGACCACAATAAGTAATGGCAGGGACCCTCGGAGAGCCTTTAAAAGATGACC 
TATGCTAAATACTCATGTGTAGTTTTTATACTACATGCCCTACTTGAACACTTATTGCACTTTTATTTATTGTTA 
ACTGTGAAAAGTACGTCCTTTATTGGGTTTCCTTTTATATTCTTGGTTTGTTAAGAAGAATGGTTTGTTTTTATA 
GCAAAACTGTTAAGCTGCTCGAGTCTCCTGTTGAAGAATGGGAACACTGAAAAGTAGGGGCATTTATTTTTAGAG 
TAAAAAGATTATTGGATAGCCTTTAAAAAACCTGCACCCATTTCATGGGTGAGTTACTTAAGACATCAGCTTTAT 
AGCCTCTATGAGTCTATCTTCTGTATAAGTTTTGTAATATXTAACATAAGGCTTAATGGGAGATGTTCTTTTGTC 
TTGTATTCAGATATTGCCAACTAAAGCAATAACCATCAAAAAACACAAGAACTTGTCAATGCTAGCAGXAATTTT 
TGAGTGTTTGTGGCTCTCGGAATGATTGACTTCGTTCAGTGACTACTATTAAGATTTTCCAAGGACTGACTCATC 
CCAAATTTTTGTTGTATTACCAAAAAAACAGATTCCTTATCAGAATTTGGAATAGAATGTGATCTCTATTGCAAC 
AAGTAATTTTAAAAGAAAGCTACATTTATTTTAGAGTAGTGCTCCTAACATGTATTATCAACTTTGTGGATTACA 
TTGGAGGAAAATTTAAAACTGGGGCCTTGAATATTTATTTTTTGAAACTACCATGTTAAATACTGAAGTATAATT 
TGGGGGAGTTATAAAGTTATGATAAACATTCATCTGATTATTTTAAACAATAGTTGTGGTAGATAAACATACTGG 
AGGTGAGTAAAATTGAATTCATATAGTAACATGCAGTCTGAAGTCCTAGTTACTTAATAGGTACTCAGCCTGGAG 
TGAAAATCCTGGGTACTGACTTTGAGAGGAGTGAGTGTGCATGTTGTCAAAGTTTCTGAACACAGTTCACATAGC 
CTTATTAGCAAAAGTTTTAAGAAATGGCTCTATCAAAGAAGCAATTGCAGCTTTATTCAGAAATATAAAAGTGGA 
ATTTATGTACATGTCATAAGTGGTACCCACTTCCCCTTTTTACTGTAGGGTGGATAACTCTTAGGATTTAACTCT 
TTGAATATTATCTCTTGAATAAAGCATGTGTTAATGTTAACAAACCTACGTAATTTTTGCCCTTTCAATGACTTA 
CAGTGGAGAGCCAGTACATCTTAACTACTGTTGTAGTGATGGTATCAACCTCATGGTTACTTAGCTCTGCATTTG 
TTGCTTTGTTTTTTTTCCACTTCAAATCACAAAATAAGTAGATTTTGTTTTCTGAAAACTCCATAGCATTTGAAT 
ACAAAAAGTTGTGCCAGATTGTTTGCCCTAATTCACTGTGXTTAACAAATATTTCAGTACACACTATGTATTAGG 
CACTGTGTGGAAAGTGTTAAGGGGTAGACAAGATACCGAATAATCTCCACAAGTTTATTTGTGGTCTATAGTACT 
TTTGTAACTGGGGTTACAAAAATTATAGAAATTTTTTTCCTTTGTTCATATGCATATTCATGATTATAATTTGGC 
TTTGTTTGTGATTAATGTTTTCTTAAGATTTTCACATTATAGAATACCTCAAAAGAAGTTGTCTAAGGACTGGGA 
TAGAGAGTATGTTTCATAAAATTGTAGATGTTTAGAATTTTTAAAAACCCTACAAATTAGTATATGATTGTTTTA 
TATAAGTAAGATAGGAGCAACACTTTAAATTATTTGTGGGAGAATACAGCATTAAAGGTGATTTTAAAAGAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 1423 

MNRVNDPLIFIRDIKPGLKNLNVVFIVLEIGRVTKTKDGHEVRSCKVADKTGSITISVWDEIGGLIQPGDIIRLT 
RGYASMWKGCLTLYTGRGGELQKIGDLGAVQAAAMRDSIHYYPGNDLHPDLEEPSSLGV 
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FIGURE 1424 

GGTAGCGACTGGGGCTCCGTATTCTGTTCACTGGAGTGGGTTTTATATATACCCAATAAATAGAAGTGTGACTGG 
CCTGTCCAATCTCGAAGTCAGAAAAGGGCCATGGGTAGCATCACATCCT TAGA GACTGGATGCAGTCACCAGACT 
TTGAGGAAAGAGGGAAATTCATCCCAACCTGTCATGCTAGCTAAGAGAGCAAAAAGTCAAGAATATGAACAATGT 
GACCTAGGCTCTGAAAGCTGACCAAGACACCATCTAAATAAACCTGGACTGACAATGAAAGGACTTTCGTTCTCC 
CTTAAAATAATGTTCAAAATAGCAAGG2VAATAGAGCTTCAGATGTGTCTTGTGTCACCTGGTCTTTCATGTGACA 
GTCAAAGATCCACAATGTGAAAGTGGGATTAACCCATCTGTGAAGTTCTAGTCTGTGCAGTCACAATTGACCACT 
GCAGGTTTTAACAAGAGGACCCTGTGGGGACACAACAGACTTCAATTCTTTAGCCAGCTTTTCCTTGGCTCAGAA 
TATGGAGAGAGCTGGAGGCCCTCCAAACCAGAGGATGTTCGCTGGTCTTCCCAGGAGAGAAATGAACTATCTTTT 
GTAAAAGTAAGTTTCAAA 
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FIGURE 1425 

VATG AP Y S VHWSGF Y I YP I NRS VTGLSNLE VRKGP WVAS HP 
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FIGURE 1426 

GACTCTTACCTACTTCGGGGCCCACTTTGCTGTCATCCGCCGAGCGTCCCTGGAGAAGAACCCGTACCAGGCTGT 
GCACCAATGGGCCTTCTCTGCGGGGTTGAGCCTGGTGGGCCTCCTGACTCTGGGAGCCGTGCTGAGCGCTGCAGC 
CACCGTGAGGGAGGCCCAGGGCCTCATGGCAGGGGGCTTCCTGTGCTTCTCCCTGGCGTTCTGTGCACAGGTGCA 
GGTGGTGTTCTGGAGACTCCACAGCCCCACCCAGGTGGAGGACGCCATGCTGGACACCTACGACCTGGTATATGA 
GCAGGCGATGAAAGGTACGTCCCACGTCCGGCGGCAGGAGCTGGCGGCCATCCAGGACGTGTTTCTGTGCTGTGG 
GAAGAAGTCTCCTTTCAGCCGXCTGGGGAGCACAGAGGCTGACCTGTGTCAGGGAGAGGAGGCGGCGAGAGAGGA 
CTGCCTTCAGGGCATCCGGAGCTTCCTGAGGACACACCAGCAGGTCGCCTCCAGCCTGACCAGCATCGGCCTGGC 
CCTCACGGTGTCCGCCTTGCTCTTCAGCTCCTTCCTGTGGTTTGCCATCCGCTGTGGCTGCAGCTTGGACCGCAA 
GGGCAAATACACCCTGACCCCACGCTCTCCAGGGCAGAAGTCGCGGTGGGCTCAGTGGGTGCCCTGAGCGGGGTC 
TCTCAGACTGACGTCAGGCCTTGGTGGGCTGCACTCTCACCTGGAGGCTCCGGGGAAGCATCTGCCTCCAGGACC 
ATTCAGGCTGTTGACAAGTCAACTCCTCATGGCTGTAGGACTGAGGTTCCCAAGTCCTTGTCCCTGGTCCTGTGG 
TCCCTCCACCTTCAAACCAGCAATGGTGCATTGAGCAAATTGTGGTCAAATATACATCACATCAAATTTACCATC 

TT 
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FIGURE 1427 

AGCAGTGGCCCAAAGAGGAGCAGCAGACAAGAGTGCAGTGGTGGCTGCCGCCGCACCAGCCTCAGTGGCAGATGA 

CACACCACCCCCCGAGCGTCGGAACAAGAGCGGTATCATCAGTGAGCCCCTCAACAAGAGCCTGCGCCGCTCCCG 

CCCGCTCTCCCACTACTCTTCTTTTGGCAGCAGTGGTGGTAGTGGCGGTGGCAGCATGATGGGCGGAGAGTCTGC 

TTGACAAGGCCACTGCGGCTGCAGCCTGGCCTTCCCTGTTGGCCAATGGGATGACCTGGCGGCGGCCATGGCGGT 

GGACAAAAGCAACCCTACCTCAAAGCACAAAAGTGGTGCTGTGGCCAGCCTGCTGAGCAAGGCAGAGCGGGCCAC 

GGAGCTGGCAGCCGAGGGACAGCTGACGCTGCAGCAGTTTGCGCAGTCCACAGAGATGCTGAAGCGCGTGGXGCA 

GGAGCATCTCCCGCTGATGAGCGAGGCGGGTGCTGGCCTGCCTGACATGGAGGCTGTGGCAGGTGCCGAAGCCCT 

CAATGGCCAGTCCGACTTCCCCTACCTGGGCGCTTTCCCCATCAACCCAGGCCTCTTCATTATGACCCCGGCAGG 

TGTGTTCCTGGCCGAGAGCGCGCTGCACATGGCGGGCCTGGCTGAGTACCCCATGCAGGGAGAGCTGCCTCTGCC 

ATCAGCTCCGGCAAGAAGAAGCGGAAACGCTGCGGCATTGTGCGCGCCCTGCCGGCGGCGCATCAACTGCGAGCA 

GTGCAGCAGTTGTAGGAATCGAAAGACTGGCCATCAGATTTGCAAATTCAGAAAATGTGAGGAACTCAAAAAGAA 

GCCTTCCGCTGCTCTGGAGAAGGTGATGCTTCCGACGGGAGCCGCCTTCCGGTGGTTTCAGTGACGGCGGCGGAA 

CCCAAAGCTGCCCTCTCCGTGCAATGTCACTGCTCGTGTGGTCTCCAGCAAGGGATTCGGGCGAAGACAAACGGA 

TGCACCCGTCTTTAGAACCAAAAATATTCTCTCACAGATTTCATTCCTGTTTTTATATATATATTTTTTGTTGTC 

GTTTTAACATCTCCACGTCCCTAGCATAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 1428 

MAVDKSNPTSKHKSGAVASLLSKAERATELAAEGQLTLQQFAQSTEMLKRWQEHLPLMSEAGAGLPDMEAVAGA 
EALNGQSDFPYLGAFPINPGLFIMTPAGVFLAESALHMAGLAEYPMQGELPLPSAPARRSGNAAALCAPCRRRIN 
CEQCSSCRNRKTGHQICKFRKCEELKKKPSAALEKVMLPTGAAFRWFQ 
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FIGURE 1429 

GAGGCXACXAAGGXAIXIGGCIAIIAIAAAXAAAAIAGXGAIGAACACGXGXACAGGIGXXIGIACGGACAXAAG 

XXGXCAIIXCXCXIGAGIAAAIACCIAAAAGIGGGCXXGCIGGAGXIXIACXACCCXIGGAIGCIGCIGIIGACA 

TGGAAAAGAXIGAGGAACAAIIIGCIAAICXGCACAXXGXXAAAIGXXCCXIAGGAACCAAAGAGCCCACIIACC 

TTCTTGGTATAGACACATCAAAGACTGTCCAAGCAGGAAAGGAAAACTTGGTTGCTGTTTTATGTTCTAATGGAT 

CAAXCAGAATATATGATAAAGAAAGGTTAAATGTACTACGAGAATTTAGTGGATATCCTGGACTTCTTAATGGAG 

XCAGATIIGCAAAXICCIGXGACAGIGIAXAXXCAGCAIGIACIGAIGGCACIGXGAAAXGCXGGGAXGCXCGAG 

XAGCCAGAGAAAAACCIGIXCAGCXCIXCAAGGGXXACCCIXCCAAIAIXIIIAXCAGXXIXGAXAXXAAIXGIA 

ATGATCATATTATTTGTGCTGGTACAGAAAAAGTTGATGATGATGCATTGTTGGTGTTTTGGGATGCAAGGATGA 

AIICXCAGAAIIXAXCXACAACIAAAGACICACIXGGIGCAXAXICAGAGACACAXAGXGAXGAIGICACXCAAG 

TACGXIICCAICCCAGCAAXCCCAACAIGGTAGICXCAGGIICAXCXGAIGGCCXGGXAAAIGXAXIIGAIAIXA 

ATATTGATAATGAGGAGGATGCACTGGTTACAACCTGTAACTCAATTTCATCAGTAAGCTGTATTGGTTGGTCTG 

GGAAAGGTTATAAACAGATTXACTGCATGACACATGATGAAGGATTTTATTGGTGGGATCTTAATCATCTGGACA 

CTGATGAACCAGTTACACGTTTGAACATCCAGGATGTCAGAGAAGTAGTTAACATGAAAGAAGATGCTTTGGACT 

ATTTGATTGGTGGCCTATATCATGAAAAGACAGACACATTGCATGXTATTGGAGGAACAAACAAAGGAAGGATTC 

ATTTGATGAACTGCAGCATGTCAGGACTGACCCATGTGACTAGCCTTCAGGGAGGGCATGCTGCTACAGTCCGTT 

CTTTCTGTTGGAATGTGCAAGATGATTCTTTGTTGACTGGAGGAGAAGATGCACAGTTGTTACTTTGGAAACCTG 

GAGCIAIAGAGAAGACCXXXACAAAGAAAGAGAGXAIGAAAAXAGCAICCICIGXGCACCAACGAGXACGAGXIC 

AXAGXAAIGAXICXIAXAAAAGAAGGAAAAAGCAGTGAXAAIGCAIIIGGCACXIXGXXXGGIAGGIXIXAXAGI 

TTCAAATAGTCCTTCTTGTTTACTACCCATGGTAGACATGTTTAAAGCTTTATGTAAAAACAAGCCAGTTAGCAA 

ACAGTCCTGGAAAAATATGGXGAGAATGGTTTAATTCCGGTCTTCACArATTCTAAAAAATTTTAAAGCCTCTAA 

GXATAAAATCAGTGAGTTGAAAGTAAAATTTCTTATTTAAAGAACCCATCTGTTAATGTAGTAAAXGTXGGCTTT 

AAAGAAAIAGCXCCGAXAAGGACXXXIXAGAAGGAAAXACIIGGIAAAACXXAAXAAAACAGGXGGXXGGCIGCA 

IXXXXXAAGCCCAGIXIXIXACAXXXIAAAIXGICIXIAXXGIGIATAAAACCAGAIXAGACXAXAXXCIICAXC 

IGAGGAGCAICIAXAIGXIXAAXACACCXAAIGXAXIAXGCXGGAGTAXXXAAAXGIAAGXAXXXXAAXGAGIAA 

AIAGAAIIAACCXXXIIXACAAAXGAAAXGAXAGGCAICIAXGXAAAGIGAGAAAAAXAXGXIICGIAAAXAXII 

GCAICXXIAAXAXXGXXAGIAAGIAGXAAACAGGIGIIIIGCXGAIXGAAAGGAAGIXAICXXGGXAAAXIGAGA 

CXCAAAGXGAAAXACAAAAAIGAAAAIAXIIAIAAIAGGACXCGACIXGGAGAAAXIGCXAXICXXCCXGIIGXC 

CAAACCAXAAAICXGAGGAXAACCIGGGCIIXICXCXIXCCXCIICICCXAACCAGIIXIICACCAAGXCCXGXG 

CCAIXICACCICCIAACGICIGXCAGCIAXCCXXIIGCCIXXACCICACCACIAXIACCCXAGAGAAGACXXICA 

XIAXIXCICAXCIGGAIXACCAGCXCGAXCICXAAXCIGCIICAGXICAXCCIICXXGCIACIXCIAGGCXAAAC 

AXCAAAAACAGAICXGGIAGGGGCGGGGAAAIGAGGGGGAAGAAACAAAAACGXGAXGGXGCCICAXGCXGCXXA 

AAAICTXCAGXACAIIGAXGXXXXGAXGGCGGACIACAIAAGCGIXAAAAAXIGXGXXXXXCAGAAXCXIIAAAA 

lAXAAGACAGXGCXAXCXAGXGAAXAAAAAAAXIAGXIXGAAAGAXAXCIGGAGAAAXCGCAIXCAIAAAACAAI 

XGGAAGXGAAACXAIIAAAACAAXAGGGCXIXXXAAAAIXAAAAAIAIXIAAAAXICAAAAGXAAXIAAXAGXGI 

IGGAAGAXGXAGGXGAGAAAAXAXXCCIGAAAGIAGAACXGAAAGAGACAAAGAGAAAAGAIGAAAGCCACAGAA 

GAXAAAIACAGGGGXCAAAACCAGACXAACAGIIIIAGAAAGXGAAAAAAGXIAAAAAAGAAAXGGGGGCAGIGG 

GXXAXIAGAAAIAACAXAAAIGGCIGGIAIGGXIIGXCXGIGXCCXCACCCAAAXXXCAXCICGAAIXGXAAXCC 

CCAXAAICCCCAXGIGXCXAGGGAGAGACCXGGXGGGAGGXGAXXGGAICAXGGGGGXGGIIICCCCIACGAXGI 

XCTCCXGAIAGXGGGXGAGIICXCACAAGAXCXGAIGGXIIIATAAAGGGCICIGCCCCIXXAACXCCXCACXCX 

IXCXCCIGAAGCCXIGXGAAGAAGGXGCXIIGCIICCCCIIIGCGIXCCCCCAIGAXXGXAAGXXXCIXGAGGCC 

ICCCIGGCCAIGCXGAACICXICAGXCAAXXAAACACIIXCCXIIAXAAAXXAAAAAAAAAAAAAAA 
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FIGURE 1430 

MEKIEEQFANLHIVKCSLGTKEPTYLLGIDTSKTVQAGKENLVAVLCSNGSIRIYDKERLNVLREFSGYPGLLNG 
VRFANSCDSVYSACTDGTVKCWDARVAREKPVQLFKGYPSNIFISFDINCNDHIICAGTEKVDDDALLVFWDARM 
NSQNLSTTKDSLGAYSETHSDDVTQVRFHPSNPNMWSGSSDGLVNVFDINIDNEEDALVTTCNSISSVSCIGWS 
GKGYKQIYCMTHDEGFYWWDLNHLDTDEPVTRLNIQDVREVVNMKEDALDYLIGGLYHEKTDTLHVIGGTNKGRI 
HLMNCSMSGLTHVTSLQGGHAATVRSFCWNVQDDSLLTGGEDAQLLLWKPGAIEKTFTKKESMKIASSVHQRVRV 
HSNDSYKRRKKQ 
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GAAAAATGAAACGTCTTTGTGGTCCGGGGCTGAGACCCACGAGGAGACTGGGCGGGATTTCTGGCGTTAGGAGGC 

GGGGCCTTTCGGCTTTGGGCGCGAGTGGTTAAAAGACAGTTGGTGTCGGTTCGGCTTCTCGGGTCGGATTCCGCG 

GTCCCAACCCTTCCCCATGGCCGACCCTGAGGAGTTGCAGGTTTCTTCGCCGCCCCCGCCGCCTCCCTCTTCTCC 

CTCCTCTTCAGACGCCTCTGCAGCATCTTCCCCGGGCGGCCCAGTGAGTTTGGGCTGGCCAGTTCCGAGCAGGAG 

CAGCGGCCCAACGGTGGACCAGCTGGAGGAAGTGGAGCTGCAGATCGGAGACGCAGCCTTTTCATTAACCAAACT 

TCTTGAAGCCACATCTGCAGTATCAGCTCAAGTGGAAGAACTTGCCTTCAAATGTACAGAAAATGCACGTTTCCT 

TAAAACGTGGCGGGACCTCTTGAAAGAAGGCTATGATTCTTTGAAACCTGATGACTGATTTGGCATACTTCGTTG 

TTTAATAATGACTGCAATAATTCATACTTCTTATGTCATATTTTGTACATGTACCACACATATAGGATGACCTCT 

GTCCAGCAGTTCTGTATATACTCAGAATGAAATTTTTCTTGGTTTTCTTGGTTTTTGTGAAAGCAGAATACCGAT 

GCTATTTTTGTTGCGGACCAGTACTTGTTTGTCCTTAAATACTTTATGCCTCTGAACTTTCATAGAATCCTTTAT 

GAAAGTTAACTTCATCAATAGACGGTTAATATTAATAGAGCCACAGTGCTACCAGTAGCAAACTAGGTAGACCAT 

TATTTGTTTTGCAACAAGATGCTAAGCATGGCAGACTTTGAAGTTGCGTTTCATCTTAAGGACCAAGGGAGGTAA 

CTTTAAGGTTGCCAGTGGTGGATCCAGCTCCGTTAGGCTAAGTTGTCTACAGCTAATGATTGTGTCTTTATTCTA 

TATCCCCAGCACCTAAAACAGGGTCACACAACATTCACTAAATGTTTGTTGAATAAAAGAGTTAACAAACATAAT 

TGAAAGCTTTTTTTCTTCCTATATTTAGCATGAAGACTGTCATTGTTTCTCTAGGAAATGTATGAATCTGAACTT 

TTTTGACTTGAAGAAAAACATTCTTTTTTTACAGAGATTTGGACTTTGATGATAGGTTTTAAAAATATATGATAA 

ATATTTTTTGTACTTGTTTGATTTTTTTTTTAAAGACTTTACTTCAGAAAGGGAAAGACTGTTTAGAAAGAATGC 

ATATTTTTTCCCTATTTATTTCTGTGGTTACTGCTTTTGCAGTTTAACAGTGTTTGTATTTGATATTTGTATATG 

TTTGATTGCTATCTTTAAAGTGCCTTATCAGATTTATGGCTCTGTGCTATTACTTTTTGAGCTTTGCAAGTTGTG 

TACATAATAATTCTAAAGAAGTTACTTTGTTTGCAATGCATCAAATTTAAATGATGTGATTTTTTTTGTATTATT 

TGATCTTAGTGACAGTGTTCTATTTTGCATCCTGTATCTTATGTTGCTTTTGGTGTTTTGTGTTGTGTGTCAACG 

ATTAAGCCAACTAATTCTCTACCATATATAACTTCTGGACATTTTTGATACAACATCTTAATTCTTTGTAGATAT 

GGAGATAGGTACAGAACTATATTCTAATGCCCCACAATGGGGCTATGAGAGGGGACAGATGGATGGGCAAAGAAT 

AGTTTTGTTTAACATATTAGGTCATAGTTCTTGATTAGTTTTTTTAGTTAAAGATAAACACATAGGGXGTGATTT 

CTATACCAAAGATATGCTTATTTCAGTATTAGAAAAATATTCTTCTTACATCTCCTGAAAATTGCAATTTTTAAA 

ATGTGTAAAAATAAATTATTATTAAAAGCACATTTTATTTCCATTTGTTTGGATTCATTACCTTAAAACTTTATT 

GACATATTTCAAAGATATAGGAAAGGTAAATGATTTCAAGAAAATCCGTGTATTTCTACCATGCAGATGTAATAA 

ATGTTAGCATTTGGCTATATTTTC'TTCAGACACACATATGCATGTAATTGCAAATGTTAGATACATTrGAAGTTT 

GCTTTGTTACCTGTTTGATCCTGTCCCGTTCCTCCCTCCCCAGAGTCCCCAGAGGTAACCACTAGAGGGGGCATA 

ATATAGCATGTGTTTTTATATTTTTAATACAAATATATTTTTTAAAAGCGCTACAAAATATTGTTTTATATATGT 

GGTAGCCAGCTTCCAGATGGCCCCAGTGATCCCTGGCCTCCTGGTGTTCATGCCCCAGTATAGCCTTCTCCTGCA 

TTTTACAGTGCTGACTTTTGXAACTACCAGGATATTGAGCAAATGCAGTGTGTGATTTCTGAGGCCATANNNNNN 
NNNNNITONNNNNNNNNNN^^ 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

TTTTTGCTCATTTTTCTATGTTGTTTTTTTTACTTGTCAGTTTTTAGATATTACATATTTTGAATACTAATGATC 
TGTTATGTATGTTCCAATTATCTTTTTTAGTCTGGTTTGTCTTCATATTTTGGTTATGAAATCTTGAATTTTTAA 
AAACGTAATTTTACCAATCTTTCATAATGATTTGCTTTTTCTGGTTTTTGTATAGGAAATGTCATAAAAATAGTC 
CTATTCAGCCTTCCAAAAGTTACAAAATTTTTGGTTTTAACATTTAGATGTTTAGTCCAACTGAAATTGXTTTCT 
TTTATGGCATGATTTTGGAATCTTGTTTTAATTATTTTTACATATTTATAGCTGTTCCTCCAAGTATCAATTTTT 
CAAGTGCAACATCTGTCATGCAGTTACTATGTAAGGGCCAGATTCTGACCTTTCTGTTCTTTTTATCTGAAGGAA 
ATTTGAACATGCCACCCCCAAATATGCCGATTTGGCATACTGATTATTTCGAGCTAAAGGTGCTTGACTAACAGT 
AGTTGCAGAAATGGCTATTTTAACTGTCCTTTCCTACCTGTAGCAAGCCATACAAACTTCTTTGATAAAGATGCT 
TTCCTGATACCAAGATGAGAAGATGGCTCTAATCAGCTGAGACAGCACCAGAGGAATCTACAAACAAGAAACTAT 
TAGTTTCTTAACATATATTTACCTTCCACAGTTTCTGCCTCTGGAAGCCTAAAACTGCTTTCCTTCGTCTTGTCA 
CACTTCTCTGAAATGTATTCTTTGTGGAAGATGCTATATAGTCCAGAGTTGTAAGCCACTACTTGTGTTTACCTT 
TTCATTGAGTTTTCTCCTGTGTGATGTACGTTGCATATATTAATAAAATTACTTGTTTTTCTCTT 
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KMKRLCGPGLRPTRRLGGISGVRRRGLSALGASG 



WO 2004/043361 



PCT/US2003/035268 



1583/1629 
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GTAAAGCATTGCTTGAGGTTGCCCAGGTAGTTTCGCCTTACACTTCTTGTCCCAGTGCAATTATTAGTAGAGCTC 
CCTTTCACTGTCAAATTTCCGGTTGGGGATAAATTGCATTGTCGTTTTGGTTTGAGATAGGAAGATGAGGGGAGG 
AAGGAGGTGAGGCGGTAAGGGGCGTTCTCTCTCTTGGGTCCCGCGCCCAACTTCCGCTGGCCCAAAGAAACTATA 
ATTTTGAACCAACAGACCTCTGCTGGCATCTGCGATTGCATTTTTCCTGTTTTAACAACGGCTGTGCTAGACGAA 
GTGGTGAAGCCCAAAGACTTATTTTTGAGCTCGCTGTAAGACTGAGAAATCACGTAGTCCTrCCTGAAACCACTA 
AGAGGAAAA ATG TCTGTGACACTGCATACAGATGTAGGTGATATTAAAATTGAAGTCTTCTGTGAGAGGACACCC 
AAAACATGTGAGATGGAGTCTCGCTGTGTCCCCCAGGCTGGAGTACAATGGCGCGATCTAGGCTCACTGCAACCT 
CCGCCTCCTGGGTTCAAGCAAGTCTTCTGCCTCAGCCTCCCGAGAACTGGAAGAGGAGGCAACAGTATTTGGGGC 
AAGAAGTTTGAGGATGAATACAGTGAATATCTTAAGCACAATGTTAGAGGTGTTGTATCTATGGCTAATAATGGC 
CCGAACACCAATGGATCTCAGTTCTTCATCACCTATGGCAAACAGCCACATTTGGACATGAAATACACCGTATTT 
GGAAAGGTAATAGATGGTCTGGAAACTCTAGATGAGTTGGAGAAGTTGCCAGTAAATGAGAAGACATACCGACCT 
CTTAATGATGTACACATTAAGGACATAACTATTCATGCCAACCCATTTGCTCAG TAGC TATGATAGACCTGGACA 
AATAACTTGACAAATTGCTGGAACACACTTATTGTGGTTTACCCGGTTTTAATTATGAGCCAGCTTGACGTGGTT 
GTGGCCGTTGGGCGAGATGAAGCTACACTGTGAGGTGGAGGTGATCAGCCGGCACTTGCCCGCCTTGGGGCTTAG 
GAACCGGGGCAAGGGCGTCCGAGCCGTGTTGAGCCTCTGTCAGCAGACTTCCAGGAGTCAGCCGCCGGTCCGAGC 
CTTCCTGCTCATCTCCACCCTGAAGGACAAGCGCGGGACCCGCTATGAGGATTCCATATGGCTCTCATATCATTC 
CATTCCATCTCTGCCAAGATTTGGATACCGCAAAAATTTGTGTTTGTGGAAGATTCTGTCTGAACTCTTTCATTC 
AAGGAACTACTACCATGAATCTGCATTCTGTTGCCCACACTGTGGTCTTAGTAGATAATTTGGGTGGTACTGAAG 
CACCTATTATCTCTTATTTCTGTTCTCTAGGCTGTTATGTTAATTCCTCTGATATGTTAAAGTAATGGGTGAGAC 
CAGAAAAAGAAATTTCAATAACAGATCAGTTTGGGGTGCATGTATGATTTTGCAGCGTCAAATTGGAGTAAGGGA 
AGATTTCTGTATACTTGCTGGAGAGGAGGAATGTGTATAGTTACTCATTTAGATGACTCCAAAACTTTTATTAAA 
ACCAATTTTAGTTTT 
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MSVTLHTDVGDIKIEWCERTPKTCEMESRCVPQAGVQWRDLGSLQPPPPGFKQVFCLSLPRTGRGGNSIWGKKF 
EDEYSEYLKHNVRGWSMANNGPNTNGSQFFITYGKQPHLDMKYTVFGKVIDGLETLDELEKLPVNEKTYRPLND 
VHIKDITIHANPFAQ 
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FIGURE 1435A 

CTrGGCTCTCTGTGCCTCAGTTTCTCATCTGTAAGGTGGGGATAGATGATGGCAATACCTGCTTCAGAGAGTGAA 

AATTAGATGAGATGATGTCTGTAAAATTACGTAAGACGGTACCCAAAAGTAGTACTATTTTTCCCTTTTCTTATT 

AGAGCAGGTTGGGCACGTXTTGATGTCCGTGGGAATGAGCAGGTAGAGAGGGTGGTATTGAGGCTGGAGGGGAGA 

GAAGGGACCCACAGATGGGGAGAGAAGTCTTGGGTGCCTGTTTTATCCCAAACCAGGGGAAGGAGGGAACAGGTA 

GGGCTGGCTGCAGGAAAGCTTGCAGGTATGGGGTACACAGTTAAAAGGGAGTGTCTTCTGATAGTCTTGATGCAG 

GCCTGGAGGTCGTTTGTTATGGGGGTGGAGGTCCTGATGTACATTGTGGCGGTAAGATGCCGTGCTGTCTTTGCC 

ACCAGCCTGTGGCAGCCCTGGTGTTACACCAGGGCAGGTGGGCAGTTTAATGTATCTCAGGCCAGATGACCTGCC 

CTGCCCACCTGTTGAGGCTCCAGTAGATAGACGTGAAAGCACAGTATAAGCATAATGCACCACTTTAATCCTTTT 

CTCTGAGGAGCTGGAAGGCCTGTAGTCACCATCTGAGCCAAATGTCATTCAAGTACTTCACTTGGGTTACACACC 

ACACTTTGACCCACTATCTCATTTAGTCATCACAACAAATGGGTGAA 

NlsnSTNNNNNlSnST^ 

CAGGATGGAAAGATGTGTAGGGATTGTCTTCTCCATTTGATAGATGAGACAAGAGCTGGGTACTCTGATCTCCAT 
CCCAAGCACACAGAGCTTGGGGCCCCACAGGCCTGGTGTGAATCCCACTCCACTACCAGAGGCTGTGTGCCTTTG 
GACCAGGCATCTTGCTTCTCTGACCCTATATACAGCTGCAGAAGAATTCCTTGCAGGTTGCTGTAAGGATTTGGA 
GGGAAACTGTTGCCCAGCACACAGTACACATTCTGGGAGCCATCGTTTCCCCAGTGCACTTTTCCTGCAAATGTG 
GATCTACATCCCACTTGGATGCTGAGACCAGCTGCTGTGATCTTGCATTTGTTTAGCGCTTTGTTCTCCTTGAGG 
CAGTAAAGTGGTGGCACCTGACCGGAGCATGTAGCCACCTATGACTTCCTGAGTGGGGTGGTGTGGGGAGGGCCC 
TGAGGAGTCTGTGGTCCTAGGCCTTGGATTTCATCAGGGCTTTCCTGCTCCTTCTGGTTGCCTCAGTCCCAGGCA 
AGATAGGGTCCCAGAATCTTACAGCCCAGAGGCCACCTGTTGCAACTTCTTTTTTACAGATGGAGTCATCAGAAC 
CCACTGTGAGGAAGTGACTTCTCCTTGAGGTCACCCAGACACTCCAAACAGAGCAGAGCAAAAGCGCCTAGAACT 
TGAAATTTTGGACCTGTCTCCAACACCCTGGGGATTTCCACCAGGAAGCCTTCAGTCACCATCCAGGGGATTTTT 
ATCGCCACAAAGGGTAATTCCTGCTCCATCCCTGCTGTGACTCAGCTGTGACGTTGAACCACACAAGCCAGAGAG 
AAGAAGATAAAGTCATCAGAGCTCCTACTCACCAGAGAGTGAGGCCCAGGCCAGGACTCCACAAGGCTGGTCCCC 
TGCCCTGGAGCAACTTAAACAGGCCCTCTGGCCAGCCTGGAACCCTGAGATGGCCTCCAGCTCAGGCAGCAGTCC 
TCGCCCGGCCCCTGATGAGAATGAGTTTCCCTTTGGGTGCCCTCCCACCGTCTGCCAGGACCCAAAGGAGCCCAG 
GGCTCTCTGCTGTGCAGGCTGTCTCTCTGAGAACCCGAGGAATGGCGAGGATCAGATCTGCCCCAAATGCAGAGG 
GGAAGACCTCCAGTCTATAAGCCCAGGAAGCCGTCTTCGAACTCAGGAGAAGGCTCACCCCGAGGTGGCTGAGGC 
TGGAATTGGGTGCCCCTTTGCAGGTGTCGGCTGCTCCTTCAAGGGAAGCCCACAGTCTGTGCAAGAGCATGAGGT 
CACCTCCCAGACCTCCCACCTAAACCTGCTGTTGGGGTTCATGAAACAGTGGAAGGCCCGGCTGGGCTGTGGCCT 
GGAGTCTGGGCCCATGGCCCTGGAGCAGAACCTGTCAGACCTGCAGCTGCAGGCAGCCGTGGAAGTGGCGGGGGA 
CCTGGAGGTCGATTGCTACCGGGCACCCTGCTCCGAGAGCCAGGAGGAGCTGGCCCTGCAGCACTTCATGAAGGA 
GAAGCTTCTGGCTGAGCTGGAGGGGAAGCTGCGTGTGTTTGAGAACATTGTTGCTGTCCTCAACAAGGAGGTGGA 
GGCCTCCCACCTGGCCCTGGCCACCTCTATCCACCAGAGCCAGCTGGACCGTGAGCGCATCCTGAGCTTGGAGCA 
GAGGGTGGTGGAGCTTCAGCAGACCCTGGCCCAGAAAGACCAGGCCCTGGGCAAGCTGGAGCAGAGCTTGCGCCT 
CATGGAGGAGGCCTCCTTCGATGGCACTTTCCTGTGGAAGATCACCAATGTCACCAGGCGGTGCCATGAGTCGGC 
CTGTGGCAGGACCGTCAGCCTCTTCTCCCCAGCCTTCTACACTGCCAAGTATGGCTACAAGTTGTGCCTGCGGCT 
GTACCTGAATGGAGATGGCACTGGAAAGAGAACCCATCTGTCGCTCTTCATCGTGATCATGAGAGGGGAGTATGA 
TGCGCTGCTGCCGrGGCCTTTCCGGAACAAGGTCACCTTCATGCTGCTGGACCAGAACAACCGTGAGCACGCCAT 
TGACGCCTTCCGGCCTGACCTAAGCTCAGCGTCCTTCCAGAGGCCCCAGAGTGAAACCAACGTGGCCAGTGGATG 
CCCACTCTTCTTCCCCCTCAGCAAACTGCAGTCACCCAAGCACGCCTACGTGAAGGACGACACAATGTTCCTCAA 
GTGCATTGTGGAGACCAGCACTTAGGGTGGGCGGGGCTCCTGAGGGAGCTCCAACTCAGAAGGGAGCTAGCCAGA 
GGACTGTGATGCCCTGCCCTTGGCACCCAAGACCTCAGGGCACAAAGATGGGTGAAGGCTGGCATGATCCAAGCA 
AGACTGAGGGGTCGACTTCGGGCTGGCCATCTGGTTAGGATGGCAGGACGTGGGCTGGGCCCACAAAGGCAAAGG 
GTCCAGAAGGAGACAGGCAGAGCTGCTCCCCTCTGCACGGACCATGCGACACTGGGAGGCCAGTGAGCCACTCCG 
GCCCCGAATGTTGAGGTGGACTCTCACCAAATGAGAAGAAAATGGAACCAGGCTTGGAACCGTAGGACCCAAGCA 
GAGAAGCTCTCGGGCTAGGAAGATCTCTGCAGGGCCGCCAGGGAGACCTGGACACAGGCCTGCTCTCTTTTrCTC 
CAGGGTCAGAAACAGGACCGGGTGGAAGGGATGGGGTGCCAGTTTGAATGCAGTCTGTCCAGGCTCGTCATTGGA 
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GGTGAACAAGCAAACCCAGACGGCTCCACTAGGACTTCAAATTGGGGGTTGGATTTGAAGACTTTTAAGTTTCCT 
TCCAGCCCAGAAAGTCTCTCATTCTAGGCCTCCTGGCCCAGGTGAGTCCTAGAGCTACAGGGGTTCTGGAAACAT 
TCAGGAGCTTCCTGTCCTCCCAGCTCCTCACTCACCTTCAGTAACCCCCACTGGACTGACCTGGTCCACAGGGCA 
CCTGCCACCCTGGGCCTGGCAGCTCAGCTTCCCCAACACGCAGGAGCACACCCAGCCCCCACATCCTGTGCCTCC 
ATCAGCTAAACACCACGTCACTTCATGCAGGTGAAACCCAGTCACTGTGAGCTCCCAGGTGCAGCCAGAGGCACC 
TCAAGAAGAAGAGGGGCATAAACTTTCCTCTTCCTGCCTAGAGGCCCCACCTTTGGTGCTTTCCAGAATCCCGTA 
ACACCTGATTAACTGAGGCATCCACTTCTTTCAGCAGACTGATCAGGACCTCCAAGCCACTGAGCAATGTATAAC 
CCCAAAGAAATAATTTTTAGAATCTCTTTCGAAGTTTTCCTAAAGTGTATGGTTTGGGAGTTGTTTGTACTGAGC 
CAGGTTTGAAAAGGCCATTGCTGAGTTTGAGGTGGTGCCACCAGTTTTGCAGGTGGCATCAGAGGCTGGCATGCT 
GGCAGGAACATCCCCTCTTAGCCCCAGTCTTCTCTTTTCTATAATGAGACCCACCCCAGCTTGCCTCCCTCCCTG 
GCTTCTCTGACCCTCAAAGGAGATGCCACGCAGGACAGACTGGAGAGAGAAGCCTGGGCAATACTGCCCGCCTGT 
CATGGCCTGGTGGTGGCCCACACCTATCTTCTCACCTTGGAGGCCACACCCAACTTTCCAAAGACCCTGAGACAA 
GTCAGGACCCTACTACTCTCCCCTGCTGCTTTCCTGACAGCTTACTCTTCCTCCACCTGCTGAGCCTGTGCCAGA 
CTCCATTGCTCAAATCGTTAGGGTTGCTTCTATAAAAATGGGTCAGTAGCCCTTCCTGTTCTCTCCAGCCCAGCA 
TACAGGAGGATCAAAGGAGGTGACGGAGCATCGTGGCACGGCAGTCTCAATGGGTCAGAAACCCAGGCCAGCTGG 
GCTCTAAGCCTGGCATCCTGTCATGCTTAGTCCTTCAGCTGAAGATCAGAGGAAGCCTCTCCCTTGCCCTCTCCA 
GCTCTAGGGGTTTTCAGGAGGCCCAACTGCAATAATGGAGCACTAGTGCTTTTATGTGCAATGGTGTCGTCCATG 
CACGACAGCAGCAAACATTCTGGGGCTGCTTTTTATTGTTCCCACGGCTGACAGCGTGGCAGCGGAGACTGTGGA 
GGCAGTGGAGACTGACTTCTTCCTGCTGACAGCTGGATGTCACACATGAAGGTCTGGCCTAGCGAGTGATGGGTC 
TAGGCCCTGAAACTGATGTCCTAGCAATAACCTCTTGATCCCTACTCACCGAGTGTTGAGCCCAAGGGGGGATTT 
GTAGAACAAGCCCCCAXGAGAAACAGCTGTTACTCTACACTTTTGATTGCCTATTTCTGATGGCAAGAGATACAT 
ACTCTCTTCAAAGAGCATGAGATGCAGCCATTCTTTCAGCAAAGCTTCATTGACACCTGCACCTGTTAACTGTGT 
TCGACATTGAAGGGAGAAAGGCAAGATGTGCACTCTGGACTCAAGAAACTCTTAGTTCAGTGGAGGAAATGAGCA 
GATAAGTAGATCATTATGATTGAGAGTAGGAGAAGCTTAGAGA2UVGCACAGAACCCCAGATCCAGCTGGTGAAGG 
AGGGAAGGCTTCAGGCCTTTAAGCTCAGCCTGAGAATATTGTGAAATGCAGAGGATGGGGAAAAGGGAAGAGTAC 
CGACTTGAAAACGGAGAGCTGTCTTGGCTGAGGGCAGGGTCTGTGTGGCAGGATGGGGGAGGGAGTCAGAAGGGT 
CAGATGAACTGGAGTGTAGACAGCATCAGATGCAGCAGTGCCCACCGCCCCCCCCCCAACCCCCCGCCCTGCCCA 
CAGAGCACCTGCTGGTAACCCTGGGCCTATTGAAAGCAGGATGAGATGATAATTTAAGACACTGAATGATTTCTT 
TTCCAACAAAGCTCTATGTTAAGTGCATCAAAGATGTGACATTGCATCTTTTACAGGTGATTCAAGGGTGGGGGA 
GGCAAGATGCAGGCAAAGCCACCGTTTCACTGGGTGGATTCAGTAGGTCCCCCACCCCCAGCAGTTCCCGAAGGT 
GCTGGGGAGATTTTTAAAACACCAGTGACAGAATCTCACCCCCGTAAGTGATAAAGCCTGAGCATCAGGATGAAG 
TCTCCTGCAGGGGAAGGTTCTGATGCCCCAGTCAAGTCTGACTGGCCGTTGGGGGCGAAAGGTGTGACTGAAGCA 
CTGACAAGGTGGGTGGAGGCACTAACCTGTAACACCTCCTCTGGCTTGGAAAGTTTTGCTTCATCAACTACAGCT 
GGAACCTCCGGGGGCAAGGCAGAAGGGCCAGAACAGGGAGGTCTTCTACTGAGGGGCTGTCATCGATGTCCTGAG 
ACATTTGTGGAGCTTCTGGTATACACAGTGCAGACAGTTTCCCCTGAGAAGCTGATTGTCTAAAAGTGACACAAA 
CCCTCTTCCTGCCACGTGCCCCCGAAAAGCCCATCAGAAACCTGAATGGCTTCCCGTTGCCAACTGAAGCATCCT 
CACCCTGTACATTAGAACCCCCTGCGGAGACTTCATCCTGATGCTCAGGCTTTATCACTTAACAGCCCCTGAAGT 
GCACTTAGAATACCAGGTGCTGCCGGCTCCTGGGTCTGGCCATAAGGTGCGCTCCTTACTTGGTTTCTCTGACTC 
CTAATCCAAATGAGCCAAGGGTCTGAGGGGCTGCACAGGCAGTAGGTGTGGAGCACAGCTCTGAGCCCAAGCCTG 
GGCCTCCAAGCTGCGCTGCTGCTGTAGGGCCTGATCTCCCACCTATCCCTTCCCTGCAGGTCACCTTCATGCTGC 
TGGACCAGAACAACCGTGAGCACGCCATTGACGCCTTCCGGCCTGACCTAAGCTCAGCGTCCTTCCAGAGGCCCC 
AGAGTGAAACCAACGTGGCCAGTGGATGCCCACTCTTCTTCCCCCTCAGCAAACTGCAGTCACCCAAGCACGCCT 
ACGTGAAGGACGACACAATGTTCCTCAAGTGCATTGTGGAGACCAGCACTTAGGGTGGGCGGGGCTCCTGAGGGA 
GCTCCAACTCAGAAGGGAGCTAGCCAGAGGACTGTGATGCCCTGCCCTTGGCACCCAAGACCTCAGGGCACAAAG 
ATGGGTGAAGGCTGGCATGATCCAAGCAAGACTGAGGGGTCGACTTCGGGCTGGCCATCTGGTTAGGATGGCAGG 
ACGTGGGCTGGGCCCACAAAGGCAAAGGGTCCAGAAGGAGACAGGCAGAGCTGCTCCCCTCTGCACGGACCATGC 
GACACTGGGAGGCCAGTGAGCCACTCCGGCCCCGAATGTTGAGGTGGACTCTCACCAAATGAGAAGAAAATGGAA 
CCAGGCTTGGAACCGTAGGACCCAAGCAGAGAAGCTCTCGGGCTAGGAAGATCTCTGCAGGGCCGCCAGGGAGAC 
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CTGGACACAGGCCTGCTCTCTTTTTCTCCAGGGTCAGAAACAGGACCGGGTGGAAGGGATGGGGTGCCAGTTTGA 
ATGCAGTCTGTCCAGGCTCGTCATTGGAGGTGAACAAGCAAACCCAGAGGGCTCCACTAGGACTTCAAATTGGGG 
GTTGGATTTGAAGACTTTTAAGTTTCCTTCCAGCCCAGAAAGTCTCTCATTCTAGGCCTCCTGGCCCAGGTGAGT 
CCTAGAGCTACAGGGGTTCTGGAAACATTCAGGAGCTTCCTGTCCTCCCAGCTCCTCACTCACCTTCAGTAACCC 
CCACTGGACTGACCTGGTCCACAGGGCACCTGCCACCCTGGGCCTGGCAGCTCAGCTTCCCCAACACGCAGGAGC 
ACACCCAGCCCCCACATCCTGTGCCTCCATCAGCTAAACACCACGTCACTTCATGCAGGTGAAACCCAGTCACTG 
TGAGCTCCCAGGTGCAGCCAGAGGCACCTCAAGAAGAAGAGGGGCATAAACTTTCCTCTTCCTGCCTAGAGGCCC 
CACCTTTGGTGCTTTCCAGAATCCCGTAACACCTGATTAACTGAGGCATCCACTTCTTTCAGCAGACTGATCAGG 
ACCTCCAAGCCACTGAGCAATGTATAACCCCAAAGAAATAATTTTTAGAATCTCTTTCGAAGTTTTCCTAAAAA 
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FIGURE 1436 

MASSSGSSPRPAPDENEFPFGCPPTVCQDPKEPRALCCAGCLSENPRNGEDQICPKCRGEDLQSISPGSRLRTQE 
KAHPEVAEAGIGCPFAGVGCSFKGSPQSVQEHEVTSQTSHLNLLLGFMKQWKARLGCGLESGPMALEQNLSDLQL 
QAAVEVAGDLEVDCYRAPCSESQEELALQHFMKEKLLAELEGKLRVFENIVAVLNKEVEASHLALATSIHQSQLD 
RERILSLEQRWELQQTLAQKDQALGKLEQSLRLMEEASFDGTFLWKITNVTRRCHESACGRTVSLFSPAFYTAK 
YGYKLCLRLYLNGDGTGKRTHLSLFIVIMRGEYDALLPWPFRNKVTFMLLDQNNREHAIDAFRPDLSSASFQRPQ 
SETNVASGCPLFFPLSKLQSPKHAYVKDDTMFLKCIVETST 
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GGGGGCGCGGCCGGTTACTCGCTTACCGGAGGCTTCAGTCCCCGGCGGCGCGGCGACAGCTAGGGTTCACGGCCA 
CTGGGGCAGAGGAGCCGCGAGAAG ATGT GGGTTTTTGGTTACGGGTCCCTGATCTGGAAGGTGGATTTCCCCTAT 
CAGGACAAGCTGGTCGGATACATCACCAACTACAGCAGGCGCTTCTGGCAGGGCAGCACGGACCACCGCGGGGTC 
CCCGGCAAGCCTGGAAGAGTTGTGACTCTTGTTGAAGATCCTGCGGGATGTGTATGGGGTGTTGCTTACAGATTG 
CCAGTAGGAAAGGAAGAAGAAGTAAAAGCATACCTTGACTTCAGAGAAAAAGGAGGCTACAGAACCACAACAGTC 
ATTTTTTATCCAAAAGATCCCACAACAAAACCATTCAGTGTATTGCTATATATTGGAACATGTGATAATCCTGAT 
TATCTTGGTCCTGCACCTCTGGAAGACATTGCTGAACAAATTTTTAATGCAGCTGGTCCAAGTGGAAGAAATACA 
GAATATCTTTTTGAACTTGCAAATTCTATTAGGAACCTTGTGCCAGAAGAAGCAGATGAGCATCTTTTCGCTTTG 
GAAAAATTAGTAAAGGAACGTTTAGAAGGGAAACAGAACCTCAATTGCAT ATAAI TTAGTCTTCAGAGAATTAAC 
TTCAGTGCACAATGACAATATGATTTGGAAATACGTTTACTTAAAGATCTTATTTTTAATGTAGTGAGGATATTA 
TTTAAACTTTTATTTTAACTGGAAATGTCCTGAAACACATATTTAAAATATTGGGATACAGTGAAAGAAAAATTC 
AAATTTTAArAACATAAAGATTTCCTAACTTTATGTTATTGAACACTTACTCACTAGAAGTGAGTTCTTTAGAAA 
AATACAGTGAAGGACTCAGTTCAGTCTTGTTTTTATCAGAGTGATAATCATCCTGTTTCACATCCCAATACTATT 
TTGAAATTCTAAACAATTAAACCAAAATTCCAATAAATATAAGGTTATGCCTTCAATATATTCCTATACAATTCT 
GTAACCATGGTTTAAAATACACAAGCTTAAAATAACATGCTTAGAAATACACAATAATATGAACAGTATTTCAGC 
CTTAATTGTGAATTTCCTTGTTATTCAAGTATTAAATGAAATCTTTTGAGTTTTTAGCCAAAAATTGGCATTTTT 
AAAATACGAAAATTTCCTTGGAATTATAATGTACTGTACCTCTTCTTTTTTAAATAAAGGCATTTTACTATATGG 
AAAACTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 1438 

MWWGYGSLIWKVDFPYQDKLVGYITNYSRR^ 

KAYLDFREKGGYRTTTVIFYPKDPTTKPFSVLLYIGTCDNPDYLGPAPLEDIAEQIFNAAGPSGRNTEYLFELAN 
S I RNLVPEE ADEHLFALEKLVKERLEGKQNLNC I 
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FIGURE 1439 

GCXCAGXGGGGGCGGCXACXGCXCATGTGATXGXGGAGXAGACAGXXGGAAGAAGTACCCAGXCCAXXXGGAGAG 

TTAAAACTGTGCCTAACAGAGGTGTCCTCTGACTTTTCTTCTGCAAGCTCCATGTTTTCACATCTTCCCTTTGAC 

TGTGTCCTGCTGCTGCTGCTGCTACTACTTACAAGGTCCTCAGAAGTGGAATACAGAGCGGAGGTCGGTCAGAAT 

GCCTATCTGCCCTGCTTCTACACCCCAGCCGCCCCAGGGAACCTCGTGCCCGTCTGCTGGGGCAAAGGAGCCTGT 

CCTGTGTXTGAATGTGGCAACGTGGTGCTCAGGACTGATGAAAGGGATGTGAATTATTGGACATCCAGATACTGG 

CXAAAXGGGGAXXTCCGCAAAGGAGAXGTGXCCCXGACCAXAGAGAAXGTGATXCTAGCAGACAGXGGGAXCXAC 

TGCTGCCGGATCCA2VATCCCAGGCATAATGAATGATGAAAAATTTAACCTGAAGTTGGTCATCAAACCAGCCAAG 

GTCACCCCTGCACCGACTCTGCAGAGAGACTTCACTGCAGCCTTTCCAAGGATGCTTACCACCAGGGGACATGGC 

CCAGCAGAGACACAGACACTGGGGAGCCTCCCTGATATAAATCTAACACAAATATCCACATTGGCCAATGAGTTA 

CGGGACXCXAGAXTGGCCAAXGACXXACGGGACXCXGGAGCAACCATCAGAAXAGGCAXCXACAXCGGAGCAGGG 

ATCTGTGCTGGGCTGGCTCTGGCTCTTATCTTCGGCGCTTTAATTTTCAAATGGTATTCTCATAGCAAAGAGAAG 

ATACAGAATTTAAGCCTCATCTCTTTGGCCAACCTCCCTCCCTCAGGATXGGCAAATGCAGTAGCAGAGGGAATT 

CGCTCAGAAGAAAACATCTATACCATTGAAGAGAACGTATATGAAGTGGAGGAGCCCAATGAGTATTATTGCTAT 

GTCAGCAGCAGGCAGCAACCCTCACAACCTTTGGGTTGTCGCTTTGCAATGCCATAQVTCCAACCACCTTATTTT 

TGAGCTTGGTGTTTTGTCTTTTTCAGAAACTATGAGCTGTGTCACCTGACTGGTTTTGGAGGTTCTGTCCACTGC 

TATGGAGCAGAGTTTTCCCATTTTCAGAAGATAATGACTCACATGGGAATTGAACTGGGACCTGCACTGAACTTA 

AACAGGCATGTCATTGCCTCrGTATTTAAGCCAACAGAGTTACCCAACCCAGAGACTGTTAATCATGGATGTTAG 

AGCTCAAACGGGCTTTTATATACACTAGGAATTCTTGACGTGGGGTCTCTGGAGCTCCAGGAAATTCGGGCACAT 

CATATGTCCATGAAACTTCAGATAAACTAGGGAAAACTGGGTGCTGAGGTGAAAGCATAACTTTTTTGGCACAGA 

AAGTCTAAAGGGGCCACTGATTTTCAAAGAGATCTGTGATCCCTTTTTGTTTTTTGTTTTTGAGATGGAGTCTTG 

CTCTGTTGCCCAGGCTGGAGTGCAATGGCACAATCTCGGCTCACTGCAAGCTCCGCCTCCTGGGTTCAAGCGATT 

CTCCTGCCTCAGCCTCCTGAGTGGCTGGGATTACAGGCATGCACCACCATGCCCAGCTAATTTGTTGTATTTTTA 

GTAGAGACAGGGTTTCACCATGTTGGCCAGTGTGGTCTCAAACTCCTGACCTCATGATTTGCCTGCCTCGGCCTC 

CCAAAGCACTGGGATTACAGGCGTGAGCCACCACATCCAGCCAGTGATCCTTAAAAGATTAAGAGATGACTGGAC 

TAGGTCTACCTTGATCTTGAAGATTCCCTTGGAATGTTGAGATTTAGGCTTATTTGAGCACTACCTGCCCAACTG 

TCAGTGCCAGTGCATAGCCCTTCTTTTGTCTCCCTTATGAAGACTGCCCTGCAGGGCTGAGATGTGGCAGGAGCT 

CCCAGGGAAAAAGGAAGTGCATTTGATTGGTGTGTATTGGCCAAGTTTTGCTTGTTGTGTGCTTGAAAGAAAAXA 

XCXCXGACCAACXXCTGXAXXCGXGGACCAAACXGAAGCTAXATXTXXCACAGAAGAAGAAGCAGXGACGGGGAC 

ACAAAXTCXGXXGCCTGGXGGAAAGAAGGCAAAGGCCXXCAGCAATCTATAXXACCAGCGCXGGATCCXTXGACA 

GAGAGTGGTCCCXAAACXTAAAXXXCAAGACGGXAXAGGCXTGAXCXGXCXXGCXXAXXGXXGCCCCCXGCGCCX 

AGCACAATXXXGACACACAAXXGGAACXTACXAAAAAXTXXXXTXXACXGXTAAAAAAAAAAAAAAAAAA 
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FIGURE 1440 

MFSHLPFDCVLLLLLLLLTRSSEVEYRAEVGQNAYLPCFYTPAAPGNLVPVCWGKGACPVFECGNWLRTDERDV 
NYWTSRYWLNGDFRKGDVSIjTIENVILADSGIYCCRIQIPGIMNDEKFNLKLVIKPAKVTPAPTLQRDFTAAFPR 
MLTTRGHGPAETQTLGSLPDINLTQISTLANELRDSRLANDLRDSGATIRIGIYIGAGICAGLALALIFGALIFK 
WYSHSKEKIQNLSLISLANIiPPSGLANAVAEGIRSEENIYTIEENVYEVEEPNEYYCYVSSRQQPSQPLGCRFAM 

p 
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FIGURE 1441 

TCGACCCACGCGTCCGACTTCGGAAACTGAATAAGGTGATTAGTGACCTGACTCCAGTCAGTGAGCTTCCCTTAA 
CAGCCCGACCAAGGTCAAGGAAGGAAAAAAATAAGCTGGCTTCCAGAGCTTGTCGGTTAAAGAAGAAAGCCCAGT 
ATGAAGCTAATAAAGTGAAATTATGGGGCCTCAACACAGAATATGATAATTTATTGTTTGTAATCAACTCCATCA 
AGCAAGAGATTGTAAACCGGGTACAGAATCCAAGAG ATGA GAGAGGACCCAACATGGGGCAGAAGCTTGAAATCC 
TCATTAAAGATACTCTCGGATTTGTCCTACAGCTTAGTATTGTGGTTGACAGCGATACTAGGGCTGACAGCACAG 
AAGTCACAAGAGAAGAGTGGAAGGGCAAGAATTCAAAGCATTTGTTCATACAATGTGGCAACCTCTTTTGCATAG 



TTGCGTAGGATCCTGTTTGTAATGCTATCATAAATATTCTGTAGTTTTTTTTTTTTCTCTCCCAACTGGAGCTAT 
GACACTTTTTATTGGATTCAGTCTTGTCTCTTGTCTAGAAAGAACTTTATCTTGTTGACGCATGAGCTGTTTAAA 
AATTATCCTATTAAATGTTGGTTAATAGTTGTGCAGTTTTTCATTTCAGATGGAAAGGCAATGCAAATTTTGCCT 
TTGTTTTCTGTCACCTTCCAACCCCTGAGCACTTCTAGTCAGATACAGATTCATCAGTGTATGCAACATCCTTTG 
TAATTTAAAATAAAAAAAGATGAAAAAAAAAAAAAAAAAAGGGCGGCC 
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FIGURE 1442 

MREDPTWGRSLKSSLKILSDLSYSLVLWLTAILGLTAQKSQEKSGRARIQSICSYNVATSFA 
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FIGURE 1443 

AAATTTTTTTTCTACTAGCTACTGAGGCTGCCACATCTGGATGGAACTGAGTGGAGGGGGAAAAGAATGAAAAAC 

TCAAAAGAATTCCCATGAGGGTGTCTTGCTTTCTCTCCTGAGTTACAATACTTTAGCAAAATCATGAGGCTTTAG 

AGATATGGTGTAGTCTGCAAACTTCTTAATGCCCTTACCCACATTTACCATGTTTCCTGGCCTTCCTCTGTGTCA 

ACTCTTAGCTCTTCCTAATCATTATTTAATACATGAGTGAGTTTAGTAGTGATCATATTTCTCAGGTCCTTTAGA 

AGCTGGAATTTTAAAAGAATTAGAAGGAGGAGTATGTGAATTCTTTGGAGCTCACTGCCTGACTTGCTTATGA.ee 

AGGAAAATCTATCCCCTGTATCTAATTTTAATTTCATGGTTAAATTTGAGAATTGTGGAAACCAAGTTCCACAAG 

GCTATTCTCATATTTCTCCCAATTTCTTTTTCAGCCAACTCCAAGGATATGTATCACCTT TGAC TTAATTTGCTT 

TCTCTAAGGGAAAGGGGAAAAAATGTTCACATAGCTCCACTGCAATGTTTTTTATAATAGAGGAGAGATATTGTA 

AATAGAGACTGCCAGCCAGTTTCCACAAAAAAACGAAGAGTTCATAAATTTGACATGTTTGAACCCATAAAGCAT 

TTTCTTTGCTTGGAACCATTATAAAAGTAAGTGAGTTTTCAGGCTCTATATACATTTTAATTCCTCACGTTTTAT 

ATTGGAGAGTTCGGTACAGACTGTCCATTACTGCACCAAAAGAATGAGTGAACTGTTACCTATAGGGAAAGAACA 

CTTCTTCTTCCTGCTGTTTGGGAACCATCTCAGTGTGGCGTAATGGTTAGGAGTACAGATTCCAGATCCTGTTTC 

TTAGATTTAAATCTTGACTCTGCCACATACTAGCTGTCTGACTGAACCTTGGNNl^ 

NNNNNNNITONNN^ 

CCTAGAAACAGTGCCTGGCACATGCTAAGTGCTTTGTTCATTATTGTTGTTATTATGTAATTTTCTCTCAGACTG 
AGAGCACTGTTAGTGACCCAAGTAAATTTATAGTTTTTAAGTACAGAGGAAAAATAAAGCCTATTTTTTGTTAAC 
AGTCTTAATAAATAATAAAATGGAATAAAGAAACCAAGACCCCAAAAAAA 
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FIGURE 1444 



MTRKIYPLYLILISWLNLRIVETKFHKAILIFLPISFSANSKDMYHL 
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FIGURE 1445 

GXXCXTCCTXXCCXTGXCXCTCAGCAAAATAXAAXCAXCXTAGAAAXXXXCCXCXCXTCXAXTGTCXATXCXAXC 
CACATATCTAGCTTATTTCCTGTTACTGGGATTTGCCTATGTTTTTCTATACCTTACTTCTGTAAAATTGGTGAG 
TXTXXCXAXXXAXCCCXCXTXCXCCXXAGXXAATGAGGXACCCXAAAGCACTAGCACTXAGGAAXXAGXCTACXT 
GTCAGCAAGAGCGATCTATTAACAAAGGGATATGTAAGAAACAGGAGAACTAAAACAATCTTGTGGAAAGGGATT 
ATTTTCTAAGCGTGTGTCTACTATATTAGTTTACTTCCGAAAAACATCAGTTACTTCTCATAAATCCATCCTGTG 
TTTAAGAACATAAAATATAGTGTGGATAACAAATGCAAAGCATGCAAATTTTCAGGTAATCAGGCGAGCCATTAC 
TTACGGCACAGGTGTGCCGCCANNNNNNNN^^ 

GCATAGGTGAAAGAAGGACCTAATACAGAAATTTTTAACTTTTCCTGATACTGTTTCAACTTTCTTTTGAATGTC 

TGATTTAGGCTGCCCTAGTCATCCTTGGACGTTATCCTTGGGTGATTCAATTAGTAGCAAATXGAGTTGATTTTC 

AACTTCTCCATTAATGTGCAGGACCTGAAATCAAAGCAAAAGTGTGCTGTTGAGGGAAATGTTTTGTCACCTAGG 
AGATAAGXCAAGCTGTGNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNTSTNNNNNN 

NNNNNNNTST^lsn>JNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNACAGTAGCCCTCATTAATGGGAATAAAGTArCATCTGAGAGTCATCCCAAAGCTTACTCCCTC 
GTTGAGCCGATGGGCTGACTGAGACTCTGGAACCCACGGGTCACTGGGGTGTGTTAGTGCTCACTGAGGAGACAG 
AGCTGTTGCAATACTGAGTTCAAGCAGCACGACTGACTCACATAATGTGAAGTGAAACCAGACAGAGCTCCGAAC 
TTGGTACCTTGGGTAGCAAAGGCGGCTTCCAATGATGATTCTATACCGGTGAACAAAGAAAAATTTGCTTTGAGA 
AGCTGAGAAAATCGAGCTAGACGGCAGTGAAGTAAAGGCTTCTCTTGCAAAATCXGAGTGCCGATCTGTGATGGG 
AAAAArAACTTCCAGATAAAGCAAAAGTTGATGTGGACACCAGTACCCAGTAAATTACTGTGAAAAAAAGGCAAC 
TTCTCTTGGTCCAGTTTACCTTTAGATAAATGTTTTAAGGGTAAAAATATGTGTATTTCAAGATATGTCTTATGT 
AAACTTTTTTAAGTTATGAAAATCATCCATATTGAAAAATAGAATGTTTTCTATTTTGAAACTGTTTTGCATTGT 
CAGTTACTTAAGCAGCCTATTTTACATTTTGGTTTTTGAGAACATAATAGGGACCTGTATACTCCTTGTGGGGCC 
GCTATTTTAAGACTCCTGACAGCTCATCCTGCAAAATTAAAATCCAAAATCTAAGTCGCAAAATTCTCTTTTCTC 
CXXCCXCAGTTAXXXACXXAGAGXGXAGAACAGACAXCCXCXXAGAGXXTXXXGXAACXAXCAGXXATCAXTAAC 
ATCAXAXXXTXAXXCXAAATCCXXCCAXAGAAACACXGCXXGXGGAAAAAAAAAAGGCTXXXACXXGGXXXCACC 
ATXGXACAGAGGGXAAAXGAAAXAACXXXCGCTGAAXAXXGGGTCXAXAAXACXGXXACAXXTCCTCXAXXAXXX 
XAACAXCXXTGXGAAAAATTCAAAXXXXXACXGGXXCAXXCACAXAXCAXXXXAAATXGGAGGXXXAGTXCACAX 
ACGAXGAAXGCACAGCXCGXAGGXAXACAGXTTAACGACXXAXGACAGXGGXAXAACCACAAGACCAGCAACAXN 

nnnnnn^nnnnnnnnnnn™ 
NNNNNNisransnsm^ 

GXAXACAAXCTXCXGXGGCXGGAXXXXXXXXCACXCAACAXXXXXXXGGGAGAXXCCXXCAXXTGGXXGCAXGTA 
XCAGXGGX 
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FIGURE 1446 

MFCHLGDKSSCXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXX 
XXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXQ 
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FIGURE 1447 

TCATCAGCACAGCAATAGATCTAACGTTCCCGCCAGGGGTACTGGTCAGCGTTGGTTCTTTAGAAAGCCTGTGTA 
GAATCGATTAAAAATTGCTCAGCACTTACTACAGCCATTTTCAACCAAGAAAAAAATAATTTTCGGGACTCACTT 
ATATTCCACAGTTTAAATATGGACAATTAATAGGTCAAGGTCCAGGCTGGAAGGGGACCACTTCGAATCTTGAAT 
GCAGGGGCAAACAGCTCAAGACACCATGGCTGATGAAGACGCTATGTACACGCTTTCCAGTATGAAAACCAATGA 
GCTACATGGGGCTGGCGAACAC 
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FIGURE 1448 
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FIGURE 1449 

AAAACCTTGAGGTGATTCATCTTCCAGGCTCTCCTTCCATCAAGTCTCTCCTCCCTAGCGCTCTGGGTCCTTAAT 
GGCAGCAGCCGCCGCTACCAAGATCCTTCTGTGCCTCCCGCTTCTGCTCCTGCTGTCCGGCTGGTCCCGGGCTGG 
GCGAGCCGACCCTCACTCTCTTTGCTATGACATCACCGTCATCCCTAAGTTCAGACCTGGACCACGGTGGTGTGC 
GGTTCAAGGCCAGGTGGATGAAAAGACTTTTCTTCACTATGACTGTGGCAACAAGACAGTCACACCTGTCAGTCC 
CCTGGGGAAGAAACTAAATGTCACAACGGCCTGGAAAGCACAGAACCCAGTACTGAGAGAGGTGGTGGACATACT 
TACAGAGCAACTGCGTGACATTCAGCTGGAGAATTACACACCCAAGGAACCCCTCACCCTGCAGGCCAGGATGTC 
TTGTGAGCAGAAAGCTGAAGGACACAGCAGTGGATCTTGGCAGTTCAGTTTCGATGGGCAGATCTTCCTCCTCTT 
TGACTCAGAGAAGAGAATGTGGACAACGGTTCATCCTGGAGCCAGAAAGATGAAAGAAAAGTGGGAGAATGACAA 
GGTTGTGGCCATGTCCTTCCATTACTTCTCAATGGGAGACTGTATAGGATGGCTTGAGGACTTCTTGATGGGCAT 
GGACAGCACCCTGGAGCCAAGTGCAGGAGCACCACTCGCCATGTCCTCAGGCACAACCCAACTCAGGGCCACAGC 
CACCACCCTCATCCTTTGCTGCCTCCTCATCATCCTCCCCTGCTTCATCCTCCCTGGCATC TGAG GAGAGTCCTT 
TAGAGTGACAGGTTAAAGCTGATACCAAAAGGCTCCTGTGAGCACGGTCTTGATCAAACTCGCCCTTCTGTCTGG 
CCAGCTGCCCACGACCTACGGTGTATGTCCAGTGGCCTCCAGCAGATCATGATGACATCATGGACCCAATAGCTC 
ATTCACTGCCTTGATTCCTTXTGCCAACAATTTTACCAGCAGTTATACCTAACATATTATGCAATTTTCTCTTGG 
TGCTACCTGATGGAATTCCTGCACTTAAAGTTCTGGCTGACTAAACAAGATATATCATTTTCTTTCTTCTCTTTT 
TGTTTGGAAAATCAAGTACTTCTTTGAATGATGATCTCTTTCTTGCAAATGATATTGTCAGTAAAATAATCACGT 
TAGACTTCAGACCTCTGGGGATTCTTTCCGTGTCCTGAAAGAGAATTTTTAAATTATTTAATAAGAAAAAATTTA 
TATTAATGATTGTTTCCTTTAGTAATTTATTGTTCTGTACTGATATTTAAATAAAGAGTTCTATTTCCCAAAAAA 
AAAAAAAAAAAA 
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FIGURE 1450 

MAAAAATKILLCLPLLLLLSGWSRAGRADPHSLCYDITVIPKFRPGPRWCAVQGQVDEKTFLHYDCGNKTVTPVS 
PLGKKLNVTTAWKAQNPVLREVTO 

FDSEKRMWTTVHPGARKMKEKWENDKVVAMSFHYFSMGDCIGWLEDFLMGMDSTLEPSAGAPLAMSSGTTQLRAT 
ATTLILCCLLIILPCFILPGI 
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FIGURE 1451 

CTGGGGTTGGCAGTCTGCTTAACAAGAXGCTGGGACCACCTCTGAATTAGTGAATCAGGGAGCTGCTGTGTGATC 
CCCTCCTCCAGGCTTTCTTGGAGTTTGTCTCTGCCACTTCCTCAAGCCCTTTAAAAAGGCTCCTGTGCTTTAGAG 
AGTWAGGATGTTAATGACCGTTCTTTTTTCTTGTACTTTATTAAGTACTAGTCTTACTAGACTAGTGCTTAAGTG 
GCAGTGTCTGCCTTTGCCTTCTCCCATCTCTTTATGCTCCTTTCTTCCAACTTCTCACGTTTCTGTTTCTCGCAC 
GGCCAGGTGTCCAGCATCCCATGCTGACTTGCGGTTGGCCAATCCCCTCCTCGTAGATTTCCTCCACATTTTCCT 
CTTCCTCCTTTTCCTGTGGGAAGTTCTTTTTCTGGGCTGTGGCTGGTCTTACGTAGTTCGGTGGAAAAAGTATTG 
AGGXAGTGTTAGATACTGTGCTGCACCTCCAGGAGTGTCCAATCTTTTGGCTTCCCTGGGCCACACTGGAACAAG 
AAGAACTGTCTTGGGCCACACGTAAAATACACGGACACTAACGATAGCTGATGAGCTAAAAAAAAAAAAAAAAAA 



< 
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FIGURE 1452 

AACAATGGATATTCTGXAAAATATCCTGTACAAAACAAGACTATTGCCAGTAATGTATACAAATTGTCTTTTTGT 
GTACTTCCAGCATAGGTTTGGATATATGAACATTTTTCTTTTATTGTTTTATCTTCACAGAAAATAAAAGGTGTT 
AATTTGCTTTTTAAAACAAATTTAATTATCACATTTTAAATTACTTTGTGGACTGTGTTTTCAAAACTTTGCAAA 
TTCATCTGTTACACAGAAAATTTTGACTTAAAACATCTGCTGAATTCCAAATTTCTGTAATAGCTACTGTATCTG 
TGATAAACTTTCCTATATCTTTCCTTGCCATTTCTATGGATTTTATAATGAAAGAAAAAGGCATTGGAGACTGAA 
GGCAGAAATGGTTGTGACAGTGCTGTTTGGCTTTTTCATTCTTCAAATGCCAAGTCATCCACTTTGTTTTCCTGT 
TTAGGCTTTGCACAAATACAATTGCTTTCAGGAATCCTAAAGCAGCATTTTATTGAGTTTGAATTATTAAAGGTA 
CAGAGGAAATGTGGTGATGTAGAACTTTTCCTAACACAGGTATCTAGGAAGTAAGTGCTGAGTTGATTTTCTAGG 
TTCTTACGTATTTGAAAAATAAAATTGCAATTCGAGATAAGTGCTTGAGCACTCTACTTAAGTATTCTCTGTGTT 
TTATGAAGAGAAAATGATCTGATTTTCCCTTATACTTCATTTTACAATACATATTCCCTTTTAACTTAAAAAAAT 
TGTAAATGTGGGAGAAAAAACCCTGCAGGATGGAAACAATTATTAAGAATGTAGATCAATAAGTACTTTTTAGTG 
ATG TGGCAGAAATCCCTGTTGATTCTAAGTTTTAGAGTGTCTTTTCCCCTATTTCTGACCTACAACTATAAACTA 
CTCTCTATTAGGAGAACTAGACCACTTTCTTCATTC.TTTTCTAAACTGCTGCAGATTGCCGTGAACTCTATCAAT 
AGTCTCTTTTCCGCAGGCAAAGTGGCATTTTCTAAACATGTTTGCTTACTGCCAGGTGGTTTGAAATCTATGATT 
TACTGCAGTAGTATGTGCTTAAAACAACTGTTGAGGTCTTTTAAGCAGGAAAGTTCAAAAGGAAGTGTCCTGATA 
ATGGTACTGGTTTTTCTACAAAT ATAAG TAGTCATTAGAAGTTTGCAACCACCACCAAGTCTGAGAGAACTCTGG 
GATATTCTGTGGGTTTGGCATATTAGATAGAGAAAATGACAGATCTAGATGAAGGGAGCTTTTGGATGTGTGCCT 
TTAAAAACTGATTATGTATAAATACTGATATTTCACATACGGAGATATTTGAAGACCCAAGTCTGCCTTTCACAG 
AGCCCTCCATTCCAAGTTTAGTTTTTGTCAAAATATGAATCATTTTATTTGACTGTACTATCAGTACACAAATGC 
ATGAGTATGTTTATACAGTGTTAGACTGATGTGAATTTGCATTTGTTACATTACATTGCCAGCGCATATCATTTA 
GCAAGTTGGCATTAACATTTATGCTTTAATTAAATGCCAGTATACCTATGTGTGCAGCAGTAAAAAATTAGTGAG 
AAAAAGCAACTTTTTGTCACTCTTAGGAAATATTTTGTCTTATTAGTGTTCTTGGCACATGTATATTACTAAAGT 
AGATAATTCCAATGAGAAATACTACCAGATTATTGTTATAAAATTAATXTACAATGTCCCTGATATTGAGCTAAC 
TCTTAAAAAAACCAAACAAAACTCGTATCTGAGTGTAACTTTGCCAATATTTTAAAAGCCAAAATATTCTCTGGA 
CAACAAATTTGTATTGCTCAGGGACAGTTTACCTTGCCTGGTAAACCTTCCCAAACAGAAATATAGCTATACTAT 
CTTTGGTTTTGT 
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FIGURE 1453 

MWQKSLLILSFRVSFPLFLTYNYKLLSIRRTRPLSSFFSKLLQIAVNSINSLFSAGKVAFSKHVCLLPGGLKSMI 
YCSSMCLKQLLRSFKQESSKGSVLIMVLVFLQI 
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FIGURE 1454 

GAGAGCCAGAGGCCACTCTTTATTGCTTTTTTTCTCAGGCTTCTGCTTGTGTGATCAGGGNAAGGGATCCCACAT 
ATGGGAATGGTTAGTGGCTTTTGGGACTCTCCAGGAGCCTCTGTTTTAAGAATGAGGCCAAATGTGCAGGCTCAG 
GCCAAGCGGCAGAGATGAATGAGGTGATGACCACAGCCTTGATCCGGCAGGAGCTCAGAGATGCCCGGGAAGACG 
GGGGGCCCGAACGGAAGCAGAAAAACACTTATGGCCGCTGGGAAGTTGGGAGAGCGAGGCTGGGGCTCTGGCAGG 
CCCAGGGAAAGTTCCCTGTCTAGGCTCTTTATTAAAAAATTTAAAAGGAGGAGTTGAGGCACCTTGAATATTCCT 
TCGCGAGTCTTGGAGACTAGCCGATTTTTC ATGA AGCAAGCAAAGACCGCGGTCCCGGATCCTGCAACTTCTACC 
TCATTTTCTCCAGGCCTCTCCACTTGCCCGAGCTCTCAGCCACCAGGAGACAGATGGAAGGGGCTTCTGGATTGC 
GTTGGGAGCGGGCACTGTCCCCTACCCACTCCTGCTCAGTTTCCCAAAGTCCAGCGACTTCCGACCCTCCTTGGG 
GGGAAAAATACCAGTACCCAGACACCTTTGCACCCTGTTATATGACTGGGCTTGCTTCAGGAATATCTTACAAAG 
AAAAGAAGAAGAAAGAACGGCTTGGAGTCATGTTTACATCTAGTTCTACTGATCCGTTCACATCTGGAGAGTTTA 
TTTATAACTCCCTCTATAACTCTCTGTTTGGAGACACTGTGGCTCTATTGACAGACTGATATCTAGGAAATATTG 
CTCTATGTCTAACCGTACCTAAATGTGCTGTGGTTGTATTTACAGATTTATGTTTGAGGGAAATATAACTATTTC 
CATTGTATTTGTGCATATACAGTAGTTATAGGAGCAGATTTATATATGGGAAAATATACGACTCTCTTACAGCCA 
TCCAGCTTTATGTACATTTGATATCCTGACAGATTTATATCTCTGAACAGCTATATTGATCAAAACGTATATTGT 
TAGAATTATGTGTCCGAAGATTTTTTCTTATT 
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FIGURE 1455 

MKQAKTAVPDPATSTSFSPGLSTCPSSQPPGDRWKGLLDCVGSGHCPLPTPAQFPKVQRLPTLLGGKNTSTQTPL 
HPVI 
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FIGURE 1456 

CTGCGCCTGGCGTCACCGACCGGTGCGGACAGGAAGAGGCTCTGGGCTGGCACATGTGTATGGCGGTGAGGCGGG 

CGGGTACATGGCGGGCTCTGTGGGACTGGCGTTGTGCGGGCAGACGTTGGTGGTGCGGGGCGGCAGCCGATTCCT 

GGCCACCTCCATAGCAAGCAGTGATGATGACAGCCTCTTCATCTATGACTGCAGTGCTGCAGAAAAGAAGTCACA 

AGAAAATAAAGGGGAGGACGCGCCCTTGGACCAGGGGAGCGGTGCGATTCTGGCGTCCACCTTCTCCAAGTCTGG 

CAGCTATTTTGCTTTAACCGATGACAGTAAGCGTCTGATTCTTTTCCGTACAAAACCATGGCAATGTCTGAGTGT 

CAGGACCGTGGCAAGGAGGTGTACAGCCCTGACTTTCATAGCCTCGGAGGAGAAGGTCTTGGTGGCCGACAAGTC 

TGGAGACGTCTACTCCTTTTCGGTGCTGGAGCCACACGGGTGTGGCCGTCTAGAGCTGGGGCACCTGTCTATGCT 

GTTAGATGTGGCTGTGAGTCCTGATGACCGCTTCATCCTCACTGCCGACCGGGACGAGAAGATCCGAGTCAGCTG 

GGCCGCGGCGCCCCATAGCATCGAGTCCTTCTGCTTGGGGCACACAGAGTTTGTGAGCCGTATCTCCGTGGTGCC 

AACTCAGCCCGGGCTGCTTCTGTCCTCCTCTGGGGACGGCACCCTGAGGCTCTGGGAGTACAGGAGCGGCCGCCA 

GCTGCACTGCTGTCACCTGGCCAGTCTGCAGGAGCTGGTGGACCCCCAGGCCCCCCAGAAGTTTGCCGCGTCCAG 

GATTGCATTCTGGTGCCAGGAGAACTGCGTGGCGCTCCTGTGCGACGGCACTCCTGTGGTCTACATCTTCCAGCT 

GGACGCCCGCAGACAGCAGTTGGTGTACAGGCAGCAGCTGGCGTTCCAGCACCAAGTGTGGGACGTGGCTTTCGA 

GGAGACCCAGGGGCTGTGGGTGCTCCAGGACTGCCAGG2VAGCCCCCCTGGTGCTCTACAGGCCTGTGGGCGACCA 

GTGGCAGTCTGTTCCTGAGAGCACCGTGTTAAAGAAAGTCTCTGGTGTTCTTCGTGGGAACTGGGCCATGCTGGA 

AGGCTCTGCCGGCGCAGACGCCAGCTTCAGCAGTCTCTACAAGGCCACGTTCGACAACGTGACCTCCTACCTGAA 

GAAGAAAGAGGAGAGACTGCAGCAGCAGCTAGAGAAGAAGCAGCGGCGCCGGAGTCCCCCGCCTGGGCCCGACGG 

GCATGCCAAG7^AGATGAGACCGGGGGAGGCGACGCTAAGTTGCTGATCGTGGCGGTCTGTTTCTGTCGACTGTGG 

ACCACTTATGTGCGATCCGTGGACCACTTGCGXGCGATCTGTCGGCCGACGATGAGCTrGTTCGGATGTAGCTCC 

ATCGTAAGTCGAGGAGCATCTGTGATTTGTCCTCTGCTTArGGGATATGTTTTTCCGCTACTGAGTCTGTGTAGT 
AAATTTTTGACTAGGAA 
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FIGURE 1457 

MAGSVGLALCGQTLWRGGSRFLATSIASSDDDSLFIYDCSAAEKKSQENKGEDAPLDQGSGAILASTFSKSGSY 
FALTDDSKRLILFRTKPWQCLSVRTVARRCTALTFIASEEKVLVADKSGDVYSFSVLEPHGCGRLELGHLSMLLD 
VAVSPDDRFILTADRDEKIRVSWAAAPHSIESFCLGHTEFVSRISWPTQPGLLLSSSGDGTLRLWEYRSGRQLH 
CCHLASLQELVDPQAPQKFAASRIAFWCQENCVALLCDGTPVVYIFQLDARRQQLVYRQQLAFQHQVWDVAFEET 
QGLVm,QDCQEAPLVLYRPVGDQWQSVPESTVLKKVSGVLRGNWAMLEGSAGADASFSSLYKATFDNVTSYLKKK 
EERLQQQLEKKQRRRSPPPGPDGHAKKMRPGEATLSC 
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FIGURE 1458 

GCTGACACCTGCCCAGTGGAAGCTGGCATCCCTCCCCTTGTGGGTTCAGAGCTGCAAGAAGCACCAGGCTCGGCC 
ACTTCAGAAGCCCCAGCCTCGACCTAGCCCACCCTCTCAGGGCCACAGTGCAGAAGCCTGCACACCTGCCAAGTC 
TCTCCGACTCCTTGCAGCTGCTGTCAGC ATGG CCCAGGCTCCTGCTGACCCGGGCAGAGAAGGCCACCTTGAACA 
AAGAATCCTGCAGGTGCTGACAGAGGCTGGCTCCCCGGTGAAACTTGCCCAGCTGGTGAAGGAATGCCAAGCACC 
CAAGAGGGAGCTCAACCAAGTCCTCTACCGAATGAAAAAGGAGTTGAAAGTCTCCCTCACATCCCCTGCCACCTG 
GTGCTTGGGCGGGACTGATCCTGAAGGCGAGGGTCCTGCAGAGCTGGCCTTGTCCAGCCCTGCCGAGAGGCCCCA 
GCAACATGCAGCTACAATTCCAGAGACCCCTGGCCCTCAGTTCAGCCAACAACGGGAGGAAGACATCTACAGGTT 
TCTCAAAGACAATGGTCCCCAGAGGGCCCTGGTCATCGCCCAAGCACXGGGAATGAGGACAGCAAAAGATGTGAA 
CCGAGACTTGTACAGGATGAAGAGCAGGCACCTTCTGGACATGGATGAGCAGTCCAAAGCATGGACGATTTACCG 
CCCAGAAGATTCTGGAAGAAGAGCAAAGTCAGCCTCAATTATTTACCAGCACAATCCAATCAACATGATCTGCCA 
GAATGGACCCAACAGCTGGATTTCCATTGCAAACTCCGAAGCCATCCAGATTGGACACGGGAACATCATTACAAG 
ACAGACAGTCTCCAGGGAGGACGGTTCCGCCGGTCCACGCCACCTCCCTTCAATGGCACCAGGTGATTCCTCAAC 
TTGGGGGACCCTAGTTGATCCCTGGGGGCCCCAGGACATCCACATGGAGCGGTCCATACTGAGACGGGTGCAGCT 
GGGACACAGCAATGAGATGAGGCTCCACGGCGTCCCGTCCGAGGGCCCTGCCCACATCCCCCCTGGCAGCCCCCC 
AGTCTCTGCCACTGCTGCCGGCCCAGAAGCTTCGTTTGAAGCAAGAATTCCCAGTCCAGGAACTCACCCTGAGGG 
GGAAGCCGCCCAGAGAATCCACATGAAATCGTGCTTTCTCGAGGACGCCACCATCGGCAACAGCAACAAAATGTC 
TATCAGCCCAGGGGTGGCTGGCCCAGGAGGAGTCGCAGGGTCTGGAGAGGGGGAGCCAGGGGAGGACGCAGGTCG 
TCGTCCCGCAGACACACAATCCAGAAGTCACTTTCCTCGAGACATTGGTCAGCCCATCACTCCCAGCCACTCGAA 
GCTCACCCCCAAGCTGGAAACTATGACTCTTGGAAACAGGAGTCACAAAGCTGCAGAAGGCAGCCACTATGTGGA 
TGAAGCCTCACACGAGGGGAGCTGGTGGGGAGGTGGGATT TAGT GCACAGCCTCACGTGGGGCTTGGACACAGGC 
TGGGGGTGGGCGCATGCTAGGGAGACTAGCCTGCTGCTCTCTGCATTCCTTAGCGTCTTGTTTGACCTGCTTGCT 
TCCAGACATAACCTGCATGAATCAGTTTTGGGGGAATGGACCTGGCATGGGGATGGGTTCAGGCCAGGTCTTTTG 
ATGGCCAGGAGTAGATGACAGGGAGTTGCCTTGGGGAACCTTTGGTGTGCCAAGAGGAGGTGGGTAGATGGGAGT 
GGGGCTCGGTCCCCCAGGCCCAGGGGACTCTCTCCACTCTTTCCTGGGCTCGGGGCATCTGCCTGGAGTTACCTT 
CCATCATGGCTACCTGCTGTGGTTTGAATGTTTGAGTCCCAACAA2UVTTCATATCAAAACATAATCCCAACTGGG 
TGCAGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGCGGATCAATAGGTCAGGAAATCCAGA 
CCGTCCTGGCTAACATGGTGAAACCCCGTCTCTACTAAAAAAAAAAATACAAAAAATTAGCCGGGCGTTGTGGCG 
GGCACCTGGAGTCCCAGCTACTCCGGAGGCTGAGGGAGGAGAATGGTGTGAACCCGGGAGGTGGAGCTTCCAGTG 
AGCCGAGATCGCGCCACTGCACTCCAGGCTGGGCGACAGAGCGAGACTCCGTCTCAAAAAAATAAATACATAAAT 
AAAAAATAAACCACCCATAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 1459 

MAQAPADPGREGHLEQRILQVLTEAGSPVKLAQLVKECQAPKRELNQVLYRMKKELKVSLTSPATWCLGGTDPEG 
EGPAELALSSPAERPQQHAATIPETPGPQFSQQREEDIYRFLKDNGPQRALVIAQALGMRTAKDVNRDLYRMKSR 
HLBDMDEQSKAWTIYRPEDSGRRAKSASIIYQHNPINMICQNGPNSWISIANSEAIQIGHGNIITRQTVSREDGS 
AGPRHLPSMAPGDSSTWGTLVDPWGPQDIHMERSILRRVQLGHSNEMRLHGVPSEGPAHIPPGSPPVSATAAGPE 
ASFEARIPSPGTHPEGEAAQRIHMKSCFLEDATIGNSNKMSISPGVAGPGGVAGSGEGEPGEDAGRRPADTQSRS 
HFPRDIGQPITPSHSKLTPKLETMTLGNRSHKAAEGSHYVDEASHEGSWWGGGI 
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FIGURE 1460 

GCAGAATCAATATGTGCACAGTTCTCTTTATCAGGCAAAAACACGTTTATTGAGACATGAAATGAGAATCAGGCT 
GAAGGAATCATGCAGC TGAA AGATGATTATATTCATAGAAATGAAGAGATGAAATATTCAAAGAAGATGGCTACT 
TTATTGTGAGACTTACCACTTTAACCTCATATGTTAACAGCACCTACCAAAAAATGATATGAGATAGAGCTAAAA 
TACTGAAATTGCAAATGGACAAAATAAATCATGAAAATTTGTTTATTATTTCTTCAATAAATATTTCTAGGTGCT 
TTGTGATTCTTTCATTTAGTCATTAAAGCCATTGCTTTACTATATTGCGTTGCCACTTTAAAAACAAGTTACTTG 
ACATTGTTTTTGACAGATTTCACTATATTCTTATGTAATTAATTGATTATTTCTAAAATGTTTGAATAAACTTTG 
TACTCCCTCTAAGGAGTATTTTATTCATTCTTTTAATTCCCAAATGAACTTTGAACTTACAGTGCTGTTGAATGC 
CTTGGTAAGGACTTCTTGAAATTGCATAAACTATTCTTGTAAATGGTAAACTTGAGAATTTTCTTTGTTTCTTTT 
TTCTCTATGTCTTAAAGAATGCCTTTAGAATCTAATTCATGTTGTATCAGATAAGAATGTTTCTGTGGTTTCTCG 
TATCAGATGTGTAAAGAAATTATTACTGGGATGCCATTGGCTATGTCTCTTTCCCCTTCATGTAAAAATTCCAAG 
TGTCAGTAAAACTTCTCTATAATATTTTCTTAAAACCATTTATAAATTTGTGTTATAATACTCCAGAAAATCAAT 
GTAATAAGTGGTCATATATATCACCAACTATGGATATCAAAAAGTTGGGGTCACATCAGTGCTATTTATTTAATT 
AAAATACATTGCATATTTCTATTAGCACAAACTTCTCTCTAAAAGGTCTGTGTAACTGCTTCTCATCATTATTTG 
ATTGCTGTTATGGGATCCTGTCAAAACTGTGTAATTGTTTATTCTCCATTCCTCAAATACAAAATTGAGTAGGTT 
G 
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FIGURE 1461 

QNQYVHS SL YQAKTRLLRHEMRIRLKESCS 
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FIGURE 1462 

TCATTTTTAAAGAGACTCCTGCTATGTTGCACAGACTTGTGAATTCCTGGTTTCAAGTTATCTTTCCCCCTATGT 
CACTCAAGTAATGTGGACTACACTCATGTGACACCATGCCCATCTTTATGTTGTGTATCTTATTTTTGTTTTGTT 
TTACTCTTGAATCAGCTCAGTCTGAAAATCTGTCTTTTAATTCATGGGGATTTTTTAGAATGATTTCTTGGAGGG 
TTTTGTCTTTTGAATGTGTGGTCCCTTCTCTGCCTAGAACTTTTTTTTTTGAATGAGAC 
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FIGURE 1463 

MPIFMLCILFLFCFTLESAQSENLSFNSWGFFRMISWRVLSFECWPSLPRTFFFE 
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FIGURE 1464 

TGCCTGGCCTGACATTTTTANAAAAAGTTTTATTTTGCACGGCTCTAAACCTCCATGTTATTTTCCAGTGGTGTA 

GAAGGTACCAGCTAAAGTGAACCACTATGTAATATXAGGCCATTCTAAAGGAAAGATGTTCCATGTCATCAGAGA 

TGGTAAAATAGGCAGGGAAAAAAAAATCTTTGGTACCAAAGATTACACTTGTGTTTCTACACAGCAAACCATTTT 

TCTTTCATGAAAATAATATATTATTAACATGAATATATTATTTTGCTATTAATGTGAAAGTTGTCTCTAAATATT 

TTTTAATTTTCAAACTCATACTTTATTTTCATTTGAAATGTTTTTCACACCTTTTGCATTACATAATAATTTTGT 

GGAAGCATTTTGCCCTTTAGAATAAATATTAGATTGATATAGCTGAAATGTGACTTCCAGTTCTTTGATATTCCC 

CTTGTTATTCAAATAGAAATATGGAAATGCTTTATATATTACTGTTAAATTTCTTAGTGCAGAAATAACATTATT 

AATAGAGTArTGTTTTCAAAACAGATGATTAATTTCAAGAGGTTTAACAGTGAAATTGTGTCAATATTTTGCATT 

TAAAATGAATTTAATTGACCGATATTTTCTGTAGTTAAATTTAGTCACAATATCACATATGTTCTTCAAGAAACA 

CATGAAATTATTAATAAAGTAATTAAAAAATXTTTAATGTATAACAGAATTGACCAATAGGCCAGTTTTCTGGTA 

ACTTATGATAGTAGATTGTTTCTTTAGAAACTGGGCAGAAGCTCTGCATTCTCACTTGTACTTTGATTTCTTATT 

TCTTGGTCAGGCAATTTGAGGAAAGAAGAAATGGCATGGGGAATATATATGTTTTGTTTCTTAGGGAAAACAGTC 

TGAGAAATGAATAAAAAGCATGAANNNNNNNNNNNNNNNNNNNNNNTACCATGGAAAAGGATATTCACAGTAGTA 

CAGTTCTCAATATTTTTAATTAGATGTCATArTTTTTTAATATAGTAAAACCTTGGGATATAGAATATTACATCT 

TTTGAGAATGTATGTGTCTCTAAGTAAGTAAAATCTAATGCGTATAGGAGACTGATAGCTAAAAATGAATGGAAC 

ATTAAXGTACTTTTATAATTAAACCrCTTATCTATCAGAAATTGTAAGAGAATAGATACATGTTTTGAATGTAAA 

GTTGAAAAGTCTGGTTXACTGAATAAATTGAAAGTGATTTATAAAATCTAAATTTGGACTACTTGCAAATGATAA 

GCTATrCTAGTAGCCTTTAGTTTAAATCCAACAGAAATCTAGAAGTCACAAGCAAATATCTTAAAGGTAAAATCC 

ArCTGGGCACTCATTTAAAGTATATCTTAAAAAAGCAGCAGCAAGGTACCTTGCCATTTTTAGCATATTTTCTTC 
CTTTTTCTTTTTTCTTT 
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FIGURE 1465 

PGLTFLXKVLFCTALNLHVIFQWCRRYQLK 
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FIGURE 1466 

GACTTTGTAAACTGATTTCAGAGAAGCGATTAAGGAATTGTACTGTCTTTAAACAATATTTAGAATGCTTCAGTA 
AAAGCATTTTTAAAAAATTTTTCTAATGATGTAGTAAATGTACCTAATATAAAGTTAAGTGGTTTTATTTAATAC 
TTTTCACCTGACCATGATTATGTTATAAATAAGAGGATTTATAGTTTGCATGCCTGATATAATCTATTTAATTTC 
CTTTACAAAATTTTTGTACATGAAAGATAAATGTCTTCATTTTACCAGCTACCTCCTTCCAGATTGAATGCTTCA 
GXGCACTTTGATTTTCAAATTGGCTATTATTTTTTAATGTAATTAACCTTCACAATTTAAATTGAAGGATATTCT 
GATCCTTAGGTTATAAATATGTGACTTGATGGTTTATGTAACATTCAAGTAGCATGTTTTCTATAACAATATGAT 
AAAAGTTTTGATACATACCTTGTATGTTGCTTGACAGATCTGTTTTAGAAAACATTCCTCTGCCTTTTGAAATGA 
AGCCATGTATTTGAAATTATTTCCCAAACAATTATATCTTAAGCGTGTGCTACATAGTAATCATAGTCATTTTAA 
TTTAGATTATAAAGCTATATTTTAACTTTGAGGTTTGTGAATTTTCTTAGACATATTAATGACTrTATAGTTAAT 
GGTGCTCTCAGATTTTATTTTTAAGTTAAAAATTTGCCAGGCGCGGTGGCTCA 
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FIGURE 1467 

LCKLISEKRLRNCTVFKQYLECFSKSIFKKFF 
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FIGURE 1468 

CCTTTCCTTTCTTTTTAAATAGGCAATCAATATCTGATTTTAXGAATGTCTGCCATTGTGCATGATTCAGCTAAG 
TAAGCCCTAATGAGAATTCAAAGGTTATGACGACTTAGTCATAGGAGTCTATAATCTAATGCAGAAAAGAGATTT 
ACAAAGCATAACAAGGCAGTGTTTTATGTTATGATATAGGTACGGTGAAATGAGTTTAGGGAAGGAAGCCGGGGA 
AGGCTTCGTAGTAAAAGTGGCATTTAGTAGAACTCATGACGAGCTGAGGGATGCCAATAGTGAAAAGGCAATGAT 
GTCAAGACTGTAAAGCTAAGGCTGTTTAGTGAATAGAGTATTCCAGTTTACCTAGAGTACAAGTTATGTGTGTAA 
GTAAGGCCTTGTCCTNNNTtfNNNNNNN^ 

ACATTTTGCATTCTGAGTTATGCAGAAAGTGCTTTGCAACATAGAGGAAAAAGCCCTAACTGTTGTGGTGGTTGA 
GAGTTGATTGGAAAGCCTCATGGCGGGCTGAGTCTTGATGGAGCAGTACTTTGCCCAGTGGAAATAAGAAGAAAG 
CATATAGAAGTTCTCCTTATCCTTTGGACTTGCAATACACACAAAACTTTCTGGGGCTTTCTAAGGAAATTTTAT 
TTCAAGATTCTGCTAGGCAATAACTCTCCTTCCTTAAATTGAAGGGTAAGGACTCTAAGTTCTGCTTTTTCTTTT 
CTCACTGAATTTGCTTAGGTTTTTTTTTCGNNNN^^ 

TCACTTTCTCTTCCTTAGTAAAGCTCCATTTGCTTCTCTCCTAACCTGGACATTATAGGAAGCACTGATGCTGTA 
TTAAAATTTAGAGAAAGCTCCCAGTCTGTCTTTCCCAACATCCCTTCAGTTTCAATAAGC 
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FIGURE 1469 
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FIGURE 1470 

GTTTTCAAAGGCACTCTGTTAGGTGGCATACAGCCCTGATTAAAAACAGCACTGAACTTAGACATGTTTCATTTT 
TTTCTCTAACCTAGTACCTTTTTTACAGATTGCATATTAACAGCTTATTTTTGCATTTACCTCTGTAAACCCTCA 
ATCAAAATTTATTTAAAATATTGGGAGCTTTTAGTTTAAAGTGATACCTACTGGCCCCTCAAAACATCCAGCATT 
AAAAAACTAAGACTGGCAGTGAAATAATTATCAAAATTATAGGAAGAATTTTCATTTAGCCAGAACTGAATTGAA 
AAATCCATTTGGT 
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FIGURE 1471 

FQRHS VRWHTAL I KNS TELRHVSFFSLT 
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FIGURE 1472 

ATGCTTCTTCCCCAAGGCAGCATCAAATTTTGAATTAATTTTTGCTGCTTAATAAGGACTTAAACTGGTACCCAA 
GTCAGAAAGACTCTGCCTCTAATTTTCTGGGGCTTGGGGAT^AGATAAAGTGTTACACCCAGTGTTTGTCCACC 
ACAGTCTGTGGGGCAGAGAGACCCTTCCTGGGACTGAATTCTCAATTTGAAGCACTGTTGTTCAAAGATCTCCCT 
TCTGGGTCTGACAAGAAGAAACATAACCCTTATTTATTGCATTCTTCTGGCTTACATACATTGCCCTCACTAATC 
AATGGACATTTCAGCATTTCATTACTAATTTTGAGAGAAGGCCACCATGGAATTTAATAAAAATATTATTGAAGA 
GAATTGCCATCATTCTCCATTTTCCCTGAACTACCACAAGCTTCTCAGAATTTTAGACAAATGTTTTTCCCCTCA 
GAACTGAGCATCAGTGCTGCTTTGGAAAAACATTCCATGTGAATACTGTGGTTTCAGTGTCAGGACCTGTACTTG 
GGCAGTTGGCAAGAGAGTGTGCCAGTTTTTTATTGGGAGATGGGAACACCCAATTTAATTGATGCAATTAGGTTG 
TAGGTTTTTTACAGTTTTTCTTTTCTTTTCTTTTTCTTTTTCT 
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FIGURE 1473 

MKIKCYTQCLSTTVCGAERPFLGLNSQFEALLFKDLPSGSDKKKHNPYLLHSSGLHTLPSLINGHFSISLLILRE 
GHHGI 
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FIGURE 1474 

GCTCATGTCTAGGCTGAGAGTGAGATAGGAGCCACTGGAAGAATGAGATGATTCAGACAAGAGATTGTAGGAGAT 
TGGCTTATTCTGTTGACAAGATGGTAATCCGACTTATTTTTTGGTTTTTTGGTGTTGGTGGTTTAGGAAGACAGG 
AACTTCTCCACACCCGGTAGAGTTCAGCTGCCTTTTCATTAGTCAGCAAGCAGTTTTTCCTTTCTCAAGGCAGTC 
CACATCCAGCAAAACATTTGATTAACTGGAAAGCAATACCATTCTCATGCCAGTGTACAAATTACATGAAAGAGC 
ATCATTTTTCTAGTGTCTGAGGATTGGCTGCTTATGGCCAATTTTGGCAGCAAAACGATAGGATTAAAAATAGCT 
TGAAGATGATCTAGTCTTAAATAATATATTTCATGATGAACTTTCCTTGGGAAAGTGCATCTTTCTGCCTACAAG 
AATCACATGACCCCTTTCAATAATTTATGTAGTAGAGAAAAACACACTATTTCTCATAGAGTTTTCAGTCATGTG 
CTGTGGTGTGATTGTTTCTGGACATTCATAAAATTTTATAGTTAACTGAGTTCTCTTTTCTGTTTTGTTGCTATT 
TAACGTCCATTGAAAACATGGCTTTCTTTTGCGCATTCTGTTACTTTCAGCTGTACTTTCTAATAAGAATGGATT 
GCCCTTTTTAGCAATCTrTGATTGAACTGGTACATTTCAGATTACTTAA ATGT CATCAGGCCACACAGCATACCA 
GGTAACAGAAAGCCATAAATTAAAAATAAAAAAAAGGCAAGC 
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FIGURE 1475 

MSSGHTAYQVTESHKLKIKKRQ 



i 
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FIGURE 1476 

AGTTAAGTAAATCACCCCAATTTTTTCTAATATTTAAGTGAACATTTAAAGATAAGCATTTCTTAATGTTAATTT 
CTTTTCTTTCATGTAATCTTGTCAGTAGACAAATGATGGTGACTATATTCTGTAATAAGTACATATATTAXGATT 
AAAAAAAAAAGCGTGTACTATCTGCCCAAAGAGATCATAAGCACTTTGGAGCTATAAACTTCTTGTCTATXTCTA 
CTTCCATGGTACTGATATTCTCTTCTCAGATAACCAAACAAAAACAGCTGAATAAAATCAACCATTAATAGTAAA 
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FIGURE 1477 

MLISFLSCNLVSRQMMVTIFCNKYIYYD 



